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Abstract Mentor Programme
The Abstract Mentor Programme provides an opportunity for early-career investigators to receive feedback from more experi-
enced researchers on their draft abstracts. 
The programme links mentees to mentors within the same track to maximize the use of the mentors’ expertise. Participants are 
required to take part in an online e-course on conference abstract writing in order to submit to the programme.

This year, 117 mentors reviewed 204 draft abstracts submitted by 156 researchers. One hundred and twenty-eight of them were 
submitted to IAS 2017 and the following were selected: 

•  2 Oral Abstract
•  1 Poster Discussion Session
•  26 Poster Exhibition

We would like to thank all volunteer abstract mentors, listed below, who supported early-career HIV researchers improve the 
quality of their abstracts.
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Wadzanai Samaneka, Zimbabwe
Weiming Tang, United States
William Christopher Mathews, United States
Yoav Keynan, Canada
Zulfa Abrahams, South Africa



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

International Abstract Review Committee
The 9th IAS Conference on HIV Science received more than 4,300 abstract submissions, which went through a blind, peer-re-
viewed process carried out by an international panel of reviewers who play a critical role in designing a strong scientific programme.

More than 800 specialists from around the world volunteered their time and expertise to serve as peer reviewers, helping to ensure 
that the abstracts presented were selected on the basis of rigorous review and were of the highest scientific quality.

We extend our special thanks to the large pool of abstract reviewers for the time they dedicated to the success of the conference:
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Richard Garfein, United States
Nigel Garrett, South Africa
Roger Garsia, Australia
Hiroyuki Gatanaga, Japan
Jose Gatell, Spain
Yitades Gebre, Suriname
Teunis Geijtenbeek, Netherlands
Manisha Ghate, India
Pierre-Marie Girard, France
Enrico Girardi, Italy
Marina Giuliano, Italy
Marshall Glesby, United States
Sheela Godbole, India
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Bridget Haire, Australia
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Irene Hall, United States
Timothy Hallett, United Kingdom
Tomas Hanke, United Kingdom
Catherine Hankins, Canada
Stacey Hannah, United States
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Monday 24 July

Oral Abstract Sessions
MOAA01 Hide and Seek: Biology of Reservoirs

MOAA0101
Assessing individual viral reactivations of the latent reservoir 
using a novel barcoded virus
C. Fennessey1, M. Pinkevych2, T. Immonen1, C. Camus1, G. Del Prete1, J. Estes1, 
J. Lifson1, M. Davenport2, B. Keele1 
1Leidos Biomedical Research Inc. Frederick National Laboratory, AIDS and Cancer 
Virus Program, Frederick, United States, 2Kirby Institute for Infection and Immunity, 
University of New South Wales, Sydney, Australia 
Presenting author email: christine.fennessey@nih.gov

Background: An overwhelming obstacle to HIV cure is the presence of long-lived 
viral reservoirs that can reignite viral infection after removal of cART. Yet, our 
knowledge of the mechanisms of reservoir maintenance and persistence remains 
incompletely understood. Therefore, in this study, we generated a novel virus model 
for evaluating individual reactivation events following cART interruption to better 
understand key aspects of reservoir biology in vivo.
Methods: A genetically tagged virus (SIVmac239M) was generated with a 34-base 
molecular barcode stably inserted between vpx and vpr of SIVmac239. Rhesus ma-
caques were infected intravenously and combination antiretroviral therapy (cART) 
administered, beginning either on day 6 for 82 days (n=4) (study 1), or day 4 for 
305, 374, or 482 days (n=6) (study 2). Next-generation sequencing was used to 
evaluate the number of genetic variants in the stock and in plasma before and after 
treatment.
Results: In the viral stock, 9,336 individual barcodes, or clonotypes, were identi-
fied. During acute infection, an average of 1,247 barcodes were identified in each 
of the 10 animals. Plasma viremia was reduced to 15 vRNA copies/mL during treat-
ment, and virus rapidly rebounded following treatment interruption. Between 87 
and 136 distinct clonotypes were detected in plasma at peak rebound viremia in 
animals from study 1, and between 4 and 7 clonotypes in animals from study 2. 
Because the growth rate of each clonotype is equivalent once the virus reaches 
systemic infection, the measured relative proportions of each clonotype at rebound 
reflect the time between when each clonotype achieved systemic infection. The vi-
ral growth rate and the relative abundance of each clonotype in plasma during acute 
recrudescence was used to estimate a reactivation rate of 22.7 and 0.54 events per 
day in studies 1 and 2 respectively.
Conclusions: We conclude that identifying rebounding clonotypes may be used as 
a direct measurement of the latent reservoir that can successfully contribute to 
rebound viremia. Furthermore, the results confirm that the size of the post-cART 
recrudescence-competent viral reservoir is influenced by the timing of cART ini-
tiation and duration of treatment, enabling manipulation of these parameters to 
establish reservoirs of desired size for specific experimental purposes. 

MOAA0102
Accumulation and persistence of deleted HIV proviruses 
following prolonged ART
E. Anderson1, S. Hill1, J. Bell2, F. Simonetti1, C. Rehm3, S. Jones4, R. Gorelick2, 
J. Coffin5, F. Maldarelli1 
1National Cancer Institute, HIV Dynamics and Replication Program, Frederick, United 
States, 2Leidos, Biomedical Research Inc, Frederick, United States, 3National Institutes 
of Allergy and Infectious Diseases, Laboratory of Immunoregulation, Bethesda, United 
States, 4Leidos, Biomedical Research Inc, Clinical Monitoring Research Program, 
Frederick, United States, 5Tufts Universtiy, Department of Molecular Biology and 
Microbiology, Boston, United States 
Presenting author email: elizabeth.anderson@nih.gov

Background: HIV persistence during antiretroviral therapy (ART) is a substantial 
obstacle to HIV cure. HIV infected cells can undergo clonal expansion and specific 
clones may be highly expanded. We previously reported one provirus integrated in 
the HORMAD2 gene that accounted for 20-40% of all proviruses in one patient. 
Mechanisms by which clones emerge and persist over time are uncertain. To investi-
gate the dynamics of HIV clonal expansion, we developed multiplexed droplet digi-
tal approaches (ddPCR) to quantify HIV proviruses, including specific integrants, 
prior to and following prolonged ART.
Methods: HIV infected ART-naïve individuals (N=11) underwent ART and were fol-
lowed for a median of 13.7 years (range 4.3-16.4). Cell associated DNA (CA-DNA) 
from peripheral blood lymphocytes pre-ART, during first and second phase viral 

decay, and after prolonged ART was quantified using multiplexed ddPCR assays 
targeting HIV gag, LTR, and tat/rev regions, as well as a host gene (CCR5). We de-
signed a specific ddPCR primer set overlapping the host-HIV junction to quantify 
the HIV integrant in HORMAD2.
Results: All patients had successful suppression of HIV RNA on ART to < 50 c/
mL plasma within 5 months; HIV DNA copies/million CD4+ cells decreased for 
gag (average 15-fold), LTR (average 9.3-fold), and tat/rev regions (average 20-
fold). In 10/11 patients the LTR:gag and LTR:tat/rev ratios increased progressively 
after second phase decay (average 6-fold and 6.4-fold respectively, p<0.01, paired 
T-test) demonstrating loss of full length proviruses; in 1/11 patients, LTR:gag and 
LTR:tat/rev ratios remained stable. The HORMAD2 integrant was undetectable 
at pre-ART, 1 month, and 2 months on ART (< 1 copy in 500,000 infected cells). 
After 1 year on suppressive ART, however, the HORMAD2 integrant was present at 
a frequency of 30% of all infected cells and persisted for 6 years on ART.
Conclusions: Progressive appearance of deleted proviruses is detectable in most, 
but not all patients undergoing ART. Substantial deletion did not appear during first 
or second phase viral decay, but only after 1-4 years during suppressive therapy. 
Clonal expansion of HIV infected cells can be rapid, and sustained at stable levels 
during prolonged ART, suggesting that both antigen-induced clonal expansion and 
homeostatic proliferation maintain HIV populations. 

MOAA0103
A subset of extreme HIV controllers is characterized by  
a small HIV blood reservoir and a weak T cell activation level
E. Canoui1,2, C. Lecuroux2, V. Avettand-Fenoël3, M. Gousset3, C. Rouzioux3, 
A. Saez-Cirion4, L. Meyer5, F. Boufassa5, O. Lambotte1,2, N. Noel1,2,4, 
ANRS CO21 CODEX Study Group 
1AP-HP, Hopital BIcêtre, Service de Médecine Interne et Immunologie Clinique, Le 
Kremlin Bicêtre, France, 2UMR INSERM/CEA U1184, Le Kremlin Bicêtre, France, 
3AP-HP, Hôpital Necker-Enfants-Malades, Service de Virologie, Paris, France, 
4Institut Pasteur, Unité HIV, Inflammation et Persistance, Paris, France, 5INSERM 
U1018, CESP, Le Kremlin Bicêtre, France 
Presenting author email: nicolas.noel@aphp.fr

Background: HIV controllers (HICs) form a heterogeneous group of patients with 
regard to formal definitions, immunologic characteristics and changes over time 
in viral load.
Methods: HICs with undetectable viral load (uHICs, i.e. for whom a viral load had 
never been detected with routine assays, n=52) were compared with 178 HICs with 
blips during the follow-up (bHICs). Clinical characteristics, ultrasensitive HIV-
RNA and HIV-DNA loads, HIV1-Western blot (WB) profiles and immune param-
eters were analyzed.
Results: Relative to bHICs, uHICs had significantly lower ultrasensitive plasma 
HIV-RNA loads (median < 4 copies/ml [IQR < 2-< 4] vs. 21 [7-84] copies/mL, 
p<0.0001) and HIV-DNA levels in PBMC (< 10 copies per million PBMCs [< 10-11] 
vs. 21 [< 10-52], p=0.0004), higher CD4+ T cell count (790 [638-1038] vs. 711 
[520-920], p=0.04) at enrolment, and lower T cell activation levels. 
Half the uHICs were characterized by having a protective HLA allele (-B57/58/
B27), a weak CD8+ T cell response and very small HIV-DNA reservoir. Between 
diagnosis and inclusion in the cohort, the CD4+ T cell count had not changed in 
uHICs but had significantly decreased in bHICs (-5.16 CD4/µL/year, p=0.001). 
21% of the uHICs lacked specific anti-HIV IgG antibodies. These individuals also 
had very low levels of HIV-DNA, and 83% of these patients had both undetectable 
HIV DNA and us HIV RNA, compared with 40% of uHICs with full anti-HIV IgG 
responses.
Conclusions: We suggest that an optimal HIC phenotype combines protective 
HLA alleles, low level of HIV blood reservoirs and reduced immune activation. Such 
patients may have limited benefit from antiretroviral therapy. 
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MOAA0104
HIV integration sites in CD4 T cells from virally suppressed 
individuals show clonal expansion but no preferential location  
in oncogenes
J. Symons1, A. Chopra2, S. Leary2, D. Cooper2, J.L. Anderson1, J.J. Chang1, 
J. McMahon3, S.G. Deeks4, S. Mallal2,5, P.U. Cameron1,6, S.R. Lewin1,6 
1The Peter Doherty Institute for Infection and Immunity, University of Melbourne  
and Royal Melbourne Hospital, Melbourne, Australia, 2Institute for Immunology  
and Infectious Diseases (IIID), Murdoch University, Perth, Australia, 3Department 
of Infectious Diseases Alfred Hospital and Monash University, Melbourne, Australia, 
4Department of Medicine, University of California, San Francisco, United States, 
5Department of Pathology, Microbiology and Immunology, Vanderbilt University, 
Nashville, United States, 6Department of Infectious Diseases, Alfred Hospital and 
Monash University, Melbourne, Australia 
Presenting author email: jori.symons@unimelb.edu.au

Background: Assessing HIV integration site location and frequency in latently in-
fected cells can inform how HIV persists on antiretroviral therapy (ART). We aimed 
to characterise HIV integration sites in CD4 T-cells from blood and tissue from 
HIV-infected individuals on suppressive ART.
Methods: Genomic DNA from 1 million CD4 T-cells obtained from blood, lymph 
node (LN) or rectal tissue from virologically suppressed participants on ART was 
enzymatically cut to random sized fragments, tagged and amplified by nested PCR 
with barcoded primers before Miseq sequencing. Chromosomal alignment was de-
termined using Blat-UCSC Genome Browser (GRCH38/hg38). Clonal expansion 
of HIV integration sites was defined if identical HIV integration sites differed >2 
base pairs in PCR-product length and ≥3 length polymorphisms were present.
Results: We assessed 1794 integration sites from 7 participants receiving ART for a 
median [range] of 14 [7-19] years with an undetectable viral load for 6 [4-16] years. 
Integration was enriched in genes vs non-genes (78 [58-87]% vs 23 [13-42]%, 
p<0.001). The majority of integration sites into genes were intronic (median 86 
[72-97]% vs 13 [3-18]% exonic, p<0.001) and demonstrated preferential insertion 
in the opposite orientation relative to gene transcription (median 60 [47-68]% vs 
40 [32-52]% same orientation, p=0.007). In blood we observed a median of 54 
[25-70]% clonally expanded integration sites. 
Interestingly, the frequency of clonal expansion was different in blood and tissue. 
In matched samples of 2 participants, the frequency of clonal expansion in LN was 
similar to blood, whereas rectal tissue showed the least amount of clonal expansion 
(table). Integration sites in expanded compared to non-expanded clones were en-
riched in genes (84% vs 69% respectively, p=0.04) but there was no enrichment in 
oncogenes (median 22% vs 25% respectively, p=0.74). 

 
CD4 

count

HIV 
DNA /10^6 
CD4 cells

% Clonal 
expansion in 

blood

% Clonal 
expansion 

in LN

% Clonal 
expansion 

Rectal tissue

Participant 6 578 1500 32 38 17
Participant 7 521 494 25 - 10

[Clonal expansion of HIV integration sites]

Conclusions: Expanded clones of infected cells in blood and tissues are common. 
HIV integration is preferentially detected in intronic regions but not oncogenes 
with orientations that are usually in opposite direction. The relative contribution of 
expanded clones to HIV persistence may differ in different tissue sites but analysis 
of further tissue samples are needed. 

MOAA0105
The impact of treatment duration on defective and expanded 
identical HIV genomes in T cell subsets from peripheral blood 
and tissues
E. Lee1,2, S. von Stockenstrom3, V. Morcilla1, L. Odevall4, B. Hiener1,2, W. Show5, 
W. Hartogensis6, P. Bacchetti7, J. Milush6, T. Liegler6, E. Sinclair6, H. Hatano6, 
R. Hoh6, M. Somsouk6, P. Hunt6, E. Boritz8, D. Douek8, R. Fromentin9, 
N. Chomont9, S.G. Deeks6, F.M. Hecht6, S. Palmer1,2 
1The Westmead Institute for Medical Research, Centre for Virus Research, Westmead, 
Australia, 2The University of Sydney, Sydney Medical School, Camperdown, Australia, 
3Karolinska Institutet, Karolinska University Hospital, Department of Microbiology, 
Tumor and Cell Biology, Stockholm, Sweden, 4Karolinska Institutet, Karolinska 
University Hospital, Deparment of Microbiology, Tumor and Cell Biology, Stockholm, 
Sweden, 5Leidos Biomedical Research Inc., Frederick National Laboratory for Cancer 
Research, Advanced Biomedical Computing Center, Frederick, United States, 
6University of California San Francisco, Department of Medicine, San Francisco, 
United States, 7University of California San Francisco, Department of Epidemiology 
and Biostatistics, San Francisco, United States, 8National Institute of Allergy and 
Infectious Diseases, National Institutes of Health, Human Immunology Section, 
Vaccine Research Center, Bethesda, United States, 9Université de Montréal, Centre de 
recherche du CHUM and Department of microbiology, infectiology and immunology, 
Montreal, Canada 
Presenting author email: eunok.lee@sydney.edu.au

Background: Understanding the impact of antiretroviral therapy (ART) duration 
on HIV-1 reservoirs is critical for implementing effective curative strategies. We 
studied the distribution of defective viral genomes in T cell subsets within blood and 
tissues over 3-18 years of effective ART. We also examined expansions of identical 
HIV-1 DNA sequences (EIS) to assess the contribution of cellular proliferation to 
viral persistence during ART.
Methods: Using single-genome/proviral sequencing, we performed inter-patient 
analysis of 479 HIV-1 p6-RT RNA sequences from pre- and early-ART plasma; 
and 2329 HIV-1 DNA sequences from naïve (N), central (CM), transitional (TM), 
effector (EM), gut homing and lymph homing memory CD4+ T cells sorted from 
peripheral blood (PB), lymph node (LN) and gut tissues from 14 participants who 
initiated ART during chronic infection (3-18 years on ART). Defective viral se-
quences had hypermutation, premature stops, frameshifts and large deletions. EIS 
were determined as ≥2 identical intact or defective HIV-1 DNA sequences across 
all cell types from all anatomic sites.
Results: Defective HIV-1 DNA sequences did not appear to accumulate substan-
tially over 3-18 years of ART in any anatomic site (odds ratio=0.90-1.02/year, 
p=0.14-0.98). The viral sequences derived from pre- and early-ART plasma sam-
ples were more often genetically intact than sequences derived from PB and LN 
after several years of therapy (p≤0.004). The odds of an HIV-1 DNA sequence 
belonging to EIS increased in PB by 1.09-fold/year of ART (p=0.003). In tissues, 
the increase of the proportion in EIS during each additional year of ART was not 
statistically significant (p=0.15-0.25). Of note, 37-71% of identical HIV-1 DNA 
sequences were in EM sorted from PB and tissues. The odds that a viral sequence 
is part of an EIS in PB-derived EM increased by 1.11-fold/year (p=0.007), whereas 
other cell types showed no statistically significant trend (p=0.12-0.46).
Conclusions: The proportion of proviruses that were defective did not increase dur-
ing effective therapy, suggesting that they are established in cells prior to viral sup-
pression. Our data suggests that proliferation of HIV-infected T cells increased the 
proportion of sequences in EIS within peripheral blood over 3-18 years of therapy, 
and the EM cells were the major contributor. 
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MOAA02 Kill Me or Neutralize Me

MOAA0201
Sequential receptor-induced conformational states of native 
membrane-embedded HIV-1 Env
B. Ivan, N. Friedrich, Z. Sun, A. Trkola 
University of Zurich, Institute of Medical Virology, Zurich, Switzerland 
Presenting author email: ivan.branislav@virology.uzh.ch

Background: To fulfill its function of mediating virus attachment and entry, the HIV-1 
envelope glycoprotein (Env) trimer undergoes a sequence of conformational changes. 
Due to their unstable nature, entry intermediates remain challenging to study, leav-
ing several aspects of the entry process unresolved. This includes effects of CD4 and 
coreceptor engagement on the formation of successive Env intermediates and the 
stoichiometry of receptor and coreceptor binding. Knowledge on the different con-
formational states of native Env during the entry process is however crucial to under-
stand its antigenic landscape and vulnerability to neutralization. While Env-directed 
broadly neutralizing antibodies (bNAbs) are thought to recognize Env preferentially 
in its closed, unliganded form, we currently lack information on their activity across 
different entry steps. As activity across intermediate Env conformations could in-
crease the window of action, an antigenic profile of receptor-bound Env needs to be 
defined to select the best bnAbs for therapy and vaccine design.
Methods: We have developed a flow cytometry-based assay to assess and com-
pare antigenic properties and conformational stability of fully native, cell surface-
expressed Env trimers using an array of Env directed Abs and compounds. HIV-1 
pseudovirus neutralization activity of a panel of NAbs was determined to explore 
links between open Env conformation and neutralization sensitivity.
Results: Our analysis provides a fine mapping of sequential exposure of shield-
ed Env epitopes upon exposure to increasing doses of soluble CD4 (sCD4). 
Conformational changes induced by sCD4 binding proved consistent with a model 
where occupation of a protomer alters conformation of all three simultaneously. 
Increasing protomer occupancy by sCD4 promoted transition through intermedi-
ate, progressively more open Env conformations. According to our data, exposure 
of the coreceptor binding site may require at least two CD4 molecules to be bound 
per trimer. Most intriguingly, upon saturation of CD4 binding sites the trimer 
adopts a pre-hairpin conformation even in the absence of coreceptor interaction.
Conclusions: We provide here novel insights on antigenic characteristics of unligan-
ded and receptor-bound conformations of native Env, that offer means to decipher 
critical steps of the entry process with high relevance for Env immunogen selection 
and design. 

MOAA0202
Optimized Env trimer immunization parameters amplify onset, 
magnitude and consistency of autologous Tier 2 neutralizing 
antibody development in nonhuman primates
M. Pauthner1, C. Havenar-Daughton2, D. Sok1, J. Nkolola3, R. Bastidas1, 
A. Boopathy4, D. Carnathan5, A. Chandrashekar3, K. Cirelli2, C. Cottrell1, 
A. Eroshkin6, J. Guenaga1, D. Kulp1, J. Liu3, L. McCoy1, G. Ozorowski1, K. Post6, 
S. Sharma1, J. Steichen1, S. de Taeye7, T. Tokatlian4, A. Torrents de la Peña7, 
S. Butera1, C. LaBranche8, D. Montefiori8, G. Silvestri5, I. Wilson1, D. Irvine4, 
R. Sanders7, W. Schief1, A. Ward1, R. Wyatt1, D. Barouch3, S. Crotty2, D. Burton1 
1The Scripps Research Institute, La Jolla, United States, 2La Jolla Institute for 
Allergy and Immunology, La Jolla, United States, 3Beth Israel Deaconess Medical 
Center, Harvard Medical School, Boston, United States, 4Massachusetts Institute 
of Technology, Koch Institute for Integrative Cancer Research, Cambridge, United 
States, 5Emory University & Yerkes National Primate Research Ctr, Atlanta, United 
States, 6Sanford-Burnham-Prebys Medical Discovery Institute, La Jolla, United States, 
7University of Amsterdam, Amsterdam, Netherlands, 8Duke University Medical Center, 
Durham, United States 
Presenting author email: pauthner@scripps.edu

Background: The development of soluble native-like HIV Envelope trimers has 
reinvigorated hopes for protein-based vaccination strategies to induce protective 
antibody responses to HIV. However, unlike in rabbits, immunogens of this class 
have thus far induced only modest and inconsistent autologous neutralizing anti-
body (NAb) titers in rhesus macaques, raising concerns regarding the translatability 
of this approach. Moreover, Tier 2 NAbs have generally taken 6 months to develop 
in macaques.
Methods: Here, we investigated the effects of immunization schedule, route, dose 
and delivery on quantity, quality, and rapidity of NAb development in head-to-head 
comparisons, using 6-12 macaques per group. All 78 animals in the cohort were 
tightly matched for age, weight and gender.
Results: Major effects were observed. We identified strategies in which 100% of 
animals developed mean Tier 2 NAb titers of over 1:100 by wk 10. Geometric mean 

titers at wk 26 following two boosts were consistently higher than 1:200 (Figure 1). 
Effects of trimerization strategy (SOSIP vs. NFL) and immunization dose (100µg 
vs. 20µg) on autologous NAb titers were not significant. We further evaluated and 
compared novel SOSIP stabilization techniques (SOSIP v4.1, v5.2, Olio6), some 
of which significantly (p< 0.001) reduced induction of Tier 1 NAbs over previously 
reported strategies, while maintaining strong Tier 2 NAbs. Germinal center, T cell, 
and Ab responses were extensively analyzed in all animals through fine needle as-
pirates (FNAs), particularly those with BG505 NAb titers of 1:1000-1:20,000. 
Finally, high autologous Tier 2 neutralizing macaques also developed some neutral-
ization breadth on a global Tier 2 viral panel.

[BG505 SOSIP .664 immunized NHPs]

Conclusions: In summary, this study provides a framework for preclinical and clini-
cal vaccine studies targeting the elicitation of neutralizing antibodies by trimer im-
munization. We identified the when, where, and how of trimer immunogen delivery 
to maximize NAb titer induction in vivo. 

MOAA0203
Germinal centers monitored by lymph node fine needle 
aspirates correlate with and predict HIV Tier 2 neutralizing 
antibody responses after HIV trimer immunization
C. Havenar-Daughton1,2, D. Carnathan2,3, M. Pauthner2,4, J. Liu2,5, J. Nkolola2,5, 
A. Torrents de la Pena6, B. Briney2,4, S. Reiss2,7, J. Wood3, K. Kaushik2,7, K. Le2,4, 
D. Sok2,4, M. Van Gils6, S. Kasturi3, B. Pulendran2,3, R. Sanders6, R. Wyatt2,4, 
A. Ward2,4, W. Schief2,4, G. Seumois7, G. Silvestri2,3, D. Barouch2,5, D. Burton2,4, 
S. Crotty2,7 
1La Jolla Institute for Allergy and Immunology, Vaccine Discovery, La Jolla, United 
States, 2Scripps Center for HIV AIDS Vaccine Immunology and Immunogen Design 
(CHAVI-ID), La Jolla, United States, 3Yerkes National Primate Center and Emory 
University, Atlanta, United States, 4The Scripps Research Institute, La Jolla, United 
States, 5Harvard University, Cambridge, United States, 6University of Amsterdam, 
Amsterdam, Netherlands, 7La Jolla Institute for Allergy and Immunology, Vaccine 
Discovery, San Diego, United States 
Presenting author email: chavenar@lji.org

Background: The discovery of HIV broadly neutralizing antibodies in HIV+ indi-
viduals has re-galvanized efforts to develop a protective, antibody-based HIV vac-
cine. However, generation of neutralizing antibody (nAb) responses to clinically 
relevant strains of HIV (Tier 2) by immunization remains a challenging problem. 
Furthermore, the immunological barriers to induction of such responses by Env 
immunogens are unclear.
Methods: To directly study the germinal center (GC) responses induced after im-
munization, we have now performed over 1000 lymph node fine needle aspirates 
(LN FNA) of draining LNs in rhesus macaques immunized with native-like HIV-1 
Env trimer proteins, such as BG505 SOSIP. LN FNA sampling captured GC cells 
and was highly representative of whole LN biopsies. Greater than 95% of samples 
provided sufficient cells for identifying the major cell types of the GC, GC B cells 
and GC T follicular helper (Tfh) cells. LN FNAs also afforded an opportunity for 
gene expression analysis of antigen-specific GC Tfh cells by RNAseq and longitudi-
nal BCR sequencing to track evolution of the Env-specific B cell response.
Results: A majority of immunized animals developed autologous Tier 2 neutralizing 
antibodies. Tier 2 nAb development was most strongly associated with the magni-
tude of the GC response in an initial study (p = 0.007). In a subsequent study, the 
GC responses predicted Tier 2 nAb development (p = 0.014). Notably, Tier 2 nAbs 
did not correlate with BG505 SOSIP Ab binding titers. Thus, the GC responses 
distinguish between nAb responder and nAb non-responder monkeys, but ELISA 
binding titer does not.
Conclusions: Longitudinal LN FNA sampling has provided strong evidence that 
GC B and GC Tfh cell responses are central to generating HIV Tier 2 nAbs by 
immunization. 
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MOAA0204
Rapid elicitation of broadly neutralizing antibodies to HIV  
by immunization in cows
D. Sok1, K. Le2, M. Vadnais2, K. Saye-Francisco2, L. Kong2, R. Stanfield2, 
J. Jardine2, J. Ruiz1, A. Ramos1, C.-H. Liang2, P. Chen3, M. Criscitiello3, 
M. Waithaka3, I. Wilson2, V. Smider2, D. Burton2 
1International AIDS Vaccine Initiative, La Jolla, United States, 2The Scripps Research 
Institute, La Jolla, United States, 3Texas A&M University, College Station, United 
States 
Presenting author email: dsok@iavi.org

Background: No immunogen to date has reliably elicited broadly neutralizing anti-
bodies (bnAbs) to HIV in humans or animal models. Recent advances in the design 
of immunogens (BG505 SOSIP) that antigenically mimic the HIV envelope glyco-
protein (Env) have improved the elicitation of potent isolate-specific Ab responses 
in rabbits and macaques, but so far failed to induce bnAbs. One possible contributor 
to this failure is that the relevant antibody repertoires are poorly suited to target 
occluded conserved epitope regions on Env relative to exposed variable epitope re-
gions. The antibody repertoire of cows contains long third heavy chain complemen-
tary determining regions (HCDR3) with an ultralong subset that can reach nearly 
70 amino acids in length.
Methods: Here we show that immunization of cows with BG505 SOSIP results 
in the rapid elicitation of broad and potent serum antibody responses. Four cows 
were immunized in total. Serum were collected over the course of immunization 
and evaluated for neutralization breadth and potency. Single memory B cells were 
then antigen-sorted with BG505 SOSIP and heavy and light chain variable genes 
were amplified by PCR.
Results: All immunized cows developed broad and potent neutralizing serum re-
sponses. Longitudinal serum analysis for one cow showed the development of neu-
tralization breadth (19%, n = 114 cross-clade isolates) in 42 days and peak breadth 
(100%, n = 12 global isolates panel) at 217 days. A monoclonal antibody was isolated 
from this cow which harbored an ultralong HCDR3 of 64 amino acids and was able 
to recapitulate 69% of neutralization breadth with a potent median IC50 of 0.03 
µg/ml. The antibody epitope mapped to the CD4 binding site of HIV Env.
Conclusions: Despite the inherent difficulty of eliciting broad and potent responses 
to HIV in most test animals, immunization with a trimer mimic in cows was able to 
show rapid responses in only 42 days, supporting the notion that the frequency of 
long HCDR3s is a critical factor in the ability to elicit HIV bnAbs. The results fur-
ther suggest that immunization of cows may provide an avenue to quickly generate 
antibody prophylactics and therapeutics to address disease agents that have evolved 
to avoid human antibody responses. 

MOAA0205
Killing of HIV-1-infected cells by neutralizing antibodies
T. Bruel1,2,3, F. Guivel Benhassine1,2, V. Lorin4,5, F. Baleux6, H. Lortat Jacob7,8,9, 
K. Bourdic10,11, N. Noel10,11,12, O. Lambotte10,11,13, H. Mouquet4,14, O. Schwartz1,15 
1Institut Pasteur, Virology - Virus and Immunity Unit, Paris, France, 2CNRS UMR 
3569, Paris, France, 3Vaccine Research Institute, Créteil, France, 4Institut Pasteur, 
Immunology - Laboratory of Humoral Response to Pathogens, Paris, France, 5INSERM 
U 1222, Paris, France, 6Institut Pasteur, Unité de Chimie des Biomolécules UMR CNRS 
3523, Paris, France, 7Institut de Biologie Structurale, Grenoble, France, 8UMR 5075 
CNRS CEA, Grenoble, France, 9Université Grenoble-Alpes, Grenoble, France, 10CEA 
DSV IMETI Division of Immuno Virology, IDMIT, Paris, France, 11Université Paris Sud 
UMR 1184, Paris, France, 12Center of Immunology of Viral Ifections and Auto Immune 
Diseases, Paris, France, 13Center of Immunology of Viral Infections and Autoimmune 
Diseases, Inserm U 1184, Paris, France, 14INSERM U 1222, Vaccine Research Institute, 
Créteil, France, 15CNRS UMR 3569, Vaccine Research Institute, Créteil, France 
Presenting author email: timothee.bruel@pasteur.fr

Background: Anti-HIV-1 non-neutralizing antibodies (nnAbs) capable of antibody-
dependent cellular cytotoxicity (ADCC) have been identified as a protective im-
mune correlate in the RV144 vaccine efficacy trial. Broadly neutralizing antibodies 
(bNAbs) may also mediate ADCC and rely on their Fc region for optimal efficacy 
in animal models.
Methods: Here, we selected 10 bNAbs and 9 nnAbs, targeting various epitopes and 
conformations of the gp120/41 complex, and analyzed the potency of the two types 
of antibodies to bind and eliminate HIV-1-infected cells through NK engagement in 
culture. We tested their activity against 18 HIV-1 strains, including primary viruses.
Results: The landscape of Env epitope exposure at the surface and the sensitiv-
ity of infected cells to ADCC vary considerably between viral strains. The most 
potent bNAbs, and not the nnAbs, bound to reactivated infected cells from HIV-
positive individuals and mediated effective ADCC against those cells. The nnAbs 
also modestly recognize cells infected with 8 different transmitted founder (T/F) 
isolates. Efficient ADCC requires sustained cell surface binding of bNAbs to Env 
proteins, and combining bNAbs allows a potent killing activity. Addition of a syn-

thetic CD4 mimetic enhanced the binding and killing efficacy of some of the nnAbs 
in an epitope-dependent manner, without reaching the levels achieved by the most 
potent bNAbs.
Conclusions: Our study reveals important qualitative and quantitative differences 
between bNAbs and nnAbs, delineates the parameters controlling ADCC activity 
of bNAbs, and supports the use of the most potent antibodies to clear the viral 
reservoir. 

MOAA0206
Allosteric regulation in human anti-HIV-1 Env  
ADCC-mediating antibodies upon immune complex (IC) 
formation enhances the binding to FcγRs for the activation  
of cytotoxicity against HIV-1 virus
C. Orlandi1, D. Deredge2, K. Ray1, N. Gohain1, W. Tolbert1, M. Pazgier1, A. Devico1, 
P. Wintrode2, G. Lewis1 
1University of Maryland - School of Medicine, Human Virology Institute, Baltimore, 
United States, 2University of Maryland, School of Pharmacy, Department of 
Pharmaceutical Sciences, Baltimore, United States 
Presenting author email: corlandi@ihv.umaryland.edu

Background: The field of HIV-1 vaccine research is in rapid development and a 
deeper knowledge of the mechanisms of defense against HIV-1 infection is urgent. 
In this regard, key insights about antibody-mediated immune response were pro-
vided by the RV144 vaccine trial that showed moderate protection correlating with 
Fc-effector functions. Historically, the activation of antibody-dependent cellular 
cytotoxicity (ADCC) has been considered dictated by two distinct and critical 
steps: optimal binding of viral antigens and engagement of FcγRs, respectively oc-
curring in two distinguished mAbs regions (Fab and Fc domains). Only recently, 
few studies suggested a functional connection of Fab and Fc regions within the IgG.
Methods: Utilizing multiple approaches, such as ELISA, FCS (Fluorescence 
Correlation Spectroscopy), H/DX MS (Hydrogen/Deuterium Exchange Mass 
Spectroscopy) and crystallography, we studied whether the immune complex 
formation by antigen (Ag)-binding may impact the ability of IgG to consequently 
engage FcγRs and, in turn, activate the cytotoxic immune response against HIV-1 
sensitized targets.
Results: Here we demonstrate a reciprocal allosteric regulation in anti-HIV gp120 
Cluster A mAbs resulting from IC formation with a gp120-CD4 chimera antigen. 
We establish that the formation of ICs dramatically increases the efficiency of 
mAbs interaction to low affinity FcγRs compared to free IgG. Moreover, antigen-
binding reverses the effect of FcγRs binding-attenuating LALA mutations in the Fc 
region, resulting in residual ADCC activity. HDX-MS analysis reveals an allosteric 
increase in conformational dynamics in the Fc domain of wildtype IgG upon Ag-
binding, highlighting a putative mechanism for effective Fc receptors-engagement. 
In line with crystallographic data, H/DX MS showed a higher flexibility in the LALA 
mutant. However, antigen-binding further stabilized Fab and Fc regions of LALA 
mAbs, maintaining an adequate level of flexibility in the same crucial residues 
observed in the wt-IgG-Ag complex. Of note, the more mobile residues map to 
non-contact regions for FcγRs, but include residues that indirectly affect the IgG-
FcγRs affinity and the induction of IgG-multimerization.
Conclusions: Collectively, these findings provide unique insights into reciprocal al-
losteric regulation between Fab and Fc domains, as IgG intrinsic factors that dictate 
the ability to tune selective Fc-effector functions, such as ADCC, in vaccine regi-
mens or HIV-1 passive treatments. 

MOAB01 Antiretroviral Therapy - ART: Season One

MOAB0101
Immunodeficiency at the start of combination antiretroviral 
therapy in low-, middle- and high-income countries
N. Anderegg1, O. Kirk2, for the IeDEA & COHERE collaborations 
1University of Bern, Institute of Social and Preventive Medicine, Bern, Switzerland, 
2University of Copenhagen, CHIP, Centre for Health & Infectious Diseases Research, 
Department of Infectious Diseases, Rigshospitalet, Copenhagen, Denmark 
Presenting author email: nanina.anderegg@ispm.unibe.ch

Background: Early initiation of combination antiretroviral therapy (cART), at high-
er CD4 cell counts, prevents disease progression and reduces sexual transmission 
of HIV. Changes in guidelines are expected to result in increased CD4 cell counts 
at cART start. We describe temporal trends in the median CD4 cell count at cART 
start in adult men and women.
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Methods: We used data from the International epidemiology Databases to Evaluate 
AIDS (IeDEA) sub-Saharan Africa, Latin America, Asia-Pacific and North 
America regions and from the Collaboration of Observational HIV Epidemiological 
Research in Europe (COHERE). We included all HIV-positive adults (≥16 years) 
initiating cART between 2002 and 2015. We aggregated data by calendar year, 
country and sex, and calculated median CD4 cell counts for each of the data cells. 
We used additive mixed models to analyze temporal trends in median CD4 cell 
counts. Sex, country income group and their interaction were included as fixed ef-
fects, and yearly trends were smoothed by sex and country income group.
Results: We included 652,728 adults from 14 low-, 11 lower middle-, 6 upper 
middle-, and 17 high-income countries. The Figure shows the modelled median 
CD4 cell count (cells/µL): from 2002-2015 there was an increase from 66 to 243 
(+268%) in low-, from 88 to 170 (+93%) in lower middle-, from 69 to 257 (+272%) 
in upper middle- and from 163 to 355 (+118%) in high-income countries in males; 
and from 78 to 309 (+296%) in low-, 118 to 264 (+124%) in lower middle-, 70 to 
328 (+369%) in upper middle- and 170 to 302 (+78%) in high-income countries in 
females.
Conclusions: Median CD4 cell count at cART start increased in all income groups, 
but generally remained below 350 cells/µL. Substantial additional efforts are need-
ed to increase testing coverage with the aim of achieving earlier diagnosis, linkage, 
and initiation of cART globally. 

[Figure. Modelled trends in CD4 cell count (cells/μL) at the start of cART, by sex and 
country income group]

MOAB0102
ANRS 146 - GeSIDA 7211 OPTIMAL phase III trial:  
maraviroc plus cART in advanced HIV-1-infected individuals
Y. Levy1,2, J.-D. Lelièvre1,2, L. Assoumou3, E. Aznar4, F. Pulido5, G. Tambussi6, 
M. Crespo7, A. Meybeck8, J.-M. Molina9, F. Cardon10, A. Diallo10, C. Delaugerre9, 
R. Lancar3, L. Béniguel3, D. Costagliola3, on behalf of the ANRS 146 - GeSIDA 
7211 study group 
1VRI/Inserm, U955, Equipe 16; Université Paris Est, Faculté de médecine, Créteil, 
France, 2APHP, Hôpital H. Mondor, Créteil, France, 3Sorbonne Universités, INSERM, 
UPMC Univ Paris 06, Institut Pierre Louis d’épidémiologie et de Santé Publique 
(IPLESP UMRS 1136), Paris, France, 4Fundación SEIMC-GESIDA, Madrid, Spain, 
5Hospital 12 de Octubre, Madrid, Spain, 6IRCCS-Ospedale San Raffaele, Milano, 
Italy, 7Hospital universitario Vall d’Hebron, Barcelona, Spain, 8Service Universitaire 
des Maladies Infectieuses et du Voyageur, Centre Hospitalier de Tourcoing, Tourcoing, 
France, 9AP-HP, Hôpital Saint Louis, Paris, France, 10ANRS, France Recherche Nord 
& Sud Sida-HIV Hépatites, Paris, France  

Background: Late HIV diagnosis is associated with an excess risk of AIDS-Defining-
Events (ADE) and mortality. We hypothesized that -due to its immunomodulating 
effect- the addition of maraviroc (MVC) to cART in naïve patients with low CD4 
cell counts will decrease the risk of disease progression and death.
Methods: The ANRS 146 OPTIMAL trial (NCT01348308) was an European, 
multicentre, randomized, double-blind, phase III trial, in France, Spain and Italy, 
in ART-naïve HIV1-infected adults with CD4+ count < 200/µL or an ADE. 
Participants were randomized (1:1) to receive cART plus placebo or MVC for 72 
weeks. The primary composite endpoint was any new ADE, serious non-AIDS-de-
fining event, IRIS, or death from any cause. The primary endpoint and its compo-
nents were compared using Kaplan-Meier estimates and Cox proportional-hazards 
models. In a post-hoc analysis, a Poisson regression model was used to analyse oc-
currence of all events and the interaction between the study period (0-24 versus 
24-72 weeks) and the treatment effect.
Results: Between October 2011 and November 2014, 409 patients were included. 
At baseline, median HIV viral load was 5.39 log10 copies/mL, median CD4+ count 
80 cells/µL and 42% of participants had an ADE. No difference was seen in CD4 
cell increase (+258.3±8.9 vs +254.2±9.2/µL) (p=0.746). 74 events occurred in 53 
participants: 42 events in 27 participants in the placebo group and 32 events in 26 
participants in the MVC group. The incidence of the first event was 11.2 events per 
100 person-years in the placebo group versus 11.1 events per 100 person-years in 
the MVC group with a hazard ratio of 0.97 (95% confidence interval [CI], 0.57-
1.67). Poisson regression analysis showed that the incidence-rate-ratio (IRR) 
of the two groups differed significantly between periods 0-24 and 24-72 weeks 
with respective IRR of 0.61 (95% CI: 0.33-1.08) and 2.90 (95% CI: 0.86-12.49) 
(p=0.016).

Conclusions: The results of this large randomized trial showed that adding MVC 
to cART does not impact the occurrence of serious disease or death in advanced 
HIV1+ patients. However, post hoc analysis showed a trend for a beneficial effect of 
the addition of MVC in the first 24 weeks that disappeared thereafter. 

MOAB0103
Safety, efficacy, and dose-response of  
GSK3532795/BMS-955176 plus tenofovir/emtricitabine  
(TDF/FTC) in treatment-naïve (TN) HIV-1-infected adults: 
week 24 primary analysis
J. Morales-Ramirez1, J. Bogner2, J.-M. Molina3, J. Lombaard4, I. Dicker5, 
D. Stock6, S. Min7, C. Llamoso5, S.R. Joshi5, M. Lataillade5 
1Clinical Research Puerto Rico Inc, San Juan, Puerto Rico, 2Med IV, Hospital of the 
University of Munich, Munich, Germany, 3Hôpital St Louis, Paris, France, 4Josha 
Research, Bloemfontein, South Africa, 5ViiV Healthcare, Wallingford, United States, 
6Bristol-Myers Squibb, Wallingford, United States, 7ViiV Healthcare, Research Triangle 
Park, United States 
Presenting author email: max.x.lataillade@viivhealthcare.com

Background: This Phase 2b study investigated the safety, efficacy and dose-re-
sponse of GSK3532795 (formerly BMS-955176), a novel second generation MI, 
relative to Efavirenz (EFV) in treatment-naïve (TN), HIV-1-infected subjects.
Methods: AI468038 (205891) is a global, randomized, doubled blind, active-con-
trolled trial. TN adults, with HIV-1 RNA ≥ 1000 c/mL and susceptibility to com-
mercially available study medications, were randomized 1:1:1:1 to 60 mg, 120 mg or 
180 mg of GSK3532795, or EFV 600mg once-daily with TDF/FTC. The primary 
endpoint was the proportion of subjects with HIV-1 RNA < 40 c/mL at Week 24 
using the FDA Snapshot algorithm.
Results: A total of 210 subjects were randomized and 206 were treated. The 
mean age was 33.7 years; 85.4% were male. The mean baseline HIV-1 RNA and 
CD4+ T-cell counts were 4.3 log10 c/mL (17% >100,000 c/mL) and 444 cells/µl 
(5.8% < 200 cells/µl), respectively. At Week 24, 76-82.7% of subjects across the 
GSK3532795 arms (60, 120, and 180 mg) and 77.4% in the EFV arm achieved a 
HIV-1 RNA < 40 c/mL (mITT, FDA snapshot). More EFV (17%) than GSK3532795 
(2-8%) subjects reported AEs leading to discontinuation. Few subjects reported 
SAEs on EFV (9%) or GSK3532795 (2-4%). The rates of GI AEs, predomi-
nately diarrhea and abdominal pain (all grades, regardless of relationship), in the 
GSK3532795 arms were 52-72.5%; the EFV rate was 24.5%. The rate of treatment 
emergent NRTI resistance in the GSK3532795 arms was 6.5%. The EFV arm did 
not contain any treatment emergent NRTI/NNRTI resistance. 

Parameter, n (%)
GSK3532795 

60 mg 
+ TDF/FTC QD

GSK3532795 
120 mg 

+ TDF/FTC QD

GSK3532795 
180 mg 

+ TDF/FTC QD

EFV 
600mg 

+ TDF/FTC
Week 24 
Snapshot (mITT)

(N = 50) (N = 52) (N = 51) (N = 53)

HIV-1 RNA 
< 40 c/mL 38 (76.0) 43 (82.7) 42 (82.4) 41 (77.4)

HIV-1 RNA 
≥ 40 c/mL 10 (20.0) 7 (13.5) 4 (7.8) 3 (5.7)

No virologic data 
at Week 24 2 (4.0) 2 (3.8) 5 (9.8) 9 (17.0)

     

Week 24 
(Observed Data)

(N = 46) (N = 47) (N = 45) (N = 44)

HIV-1 RNA 
< 40 c/mL 38 (82.6) 43 (91.5) 42 (93.3) 41 (93.2)

[Week 24 Efficacy Data]

Conclusions: The Week 24 primary endpoint showed similar efficacy results across 
GSK3532795 treatment arms relative to EFV when combined with TDF/FTC in 
TN HIV-1 infected adults. However the GSK-3532795 arms showed a higher rate 
of GI intolerability and treatment emergent resistance to the NRTI backbone rela-
tive to EFV. 
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MOAB0104
48-weeks efficacy of a third-line based on darunavir  
plus raltegravir regimen in HIV-infected adults who failed 
second-line protease inhibitor-based regimen in sub-Saharan 
Africa, ANRS 12269 THILAO study
R. Moh1,2, A. Benalycherif3, D. Gabillard4, J. Lecarrou4, L. N’guessan2, A. Anzian5, 
D. Minta6, A. Sawadogo7, M. Seydi8, J. Drabo9, M.-L. Chaix10, P.-M. Girard11, 
C. Danel2,4, X. Anglaret2,4, S. Eholié2,12, R. Landman3,13, Thilao Study Group 
1Département de Dermatologie et Infectiologie, Abidjan, Cote D’Ivoire, 2Programme 
PACCI/Site ANRS de Côte d’Ivoire, Abidjan, Cote D’Ivoire, 3Institut de Médecine et 
d’Epidémiologie Appliquée, Hopital Bichat, Claude Bernard, Paris, France, 4INSERM 
U1219, ISPED, Université Bordeaux 2, Bordeaux, France, 5Centre de Prise en charge, 
de Recherche et de Formation Abidjan, Abidjan, Cote D’Ivoire, 6Service des Maladies 
Infectieuses et Tropicales, CHU Point G, Abidjan, Cote D’Ivoire, 7Hôpital de jour, 
Bobo-Dioulasso, Bobo-Dioulasso, Burkina Faso, 8SMIT/CRCF, Dakar, Dakar, 
Senegal, 9Hopital Yalgado, Ouagadoudou, Ouagadougou, Burkina Faso, 10Service de 
Virologie, St Louis, Paris, France, 11Service des Maladies Infectieuses et Tropicales, 
Hôpital St Antoine, Paris, France, 12Département de dermatologie et d’infectiologie, 
UFR Sciences médicales, Abidjan, Cote D’Ivoire, 13INSERM, IAME, UMR 1137, Paris, 
France 
Presenting author email: rmoh73@gmail.com

Background: Tolerance and efficacy data on third-line treatment are scarce in Sub-
Saharan Africa, in a context where viral load and genotype test are limited. This 
study aims to assess the effectiveness of 48-week third line therapy after 3-month 
adherence reinforcement in HIV-infected adults who failed second-line ART.
Methods: Thilao is a cohort study conducted in Burkina Faso, Côte d’Ivoire, Mali 
and Senegal. HIV-1-infected adults with virological failure on a second-line prote-
ase inhibitor based regimen after a first-line non-nucleoside reverse transcriptase 
inhibitor were included. 
Adherence reinforcement measures were proposed at baseline (V0). After 3 
months (V3), a viral load (VL) was performed. The second-line therapy was main-
tained if VL from baseline to V3 decreases by more than 2 log or below 400 copies/
ml and a switch to a third-line Darunavir/r 600/100 mg BID (DRVr) and Raltegravir 
400 mg BID (RAL) regimen in case of virological failure without knowing genotyp-
ic resistance test results. Each patient was followed 64 weeks (W64) and 48 weeks 
(W48) after third-line initiation. We describe the virological outcomes at W48 for 
those initiated third-line therapy.
Results: 201 patients were included. 
Women: 69%, median age: 41 years old [35-48]. Median CD4 count and VL at 
pre-inclusion were 242/mm3 [113-400] and 4.5 log/ml [3.0-5.0]; median duration 
since ART initiation: 8 years [6-10] including median 3 years [2-6] of second-line 
protease inhibitor. The median of medication possession ratio between W0 and 
W64 was 97.1 [91.4-100.2]. 
After V3, 34% have initiated third-line ART. Among them, 64% received TDF 
3TC/FTC-NNRTI regimen. At W48: 4 are deceased and 0 were lost-to-follow up. 
62% had a VL < 50 copies/ml. The median of those with a detectable VL was 896 
copies [176-24500]. 
The probability of eventually initiating a third-line therapy during follow-up at W64 
was 39%.
No severe adverse event related to third line therapy were notified. Among patients 
who failed DRVr and RAL regimen (n=11), only one mutation E157q to RAL was 
detected.
Conclusions: Sequencing of third line regimen such as recommended by WHO 
based on Darunavir/r, Raltegravir and recycled NRTI, is well tolerated and efficient 
as salvage therapy. 

MOAB02 Children and Adolescents: Issues in the  
                    First and Second Decade

MOAB0201
Maximizing targeted testing to improve HIV yield among 
children and adolescents in Rwenzori region, Uganda
H. Bitimwine1, F. Musiime2, P. Ajuna2, P. Tumbu2, P. Nahirya-Ntege2, 
A. Kekitiinwa2 
1Baylor College of Medicine Children’s Foundation, Medical & Psychosocial, Kampala, 
Uganda, 2Baylor College of Medicine Children’s Foundation, Kampala, Uganda 
Presenting author email: bitimwine@gmail.com

Background: Ugandan national Anti-retroviral therapy (ART) coverage among 
children (< 15 years) is low, at 42% (61,642/147,394) compared with the target of 
90%. This arises from the low identification of HIV infected children and adoles-
cents through HIV Testing Service (HTS) models, such as routine counselling and 
testing. In Rwenzori region, HIV testing yield is low for children (0.7%) and ado-
lescents (1%). Baylor-Uganda implemented targeted HTS models to improve HIV 
yield among children and adolescents and thus close the ART gap in the Rwenzori 
region. We determined the HIV yield from these models.
Methods: In the period March-June 2016, we provided HTS to children and ado-
lescents 18months -19 years using the following models: HTS outreaches to dwell-
ing homes of orphans and vulnerable children (OVC); Know your child Status 
Campaigns (KYCS); HTS outreaches to children of female sex workers (FSWs), 
fisher folks (FFs) and tea plantation workers; and evening HTS points targeting 
adolescents after work/school hours. We summarized the HIV yield for the differ-
ent models in proportions and frequencies.
Results: Of the 4,091 children and adolescents tested, 2,135 (52%) were females 
and 2,030 (50%) adolescents (10-19 years). The overall HIV yield from all models 
was 53/4,091(1.3%). The HIV yield among adolescents, children (5-9 years) and 
those under 5 years was 30/2,030(1.5%), 20/1,234(1.6%) and 3/824(0.4%) re-
spectively. It was highest through outreaches at OVC dwelling homes 7/271 (2.6%) 
and lowest through outreaches to children of tea plantation workers 0/214(0%). 
The HIV yield through outreaches to children of FSWs, children of FFs, KYCS 
campaigns and evening HTS points was 10/610(1.6%); 3/283(1.1%) ; 16/836 (0.9 %) 
and 14/815 (1.7%) respectively.
Conclusions: A relatively high HIV yield was achieved through HTS at OVC 
dwelling homes, children of FSWs, FFs and Evening HTS; and a low yield through 
outreaches to children of tea plantation workers and KYCS campaign. Therefore, 
deliberate efforts should be made to scale up HTS to OVC dwelling homes, chil-
dren of FSWs and fisher folks, and evening HTS for adolescents; and consider to 
discontinue HTS outreaches to children of tea plantation workers and scale down 
or modify KYCS campaigns. 

MOAB0202
Impacts of vitamin D and calcium supplementation on bone 
mineral density among perinatally HIV-infected adolescents:  
a 48-week randomized clinical trial
T. Sudjaritruk1,2, L. Aurpibul2, T. Bunupuradah3, S. Kanjanavanit4, 
T. Chotecharoentanan2, S. Taejaroenkul2, P. Ounchanum5, P. Suntarattiwong6, 
T. Puthanakit3,7,8, CAL-D Study Group 
1Faculty of Medicine, Chiang Mai University, Department of Pediatrics, Chiang Mai, 
Thailand, 2Research Institute for Health Sciences, Chiang Mai University, Chiang Mai, 
Thailand, 3HIV-NAT, The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 
4Nakornping Hospital, Chiang Mai, Thailand, 5Chiangrai Prachanukroh Hospital, 
Chiang Rai, Thailand, 6Queen Sirikit National Institute of Child Health, Bangkok, 
Thailand, 7Faculty of Medicine, Chulalongkorn University, Department of Pediatrics, 
Bangkok, Thailand, 8Research Unit in Pediatric Infectious Diseases and Vaccines, 
Chulalongkorn University, Bangkok, Thailand 
Presenting author email: tavitiya.s@cmu.ac.th

Background: This study aimed to identify the impacts of vitamin D and calcium 
(VitD/Ca) supplementation on bone mineral density (BMD) and bone metabolism 
among perinatally HIV-infected Thai adolescents.
Methods: An ongoing, randomized, open-label trial has been conducted. 
Adolescents aged 10-20 years who were stable on ART (HIV RNA< 400 copies/
ml) were randomly assigned to receive either “high-dose”: VitD/Ca (3200 IU/1.2 
g daily) or “normal-dose”: VitD/Ca (400 IU/1.2 g daily) supplementation for 48 
weeks. Lumbar spine BMD and bone metabolism-related markers were evaluated at 
baseline and 48 weeks. BMD was measured by dual-energy X-ray absorptiometry, 
of which z-score < -2 was defined as low BMD. Bone metabolism-related markers 
included 25-hydroxyvitamin D (25OHD), intact parathyroid hormone (iPTH), al-
kaline phosphatase (ALP), C-terminal telopeptide (CTX-bone resorption marker), 
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and procollagen type I amino-terminal propeptide (PINP-bone formation marker). 
An interim analysis, stratified by baseline BMD z-score <-2 (low BMD) vs. >-2 (nor-
mal BMD), was performed using the intention-to-treat analysis.
Results: Between April 2015 and October 2016, 166 adolescents were enrolled. The 
median age and ART duration were 16.0 and 10.0 years, respectively. The median 
baseline BMD z-score was -1.5 and 67 adolescents (40%) had low BMD. Overall 
adherence to VitD/Ca supplementation was 80%. At week 48, there was a signifi-
cant increase in BMD z-scores in participants with low baseline BMD, particularly 
among those receiving “high-dose” compared with “normal-dose” supplementation 
(+0.74 vs. +0.49) (Table1). The increased 25OHD, and the declined iPTH, ALP, 
CTX and PINP levels were also observed in both treatment groups (P<0.001). No 
between-group differences in changes from baseline for BMD z-scores and all bone 
biomarkers (P>0.05), except for iPTH (P=0.007).

[Table 1. Changes of bone mineral density z-scores and bone metabolism-related 
biochemical markers from baseline among 166 perinatally HIV-infected Thai 
adolescents over the 48-week study follow-up.]

Conclusions: With the preliminary results, BMD were significantly ameliorated in 
adolescents with low baseline BMD who received VitD/Ca supplementation, re-
gardless of dose, over 48-week follow-up. A prospective study with longer follow-up 
is warranted to confirm our findings. 

MOAB0203
Inequality in mortality and access to antiretroviral therapy in 
adolescents living with perinatally-acquired HIV in sub-Saharan 
Africa: a Collaborative Initiative for Paediatric HIV Education 
and Research (CIPHER) cohort collaboration analysis
A. Slogrove1, V. Leroy2, A. Judd3, CIPHER Global Cohort Collaboration 
Adolescent Project Team 
1University of Cape Town, Centre for Infectious Disease and Epidemiologic Research, 
Cape Town, South Africa, 2Universite Paul Sabatier Toulouse 3, INSERM U1027, 
Toulouse, France, 3University College London, MRC Clinical Trials Unit, London, 
United Kingdom 
Presenting author email: slogrove@gmail.com

Background: Eighty percent of adolescents living with perinatally- and behav-
iourally-acquired HIV live in sub-Saharan Africa (SSA), a continent with marked 
economic inequality. Extending our previous global description of adolescents living 
with perinatally-acquired HIV (APH), this analysis aimed to describe APH out-
comes in SSA by country income group (CIG).
Methods: Through the CIPHER cohort collaboration, individual retrospective data 
from 12 cohort networks across 5 continents were pooled; 7 networks representing 
SSA were included here. APH included were HIV-infected children with entry into 
care at age <10 years (proxy for perinatally-acquired HIV), and follow-up at age >10 
years. CIG was classified according to World Bank classification at median year of 
first visit by country. 
Cumulative incidence functions were calculated by competing risks analysis for 
mortality, transfer-out and loss-to-follow-up.
Results: 30,296 APH were included; 75.7% resident in low income countries (LIC), 
4.6% in lower-middle income countries (LMIC) and 19.8% in upper-middle income 
countries (UMIC). 64% of APH were born ≥2000. Median (interquartile range 
[IQR]) age at antiretroviral therapy (ART) start (8 [6;9] years) and at last follow-up 
(12 [11;14] years) were equivalent across CIG. 26,018 (85.9%) ever started ART and 
3,352 (12.5%) started at age >10 years, both significantly different between CIG 
(p<0.001) (Table 1). 
Individual CD4 count improved between ART start and last visit in all CIG 
(p<0.001). Half of APH had height-for-age Z-score (HAZ) <-2 at ART start 
that improved by last visit in LIC (p<0.001) and UMIC (p<0.001) but not LMIC 
(p=0.18). Mortality between age 10-15 years was lowest in UMIC however loss-to-
follow-up was highest in UMIC.

 LIC N=22,925 LMIC N=1,386 UMIC N=5,985
Ever started ART - n (%) 19,114 (83.4) 1,207 (87.1) 5,697 (95.2)
Started ART age >10 years - n (%) 2,829 (14.8) 141 (11.7) 382 (6.7)
CD4 count (cells/µl) at ART 
start - median [IQR] (N=15,254) 310 [165; 520] 292 [174; 417] 318 [162; 558]

CD4 count (cells/µl) at last 
visit - median [IQR] (N=24,223) 668 [434; 945] 735 [532; 985] 729 [513; 971]

HAZ at ART start - median [IQR] 
(N=16,181) -2.01 [-2.97; -1.08] -2.08 [-2.95; -1.33] -2.02 [-2.86; -1.17]

HAZ at last visit - median [IQR] 
(N=25,333) -1.77 [-2.60; -0.95] -2.02 [-2.77; -1.30] -1.54 [-2.31; -0.77]

Cumulative incidence of 
mortality - % (95%CI) 3.5 (3.1; 3.8) 3.9 (2.7; 5.4) 1.1 (0.8; 1.4)

Cumulative incidence of 
transfer-out - % (95%CI) 17.5 (16.8; 18.3) 27.5 (24.2; 31.0) 23.7 (22.4; 25.1)

Cumulative incidence of 
loss-to-follow-up - % (95%CI) 13.1 (12.4; 13.8) 8.3 (6.3; 10.6) 14.0 (12.9; 15.3)

[Table 1: APH characteristics by CIG (N=30,296)]

Conclusions: Despite starting ART late, improvements in height and CD4 count 
were observed in most APH surviving to adolescence. Mortality rates are likely 
under-estimated. However, results highlight inequalities in mortality and access to 
ART according to CIG in SSA. 

MOAB0204
Evaluation of the risk of birth defects among children  
exposed to raltegravir in utero in the ANRS-French Perinatal 
Cohort EPF
J. Sibiude1,2, J. Warszawski1,3, S. Blanche4,5, O. Dialla1, A. Faye6,7, C. Dollfus8, 
L. Mandelbrot1,7,9, R. Tubiana10,11, for the ANRS-EPF CO1/CO11 Study group 
1INSERM, CESP 1018, Le Kremlin Bicêtre, France, 2APHP-Hôpital Cochin Port 
Royal, Paris, France, 3Université Paris Sud, Le Kremlin Bicêtre, France, 4APHP Hôpital 
Necker, Paris, France, 5Université Paris Descartes, Paris, France, 6APHP Hôpital 
Robert Debré, Paris, France, 7Université Paris Diderot, Paris, France, 8APHP Hôpital 
Trousseau, Paris, France, 9APHP Hôpital Louis Mourier, Colombes, France, 10APHP 
Hôpital Pitié Salpétrière, Paris, France, 11Sorbonne Universités, UPMC Université 
Paris 6, Paris, France 
Presenting author email: jeanne.sibiude@gmail.com

Background: Raltegravir is an integrase inhibitor, largely used in the recent years, 
but tolerance data in pregnancy is scarce. Potential teratogenicity has not yet been 
evaluated for this molecule in a clinical context. We aimed to describe the rates and 
types of birth defects among children exposed to raltegravir in utero and to study 
the association with trimester of exposure.
Methods: EPF is a multicenter national cohort, which prospectively enrolls preg-
nant HIV-infected women delivering in 90 centers throughout France. Children 
are followed by pediatricians until two years of age. All births exposed to raltegra-
vir were included. Birth defects were defined using the EUROCAT classification. 
Rates of birth defects were compared according to timing of exposure to raltegravir 
(1st trimester vs 2nd and 3rd trimester) using χ2 tests.
Results: We included 479 fetuses born between 2008 and 2015, exposed to ralte-
gravir, among which 6 stillbirths (1.3%) and 2 late miscarriages (0.4%). There were 
no terminations of pregnancies for birth defects. Rates of birth defects were 4.2% 
for all births (20/479, [95% CI 2.4%-6.0%]), and 4.2% among live births (20/471 
[2.4%-6.1%]). This incidence was similar to that reported in a previous study in EPF 
for live births exposed to any ARV (4.4% [4.0%-4.7%]). Birth defect rates did not 
differ significantly between first trimester exposure to raltegravir (5.7%; 8/140) 
and 2nd or 3rd-trimester exposure (3.5%; 12/339; p=0.32). The anomalies did not 
follow any pattern and concerned various organs: 7 heart defects, 5 polydactylies, 
and 8 other defects. Other notable adverse outcomes were preterm births (14.2%), 
and 2 cases of HIV perinatal infection (0.4%). The follow-up was complete to 24 
months for 63% of children. For 15% of children, only the birth questionnaire was 
available.
Conclusions: This is the largest prospective cohort of children exposed in utero 
to raltegravir with homogenous evaluation of birth defects. We did not find a sig-
nificant association between 1st trimester exposure to raltegravir and birth defects. 
This finding is quite reassuring as this molecule is often prescribed to women of 
child-bearing age, and thus many children may be exposed in the first trimester 
of pregnancy. 
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MOAB0205
High prevalence of respiratory non-tuberculous mycobacteria 
respiratory infections in children living with HIV in South-East 
Asia
L. Borand1, A. de Lauzanne1, M. Inghammar1,2, V. Ung3, S. Cheng4, T.H. Pham5, 
P. Msellati6, M. Tejiokem7, A.-S. Ouedraogo8, S. Godreuil9, C. Delacourt10, 
S. Blanche11, O. Marcy1,12, ANRS 12229 PAANTHER 01 Study Group 
1Institut Pasteur du Cambodge, Epidemiology and Public Health Unit, Phnom Penh, 
Cambodia, 2Lund University, Department of Clinical Sciences, Section for Infection 
Medicine, Lund, Sweden, 3University of Health Sciences, Planning and Research 
Faculty of Medicine, Phnom Penh, Cambodia, 4Institut Pasteur du Cambodge, 
Mycobacteriology Laboratory, Phnom Penh, Cambodia, 5Pham Ngoc Thach Hospital, 
Microbiology Department, Ho Chi Minh City, Vietnam, 6IRD, UMI 233 - TransVIHMI, 
Abidjan, Cote D’Ivoire, 7Centre Pasteur du Cameroun, Member of the Institut Pasteur 
International Network, Epidemiology and Public Health Service, Yaounde, Cameroon, 
8CHU-Souro-Sanou, Département des laboratoires, Bobo-Dioulasso, Burkina Faso, 
9CHU Montpellier, Bacteriology, Montpellier, France, 10Necker - Enfants Malades 
Hospital - APHP, Pneumology, Paris, France, 11Necker - Enfants Malades Hospital - 
APHP, Pediatric Hematology-Immunology, Paris, France, 12Université de Bordeaux, 
Bordeaux Population Health - Centre INSERM U1219, Bordeaux, France 
Presenting author email: lborand@pasteur-kh.org

Background: Data on burden of Non Tuberculous Mycobacteria (NTM) and related 
Pulmonary Diseases are limited in HIV-infected children in developing countries. 
We investigated NTM respiratory infections (RI) prevalence, species distribution, 
and associated factors in HIV-infected children with a suspicion of tuberculosis in 
four countries in South-East Asia and Africa.
Methods: From 2011 to 2014, HIV-infected children ≤13 years with a suspicion of 
tuberculosis were included in the ANRS 12229-PAANTHER 01 study in Burkina-
Faso, Cambodia, Cameroun and Vietnam after parental consent. Children un-
derwent respiratory and stool samples for mycobacterial culture and molecular 
identification of species. Children with ≥1 analyzable sample in culture were in-
cluded. NTM-RI was defined as ≥1 sample culture-positive for any NTM. Logistic 
regression models were used to identify factors associated with respiratory NTM or 
Mycobacterium avium complex (MAC) infections.
Results: Of 438 children enrolled, 427 had ≥1 analyzable sample. Median age was 
7.3 years, with 212 (49.7%) male, 245 (57.4%) Asian, 267 (63.9%) underweight, 
212 (51.1%) severely immuno-depressed, and 258 (60.4%) ART-naïve. Prevalence 
of culture-confirmed tuberculosis was 13% (55/427), including 5 co-infections tu-
berculosis/NTM. Prevalence of NTM-RI was 10.8% (46/427), 16.7% (41/245), and 
2.8% (5/177), in all, Asian, and African children, respectively. MAC were isolated 
in 21/427 (5%) children overall and 17/125 (13.6%) children from Asian origin with 
severe immune-depression (CDC classification 2014). Majority of NTM patients 
with severe immune-depression were infected by MAC (n=17/19). In contrast, 
Mycobacterium fortuitum, scrofulaceum, interjectum, and gordonae were the 
most frequent species in non or moderately immuno-depressed children. Overall, 
South-East Asian origin (OR 7.2; 95%CI 2.5-21.1), age 5-9 yo compared to 0-2 yo 
(OR 10.1; 95%CI 2.3-44.8), and severe immune-deficit (OR 3.3; 95%CI 1.5-7.2) 
were factors independently associated with NTM-RI. CD4-T Lymphocytes count 
<50/mm3 (OR 9.8; 95%CI 3.6-26.5), and Asian origin (OR 16.5; 95%CI 2.2-126.1) 
were independently associated with MAC infection.
Conclusions: NTM-RI are frequent in HIV-infected children with presump-
tive tuberculosis in South-East Asia, not only as opportunistic infection in severe 
immuno-deficiency. NTM contribution to lung disease is unclear in a tuberculosis 
suspicion context. Empiric treatment for both tuberculosis and MAC may be rel-
evant in most severely immuno-depressed HIV-children suspected of tuberculosis 
in South-East Asia. 

MOAB0206
High-risk vaccine-specific HPV infection in HIV-infected  
and HIV-uninfected, vaccine-naïve Asian female adolescents
S. Sricharoenchai1, T. Bunupuradah2, R. Hansudewechakul3, 
D.L.D. Hanh4, D.N.H. Tran5, S. Kerr2, A. Chalermchockcharoenkit1, 
N. Teeratakulpisarn2, J. Achalapong3, D.N.Y. Dung4, W. Termrungruanglert6, 
S. Chaithongwongwatthana6, T. Singtoroj7, T. Pankam8, N. Phanuphak8, 
A.H. Sohn7, K. Chokephaibulkit1, HPV in Adolescents Study team 
1Faculty of Medicine Siriraj Hospital, Mahidol University, Bangkok, Thailand, 
2HIV-NAT, The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 3Chiangrai 
Prachanukroh Hospital, Chiang Rai, Thailand, 4Hung Vuong Hospital, Ho Chi Minh 
City, Vietnam, 5Children’s Hospital 1, Ho Chi Minh City, Vietnam, 6Faculty of 
Medicine, Chulalongkorn University, Bangkok, Thailand, 7TREAT Asia/amfAR - The 
Foundation for AIDS Research, Bangkok, Thailand, 8Thai Red Cross AIDS Research 
Centre, Bangkok, Thailand 
Presenting author email: sirintipsri@gmail.com

Background: Adolescents in resource limited countries have limited access to hu-
man papillomavirus (HPV) vaccination. We assessed the prevalence of 7 high-risk 
vaccine-specific HPV types (HRVS-7) in the nonavalent vaccine and identify 
factors associated with oral and anogenital HRVS-7 infection in perinatally HIV-
infected female adolescents (PHIVA), and HIV-uninfected females (controls).
Methods: Sexually active PHIVA were enrolled in a prospective study in Thailand 
and Vietnam from 2013 to 2015. Controls were matched by age and lifetime 
number of sexual partners. All participants were naïve to HPV vaccination. HPV 
genotypic assay were performed on oral, anal, cervical and vaginal samples using 
the Roche Linear Array, and serum neutralizing antibodies (NAb) to HPV type 16 
and 18 were measured. An audio-computer-assisted self-interview (ACASI) was 
performed to assess behavioral risks. Screening for sexually transmitted infections 
(STI) included Chlamydia trachomatis, Neisseria gonorrhea, herpes simplex virus-2 
(HSV2) and syphilis. Multiple logistic regression analysis was used to assess factors 
associated with presence of any HRVS-7 genotypes (16, 18, 31, 33, 45, 52, 58) at 
any body sites.
Results: A total of 93 PHIVA and 99 controls were enrolled; median (IQR) age 19 
(18-20) years, with 2 (1-3) lifetime sexual partners. At enrollment, median CD4 
among PHIVA was 593 (392-808) cells/mm3, and 62% had HIV-RNA < 40 cop-
ies/mL. HRVS-7 genotypes were found in 43 (46%) PHIVA and 39 (39%) controls 
(P=0.3). NAb were detected in 19 (22%) PHIVA and 26 (28%) controls (P=0.3). 
For the complete cohort, 20/33 (61%) adolescents 13-16 years, 50/105 (48%) 17-
19 years, and 28/54 (52%) 20-24 years were positive for HRVS-7 DNA or NAb. 
A history of ≥3 lifetime partners (vs. 1; OR 3.34 [1.59-7.04]), and having any non-
HPV STI (OR 3.39 [1.56-7.39]) were independently associated with increased risk 
of infection with an HRVS-7 genotype. Among PHIVA, HIV-RNA >40 copies/mL 
and having any non-HPV STI were independently associated with increased risk of 
infection with HRVS-7.
Conclusions: Half of Asian PHIVA and HIV-uninfected female adolescents in our 
cohort had high-risk HPV infection. Greater access to HPV vaccination is needed 
in the region to reduce future HPV-related cancer risk. 

MOAB03 HIV and the Liver: Co-Infection and 
                   Complications

MOAB0301
Hepatitis C care cascade for people living with HIV in the 
country of Georgia
N. Chkhartishvili1, A. Abutidze1, N. Bolokadze1, O. Chokoshvili1, N. Dvali1, 
L. Sharvadze1,2, T. Tsertsvadze1,2 
1Infectious Diseases, AIDS & Clinical Immunology Research Center, Tbilisi, Georgia, 
2Ivane Javakhishvili Tbilisi State University, Tbilisi, Georgia 
Presenting author email: nikoloch@yahoo.com

Background: Georgia made significant progress in addressing high burden of hepa-
titis C virus (HCV) infection among people living with human immunodeficiency 
virus (HIV). During 2011-2015 with the support of the Global Fund HIV positive 
persons in Georgia had access to free HCV treatment with pegilated interferon and 
ribavirin (PEG/RBV). In April 2015 in partnership with the U.S. CDC and Gilead 
Sciences the country launched a national hepatitis C elimination program, which 
provides free treatment with modern direct acting antivirals (DAAs).
Methods: The following steps of HCV care cascade were quantified: 
1) HIV/HCV co-infected, 
2) Diagnosed for both HIV and HCV, 
3) treated for HCV infection, 



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Oral Abstract
Sessions

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

9 9

4) achieved sustained virologic response (SVR). 
Number of HIV/HCV co-infected persons was estimated using modeling and ob-
served HCV prevalence. Data on diagnosed persons were extracted from the na-
tional AIDS health information system as of September 1, 2016.
Results: Among estimated 3300 persons living with HIV/HCV co-infection in 
Georgia, 2201 (67%) were not aware of their HIV status and 1099 (33%) were diag-
nosed both with HIV and HCV. Of those 1099 diagnosed persons 697 (63%) were 
treated for hepatitis C with either PEG/RBV or DAA-based regimen. 480 (69%) 
of those treated achieved SVR. Rates of SVR were 44% with PEG/RBV and 89% 
with DAA. Overall, because of gap in diagnosis stage only 15% of estimated number 
of HIV/HCV co-infected persons were cured.

[Hepatitis C care cascade ]

Conclusions: The major gap in the HCV care cascade is at the stage of diagnosis 
resulting from deficiencies in HIV diagnosis. Reducing the number of people living 
with undiagnosed HIV/HCV co-infection will be critical for achieving population 
level impact of free HCV treatment program. 

MOAB0302
Trends in cause-specific mortality in HIV-hepatitis C (HCV) 
co-infected patients in Canada (2003-2016): early impact of 
HCV therapy
N. Kronfli1, S.R. Bhatnagar2, M. Hull3, E. Moodie2, C. Cooper4, N. Pick3, 
S. Walmsley5, M.-L. Vachon6, V. Martel-Leferriere7, J. Gill8, M. Klein1, 
on behalf of the Canadian Co-Infection Cohort Investigators 
1McGill University Health Centre, Montreal, Canada, 2McGill University, 
Epidemiology, Biostatistics & Occupational Health, Montreal, Canada, 3University of 
British Columbia, Medicine, Vancouver, Canada, 4Ottawa Hospital Research Institute, 
Ottawa, Canada, 5Toronto General Research Institute, Toronto, Canada, 6Universite 
de Laval, Laval, Canada, 7Universite de Montreal, Montreal, Canada, 8University of 
Calgary, Calgary, Canada 
Presenting author email: nadine.kronfli@medportal.ca

Background: Hepatitis C treatment and an aging population may contribute to 
shifts in mortality, allowing other causes of death to emerge. We aimed to examine 
cause-specific mortality among HIV-HCV co-infected patients, evaluating chang-
es in mortality trends over time.
Methods: The Canadian Co-infection Cohort is a prospective multicentre cohort 
of 1695 co-infected patients from 19 sites in Canada. All reported deaths, classi-
fied using a modified “Coding of Cause of Death in HIV” (CoDe) protocol, were 
analyzed from April 2003 to July 2016. Event rates per 1000 person-years before 
(2003-2009) and after (2010-2016) the availability of effective treatment strati-
fied by age (20-50; 50-80) were calculated. Comparison of trends between pe-
riods was performed using Poisson regression. Multinomial regression was used to 
estimate the cause-specific hazard ratios (HR) and 95% confidence intervals (CIs) 
of time and age on cause of death.
Results: Overall, 1477 participants (72% men) contributed 6675 person-years of 
follow-up. Of the 203 (14%) patients who died (152 with assigned causes), end-
stage liver disease (ESLD; 20%), smoking-related (17%) and drug overdose (16%) 
were the most common causes of death. All cause mortality decreased in both age 
groups over time (Table 1), while HCV treatment increased 2.8 times. Deaths due 
to ESLD declined by approximately 2-fold and were no longer the most common 
cause of death in the 2010-2016 time period for either age category. In contrast, 
smoking-related deaths increased with time and, among those aged 50-80, ac-
counted for the greatest proportion of deaths from 2010-2016 (cause-specific HR 
2.8; 95% CI, 1.5 - 5.4). Drug overdose accounted for the greatest proportion of 
deaths among individuals aged 20-50 from 2010-2016.
Conclusions: Increased HCV treatment uptake has coincided with decreased liver-
specific mortality in HIV-HCV co-infected patients. However, these gains may be 
thwarted if modifiable risk factors (tobacco and drug use) are not addressed. 

[Table 1. All cause and cause-specific event rates (95% CI) per 1000 person-years by 
age group and time period]

MOAB0303
Efficacy and safety of glecaprevir/pibrentasvir in patients  
co-infected with hepatitis C virus and human immunodeficiency 
virus-1: the EXPEDITION-2 study
J. Rockstroh1, K. Lacombe2, R. Viani3, C. Orkin4, D. Wyles5, A. Luetkemeyer6, 
R. Soto-Malave7, R. Flisiak8, S. Bhagani9, K. Sherman10, P. Ruane11, J. Sasadeusz12, 
J. Slim13, Z. Zhang3, T. Ng3, R. Trinh3, M. Sulkowski14 
1Universitatsklinikum Bonn, Bonn, Germany, 2Université Pierre et Marie Curie, Paris, 
France, 3Abb, North Chicago, United States, 4The Royal London Hospital, London, 
United Kingdom, 5Denver Health Medical Center, Denver, United States, 6Zuckerber 
San Francisco General, San Francisco, United States, 7Inn, Bayamon, Puerto Rico, 
8Klinika Chorób Zakaźnych i Hepatologii UM w Białymstoku, Białystok, Poland, 9Royal 
Free London Foundation Trust, London, United Kingdom, 10University of Cincinnati, 
Cincinnati, United States, 11Ruane Medical & Liver Health Institute, Los Angeles, 
United States, 12Royal Melbourne Hospital, Parkville, Australia, 13St. Michael’s Medical 
Center, Newark, United States, 14Johns Hopkins University School of Medicine, 
Baltimore, United States 
Presenting author email: karine.lacombe@sat.ap

Background: Pangenotypic, once-daily glecaprevir (identified by AbbVie and 
Enanta)/pibrentasvir (G/P) has demonstrated high rates of sustained virologic 
response at 12 weeks post-treatment (SVR12) in patients with hepatitis C virus 
(HCV) genotype (GT) 1-6 infection. 
This phase 3 study evaluated the efficacy and safety of G/P in patients with chronic 
HCV GT1-6 infection and HIV-1 co-infection, including patients with compensated 
cirrhosis.
Methods: EXPEDITION-2 (NCT02738138) is a phase 3, multicenter, open-label 
study evaluating G/P (300 mg/120 mg) treatment in HCV/HIV-1 co-infected 
adults without or with compensated cirrhosis for 8 or 12 weeks, respectively. 
Patients were either HCV treatment-naïve or experienced with interferon (IFN), 
pegylated IFN ± ribavirin, or sofosbuvir + ribavirin ± pegylated IFN. GT3 treat-
ment-experienced patients were excluded. The primary endpoint was the propor-
tion of patients with sustained virologic response (HCV RNA < lower limit of quan-
tification) 12 weeks post-treatment (SVR12).
Results: In total, 153 patients were enrolled, including 16 (10%) with cirrhosis. 
Baseline demographics are shown in Table 1. In patients with available data, rates 
of response at end of treatment and post-treatment week 4 were 98.7% (151/153) 
and 98.6% (144/146) respectively. To date, there is one (1/153; 0.65%) virologic 
failure: a breakthrough in a patient with GT3a infection and cirrhosis. The most 
common adverse events (AEs) were fatigue (16/153; 10%) and nausea (13/153; 8%). 
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Three patients (2%) had serious AEs, and one serious AE of stroke led to treatment 
discontinuation on Day 23 in one patient with cirrhosis; all were unrelated to G/P. 
All patients maintained HIV-1 suppression (< 200 copies/mL) during treatment.

 Characteristic

Without 
Cirrhosis 
8 Weeks 
N = 137

With 
Cirrhosis 
12 Weeks 

N = 16
Male, n (%) 113 (83) 15 (94)
Genotype 1/2/3/4/5/6, n 84/12/22/16/0/3 10/1/4/1/0/0
Age, median (range), years 45 (23-74) 50 (35-62)
HCV treatment-experienced 26 (19) 2 (13)
HCV RNA, media (range), log10 IU/milliliter 6.2 (4.0-7.4) 6.1 (4.4-7.0)
Antiretroviral therapy-naive 9/137 (7) 0
Raltegravir anchor ARV, n (%) 39 (29) 6 (38)
Dolutegravir anchor ARV, n (%) 62 (45) 5 (31)
Rilpivirine anchor ARV, n (%) 27 (20 5 (31)

CD4+ cell count ≥500 cells/mm3, n (%) 92 (67) 9 (56)

[Table 1. Baseline Demographics & Disease Characteristics]

Conclusions: G/P for 8 weeks in non-cirrhotic and 12 weeks in cirrhotic patients is 
a well-tolerated and highly efficacious pangenotypic treatment for HCV/HIV-1 co-
infection, regardless of baseline HCV RNA or treatment experience. Full SVR12 
rates and prevalence of baseline NS3 and NS5A polymorphisms will be presented. 

MOAB0304
Metabolic syndrome and obesity are the cornerstones of liver 
fibrosis in HIV-monoinfected patients: results of the METAFIB 
study
M. Lemoine1, K. Lacombe2, J.-P. Bastard3, M. Sebire4, L. Fonquernie4, N. Valin5, 
S. Fellahi6, J. Capeau7, P.-M. Girard8, J.-L. Meynard2 
1Imperial College London, Hepatology, London, United Kingdom, 2Pierre & Marie-Curie 
university-INSERM-APHP, Infectious Diseases, Paris, France, 3Pierre & marie-Curie 
university-INSERM-APHP, Biochemistry and Hormonology, Paris, France, 4Pierre 
& Marie-Curie university-APHP, Infectious Diseases, Paris, France, 5Pierre & Marie-
Curie University-APHP, Paris, France, 6Pierre & Marie-Curie university-APHP, 
Paris, France, 7Pierre & Marie-Curie university-INSERM-APHP, Biochemistry and 
Hormonology, Paris, France, 8Pierre et Marie-Curie university-INSERM-APHP, 
Infectious Diseases, Paris, France 
Presenting author email: m.lemoine@imperial.ac.uk

Background: Metabolic syndrome (MetS) has become a common finding in HIV-
infected patients. However the severity, risk factors and pathogenesis of liver fibro-
sis in this population have been poorly documented. 
From a matched cohort of HIV-monoinfected patients with and without MetS, this 
study aimed 1) to assess the impact of MetS on the prevalence and severity of liver 
fibrosis and 2) to analyze the association between liver fibrosis and markers of adi-
pose tissue, insulin resistance and macrophage activation.
Methods: Patients with immune-controlled HIV-1 infection under antiviral therapy 
(ART) were enrolled in the following exposed-unexposed study. The exposure was 
defined by the presence of MetS according to international criteria after exclu-
sion of all other causes of chronic liver disease. Fibrosis was assessed using transient 
elastography (Fibroscan). Adipokines, HOMA index and soluble CD163 and CD14 
were measured as markers of fat mass, insulin resistance and macrophage/mono-
cyte activation, respectively.
Results: 468 HIV-monoinfected individuals were enrolled (male (89%), mean age 
53 (9) years, mean BMI 24.6 (5.3) kg/m2); 246 with MetS and 222 without MetS. 
Patients with MetS were older and 49% of them had insulin resistance i.e HOMA-
IR≥2.5 (compared to 8.5% in patients without MetS). The mean value (SD) of LSM 
was 5.6 (2.2) kPa with a minimum and maximum value of 2.4 and 17.1 kPa. Mean 
LSM was higher in patients with MetS compared to those without MetS [6.3 (2.6) 
versus 4.9 (1.5) kPa, p<0.0001]. In multivariable analysis, obesity (OR: 3.9 (IC95% 
2.1-7.1)) and insulin resistance (1.1 (1.06-1.2)) were independent factors of signifi-
cant fibrosis (≥F2) and remained associated after adjustment on MetS. Serum lev-
els of adipokines and sCD163 were significantly associated with the degree of liver 
fibrosis. When adjusted on MetS leptin and sCD163 remained strongly associated 
to fibrosis. HIV parameters and ART regimen were not associated fibrosis.
Conclusions: In HIV-monoinfected patients, MetS is an important risk factor of 
liver fibrosis. Obesity and insulin resistance are key factors in the development of 
liver fibrosis independently of HIV infection parameters. Adipose tissue and mac-
rophage activation certainly play an important role in the development of fibrosis 
in HIV monoinfected patients but the exact mechanisms need to be elucidated. 

MOAB0305
Predictor factors associated with liver fibrosis and steatosis by 
transient elastography in HIV-monoinfected patients under 
long-term combined antiretroviral therapy: the PROSPEC-HIV 
study
H. Perazzo Pedroso Barbosa, S. Cardoso, C. Yanavich, J.C. Soares, J. Fittipaldi, 
M. Morata, C. Cardoso, P. Simplicio, C. De Almeida, V. Veloso, B. Grinsztejn 
Fundação Oswaldo Cruz, LAPCLIN-AIDS, Rio de Janeiro, Brazil 
Presenting author email: perazzohugo@gmail.com

Background: Liver disease remains one of the main causes of non-AIDS mortal-
ity in HIV-infected individuals. Transient elastography (TE) is an accurate imaging 
method to estimate liver fibrosis and steatosis. We aimed to evaluate the risk fac-
tors associated with liver fibrosis and steatosis in HIV mono-infected patients under 
long-term combined-antiretroviral therapy (c-ART).
Methods: This cross-sectional study prospectively included HIV-infected adult pa-
tients under c-ART (PROSPEC-HIV; NCT02542020). Liver stiffness measure-
ment (LSM) and Controlled Attenuation Parameter (CAP) by TE were used to 
estimate liver fibrosis and steatosis, respectively. Exclusion criteria were hepatitis 
coinfection and c-ART naïve. Patients with an unreliable M probe LSM or CAP 
were excluded from the liver fibrosis and steatosis analyses, respectively. Clinical 
evaluation, fasting blood tests and TE were performed at the same day. TE exams 
were performed by a single experimented operator blinded to clinical and labora-
tory data. Metabolic factors were defined according to the International Diabetes 
Federation criteria. Alcohol consumption was quantified using the AUDIT score. 
Presence of liver fibrosis and steatosis were considered when LSM ≥ 8.0kPa and 
CAP ≥250dB/m, respectively. Age and gender-adjusted multivariate logistic re-
gression was performed.
Results: A total of 348 HIV mono-infected patients [61% female, median (IQR) 
age=44 (34-52) years, BMI=25.4 (23.0-29.3) kg/m²] were included. Median 
(IQR) time under c-ART and under the current c-ART regimen were 7.3 (4.1-
12.8) and 4.3 (1.9-7.5) years, respectively. LSM and CAP were unreliable in 6% 
and 12%. Liver fibrosis and steatosis prevalence were 9% (n=30/326) and 33% 
(n=102/305). In age and gender adjusted multivariate analysis, factors associated 
[OR (95%CI)] with liver fibrosis were: age >45 years [2.91 (1.19-7.15); p=0.020]; 
CD4 count <200 cells [5.00 (1.38-18.21); p=0.014] and type-2 diabetes [3.04 
(0.97-9.55); p=0.056]. Male gender [5.69 (2.68-12.04); p<0.001]; dyslipidemia 
[2.86 (1.46-5.60); p=0.002]; type 2 diabetes [6.00 (2.08-17.28); p=0.001] and 
central obesity [10.24 (4.11-25.50); p<0.001] were independently associated with 
liver steatosis.
Conclusions: Non-communicable diseases (NCD) can play a major role in the de-
velopment of liver fibrosis and steatosis. NCD prevention and care services need to 
be integrated to HIV care to decrease the burden of hepatic events in HIV-infected 
individuals. 

MOAB04 Tuberculosis in a Time of HIV

MOAB0401
Gaps and opportunities in policy and practice in 20 countries 
with the highest burden of HIV-associated TB
A. Baddeley1, M. Doherty2, A. Kanchar1, Y. Hamada1, H. Getahun1 
1World Health Organization, Global TB Programme, Geneva, Switzerland, 2World 
Health Organization, Department of HIV/AIDS & Global Hepatitis Programme, 
Geneva, Switzerland 
Presenting author email: baddeleya@who.int

Background: Despite impressive scale-up of collaborative TB/HIV activities since 
2004, TB is still the major cause of morbidity and mortality among people liv-
ing with HIV (PLHIV). In June 2016 Member States adopted the UN Political 
Declaration on HIV and AIDS, including a target to reduce TB deaths among 
PLHIV by 75% by 2020. In order to achieve this, gaps in policy, implementation, 
and recording and reporting need to be identified and urgently addressed.
Methods: 20 countries were selected with the highest estimated burden of HIV-
positive incident TB in 2015. Data on collaborative TB/HIV activities were extract-
ed from the Global TB Programme Database and the UNAIDS online GARPR tool, 
and trends and progress analysed. Reviews were further conducted of the latest 
available policy documents, programme reviews, epidemiological assessments, 
Global Fund Concept Notes and GARPR reports to identify gaps and opportuni-
ties in policy and implementation.
Results: Cascade analysis revealed a 57% gap in notification of TB patients living 
with HIV, compared with estimated cases, and a 19% gap of ART started among no-
tified HIV-positive TB patients (Figure 1). Half of countries did not report Isoniazid 
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preventive therapy (IPT). Case fatality among TB patients living with HIV was at 
least 3 times higher than HIV-negative TB patients in seven reporting countries. 
Document review revealed the following gaps and barriers: misalignment of policies 
on ART and IPT; poorly implemented TB screening and IPT; centralized or unde-
ruse of Xpert MTB/RIF; centralized ART provision; stock-outs in IPT, HIV testing 
kits and ART; and separate planning, supervision, health management information 
systems, and procurement and supply.
Conclusions: Considerable gaps and opportunities were identified in this analysis. 
Countries need to seek ways to resolve barriers, be they policy, implementation or 
health system-related to ensure access to evidence-based HIV-associated TB care 
and to end HIV-related deaths from this preventable disease. 

[Figure 1]

MOAB0402
Genomic epidemiology of extensively drug-resistant 
tuberculosis in KwaZulu-Natal, South Africa: demographic 
expansion and genetic determinants of epidemiologic success  
in a high HIV prevalence setting
T.S. Brown1,2, S.-O. Kolokotronis3, S.C. Auld4,5, S. Omar6, A. Narechania7,  
N.S. Shah8, K.N. Nelson5, N. Ismail6, B.N. Kreiswirth9, J.C.M. Brust10,  
P. Moodley11, N.R. Gandhi5, B. Mathema2 
1Columbia University Medical Center, New York, United States, 2Columbia University 
Mailman School of Public Health, New York, United States, 3SUNY Downstate 
Medical Center, Department of Public Health, New York, United States, 4Emory 
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Newark, United States, 10Albert Einstein College of Medicine, Bronx, United States, 
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Presenting author email: tsb2126@columbia.edu

Background: Extensively drug-resistant tuberculosis (XDR-TB) has emerged over 
the last decade as a significant public health threat worldwide, particularly among 
people with HIV. South Africa first reported XDR-TB in 2005 and now has among 
the highest burden of XDR-TB worldwide, with >1000 cases diagnosed in 2015. The 
bacterial evolutionary determinants behind the rise of XDR-TB in South Africa are 
not well understood.
Methods: We enrolled persons with newly-diagnosed, culture-confirmed XDR-
TB from 2011-2014 in KwaZulu-Natal province and performed whole genome se-
quencing of their Mycobacterium tuberculosis (Mtb) isolates. Lineage 4 isolates 
were selected for phylogenetic reconstruction, dating of drug-resistance muta-
tions, and estimates of prior demographic history using Bayesian Markov chain 
Monte Carlo Methods (BEAST v1.8.3).
Results: Among 160 participants with XDR Mtb isolates included in this analysis, 
127 (79%) were HIV co-infected. Half (51%) of XDR-TB cases were attributable to 
a single predominant clade of highly monomorphic isolates (Restriction Fragment 
Length Polymorphism type HP). There were no significant differences between 
the proportion of participants with HIV or with CD4 counts < 200 cells/µl in the 
HP vs. non-HP isolates. Both HP and non-HP Mtb populations exhibit evidence of 
rapid population expansion beginning 25-30 years ago (Figure, B). The emergence 
of key drug resistance mutations occurred near the historical dates of introduction 
for their corresponding antibiotics (Figure, A).

[IAS1]

(A) Dated phylogenetic tree for HP isolates annotated with known drug resistance 
mutations; (B) Bayesian Skyline reconstruction for HP and non-HP isolates
Conclusions: Mtb isolates from the predominant HP clade and from less preva-
lent XDR-TB strains underwent demographic expansion following the onset of the 
HIV epidemic in South Africa. Endemic strains in KwaZulu-Natal acquired drug 
resistance mutations across diverse strain groups and genetic backgrounds, corre-
sponding to the introduction of new antituberculosis medications. The impact of 
HIV coinfection on pathoadaptive evolution in Mtb remains an important area for 
further investigation. 

MOAB0403
Incidence of tuberculosis in the first year of antiretroviral 
treatment in West-African HIV-infected adults
B. Tchakounte Youngui1, P. Coffie2, E. Messou2,3, A. Poda4, L. Fortes 
Déguénonvo5, D. Hawerlander6, A. Minga2,7, E. Balestre8, F. Dabis8, O. Marcy9 
1University of Bordeaux, Bordeaux School of Public Health, ISPED, Bordeaux, France, 
2Programme PACCI, Site ANRS, Abidjan, Cote D’Ivoire, 3Centre de Prise en Charge 
de Recherche et de Formation, CePReF-Aconda-VS, Abidjan, Cote D’Ivoire, 4CHU 
Souro Sanou, Hôpital de Jour, Service des Maladies Infectieuses, Bobo-Dioulasso, 
Burkina Faso, 5CHNU Fann, Service des maladies infectieuses et tropicales Ibrahima 
Diop Mar, Dakar, Senegal, 6Centre Intégré de Recherches Biocliniques d’Abidjan, 
CIRBA, Abidjan, Cote D’Ivoire, 7Centre Médical de Suivi de Donneurs de Sang/CNTS/
PRIMO-CI, Abidjan, Cote D’Ivoire, 8University of Bordeaux, Centre INSERM U897 
- Epidémiologie-Biostatistique, Bordeaux School of Public Health, ISPED, Bordeaux, 
France, 9University of Bordeaux, Centre INSERM U1219, Bordeaux School of Public 
Health, ISPED, Bordeaux, France 
Presenting author email: boris_2022@yahoo.fr

Background: Despite evidence that isoniazid preventive therapy (IPT) reduces tu-
berculosis incidence and mortality, its uptake remains very limited in West Africa. 
Our objective was to assess tuberculosis incidence during the first year of antiretro-
viral therapy (ART) and identify associated factors in HIV-infected adults in West 
Africa to support policy decisions in these countries.
Methods: We conducted a retrospective observational cohort analysis using 
data collected in three HIV outpatient centers from Côte d’Ivoire, Burkina Faso, 
and Senegal participating in the IeDEA West Africa Collaboration. We included 
HIV-infected adults (≥16 years) initiating ART between 2010 and 2014, without 
tuberculosis diagnosis at ART initiation and with ≥1 follow-up visit. None of them 
received IPT. Tuberculosis new diagnoses were documented according to national 
recommendations. We analyzed incidence of tuberculosis and identified associated 
factors using Poisson regression models.
Results: Of 4,154 patients who started on ART, 3,404 had ≥1 follow-up visit after 
ART initiation. Of those, 191 (5.6%) had ongoing tuberculosis at ART initiation. 
Thus, we enrolled 3,213 patients in our analysis. Median age was 38.5 (IQR 32.0-
45.4) years, 67.1% were female, and median CD4 count at ART initiation was 211 
(IQR 95-343) cells/mm3. Overall 170 new tuberculosis cases were reported for 
2,360.5 person years (PY) at risk. The crude tuberculosis incidence rate during 
the first year on ART was 7.2 (95% CI 6.12-8.28) cases per 100 PY. The adjusted 
tuberculosis incidence rate was 1.42 (95% CI 0.55-3.20) per 100 PY in women, 
aged 16-30 years, without prior tuberculosis history, with CD4 ≥500 cells/mm3, 
and hemoglobin ≥11 g/dL, followed in Burkina-Faso. A higher tuberculosis risk was 
significantly associated with male gender (RR 1.87; 95% CI 1.28-2.74), previous 
history of TB (RR 4.22; 95% CI 2.70-6.42), hemoglobin < 9 g/dL (RR 2.26; 95% 
CI 1.61-4.31) and follow-up in Côte d’Ivoire (RR 4.32; 95% CI 2.90-6.50).
Conclusions: Tuberculosis incidence remains high during the first year on ART in 
the West African context in the absence of IPT. It is crucial to reinforce imple-
mentation of IPT in all HIV-infected adults starting ART especially in this part of 
the world. 
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MOAB0404
Time to treatment initiation for drug-resistant tuberculosis  
is delayed in a South African prospective cohort
B.J. Sullivan1,2, J. Prvu Bettger1,2,3, S. Silva1, J. Humphreys1, C.K. Cunningham2,4, 
J.E. Farley5 
1Duke University, School of Nursing, Durham, United States, 2Duke Global Health 
Institute, Durham, United States, 3Duke University School of Medicine, Orthopaedic 
Surgery, Durham, United States, 4Duke University, School of Medicine, Department 
of Pediatrics, Durham, United States, 5Johns Hopkins University, School of Nursing, 
Baltimore, United States 
Presenting author email: brittney.sullivan@duke.edu

Background: Drug-resistant tuberculosis (DR-TB) is a growing threat to TB man-
agement and elimination globally. Early initiation of DR-TB treatment is critical 
to successful treatment outcomes (cure) and to prevent transmission. The South 
African National TB Program (NTP) recommends initiating treatment within five 
days of diagnosis. This study examined time to treatment initiation and its relation-
ship with patient age among a prospective cohort of individuals living with DR-TB 
in South Africa.
Methods: Patients included subjects, age 13 years or older, enrolled in a DR-TB 
cluster-randomized trial in two South African provinces. Outcomes were treatment 
initiation within five days of DR-TB diagnosis and days from diagnosis to treatment 
initiation. Hierarchical mixed-effects models were employed to examine the asso-
ciation between age and these outcomes, adjusted for patient (sex, TB history, HIV 
coinfection) and site (rural/urban, province) characteristics and random effects of 
treatment center.
Results: Of 521 patients, there were 55% male, 75% with HIV coinfection, and 
53% with prior history of TB. Only 82 patients (16%) received DR-TB treatment 
within five days of diagnosis. The median time to treatment was 11 days (range=0 
to 180). Age was not associated with treatment initiation within five days (F=0.07, 
df=1,495, p=0.794) or days to treatment initiation (F=1.42, df=1,489, p=0.233). 
Individuals coinfected with HIV tended to have a greater likelihood of receiving 
treatment within five days relative to those without coinfection (17% vs 12%, p= 
0.104; Odds Ratio=1.749, 95% Confidence Interval=0.891-3.433).
Conclusions: Delays in DR-TB treatment increase harm to the patient and risk 
of disease spread. Only one in six patients with DR-TB received treatment within 
five days of being diagnosed as recommended by South African NTP guidelines. 
Further research is needed to examine what modifiable factors decrease treatment 
delay and how to most effectively implement treatment guidelines. 

MOAB0405
High uptake of antiretroviral therapy among HIV-positive  
TB patients receiving co-located services in Swaziland
I. Pathmanathan1, M. Pasipamire2, S. Pals1, E.K. Dokubo1, P. Preko3, T. Ao3,  
S. Mazibuko2, J. Ongole4, S. Haumba4 
1U.S. Centers for Disease Control and Prevention, Division of Global HIV and TB, 
Atlanta, United States, 2Ministry of Health, Swaziland, Swaziland National AIDS 
Programme, Mbabane, Swaziland, 3U.S. Centers for Disease Control and Prevention, 
Division of Global HIV and TB, Mbabane, Swaziland, 4University Research Co, LLC, 
Mbabane, Swaziland 
Presenting author email: ydi6@cdc.gov

Background: Swaziland has the highest adult HIV prevalence, the third highest tu-
berculosis (TB) incidence, and the highest rate of TB/HIV coinfection globally. In 
recent years, the Ministry of Health and partners have increased integration and 
co-location of TB and HIV services, but the timing of antiretroviral therapy (ART) 
initiation relative to TB treatment - a marker of program quality and predictor of 
outcomes - is unknown.
Methods: We conducted a retrospective review of programmatic data from 11 pur-
posefully-sampled facilities to evaluate provision of timely ART for adult (≥15 years) 
HIV-positive TB patients seen and retained in care between July and September 
2014. Timely ART was defined as initiated within two weeks of TB treatment initia-
tion for patients with CD4< 50/µL or missing, and within eight weeks for others. 
Descriptive statistics were estimated and logistic regression was used to assess fac-
tors independently associated with timely ART.
Results: Of 466 HIV-positive TB patients, 51.5% were male, median age was 35 
(interquartile range [IQR]: 29-42), and median CD4 was 137/µL (IQR: 58-268). 
189 (40.6%) were on ART prior to, and five (1.8%) did not receive ART within, six 
months of TB treatment initiation. Median time to ART initiation after TB treat-
ment initiation was 15 days (IQR: 14-28). Almost 90% started ART within eight 
weeks. 25 of 55 patients (45.5%) with CD4< 50/µL started within two weeks. Of 
44 (16.1%) patients without a documented CD4, 47.7% began ART within two 
weeks, and 93.2% within eight. Patients with CD4 50-200/µL or ≥200/µL had sig-
nificantly higher odds of receiving timely ART than patients with CD4< 50/µL, with 
adjusted odds ratios of 11.3 (95% confidence interval [CI]: 5.0-25.8) and 10.38 

(95% CI: 4.89-22.03), respectively. 71.2% achieved TB cure or treatment comple-
tion at six months, but this was not associated with timely ART.
Conclusions: This study demonstrates the relative success of integrated and co-
located TB/HIV services in Swaziland and shows that very high levels of timely ART 
uptake for HIV-positive TB patients can be achieved in integrated but resource-
limited TB/HIV settings. However, gaps remain in getting patients with CD4< 50/
µL to receive ART within the recommended two weeks post TB treatment initiation. 

MOAB0406
Feasibility of using determine-TB LAM test in HIV-infected 
adults in programmatic conditions
S.C. Mathabire1,2, L. Cossa3, J. Mpunga4, I. Manhiça5, I. Amoros Quiles6,  
L. Molfino3, E. Szumilin7, O. Telnov8, H. Huerga1 
1Epicentre, Clinical Research Department, Paris, France, 2Medecins Sans Frontieres, 
Chiradzulu, Malawi, 3Medecins Sans Frontieres, Maputo, Mozambique, 4National 
TB Control Program (MoH), Lilongwe, Malawi, 5National TB Program, Maputo, 
Mozambique, 6Medecins Sans Frontieres, Lilongwe, Mozambique, 7Medecins Sans 
Frontieres, Paris, France, 8Medecins Sans Frontieres, Geneva, Switzerland 
Presenting author email: chenai.mathabire@epicentre.msf.org

Background: We assessed the feasibility and described the operational aspects of 
using the Determine-TB LAM (LAM) test for diagnosis of tuberculosis (TB) in adult 
HIV infected patients.
Methods: This multi-centric study was conducted in Malawi and Mozambique 
from 2014 to 2016. LAM was used as a rule in screening tool for hospitalized adult 
HIV infected patients (Malawi) and for ambulatory patients with CD4 < 100 /µl 
(Mozambique), and as an additional diagnostic tool for adult HIV infected TB sus-
pects with CD4 < 200 /µl (Malawi and Mozambique). Standard questionnaires were 
used to assess user acceptability of LAM; electronic databases used to calculate 
reader agreement between LAM users, and health centre registers to calculate 
workload. Supervision notes, minutes of meetings, training reports, and personal 
observations were used to assess training required, patient flow changes after LAM 
introduction, strengths and challenges of using the LAM test.
Results: Training of LAM users was performed in approximately 1.5 hours in Malawi 
and 4 hours in Mozambique. All users found the test easy to perform. Reader agree-
ment for test interpretation was excellent: 98.9%, kappa=0.97, and 98.3%, kap-
pa=0.94 for Malawi and Mozambique respectively. Time to results when LAM was 
performed in the consultation room was 2 to 7 times lower than when performed in 
the laboratory. LAM positive patients were started on TB treatment on same day. 
Introduction of LAM did not require additional space or staff. Strength of LAM 
was that overall, 98.7% and 99.6% of patients received a LAM result compared to 
69.5% and 67.2% receiving a sputum result, and 31.7% and 46.0% receiving a chest 
X ray result in Malawi and Mozambique respectively. A challenge in Mozambique 
was the need for CD4 prior to the LAM test to identify LAM eligible patients.
Conclusions: Using the LAM test to diagnose TB among hospitalized or severely 
immune-suppressed ambulatory HIV patients was feasible, well accepted, and re-
quired minimal training. The LAM was a useful additional test for TB in this group 
because of the ease of providing the urine sample and the rapidity of the results 
which allowed immediate TB treatment for LAM positive patients. 

MOAD01 What’s Different about Differentiated  
                   Care and Service Delivery?

MOAD0101
Readiness for antiretroviral therapy: implications for linking 
HIV-infected individuals to care and treatment
B. Maughan-Brown1, P. Smith2, C. Kuo3, A. Harrison3, M. Lurie4, L.-G. Bekker2, 
O. Galárraga5 
1Southern Africa Labour and Development Research Unit (SALDRU), University of 
Cape Town, Cape Town, South Africa, 2The Desmond Tutu HIV Centre, University of 
Cape Town, Cape Town, South Africa, 3Department of Behavioral and Social Sciences, 
Brown University School of Public Health, Providence, United States, 4Department of 
Epidemiology, Brown University School of Public Health, Providence, United States, 
5Department of Health Services, Policy & Practice (HSPP), Brown University School 
of Public Health, Providence, United States 
Presenting author email: brendan.maughanbrown@gmail.com

Background: ART readiness is a key predictor of ART initiation. However, there is 
a paucity of data on ART readiness among individuals at the time of HIV-diagnosis 
and ART eligibility assessment. Under a test-and-treat approach, understanding 
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factors associated with ART readiness can inform strategies to support early en-
gagement in care and thereby maximize the benefits of ART. This study examined 
demographic and psychosocial factors associated with ART readiness and potential 
barriers to linkage to care among individuals referred for treatment from a mobile 
health clinic.
Methods: Between April 2015 and May 2016, 87 individuals (18 years and older) 
in a resource-limited setting in Cape Town, South Africa, completed a face-to-face 
survey immediately after referral for ART. ART readiness was assessed using key 
components of this concept identified in the literature (1) an awareness that treat-
ment will be beneficial; (2) motivation to initiate treatment; and (3) the intention 
to start treatment soon. Multiple logistic regression analysis, controlling for age, 
gender and education, identified factors associated with ART readiness.
Results: Most participants were very ready (84%) and motivated (85%) to start 
ART, but 28% reported some uncertainty regarding ART initiation. Treatment 
readiness was lower among those surprised by their diagnosis (aOR:0.26,p< 0.05) 
and among healthier individuals (aOR:0.44,p< 0.01). In contrast, higher readiness 
was associated with better ART knowledge (aOR:4.31,p< 0.05) and knowing some-
one who had experienced positive health effects from ART (aOR:2.65,p< 0.05). 
The three most common self-reported barriers to linking to care were: (1) not want-
ing to be seen at the clinic (31%); (2) no money for transport (29%); and (3) not 
being able to get time off work (20%).
Conclusions: Results indicate that post-test counselling will need to be designed 
to deal with surprise at HIV diagnosis, and that health messaging needs to be care-
fully crafted for HIV-positive but healthy individuals to improve ART readiness and 
to increase likelihood of further linkage to treatment and care. Further research 
is needed on effective post-test counselling approaches (e.g., motivational-inter-
viewing) and effective framing of health messaging to increase awareness of the 
positive benefits of early ART initiation and corresponding motivation to engage 
in treatment. 

MOAD0102
Factors associated with loss to follow-up in a primary  
healthcare HIV clinic practising test and treat
J. Kiwanuka1,2, N. Kiwanuka3, F. Matovu Kiweewa3, J. Gonzalez Perez4,  
J. Kitonsa2,5, J. Waila Mukulu6 
1AIDS Healthcare Foundation, M&E, Kampala, Uganda, 2Makerere University School 
of Public Health, Kampala, Uganda, 3Makerere University School of Public Health, 
Epidemiology and Biostatics, Kampala, Uganda, 4AIDS Healthcare Foundation, 
Kigali, Rwanda, 5Medical Research Council-Uganda Virus Research Institute, Masaka, 
Uganda, 6Makere University School of Public Health, Kampala, Uganda 
Presenting author email: jkiwanuka74@gmail.com

Background: World health organisation (WHO) currently recommends all people 
diagnosed HIV positive to start antiretroviral therapy instantly (T&T) regardless of 
CD4 cell count and WHO stage. Currently however, a myriad of HIV treatment 
programs are plagued with the challenge of patients’ loss to follow up. We set out 
to study factors associated with loss to follow up (LTFU) in a primary healthcare 
facility practising T&T.
Methods: We retrospectively drew and analysed a sample of patients from rou-
tine patients’ data for HIV clients enrolled into HIV care from January 2012 to 
December 2014 at Masaka regional referral hospital -Uganda Cares clinic. We de-
fined loss to follow up as failure of the client to show up at the Masaka clinic for at 
least 91 days from the date of their last appointment taking 31st December 2014 as 
the reference. We determined cumulative incidence of loss to follow up at differing 
time intervals and used multivariable cox proportional hazards regression model to 
determine factors associated with time to LTFU.
Results: We included 600 patients in the sample, 64.7% were females and the me-
dian (IQR) age at enrollment of 30.4 (23.8-37.1). The median (IQR) CD4 cell 
count at start of ART was 373 (204-570), and 15.2% were in WHO stage 3 or 4. By 
31st December 2014, 55 cases of LTFU were observed, and the cumulative incidence 
of LTFU was 8.48% (95% CI=6.26-11.12) at 12 months into HIV care. In multivari-
able analysis, T&T (aHR=2.49, 95% CI=1.07-5.78), WHO stage 3&4 (aHR=3.78, 
95% CI=1.70-8.41) TB suspect (aHR=3.42, 95% CI=1.19-9.81) were associated 
with an elevated risk of LTFU; whereas access to mobile phone (aHR=0.56, 95% 
CI=0.36-0.88) duration on ART 1-3 months (aHR=0.21, 95% CI=0.08-0.59), 
3-6 months (aHR=0.03, 95% CI=0.01-0.11) and ≥6months (aHR=0.003, 95% 
CI=0.001-0.01) were independently associated with reduced risk of LTFU.
Conclusions: This study identified testing and initiating on ART instantly being as-
sociated with elevated risk of LTFU and as well TB suspicion and advanced disease 
at enrolment. In a bid to achieve the 90-90-90 campaign therefore, steep ART 
initiation should be backed by intensive pre-initiation and adherence counseling for 
better long term retention of patients. 

MOAD0103
Pilot study of a multi-pronged intervention using social norms 
and priming to improve adherence to antiretroviral therapy and 
retention in care among adults living with HIV in Tanzania
S. McCoy1, C. Fahey1, A. Rao2, N. Kapologwe3, P. Njau4, S. Bautista-Arredondo5 
1University of California, Berkeley, Berkeley, United States, 2CVS Health, Providence, 
United States, 3Ministry of Health, Community Development, Gender, Elderly and 
Children, Shinyanga, Tanzania, United Republic of, 4Ministry of Health, Community 
Development, Gender, Elderly, and Children, Dar es Salaam, Tanzania, United Republic 
of, 5National Institute of Public Health, Cuernavaca, Mexico 
Presenting author email: smccoy@berkeley.edu

Background: Interventions incorporating insights from behavioral economics and 
psychology have been successfully used in the private sector and have the potential 
to enhance HIV ‚treatment as prevention’ (TasP). This approach recognizes that 
decisions are influenced by emotions, contexts, and decision-making shortcuts out-
side of conscious awareness. To test this hypothesis, we evaluated an intervention 
to improve antiretroviral therapy (ART) adherence and retention in care based on 
concepts of social norms and priming.
Methods: We used patient-centered design to develop a combination interven-
tion using social norms and priming, which is when a stimulus subconsciously or 
indirectly influences another behavior. The intervention included visual feedback 
about clinic-level retention in care (social norms), a self-relevant prime, and useful 
take-home items with the priming image (calendar, pill box). The intervention was 
implemented at two HIV primary clinics in Shinyanga, Tanzania in 2-week intervals 
for six months. 
We conducted a quasi-experimental pilot study (Clinicaltrials.gov: NCT02938533) 
by reviewing the medical records of a random sample of 438 adult patients living 
with HIV infection (PLHIV, 320 exposed and 118 unexposed) to compare retention 
and the proportion of patients achieving a medication possession ratio (MPR) ≥95% 
after six months. Intervention acceptability was determined through an in-person 
survey with a convenience sample of 405 PLHIV at baseline (n=189) and endline 
(n=216).
Results: In adjusted analyses, PLHIV exposed to the intervention were signifi-
cantly more likely to be in care after 6 months (87% vs. 79%, adjusted odds ra-
tio (ORa)=1.73, 95% CI: 1.08, 2.78, p<0.05) and were more likely to achieve 
MPR≥95% (70% vs. 59%, OR=1.51, 95% CI: 0.96, 2.37, p=0.07). The intervention 
was associated with increases in staff support of treatment goals (100% vs. 95%, 
p=0.01) and life goals (66% vs. 50%, p<0.01), the perceived likelihood of other 
patients’ adherence (54% vs. 32%, p<0.01), support from other patients (71% vs. 
60%, p=0.03), and being very satisfied with care (53% vs. 35%, p< 0.01).
Conclusions: This novel intervention has the potential to improve the clinic experi-
ence, short-term retention in care, and ART adherence. Future studies are needed 
to expand the generalizability of the approach and evaluate effectiveness on clinical 
outcomes. 

MOAD0104
Multi-month refills of antiretroviral drugs for stable patients 
in Malawi: assessing accuracy in the application of eligibility 
criteria at the health facility level
M. Prust1, C. Banda2, R. Nyirenda3, F. Chimbwandira3, T. Kalua3, A. Jahn4,  
M. Eliya3, K. Callahan5, P. Ehrenkranz6, M. Prescott7, E. McCarthy7, E. Tagar5,  
A. Gunda2 
1Clinton Health Access Initiative, Applied Analytics Team, Boston, United States, 
2Cli, Lilongwe, Malawi, 3Ministry of Health, Department of HIV and AIDS, Lilongwe, 
Malawi, 4Ministry of Health / I-TECH Department of Global Health, Department of 
HIV and AIDS, Lilongwe, Malawi, 5Cli, HIV, TB and Health Financing Team, New York, 
United States, 6Bill & Melinda Gates Foundation, Seattle, United States, 7Cli, Applied 
Analytics Team, Boston, United States 
Presenting author email: mprust@clintonhealthaccess.org

Background: The provision of three-month antiretroviral (ARV) refills, or multi-
month scripting (MMS), for stable HIV patients on antiretroviral therapy (ART) 
can increase service efficiency and decrease congestion. Since 2008, Malawi has 
offered MMS to patients that are 18 years or older, have been on ART at least six 
months, are on first-line ART, have no adverse drug reactions or opportunistic 
infections, have a viral load less than 1000 copies/mL, and have good adherence 
according to pill counts. We assessed the extent to which patients are accurately 
differentiated as eligible or ineligible for MMS and explored potential causes of in-
accurate patient differentiation.
Methods: Data were collected from 30 purposefully selected ART facilities in 
2016. Participation and eligibility for MMS were determined based on 75,364 
patient clinical records, which were analyzed using Stata version 13. Results were 
weighted and clustered by facility. The reasons for inaccurate patient differentia-
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tion were explored using structured surveys with 136 health workers and 32 quali-
tative interviews with clinic management. Interviews were audio recorded, tran-
scribed and thematically coded.
Results: A majority of patients (86.4%, 95% confidence interval [CI] 84.0-88.6) 
were eligible and 68.7% of patients (95% CI 62.5-74.6) were receiving MMS. 
Among patients eligible for MMS, 72.9% (95% CI 66.3-78.6) received MMS. 
However, 42.3% (95% CI 33.1-52.0) of ineligible patients (amounting to 5.7% of all 
patients) also received MMS. Results were similar based on sensitivity analyses us-
ing different eligibility criteria scenarios, but variation in the application of criteria 
existed across facilities. Among ineligible patients receiving MMS, 77% had viral 
load greater than 1000 copies/mL, and 39% had been on ART less than six months. 
Inaccurate patient differentiation was suggested to result from lack of health work-
er knowledge of the criteria for MMS, patient requests, health worker attempts to 
reduce workload, and perceived challenges with low stocks of medications.
Conclusions: MMS is being widely implemented in Malawi, but patient differentia-
tion in many facilities is not happening according to the agreed upon definition of 
eligibility. Simplification of guidance, improvements in health worker mentorship, 
patient counseling, and alignment of patient record forms against eligibility criteria 
would improve patient differentiation in Malawi. 

MOAD0105
Multi-month prescription of antiretroviral therapy and its 
feasibility: experiences from the Baylor International Pediatric 
AIDS initiative (BIPAI) in six southern African countries
M. Kim1, R.S. Wanless2, S. Ahmed3, J. Mhango3, D. Damba4, A. Kayabu5,  
M. Chodota6, S. Dlamini7, N. Chidah8, M. Mokhali9, N. Calles2, A. Amzel10,  
R. Golin10, E.J. Abrams11 
1Baylor International Pediatric AIDS Initiative, Children’s Clinical Center of Excellence, 
Lilongwe, Malawi, 2Baylor International Pediatric AIDS Initiative, Houston, United 
States, 3Baylor International Pediatric AIDS Initiative, Lilongwe, Malawi, 4Baylor 
International Pediatric AIDS Initiative, Kampala, Uganda, 5Baylor International 
Pediatric AIDS Initiative, Mwanza, Tanzania, United Republic of, 6Baylor International 
Pediatric AIDS Initiative, Mbeya, Tanzania, United Republic of, 7Baylor International 
Pediatric AIDS Initiative, Mbabane, Swaziland, 8Baylor International Pediatric AIDS 
Initiative, Gabarone, Botswana, 9Baylor International Pediatric AIDS Initiative, 
Maseru, Lesotho, 10United States Agency for International Development, Washington, 
United States, 11International Center for AIDS Care and Treatment Programs, Mailman 
School of Public Health, Columbia University, New York, United States  

Background: To improve antiretroviral coverage (ART) and help reach the 90-90-
90 treatment targets, differentiated approaches to care are necessary, including 
reduced frequency of clinic visits for stable patients. Given the paucity of data 
regarding the impact of differentiated care models on pediatric outcomes, BIPAI 
conducted a retrospective analysis of clinical outcomes, comparing monthly (MS) 
with multi-monthly (MMS) ART prescription schedules for children and adoles-
cents in Botswana, Lesotho, Swaziland, Malawi, Uganda and Tanzania.
Methods: MMS was introduced in each country in line with national policy. Patients 
were transferred to MMS when clinically stable and ART adherent, after 6-9 
months of monthly prescriptions. For analysis patients were allocated to the MMS 
group after three consecutive visits at intervals of greater than 56 days. Adherence, 
lost-to-follow up rates, CD4 counts and viral load were compared between MS and 
MMS patients by two-sample tests for binomial proportions. Mortality was com-
pared by log rank test. To avoid bias against the MS groups, deaths in the first 6 
months of MS therapy were excluded, given the known, high early rates of mortal-
ity. To avoid immortal time bias, MMS patients contributed person-time to the MS 
group between ART initiation and the start of MMS. The analysis was conducted 
according to an IRB approved protocol.
Results: There were 11,421 MS and 18,137 MMS patients aged between 0 and 19 
years. Comparison of clinical outcomes is displayed in table 1. 

Variable MS patients MMS patients p value
Mean interval between visits (SD) 39 days (27.5) 61 days (34.9)  
% of patients with good adherence 
by pill count (95 to 105%)

68.7% 
(7,846/11,421)

78.5% 
(14,238/18,137) < 0.0002

Lost-to-follow up (%) 7.1% 
(811/11,421)

1.8% 
(326/18,137) < 0.0002

Mortality (deaths per 100 patient years) 2.9 0.4 < 0.0001
CD4 counts (% reaching >350 or 
>25 % for under age 5

78.0% 
(8,312/10,653)

92.8% 
(16,767/18,067) < 0.0002

Viral load (% undetectable) 63.3% 
(2,976/4,703)

78.9% 
(10,787/13,678) < 0.0002

[Table 1: Clinical outcomes of MS and MMS patients]

MMS patients had statistically lower mortality and lost-to-follow up rates, as well as 
superior ART adherence rates and response to ART by CD4 counts and viral load 
measurements.

Conclusions: This study, representing data from six African countries, provides re-
assurance that patients 0-19 years of age who are clinically stable and ART adher-
ent, can do well with reduced clinical visits via MMS. The consequent reduction in 
visits can yield additional benefits by decreasing the burden on health systems and 
patient time. 

MOAD02 Unlocking the Epidemic with Key  
                    Populations

MOAD0201
Why don’t key populations access HIV counselling and testing 
centres in Nepal? Findings based on national surveillance survey
R. Shrestha1, S. Philip2, H.D. Shewade3, B. Ojha1, K. Badal4, B.B. Rawal5,  
K. Deuba6 
1Public Health and Environment Research Center, Kathmandu, Nepal, 2Government 
T.D Medical College, Kerala, India, 3International Union Against Tuberculosis and 
Lung Disease (The Union), New Delhi, India, 4UNAIDS, Kathmandu, Nepal, 5National 
Center for AIDS and STD Control, Ministry of Health, Kathmandu, Nepal, 6Karolinska 
Institutet, Stockholm, Sweden 
Presenting author email: rachanashrestha2@gmail.com

Background: UNAIDS proposed the 90-90-90 targets, i.e., that by 2020, 90% of 
PLHIV will know their HIV status, 90% of PLHIV who know their HIV status will 
receive HIV treatment, and 90% of PLHIV on ART should be virally suppressed. It 
is estimated that three million new HIV infections and three million AIDS-related 
deaths could be averted if these targets are achieved. HIV Testing and Counselling 
(HTC) is the entry point for HIV care services in Nepal and is provided free of cost 
to all. This study assesses the demographic, psychosocial and structural factors as-
sociated with non-utilization of HTC by female sex workers (FSW) and men who 
have sex with men/ transgender (MSM/TG) in Nepal.
Methods: We analysed data from the national surveillance survey which included 
610 FSW and 400 MSM/TG recruited from 22 and three districts of Nepal re-
spectively. Adjusted prevalence ratio (PR) using modified Poisson regression was 
used to assess the association between independent and outcome variables (non-
utilization of HTC in last year).FSW was recruited using two-stage cluster sampling 
whereas MSM/TG was recruited using respondent driven sampling.
Results: Non-utilization of HTC in last one year was 54% for FSW and 55% for 
MSM/TG. The prevalence of depression among study populations was very 
high (≥50%). About 2 of every 10 FSW experienced forced sex in the last 12 
months. The significant factors for FSW related to non-utilisation of HTC were: 
depression[PR=1.4(1.1-1.6)], injection of drugs (ever)[PR=1.4(1.1-1.8)],episode 
of forced sex in previous year [PR=1.1(1.0-1.3)], presence of dependents in the 
family [PR=1.1(1.0-1.3)], andparticipation in HIV awareness programmes(ever) 
[PR=1.2(1.0-1.4)]. Non-utilisation of HTC among MSM/TG had significant as-
sociation with age 16-19 years [PR=1.4(1.1-1.7)],physical assault in previous 
year [PR=1.6(1.3-2.0)], condom use [PR=1.2(1.0-1.4)],experience of forced 
sex [PR=0.5(0.3-0.9)]and participation (ever) in HIV awareness programs 
[PR=1.6(1.3-2.0)].
Conclusions: HIV prevention programmes in Nepal need to go beyond condom 
promotion. Creative strategies should be envisaged for effective behavioural 
change communication. Psychosocial and structural interventions should be inte-
grated with HIV prevention programmes to support key populations. 
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MOAD0202
Feasibility and acceptability of immediate ART initiation  
in MSM in West Africa (CohMSM ANRS 12324 - Expertise 
France)
C. Couderc1, T.T.E. Dah2,3, F. Diallo4, M.J.-B. Kouamé5, R.M.K. Agboyibor6,  
A. Bernier7, M. Peeters1, E. Mensah6, N. Meda3, C. Anoma5, B. Dembélé Keita4, 
B. Spire8, C. Laurent1, CohMSM Study Group 
1Unité TransVIHMI, IRD UMI 233, INSERM U 1175, Université de Montpellier, 
Montpellier, France, 2Association African Solidarité, Ouagadougou, Burkina Faso, 
3Centre Muraz, Bobo-Dioulasso, Burkina Faso, 4ARCAD-SIDA, Bamako, Mali, 
5Espace Confiance, Abidjan, Cote D’Ivoire, 6Espoir Vie Togo, Lomé, Togo, 7Coalition 
Internationale Sida, Pantin, France, 8SESSTIM UMR 912, INSERM/IRD/Université 
Aix-Marseille, Marseille, France 
Presenting author email: tertiero81@yahoo.fr

Background: Since September 2015, the World Health Organization (WHO) has 
recommended to initiate antiretroviral treatment (ART) in all adults living with 
HIV, regardless of WHO clinical stage and at any CD4 cell count. In Africa, few 
programs focused on men who have sex with men (MSM). We therefore assessed 
the feasibility and acceptability of immediate ART initiation in MSM in four West 
African countries.
Methods: A prospective cohort study has been conducted since June 2015 in 
community-based clinics in Bamako (Mali), Abidjan (Côte d’Ivoire), Lomé (Togo) 
and Ouagadougou (Burkina Faso). MSM eligibility criteria were as follows: aged 
18 years or older, reporting at least one episode of anal intercourse with another 
man within the previous 3 months, and either HIV-seronegative or discovering their 
HIV infection at study enrolment. HIV-seronegative MSM were offered a quar-
terly follow-up including clinical examinations, screening for HIV, screening and 
treatment for sexually transmitted infections, individualised peer-led support for 
prevention, condoms and lubricants. MSM who discovered their HIV infection at 
study enrolment and those who seroconverted during the follow-up were offered 
ART initiation immediately after HIV diagnosis.
Results: As of January 16, 2017, 679 MSM were enrolled in the study. Of them, 
120 were HIV-seropositive at study enrolment and 35 seroconverted during follow-
up. The median age of these 155 HIV-infected MSM was 24.5 years (interquartile 
range [IQR]: 21.8-28.1). A total of 134 (86.5%) MSM initiated ART. The median 
time from HIV diagnosis was 7 days (IQR: 3-16). Only 15 (11.2%) MSM initiated 
ART more than 1 month after HIV diagnosis, and 6 (4.5%) MSM after 3 months. 
The median CD4 cell count at ART initiation was 433 cells/µL (IQR: 324-535). 
Few discrepancies were observed between the study sites. MSM mainly received 
EFV+TDF+3TC (85.1%) or EFV+TDF+FTC (13.4%). Of 57 MSM with available 
data, 5 were resistant to EFV, of which 2 were also resistant to 3TC/FTC.
Conclusions: These preliminary results indicate that immediate ART initiation 
is feasible and well accepted by MSM in West Africa, strengthening the recent 
WHO-recommendation. 

MOAD0203
Don’t get lost: how peer navigation can link HIV-positive key 
populations to care and treatment and re-engage those lost to 
follow-up
T. Lillie1, S. Nemande1, H. Gbais2, S. Kersten2, D. Levitt1,3, F. Ndonko2,4 
1FHI360, District of Columbia, United States, 2CARE, Yaounde, Cameroon, 3CARE, 
Atlanta, United States, 4LINKAGES, Washington, DC, United States 
Presenting author email: ndonko@carecameroun.org

Background: Linking key populations (KP), including men who have sex with men 
(MSM) and sex workers (SW) to HIV care and treatment programs, and ensuring 
they adhere to treatment to reach viral suppression is a challenge in many develop-
ing countries. The peer navigation system in Cameroon was initiated to support 
enrollment and retention of HIV-positive KPs in the HIV service cascade and to 
remain adherent to treatment. Peer Navigators (PN) are HIV-positive, medica-
tion-adherent role models who understand and can convey clearly how to access 
and utilize key services for people living with HIV and their partners, loved ones, 
and children.
Methods: Through the USAID- and PEPFAR-funded LINKAGES and CHAMP 
projects, we pilot tested the peer navigation system in Yaoundé, Cameroon. 
Working with two community-based organizations, twenty-four PN were trained 
to provide quality support to HIV-positive KP. PN are usually HIV positive, may 
be a member of the KP community, trained and full-time staff. Programmatic data 
collected between November 2015-July 2016 before PN was introduced was com-
pared to data collected between August-December 2016 after PN initiation. For 
the analysis, linkage to HIV treatment before and after PN was reviewed.
Results: A total of 838 HIV-positive FSW and 557 HIV-positive MSM accessed 
services from the two CBOs between November 2015 to December 2016. 
Preliminary data showed increases in client linkage to care and treatment, which 

went from roughly 39% of newly diagnosed HIV-positive clients before PN to as 
high as 82% after PN was introduced. Also, 38% of MSM and 71% of SWs living 
with HIV that were lost to follow-up before PN were recovered in just four months 
of PN implementation and linked to treatment.
Conclusions: While data are preliminary, they demonstrate the potential effec-
tiveness of Peer Navigation programs that are being initiated in sixteen countries 
where LINKAGES is working. More widespread implementation of PN with high 
risk populations could accelerate progress toward 90-90-90 goals. 

MOAD0204
HIV treatment cascade analysis for people who inject drugs  
in Ukraine: identifying the correlates of continuum
K. Dumchev1, O. Varetska2, T. Salyuk2, C. Vitek3 
1Ukrainian Institute on Public Health Policy, Kyiv, Ukraine, 2Alliance for Public Health, 
Kyiv, Ukraine, 3US Centers for Disease Control and Prevention, Kyiv, Ukraine 
Presenting author email: dumchev@uiphp.org.ua

Background: PWID constitute over 50% of PLWHIV and continue driving HIV 
incidence in Ukraine, but data on HIV care continuum are scarce. Integrated bio-
behavioral surveys (IBBS) among PWID are conducted biannually since 2007 to 
evaluate the effectiveness of HIV response. The aim of this study was to identify 
gaps in the HIV treatment cascade among PWID and identify correlates of receiv-
ing HIV care and ART.
Methods: This is a secondary analysis of 2015 IBBS data collected in all 27 regions 
of Ukraine using RDS. Results of rapid HIV testing and self-reported data on HIV 
status awareness, enrollment into HIV care and treatment were used to construct 
the cascade. Socio-demographic variables, drug use patterns, risk behaviors, re-
ceiving of prevention and other interventions were evaluated as potential correlates 
of being registered in HIV clinic and receiving ART. Logistic regression was used to 
test significance of association.
Results: 9,405 PWID were recruited (25% females), 22% tested positive for HIV. 
Of those, 81% reported being aware of their status. Among PWID who agreed to 
disclose HIV+ status, 74.2% were registered in HIV care and 46.8% received ART 
(see Figure).

[PWID Cascade]

Being female (aHR=1.9, 95%CI 1.02-3.33), age>35y.o. (aHR=4.05, 95%CI 1.95-
8.41), being a harm reduction client (aHR=2.03, 95%CI 1.19-3.46) were positively 
associated with HIV care registration. Age>35y.o. (aHR=2.54, 95%CI 1.49-4.32), 
being a harm reduction client (aHR=1.68, 95%CI 1.26-2.24), current case-man-
agement (aHR=1.75, 95%CI 1.04-2.97) were positively associated with receiving 
ART. Past history of case-management was negatively associated with both out-
comes (aHR=0.09, 95%CI 0.04-0.2 and aHR=0.44, 95%CI 0.22-0.88, respec-
tively). Opioid agonist treatment, drug and alcohol use, risk behaviors were not as-
sociated with either outcome.
Conclusions: The study confirmed existence of significant gaps in HIV cascade 
among PWID in Ukraine, especially in access to ART. Services provided at harm 
reduction programs, including case-management, are important interventions that 
may improve access to care and treatment. 
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MOAD0205
Effectiveness of comprehensive HIV and stimulant use 
prevention intervention with Cambodian female entertainment 
and sex workers
K. Page1, A. Carrico2, E. Stein3, J. Evans3, M. Sokunny4, S. Ngak4, C. Sophal5,  
Y. Neak6, L. Maher7, C. McCulloch3 
1University of New Mexico, Albuquerque, United States, 2University of Miami, Miami, 
United States, 3University of California, San Francisco, San Francisco, United States, 
4FHI 360 Cambodia, Phnom Penh, Cambodia, 5Ministry of Health, Department of 
Mental Health and Substance Abuse, Phnom Penh, Cambodia, 6National Authority 
for Combating Drugs, Phnom Penh, Cambodia, 7UNSW Australia, Kirby Institute for 
Infection and Immunity, Syndey, Australia 
Presenting author email: pagek@salud.unm.edu

Background: HIV prevention services for female entertainment and sex workers 
(FESW) could serve as a platform for targeting key risk factors for HIV infection, 
including amphetamine-type stimulant (ATS) use and economic distress. We ex-
amined sequentially delivered interventions to decrease ATS use and improve eco-
nomic well-being to boost HIV risk reduction with FESW.
Methods: This cluster randomized stepped-wedge trial in 10 Cambodian provinces 
enrolled 1,198 FESW to test the effectiveness of a comprehensive HIV and ATS use 
prevention package leveraging SMARTGirl, an existing HIV prevention platform 
for Cambodian FESW. The intervention included a conditional cash transfer with 
cognitive-behavioral aftercare (CCT+AC) intervention to reduce ATS use followed 
by a microenterprise (ME) opportunity. The co-primary outcomes assessed in 600 
FESW purposively targeted for the 18-month follow-up were: 1) self-reported 
number of sexual partners (past three months); and 2) positive urine toxicology 
results for ATS (ATS Tox+). After baseline, FESW with problematic patterns of ATS 
use were allocated to receive a 4-month CCT+AC intervention. All FESW who 
were abstinent from ATS at six months were allocated to receive a ME opportunity.
Results: At six months, relative to baseline participants had 60% lower odds of 
ATS Tox+ (Adjusted Odds Ratio [AOR]=0.40; 95%CI 0.25-0.65; p<0.001) 
and non-significant decreases in number of sexual partners (Adjusted Risk Ratio 
[ARR]=0.65; 95%CI 0.38-1.11; p=0.11). At 12 months, FESW reported 50% fewer 
sexual partners (ARR=0.50; 95%CI 0.25-0.95; p=0.035) and non-significant re-
ductions in the odds of ATS Tox+ (AOR=0.58; 95%CI 0.30-1.14; p=0.11). Although 
FESW continued to display reductions in both primary outcomes at 18 months, 
these were not statistically significant (p’s< 0.09). 

 # of Sexual Partners (3 Mo) ATS Tox+ 
 ARR (95% CI) AOR (95% CI)

Follow-up Assessment   

6 Months 0.65 (0.38 - 1.11) 0.40 (0.25 - 0.65)* 

12 Months 0.50 (0.25 - 0.95)* 0.58 (0.30 - 1.14)

18 Months 0.45 (0.18 - 1.14) 0.44 (0.18 - 1.07)

[Intent-to-treat analyses (N = 1,198 at Baseline)]

Conclusions: Findings support the robust, short-term effectiveness of the sequen-
tially delivered CCT+AC and ME interventions for optimizing HIV prevention ser-
vices for Cambodian FESW. Further implementation science research is needed to 
inform the scale up and improve the durability of this comprehensive approach to 
boost HIV risk reduction with FESW in Southeast Asia. 

MOAD0206
Viral suppression at the first integrated methadone and 
antiretroviral therapy program for people who inject drugs  
in sub-Saharan Africa
B.H. Lambdin1,2,3, S. Hassan4, D. Mushi5, A. Cooke6, J. Mbwambo5 
1RTI International, Behavioral and Urban Health, San Francisco, United States, 
2University of California, San Francisco, United States, 3University of Washington, 
Seattle, United States, 4Yale University, School of Medicine, New Haven, United 
States, 5Muhimbili University of Health and Allied Science, Dar es Salaam, Tanzania, 
United Republic of, 6University of California, Los Angeles, United States 
Presenting author email: blambdin@rti.org

Background: The prevalence of HIV among people who inject drugs (PWID) in Dar 
es Salaam is 42%, compared to 7% in the general population. In 2011, an opioid 
treatment program (OTP), using methadone, was established in Tanzania to reduce 
HIV risk behaviors and transmission. Enrollment of PWID into the OTP program 
surged, but linking and sustaining HIV-positive, eligible OTP patients in antiretro-
viral therapy faced many obstacles. We report the results from the first integrated 
methadone and antiretroviral therapy (IMAT) program to improve sustained ART 
access for PWID in sub-Saharan Africa.

Methods: A community engagement process with patients, providers, and govern-
ment stakeholders helped us to collaboratively define an integrated model, includ-
ing: opt-out HIV screening, OTP providers trained in HIV clinical management and 
monitoring, multiple ART dispensing models from the OTP clinic, and intensive 
case management for people who were not virally suppressed. We assessed viral 
suppression 6 and 12-months after implementation of the integrated model, and 
used logistic regression to assess predictors of viral suppression (< 1,000 copies/
mL) at 12 months.
Results: Of the 126 people receiving HIV treatment at OTP, the median age was 
35 years old, and 17% were female. Overall, 72% (95% Confidence Interval (CI): 
60-82%) of patients had achieved viral suppression after 6 months of receiving HIV 
care at the OTP clinic, and after 12 months, 81% (95% CI: 69-88%) had achieved vi-
ral suppression. Regarding ART dispensing models, 79% received monthly supplies 
while 21% received directly administered ART (DAART) at the pharmacy or by a 
nurse. Age (p=0.323), sex (p=0.814), time in treatment (p=0.683) and ART regi-
men (p=0.263) were not significantly associated with viral suppression. Intensive 
case management was associated with a 16% (95% CI: 1-32%; p=0.0362) increase 
in viral suppression within 3 months of the case management session.
Conclusions: Our findings show a high level of viral suppression among people ac-
cessing HIV treatment within the IMAT program. The success of IMAT was driven 
by early engagement of OTP patients and providers. Future work will develop 
differentiated models of care for people receiving ART to achieve sustained viral 
suppression among HIV-positive PWID without overburdening the region’s health 
system. 

MOAX01 Just Do It Yourself: Preferences and  
                  Performances of HIV Self-testing

MOAX0101
Self-testing: an effective means of increasing HIV-testing  
and status awareness
A. Moore1, T. Cassidi2, S.J. Steele2, A. Shroufi2, N. Ntuli2, L. Ndani2, C. Metcalf2, 
T. Ellman2, E. Goemare2, L. Trivino Duran2 
1MSF, Medical, Cape Town, South Africa, 2MSF, Cape Town, South Africa 
Presenting author email: msfocb-khayelitsha-doc2@brussels.msf.org

Background: HIV self-testing (HST) could potentially improve HIV testing uptake 
and awareness of serostatus, especially if targeted towards patients who refuse 
routinely-offered facility-based HIV counselling and testing (HCT) due to privacy 
concerns. We conducted a pilot study of HST at two health facilities in Khayelitsha, 
South Africa, among patients who refused HCT, and assessed their HST uptake 
and linkage to care.
Methods: Patients who refused HCT were offered HST using OraQuick 
ADVANCE HIV1/2. Participants were asked to report their HST result by pre-paid 
text message (SMS), or by returning to the facility. Participants who did not report 
their result within 7 days were contacted telephonically.
Results: From 1 March 2016 to 31 October 2016, 537 patients were offered HST, 
of whom 422 (78%) accepted. Those who accepted HST, had a median age of 28 
years; 409 (97%) were female; and 313 (74%) reported their HST result. Of the 
422 participants, 245 (58%) reported their result within 7 days, and the median 
time to reporting the result was 1 day. Of those who reported their result, 269 
(86%) reported by SMS. Reporting of results varied by facility, being 60% at the 
facility where many patients did not carry a cell phone due to security concerns, 
compared to 83% at the other facility. Among participants who reported their HST 
result, 19 (6%) were positive, compared to 7% HCT at same facilities. Of the 19 
participants reporting a positive HST result, 10 (53%) returned for confirmatory 
testing. Of the 294 participants who reported a negative HST result, 53 (18%) re-
turned for confirmatory testing. All confirmatory tests agreed with the reported 
HST results.
Conclusions: Offering HST in public-sector clinics is an effective way of increasing 
HIV testing uptake among those who refuse HCT, but ensuring that those with 
positive HST results return for confirmatory testing is challenging. As the major-
ity of patients attending clinics are female, the effectiveness of providing HST in 
other settings needs to be assessed as a means of increasing HIV testing uptake 
among males. 
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MOAX0102
HIV self-testing: feasibility and acceptability of a large scale 
national service delivered by a community organisation
C. James, D. Edwards, W. Harris, M. Brady 
Terrence Higgins Trust, Health Improvement, London, United Kingdom 
Presenting author email: cary.james@tht.org.uk

Background: The UK needs a dramatic increase in HIV testing to reduce undiag-
nosed HIV and late diagnoses. HIV self-testing offers the potential to significantly 
increase the number and frequency of tests.
Methods: : We piloted a national HIV self-testing service, which was delivered on-
line to men who have sex with men (MSM) and Black Africans living in the UK. A 
dedicated website was created and the service was promoted through social media. 
Participants provided demographic information, contact details and answers to HIV 
risk assessment questions. An HIV self-testing kit was then posted to them. Service 
users were asked to log onto a secure page on the website to inform us of their result. 
Anyone with a reactive result was called for support or advice and to ensure access 
to care for confirmatory testing. An online satisfaction survey was sent to everyone 
who gave consent.
Results: The pilot ran from 24th June - 5th Aug 2016. A total of 4,879 kits were 
ordered. 3,021 people (62%) informed us of their result. 19% had never had an HIV 
test before and a further 37% had last tested >1 year ago. 68% reported condomless 
anal sex in the previous 3 months with 28% reporting this with 2 or more partners. 
28 people (0.92%) reported a reactive result. 3 (10.7%) people already knew they 
were HIV positive and one result was confirmed as a false positive. Of the remaining 
24 all were MSM. 15/24 (62.5%) identified as white British. Contact was made with 
22 (92%) all of whom had accessed confirmatory testing and HIV services. 602 
people responded to the survey. 98% would use the service again, 91% felt self test-
ing encouraged them to test and 91% were happy with the support they received.
Conclusions: We have demonstrated the feasibility and acceptability of HIV self-
testing in the UK. It also demonstrated a high percentage were willing to report 
their results which allowed for confirmation of linkage to care. We believe that an 
investment in HIV self-testing will compliment existing options and provide a cost-
effective way to scale up our approach to testing. 

MOAX0103
The impact of HIV self-testing among internet-recruited MSM, 
eSTAMP 2015-2016
R.J. MacGowan1, P.R. Chavez1, C.B. Borkowf1, P.S. Sullivan2, J.H. Mermin1 
1Centers for Disease Control and Prevention, NCHHSPT/DHAP, Atlanta, United 
States, 2Emory University, Atlanta, United States  

Background: Knowledge of HIV status is essential for accessing antiretroviral 
therapy and effective prevention services. Providing HIV rapid diagnostic tests 
(RDTs) for self-testing to persons at risk of HIV infection, such as men who have 
sex with men (MSM), could increase frequency and timeliness of HIV testing. The 
“Evaluation of HIV self-testing among MSM Project” (eSTAMP) is a 12-month ran-
domized controlled trial (RCT) that evaluates the impact of this strategy.
Methods: MSM in the US were recruited online from March through August 2015 
and enrolled into eSTAMP. Participants were asked to complete online surveys 
at baseline, 3, 6, 9, and 12 months. The intervention group was mailed 4 RDTs at 
baseline with the option of replenishing the ones used after interim assessments. 
At the end of the study, all participants who completed the 12-month survey were 
mailed 2 RDTs and a dried blood spot (DBS) card. We compare the percentage of 
participants who tested ≥ 3 times, mean number of all HIV tests, percentages who 
accessed clinic-based HIV testing services, mean number of sex partners over 12 
months, and newly identified cases of HIV infection by intervention and control 
groups.
Results: We randomly assigned 2665 MSM to the Intervention (n=1325) and 
Control (n=1340) arms. Mean age was 30.4 years; 58% were white, 10% black, 
23% Hispanic, and 9% other or mixed race; 17% had never been tested for HIV. 
72% completed at least one follow-up survey; retention rate at 12 months was 58%. 
There was significantly more HIV testing in the intervention group. 42 cases of HIV 
infection were identified, 21 were linked to care. 

Results over 12 month follow-up period Intervention Control P value
Number of newly identified HIV cases*, n/N (%) 25**/966 (2.6%) 11**/958 (1.2%) 0.03
MSM reporting ≥3 HIV tests, n/N (%) 761/965 (79%) 217/958 (22%) < 0.01
Number of HIV testsa, mean (SD) 5.3 (3.6) 1.5 (1.8) < 0.01
MSM reporting clinic-based HIV tests, n/N (%) 395/966 (41%) 614/958 (64%) < 0.01
Number of sex partners, mean (SD) 9.1 (17.0) 9.7 (19.7) 0.57
*includes RDT and clinic-based testing among study participants. **Additional cases (Intervention: 
n=3, Control: n=3) were identified from the DBS testing after the 12 month survey.

[Table 1]

Conclusions: Implementing internet-based HIV screening programs with free HIV 
RDT increased HIV testing and diagnosis among MSM, including those who have 
not previously accessed traditional HIV testing services. 

MOAX0104
Feasibility of HIV self-test programming among female sex 
workers in Zimbabwe
S. Mavedzenge1, E. Sibanda2, J. Dirawo2, K. Hatzold3, O. Mugurungi4, F. Cowan2,5 
1RTI International, Women’s Global Health Imperative, San Francisco, United States, 
2Centre for Sexual Health and HIV/AIDS Research (CeSHHAR), Harare, Zimbabwe, 
3Population Services International, Harare, Zimbabwe, 4Ministry of Health and Child 
Care, Harare, Zimbabwe, 5Liverpool School of Tropical Medicine, International Public 
Health, Liverpool, United Kingdom 
Presenting author email: smavedzenge@rti.org

Background: Female sex workers (FSW) are disproportionately affected by 
HIV, yet their engagement in HIV services does not reflect this heightened risk. 
Increasing HIV testing is the first step towards prevention and care services. There 
is little research on HIV self-testing (HIVST) among FSW, which may be particu-
larly appropriate for this population. We conducted a pilot study offering HIVST for 
6 months to FSW in Zimbabwe to evaluate programmatic feasibility.
Methods: Adult FSW of unknown HIV status presenting for testing at a dedicated 
FSW clinic were given the option of provider-delivered testing or HIVST. Those 
opting for HIVST and who had a mobile phone were invited to enroll. Participants 
received self-test kits and validated instructions. They were contacted after 2 weeks 
to complete a questionnaire about their experience.
Results: 607 FSW presented for testing and 325 (54%) opted for HIVST (p< 0.01). 
Among self-testers, mean age was 29 years (range 18-62). Most (94%) had previ-
ously tested for HIV. 100% reported the test was not difficult to use, and 98% were 
comfortable learning their result without a provider present. 30% had a reactive 
result, and of those, 99% had attended post-test services by the 2-week post-test 
questionnaire. 100% indicated they would want HIVST to be available to them, and 
would recommend HIVST to family/friends. 81% would recommend HIVST to their 
clients. Though no participants were forced to self-test, 38% thought coercive test-
ing might happen if HIVST became more widely available. FSW thought HIVST dis-
tribution should be via clinic (62%), pharmacy (18%), peer (14%) and/or workplace 
(13%). FSW indicated they would be willing to pay $0.50-$25 for self-tests, with 
35% willing to pay $1 and 30% $5.
Conclusions: FSW found HIVST highly acceptable, and wanted HIVST to be avail-
able to them. A high proportion had a reactive self-test, and importantly, virtually 
everyone had linked to post-test services by the 2-week follow-up questionnaire. 
Some expressed concern about potential for coercive testing. FSW were willing 
to pay for HIVST, and provided useful insight into how to distribute and promote 
HIVST during future implementation research. HIVST represents a promising 
strategy to promote regular re-testing among FSW in Zimbabwe. 
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MOPDA0101
A higher fraction of drug resistant proviruses express unspliced 
HIV RNA during ART compared to the archival wild-type 
proviruses that comprise the HIV-1 reservoir
A. Musick1, J. Spindler1, M. Sobolewski2, M. Bale1, B. Keele3, W. Shao3,  
A. Wiegand1, S. Hughes1, J. Mellors2, J. Coffin4, F. Maldarelli1, M. Kearney1 
1National Cancer Institute, Frederick, United States, 2University of Pittsburgh, 
Pittsburgh, United States, 3Lei, Frederick, United States, 4Tufts University, Boston, 
United States 
Presenting author email: kearneym@mail.nih.gov

Background: The fraction of proviruses persisting during ART that are latent vs. 
transcriptionally active has not been determined. To address this question, we inves-
tigated the expression of unspliced HIV RNA in vivo in single cells carrying either 
wild-type (WT) proviruses or those with drug resistance (DR) mutations.
Methods: PBMC were analyzed from Patient #1 in Maldarelli, et al., 2014. The 
fraction of the proviruses expressing HIV RNA was determined by single-genome 
sequencing of cell-associated HIV RNA and DNA from single cells. Intact provi-
ruses, capable of infectious virus production, were identified using viral outgrowth 
assays (VOA). The levels of viral RNA present in infected cells were determined for 
the archival drug sensitive population, the recently infected DR population, and for 
clones carrying intact and defective proviruses.
Results: We analyzed a total of 77 million PBMC, of which 10,450 contained HIV 
pro-pol sequences: 7137 were WT, 1714 were DR, and 1599 were defective (con-
tained stop codons). The median fraction of proviruses that expressed RNA in cells 
more recently-infected with DR virus was 25%, whereas in cells with WT or hyper-
mutant proviruses, it was 14% (p=0.0008). Levels of expression in single cells with 
DR proviruses were higher than in cells with WT proviruses (p=0.002). The median 
fraction of cells in apparent clonal populations carrying intact proviruses (N=3) ex-
pressing HIV RNA was 2.3% (1.2%-8.8%). For clones carrying defective proviruses 
(N=5), the median fraction expressing was 3.5% (0.9%-7.0%), and for clones carry-
ing proviruses that did not have obvious defects in the pro-pol region but were not 
recovered in the VOA (N=26), the median was 6.6% (1.3%-66.7%).
Conclusions: A small fraction of the proviruses in clones of HIV infected cells ex-
pressed HIV RNA. The fraction and levels of proviral expression were significantly 
higher in more recently infected cells than in those that persisted during long-term 
ART. These findings show that ART can select both for cells infected before ART 
initiation that either do not express HIV RNA or express at low levels and for cells 
infected recently with drug-resistant viruses that express higher levels of HIV RNA. 

MOPDA0102
Evidence of production of HIV-1 proteins from “defective”  
HIV-1 proviruses in vivo: implication for persistent immune 
activation and HIV-1 pathogenesis
H. Imamichi1, M. Smith1, A. Pau1, C.A. Rehm1, M. Catalfamo1,2, H.C. Lane1 
1NIAID, NIH, Laboratory of Immunoregulation, Bethesda, United States, 2Georgetown 
University School of Medicine, Department of Microbiology and Immunology, 
Washington, United States 
Presenting author email: himamichi@nih.gov

Background: Greater than 95% of proviruses detected in circulating PBMCs are 
referred to as “defective” and are unable to encode intact viruses. They have been 
thought to represent a silent graveyard of viruses with little contribution to HIV-1 
pathogenesis. We have recently shown that these “defective” proviruses are ca-
pable of transcribing novel mRNA species. In the present study, we demonstrate 
that these “defective” proviruses are also capable of producing HIV-1 proteins.
Methods: CD4+ T cell clones were obtained from an HIV-infected individual who 
had recently been placed on suppressive combination antiretroviral therapy (cART). 
The CD4+ T cells were initially plated in 96-well cell culture plates at a cell density 
of 100 cells/well and expanded for 2 weeks in the presence of autologous feeder 
cells. Positive wells by HIV-DNA PCR were further expanded in 48-well plates for 
another week. The identification of single-cell clones harboring “defective” proviral 
DNA was confirmed by combining 5´LTR-to-3´LTR single-genome amplification 
and direct amplicon sequencing of the genomic DNA. Cellular expression of HIV-1 

proteins was analyzed by western blot and flow cytometry.
Results: Two months after suppression of plasma viremia to <40 copies/ml, the es-
timated frequency of CD4+ T cells containing HIV-DNA was 1%. Multiple cell lines 
harboring defective proviruses ranging from 6.5-8.2 kb in length were derived from 
the CD4+ T cells. Most prominent among these were cells containing an identi-
cal 6.5 kb provirus. Sequencing of this 6.5 kb provirus revealed a 2.4 kb internal 
deletion affecting the region encoding the HIV-1 accessary proteins and the gp120 
portion of Env protein. The Gag, Pol and Nef regions remained intact in the 6.5 kb 
provirus. Consistent with the DNA data, western blots revealed the presence of the 
Gag and Nef proteins.
Conclusions: These data indicate that “defective” proviruses in successfully treated 
HIV-infected patients are not silent dead-end products but rather capable of pro-
ducing HIV-1 proteins in vivo. The proteins encoded by these defective “zombie” 
proviruses may be responsible for persistent seropositivity and immune activation in 
most patients with controlled HIV-1 infection during suppressive cART. 

MOPDA0103
HIV reservoirs in the brain and association with sex  
and neurocognition
M.F. Oliveira1, M. Nakazawa1, A. Vitomirov1, M. Zhao1, B. Gouaux1, D. Moore1,  
R. Ellis1, D. Smith1,2, S. Gianella1 
1University of California San Diego, La Jolla, United States, 2Veterans Affairs San 
Diego Healthcare System, La Jolla, United States 
Presenting author email: d13smith@ucsd.edu

Background: Although antiretroviral therapy (ART) reduces plasma HIV-RNA 
below the detection limit, HIV reservoirs persist in anatomic compartments, as 
the central nervous system. The clinical and biological factors that influence HIV 
reservoirs in brain are unknown.
Methods: Paired autopsy tissues from frontal cortex [FC, N=61], occipital cor-
tex [OCC, N=60], basal ganglia [BG, N=31] and peripheral lymphoid tissue 
(N=37) from 63 HIV+ adults were selected from the National NeuroAIDS Tissue 
Consortium. All participants died with virologic suppression on ART (< 50 or 400 
copies/ml, assay-dependent) without evidence of CNS opportunistic disease, be-
tween 1999-2014. Genomic DNA was extracted by magnetic beads; HIV-DNA 
levels were measured by ddPCR and normalized by RPP30. Neurocognitive (NC) 
functioning was assessed at the last visit (median 3 months before death) by Clinical 
Rating based on 7 neuropsycological abilities. Bayesian hierarchical regression 
model was used to evaluate the relationship between brain regions, sex and NC 
functioning. The model used a zero-inflated negative-binomial family with a logit 
link function.
Results: The study cohort consists of 12 females and 51 males (median age: 55 
years). Median CD4+ at the last visit was 164 [IQR: 80-390] and median estimated 
duration of infection was 14 years [IQR: 10-19]. HIV-DNA was detected in 62.5% 
of brain and 100% of lymphoid tissue. Lymphoid tissue has higher HIV-DNA levels 
than brain (85.6 vs. 14.2, p<0.001). BG has higher HIV-DNA levels (20.3 cop-
ies/106 cells) compared to FC (13, p=0.018) and OCC (9.3, p=0.005). Female 
sex and younger age are associated with higher HIV-DNA in brain (p=0.026, 
p=0.06, respectively), but not in lymphoid tissue (p=0.31). When evaluating NC 
sub-domains, higher HIV-DNA (any brain region) was associated with worse speed 
of information processing (p=0.012) and better verbal fluency (p<0.05). No sex-
differences in Clinical Rating was observed.
Conclusions: HIV-DNA was detected in most of brains despite virologic suppres-
sion. While levels of HIV-DNA were comparable in lymphoid tissue, women had 
higher brain HIV-DNA levels than men. Higher brain HIV-DNA levels negatively 
affected the speed of information in both sexes. The negative association between 
HIV-DNA and verbal fluency requires more investigation. 

MOPDA0104
Monocyte-derived reactive oxygen species impair CD4+ T cell 
restoration in HIV-1 patients under therapy
M. Younas1, Y.-L. Lin1, S. Gimenez1, P. Portalès2, M. Morchikh1, D. Maiorano1,  
J. Reynes2, P. Pasero1, C. Psomas1, P. Corbeau1,3 
1Institute of Human Genetics, CNRS, Montpellier University, UMR9002, Montpellier, 
France, 2University Hospital, Montpellier, France, 3University Hospital, Nîmes, France 
Presenting author email: pierre.corbeau@igh.cnrs.fr

Background: Antiretroviral therapy is highly efficient at suppressing viral replica-
tion in over 90% of HIV-1-infected patients. However, 5-25% of these virologic 
responders do not restore correctly their CD4 count. This suboptimal immunologic 
response is often correlated with a persistent hyperactivity of the immune system. 
However, the molecular mechanisms linking residual immune activation to impaired 
CD4 cell recovery remain to be identified. We tested the hypothesis that periph-
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eral blood mononuclear cells (PBMC) from aviremic HIV adults might induce DNA 
damage in CD4+ T cells resulting in their apoptosis.
Methods: We probed by immunofluorescence the presence of g-H2AX, 53BP1 
and 8-hydroxy-2-deoxyguanosine, markers of genostress, DNA double-strand 
break and oxidation, respectively, in primary fibroblasts co-cultured in transwells 
with PBMC from virologically suppressed patients. PBMC subpopulations were 
sorted using magnetic beads. The amount of reactive oxygen species (ROS) ex-
pressed in the monocytes and CD4+ T cell apoptosis were measured by flow cy-
tometry using dichloro-dihydro-fluorescein diacetate and fluorescent Annexin V, 
respectively. DNA-dependent protein kinase (DNA-PK) and p53 phosphorylation 
was analyzed by western blot.
Results: PBMC of 56 out of 103 virologic responders (54%) induced g-H2AX 
nuclear foci in cocultured fibroblasts. Cell sorting and inhibition of this phenom-
enon by a ROS scavenger and an NADPH oxidase-inhibitor established that this 
genostress, characterized by DNA oxidation and double-strand break, was due to 
ROS released by monocytes. In cocultured CD4+ T cells, this resulted in DNA-
PK as well as p53 phosphorylation, and finally in apoptosis. Patients with PBMC 
able to damage DNA, a phenotype that we found stable over time, presented with 
lower CD4 recovery than patients whose PBMC did not induce DNA damage (p = 
0.003). Patient CD4 slopes were inversely correlated with the intensity of DNA 
damage induced by their PBMC (r = -0.419, p = 0.006).
Conclusions: ROS are persistently produced by monocytes in half of virologic re-
sponders, inducing DNA damage, cell death in CD4+ T cells, and impaired CD4 
restoration. This phenomenon could pave the way for oncogenesis and could be an 
important driver of CD4 loss in non-treated persons. ROS inhibitors deserve to be 
tested in non-immunologic responders. 

MOPDA0105
HIV-1-mediated induction of Hypoxia Inducible Factor-1 alpha 
activity in CD4+ T cells modifies immunometabolic phenotype 
and decreases cell survival
G.A. Duette1, J. Rubione1, P. Pereyra Gerber1, F. Erra Diaz1, A. Varese1,  
C. Palmer2, M. Ostrowski1 
1Instituto de Investigaciones Biomédicas en Retrovirus y SIDA, UBA-CONICET, 
Buenos Aires, Argentina, 2Burnet Institute, Melbourne, Australia 
Presenting author email: gabriel.duette@gmail.com

Background: Chronic T cell activation and dysfunction are hallmarks of HIV infec-
tion. Taking into consideration that T cell metabolism influences T cell functional-
ity, we hypothesized that CD4+T cell dysfunction during HIV infection could be 
associated to virus-induced metabolic alterations. A critical transcription factor 
in the coordination of T cell metabolism, differentiation and effector function is 
Hypoxia Inducible Factor-1α (HIF-1α). Herein, we analyzed the expression, activity 
and function of HIF-1α in CD4+T cells.
Methods: CD4+T cells isolated from the blood of healthy donors were activated 
with anti-CD3/CD28 antibodies and infected in vitro with HIV. HIF-1α activity 
was evaluated by using a reporter cell line, expressing GFP under the control of 
the Hypoxia-Responsive-Element. Cytokine production was evaluated by CBA kit. 
Cell viability was evaluated by 7-AAD staining and Annexin V binding. Silencing 
of HIF-1α expression was achieved by transduction with lentivirus-encoded shR-
NAs. To analyze ex vivo the relationship between HIF-1α levels and cell death in 
CD4+T cells a total of 7 HIV-1-infected patients on cART and 6 healthy donors 
were recruited.
Results: We show that HIV-1 infection triggers HIF-1α expression and activity, 
promoting aerobic glycolysis and the production of proinflammatory cytokines in 
CD4+T cells infected in vitro. We also observed that the promotion of aerobic gly-
colysis by HIV is associated with a higher rate of CD4+T cell death. Remarkably, 
silencing HIF-1α expression in CD4+T cells reverted the promotion of cell death 
and production of proinflammatory cytokines induced by HIV-1 infection. Finally, 
we also analyzed HIF-1α expression in samples from HIV-1-infected patients on 
cART. Interestingly, these patients also exhibit higher levels of HIF-1α expression 
compared to healthy donors. Moreover, the expression levels of this transcription 
factor presented a negative correlation with CD4+T cell counts.
Conclusions: In conclusion, we show that HIV infection induces the activity of HIF-
1α in productively infected cells promoting glycolytic activity, a proinflammtory 
phenotype and cell death. These results pave the way to explore the possibility of 
targeting HIF-1α and/or T cell metabolism to restore CD4+T cell physiology in HIV-
1 infected individuals. 

MOPDA0106
Toll-like receptor activation modulates inflammation  
and HIV-1 infection in the female reproductive tract 
(FEMINIVI study)
F.D. Benjelloun1,2, H. Quillay1,3, C. Cannou1,2, R. Marlin1,2,4, Y. Madec5, 
H. Fernandez6, F. Chrétien7, R. Le Grand2,4, F. Barré-Sinoussi8, M.-T. Nugeyre1,2,4, 
E. Menu1,2,4 
1Institut Pasteur, MISTIC Group - Virology, Paris, France, 2CEA, U1184 ImVA-
IDMIT, Fontenay aux Roses, France, 3University paris diderot, Paris, France, 
4Vaccine Research Institute (VRI), Creteil, France, 5Institut Pasteur, Research 
Unit Epidemiology of Emerging Diseases, Paris, France, 6Bicêtre Hospital AP-HP, 
Gynecology-Obstetrics, Le Kremlin Bicêtre, France, 7Institut Pasteur, Research Unit 
Human Histopathology and Animal Models, Paris, France, 8Institut Pasteur, Paris, 
France 
Presenting author email: fahd.benjelloun@pasteur.fr

Background: The female reproductive tract (FRT) mucosae are the main sites of 
exposure and entry of sexually transmitted infections (STIs) including HIV-1. The 
Toll-Like receptors (TLRs), widely expressed in the FRT, recognize pathogenic mo-
tifs and modulate immune responses. TLR stimulation induces an immune activa-
tion and/or a local production of inflammatory markers. This inflammation has a 
controversial impact on the antiviral activity. The aim of this project is to determine 
in vitro the impact of the TLR activation in the control of HIV-1 infection and on the 
inflammation in the major mucosal sites of the human FRT
Methods: Samples from different compartments of the FRT (vagina, cervix and 
uterus) were obtained from HIV-1 negative non-menopausal women who gave their 
written informed consent. To test the potential antiviral effect of the TLRs, mono-
nuclear cells isolated from the samples were stimulated by TLR agonists 72h prior 
to HIV-1 infection: PolyI:C (TLR3), LPS (TLR4), R848 (TLR7/8) and the CpG 
ODN (TLR9). Viral production was measured in cell culture supernatants by p24 
Ag ELISA. Prior to HIV-1 BaL infection, the modulation of cytokine production 
was quantified by Luminex assay and evaluated by confocal microscopy in tissue 
sections of TLR pre-stimulated biopsies
Results: Each compartment of the FRT presents a specific composition in immune 
cells. Among CD45+ cells, CD3+ T cells (30-56%), and CD14+ cells (9-16%) are 
the major populations in the FRT. The NK cells (CD56+) are more abundant in the 
uterus (4%). The stimulation of TLR3, 7/8 and 9 controls more efficiently HIV-1 
infection in the uterus than in other compartments, while TLR4 stimulation does 
not have a major impact. TLR stimulation also modulates the production of pro and 
anti-inflammatory cytokines such as IL-6, IL-8 and IL-10
Conclusions: Our results show that the TLR stimulation modulates the cytokine 
expression and impacts the HIV-1 infection according to compartments in the FRT. 
Our aim is now to determine if a synergetic effect is obtained by stimulating more 
than one TLR at the time. The effect of induced inflammation on HIV-1 infection 
in the FRT is under investigation. Our findings will give clues for developing novel 
strategies against STIs 

MOPDB01 Comorbidities in an Ageing Era

MOPDB0101
More and earlier cardiovascular events (CVE) and shorter 
overall survival (OS) in HIV-positive patients (HIV+) compared 
to the general population differ by sex
S. Esser1, M. Arendt2, C. Schulze1, V. Holzendorf3, N.H. Brockmeyer4, 
K.-H. Jöckel2, R. Erbel2, N. Reinsch5, HIV HEART Study Group and Heinz 
Nixdorf Recall Investigative Group 
1University Hospital Essen, Clinic of Dermatology, Department of Venereology, Essen, 
Germany, 2University Hospital Essen, Institute for Medical Informatics, Biometry 
and Epidemiology (IMIBE), Essen, Germany, 3University Leipzig, Clinical Trial Centre 
Leipzig - Coordination Centre for Clinical Trials (ZKS Leipzig - KKS), Leipzig, Germany, 
4Ruhruniversity Bochum, Germany Clinic of Dermatology, Venerology and Allergology, 
Center for Sexuell Health and Medizin, Bochum, Germany, 5Alfried Krupp Hospital, 
Department of Internal Medicine I and Cardiology, Devision of Electrophysiology, 
Essen, Germany  

Background: The OS of HIV+ should be adapted to the general population by an-
tiretroviral treatment. But in the aging HIV+ CVE and strokes became more fre-
quent.
Methods: We compare CVE, stroke and OS of HIV+ outpatients of the HIV 
HEART study (HIVH) and of HIV-negative controls of the population-based Heinz 
Nixdorf Recall study (HNR), both recruited from the German Ruhr area. HIVH 
cases with HNR controls are matched in a 1:2 ratio by sex and age. CVE are defined 
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by myocardial infarction and sudden cardiac death. Cox proportional hazard models 
are used to investigate the impact of study affiliation on OS, CVE and stroke with 
time from study start to event or last contact. We adjust for age, active smoking and 
for men additionally for diabetes.
Results: Descriptions are shown in table 1. We observe adjusted Hazard ratios 
(HR) of 3.5 (95%-CI: 2.2; 5.5) for CVE for male HIVH vs. HNR and for stroke 
of 1.8 (0.8; 3.9) for male and 2.2 (0.1; 42.9) for female HIVH vs. HNR. The OS 
in male and female HIVH vs. HNR has an HR of 3.9 (2.5; 6.1) and 1.7 (0.2; 12.3), 
respectively. The smoking status is different in male subjects (p< 0.0001) and the 
Framingham Risk score (FRS) is different in female subjects (p< 0.0001). Men dif-
fer highly in variables related to blood fats and BMI, women differ in terms of blood 
pressure and heartrate which is also displayed in the highly different FRS.

 HNR male HIVH male p-value HNR female HIVH female p-value
N (%) 950 (66.7) 475 (33.3)  124 (66.7) 62 (33.3)  
Age mean±SD 54.5 ± 6.7 54.5 ± 6.7  51.3 ± 6.1 51.3 ± 6.1  
Cardiovascular 
events N (%) 40 (4.2) 47 (9.9) <0.0001 0 2 (3.2) 0.0443

Stroke N (%) 16 (1.7) 12 (2.5) 0.2803 1 (0.8) 1 (1.61) 0.6152
Deceased N (%) 49 (5.2) 52 (11.0) <0.0001 2 (1.6) 2 (3.2) 0.4747
Never smoker N(%) 278 (29.3) 111 (23.4)  51 (41.5) 22 (36.1)  
Former smoker N(%) 371 (39.1) 126 (26.5)  38 (30.9) 10 (16.4)  
Active smoker N(%) 299 (31.5) 238 (50.1) <0.0001 34 (27.6) 29 (47.5) 0.0157
FRS mean ± SD 12.6 ± 7.3 11.8 ± 3.1 0.0295 5.5 ± 5.6 14.6 ± 4.7 <0.0001

[Description of the matched study population of 537]

Conclusions: HIV+ males had an increased incidence of CVE compared with HIV-
negative controls in spite of similar FRS at baseline in contrast to HIV+ females 
with higher FRS than controls but comparable rates of CVE. HIV+ males had the 
highest mortality rate and a higher risk to die or to get CVE at younger age than 
the general population. 

MOPDB0102
Incidence of renal Fanconi syndrome in patients taking 
antiretroviral therapy including tenofovir disoproxyl fumarate
N.A. Medland1, E.P.F. Chow2, R.G. Walker3, M. Chen2, T.H.R. Read2, 
C.K. Fairley2 
1Monash University, Central Clinical School, Melbourne, Australia, 2Monash 
University, Melbourne Sexual Health Centre, Alfred Health, Central Clinical School, 
Melbourne, Australia, 3Monash University, Renal Medicine Department, Alfred 
Hospital, Central Clinical School, Melbourne, Australia 
Presenting author email: nmedland@mshc.org.au

Background: Fanconi syndrome (FS) is a well recognised complication of use of the 
antiretroviral agent of tenofovir disoproxyl fumarate (TDF).
Despite millions of patient years of TDF use, the incidence and predictors of FS are 
not known. The aim of this study was to determine the incidence and predictors of 
FS in a clinic cohort of patients taking TDF.
Methods: Clinical records and laboratory investigations from patients receiving 
ART between January 2002 and March 2016 at the Melbourne Sexual Health 
Centre, Australia, were extracted. FS was defined as new onset normoglycaemic 
glycosuria and proteinuria and at least one other marker of renal dysfunction. 
Kaplan-Meier survival curves were performed using duration of exposure to ART: 
not containing TDF, or containing TDF, with or without ritonavir co-administration. 
Cox regression analysis was performed on TDF exposures with using the covariates 
ritonavir co-administration, age, sex, co-morbidities (hypertension, hyperlipidemia, 
diabetes, viral hepatitis), CD4 cell count nadir and baseline eGFR.
Results: 1537 patients received ART, including 1260 who received TDF, of whom 
398 patients received TDF co-administered ritonavir, representing 10401 patient 
years (PY) of ART, 5327 PY of TDF and 1641 PY of TDF ritonavir co-adminis-
tration. 13 cases of FS were identified. All cases were taking TDF and the mean 
duration of exposure was 55 months (12-98) before developing FS. The incidence 
of FS was 1.09/1000PYs (95% CI 0.54-1.63) of TDF exposure (without ritonavir) 
and 5.48/1000PYs (3.66-7.33) of TDF-ritonavir co-administration (p=0.0057). 
The adjusted hazards ratio for ritonavir co-administration was 4.71 (1.37-16.14, 
p=0.014). Known risk factors for chronic kidney disease were not associated with 
an increased risk of FS.
Conclusions: In this first published study of the incidence of Fanconi syndrome, 
we find that ritonavir co-administration but not other factors is associated with a 
greater risk of FS. FS developed late. Out study supports ongoing renal monitoring 
in long term supressed patients with twice yearly urinalysis, particularly if serum 
laboratory monitoring is not available. 

MOPDB0103
Higher HDL, better brain? Higher HDL cholesterol is 
associated with better cognition in a cohort of older persons 
living with HIV infection
A. Makanjuola1,2,3, K. Wu4, K. Tassiopoulos4, B. Berzins3, A. Ogunniyi1,2, 
K. Robertson5, B. Taiwo3, F. Chow6 
1University of Ibadan, Ibadan, Nigeria, 2University College Hospital, Ibadan, Nigeria, 
3Northwestern University, Chicago, United States, 4Harvard School of Public Health, 
Boston, United States, 5University of North Carolina at Chapel Hill, Chapel Hill, 
United States, 6University of California San Francisco, San Francisco, United States 
Presenting author email: felicia.chow@ucsf.edu

Background: Despite effective combination antiretroviral therapy (ART), neuro-
cognitive impairment (NCI) remains prevalent in persons living with HIV (PLWH). 
The contribution of cardiovascular comorbidities to NCI may increase as PLWH 
age. We investigated the association of cardiovascular risk factors with prevalent 
NCI in a prospective cohort of older PLWH at entry into the AIDS Clinical Trials 
Group A5322 study.
Methods: Participants who underwent a brief neurocognitive screen (Trailmaking 
Tests A and B, HVLT-R, Digit Symbol) at entry into A5322 were eligible. Primary 
outcomes were overall cognitive performance summarized by mean z-scores of the 
4 tests (NPZ-4) and presence of NCI, defined as  >1 SD below the mean on 2 or 
more tests or >2 SD below the mean on 1 test. We used linear and logistic regression 
models to determine the association between cardiovascular risk and the primary 
outcomes.
Results: Of 988 participants (30% black, 21% Hispanic/Latino, 20% women), mean 
age was 52 years and education 14 years. Median ART duration was 8 years, mean 
CD4 count 661 cells/mm3, and 90% of participants had viral load < 40 copies/mL. 
Current smoking (26%), statin (27%) and anti-hypertensive (36%) use were com-
mon, while stroke (2%), myocardial infarction (3%) and injection drug use (< 1%) 
were uncommon. Mean LDL and HDL cholesterol were 109 and 49 mg/dL, respec-
tively, and systolic blood pressure was 126 mmHg. 180 participants (18%) had NCI. 
In demographics and education-adjusted models, higher HDL was associated with 
better NPZ-4 (+0.04, p=0.040) and lower odds (OR 0.88, p=0.043) of NCI per 
10 mg/dL higher HDL, as was statin use (+0.15 NPZ-4, p=0.037). An association 
between smoking and worse NPZ-4 (-0.15, p=0.053) became non-significant after 
controlling for anti-depressant use and hepatitis C. In a multivariable model includ-
ing factors significant at p< 0.10 in demographics and education-adjusted analyses, 
older age, female sex, Hispanic/Latino ethnicity, high school education or less, and 
anti-depressant use were associated with worse NPZ-4. Longer ART duration and 
higher HDL were associated with better NPZ-4.
Conclusions: Among older PLWH with well-controlled cardiovascular risk factors, 
higher HDL was associated with better cognition. Investigation into the impact of 
modifying HDL cholesterol on cognition in PLWH is merited. 

MOPDB0104
The combination of Tai Chi, cognitive behavioral therapy and 
motivational text messaging improves physical function, reduces 
substance use and improves pain in older HIV-infected adults
J.E. Lake1,2, M.C. Reid3, S.G. Edwards4, A. Kuerbis5, J. Candelario6, D. Liao7, 
L. Tang7, A.A. Moore8, for the STOP PAIN Study 
1University of Texas Health Science Center Houston, Medicine/Infectious Diseases, 
Houston, United States, 2University of California, Los Angeles, Medicine/Infectious 
Diseases, Los Angeles, United States, 3Cornell University, New York, United States, 
4University of California, Los Angeles, Psychiatry and Biobehavioral Sciences, Los 
Angeles, United States, 5Hunter College, New York, United States, 6APAIT, Special 
Service for Groups, Los Angeles, United States, 7University of California, Los Angeles, 
Los Angeles, United States, 8University of California, San Diego, San Diego, United 
States 
Presenting author email: jordan.e.lake@uth.tmc.edu

Background: Chronic pain is common among older HIV-infected (HIV+) adults and 
contributes to substance use, reduced physical function and disability. We designed 
a pilot randomized controlled trial of cognitive behavioral therapy (CBT) + tai chi + 
motivational texting vs standard of care to reduce pain, disability and substance use 
in older HIV+ adults.
Methods: Evidence-based chronic pain and substance abuse CBT protocols were 
adapted and combined with group tai chi and motivational text messaging (EXP). 
HIV+ adults ≥50 years of age with chronic pain and substance use (n=55) were 
randomized to EXP (n=18), support group control (cINT, n=19) or no intervention 
(noINT, n=18) for 8 weeks plus a 4-week post-study follow-up. All participants also 
completed daily diary assessments. Effects were compared within and between 
groups. Linear regression models assessed factors, including treatment assignment, 
associated with physical function, pain, substance use and quality of life.
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Results: Participants had mean age 55, 17 years HIV+, 11 years chronic pain; 84% 
were non-white, 76% male and 9% transgender women. Approximately 1/3 each 
reported alcohol, marijuana and stimulants as their preferred substance. At base-
line, all participants had physical and mental health (SF-12) scores below population 
means, and 87% had reduced physical function (short physical performance bat-
tery [SPPB] ≤10). After 8 weeks, only EXP participants had significantly improved 
SPPB scores (+31%, within-group p<0.001, between-group p=0.04) and physical 
function (60% less reduced physical function) that persisted at the post-study fol-
low-up visit and after controlling for age, education, HIV and baseline pain severity. 
After 12 weeks, both EXP (-55%, p=0.04) and cINT (-120%, p=0.03) participants 
demonstrated reduced 30-day preferred substance use. However, only EXP par-
ticipants experienced reduced overall substance use (-51%, p=0.02) and improved 
percent pain relief (-76%, p=0.03).
Conclusions: An 8-week combined CBT, tai chi and motivational text messaging 
intervention significantly improved physical function in older HIV+ adults with 
chronic pain and substance use. After 12 weeks, substance use decreased and 
achievable pain relief also improved, possibly reflecting delayed onset of improve-
ment in these outcomes. Further study will determine whether CBT + tai chi + mo-
tivational texting can provide sustained improvements in this vulnerable population. 

MOPDB0105
Capacity to screen and manage mental health disorders at HIV 
treatment sites in low- and middle-income countries
A. Parcesepe1, C. Mugglin2, M. Egger2, F. Nalugoda3, C. Bernard4, E. Yunihastuti5, 
S. Duda6, C. William Wester7, D. Nash8, IeDEA Network Collaboration 
1Columbia University, HIV Center for Clinical and Behavioral Studies, New York, 
United States, 2University of Bern, Institute of Social and Preventive Medicine, Bern, 
Switzerland, 3Rakai Health Sciences Program, Kalisizo, Uganda, 4Bordeaux School 
of Public Health, Bordeaux, France, 5Universitas Indonesia/Cipto Mangunkusumo 
Hospital, Faculty of Medicine, Jakarta, Indonesia, 6Vanderbilt University, Nashville, 
United States, 7Vanderbilt Univerity School of Medicine, Nashville, United States, 
8City University of New York, Institute for Implementation Science in Population 
Health, New York, United States 
Presenting author email: ap3471@cumc.columbia.edu

Background: Mental disorders are prevalent among people living with HIV (PLWH) 
and are associated with inferior HIV treatment outcomes, including poor adherence 
to antiretroviral therapy and lack of viral suppression. Integrating interventions to 
treat mental disorders into HIV care is a key strategy to improve HIV treatment 
outcomes in low- and middle-income countries (LMIC), but data on HIV treatment 
sites’ capacities to screen and manage mental disorders is limited.
Methods: We report preliminary findings from an ongoing survey among a strati-
fied random sample of 142 HIV treatment sites in 36 LMIC that participate in the 
International epidemiologic Databases to Evaluate AIDS (IeDEA). This analysis 
focuses on depression, posttraumatic stress disorder (PTSD), and substance use 
disorders (SUD) screening and management in the 53 adult HIV treatment sites 
that have completed the survey so far.
Results: Most sites (n=40, 75%) were in urban areas. Although 34 sites (64%) re-
ported screening for depression, only 14 (26%) sites had guidelines for screening. 
Screening for depression and PTSD was more common in low-income countries 
than middle-income countries. This trend was reversed for SUD screening (Table). 
Depression, PTSD, and SUD were managed on site (defined as having services pro-
vided at the HIV clinic or the same health facility) in 62%, 43%, and 36% of sites, 
respectively. Selective serotonin reuptake inhibitors (SSRIs) were available in all 
sites from upper-middle income countries, but only in 22% and 35% of low-income 
and lower-middle income countries, respectively.

 
Low Income 
Countries 
N=18 n(%)

Lower middle 
income 

countries 
N=23 n(%)

Upper middle 
income 

countries 
N=12 n(%)

Total 
N=53 
n(%)

Depression screening 13(72) 14(61) 7(58) 34(64)
Guideline available for depression 
screening 8(44) 3(13) 3(25) 14(26)

Depression management on site 10(56) 12(52) 11(92) 33(62)
PTSD screening 8(44) 2(9) 2(17) 12(23)
Guideline available for PTSD 
screening 7(39) 2(9) 1(8) 10(19)

PTSD management on site 8(44) 5(22) 10(83) 23(43)
Substance use disorders screening 8(44) 18(78) 8(67) 34(64)
Guideline available for substance 
use disorders screening 6(33) 4(17) 4(33) 14(26)

Substance use disorders 
management on site 6(33) 5(22) 8(67) 19(36)

[Screening and management of mental disorders]

Conclusions: Interim findings suggest that most of the HIV treatment facilities 
surveyed have integrated some mental health services and that screening for de-
pression is commonly reported in low-income countries. However, on site manage-
ment of depression is less common in these settings. Additional research is needed 
to understand individual, organizational, and contextual factors that may influence 
availability of mental health interventions in LMIC. 

MOPDC01 Anti-virals and Pregnancy

MOPDC0101
Methods of gestational age (GA) assessment influence the 
observed association between ART exposure and preterm 
delivery (PTD): a prospective study in Cape Town, South Africa
T. Malaba1,2, M.-L. Newell3, H. Madlala1,2, A. Perez1,2, C. Gray4, L. Myer1,2, 
for the PIMS Study 
1University of Cape Town, Division of Epidemiology and Biostatistics, Cape Town, 
South Africa, 2University of Cape Town, Centre for Infectious Diseases Epidemiology & 
Research, Cape Town, South Africa, 3University of Southampton, Faculty of Medicine, 
Southampton, United Kingdom, 4University of Cape Town, Division of Immunology, 
Cape Town, South Africa 
Presenting author email: thokomalaba@gmail.com

Background: The association between antenatal ART and PTD in HIV+ women is 
controversial and has not been reliably quantified. Measuring GA is challenging in 
resource-limited settings; different methods could explain heterogeneous findings. 
We examined impact of GA estimation methods on observed PTD deliveries rates, 
by maternal ART.
Methods: Between 4/2015-10/2016 we enrolled women regardless of HIV sta-
tus attending a large primary care antenatal clinic. Midwives estimated GA by last 
menstrual period (LMP) and symphysis-fundal height (SFH); separately, obstetric 
ultrasound was performed by a research sonographer blinded to midwife GA as-
sessment if clinical GA was < 24w. Analyses compared GA estimated by ultrasound, 
SFH and LMP; the association between HIV/ART status and PTD was examined by 
GA assessment method using multivariable logistic regression.
Results: Of 1060 women (median age 28y; 46% HIV+ of whom 48% initiated ART 
pre-conception vs 52% during pregnancy), 82% had LMP-based GA, 71% SFH-
based GA, 58% ultrasound-based GA and 54% (n=576) had GA based on ultra-
sound and at least one other method. At first ANC visit, estimated median (IQR) 
GA was 18w (12-23w) by LMP, 23w (18-28w) by SFH and 17w (13-21w) by ultra-
sound. Overall PTD < 37w was observed in 41% by LMP, 27% by SFH and 12% by 
ultrasound. In 1037 live-singleton births (mean birthweight 3124g; 10% SGA < 10th 
centile), PTD risk was doubled for HIV-infected compared to uninfected women for 
ultrasound-based GA (OR=2.01, 95%CI=1.15-3.51); but for LMP/SFH-based GA 
the association was not significant (Figure). These differences between GA assess-
ment methods persisted after adjustment for age, parity, height and previous PTD; 
PTD risk did not vary by ART initiation timing for any GA method.
Conclusions: Findings for an association between HIV/ART and PTD are substan-
tially influenced by GA assessment method. With growing scientific interest in this 
association, future research efforts should seek to standardize optimal measures 
of gestation.

[Figure]
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MOPDC0102
Pregnancy outcomes and infant survival in the era of universal 
HAART in Africa: the POISE study
S. Dadabhai1, L. Gadama2, R. Chamanga2, R. Kawalazira2, C. Katumbi2, D. Dula2, 
I. Singini2,3, L. Degnan1, M. Kamanga2, B. Lau4, T.E. Taha4 
1Johns Hopkins Bloomberg School of Public Health, Epidemiology, Blantyre, Malawi, 
2College of Medicine-Johns Hopkins Research Project, Blantyre, Malawi, 3University of 
Cape Town, Biostatistics, Cape Town, South Africa, 4Johns Hopkins Bloomberg School 
of Public Health, Epidemiology, Baltimore, United States 
Presenting author email: sufia@jhu.edu

Background: In the era of universal HAART, concerns remain that triple-therapy 
may increase adverse pregnancy outcomes. We compared low birth weight (LBW), 
preterm birth (PTB), and survival in infants born to ART-experienced women and 
to uninfected women in Blantyre, Malawi, where first-line ART includes tenofovir, 
lamivudine, and efavirenz.
Methods: We enrolled HIV-infected and uninfected women and their babies at de-
livery into a one-year prospective study at four health-facilities. Eligibility included 
confirmed HIV status, consent, singleton births, CD4>350 cells/mL3, and no stage 
3/4 HIV. We documented sociodemographic data, clinical and reproductive history, 
maternal and infant survival, birth weight and gestational age using Ballard score. 
We applied logistic regression to measure the association between HIV and LBW 
and PTB. Odds ratios and 95% CIs are presented.
Results: We enrolled 459 HIV-uninfected and 335 HIV-infected women on ART 
from January to December 2016; 1.4% were virally suppressed at baseline (< 40 
copies per/ml). Rates of LBW among HIV-infected and uninfected women were 
4.2% and 3.4%, respectively; p=0.69. 11.9% of HIV-infected women and 12.0% of 
uninfected women delivered PTB; p=0.99. In multivariate analyses for LBW and 
PTB (Table 1), there was no association between HIV status and adverse outcomes. 
Among all women, having more than one pregnancy (OR=0.36, 95% CI (0.18, 
0.73)) or more than one birth (OR=0.39, 95% CI (0.19, 0.82)) was protective 
against LBW. PTB was 8.9% among women starting ART before or during first tri-
mester; 15.5% among those starting in second trimester; and 17.9% among women 
starting in third trimester (p=0.06 for trend). Two infants died: one HIV-exposed 
and one HIV-unexposed. No maternal deaths were observed. 

Baseline Characteristics Low Birth Weight Gestational Age

  OR 
(95% CI)

Adjusted OR 
(95% CI)

OR 
(95% CI)

Adjusted OR 
(95% CI)

HIV Status (reference 
= HIV-, n=408)

HIV+ 
(n=310)

1.23 
(0.57, 2.66)

2.08 
(0.88, 4.90)

0.99 
(0.63, 1.57)

1.18 
(0.69, 1.98)

Maternal age Per year 
of age

0.96 
(0.89, 1.03)

0.95 
(0.88, 1.03)

0.98 
(0.95, 1.02)

0.99 
(0.94, 1.03)

Body Mass Index 
at delivery (kg/m2) 
(reference = 18.5-24.9, 
n=426)

<18.5 
(n=15)

1.83 
(0.23, 14.78)

2.12 
(0.25, 17.83)

1.92 
(0.52, 7.05)

2.26 
(0.59, 8.63)

 ≥25 
(n=267)

1.00 
(0.45, 2.25)

0.99 
(0.43, 2.32)

1.05 
(0.65, 1.68)

1.11 
(0.67, 1.82)

Estimated work load 
during pregnant 
(reference = In house 
only, n=569)

In house 
+ outdoor 

(n=43)

0.63 
(0.83, 4.79)

0.71 
(0.09, 5.58)

1.10 
(0.42, 2.91)

1.33 
(0.49, 3.63)

 
Moderate 
to heavy 
(n=92)

0.27 
(0.04, 2.00)

0.24 
(0.03, 1.84)

0.62 
(0.28, 1.40)

0.54 
(0.22, 1.29)

Electricity at home 
(reference = Yes, 
n=337)

No 
(n=382)

1.29 
(0.59, 2.82)

1.33 
(0.59, 2.99)

1.13 
(0.72, 1.78)

1.30 
(0.80, 2.12)

Hemoglobin (reference 
= ≥10 mmHg, n=522)

<10 mmHG 
(n=151)

2.28 
(0.68, 7.71)

2.81 
(0.81, 9.75)

1.20 
(0.67, 2.14)

1.33 
(0.72, 2.46)

[Table 1: Adverse Pregnancy Outcomes by HIV Status]

Conclusions: It is reassuring to observe that adverse outcomes were not different 
between healthy HIV-infected women and HIV-uninfected women. It appears that 
near-universal ART can eliminate mother-to-child transmission of HIV without sig-
nificant negative impact on other pregnancy outcomes. 

MOPDC0103
ARV drug concentrations in breastmilk, viral load, and HIV 
transmission to the infant
N. Davis1, A. Corbett2, J. Kaullen2, J. Nelson2, C. Chasela3, D. Sichali4, 
M. Hudgens2, W. Miller5, D. Jamieson1, A. Kourtis1, BAN study team 
1Centers for Disease Control and Prevention, Division of Reproductive Health, Atlanta, 
United States, 2University of North Carolina at Chapel Hill, Chapel Hill, United States, 
3University of Witwatersrand, Johannesburg, South Africa, 4UNC Project Malawi, 
Lilongwe, Malawi, 5Ohio State University, Columbus, United States 
Presenting author email: dwg4@cdc.gov

Background: Concentration of antiretroviral (ARV) drug found in plasma, as well 
as the amount of drug excreted into breastmilk, may affect the rate at which ARVs 
suppress viral replication, and/or the duration of viral suppression, affecting HIV 
viral load and potentially HIV transmission from mother to infant.
Methods: A case cohort study was conducted using data from the Breastfeeding, 
Antiretrovirals and Nutrition study to 1) examine correlation between plasma and 
breastmilk ARV drug concentration, 2) estimate associations between ARV drug 
concentration and HIV viral load, and 3) compare time to breastmilk HIV trans-
mission by plasma drug concentration status. We included mothers randomized to 
28 weeks of postpartum maternal ARVs or infant nevirapine who had ≥1 plasma 
or breastmilk (maternal ARV arm only) specimen available 2-24 weeks postpar-
tum. Among these, we included all mothers who transmitted HIV to their infants 
between 2-28 weeks and 15% of mothers who did not (n=27 and 227, respec-
tively). Plasma and breastmilk drug concentrations for nevirapine, nelfinavir, and 
lopinavir were dichotomized using the median effective concentration (EC50) as 
a cutoff (>EC50 vs ≤EC50). Plasma and breastmilk viral load were dichotomized 
as detectable (plasma: >40 copies/ml, breastmilk: >56 copies/ml) or undetectable. 
Spearman correlation coefficients were used to assess correlation between plasma 
and breastmilk ARV concentration. Associations between drug concentration and 
viral load cutoffs were assessed using mixed effects models. Cox models were used 
to estimate the association between plasma drug concentration and breastmilk HIV 
transmission between 2-28 weeks.
Results: All ARV compounds exhibited substantial correlations between maternal 
plasma and breastmilk concentrations (rho: 0.85-0.98, p-value < 0.0001). Having 
plasma drug concentration above the EC50 was associated with lower odds of hav-
ing detectable HIV RNA (plasma OR 0.69, 95%CI 0.49-0.98; breastmilk OR 
0.23, 95% CI 0.15-0.37) and a reduced rate of breastmilk HIV transmission (HR 
0.42, 95% CI 0.18-0.98). Having breastmilk drug concentration above the EC50 
was also associated with lower odds of having detectable HIV RNA (plasma OR 
0.65, 95%CI 0.47-0.89; breastmilk OR 0.44, 95% CI 0.31-0.62).
Conclusions: Ensuring adequate drug concentration in both plasma and breastmilk 
is important for reaching and maintaining viral suppression, and preventing breast-
milk HIV transmission. 

MOPDC0104
Stillbirth in HIV-infected women delivering in UK/Ireland 
between 2007 and 2015
G. Favarato, H. Bailey, H. Peters, K. Francis, A. Horn, R. Sconza, P. Tookey, 
C. Thorne, National Study of HIV in Pregnancy and Childhood (NSHPC) 
UCL Great Ormond Street Institute of Child Health, Faculty of Population Health 
Sciences, London, United Kingdom 
Presenting author email: graziella.favarato@ucl.ac.uk

Background: Stillbirth (SB) has multifactorial and incompletely understood causes. 
We aimed to assess the SB rate and associated risk factors in HIV-infected women 
delivering in UK/Ireland between 2007-2015.
Methods: We analysed data from singleton deliveries and defined a SB as a baby de-
livered at ≥24 gestational weeks (GW) showing no signs of life. We performed mul-
tivariable logistic regression of SB risk factors, adjusted for maternal age and coun-
try of origin (grouped, see Table), year, IDU history, parity, first antenatal CD4 
count ≤350cells/µL, antenatal ART regimen, late antenatal care start (≥13GW) and 
newborn gender with random effect for repeated pregnancies in the same mother.
Results: There were 10157 pregnancies (in 7951 mothers) and 87 (0.9%) SB; MTCT 
was reported in 41 (0.4%) cases. Compared to live births (LB) SB were more likely 
to be male (58.7% vs 50.6%), delivered pre-term (median 33.5GW vs 39GW) and 
be SGA (55.2% vs 20.4%); 7/87 (8.1%) SB had congenital abnormalities versus 
295/10070 (2.9%) LB. Compared to mothers delivering a LB, those delivering a SB 
were more likely to be primiparous (46.5% vs 32.7%), older (56.3% vs 47.2% of age 
≥33yrs), from Eastern Africa (47.1% vs 41.4%), more likely to book antenatal care 
at ≥13GW (93.1% vs 86.8%), have first antenatal CD4 count ≤350cells/µL (50.8% 
vs 34.5%) and more likely to receive no antenatal ART (5.8% vs 1.6%). Multivariate 
analysis suggested that significant risk factors associated with SB were antenatal 
CD4 count ≤350cells/µL and delivering a male newborn; women whose country of 
origin was not Europe or Africa were also at higher risk (Table).
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Maternal age (per 1year increase) 1.04 (0.98, 1.10)
Area of origin: Europe 1.00
Eastern Africa 1.63 (0.55, 4.80)
Western Africa 1.35 (0.40, 4.57)
Middle/South Africa 2.24 (0.68, 7.39)
Other 4.33 (1.31, 14.26)
CD4 cells/µL: ≤350 1.00
>350 1.96 (1.09, 3.53)
Newborn : Female 1.00
Male 1.95 (1.06, 3.58)

[Adjusted OR (95%CI) for stillbirth]

Conclusions: SB rate in HIV-infected women in UK/Ireland was 0.9% in 2007-
2015, around twice that in the general population (< 0.5%). Further research is 
needed to understand circumstances around SB in this population in order to iden-
tify possible interventions. 

MOPDC0105
Usefulness of HBV rapid tests to identify pregnant women at 
high-risk of HBV mother to child transmission: the pilot ANRS 
12328 study in Cambodia
O. Segeral1, D. N’Diaye2, S. Prak3, W. Khamduang4, J. Nouhin3, M. Ek5, K. Chim5, 
S. Hout6, A.-M. Roque-Afonso7, P. Piola2, N. Ngo-Giang-Huong4, F. Rouet3 
1ANRS /University of Health Sciences, Phnom Penh, Cambodia, 2Public Health and 
Epidemiology Unit, Pasteur Institute in Cambodia, Phnom Penh, Cambodia, 3HIV/
Hepatitis Unit, Pasteur Institute in Cambodia, Phnom Penh, Cambodia, 4Faculty of 
Associated Medical Sciences; Institut de Recherche pour le Développement (IRD) 
UMI 174/ PHPT, Chaing Mai, Thailand, 5Maternity, Calmette Hospital, Phnom Penh, 
Cambodia, 6Clinical Biology Laboratory, Calmette Hospital, Phnom Penh, Cambodia, 
7Virologie Hôpitaux Universitaires Paris Sud, Villejuif - INSERM U785 - Centre 
National de Référence des hépatites A & E, Villejuif, France 
Presenting author email: oliseg@hotmail.com

Background: Mother-to-child transmission (MTCT) of HBV is mainly associated 
with high maternal HBV DNA viral load (VL) levels. International guidelines rec-
ommend the use of antiviral drugs (such as tenofovir [TDF]) during pregnancy if 
maternal VL is >200,000 IU/mL. In Southeast Asia (SEA), many pregnant women 
are not screened for hepatitis B surface antigen (HBsAg) and VL testing is not 
accessible for those who are HBsAg-positive. Here, we report among pregnant 
women from Cambodia, the performance of a serial algorithm using two HBV rapid 
diagnostic tests (RDTs), in which samples reactive for HBsAg were further tested 
for hepatitis B e antigen (HBeAg), as a surrogate marker for HBV replication.
Methods: In 2015, we prospectively collected plasma samples of 250 pregnant 
women from the Calmette Hospital (Phnom Penh), including women with a known 
positive HBsAg status. All specimens were initially tested with the SD BIOLINE 
HBsAg RDT (Standard Diagnostics), and results were compared to the Murex 
HBsAg ELISA v3.0 (Diasorin) (gold standard). HBeAg status was then blindly as-
sessed among all ELISA HBsAg-positive samples using the SD BIOLINE HBeAg 
RDT, and results were compared to HBV DNA levels (PUMA HBV kit, Omunis) 
(gold standard). Analysis was done according to thresholds of 200,000 and 
2,000,000 IU/mL.
Results: Overall, 128 pregnant women tested positive for HBsAg with ELISA 
(51.2%). The sensitivity and specificity of the HBsAg RDT, compared to ELISA, 
were 99.2% (95% confidence intervals, 95.7-99.9) and 100% (97.0-100), respec-
tively. Among the 128 ELISA HBsAg-positive samples, 29 (23%) tested positive 
with the HBeAg RDT, 34 (26%) showed HBV viremia >200,000 IU/mL and 29 
(23%) >2,000,000 IU/mL. The sensitivity and specificity of the HBeAg RDT in 
detecting HBV replication were 76.5% (60.0-87.6) and 96.8% (91.0-98.9) for 
VL > 200,000 IU/mL and 89.7% (73.6-96.4) and 97.0% (93.6-100.0) for VL 
>2,000,000 IU/mL.
Conclusions: Our results strongly suggest that a combination of HBsAg and 
HBeAg RDTs in a serial algorithm is an efficient strategy to identify highly viremic 
HBV-infected pregnant women in need of TDF to prevent HBV MTCT. RDTs-
based strategies can significantly improve HBV screening coverage among preg-
nant women, notably in SEA where HBV is highly prevalent. 

MOPDD01 Getting on with #Adolescents

MOPDD0101
HIV treatment and care services for adolescents: a situational 
analysis of 218 facilities in 23 sub-Saharan African countries
D. Mark1,2, A. Armstrong3, C. Andrade1, M. Penazzato4, L. Hatane1, L. Taing1, 
T. Runciman1, N. Sugandhi5, J. Ferguson6 
1PATA, Cape Town, South Africa, 2University of Cape Town, Psychology, Cape Town, 
South Africa, 3Consultant, London, United Kingdom, 4World Health Organisation, HIV 
Department, Geneva, Switzerland, 5ICAP at Colombia University, New York, United 
States, 6Africa Centre for Population Health, Health Adolescents & Young Adults 
Research Unit, Mtubatuba, South Africa 
Presenting author email: luann@teampata.org

Background: In 2013, 2.1 million adolescents (age 10-19 years) were living with 
HIV globally. The extent to which health facilities provide appropriate treatment 
and care was unknown. To support understanding of service availability in 2014, 
Paediatric-Adolescent Treatment Africa (PATA), an NGO supporting a network 
of health facilities across sub-Saharan Africa, undertook a facility-level situational 
analysis of adolescent HIV treatment and care services in 23 countries.
Methods: Two hundred and eighteen facilities , responsible for an estimated 80,072 
HIV-infected adolescents in care, were surveyed. Sixty percent of the sample were 
from PATA’s network, with the remaining gathered via local NGO partners and 
snowball sampling. Data were analyzed using descriptive statistics and coding to 
describe central tendencies and identify themes.
Results: Respondents represented three sub-regions: West and Central Africa 
(n=59; 27%), East Africa (n=77, 35%) and Southern Africa (n=82, 38%). Half 
(50%) of the facilities were in urban areas, 17% peri-urban and 33% rural settings. 
Insufficient data disaggregation and outcomes monitoring were critical issues. A 
quarter of facilities did not have a working definition of adolescence. Facilities re-
ported non-adherence as their key challenge in adolescent service provision, but 
had insufficient protocols for determining and managing poor adherence and loss to 
follow-up. Adherence counselling focused on implications of non-adherence rather 
than its drivers. Facilities recommended peer support as an effective adherence 
and retention intervention, yet not all offered these services. Almost two-thirds 
reported attending to adolescents with adults and/or children, and half had no 
transitioning protocols. Of those with transitioning protocols, 21% moved pregnant 
adolescents into adult services earlier than their peers. There was limited sexual and 
reproductive health integration, with 63% of facilities offering these services within 
their HIV programmes and 46% catering to the special needs of HIV-infected 
pregnant adolescents.
Conclusions: Results indicate that providers are challenged by adolescent adher-
ence, and reflect an insufficiently targeted approach for adolescents. Guidance 
on standard definitions for adherence, retention and counselling approaches are 
needed. Peer support may create an enabling environment and sensitize personnel. 
Service delivery gaps should be addressed, with standardized transition and qual-
ity counselling. Integrated, comprehensive sexual reproductive health services are 
needed, with support for pregnant adolescents. 

MOPDD0102
Factors associated with viral suppression among adolescents 
living with HIV in Cambodia
S. Yi1,2, C. Ngin1, S. Tuot1, P. Chhoun1, K. Pal1, S. Sau3, K. Chhim1, S.C. Choub1, 
G. Mburu4, P. Ly3 
1KHANA Center for Population Health Research, Phnom Penh, Cambodia, 2Touro 
University California, Center for Global Health Research, Vallejo, United States, 
3National center for HIV/AIDS, Dermatology and STD, Phnom Penh, Cambodia, 
4Lancaster University, Division of Health Research, Phnom Penh, United Kingdom 
Presenting author email: ckolab@khana.org.kh

Background: Adolescents living with HIV on antiretroviral therapy (ART) have 
poorer rates of treatment adherence and viral suppression as well as higher mor-
tality rates compared to their adult counterparts. This study investigated factors 
associated with viral suppression among adolescents living with HIV in Cambodia.
Methods: A cross-sectional study was conducted in August 2016, among adoles-
cents living with HIV aged 15-17 years randomly selected from 11 ART clinics in the 
capital city and 10 provinces, utilizing a structured questionnaire. The most recent 
viral load test result was retrieved from medical records obtained from the ART clin-
ics. Adolescents were categorized as having viral suppression if the viral load count 
was < 1,000 copies/ml. Multivariate logistic regression analysis was performed.
Results: This study included 328 adolescents with a mean age of 15.9 years (SD= 
0.8); of whom, 48.5% were female. Mean duration on ART was 97 months (SD= 
40.2). Proportion of adolescents with viral load suppression was 76.8%. In bivariate 
analyses, viral suppression was significantly associated with older age, duration on 
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ART, higher CD4 count, better family socio-economic status, living with parents, 
parental education, having parents as main caregivers, no experience of negative at-
titude from healthcare providers, being aware that they were receiving ART, know-
ing that HIV is transmitted through unprotected sex with people living with HIV, 
understanding that there is no cure for AIDS, receiving treatment from a pediatric 
clinic and type of ART (first or second line). After adjustment, viral suppression 
remained significantly associated with longer duration on ART, higher CD4 count, 
receiving treatment from a pediatric clinic, being aware that they were receiving 
ART and better HIV-related knowledge including knowing that HIV is transmitted 
through unprotected sex with people living with HIV and understanding that there 
is no cure for AIDS.
Conclusions: Viral load suppression rates among adolescents living with HIV in 
this study were considerably high, but fall short of the global target of 90% viral 
suppression among people living with HIV on ART. Our findings indicate the need 
to strengthen treatment literacy and understanding of HIV among adolescents as 
they prepare for transition from pediatric to adult HIV care. 

MOPDD0103
Evaluating the implementation and impact of the adolescent 
package of care at health facilities in former Nyanza province, 
Kenya
M. Mburu1, P. Ongwen1, M. Guze2, N. Okoko1, S.B. Shade3, C. Blat2, J. Kadima1, 
J.P. Otieno1, N. Tuma1, W. Muriu4, E.A. Bukusi1, C.R. Cohen1, H.T. Wolf5 
1Centre for Microbiology Research (CMR), Kenya Medical Research Institute 
(KEMRI), Nairobi, Kenya, 2University of California San Francisco, Obstetrics, 
Gynecology & Reproductive Sciences, San Francisco, United States, 3University of 
California, Prevention Sciences, Department of Medicine, San Francisco, United 
States, 4University of Nairobi, School of Mathematics, Nairobi, Kenya, 5Georgetown 
University, Pediatrics, Washington, United States 
Presenting author email: megmburu@gmail.com

Background: Youth represent 40% of new HIV infections worldwide including in 
sub-Saharan Africa. Young people respond better to HIV and sexual health services 
tailored for their developmental stage. In 2015, Kenya’s National AIDS and STD 
Control Program (NASCOP) introduced an adolescent package of care (APOC) 
to provide standardized adolescent services to HIV infected adolescents. We con-
ducted this evaluation to assess the impact of APOC on: visit adherence, family 
planning (FP) uptake, and viral load (VL) suppression.
Methods: Beginning in November 2015, staff at Family AIDS Care & Education 
Services (FACES)-supported sites were trained in APOC, which included utiliz-
ing adolescent checklists and adolescent tailored services i.e. support groups, home 
re-fills, adolescent clinic days. At 16 sites utilizing electronic medical records, data 
for adolescents (9-19 years) was extracted on demographic characteristics, clinic 
appointments, FP, and VL from November 2015-December 2016. At these same 
sites, chart audits were conducted on a random sample of encounters per site every 
quarter to assess APOC checklist utilization (0-10) as a proxy for APOC imple-
mentation. Generalized estimating equations for logistic regression, accounting for 
repeated measures, were used to assess effect of checklist utilization on outcomes 
from November 2015-Decemeber 2016.
Results: We assessed visit adherence and FP uptake in 19,301 encounters for 2,739 
HIV-infected adolescents and 1,372 VL tests for 1,305 adolescents. Median age 
was 13 years (IQR 11, 17). Females comprised 60% (n=1,646) and 61% (n=794) 
of the clinical encounters and VL tests, respectively. FP uptake (aOR=1.50; 95% 
CI: 1.19-1.89) and VL suppression (aOR=1.54; 95% CI: 1.09-2.20) increased over 
time, as did APOC checklist utilization (aOR=2.18; 95% CI: 1.54-3.08). Increased 
APOC checklist utilization was not associated with change in visit adherence and 
was inversely associated with FP uptake (aOR= 0.93; 95% CI: 0.89-0.98) and VL 
suppression (aOR=0.87; 95% CI: 0.89-0.95) over time.
Conclusions: We observed increased FP uptake and VL suppression during scale-up 
of the APOC. However, increased utilization of the APOC checklist was not asso-
ciated with these improved outcomes. The checklist is only one element of APOC. 
Further investigation of additional elements are needed to assess full implementa-
tion and impact of APOC on adolescent outcomes. 

MOPDD0104
Economic context and HIV vulnerability in adolescents and 
young adults living in urban slums in Kenya: a qualitative 
analysis-based on scarcity theory
L. Jennings1, M. Muthai2, S. Linnemayr3, A. Trujillo1, M. Mak’anyengo4, 
B. Montgomery5, D. Kerrigan6 
1Johns Hopkins Bloomberg School of Public Health, Department of International 
Health, Baltimore, United States, 2University of Nairobi, College of Health Sciences, 
Department of Psychiatry, Nairobi, Kenya, 3RAND Corporation, Santa Monica, 
United States, 4National Health and Development Organization (NAHEDO), 
Kenyatta National Hospital, Nairobi, Kenya, 5Univertiy of Arkansas for Medical 
Sciences, Fay W. Boozman College of Public Health, Health Behavior and Health 
Education, Little Rock, United States, 6Johns Hopkins Bloomberg School of Public 
Health, Department of Health, Behavior, and Society, Baltimore, United States 
Presenting author email: ljennin6@jhu.edu

Background: Urban slum adolescents and young adults have disproportionately 
high rates of HIV compared to rural and non-slum urban youth. Yet, few studies 
have examined youth’s perceptions of the economic drivers of HIV. This study ap-
plied principles from traditional and behavioral economics, in particular the theory 
of scarcity as defined by Mullainathan & Shafir (2013), in understanding the duality 
that impoverished youth face in making sexual decisions both in response to direct 
money shortages and under the cognitive load of financial distress.
Methods: Twenty focus group discussions were conducted with 120 adolescents, 
aged 15 - 17, and young adults, aged 18 - 22, living in one of two urban slums in 
Nairobi, Kenya. Using a semi-structured discussion guide, we asked youth to de-
scribe how their economic scarcity, in the form of financial, material, and physical 
deprivation, contributed to sexual risk behaviors and influenced their capacity to 
prevent HIV acquisition. All discussions were conducted in Kiswahili and translated 
and transcribed into English. Data were then coded and analyzed using interpretive 
phenomenology.
Results: Results indicated that slum youth made many sexual decisions considered 
rational from a traditional economics perspective, such as acquiring more sex when 
resources were available, maximizing wealth through sex, being price-sensitive to 
costs of condoms or testing services, and taking more risks when protected from 
adverse sexual consequences. Youth’s engagement in sexual risk behaviors was also 
motivated by scarcity phenomena explained by behavioral economics, such as com-
pensating for sex lost during scarce periods (i.e., risk-seeking), valuing economic 
gains over HIV risks (i.e., tunneling, bandwidth tax), and transacting sex as an in-
vestment strategy (i.e., internal referencing). When scarcity was alleviated, young 
women additionally described reducing the number of sex partners to account for 
non-economic preferences (i.e., slack). These findings further revealed two impli-
cations for prevention interventions relating to gender-specific economic interests 
and reduced perceived costs of HIV infection.
Conclusions: Scarcity theory draws attention to the role of financial insecurity in 
altering how individuals and couples approach sexual decision-making. Combination 
prevention interventions, including biomedical technologies relying on adherence, 
should not ignore traditional and behavioral economic drivers of sexual decisions in 
urban poor settings. 

MOPDD0105
The effectiveness and cost-effectiveness of community-based 
support for adolescents receiving antiretroviral treatment in 
South Africa
G. Fatti1, N. Shaikh1, O. Oyebanji1, F. Chirowa2, D. Jackson3,4, A. Goga5,6, 
T. Magubu7, J.B. Nachega8,9,10, B. Eley11, A. Grimwood1 
1Kheth’Impilo, Cape Town, South Africa, 2Kheth’Impilo, Harare, Zimbabwe, 3UNICEF, 
New York, United States, 4University of the Western Cape, School of Public Health, 
Cape Town, South Africa, 5South African Medical Research Council, Health Systems 
Research Unit, Pretoria, South Africa, 6University of Pretoria, Department of 
Paediatrics, Pretoria, South Africa, 7University of Zimbabwe, Harare, Zimbabwe, 
8Johns Hopkins University Bloomberg School of Public Health, Departments of 
Epidemiology and International Health, Baltimore, United States, 9University of 
Pittsburgh Graduate School of Public Health, Departments of Epidemiology, Infectious 
Diseases and Microbiology, Pittsburgh, United States, 10Stellenbosch University, 
Department of Medicine and Centre for Infectious Diseases, Cape Town, South Africa, 
11University of Cape Town, Department of Paediatrics and Child Health, Cape Town, 
South Africa 
Presenting author email: ashraf.grimwood@khethimpilo.org

Background: Adolescents receiving antiretroviral treatment (ART) in sub-Saharan 
Africa are at particular risk of suboptimal adherence, inadequate viral suppression 
and high loss to follow-up (LTFU). Sub-Saharan Africa also has critical shortages 
of professional healthcare workers. Community-based support (CBS) programs 
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are task-shifting interventions to address these shortages. Effectiveness and cost-
effectiveness data of interventions improving ART outcomes amongst adolescents 
are very limited. We measured the effectiveness and cost-effectiveness of a large 
CBS program in South Africa, the country having the highest HIV burden globally.
Methods: A cohort study including ART-naïve adolescents and youth (ages 10-24 
years) who initiated ART at 47 facilities. CBS workers conducted regular home vis-
its providing ART-related and adherence education, psychosocial support, symp-
tom screening for opportunistic infections and traced patients defaulting clinic 
appointments. Outcomes were compared between adolescents who received CBS 
plus standard clinic-based care vs. adolescents who received standard care only. 
Cumulative incidences of LTFU, mortality, CD4 count increases, viral suppres-
sion, and pharmacy refill data using the medication possession ratio (MPR) were 
analysed using multivariable competing-risks regression, generalized estimating 
equations and multilevel mixed-effects models over five years of treatment. Costs 
of CBS were compiled and incremental cost-effectiveness ratios (annual cost per 
additional patient retained in care for patients receiving CBS vs. not receiving CBS) 
were calculated.
Results: Of 6706 patients included, 2100 (31.3%) received CBS. 5523 (82.4%) 
were female and 1810 (27.0%) were aged 10-19 years. LTFU was 36% lower amongst 
adolescents who received CBS; being 29.9% vs. 39.0% amongst adolescents with 
and without CBS after 5 years, respectively; adjusted subhazard ratio (asHR)=0.64 
(95% CI: 0.55-0.76); P<0.0001). Mortality was 32% lower amongst adolescents 
with CBS, asHR=0.68 (95% CI: 0.53-0.88; P=0.004). Virological suppression 
(adjusted risk ratio=1.04 [95% CI: 0.94-1.16]), annual CD4 count increases (coef-
ficient=11.7 [95% CI: -13.0 to 36.6; P=0.35]) and mean MPR (81.9% vs. 82.7%; 
P=0.16) were not significantly different. The average cost of CBS was US$49.54/
patient/year. The cost per additional patient retained due to CBS was US$828 and 
US$594 after one and two years, respectively.
Conclusions: CBS for adolescents receiving ART is a low-cost intervention associ-
ated with substantially reduced LTFU and mortality, and can be scaled-up in low 
income countries. 

MOPDD0106
HIV risk behavior, risk perception and experiences in  
accessing HIV and sexual reproductive health (SRH)  
services among adolescent key populations in Kenya:  
a situational analysis
A. Ikahu1, R. Kimathi1, M. Kiragu1, S. Njenga1, M. Mireku1, M. Muthare1, 
G. Ombui1, J. Kyongo1, R. Karuga1, E. Gitau2, U. Gilbert2, H. Musyoki3, L. Digolo1, 
W. Mukoma1, L. Otiso1 
1LVCT Health, Nairobi, Kenya, 2UNICEF, Nairobi, Kenya, 3NASCOP, Nairobi, Kenya 
Presenting author email: annrita.ikahu@lvcthealth.org

Background: Men who have sex with men, sex workers, and people who inject drugs 
are considered key populations (KPs) due to their high risk of HIV infection and 
transmission. Adolescent KPs (less than 19 years) are at higher risk of HIV than 
their older counterparts yet programs have not prioritized them. Legal barriers af-
fect their access to SRH and HIV services. A study was conducted to identify risk 
perceptions and experiences that heighten risk of HIV among adolescents aged 10-
19 years who engage in either sex work, same sex relationships or intravenous drug 
use and their uptake of SRH services.
Methods: A qualitative exploratory study was conducted between October 2015 
and April 2016 in Nairobi, Mombasa and Kisumu Counties. Nine (9) focus group 
discussions and 18 in depth interviews were conducted with 37 adolescent girls re-
porting sex work, 36 adolescent boys in same sex relationships, and 35 adolescents 
involved in intravenous drug use. The participants were purposively selected from 
various KP community based organizations. Data were coded thematically and ana-
lyzed using Nvivo 10. Ethical approval was obtained from AMREF ESRC.
Results: 108 adolescent KPs (51 female and 57 male) ranging from 10 to 19 years 
were interviewed. They reported similar experiences that placed them at height-
ened HIV risk; being forced to have “condomless” sex for more money, selling sex 
to sustain themselves and their dependents (22 of the 37 adolescent FSWs had 
children), sexual abuse and physical abuse from clients and police. Self-perceptions 
of HIV risk were mixed; those practicing sex work and had multiple sexual partners 
perceived themselves to be at high risk while those having one partner perceived 
themselves at low risk. All groups preferred accessing SRH services in private unlike 
public facilities due to stigma and discrimination.
Conclusions: The findings demonstrate the challenges faced by the often forgotten 
adolescent KPs highlighting the need for adolescent KP friendly policies, services 
and structural interventions to address poverty, legal barriers to service access, 
violence, stigma and discrimination. HIV prevention interventions should address 
knowledge of and self-perception of HIV risk to prevent HIV acquisition and trans-
mission. 
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MOPEA0001
Evidence of substantial HIV-1 genetic evolution in vivo during 
suppressive therapy
L. Bertoni Giron1, J. Galinskas1, S. Tenore1, M.C. Araripe Sucupira1, 
L.M. Ramos Janini1, S. Pillai2, R. Sobhie Diaz1 
1Federal University of Sao Paulo, Infectious Diseases, São Paulo, Brazil, 2Blood 
Systems Research Institue/ University of California San Francisco, San Francisco, 
United States 
Presenting author email: rsdiaz@catg.com.br

Background: Although antiretroviral therapy (ART) suppresses HIV to undetect-
able levels in plasma, it is unclear if treatment fully suppresses viral replication. We 
aimed to determine if current ART is fully suppressive by investigating HIV genetic 
diversification during therapy as a proxy for ongoing viral replication.
Methods: Peripheral blood cells from 30 HIV-infected individuals were evaluated 
immediately before starting therapy and after four years of continuous ART with 
undetectable viral loads. Ultra-deep sequencing of the gp41 and C2V3 regions of 
HIV gp160 was performed. Low-frequency viral variants were filtered based on 
an error rate of 0.5% derived from misincorporations in the HIV BAL plasmid, 
which was amplified and sequenced with the samples. HIV divergence and diver-
sity at each time point were calculated using average pairwise distance. Genetic 
compartmentalization analyses between time points based on tree topologies and 
pairwise distance were also performed. Correlations between genetic divergence 
and elapsed time between sampling points were evaluated using linear regression, 
implemented using TempEst software (root-to-tip analysis).
Results: There was no correlation between read depth and the number of viral vari-
ants recorded (p=0.74). gp41 sequences after four years of ART demonstrated 
significant increases in viral genetic divergence from the most recent common 
ancestor sequence as compared to baseline sequences from the same individual 
(p=0.0004). Viral divergence values exhibited significant negative correlations 
with the CD4/CD8 ratio (p=0.02). No difference was observed in viral diversity 
between time points. Compartmentalization analyses indicated the presence of 
distinct virus populations emerging at each time point in 20 out of 30 individu-
als based on both tree topologies and pairwise distance analysis tests. Root-to-tip 
analyses yielded R2 values ranging from 0.01 to 0.96 at gp41 and 0.15 to 0.74 at 
C2V3 region, indicating high correlation between genetic divergence and time and 
therefore viral evolution.
Conclusions: Ongoing viral genetic evolution was detected in the majority of in-
dividuals on continuous ART. These results suggest that current ART regimens do 
not completely suppress viral replication. Residual replicating virus may replenish 
the viral reservoir and sustain inflammatory responses, especially in sanctuaries. 
These findings suggest that ART intensification should be considered as part of HIV 
eradication strategies. 

MOPEA0002
CRF19_cpx variant emergence in a cluster in naive patients  
of Southern Spain
I. Viciana1, C.M. González-Domenech2, M. Mayorga3, J. de la Torre4, F. Jarilla5, 
M. Castaño3, M. Márquez1, E. Clavijo1, R. Palacios1,2, J. Santos1,2 
1Hospital Virgen de la Victoria, Málaga, Spain, 2IBIMA, Málaga, Spain, 3Hospital 
Carlos Haya, Málaga, Spain, 4Hospital Costa del Sol, Marbella, Spain, 5Hospital de 
Antequera, Málaga, Spain 
Presenting author email: iadomenech@gmail.com

Background: HIV CRF19_cpx has been described as a highly pathogenic recombi-
nant from Cuba. We describe the emergence of this CRF19_cpx variant in southern 
Spain, clustering in MSM.
Methods: The study was undertaken at the Hospital Virgen de la Victoria (Málaga, 
Spain) a reference center for the analysis of HIV-1 genotypic drug resistance. The 
subtype for each FASTA sequence provided was assigned through REGA v3.0. 
Sequences consigned as a CRF19_cpx variant were confirmed by phylogenetic 
analysis with other 195 reference sequences retrieved from LANL. Protease and 
reverse transcriptase (RT) genes were aligned by ClustalX and the phylogenetic 
reconstruction inferred by maximum likelihood method (RAxML). The reliability 
of the clades was supported on bootstrapping, with 1,000 replications. For anal-
ysis of RT and protease resistance mutations Stanford algorithm v7.1.1 was used. 
Epidemiological, clinical and immunological data were collected.

Results: Genotypic test was performed in 2340 naive patients from four hospi-
tals during 2011-2016, finding the CRF19_cpx variant in 52 (2.2%). These recom-
binants, except one, were clustered together (bootstrap=88%), with phylogenetic 
relation to CRF19_cpx from Israel, Bulgaria and Cuba. Seven well-supported sub-
clusters with different number of patients were also found: A (n=9); B, C, D and 
G (n=2); E (n=10); and F (n=4). Non-nucleoside RT inhibitor G190A resistance 
mutation was found in 26 patients (50.0%), among them, clades C, D, E and F. 
All the patients were MSM, twenty-two of them (42,3%) had a prior negative HIV 
test, with a median time of seroconversion of 15,7 months. All were Spanish, except 
one patient from Argentine and one from France. The median age was 32.5 years, 
baseline CD4 count was 369/µL and VL 5.05 Log (4.4-5.5), being lower in patients 
with G190A mutation (4.6 vs 5.1, p=0.02). Three cases of AIDS (5,7%) and one 
death occurred (acute myocardial infarction). All the patients treated with first-line 
combination ART responded
Conclusions: CRF19_cpx variant has emerged affecting MSM naive patients from 
southern Spain; all cases but one are related to a local cluster. Half of patients 
showed the G190A resistance mutation. Unlike previous studies, the variant from 
Malaga seems less pathogenic, with few cases of AIDS and excellent response to 
ARV. 

MOPEA0003
Impact of HLA-associated HIV adaptation on disease 
progression in Mesoamerica
S. Avila Ríos1, J.M. Carlson2, M. Soto-Nava1, H. Valenzuela-Ponce1, 
C. García-Morales1, C. Mejía-Villatoro3, J.M. Pascale4, G. Porras-Cortés5, 
C. Quant-Durán6, I. Lorenzana7, E.Y. Palou8, M. Manzanero9, R.A. Cedillos10, 
Y. Zaldivar4, D. Tapia-Trejo1, A.T. Sánchez-León1, M.A. Brockman11, Z.L. Brumme11, 
G. Reyes-Terán1, Mesoamerican Project Group 
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Managua, Nicaragua, 6Hospital Roberto Calderón, Managua, Nicaragua, 7Universidad 
Nacional Autónoma de Honduras, Tegucigalpa, Honduras, 8Hospital Escuela 
Universitario, Tegucigalpa, Honduras, 9Ministry of Health, Belmopan, Belize, 10Hospital 
Nacional Rosales, San Salvador, El Salvador, 11Simon Fraser University, Vancouver, 
Canada 
Presenting author email: santiago.avila@cieni.org.mx

Background: Transmission of HIV pre-adapted to HLA class I-restricted CD8+ T 
cell responses can accelerate disease progression. HLA-associated adaptation of 
circulating HIV can vary significantly in populations with different immunoge-
netic backgrounds. We assessed the impact of HLA-associated HIV adaptation in 
Mesoamerica.
Methods: We estimated HLA-associated autologous, heterologous and circulating 
HIV adaptation distributions in gag and pol sequences from 3,208 HLA-typed, an-
tiretroviral treatment-naïve individuals from Mexico, Guatemala, Belize, Honduras, 
El Salvador, Nicaragua and Panama using a published probabilistic framework.
Results: Autologous and heterologous HIV adaptation distributions overlapped 
substantially in Mesoamerica compared to other cohorts, suggesting a relatively 
high degree of pre-adaptation of the circulating virus to HLA alleles in the popula-
tion. CD4 counts were significantly lower in individuals harboring HIV displaying 
high adaptation to the autologous HLA profile (p<0.0001 1st vs. 4th quartile). This 
effect was observed when considering adaptation to HLA-A (p=0.0012) and -B 
(p< 0.0001), but not -C alleles. Moreover, autologous adaptation could partially 
explain HLA-specific effects on plasma viral load (pVL): individuals with protec-
tive HLA alleles with non-adapted viruses showed lower pVL than individuals with 
highly adapted viruses (p=0.0482). Interestingly, HLA-specific circulating adapta-
tion positively correlated with HLA-specific pVL (r=0.3276, p=0.0018) and HLA 
frequency (r=0.2990, p=0.0025), consistent with a general detrimental effect of 
HIV pre-adaptation on viral control in the Mesoamerican epidemic. Notably, risk 
HLA alleles showed significantly higher median circulating adaptation than protec-
tive alleles (p<0.0001). When considering only protective and risk HLA alleles, we 
observed a positive correlation between viral replicative capacity and HLA-specific 
circulating adaptation (r=0.4543, p=0.0442). Additionally, we identified pairs of 
same-locus HLA alleles with high adaptation similarity and observed that individu-
als with more compatible HLA pairs had significantly higher pVL (p=0.0386).
Conclusions: Our observations corroborate the negative impacts of HLA-
associated HIV adaptation on HIV disease progression. We also provide evidence 
that adaptation of circulating viruses to frequent HLA alleles negatively impacts 
viremia control. Moreover, allele-specific circulating adaptation could explain some 
differential HLA effects on HIV disease progression in different populations. These 
observations underscore the importance of considering HIV adaptation in vaccine 
design in a population-specific manner. 
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MOPEA0004
Heterogeneous age and genetic distribution of within-host  
HIV-1 reservoirs revealed by a novel phylogenetic dating 
strategy
B.R. Jones1, N.N. Kinloch2, J. Horacsek1, P. Mwimanzi2, J. Huang3, R. Truong3, 
B. Ganase1, M. Harris1, P.R. Harrigan1,4, R.B. Jones3, M.A. Brockman1,2, J.B. Joy1,4, 
A. Poon5, Z.L. Brumme1,2 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2Simon Fraser University, 
Faculty of Health Sciences, Burnaby, Canada, 3George Washington University, 
Department of Microbiology, Immunology and Tropical Medicine, Washington, United 
States, 4University of British Columbia, Department of Medicine, Vancouver, Canada, 
5University of Western Ontario, Department of Pathology and Laboratory Medicine, 
London, Canada 
Presenting author email: bjones@cfenet.ubc.ca

Background: HIV’s ability to persist within latent cellular reservoirs represents 
a major barrier to cure. Since HIV reservoir establishment begins early following 
transmission, and HIV evolves continually within a host, viral reservoir sequences 
sampled during chronic infection should range in both age and divergence from the 
founder virus. However, methods to infer these parameters from HIV reservoir 
sequences remain limited. We developed a phylogenetically-informed regression 
method to date HIV sequences sampled within-host, and apply it to infer the ages 
of reservoir sequences sampled from the blood of an individual after nearly 10 years 
of suppressive cART.
Methods: The method involves inference of a maximum-likelihood phylogeny from 
longitudinal within-host plasma HIV RNA sequences, followed by optimal rooting 
of the tree using root-to-tip regression. Root-to-tip distances of presumed latent 
reservoir sequences are then mapped to the optimal regression line to estimate 
their establishment (integration) dates. The method was first validated on simu-
lated and published HIV sequences. Then, it was applied to empirical data from a 
single participant comprising 65 Nef sequences isolated by single-template am-
plification from 14 archived pre-cART plasma samples spanning 1996-2006, and 
16 unique putative reservoir sequences isolated in 2016 from PBMC during sup-
pressive cART.
Results: Our phylogenetically-informed regression approach reliably recovered 
sampling dates from simulated longitudinal sequence datasets with and without la-
tent lineages. Validation on published HIV RNA sequences was similarly successful 
and provided more realistic error estimates. Application of the method to „date“ 
published HIV DNA sequences from phylogenies inferred from longitudinal da-
tasets of paired HIV RNA and DNA sequences yielded age estimates consistent 
with latency. Application of the model to the study participant yielded a realistic 
estimated Nef evolutionary rate of 2.0 X 10-5 substitutions/base/day. Reservoir se-
quences were genetically diverse with estimated establishment dates ranging from 
1999-2013, consistent with a heterogeneous reservoir pool.
Conclusions: Dates of establishment of individual HIV reservoirs can be recovered 
from phylogenetic analysis of within-host HIV RNA sequence variation. Our novel 
method illuminates HIV reservoir dynamics and contributes to the ongoing debate 
surrounding the extent of HIV evolution on suppressive cART. 

MOPEA0005
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Background: The extent to which viral genetic context constrains HLA-driven 
immune escape pathways in HIV remains incompletely understood. We combine 
phylogenetically-informed statistical analyses with in vitro functional assessments 
to investigate HLA-driven adaptation in a host population where multiple HIV-1 
subtypes co-circulate (Uganda).
Methods: HLA-associated polymorphisms in HIV-1 Gag, Pol and Nef were identi-
fied in 200 antiretroviral-naive individuals infected with subtype A1 and 135 in-
fected with subtype D. Their strengths of selection were then compared across 

HIV-1 subtypes using a phylogenetically-informed logistic regression approach 
to identify instances of differential selection between subtypes. Multiple testing 
was addressed using q-values. Infectious molecular clones expressing consensus 
and mutant subtype A1 or D gag/protease sequences in an HIV-1 NL4.3 backbone 
were constructed using Gibson Assembly and used to produce VsVg-pseudotyped 
virus stocks. In vitro replication of these viruses was assessed using a 7-day GFP-
reporter-based assay.
Results: A total of 83 Gag, 198 Pol and 105 Nef HLA-associated polymorphisms 
were identified in subtype A and/or D at q< 0.2 (all p< 9x10-4). Of these, 34% 
(Gag), 39% (Pol) and 27% (Nef) exhibited significant differential selection be-
tween subtypes (p< 0.05; q< 0.1). For example, HLA-B*57:03 strongly selected 
Gag-T242N in subtype D (Odds Ratio [OR]=250; p=2x10-10), but not subtype 
A1 (OR=1.8; p=0.8)(inter-subtype comparison p=8x10-6; q=0.001). This raised 
the hypothesis that the subtype A1 consensus proline at adjacent Gag codon 243, 
which differs from the consensus leucine observed in subtype D, is incompatible 
with T242N. Indeed, a subtype A1 virus carrying 242N/P243 exhibited >10-fold 
poorer in vitro replication compared to consensus A1, confirming HIV-1 subtype-
specific constraints on immune escape at this position.
Conclusions: Statistical analyses applied to linked HIV-1/HLA datasets can illumi-
nate HIV-1 codons where mutational immune escape pathways may be constrained 
in certain HIV-1 subtypes. Functional validation of these incompatible mutation 
combinations may help identify subtype-specific mutationally-constrained viral 
regions for vaccine design. 
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reconstitution inflammatory syndrome affects the HIV-1 
reservoir
C. Lange1, M. Manion2, G. Roby2, R. Gorelick3, V. Sheikh2, J. Adelsberger4, 
F. Maldarelli1, I. Sereti2 
1NCI/NIH, Clinical Research Section, DRP, Frederick, United States, 2NIAID, NIH, 
Laboratory of Immunoregulation, Bethesda, United States, 3NIH, AIDS and Cancer 
Virus Program, Frederick, United States, 4Leidos Biomedical Research, Inc, AIDS 
Monitoring Laboratory, Clinical Service Program, Frederick, United States 
Presenting author email: camille.lange@nih.gov

Background: Tuberculosis (TB)-associated immune reconstitution inflammatory 
syndrome (IRIS) is an aberrant inflammatory response of TB patients starting anti-
retroviral therapy (ART), especially with severe CD4 lymphopenia or disseminated 
TB. Previous studies show TB-IRIS driving rapid expansion of activated TB-specific 
CD4+ T-cells. We hypothesized that pre-ART (baseline) TB and IRIS in HIV-1 in-
fected patients have long-term effects on viral reservoirs.
Methods: A single copy assay measured HIV viremia in baseline lymphopenic (BL) 
patients +/-IRIS to assess if IRIS affected HIV replication after long term ART 
(1-2y). CD4+ T-cell associated (CA) gag RNA:DNA ratios quantified the CD4+ 
reservoir of patients +/-TB and IRIS. Single genome sequencing (SGS) of HIV-1 
p6-pol (1.3kb) characterized proviral populations of peripheral blood mononuclear 
cells at baseline, 2-8w of ART, during IRIS; and after long-term ART as well as pre-
ART viral plasma RNA. 
We measured genetic diversity as percent average pairwise distances (%APD), 
%unique population variants, and determined %population identity. Non-
parametric panmixia tests assessed shifts between populations and intra-population 
neutrality was computed. Mann-Whitney p-values< 0.05 were indicative of statisti-
cally significant observations. Patient characteristics - Table 1. 

TB, 
IRIS

7 patients
57% Male; 

43% Female
Median = 41 

years old
Median CD4 

count = 49c/mm3
1040 

sequences
TB, 
No IRIS

4 patients
75% Male; 

25% Female
Median = 35 

years old
Median CD4 

count = 50.5c/mm3
661 

sequences
No TB, 
No IRIS

3 patients
67% Male; 

33% Female
Median = 40 

years old
Median CD4 

count = 23/mm3
427 

sequences

[Table 1 - Patient Characteristics]

Results: After long-term ART, there was no difference in viremia between patient 
groups. TB patients without IRIS had lower ratios of CA gag RNA:DNA than those 
without TB or IRIS (p=0.02). TB-IRIS patients had higher %APD and more unique 
variants than TB patients without IRIS (p=0.02), and less population identity than 
patients with no TB or IRIS (p=0.02). Preliminary analyses revealed shifts in HIV 
populations during ART in TB infected patients. Graph 1 - Sequence Analyses. 
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[Graph 1 - Sequence Analyses]

Conclusions: TB-IRIS patients had higher frequencies of HIV infected cells, higher 
HIV genetic diversity, less population identity and less evidence of panmixia after 
long term ART, suggesting that IRIS may alter the HIV reservoir permanently. 

MOPEA0007
Evolution of HIV-1 groups M and O: genetic comparative 
analysis of 19 HIV-1/MO inter-group recombinant forms
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Background: HIVs are characterized by a high genetic diversity, due to their sim-
ian origins and their replication mode, enhanced by recombination events. Despite 
the great genetic divergence between pandemic HIV-1/M and HIV-1/O (endemic 
in Cameroon), dual infections between the two groups can generate HIV-1/MO 
inter-group recombinants. Only three cases were described before 2004. The con-
sequences of the emergence of these forms on diagnosis and treatment are cur-
rently unknown, but the presence of group O fragments in their genome may have 
a strong impact due to the strong divergence between these variants. The aim of 
this work was to analyze the recombination patterns and genetic peculiarities of all 
HIV-1/MO recombinants currently characterized.
Methods: Between 2006 and 2016, the implementation of a sero-molecular al-
gorithm in Cameroon and the exploration of atypical HIV-1 infection profiles in 
France allowed the description of new HIV-1/MO infections. In addition to the first 
three cases described, 16 new recombinants or putative forms, all found in patients 
of Cameroonian origin, were identified in Cameroon and France. Recombination 
and phylogenetic analysis covered 19 distinct HIV-1/MO recombinants, partially or 
completely sequenced.
Results: The results showed the complexity of screening and molecular character-
ization of these forms, but also that these recombinants could be detected with 
a suitable sero-molecular strategy or following discordances between detection 
and/or follow-up of results. The genetic diversity of the mosaic fragments matched 
the molecular epidemiology in Cameroon, with a clear predominance of HIV-1/M 
CRF02_AG (48%) and of HIV-1/O sub-group H (84 %). Phylogenetic analy-
sis showed that the 19 recombinant forms corresponded to 19 URFs. Analysis of 
the genomic profiles and of the breakpoints frequency revealed hotspots in the 
„central“ accessory genes (vif, vpr, vpu), reverse transcriptase and gp41, and no 
recombination event in protease, gp120 and nef. This work also highlighted a vari-
able degree of complexity in profiles, with on average two to three breakpoints per 
recombinant genome.
Conclusions: In conclusion, this work allowed us to describe and analyze a unique 
series of HIV-1/MO recombinants, highlighting a greater diversity and complexity 
than originally supposed, and offering new research perspectives on the conditions 
of emergence and virological properties of these recombinant forms. 

MOPEA0008
Proposal for an improved classification of the HIV-1 M subtype 
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Background: The extensive genetic diversity of HIV-1 subtype A has let, to date, to 
the description of 6 sub-clades comprising 4 sub-subtypes (A1 to A4), a putative 
A5 and a distinctive cluster from former Soviet Union (FSU). The current classifi-
cation only retains A1 and A2 as official sub-subtypes and does not reflect the real 
diversity of HIV-1 A, leading to classification difficulties for subtyping tools. We 
aimed to re-analyse subtype A diversity and propose a more accurate classification.
Methods: Pairwise genetic distances between all HIV-1 A near full genome se-
quences available in the LANL database were calculated, excluding clonal, sequen-
tial or potential recombinant sequences (n=201). A maximum of likelihood phylo-
genetic tree (FastTree 2.1) was reconstructed and compared to clades and distances 
observed between previously established and candidate sub-subtypes. These analy-
ses were also done on the pol, gag and env genes separately.
Results: Based on the tree topology and the genetic distance analysis of A subtype 
and previously well-established sub-subtypes, a full genome minimal mean genetic 
distance of 0.10 substitution/site was necessary to distinguish between major A 
clades, hence to define sub-subtypes. This proposal maintained most of previous 
sub-subtype candidates still not including in the extant classification system. Two 
new sub-subtypes are added, A6 (the FSU cluster) and A7. Another potential sub-
subtype was rejected as only one full genome sequence is available and no partial 
sequences clustered with it in our separate-genes analysis. The A5 sub-subtype, 
whose existence is only supposed from the CRF26 analysis but was never retrieved 
outside this recombinant virus, was not retained in this proposal to avoid any po-
tential confusion.
Conclusions: This proposal provides a more accurate view of subtype A diversity and 
will allow a more precise and rapid identification of emergence or diffusion of these 
particular subtype A variants, the cornerstone of HIV classification. 

MOPEA0009
High frequency of non-subtype B infections and clustering  
in new HIV-1 diagnoses in Spain
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Background: HIV-1 sequences generated for analysis of drug resistance and tro-
pism, combined with epidemiological data, contain valuable information to be used 
for molecular epidemiologic surveillance of HIV infection. Since 1999, we have 
phylogenetically analysed samples from 10,257 HIV-1-infected individuals attend-
ed at Spanish hospitals. Here, we update molecular epidemiological data of new 
HIV-1 diagnoses in Spain in 2016.
Methods: We have analysed 439 HIV-1 infections diagnosed in 2016 in 38 Spanish 
hospitals from 13 regions. Sequences of protease-reverse transcriptase, integrase 
and env V3 region were analysed with phylogenetic trees using FastTree, includ-
ing all sequences generated in our laboratory since 1999 and similar sequences re-
trieved from databases through BLAST searches. Recombination was analysed by 
bootscanning with SimPlot
Results: 80% subjects were men. Geographic origin, available for 80% individuals, 
was Spain in 70%, Latin America in 14%, Africa in 10%, Europe in 4%, and other in 
2%. Transmission route in men, available for 71%, was 49.6% men who have sex with 
men (MSM), 20.8% unspecified sexual, 25.6% heterosexual, 3.6% parenteral, and 
0.4% mother-to-child transmission (MTCT); and in women, available for 67%, was 
96.6% heterosexual, 1.7% parenteral, and 1.7% MTCT. 
The distribution of HIV-1 genetic forms was 64% subtype B, 8.7% CRF02_AG, 
5.7% subtype F, 4.1% subtype A1, 3.2% subtype G, 3% subtype C, 1.4% CRF47_BF, 
0.9% CRF01_AE, 3.4% other CRFs, 2.3% unique BF recombinants, and 3.6% oth-
er unique recombinant forms. Non-subtype B infections (36%) were more frequent 
among non-Spaniards (49.6% vs 27.8% in Spaniards). 
187 (42.6%) infections grouped in 89 transmission clusters (TCs) of ≥4 individuals. 
93% individuals belonging to clusters were men, among which transmission route, 
available for 75.9%, was 56.1% MSM, 19.7% unspecified sexual, 22.7% heterosex-
ual, and 1.5% parenteral. Among women, 7% belonged to TCs, and transmission 
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route, available for 76.9%, was heterosexual in all cases. Geographic origin in TCs, 
available for 85%, was Spain in 84.6%, Latin America in 9.9%, Africa in 2.5%, and 
Europe in 2.5%.
Conclusions: New HIV-1 diagnoses in Spain are dominated by sexual transmission in 
men, with 42.6% infections clustering in TCs and 36% corresponding to infections 
with non-subtype B genetic forms, including 27.8% in Spaniards. 
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Relative resistance of HLA-B for downregulation by Nef  
is a fundamental property across lentiviral lineages
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1Kumamoto University, Center for AIDS Research, Kumamoto, Japan, 2University of 
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Background: HLA-B plays a dominant role, compared to HLA-A and HLA-C, in 
immune control of HIV-1 infection. Such differential roles have been shown to be 
attributable to relative resistance of HLA-B for downregulation by primary HIV-1 
Nef sequences. However, the previous study was performed with only subtype B 
Nef clones and thereby it remains elusive whether this Nef property is conserved 
across various lentiviral lineages.
Methods: The Nef’s ability to downregulate HLA was analyzed using Jurkat T cells 
engineered to express HLA-A*02:01 or chimeric HLA-A*02:01 molecule whose 
cytoplasmic tail was replaced with HLA-B*35:01. A panel of diverse Nef sequences 
(N=270 in total) across lentiviruses including SIVs, HIV-2 and a pandemic group M 
(subtypes A, B, C and D) as well as a relatively rare group O of HIV-1 was tested for 
HLA downregulation functions.
Results: Despite a diverse genetic diversity, all lentiviral Nef clones tested ex-
hibited reduced downregulation activity to the HLA-B, compared to the HLA-A 
(p<0.001). Specifically, Nef clones from HIV-1 subtypes (A, B, C, and D) were 
comparably resistant to HLA-B for downregulation. However, although the amino 
acid residue at Nef-202 in subtype B was important for this phenomenon, the pair-
wise analysis of HIV-1 subtype C Nef sequences revealed that the amino acid at 
Nef-9, but not Nef-202, was solely associated with resistance to HLA-B, a finding 
corroborated by Nef mutational studies for downregulation of various HLA alleles.
Conclusions: Taken together, these results indicate that, though mediated by dif-
ferent Nef residues among viral lineages, relative resistance to HLA-B, compared 
to HLA-A, for downregulation is a fundamental functional property among natu-
rally occurring Nef sequences of diverse lentiviruses. 
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Background: The integrase strand-transfer inhibitor (INSTI) Dolutegravir (DTG) 
has a higher barrier to resistance than other approved INSTIs. In treatment-expe-
rienced individuals and in vitro, DTG can select for several primary mutations that 
have not been observed in patients undergoing first-line triple therapy, possibly due 
to the fact they significantly impair viral replicative capacity. DTG monotherapy 
has been considered as a possibility for HIV-infected patients. We report the emer-
gence of a S230R substitution in two patients who experienced virological failure 
after switching to DTG monotherapy from triple therapy and the effects of S230R 
on integrase (IN) activity, viral infectivity and drug resistance.
Methods: IN-resistance associated mutations were evaluated by sequencing both 
prior to and at the time of virologic failure. Strand-transfer and tissue culture assays 
were performed to characterize enzyme activity, viral infectivity and to measure 
resistance to different INSTIs.
Results: The first case of S230R was found in the DOMONO study 
(NCT02401828) in a patient who experienced virologic failure at week 30 (HIV-1 
RNA was 1570 copies/mL). The patient had a CD4 nadir of 330cells/mm3 and had 
been virologically suppressed on EFV/TDF/FTC for 25 months before switching to 
DTG 50 mg once daily. A second case involved a patient who had been virologically 
suppressed on DTG/ABC/3TC for 8 months before switching to DTG monother-
apy. Viral load remained < 20 copies/mL but increased to 700 copies/mL with the 
presence of S230R in IN at week 29. 
The results of cell-free assays showed that, compared to the WT-IN (Km = 8.8 ± 
0.95), the S230R-IN had a 2.22-fold increase in Km (19.9 ± 2.3). In the presence 
of DTG, the S230R-IN had a 2.6- fold decrease in DTG susceptibility (Table 1). A 

slight decrease in susceptibility to other INSTIs was observed in S230R-IN com-
pared to WT-IN (Table 1). The infectivity of S230R virus was also impaired by about 
50% compared to WT. 

Recombinant 
enzyme

DTG - Ki 
(mean ± SD 

nM)/Fold 
change

CAB - Ki 
(mean ± SD 

nM)/Fold 
change

BIC - Ki 
(mean ± SD 

nM)/Fold 
change

RAL - Ki 
(mean ± SD 

nM)/Fold 
change

EVG - Ki 
(mean ± SD 

nM)/Fold 
change

WT
1.27 

± 0.13 - 1
1.76 

± 0.4 - 1
1.84 

± 0.30 - 1
6.40 

± 0.5 - 1
2.30 

± 0.13 - 1

S230R
3.33 

± 0.22 - 2.62
3.38 

± 0.55 - 1.92
2.70 

± 0.49 - 1.47
13.8 

± 5.5 - 2.16
7.34 

± 0.47 - 3.19

[Table 1. Susceptibilities of recombinant integrase]

Conclusions: Virological failure involving DTG monotherapy can occur due to rep-
lication of a virus containing a novel S230R substitution that confers modest-level 
resistance to DTG and other INSTIs. 

MOPEA0012
HIV-1 resistance to dolutegravir is modulated by epigenetic 
signals
K.R.A. Anstett, T. Mesplede, N. Osman, M. Wainberg 
McGill AIDS Center, Lady Davis Institute, Montreal, Canada 
Presenting author email: tibo_mes@hotmail.com

Background: Integrase strand transfer inhibitors (INSTIs) act by inhibiting the HIV 
integrase enzyme (IN). The INSTI raltegravir (RAL) selects for drug resistance 
substitutions within the catalytic site of IN. The R263K dolutegravir (DTG) INSTI 
resistance substitution, however, is located in the C-terminus of IN and has an un-
known resistance mechanism. The C-terminus is post-translationally modified by 
the acetylation of three lysine residues by the histone acetyltransferase enzyme 
(HAT) p300. We hypothesized that the R263K substitution interferes with some 
function of IN through dysregulation of the acetylation of nearby residues.
Methods: TZM-bl cells were infected with NL4.3 viruses in the presence of INSTIs, 
with or without the addition of HAT inhibitors (HATi) or histone deacetylase 
(HDAC) inhibitors (HDACi) 2 or 12h post-infection. PM1 cells were infected with 
NL4.3 viruses produced under different conditions (HATi or HDACi) and followed 
for 14 days post-infection. Co-IP was performed with 293T cells transfected with 
pACGFP-1CIN constructs and western blots to detect KAP1 were performed.
Results: Treatment of cells with HATi resulted in a decrease in the IC50 for DTG 
and Cabotegravir for NL4.3WT but not NL4.3R263K. However, no change in IC50 was 
seen for RAL or Lamivudine and experiments are currently underway with the novel 
INSTI Bictegravir. NL4.3WT and NL4.3R263K produced in the presence of HATi or 
HDACi displayed different parameters over the course of infection. HDACi re-
duced the peak of replication for NL4.3WT but not NL4.3R263K, whereas HATi had no 
effect on NL4.3WT but greatly enhanced the peak replication for NL4.3 R263K. Using 
Co-IP, we were also able to show that INR263K binds with a higher affinity to KAP1 (a 
component of the HDACI complex) as compared to INWT.
Conclusions: This is the first report of the influence of post-translational modi-
fications on HIV drug resistance. Both the replication and resistance to DTG of 
NL4.3WT and NL4.3R263K are differentially affected by acetylation, likely through 
altered interactions with the HDACI complex. Many “shock and kill” strategies to 
eradicate HIV employ HDACi to reactivate latent HIV; however our results sug-
gest that some drug resistant viruses may differentially respond to HDACi, which 
may complicate the advancement of this concept. 

MOPEA0013
Impact of immune-driven sequence variation in Pol on viral 
replication capacity and disease progression in HIV-1 subtype  
C infection
D.B.A. Okanda1, T. Ndungú1,2,3, J. Mann1 
1HIV Pathogenesis Programme,Doris Duke Medical Research Instutute,University of 
KwaZulu-Natal, Laboratory Medicine and Medical Science, Durban, South Africa, 
2Ragon Institute of MGH, MIT and Harvard, Massachusetts General Hospital and 
Harvard Medical School, Boston, United States, 3Max, Berlin, Germany 
Presenting author email: dtyachieng@hotmail.com

Background: CD8+ T cell responses to epitopes, particularly conserved Gag epit-
opes, in which immune escape mutations result in lower viral replication capacity is 
a hypothesised mechanism of protection in HIV-1 infected individuals with certain 
clinically favourable HLA class I alleles. Therefore, a possible vaccine strategy is to 
direct immune responses to vulnerable HIV regions, aiming to limit immune escape 
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due to fitness constraints or slow virus replication. Substantial replication costs and 
clinical relevance of several immune escape mutations in the HIV-1 Gag have been 
demonstrated, however, less is known about consequences of immune-driven mu-
tations in other proteins. We investigated the impact of immune-driven sequence 
variation in Pol, a highly conserved and immunogenic protein essential for viral rep-
lication, on viral replication capacity and disease progression in a large population of 
individuals chronically infected with HIV-1 subtype C, the most prevalent subtype 
world-wide.
Methods: 414 patient-derived RT-integrase NL4-3 recombinant viruses were 
generated by electroporation of a green fluorescent reporter cell line (GXR cells) 
with plasma-derived RT-integrase PCR products and pNL43ΔRT-integrase and 
RT-integrase sequences were generated for 369 of these thus far. The replication 
capacities of recombinant viruses were determined by calculating the slope of in-
crease in percentage infected cells, as measured by flow cytometry, from days 3-6 
following infection.
Results: The mean replication capacity of these viruses, normalised to the growth 
of wild-type NL4-3, was 0.92 (interquartile range; 0.87 to 0.97). RT-integrase 
driven replication capacity correlated significantly with log viral load (r= 0.2571 
p=< 0.0001) and CD4 count (r= -0.2580 p= < 0.0001). A preliminary sequence 
analysis of RT-integrase HLA-associated polymorphisms previously described 
to reduce replication capacity of subtype B viruses, showed that the HLA-A*33 
restricted polymorphism G163E in integrase was associated with significantly re-
duced replication capacity in subtype C viruses (p=0.02).
Conclusions: The data suggest that RT-integrase-driven replication capacity is 
clinically relevant. Preliminary sequence analyses suggest that immune-driven mu-
tations in Pol may significantly attenuate HIV. Further comprehensive sequence 
analysis may inform which Pol epitopes are the most vulnerable for an attenuation-
based vaccine. 

MOPEA0014
High-resolution mapping and phasing of HIV diversification  
in humanized mice
M.M. Hernandez1,2, A. Fahrny3, A. Ovbude2,4, A. Jayaprakash5, G. Gers-Huber3, 
A. Audigé3, R. Sachidanandam5, R.F. Speck3, V. Simon2,6,7 
1Icahn School of Medicine at Mount Sinai, Graduate School of Biomedical Sciences, 
New York, United States, 2Icahn School of Medicine at Mount Sinai, Department of 
Microbiology, New York, United States, 3University Hospital of Zurich, University of 
Zurich, Division of Infectious Diseases and Hospital Epidemiology, Zurich, Switzerland, 
4Icahn School of Medicine at Mount Sinai, Center for Excellence in Youth Education, 
New York, United States, 5Icahn School of Medicine at Mount Sinai, Department of 
Oncological Sciences, New York, United States, 6Icahn School of Medicine at Mount 
Sinai, Global Health and Emerging Pathogens Institute, New York, United States, 
7Icahn School of Medicine at Mount Sinai, Division of Infectious Diseases, Department 
of Medicine, New York, United States 
Presenting author email: matthew.hernandez@icahn.mssm.edu

Background: The extensive HIV diversification throughout infection complicates 
effective antiretroviral treatment and facilitates immune escape. Both viral (e.g., 
reverse transcriptase) and host factors (e.g., APOBEC3G restriction factor) con-
tribute to viral evolution in vivo. The advent of humanized mouse models combined 
with powerful next generation sequencing approaches provides new opportunities 
to dissect the dynamics and mechanisms driving HIV evolution with unprecedented 
precision.
Methods: We generated isogenic HIV molecular clones that differed in their ability 
to counteract APOBEC3G (A3G) due to point mutations in Vif (HIV-WT: 100%; 
HIV-45G: 10%, HIV-SLQ: 1%). Humanized mice were infected with HIV-WT, 
HIV45G and HIV-SLQ. One month post-infection, some of the mice were treated 
with the RT inhibitor, lamivudine (3TC) (HIV-WT+3TC, N=11; HIV-45G+3TC, 
N=11; HIV-WT no treatment, N=12; HIV-45G no treatment, N=7, HIV-SLQ no 
treatment, N=4). Plasma viremia was quantified throughout the infection by RT-
qPCR. 
Using molecular barcodes (UMID) in conjunction with deep sequencing, we de-
termined the viral quasi-species at single-molecule resolution in plasma and tissue 
compartments. Custom bioinformatics pipelines were developed to generate con-
sensus sequences and analyze viral diversity over time within individual animals and 
across groups.
Results: Both HIV-WT and HIV-45G resulted in robust infection of humanized 
mice, but over time the fitness of HIV-45G was significantly reduced compared to 
HIV-WT (p=0.0039). In contrast, in the presence of 3TC, replication of HIV-45G 
was superior to that of HIV-WT (p=0.0045). We sequenced a total of 146,781 sin-
gle HIV genomes, 24,606 single HIV transcripts and 2,293 single HIV proviruses. 
We found that the 3TC drug-resistance mutation RT-M184I appeared at a 10-fold 
faster rate than RT-M184V in HIV-45G infected, 3TC treated mice (p=0.0008). 
Of note, the proviral pool of both HIV WT and HIV 45G infected mice, revealed 
extensive mutagenesis, suggestive of A3G deaminase activity.
Conclusions: We show in this study that A3G accelerates emergence of 3TC drug 
resistance in vivo using deep sequencing on the Illumina platform. Furthermore, 

while HIV population dynamics between plasma and tissue transcripts were com-
parable, the HIV proviral pool in tissues was highly divergent due to extensive A3G 
driven mutagenesis. 

MOPEA0015
Learning evolutionary pathways of HIV-1 subtype C under 
lopinavir treatment
S. Posada Céspedes1,2, G. Van Zyl3,4, H. Montazeri1,2, S.-Y. Rhee5, R.W. Shafer5, 
S. Engelbrecht3, P.A. Bester4,6, N. Beerenwinkel1,2 
1ETH Zürich, Department of Biosystems Science and Engineering, Basel, Switzerland, 
2Swiss Institute of Bioinformatics, Basel, Switzerland, 3Stellenbosch University, Division 
of Medical Virology, Faculty of Medicine and Health Sciences, Parow, South Africa, 
4National Health Laboratory Service, Tygerberg, South Africa, 5Stanford University, 
Stanford, United States, 6University of the Free State, Department of Medical 
Microbiology and Virology, Bloemfontein, South Africa 
Presenting author email: susana.posada@bsse.ethz.ch

Background: HIV-1 infection can be clinically managed using combination anti-
retroviral therapies (cART). However, accumulation of drug resistance mutations 
leads to treatment failure in a subset of patients, necessitating changes of therapy. 
Emergence and accumulation of resistance mutations follow certain patterns, 
which have been mostly studied on the basis of HIV-1 subtype B infections. Also, 
most therapeutic strategies are based on research and clinical studies of this sub-
type, although non-B subtypes represent the majority of global HIV infections. 
Clinical research on the basis of subtype B may not generalize to other subtypes, as 
host and environmental factors may be confounding. Here, we used a probabilistic 
model to describe the temporal progression of drug resistance mutations in a large 
cross-sectional dataset of South African individuals infected with HIV-1 subtype C, 
which accounts for nearly half of all HIV infections worldwide, under the selective 
pressure of lopinavir (LPV) boosted cART with low-dose ritonavir (LVP/r).
Methods: We collected and genotyped virus populations from 1065 South African 
individuals infected with HIV-1 subtype C. We used the continuous time conjunc-
tive Bayesian network (CT-CBN) model for analyzing the accumulation of LPV-
associated mutations. In addition, we contrasted our results on HIV-1 subtype C 
with a dataset of 254 HIV-1 subtype B genotypes from patients treated with LPV, 
obtained from the Stanford HIV Drug Resistance Database.
Results: We focused on 22 LPV-associated mutations according to the Stanford 
HIV Drug Resistance Database. We found 4 major protease inhibitors resistance 
mutations with high abundance in both datasets, namely M46I, I54V, L76V and 
V82A. Furthermore, we identified I54V as an early event in HIV-1 subtype C in-
fections, whereas L24I, I50V and V82C were consistently identified as genetic 
changes occurring at later times. For subtype B, on the other hand, the early events 
consist of mutations M46I and I54V, with I84V being a later event. Differences 
in the inferred progressions of subtypes B and C suggest different evolutionary 
pathways.
Conclusions: CT-CBNs provide insights on the evolution of drug resistance in HIV-
1 subtype C infections and allow comparisons to other subtypes. 

MOPEA0016
High prevalence of CXCR4-using virus in long lived latently 
infected naïve and central memory CD4+ T cells in individuals 
on ART
M. Roche1, C. Tumpach1, J. Symons1, P. Cameron1, M. Churchill2, S. Deeks3, 
P. Gorry2, S. Lewin1 
1Peter Doherty Institute for Infection & Immunology, University of Melbourne, 
Melbourne, Australia, 2RMIT University, Melbourne, Australia, 3University of 
California, San Francisco, Department of Medicine, San Francisco, United States 
Presenting author email: michael.roche@unimelb.edu.au

Background: Persistent HIV can be found in a range of CD4+ T cells such as long 
lived naïve and central memory (CM) cells; as well as short lived transitional (TM) 
and effector memory (EM) cells in individuals on combination antiretroviral ther-
apy (ART). These cells express vastly different viral receptor levels and we sought 
to determine if the envelope protein (Env) was genotypically and phenotypically 
different amongst the subsets which would indicate adaptation to these different 
environments.
Methods: HIV-infected 8 individuals on ART for at least 3 years with a plasma HIV 
RNA< 50 c/ml were studied. Single genome amplification for the env gene was 
performed on genomic DNA extracts from CM, TM, effector memory (EM) and 
naïve CD4+ T cell subsets. 10-30 envs were selected, sequenced and any variants 
containing hypermutation removed. Phylogenetic trees were created based of the 
V1-V5 region of env. Coreceptor usage was predicted using the geno2pheno pre-
diction algorithm based on V3 amino acid sequence.
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Results: The cohort was male with a mean age of 58 years, mean CD4 count of 
607 cells/ul and nadir CD4 of 275 cells/ul. A total of 535 env sequences with intact 
reading frames were generated from 8 individuals. Phylogenetic analysis showed 
envs did not cluster based on the CD4+ T cell subset from which it was derived, 
however envs did form phylogenetically distinct clusters based on coreceptor 
tropism. CXCR4-using variants were detected in 5 of 8 individuals ranging from 
34-62% of envs. Where CXCR4 usage was detected, it was most prevalent in envs 
derived from naïve (CXCR4 prevalence; mean 87.47% ± 2.5% SEM) and central 
memory CD4+ T cells (60.0% ± 7.9%); whilst less prevalent in transitional (34.8% 
± 4.5%) and effector memory CD4+ T cells (16.8% ± 3.1%).
Conclusions: There is distinct compartmentalisation of viruses in short and long 
lived cells on ART as determined by co-receptor use and CXCR4-using strains ap-
pear to replace CCR5-using strains in the long lived but not short lived viral reser-
voir. Our results suggest direct infection of each individual cell type helps form and 
maintain the viral reservoir. 

MOPEA0017
HIV-1 transfer by T cell-macrophage fusion triggers 
multinucleated giant cell formation for virus spreading
L. Bracq1,2, M. Lambele1, M. Xie1, J. Bouchet1, J. Matz1, A. Schmitt1, J. Delon1, 
P. Zhou2, C. Randriamampita1, S. Benichou3 
1Institut Cochin, INSERM U1016, Infectious Diseases, Paris, France, 2Institut Pasteur 
Shanghai-Chinese Academy of Sciences, Shanghai, China, 3Institut Cochin, Inserm, 
CNRS, University Paris-Descartes, Infectious Diseases, Paris, France 
Presenting author email: serge.benichou@inserm.fr

Background: Macrophages are cellular targets of HIV-1 and participate in virus dis-
semination and establishment of persistent virus reservoirs in host tissues, but the 
mechanisms of virus cell-to-cell transfer to macrophages remain largely unknown.
Methods: An experimental approach was developed to investigate the mechanisms 
of virus cell-to-cell transfer from infected T cells to macrophages. 36 h after infec-
tion, infected T cells were co-cultured for a maximum of 6 h with macrophages 
derived from primary monocytes, and virus transfer and dissemination in macro-
phages was then analyzed by flow cytometry, ELISA, immunofluorescence, live-
cell imaging and transmission electron microscopy.
Results: We reveal a very fast and efficient mechanism involved in cell-to-cell 
transfer from infected T cells to macrophages and subsequent virus spreading be-
tween macrophages. We show that tight contacts between infected T lymphocytes 
and monocyte-derived macrophages lead to cell fusion for transfer of viral material 
to macrophage targets. This cell-to-cell fusion transfer is very efficient, restricted 
to CCR5-tropic viruses, and mediated by viral envelope-receptor interactions. 
Transferred viruses can then accumulate in cytoplasmic compartments of newly 
formed lymphocyte/macrophage fused cells. Moreover, early viral assembly and 
budding events, resulting from the merge of viral material between infected T cells 
and macrophages, are also observed at the plasma membrane of the lymphocyte/
macrophage fused cells. These cells thus acquire the ability to fuse with neighboring 
non-infected macrophages for virus dissemination. Together, these two-sequential 
envelope-dependent cell fusion processes lead to the formation of highly virus-
productive multinucleated giant cells.
Conclusions: These two-step cell fusion processes reveal the mechanisms for vi-
rus transfer and dissemination in macrophages and the formation of the infected 
multinucleated giant macrophages detected in vivo in lymphoid organs and the cen-
tral nervous system of HIV-1-infected patients and SIV-infected macaques. These 
mechanisms contribute to a better understanding of virus dissemination from in-
fected T cells toward macrophages and formation of long-lived macrophage viral 
reservoirs in host tissues during HIV-1 infection. 

MOPEA0018
Investigation of tandemers activities against cell-associated 
HIV-1 and against viruses with decreased sensitivity to 
griffithsin
K.B. Alexandre1, T. Moulaei2, K. Buckheit3, K. Palmer4, B. O’Keefe2 
1Council for Scientific and Industrial Research, Pioneering Health Sciences, Pretoria, 
South Africa, 2National Cancer Institute, Molecular Targets Laboratory, Frederick, 
United States, 3ImQuest Biosciences Inc, Frederick, United States, 4University of 
Louisville, School of Medicine, Department of Pharmacology and Toxicology, Louisville, 
United States 
Presenting author email: aalexandre@csir.co.za

Background: The lectin griffithsin (GRFT) is a homodimer and each of its mono-
mers has three binding sites for glycans on HIV-1 envelope. GRFT showed potent 
and broad anti-HIV-1 activity and is one of the leading microbicide candidates. 
Tandemesrs 2MG, 2MG3, 3MG and 4MG are GRFT derivatives made of arrays 

of two, three and four monomeric units, respectively. Since the bond between 
monomers in GRFT is rigid while being flexible in tandemers, also given that some 
tandemers have more than two monomers, we hypothesized that these derivatives 
will be more active than GRFT against HIV-1.
Methods: We evaluated HIV-1 subtype A, B and C against 2MG, 2MG3, 3MG, 
4MG and GRFT using the TZM-bl neutralization assay. GRFT derivatives were also 
tested for their inhibition of the cell-to-cell transmission of HIV-1. The 234 and 
295 glycans, shown to be important in GRFT binding to HIV-1, were introduced in 
the virus by site directed mutagenesis, and their effects on 2MG, 2MG3, 3MG and 
4MG binding studied. GRFT resistant viruses were generated by culturing HIV-
1 under escalating concentrations of the lectin. These resistant viruses were then 
tested for sensitivity to 2MG, 2MG3, 3MG and 4MG.
Results: In general 2MG and 2MG3 were as potent as GRFT against all the viruses 
tested while 3MG and 4MG were more potent against HIV-1 subtype A and C. 
GRFT was also less potent than these two derivatives in the inhibition of cell-to-
cell transmission of HIV-1. Similar to GRFT, the introduction of the 234 and 295 
glycans affected HIV-1 sensitivity to 2MG and 2MG3; while it did not affect 3MG 
and 4MG neutralization of the virus. Lastly, GRFT resistant viruses showed sensi-
tive to 3MG and 4MG.
Conclusions: We found that 3MG and 4MG were more potent than GRFT. Also 
viruses that showed resistance to GRFT remained sensitive to these compounds. 
It is possible that 3MG and 4MG binding sites on the viral envelope are different 
from that of GRFT given that GRFT resistant viruses remained sensitive to these 
tandemers. Our study suggests that linking GRFT monomers into arrays of more 
than two units increases potency against HIV-1. 

MOPEA0019
Host microRNAs-221 and -222 inhibit HIV-1 entry of 
macrophages by targeting the CD4 viral receptor
R. Lodge1, A. Deshiere2, A.M. Gomez2, T.R. Wiche Salinas3, A. Gosselin3, 
M.G. Bego1, J.-P. Routy4, C. Power5, P. Ancuta3, M.J. Tremblay2, É.A. Cohen1,6 
1Montreal Clinical Research Institute, Montreal, Canada, 2Université Laval, Centre 
de Recherche du CHUL, Québec, Canada, 3Université de Montréal, Centre de 
Recherche du CHUM, Montreal, Canada, 4McGill University, Research Institute 
of the McGill University Health Centre, Montreal, Canada, 5University of Alberta, 
Medicine, Edmonton, Canada, 6Université de Montréal, Microbiology, Infectiology, and 
Immunology, Montreal, Canada 
Presenting author email: eric.cohen@ircm.qc.ca

Background: Macrophages are heterogeneous and functionally important immune 
cells that contribute to HIV pathogenesis by promoting viral spread, forming viral 
reservoirs and mediating neurological disorders. Macrophage phenotype and func-
tion vary depending on their location and tissue of origin, and these conditions in-
fluence also their susceptibility to HIV infection. Indeed, GALT macrophages are 
relatively resistant to HIV infection, whereas lung macrophages are relatively more 
susceptible. While these different phenotypes can be recapitulated in vitro with 
monocyte-derived macrophages (MDMs) (susceptible) or the M1- or M2- polar-
ized macrophages exposed to pro- or anti-inflammatory cytokines (more refrac-
tory), the host factors responsible for these varying phenotypes are not entirely 
defined. Herein, we investigated the role of microRNAs in regulating the suscepti-
bility of macrophages to HIV infection.
Methods: MDMs were infected with GFP-encoding HIV-1; infected (GFP+) and 
bystander (GFP-) cells were sorted by FACS and microRNA expression profiles 
determined using RNA-seq. The effect of miR-221/222 on CD4 expression was as-
sessed by Q-RT-PCR and flow cytometry, while the impact on viral entry was ana-
lyzed by viral fusion assay. Myeloid cells from gut biopsies and blood from healthy 
volunteers were isolated by FACS and miR-221 levels determined by Q-RT-PCR.
Results: We examined the microRNA expression profile of over 400 microR-
NAs in HIV-infected MDMs and compared their expression profile in HIV non-
producing bystander and uninfected cells. Among these microRNAs, we identified 
miR-221 and miR-222 as two negative regulators of the CD4 viral receptor expres-
sion, which are up-regulated in the bystander population. Functional analyses of 
miR-221/miR-222 in MDMs revealed that these microRNAs, which are efficiently 
induced by the pro-inflammatory cytokine TNF-α, inhibit HIV entry by down-
regulating CD4. Inhibition of miR-221/miR-222 enhanced HIV replication and 
spread in infected macrophage cultures by limiting TNFα-mediated up-regulation 
of miR-221/222 in non-infected bystander cells. Consistent with a role of these 
microRNAs in the resistance of GALT macrophages to HIV infection, we found 
that miR-221 was significantly enhanced in myeloid cells from the gut as compared 
to those of peripheral blood.
Conclusions: MiR-221/222 represent pivotal host factors activated during inflam-
mation that are capable of modulating permissiveness to HIV infection by restrict-
ing viral entry via CD4 down-regulation. 
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MOPEA0020
HIV-1 can enter and integrate the human male germ line, 
revealing potential for endogenization
D. Mahé1, G. Matusali1, C. Deleage1,2, R. Alvarenga3, A.-P. Satie1, A. Pagliuzza4, 
K. Bensalah5, C. Platel6, B. Jégou1, N. Chomont4, L.R. de França3, 
N. Dejucq-Rainsford1 
1INSERM, IRSET-INSERM U 1085, Rennes, France, 2AIDS and Cancer Virus 
Program, Leidos Biomedical Research, Inc. Frederick National Laboratory for Cancer 
Research, Frederick, United States, 3Federal University of Minas Gerais, Laboratory 
of Cellular Biology, Department of Morphology, Belo Horizonte, Brazil, 4Faculty of 
Medecine, Université de Montréal, and Center de recherche du CHUM, Department 
of Microbiology, Infectiology and Immunology, Montréal, Canada, 5Centre Hospitalier 
Universitaire de Pontchaillou, Service Urologie, Rennes, France, 6Centre Hospitalier 
Universitaire de Pontchaillou, Centre de Coordination des Prélèvements, Rennes, 
France 
Presenting author email: dominique.mahe@univ-rennes1.fr

Background: Endogenization of SIV was demonstrated in lemur primates, sugges-
tive of infection of the germinal lineage, and HIV/SIV nucleic acids detected in situ 
within testicular germ cells (TGCs) from men and macaques. In this context, we 
aimed to decipher the nature of the interactions between primary human TGCs 
and HIV-1.
Methods: TGCs isolated from normal human testes comprised haploid spermatids, 
tetraploid primary spermatocytes and diploid spermatogonia/ secondary spermato-
cytes. TGCs preparation purity (>94%) was assessed by flow cytometry using spe-
cific germ cell markers (DDX4, MAGEA4) as well as leukocyte/somatic markers 
(CD45, HLA class I, vimentin). HIV receptors and co-receptors expression was 
measured by flow cytometry. R5-, X4-tropic and Denv HIV-1 binding to TGCs 
was assessed by p24 ELISA. Viral entry, early steps of replication and viral proteins 
expression were investigated upon cell-free or cell-associated infection of primary 
TGCs and testicular germ cells T-cam2 using wild type HIV, or HIV-1 nef-ires-gfp 
infected Jurkat as donor cells. Viral entry was detected by confocal microscopy 
while new viral protein expression was evaluated by microscopy, FACS and ELISA. 
Integrated HIV-1 DNA was measured by PCR on FACS sorted TGC populations
(CD45-DDX4+MAGEA4+).
Results: TGCs expressed the alternate HIV-1 receptors CD206, galactocerebro-
side and heparan sulfate proteoglycans, as well as CCR3. R5- and X4- tropic HIV-1 
bound to isolated TGCs in a dose dependent manner, and this binding was inhib-
ited by inhibitors/competitors for heparan sulfate proteoglycans, CD206 and HIV 
gp120. HIV-1 entry was more efficient with cell-associated HIV than with free virus. 
Integrated HIV-1 DNA was found in both TGCs and Tcam2 cells following cell-as-
sociated infection, as well as in T-cam2 cells exposed to cell free HIV pseudotyped 
with VSV-G.
Conclusions: Our results indicate that HIV-1 can enter testicular germ cells and 
integrate into the human germ line genome. The close proximity within the testis 
of stem germ cells to HIV-infected leukocytes, along with their high daily genera-
tion rate, may favor such events. These findings imply that HIV has the potential to 
integrate into the male gamete genome, which might ultimately lead to HIV nucleic 
acids endogenization in the progeny. 

MOPEA0021
Regulation of CCR5 conformational states and export by  
homo-dimerization
A. Brelot1, J. Jin1, F. Momboisse1, G. Boncompain2, F. Koensgen3, Z. Zhou1, 
F. Arenzana-Seisdedos1, F. Perez2, B. Lagane1, E. Kellenberger3 
1Institut Pasteur, Paris, France, 2Institut Curie, Paris, France, 3Université de 
Strasbourg, Strasbourg, France 
Presenting author email: anne.brelot@pasteur.fr

Background: The chemokine receptor CCR5 is the main coreceptor for entry of 
R5 HIV-1 strains into target cells. It plays a prominent role during HIV transmis-
sion, progression of infection, and evolution to AIDS. One allosteric non-peptidic 
inhibitor targeting CCR5, maraviroc, has already been approved for treatment of 
HIV infection. Like other G-protein coupled receptors, CCR5 forms homo-dimers 
at the cell surface, which could affect receptor physiology and HIV pathogenesis. 
However, the structural properties and dynamics of CCR5 homo-dimers are still 
unknown.
Methods: We combined computing approaches with cross-linking, energy transfer, 
and a new functional assay (based on the RUSH system) to characterize residues 
involved in CCR5 dimerization interface.
Results: We show that unliganded CCR5 exists in two dimer conformations, involv-
ing residues of the transmembrane helix 5. Binding of maraviroc stabilizes a third 
dimeric conformation that has not yet been described in a GPCR crystal structure. 
Functionally, we show that CCR5 dimerization occurs in the endoplasmic reticulum 
and regulates receptor cell surface targeting.

Conclusions: This study supports that dimerization contributes to the conforma-
tional diversity of CCR5. The three dimer models of CCR5 described constitute an 
essential step for future exploration of the role of CCR5 dimerization in HIV infec-
tion. Their involvement in receptor export also offers a new possibility to inhibit 
HIV entry by playing directly on CCR5 dimerization and cell surface expression. 

MOPEA0022
HIV-1 subtype C may possess extended coreceptor utilization 
in peripheral blood and the central nervous system of patients 
experiencing cryptococcal meningitis
K. Sojane1, M. Roche2, C. Chang3, R. Kangethe1, M. French4,5, S. Lewin2,3, 
P. Gorry6, T. Ndung’u1,7 
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2University of Melbourne and Royal Melbourne Hospital, The Peter Doherty Institute 
for Infection and Immunity, Melbourne, Australia, 3Alfred Hospital and Monash 
University, Department of Infectious Diseases, Melbourne, Australia, 4University of 
Western Australia, School of Pathology and Laboratory Medicine, Perth, Australia, 
5Royal Perth Hospital and PathWest Laboratory Medicine, Department of Clinical 
Immunology, Perth, Australia, 6RMIT University, School of Health and Biomedical 
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Institute, Durban, South Africa  

Background: Limited evidence suggests that HIV-1 clones obtained ex vivo without 
culture may have expanded coreceptor utilization. However, it is widely reported 
that for HIV-1 subtype C (HIV-1C), the predominant genotype in the global epi-
demic, the switch to coreceptors other than CCR5 is infrequent. Here, we sought 
to determine the entry phenotype of uncultured HIV-1C circulating in plasma and 
cerebrospinal fluid (CSF) of patients with late stage HIV infection and cryptococ-
cal meningitis co-infection.
Methods: Matched plasma and cerebrospinal fluid (CSF) was collected from eight 
antiretroviral therapy naive HIV-infected South Africans (median CD4 count of 
17 cells/µL), experiencing cryptococcal meningitis. Following RNA extraction and 
cDNA synthesis, HIV-1C envelope gene fragments were amplified, sequenced and 
cloned into the pSVIII-Env expression vector. Pseudoviruses capable of single-
round replication were produced in 293T cells and serial dilutions of these were 
used to infect NP2-CD4 or U87-CD4 cells expressing CCR5, CXCR4 or CCR3. 
Pseudovirus entry into target cells was quantified by assaying luciferase activity in 
cell lysates. Background (culture medium), negative and positive (lab-strain) con-
trols were included in the assays.
Results: From eight study participants, 28 unique (median of 3 per participant) 
plasma-derived and 29 (median of 1.5 per participant) CSF-derived pseudoviruses 
were produced. Four of eight participants had exclusive CCR5-utilizing variants 
only in plasma and CSF, and one had a CCR5-utilizing variant that also utilized 
CCR3 in plasma and CSF. Notably, three other participants had variants which uti-
lized CXCR4 in plasma and not CSF, but one had a CXCR4-utilizing variant in both 
plasma and CSF. 
Furthermore, CCR3-utilization in combination with CXCR4 or CCR5 was identi-
fied in the plasma and CSF of these three participants.
Conclusions: Uncultured HIV-1 subtype C circulating in plasma and CSF is capable 
of utilizing more than one coreceptor for entry in advanced disease. CCR5 alone or 
in combination with CCR3 was frequently utilized in plasma and CSF of study par-
ticipants. CXCR4 usage by CSF-derived clones was infrequent. Our study shows 
that coreceptors other than CCR5 may be important for cell entry in the central 
nervous system in late stage disease. We will next explore the importance of CCR3-
utilization in ex vivo models. 

MOPEA0023
Alternative splicing of human APOBEC3G in HIV infection
P. Colson1, O. Glazunova1, I. Ravaux1, E. Baptiste1, C. Boileau1, E. Decroly2, 
C. Tamalet1, D. Raoult1 
1IHU Méditerranée Infection, Marseille, France, 2Aix-Marseille University, CNRS 
AFMB Laboratory, UMR 7257, Case 925, Marseille, France 
Presenting author email: didier.raoult@gmail.com

Background: We recently identified two individuals seemingly cured of HIV. 
Indeed, they exhibit confirmed HIV-seropositivity since 30 and 5 years, respec-
tively, but kept normal LT-CD4-counts and had no HIV-related illness despite they 
never received antiretrovirals. In addition, they persistently displayed undetectable 
plasma HIV-RNA and PBMC HIV-DNA with standard assays, while HIV culture 
was negative. Scarce short PBMC HIV-DNA sequences were only laboriously 
obtained using hundreds of nested-PCR and next-generation sequencing. These 
sequences showed a high level of gene inactivation by G-to-A mutations generating 
stop-codons. As this is a signature of deamination by human-APOBEC3G, we se-
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quenced APOBEC3G-mRNA from the blood of these two patients to gain a better 
understanding of their infection outcome.
Methods: RNA was extracted from plasma using the EZ1-Virus Mini kit (Qiagen). 
Reverse transcriptase-PCR amplification and Sanger population sequencing were 
performed by in-house protocols. Next-generation sequencing was performed on 
two HIV-DNA fragments overlapping APOBEC3G gene exons 2-6 and 2-7 using 
Illumina paired-end technology on MiSeq instrument.
Results: Sequences corresponding to APOBEC3G-mRNA obtained from the two 
patients showed presence of the complete form (1,132 nucleotides generated from 
8 exons). Strinkingly, three truncated isoforms were identified by Sanger sequenc-
ing, one from patient#1 (isoform1) and two from patient#2 (isoform2, isoform3). 
Isoform1 contained only five exons;exons 3-4-5 lacked. Isoform2 and isoform3 
contained only 6 exons; exon3 and exon6 were truncated and of different lengths. 
Importantly, isoform1 lacked exon3 region encoding amino-acids targeted by HIV-
Vif protein that triggers APOBEC3G degradation, whereas exon6 region encod-
ing the deamination active site was present. Regarding isoform2 and isoform3, 
they both lacked the Vif-interacting site-encoding region. Preliminary analysis of 
sequence-reads obtained by next-generation sequencing confirmed isoforms 1-3 
presence and identified several additional putative APOBEC3G-mRNA isoforms.
Conclusions: These results indicate an alternative splicing of APOBEC3G gene 
in these two patients in whom no live HIV and no full-length HIV-DNA with un-
truncated genes were retrieved. This could be notably related to APOBEC3G 
resistance to Vif-triggered degradation and enhanced APOBEC3G activity. This 
deserves additional studies of APOBEC3G gene alternative splicing and further 
characterization of sensibility to Vif and activity of these APOBEC3G isoforms. 

MOPEA0024
The role of CCR5 structural diversity in HIV infection
P. Colin1,2, Z. Zhou1,2, I. Staropoli1,2, J. Jin1,2, J. Alcami3, H. Lortat-Jacob4, 
F. Arenzana-Seisdedos1,2, A. Brelot1,2, B. Lagane1,2,5 
1Institut Pasteur, Paris, France, 2INSERM U1108, Paris, France, 3ISCIII, Madrid, 
Spain, 4IBS, Grenoble, France, 5INSERM U1043, Toulouse, France 
Presenting author email: bernard.lagane@inserm.fr

Background: CC chemokine receptor 5 (CCR5) plays a key role in innate immunity 
and HIV infection. It acts as a CD4-associated coreceptor for entry of R5-tropic 
strains of HIV-1 into CD4+ T-lymphocytes and macrophages. CCR5 interacts with 
the CD4-bound form of the HIV-1 envelope glycoprotein gp120, leading to fusion 
between the viral and host cell membranes. R5 strains of HIV-1 are preferentially 
transmitted and predominate in the asymptomatic stage of infection. Recent data 
identified that CCR5, similarly to other G protein-coupled receptors (GPCR), ex-
ists in an ensemble of structurally diverse forms at the cell surface, but how this 
affects the functional properties of the receptor and its role in HIV infection is 
not known.
Methods: We performed binding assays of envelope glycoproteins (gp120) from 
ten different R5 HIV-1 strains to CCR5-expressing cell lines and primary cells. 
Virus-cell fusion experiments were also carried out to characterize whether a link 
exists between the cellular tropism of R5 HIV-1 isolates and their ability to recog-
nize specific CCR5 populations. Finally, competition experiments of gp120 binding 
by anti-CCR5 monoclonal antibodies and site directed mutagenesis of CCR5 were 
set up to identify factors contributing to multiplicity of the CCR5 populations.
Results: Results revealed that distinct subsets of the CCR5 molecules differen-
tially bind distinct envelope glycoproteins isolated from different primary HIV-1 
isolates. The divergent binding levels of gp120 to CCR5 do not result from impaired 
binding to CD4 or incorrect folding when they are bound to CD4. The distinct 
binding capacities of these envelope glycoproteins to CCR5 are related to differ-
ential recognition of antigenically distinct populations of CCR5 and sensitivity to 
CCR5 homodimerization. Finally, the nature/quantity of the CCR5 populations to 
which the HIV-1 envelope glycoproteins may bind differs between different target 
cells and critically controls the cell tropism of R5 viruses.
Conclusions: This study sheds light on the relationship between CCR5 structural 
diversity and physiopathology of HIV-1 infection and provides important clues for 
developing future CCR5 entry inhibitors against HIV-1. 

MOPEA0025
Loss of SUN2 impairs CD4 T cell proliferation and alters 
sensitivity to HIV-1 infection in a cyclophilin A-independent 
manner
D.A. Donahue, F. Porrot, N. Couespel, O. Schwartz 
Institut Pasteur, Paris, France 
Presenting author email: ddonahue@pasteur.fr

Background: Linker of nucleoskeleton and cytoskeleton (LINC) complexes bridge 
the nucleus and the cytoskeleton in eukaryotic cells. Previously, we demonstrated 
that overexpression of the inner nuclear membrane protein and LINC complex 
component, SUN2, inhibits HIV infection between reverse transcription and 
nuclear import, and that this depends on the viral capsid. We also showed that in 
several cell lines, SUN2 silencing does not alter HIV infection. SUN2 silencing in 
primary CD4 T cells was recently reported to decrease HIV infection, which was 
suggested to result from modulation of Cyclophilin A (CypA)-dependent steps of 
HIV infection.
Methods: To better understand the role of SUN2 in HIV infection, we used len-
tiviral shRNA transduction to silence SUN2 in primary CD4 T cells from many 
donors, in which cell proliferation and health were monitored. Several HIV strains 
(lab-adapted, transmitted/founder, and non-lab-adapted) were used for spreading 
infections in these cells. Single-round infections in the presence of Cyclosporin A 
were performed to address the potential role of CypA. Analysis of viral gene ex-
pression levels was performed by flow cytometry.
Results: Consistent with previous data, we found that HIV infection of primary 
CD4 T cells is reduced upon SUN2 silencing, and we extend these results to ad-
ditional viral strains. However, we found that endogenous SUN2 was dispensable for 
the well-documented positive effects of CypA during HIV infection. Conversely, 
CypA was not required for the reduction in HIV infection observed in the absence 
of endogenous SUN2. In contrast, primary CD4 T cells lacking SUN2 exhibit a 
striking proliferation defect, as well as lower expression of activation markers and 
decreased viability. Furthermore, we found that levels of viral protein expression 
were reduced in SUN2-silenced CD4 T cells that did become infected. Future work 
will determine whether SUN2 might also act directly on the virus.
Conclusions: Our results suggest that SUN2 does not promote CypA-dependent 
steps of HIV replication. Rather, we demonstrate that SUN2 is required for ef-
ficient activation and proliferation of primary CD4 T cells. Therefore, disruption 
of these processes can explain the role of endogenous SUN2 in HIV infection of 
primary lymphocytes. 

MOPEA0026
Insights into the domains of IFITM3 involved in the negative 
imprinting of HIV-1 viral particles infectivity
R. Appourchaux1, K. Tartour1, J. Gaillard2, X.-N. Nguyen1, G. Savidis3, A. Brass3, 
P. Roingeard4, A. Cimarelli1 
1CIRI, INSERM U 1111, CNRS UMR 5308, UCBL, ENS-L, Lyon, France, 2Plateforme 
des Microscopies, PPF ASB, Université F. Rabelais et CHRU de Tours, Tours, France, 
3University of Massachusetts Medical School, Department of Microbiology and 
Physiological Systems, Worcester, United States, 4INSERM U 966, Université F. 
Rabelais et CHRU de Tours, Tours, France 
Presenting author email: acimarel@ens-lyon.fr

Background: The Interferon-induced transmembrane proteins 1, 2 and 3 (IFITMs) 
are innate defense proteins that inhibit a broad range of viruses, including HIV-1. 
Thus far, IFITMs have been associated to two distinct mechanisms of viral inhibition, 
at least in the case of HIV: the endosomal trapping of incoming viral particles by the 
pool of IFITM molecules present in target cells; the interference with the produc-
tion of infectious HIV-1 viral particles in virus-producing cells. 
In the latter, we and others have demonstrated that IFITMs coalesce with the 
structural protein Gag during virion assembly, leading to the production of virion 
particles that package IFITMs and that display a consistent infectivity defect. At 
present, it is unclear whether the physical incorporation of IFITMs into virions can 
be dissociated from the negative effects on the viral infectivity, and the domains(s) 
of IFITMs driving this defect remain poorly characterized.
Methods: Using IFITM3 as a paradigm for the IFITM family, we have examined a 
panel of point mutants spanning the entire length of the protein and we have de-
termined the effects of these mutants on both HIV-1 assembly and virion particle 
infectivity.
Results: In so doing, we have identified domains that enhance the antiviral effects 
of IFITM3, as well as domains that relieve the infectivity defect. We have then mea-
sured and correlated several parameters as quality and quantity of Envelope incor-
porated into virions, intracellular localization of IFITM mutants, cholesterol level 
changes etc to the infectivity data, to pinpoint to key parameters at the basis of the 
antiviral role of IFITMs against HIV-1.
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Conclusions: Overall our results indicate that changes in envelope maturation and 
processing are unlikely to be major determinants of the antiviral effects of IFITM3 
and that cholesterol modifications are similarly not involved in these effects. These 
and other results on the characterization of the action of IFITM3 on the production 
of infectious HIV-1 virion particles will be presented.
With the support of ANRS and Sidaction. 

MOPEA0027
Apolipoprotein E is an HIV-1-inducible restriction factor  
of HIV-1
R. Siddiqui1, S. Suzu1, R. Koba1, K. Kawano1, M. Yasuda-Inoue1, S. Matsushita1, 
K. Shimotohno2, Y. Ariumi1 
1Kumamoto University, Center for AIDS Research, Kumamoto, Japan, 2National 
Center for Global Health and Medicine, Research Center for Hepatitis and 
Immunology, Ichikawa, Japan 
Presenting author email: ariumi@kumamoto-u.ac.jp

Background: Apolipoprotein E (ApoE) is a secretory protein that plays an impor-
tant role in various biological processes, including lipid metabolism, cardiovascular 
diseases, Alzheimer’s disease, immunoregulation and HCV infection. ApoE has 
three major isoforms, ApoE2, ApoE3 and ApoE4 with isoform-specific functional 
properties and is produced by liver and macrophages. Notably, we noticed that 
HIV-1 infection specifically and strongly induces endogenous ApoE expression in 
primary human monocyte-derived macrophages by micro array and Western blot 
analysis. Therefore, ApoE might affect life cycle of HIV-1.
Methods: To test this possibility, we first analyzed the HIV-1 kinetics in ApoE 
knockdown primary human macrophages. Then, we performed the overexpression 
study of ApoE. 293T cells were co-transfected with ApoE-expressing plasmid and 
HIV-1 molecular clone (R9, NL4-3, JR-FL, and AD8) and we examined the HIV-
1 replication and HIV-1 infectivity in their culture supernatants. Furthermore, we 
observed subcellular localization of HIV-1 proteins and ApoE.
Results: We observed that HIV-1 production is enhanced in the ApoE knockdown 
primary human macrophages, indicating that ApoE restricts HIV-1 life cycle. In 
contrast, overexpression of ApoE significantly reduced the expression levels of both 
HIV-1 capsid and envelope (Env) proteins. In this context, the HIV-1 production was 
strongly suppressed in the ApoE-overexpressing cells. Indeed, all three different 
isoforms of ApoE could suppress the HIV-1 infectivity. 
Furthermore, ApoE failed to suppress the expression level of HIV-1 capsid protein 
from HIV-1ΔEnv, an HIV-1 molecular clone lacking Env. As well, all isoforms of 
ApoE unable to suppress the expression of other virus envelope glycoprotein like 
vesicular stomatitis virus (VSV-G), suggesting that ApoE specifically targets the 
HIV-1 Env. In fact, ApoE colocalized with HIV-1 Env in cytoplasm and immunopre-
cipitation result showed that both proteins bind each other, indicating an interac-
tion of ApoE with HIV-1 Env. 
Moreover, we also observed that ApoE sequesters HIV-1 Env in early (Rab5) and 
late (Rab7) endosomes. Finally, ApoE hijacked HIV-1 Env into lysosome, a protein 
degradation site, resulting in degradation of HIV-1 Env.
Conclusions: Altogether, ApoE seems to be a novel HIV-1-inducible restriction 
factor of HIV-1 in macrophage. These findings have important implications for fur-
ther understanding of HIV-1 life cycle as well as development of novel antiretroviral 
strategies. 

MOPEA0028
A structural study of UNG2 and its interaction with the HIV 
protein Vpr
H. Kara1, S. Bouaziz1, L. Ponchon1, S. Benichou2 
1Laboratoire de Cristallographie et RMN Biologiques (LCRB) CNRS UMR 8015, Paris, 
France, 2UMR_S 1016 UMR 8104 - Institut Cochin, Paris, France 
Presenting author email: hasna.kara@etu.parisdescartes.fr

Background: Antiretroviral treatments cause the emergence of resistances and 
side effects that prompted us to look for new therapeutic targets against HIV. Vpr 
controls the integration of viral DNA into the genome of the host cell, the activa-
tion of the transcription of the LTR (long terminal repeat) and the cell cycle arrest 
in G2 phase of the host cell, which are essential steps for viral multiplication. UNG2 
is involved in DNA repair and reduces the viral genome mutations enabling it to 
evade the immune system. Vpr, by interaction with UNG2, appears to facilitate 
its ubiquitination and its degradation by the proteasome. The interaction between 
the uracil DNA glycosylase (UNG2) and the HIV-1 viral regulatory protein (Vpr), 
which has no equivalent in humans, is a potential target against HIV replication. Our 
first objectif is to understand the factors governing that interaction at the atomic 
level. Our second objective is to target that interaction with ligands that have been 
identified against Vpr.

Methods: We expressed the UNG2 in E. coli and synthesized Vpr and several of 
its fragments in order to characterize their interaction by NMR, crystallography, 
circular dichroism, and other physico-chemical methods. Peptides containing the 
WxxF motif and chemical compounds have been selected by screening against Vpr.
Results: First NMR experiments allowed us to confirm in vitro, the mode of in-
teraction between these two proteins. The same experiments carried out on the 
fragment of Vpr (containing W54) and a fragment of UNG2 (containing the WxxF 
pattern) showed similar results. Peptides containing the WxxF pattern or WW mo-
tif were studied by the two-hybrid system. One of these peptides interacts with Vpr 
and by biochemical tests, we have shown that it disrupts the interaction between 
Vpr and UNG2. On the other hand, a primary screening of a small molecules li-
brary was used to select chemical compounds, potential Vpr inhibitors and a sec-
ondary NMR screening will identify those disrupting the interaction between Vpr 
and UNG2.
Conclusions: The interaction between the two proteins was demonstrated by NMR 
and pool down, and one of the peptides containing the WxxF motif (the petide P6) 
we tested, can totally inhibit this interaction. 

MOPEA0029
Regulation of retroviral integration by RNA polymerase II 
associated factors and chromatin structure
V.N. Parissi 
CNRS, UMR 5234, Bordeaux, France 
Presenting author email: vincent.parissi@u-bordeaux.fr

Background: HIV-1 integration occurs in highly Pol II transcribed and spliced re-
gions of the chromatin thanks to the interaction between the retroviral intasome 
and the cellular tethering factor LEDGF/p75. These regions of the host genome are 
enriched in transcription and remodeling factors that are expected to modulate the 
chromatin access to the incoming intasome and its functional association with the 
targeted nucleosome.
Methods: This final step has been shown to be regulated by both intasomes and 
chromatin structure we investigated these regulation processes focusing on the 
analysis of the IN/nucleosome interaction and on the role of the cellular proteins 
associated with the Pol II transcription apparatus.
Results: We show here that histone tails are required for optimal association be-
tween HIV-1 IN and the nucleosome and efficient integration on it. Interactions 
between IN and the amino-terminal tail of human histone H4 was reported in vitro. 
Structure/function studies enabled us to identify HIV-1 IN amino-acids important 
for this interaction in the carboxy-terminal domain (CTD) of the viral protein. 
Functional analyzes confirmed the importance of this interaction for efficient rep-
lication and integration of the virus. Additionally the analysis of the role of Pol II 
associated remodeling factors on this functional association led us to found that 
FACT (facilitates chromatin transcription) complex, a chromatin remodeler associ-
ated with Pol II and recently reported to bind LEDGF/p75, can regulate the access 
to the nucleosome and histone tails to the incoming intasomes. Mechanistic studies 
indicate that FACT generates partially dissociated nucleosomes structures that are 
highly favored substrates for HIV-1 integration. This partial nucleosome dissocia-
tion decreases the chromatin density in the vicinity of the integration site and, thus, 
allows the final association between intasomes and the targeted nucleosome.
Conclusions: Consequently, our work highlights new host/pathogen interactions 
that could constitute novel and attractive targets for future potential therapeutic 
applications in addition to provide a better understanding of this crucial integration 
step of the retroviral replication. 

MOPEA0030
Autophagy does not influence HIV replication in productively 
infected dendritic cells (DCs)
C. Richetta1, P.-G. Coulon1, A. Rouers1, S. Cardinaud1, A. Urrutia1, F.P. Blanchet2, 
S. Graff-Dubois1, A. Moris1 
1CIMI U 1135, Paris, France, 2CNRS, UMR 5236, UM 1/UM 2, Centre d’Études 
d’Agents Pathogènes et Biotechnologies pour la Santé, Montpellier, France 
Presenting author email: clemence.richetta@upmc.fr

Background: Macroautophagy, thereafter referred to as autophagy, is a lysosomal 
degradation process essential for the maintenance of cellular homeostasis. Since 
few years, autophagy is emerging as an important factor of immunity. Indeed, 
autophagy can directly degrade intracellular pathogens but it is also involved in 
the regulation of both innate and adaptive immune responses. To escape from au-
tophagy degradation, several viruses have evolved strategies to inhibit or even hijack 
autophagy. In this work, we focused on Human Immunodeficiency Virus (HIV-1) 
which targets cells from the immune system such as CD4 T lymphocytes, mac-
rophages and dendritic cells (DCs). Whereas interactions between HIV and au-
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tophagy have been studied in CD4 T cells and in macrophages, it is less described in 
DCs. We previously reported that during viral entry in DCs, incoming HIV particles 
could be degraded by autophagy and that HIV-1 induces a rapid shutdown of au-
tophagy. However, involvement of autophagy during viral replication was unknown.
Methods: In this study, we analysed the impact of autophagy modulation by drugs 
or shRNA on HIV replication in productively infected DCs.
Results: We show that in DCs, the HIV Gag protein does not colocalize with the 
protein LC3, a marker of autophagosomes, suggesting that newly-produced HIV-1 
particles are not sequestrated into autophagosomes. Moreover, the induction of 
autophagy using drugs, CD46-trigerring or TLR ligands does not lead to a targeting 
of Gag in autophagosomes. The use of HIV-1 mutants lacking Env or Nef proteins 
(that have been shown to impact early and late steps of autophagosome forma-
tion, respectively) suggest that the absence of Gag uptake into autophagosomes is 
not the result of an escape mechanism developed by HIV-1. Interestingly, we also 
demonstrate that the HIV Env protein does not colocalize with autophagosomes. 
Moreover, shRNA-mediated inhibition of autophagy in DCs does not impact HIV-1 
replication and propagation.
Conclusions: Our work reveals, in DCs, two distinct phases in HIV and autophagy 
interactions: whereas viral incoming particles are targeted to autophagosomes dur-
ing viral entry contributing to the induction of cellular responses, HIV does not 
interact with the autophagy pathway after the establishment of a productive infec-
tion. 

MOPEA0031
p21 restricts HIV-1 replication in dendritic cells through the 
synergistic reduction of dNTP biosynthesis and the regulation  
of SAMHD1 antiviral activity
J.C. Valle Casuso1, A. Allouch1, A. David1, G. Lenzi2, F. Barré‐Sinoussi1, 
M. Müller‐Trutwin1, B. Kim2, G. Pancino1, A. Sáez‐Cirión1 
1Institut Pasteur, Virology, Paris, France, 2Center for Drug Discovery, Emory University 
School of Medicine, Department of Pediatrics, Atlanta, United States 
Presenting author email: jose-carlos.valle-casuso@pasteur.fr

Background: Dendritic cells (DCs) play a key role in the induction of immune re-
sponses against HIV. Immature myeloid DCs allow HIV-1 replication, but mature 
myeloid DCs are strongly resistant to HIV infection. p21cip/waf, a cyclin-dependent 
kinase inhibitor involved in cell cycle regulation and monocyte differentiation and 
maturation, and SAMHD1 are cellular factors that regulate the size of the dNTPs 
pool and can block HIV replication in myeloid cells. We used the different HIV-1 
susceptibility of immature and mature DCs to shed light on the intermingled antivi-
ral activities of p21 and SAMHD1 and their impact on the intracellular dNTP pool.
Methods: Dendritic cells were obtained after differentiation of freshly isolated pri-
mary human monocytes in the presence of GM-CSF and IL-4. Monocytes derived 
to DCs were then cultured in the absence (immature) or the presence (mature) 
of IFNγ, CD40L with a His‐tag and His6x. mRNAs of the genes of interest were 
quantified by qRT-PCR and proteins by western blot under different experimental 
conditions. Intracellular dNTP concentrations were measured with a single-nucle-
otide incorporation assay.
Results: We found that the inhibition of HIV-1 replication in mature DCs was re-
lated to a strong increase in the expression of p21. p21 decreased the size of the 
intracellular dNTP pool by suppressing several enzymes involved in dNTP synthesis 
(i.e., RNR2, TYMS, and TK-1). In parallel, we show that p21 prevented SAMHD1 
phosphorylation and promoted SAMHD1 antiviral activity. Both activities were 
complementary and differently contribute to block HIV-1 replication. The antiviral 
activity of SAMHD1 in our primary cell model appeared to be, at least partially, 
independent of its dNTPase activity. The reduction in the pool of dNTPs in DCs was 
rather due to p21-mediated suppression of dNTP biosynthesis.
Conclusions: This study shows that p21 expression resulted in conditions that al-
lowed the effective inhibition of HIV-1 replication in DCs through complementary/
synergistic mechanisms affecting differently dNTPs synthesis and the phosphory-
lation of SAMHD1. Overall our results point to p21 as key regulator of HIV infec-
tion in myeloid cells. 

MOPEA0032
Expression of native HIV-1 antisense protein (ASP) in 
chronically infected T cells (ACH-2) following stimulation  
with TNF-α
A. Mancarella1, E. De Crignis2, G. Corradin3, C. Fenwick1, G. Pantaleo4, 
C. Graziosi1 
1Centre Hospitalier Universitaire Vaudois (CHUV), Medicine, Epalinges, Switzerland, 
2Erasmus Medical Center, Biochemistry, Rotterdam, Netherlands, 3Université de 
Lausanne, Biochemistry, Epalinges, Switzerland, 4Centre Hospitalier Universitaire 
Vaudois (CHUV), Medicine, Lausanne, Switzerland 
Presenting author email: antonio.mancarella@chuv.ch

Background: HIV-1 Antisense protein (ASP) is an antisense (-2) open reading 
frame encoding for a highly hydrophobic protein of 20 kDa encompassing Env at 
the junction of gp120-gp41. Existence of ASP was initially suggested by Miller in 
1988 and ASP transcripts demonstrated shortly thereafter. Expression of recom-
binant ASP has been widely shown in various cell lines, although its cellular localiza-
tion remains controversial. In this study we report expression of native ASP in the 
membrane fraction of TNF-α-stimulated ACH2, a T cell line chronically infected 
with HIV-1HXB2.
Methods: ACH2 cells and their uninfected counterpart A301, were stimulated with 
recombinant TNF-α at intervals of 12h and up to 72h. Cells were lysed and the pro-
teins from the membrane and cytoplasmic cell fractions separated by SDS-PAGE 
and analyzed by Western blot using ACH-2-derived anti-ASP polyclonal antibody. 
Western blot competition assay was performed with synthetic ASP peptide in the 
membrane fraction of both ACH2 and A301 at 48h post TNF-α stimulation.
Results: A band similar in size to ASP (20 kDa) was reproducibly observed in the 
membrane fraction of TNFα-stimulated ACH2 using anti-ASP polyclonal anti-
body. In contrast, no band was observed in A301. The intensity of the 20 kDa band 
increased in a time-dependent manner up to 48h post TNF-α stimulation. In ASP 
peptide competition assays, the 20 kDa band was specifically competed out by free, 
soluble ASP peptide. In contrast, it could be clearly observed in ACH2 in absence 
of competition. No band could be observed in A301 with or without competition.
Conclusions: Our data indicate that anti-ASP antibodies recognize a band of 20 
kDa, the ASP expected molecular weight. Detection of this protein by anti-ASP 
antibodies and its presence only in ACH2 clearly indicate its specificity for HIV, 
whereas its finding only in the membrane fraction is in good agreement with the hy-
drophobic nature of the ASP protein as predicted by bioinformatic analysis. Finally, 
the 20 kDa band was inhibited by free ASP peptide, suggesting that this protein is 
indeed ASP. Further experiments to formally prove the identity of the 20 kDa band 
and its cellular localization are on the way. 

MOPEA0033
Inhibition of HIV-1 gene transcription by KAP1: a new CTIP2 
interactant
A. Ait Ammar1, V. Gautier2, C. Van Lint3, C. Schwartz4, O. Rohr4 
1Strasbourg University, EA7292, DHPI, Institut de Parasitologie et Pathologies 
Tropicales, Strasbourg, France, 2University College Dublin (UCD), Centre for Research 
in Infectious Diseases (CRID), School of Medicine and Medical Science (SMMS), 
Belfield, Ireland, 3Université Libre de Bruxelles (ULB), Service de Virologie Moléculaire, 
Institut de Biologie et de Médecine Moléculaires (IBMM), Gosselies, Belgium, 
4Strasbourg University, EA7292, DHPI, Institut de Parasitologie et Pathologies 
Tropicales, 3 rue Koeberlé, Strasbourg, France 
Presenting author email: amina.aitammar@gmail.com

Background: HIV-1 post-integrative latency generates reservoirs which prevent 
the eradication of the virus with the current therapies. We have demonstrated 
that the transcriptional co-repressor CTIP2 recruits multi-enzymatic complexes 
to promote the establishment and the persistence of HIV-1 latency in microglial 
cells (Marban et al., 2007), the major viral cellular reservoir in the central nervous 
system. The control of the HIV-1 Tat transactivator is crucial to the persistence of 
these long-life reservoirs (Cherrier et al., 2013).
Methods: In the present work, the protein partners of CTIP2 were investigated. 
Nuclear protein extracts from HEK cells expressing Flag-CTIP2 were submitted 
to immunoprecipitation using an anti-Flag antibody. Co-immunoprecipitated pro-
teins were identified by quantitative mass spectrometry. KAP1, a newly identified 
partner of CTIP2, has been studied for its function on the control of HIV-1 gene 
transcription by classical methods: Luciferase assays, co-immunoprecipitation as-
says, SDS-PAGE and Western blot analysis.
Results: 888 proteins interacting with CTIP2 (p <0.05) were identified, including 
the transcriptional regulatory factor, KAP1 / TRIM28. KAP1 has been shown to 
control viral gene expression and viral latency of KSHV, Murine Leukemia Virus 
(MLV) and human T-cell lymphotropic virus-1 (HTLV-1) (Chang et al., 2009; Wolf 
et al., 2008a, 2008b).
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We found that the transcriptional repressor KAP1 contributes to HIV-1 gene si-
lencing by repressing the initiation and the Tat-dependent steps of the viral gene 
transcription.
Moreover, we report that KAP1 cooperates with CTIP2 to silence HIV-1 gene 
transcription and the viral expression. KAP1 functions are closely linked to SUMO-
mediated post-transcriptional regulations. Our results suggest that KAP1 induces 
Tat degradation via a SUMO-sensitive pathway. Indeed, favoring SUMOylations 
promotes Tat association with KAP1 and the resulted degradation. Logically, over-
expressing the SUMO protease SENP1, abrogates KAP1-mediated degradation of 
Tat.
Conclusions: Altogether, our results suggest that KAP1 contributes to the establish-
ment and the persistence of the latently infected HIV-1 reservoirs. Nevertheless, 
these results suggest that targeting the SUMO pathways may be a new field of in-
vestigation to develop new classes of Latency Reversing Agents for cure strategies. 

MOPEA0034
Translational regulation of APOBEC3G mRNA by Vif requires 
its 5’UTR and contributes to restoring HIV-1 infectivity
S. Guerrero1, C. Libre1, J. Batisse1, G. Mercenne1, D. Richer1, G. Laumond2, 
T. Decoville2, C. Moog2, R. Marquet1, J.-C. Paillart1 
1CNRS - Université de Strasbourg, Architecture et Réactivité de l’ARN, Strasbourg, 
France, 2INSERM UMR 1109 - Université de Strasbourg, Laboratoire d’Immuno 
Rhumatologie Moléculaire, Strasbourg, France 
Presenting author email: jc.paillart@ibmc-cnrs.unistra.fr

Background: The HIV-1 requires the concerted contribution of many cellular fac-
tors to achieve efficient replication. Similarly, mammalian cells express a set of pro-
teins called restriction factors to suppress viral replication. Among these factors, 
the family of APOBEC3 (A3) proteins and in particular A3G and A3F are the most 
efficient against HIV-1. They belong to a large family of cytidine deaminases that 
catalyze the deamination of cytidines to uridines during retrotranscription. The an-
tiviral activity of A3G/F is counteracted by the HIV-1 Vif protein. Vif significantly 
reduces their expression in cell and their incorporation into viral particles by 
1) recruiting an E3 ubiquitin ligase complex to induce their degradation by the pro-
teasome, and; 
2) regulating their translation. Up to now, mechanisms by which Vif regulates the 
translation of A3G are unknown.
Methods: We tested the importance of the untranslated regions (UTRs) of A3G 
mRNA in the translational inhibition. HEK293T cells were transfected with wild-
type and mutated constructions of A3G mRNAs in presence or absence of Vif. 
These experiments were also performed with proteasome inhibitors in order to dis-
tinguish the proteasomal degradation from the translational inhibition.
Results: Although the translation of wild-type A3G mRNA is significantly reduced 
by Vif, the deletion of its 5’UTR suppressed its regulation by Vif, suggesting the 
importance of this region for translational repression. Moreover, its replacement 
by heterologous 5’UTRs prevents translation inhibition. Within this 5’UTR, the two 
distal stem-loops are required for the inhibition. Interestingly, we found that A3G 
is also translationally regulated by Vif in HIV-1 chronically infected lymphoid cells 
(H9). This effect of Vif on A3G translation is conserved amongst HIV-1 isolates, 
whereas CBF-b an essential factor in Vif-induced A3G proteasomal degradation 
does not seem to be required. Finally, we observed a strong correlation between the 
level of A3G protein translation in cell, their incorporation into viral particles, and 
the infectivity of released virions.
Conclusions: Experiments are in progress to identify with precision the mecha-
nisms and partners of A3G translational regulation. Regulating the translation of 
A3G could thus be considered as a new target to restore a functional expression of 
A3G and viral restriction. 

MOPEA0035
TILRR is a potential enhancer of inflammation and HIV-1 
vaginal infection through interacting with NFκB signaling 
pathway
M. Kashem1,2, P. Lacap2, H. Li1,2, W. Omange1,2, N. Toledo1,2, F. Plummer1,3, 
M. Luo1,2 
1University of Manitoba, Medical Microbiology and Infectious Diseases, Winnipeg, 
Canada, 2National Microbiology Laboratory, National HIV and Retrovirology 
Laboratory, Winnipeg, Canada, 3National Microbiology Laboratory, Winnipeg, Canada 
Presenting author email: kashemm@myumanitoba.ca

Background: TILRR (Toll like IL1 Receptor Regulator), a transcript variant of 
FREM1, is a novel regulatory component, which stimulates host defense against 
infection through binding to IL-1R1 and TLR complex and enhancing the recruit-
ment of MYD88 in the Ras-dependent NFκβ signal transduction pathway. Our 

previous study identified FREM1 as a novel candidate gene in correlation with HIV-1 
resistance/susceptibility in the Pumwani Sex worker cohort. In this study, we in-
vestigated the effect of TILRR on the global gene expression profile of the NFκB 
signaling pathway by over-expressing it into human cell lines.
Methods: TILRR was overexpressed in HeLa and VK2 cells using eGFP tagged 
plasmid construct. Transfection efficiency was confirmed by Confocal microscopy 
and Flow cytometry. TILRR RNA overexpression was confirmed by qRT-PCR and 
Western blot analysis. The effect of TILRR on the expression of 84 genes linked 
to NFκB pathway was subsequently investigated by qRT-PCR. Conditioned me-
dia were also tested for the protein level expression of important pro- and anti-
inflammatory cytokines/chemokines using Bioplex multiplex cytokine/chemokine 
bead assay.
Results: Overexpression of TILRR significantly up-regulated 32- and 52-genes, 
as well as down-regulated 15- and 4-genes in IL-1β treated and non-treated cells, 
respectively. We observed that most of the pro-inflammatory cytokine/chemokine 
encoded genes, like IL-1β, IL-6, TNFα, and IL-8 (chemokine) were significantly in-
creased at mRNA level expression. We further noticed that cytokines/chemokines, 
those were assessed for mRNA level expression by qRT-PCR, were also increased 
at the protein level expression in conditioned media using multiplex bead assay. 
Data described here are the representative of three independent experiments us-
ing female genital tract cell lines, which suggest a potential link of TILRR in HIV-1 
vaginal infection through enhancing the NFκB and inflammatory responses.
Conclusions: Although how TILRR influence the expression of these genes needs 
to be further studied, our study is the first to show that TILRR may influence the 
expression of genes directly involved in HIV-1 infection in addition to its role in 
enhancing NFκB and inflammatory responses. NFκB and inflammatory response 
pathways are extremely important in HIV-1 transmission; therefore, further study 
of the role of TILRR may identify novel intervention targets and strategies against 
HIV-1 vaginal infection. 

MOPEA0036
HIV-1 Vpr counteracts CTIP2-mediated cellular response  
to viral infections
F. Forouzanfar1, S. Ali2, H. El Mekdad1, A. Ait-Ammar1, C. Van Lint3, C. Schwartz1, 
O. Rohr1 
1University of Strasbourg, Strasbourg, France, 2University of Faisalabad, Faisalabad, 
Pakistan, 3Université libre de Bruxelles, Gosselies, Belgium 
Presenting author email: olivier.rohr@unistra.fr

Background: Mammals have developed innate and acquired immune responses to 
combat infections. Several host factors such as APOBEC3G, Tetherin, TRIM5a 
or SAMHD1 have been described to restrict HIV-1 expression. Interestingly, none 
of them targets the transcription step of the viral life cycle. We have previously 
reported that the cellular transcription factor CTIP2 contributes to the establish-
ment and the persistence of HIV-1 post-integration latency. CTIP2 restricts HIV-1 
gene transcription by recruitments of multi-enzymatic complexes at the viral pro-
moter. Since CTIP2 is widely expressed in HIV-1 target cells, we investigated how 
the virus counteracts this transcriptional block to allow its expression in permissive 
cells.
Methods: Microglial and T cell lines have been used to study the molecular mecha-
nisms underlying the HIV-1 counteractions of CTIP2 functions. Classical but fo-
cused and complementary methods have been used to investigate the functional 
and biochemical interplays between the response of the host cells and the role of 
the viral factors.
Results: We report that CTIP2 expression is favored by interferon treatments mak-
ing this transcription factor a contributor of the innate cellular response against viral 
infections. HIV-1 infection induced a biphasic control of CTIP2 expression. CTIP2 
was overexpressed at early time points and reduced during the productive phase of 
the viral expression. Since the overexpression of CTIP2 resulted from an interferon 
sensitive increase of CTIP2 mRNA, the reduced expression of CTIP2 resulted from 
a degradation of the protein through the proteasome pathway. We report that the 
viral accessory protein Vpr promoted this degradation through the association of 
CTIP2 with the CULL4-DDB1-DCAF1 complex. Vpr induced the degradation of 
CTIP2 and of its associated-chromatin modifying enzymes at the HIV-1 promoter. 
These events favor an efficient HIV-1 gene transcription and the subsequent viral 
replication.
Conclusions: Our results suggest that the transcriptional repressor CTIP2 contrib-
utes to the cellular response against HIV-1 infections. In HIV-1 permissive cells, 
the virus counteracts this cellular restriction through a Vpr-mediated degradation 
of CTIP2. Through modulations of CTIP2 expression, the transcription step of the 
HIV-1 life cycle is for the first time targeted by host factors to restrict the viral 
expression and by the viral factors to counteract this restriction. 
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MOPEA0037
BRD4 inhibitor, JQ1, but not HDAC inhibitors, stimulate 
accumulation of spliced HIV RNA
T.M. Mota1,2, G. Khoury1,2, S. Li1,3, S.R. Lewin1, D.F. Purcell1,2 
1University of Melbourne, The Peter Doherty Institute for Infection and Immunity, 
Melbourne, Australia, 2University of Melbourne, Department of Microbiology and 
Immunology, Melbourne, Australia, 3Peking University, School of Life Sciences, Beijing, 
China 
Presenting author email: taliamm13@gmail.com

Background: Understanding HIV transcription is critical to developing new strate-
gies to eliminate latency. HIV Tat protein augments transcriptional transactivation 
by facilitating viral RNA elongation and splicing. Tat proteins are highly acidic and 
undergo different posttranslational modifications on lysine residues which modify 
the behaviour of Tat. We aimed to determine the effects of these lysine residues 
on HIV transcription and splicing in the presence and absence of latency reversing 
agents (LRAs), including histone deacetylase inhibitors (HDACi).
Methods: Wildtype (WT) Tat101 (AD8) was mutated by site-directed mutagenesis 
to generate K28A, K50A, K50/51A, K71A, and R53A. Expression of these mu-
tants was confirmed by Western Blot. TZM-bl cells were used to measure the effect 
of each mutant on transcriptional transactivation compared to WT Tat and lucifer-
ase expression was quantified. Effects on splicing were quantified by flow cytom-
etry using a fluorescent splicing reporter system, where unspliced transcripts ex-
pressed green fluorescent protein (eGFP) and spliced transcripts expressed dsRed. 
We transfected HEK293T cells with the reporter constructs in the presence of WT 
and mutant Tat using a panel of LRAs (vorinostat, panobinostat, JQ1, chaetocin, 
and disulfiram), DMSO and PMA.
Results: In TZM-bls, transfection of the Tat mutants K28A, K50A and K50/51A, 
and to a lesser extent, R53A, significantly reduced luciferase expression compared 
to WT, while there was no difference between K71A and WT. In the splicing reporter 
system, the impact of Tat mutations on eGFP expression (unspliced product) was 
similar to our findings in TZM-bl cells, and the addition of HDACi and JQ1 but 
not chaetocin or disulfiram, resulted in increased expression of eGFP compared to 
DMSO for all Tat mutants. In contrast, only JQ1 significantly increased the level of 
dsRed (spliced product) compared to DMSO. Finally, in the absence of Tat, JQ1 
was the only LRA to significantly increase dsRed to levels similar to wildtype Tat.
Conclusions: JQ1, a BRD4 inhibitor that promotes pTEF-b formation, drives ac-
cumulation of spliced HIV RNA, even in the presence of Tat mutants while HDACi, 
only increased the levels of unspliced HIV RNA. JQ1 may have increased potency 
as an LRA in latently infected resting T-cells where Tat levels are low. 

MOPEA0038
Generation of HIV latency reporter cell lines by targeted 
genome engineering to explore effects of proviral integration 
site choice
U.C. Lange1,2,3, T. Walther1, J.K. Bialek1, J. Hauber1,3 
1Heinrich Pette Institute, Hamburg, Germany, 2University Medical Center 
Hamburg-Eppendorf, Hamburg, Germany, 3German Center for Infection Research 
(DZIF), Hamburg, Germany 
Presenting author email: ulrike.lange@hpi.uni-hamburg.de

Background: Infection with Human Immunodeficiency Virus (HIV) leads to non-
random integration of proviral sequences into the human host genome. Irrespective 
of antiretroviral therapy, this results in a genomic burden of virus-derived sequenc-
es. It is thought that only a small proportion of these sequences code for intact, rep-
lication-competent HIV genomes. They have been claimed to be the source of a la-
tent reservoir in infected and treated individuals. In such individuals, recent reports 
highlight the existence of preferred genomic integration sites for provirus-derived 
sequences. These findings prompt the question of whether the site of genomic pro-
viral integration impacts on proviral activity or indeed if there is an effect vice versa.
Methods: T cell-derived Jurkat cells were targeted using CRISPR/Cas9 technol-
ogy to introduce an HIV-derived reporter cassette. The workflow for targeting and 
screening of clonal lines will be demonstrated.
Results: In this study, we have used targeted genome engineering to generate T 
cell-derived lines that carry an HIV-derived fluorescent reporter at defined ge-
nomic loci. These defined loci have been reported as preferred integration sites in 
HIV-infected subjects under therapy. We demonstrate thorough characterization 
of the novel reporter lines by Southern blotting, qPCR and flow cytometry and 
show how stimulation with various latency reversing agents (LRAs) affects LTR-
dependent reporter expression.
Conclusions: Our study shows how genome engineering techniques can be exploit-
ed to generate new in vitro models for HIV latency. Focusing on recurrent proviral 
integration sites found in vivo, these reporter models provide unique tools to study 
the link between genomic integration site and provirus activity. 

MOPEA0039
HIV-1 Gag interaction with Dicer and consequences on the 
miRNA processing and binding to the RNA interference 
complex
S. Alpuche-Lazcano1,2, A. Daher2, E. Rance1,2, A.J. Mouland1,2,3, A. Gatignol1,2,3 
1McGill University, Experimental Medicine, Montreal, Canada, 2Lady Davis Institute, 
Montreal, Canada, 3McGill University, Microbiology and Immunology, Montreal, 
Canada 
Presenting author email: anne.gatignol@mcgill.ca

Background: RNA interference (RNAi) is a post-transcriptional gene process in 
eukaryotes that controls cell differentiation, development, and immunity. RNAi in 
mammals occurs via micro RNAs (miRNA), which are small ~22 base pair non-cod-
ing double-stranded RNAs that hybridize to a specific target mRNA for cleavage or 
translational repression. This process requires the RNA Induced Silencing Complex 
(RISC), which is composed of Dicer, TRBP and Ago2. We and others have shown 
that HIV-1 does not shut off the RNAi pathway but, HIV-1 proteins and RNAs act 
at discrete steps. Here, we identify an interaction between the HIV-1 structural 
protein Gag and Dicer and analyze its impact on Dicer activity and miRNA selec-
tion in the RISC.
Methods: We identified an interaction between Gag and Dicer by indirect im-
munofluorescence, Proximity Ligation Assay (PLA) and co-immunoprecipitation 
(co-IP). In addition, we determined the cleavage capacity of Dicer using a catalytic 
activity assay with miRLet7-c and mir29a. Finally, we evaluate miRNAs bound to 
Dicer by using RNA immunoprecipitation and sequencing (RIP-seq).
Results: We show that Gag co-localizes with Dicer by confocal microscopy. We 
show that Dicer co-IPs with Gag in an RNA-independent fashion. By PLA we 
quantify (P< 0.001) and determine that Gag-Dicer interaction occurs mainly in 
the cytoplasm. Additionally, we developed a catalytic assay for Dicer to evaluate its 
function. Our results show that Dicer catalytic activity is not impaired by Gag for 
the amount or size of two produced miRNAs, Let7-c and miR29a. We are on the 
process of acquiring results from ongoing RIP-seq analyses to evaluate the miRNAs 
produced by Dicer in the presence of Gag.
Conclusions: We have demonstrated HIV-1 Gag interacts with Dicer. The impor-
tance of this discovery relies on the fact that pre-miRNAs must pass through Dicer 
to complete their function whether they have been produced by a canonical or non-
canonical pathway. Subtle modifications by Gag could affect miRNAs binding and 
processing by Dicer and consequently the mRNA expression. 

MOPEA0040
Microglial cells that are latently infected by HIV are activated 
by inflammatory stimuli and induce neuronal damage
D. Alvarez-Carbonell, Y. Garcia-Mesa, C. Dobrowolski, J. Karn 
Case Western Reserve University, Molecular Biology and Microbiology, Cleveland, 
United States 
Presenting author email: dxa150@case.edu

Background: The major reservoirs for HIV in the CNS are in the microglia, peri-
vascular macrophages, and to a lesser extent, astrocytes. We hypothesized that 
toll-like receptor (TLR) responses to inflammatory conditions by microglial cells 
induce latent HIV proviruses and that these activated microglial cells, in turn, are 
responsible for the neuronal damage seen in HIV-associated neurodegeneration.
Methods: Primary human cells, including cells obtained from adult brain tissue, 
were transformed with lentiviral vectors expressing a combination of SV40 T an-
tigen and hTERT. These newly developed human microglial cell lines (hµglia) were 
used to generate latently infected cells using a single-round HIV virus carrying a 
green fluorescence protein (GFP) reporter (hµglia/HIV, clones HC01 and HC69). 
Neuronal viability was assessed through time-lapse digital images recording of live 
cells, MAP-2 immunohistochemistry, and Western blot analysis.
Results: The immortalized cells have microglia-like morphology, demonstrate the 
expected migratory and phagocytic activity, express key microglial surface markers 
(CD11b, TGFβR, and P2RY12), and have RNA expression profiles characteristic of 
primary microglial cells. The inflammatory cytokines TNF-α and IL-1β stimulated 
HIV transcription. Surprisingly, two TLR3 agonists, poly (I:C) and bacterial ribo-
somal RNA (rRNA) also potently reactivated HIV in hµglia/HIV cells using a previ-
ously unreported mechanism mediated by IRF3. The selective induction of IRF3 
by poly (I:C) was confirmed by chromatin immunoprecipitation (ChIP) analysis. 
LPS (TLR4 agonist), flagellin (TLR5 agonist), and FSL-1 (TLR6 agonist) reactivated 
HIV to a lesser extent through transient NF-κB induction. Pam3CSK4 (TLR2/1 
agonist) and HKLM (TLR2 agonist) only weakly reversed HIV latency. When 
LUHMES cells or mouse primary neurons were co-cultured with HIV infected mi-
croglia, extensive neurodegeneration was observed as shown by the significantly 
reduced MAP-2 staining of neuronal axons (dendritic damage), decreased level of 
synaptophysin, GluR1 AMPA and synaptophysin (synaptic damage), and increased 
levels of phosphor-Tau (neuronal microtubules damage).
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Conclusions: The cell lines developed and rigorously characterized will provide an 
invaluable resource for the study of HIV infection in microglial cells. Since HIV pa-
tients characteristically have chronic inflammation due to the release of microbial 
components into the circulation, the TLR responses that we have documented are 
likely to contribute to CNS-disease progression. 

MOPEA0041
A single-cell method to detect early activation of the latent  
HIV provirus
J.P. Svensson 
Karolinska Institutet, Biosciences and Nutrition, Huddinge, Sweden 
Presenting author email: peter.svensson@ki.se

Background: The reservoir of latently infected cells is the main obstacle to cure 
HIV. The cellular mechanisms that are responsible for the initial activation and tran-
scriptional elongation of the latent provirus remain unclear. To better understand 
the factors that affect the proviral activation in the heterogenous population of the 
latent reservoir, there is a need for new tools.
Methods: We have developed a technique to identify early proviral activation in 
single cells. The technique relies of detection of proximity of a single viral Tat pro-
tein to the HIV promoter in an engineered Jurkat-derived cell model.
Results: We are able to detect early activation in a sensitive and robust manner 
without increasing the background signal relative to standard assays. The results 
were compared to a J-lat model, 5A8, with a latent reporter HIV-GFP contruct. 
Up to three-fold higher activation were observed using our technique compared to 
the GFP signal in the same cell. The signal for activated provirus could be detected 
a few hours after stimulation of T-cell receptor signaling.
Conclusions: This technique can be used to delineate the cellular pathways that 
promote or restrict proviral activation. 

MOPEA0042
The nuclear pore orchestrates HIV-1 nuclear import and sculpts 
the chromatin landscape near integration sites
I. Cifola1, M. Severgnini1, G. Blanco-Rodriguez2, P. Souque2, P. Charneau2, 
F. Di Nunzio2 
1ITB-CNR, Milan, Italy, 2Pasteur Institute, Paris, France 
Presenting author email: dinunzio@pasteur.fr

Background: Nuclear pore complexes (NPCs) are dynamic structures embedded in 
double lipid layer of the nuclear envelope, which act as guardians of nucleocytoplas-
mic transport, genome organization, genome stability and gene expression regula-
tion. Some of these cellular functions orchestrated by NPCs are usurped by viruses 
that replicate in the nucleus. In recent years, research regarding multiple aspects 
of the early steps of HIV-1 life cycle highlights dynamic and concerted mechanisms 
between viral components, NPC, chromatin state. Recently, we unraveled the dis-
tinct roles of two nuclear basket Nups, Nup153 and Tpr, in HIV-1 infection. We 
observed that Nup153 participates in HIV-1 nuclear import, while Tpr maintains a 
chromatin environment favorable for HIV-1 replication.
Methods: We generated stable knockdown cells using lentivectors carrying shRNA 
specific for a single nucleoporin and using HIV-1 mutants. We analyzed HIV-1 inte-
gration sites by high throughput pyrosequencing and RNA sequencing. Functional 
enrichment analysis has been performed using DAVID and ToppGene Suite, both 
including defined gene sets for Gene Ontology categories and biological pathways 
like KEGG.
Results: We investigate how critical is the passage through the NPC for HIV-1 
replication and if the pore is the exclusive pathway used by the virus to reach the 
chromatin. To understand whether HIV-1 integration sites in particular chroma-
tin regions depends on the NPC passage we performed high throughput pyrose-
quencing in different viral conditions. We observe divergences in the distribution 
of integration sites in host chromatin regions and in particular chromatin features. 
Bioinformatics analysis show changes in cluster of genes involved in cell cycle, DNA 
repair and transcription. We previously observed that cells depleted for Tpr have a 
defect in HIV genes expression. In order to identify cluster of genes that could be 
involved in viral silencing due to the absence of Tpr, we compare the transcription 
level of 36,064 genes on Tpr depleted Jurkat cells vs control cells infected and not 
with HIV-1.
Conclusions: Taken together these results could help the comprehension of how 
Nups, chromatin factors and genes are concerted to orchestrate HIV-1 replication. 
Nucleoporins may be another “cellular code” for specifying HIV-1 fate through the 
underlying chromatin. 

MOPEA0043
Host factors associated to control of HIV-reservoir in elite 
controller patients
M. García1,2, L. López-Fernández3, P. Mínguez4, S. Morón-López5, 
J.C. López-Bernaldo6, A. Benguría7, M. Górgolas8, A. Cabello8, M. Fernández8, 
F.J. De la Hera8, V. Estrada9, C. Barros10, C. Restrepo1,2, M.I. García3, 
J. Martínez-Picado5, J.M. Benito1,2, N. Rallón1,2 
1Instituto de Investigación Sanitaria-FJD, UAM, Madrid, Spain, 2Hospital Universitario 
Rey Juan Carlos, Móstoles, Spain, 3Hospital General Universitario Gregorio Marañón, 
Unidad de Farmacogenética, Madrid, Spain, 4Instituto de Investigación Sanitaria-FJD, 
UAM, Área de Investigación en Genética y Genómica, Madrid, Spain, 5AIDS Research 
Institute IrsiCaixa, Badalona, Spain, 6Hospital General Universitario Gregorio 
Marañón, Madrid, Spain, 7CNIC, Unidad de Génomica, Madrid, Spain, 8Hospital 
Universitario Fundación Jiménez Díaz, Madrid, Spain, 9Hospital Universitario Clínico 
San Carlos, Madrid, Spain, 10Hospital Universitario de Móstoles, Móstoles, Spain 
Presenting author email: marcial_g_a@hotmail.com

Background: Latency remains the biggest barrier to HIV eradication. Elite con-
troller (EC) patients, who are able to spontaneously control viral replication, could 
have molecular mechanisms against HIV-reservoir. In this study, we seek for cor-
relates of HIV reservoir control in the CD8-T cells and resting memory CD4-T cells 
(TRM) transcriptional profile of these patients.
Methods: Thirty HIV-patients were included according to plasma viral load (pVL) 
and cART status: 10 EC (pVL< 50 without cART); 10 TX (pVL< 50 on cART); 10 TP 
(pVL>50 without cART). Ten healthy controls (HC) were also included. HIV res-
ervoir size was analyzed measuring cell-associated total HIV-DNA by digital drop-
let PCR in TRM cells. Transcriptional profile of purified CD8 and TRM cells was 
analyzed with human whole genome Agilent microarray platform. Limma test was 
used for the analysis of genes with differential expression; genes were considered 
significant with false discovery rate (FDR) below 0.05 (P< 0.05).
Results: The smallest HIV reservoir size was seen in EC among HIV-patients (p< 
0.0001). CD8 T-cells transcriptional profile revealed that HIV induces deregula-
tion of 5153 genes in TP patients; viral suppression with cART (TX patients) led 
to a normalization with only 24 genes differentially expressed compared to HC. 
Surprisingly, EC had 368 genes differentially expressed compared to HC, many 
of these related to immune response. Otherwise, TRM cells transcriptional profile 
revealed 256 genes differentially expressed in EC but not in TX compared to TP. 
Again, many of these were related to immune system, and interestingly some were 
associated to infection control: MICA (fold change 3.38 EC vs. TP; p=0.04) a NK 
cell-activating ligand, and CD96 (fold change 4.39 EC vs. TP; p=0,006) a 
T cell-specific receptor.
Conclusions: EC patients present a better control of proviral HIV-DNA in TRM 
cells, the main component of cellular HIV reservoir. Interestingly, both CD8 T-cells 
and TRM cells transcriptional profiles reveal molecular mechanisms specifically as-
sociated to the status of EC and potentially involved in the better control of reser-
voir size observed in these patients, and different to those potentially associated to 
control throughout treatment. These data provide important findings to improve 
clinical strategies that could help to achieve HIV remission. 

MOPEA0044
Peripheral T follicular helper cells make a difference  
in HIV reservoir size between elite controllers and patients  
on successful ART
M. García1,2, A. Cabello3, M. Górgolas3, C. Restrepo1,2, M. Montoya4, V. Estrada5, 
F.J. De la Hera3, C. Barros6, M. Fernández3, J.C. López-Bernaldo7, J. Ligos4,  
J.M. Benito1,2, N. Rallón1,2 
1Instituto de Investigación Sanitaria-FJD, UAM, Madrid, Spain, 2Hospital Universitario 
Rey Juan Carlos, Móstoles, Spain, 3Hospital Universitario Fundación Jiménez Díaz, 
Madrid, Spain, 4CNIC, Celomics Unit, Madrid, Spain, 5Hospital Universitario Clínico 
San Carlos, Madrid, Spain, 6Hospital Universitario de Móstoles, Móstoles, Spain, 
7Hospital General Universitario Gregorio Marañón, Madrid, Spain  

Background: HIV latency is the main barrier to HIV eradication. At cellular level, 
long-term persistent virus has been mainly described in resting memory CD4+ 
T-cells. Recently, peripheral T follicular helper (pTfh) cells have taken a prominent 
role in HIV persistence. 
Herein, we analyzed the HIV reservoir size in memory CD4+ T-cell subsets in pa-
tients with HIV replication control.
Methods: Twenty HIV-infected patients were included according to plasma viral 
load and ART status: 10 elite controller (EC) and 10 treated (TX) patients. Size of 
HIV reservoir was analyzed by ultrasensitive digital droplet PCR assay to measure 
total cell-associated HIV-DNA in resting memory CD4+ T-cells, peripheral T fol-
licular helper cells and non-peripheral T follicular helper cells. Inter-group and intra-
group differences were tested using non-parametric tests.
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Results: Compared to TX patients EC patients had lower reservoir size in resting 
memory CD4+ T-cells (p=0.059) and in pTfh cells (p=0.025), but not in non-pTfh 
cells (p=0.17). Moreover, pTfh and non-pTfh cells harbored similar levels of HIV 
reservoir both in EC (p=0.60) and in TX patients (p=0.17).
Conclusions: Our data shows that compared to patients on successful ART, Elite 
Controller patients have a lower HIV reservoir size in memory CD4+ cells, and this 
is consequence of the HIV-DNA content in pTfh cells, a population of memory cells 
with a pivotal role in anti-viral immune response, suggesting a potential link between 
low level of infection of pTfh cells and ability of EC to spontaneously control HIV 
replication. 

MOPEA0045
HIV-1 integration sites reveal heterogeneity in the latent 
population and explain the limited induction of latent proviruses
E. Battivelli1,2, M.S. Dahabieh1,2, M. Abdel-Mohsen3,4, P. Svensson5, 
I. Tojal Da Silva6, L. Cohn6, A. Gramatica1,2,7, S. Deeks2, W. Greene1,2,7, 
M.C. Nussenzweig6, S. Pillai3,4, E. Verdin1,2 
1Gladstone Institutes, GIVI, San Francisco, United States, 2University of California 
San Francisco, Department of Medicine, San Francisco, United States, 3University 
of California San Francisco, San Francisco, United States, 4Blood Systems Research 
Institute, San Francisco, United States, 5Karolinska Institutet, Department of 
Biosciences and Nutrition, Huddinge, Sweden, 6The Rockefeller University, Laboratory 
of Molecular Immunology, New York, United States, 7University of California San 
Francisco, Department of Cellular and Molecular Pharmacology, San Francisco, 
United States 
Presenting author email: emilie.battivelli@gladstone.ucsf.edu

Background: Current antiretroviral therapy (ART) does not allow for the eradica-
tion of the human immunodeficiency virus (HIV) due to the presence of latent 
proviruses in rare, long-lived resting CD4+ T cells. The main research efforts to 
eliminate the viral reservoir are focused on the use of latency reversing agents 
(LRAs) to force the reactivation of the latent provirus, while maintaining ART to 
prevent de novo infections. Subsequently, reactivation of HIV expression would kill 
reservoir cells via viral cytopathic effects and/or immune clearance (“shock and kill” 
strategy). So far, no LRAs tested in clinical trials have succeeded in reducing the 
viral reservoir.
Methods: We used an improved dual-fluorescent HIV reporter (GKO), which dis-
tinguishes productively infected cells from the latent population, to investigate the 
efficacy of the “shock and kill” strategy. In addition, GKO provides a unique op-
portunity to: 
(1) explore the impact of HIV integration site specificity on the fate of the infec-
tion, and to; 
(2) characterize the inducible subpopulation of latently infected cells, since it al-
lows the isolation of inducible latent and non-inducible latent populations from the 
productively infected majority.
Results: We first showed that our patients’ data was consistent with previously pub-
lished studies. However, we found that at most 5% of GKO latent proviruses were 
reactivated, and that these reactivated cells were resistant to virus-induced cyto-
pathic effects, thus preventing their elimination. Moreover, the analysis of HIV-1 
integration sites from productively, non-inducible and inducible latently infected 
populations reveals heterogeneity within the latent infections. In contrast to non-
inducible latent infections, the integration sites of inducible latent proviruses have 
similar features to those of productive proviruses, thus demonstrating a prominent 
role for the site of integration and its chromatin context for the fate of the initial 
infection as well as for latency reversal.
Conclusions: Our study shows an important roadblock for the “shock and kill” 
approach to reservoir eradication. Differences between reactivatable and perma-
nently latent reservoir cells suggest that complete reservoir reactivation and eradi-
cation with LRAs may prove impossible, and that a multipronged “functional cure” 
approach may be necessary. 

MOPEA0046
HIV reservoir size and composition, after antiretroviral 
treatment initiation, is related to HIV-specific CD8+ T-cell 
responses developed during primary HIV infection
Y. Ghiglione1, C. Trifone1, J. Salido1, A. Solomon2, M.J. Ruiz1, M.L. Polo1, 
H. Salomón1, N. Laufer1,3, O. Sued3,4, S.R. Lewin2,5, G. Turk1 
1Universidad de Buenos Aires. Consejo Nacional de Investigaciones Científicas y 
Técnicas. Instituto de Investigaciones Biomédicas en Retrovirus y SIDA (INBIRS), 
Buenos Aires, Argentina, 2Peter Doherty Institute for Infection and Immunity, The 
University of Melbourne and Royal Melbourne Hospital, Melbourne, Australia, 
3Hospital General de Agudos “Dr. JA Fernández”, Unidad Enfermedades Infecciosas, 
Buenos Aires, Argentina, 4Fundación Huésped, Buenos Aires, Argentina, 5Alfred 
Health and Monash University, Department of Infectious Diseases, Melbourne, 
Australia 
Presenting author email: hsalomon@fmed.uba.ar

Background: The persistence of latently infected T-cells remains the major obstacle 
to cure HIV. Understanding the early events that occur after infection and establish 
HIV latency will be fundamental for potential eradication. We aimed to determine 
the relationship between CD8+ cytotoxic T lymphocyte (CTL) function and HIV 
persistence on antiretroviral therapy (ART).
Methods: Twenty-one individuals were enrolled during acute/early HIV infection 
(median 2 month post-infection, mpi) and started ART within 12 mpi. Blood sam-
ples were obtained at enrollment (baseline sample, pre-ART) and every 3 months 
(on-ART) during 2 years. Cell-associated HIV DNA and unspliced (US) RNA were 
quantitated by real-time PCR, in samples on-ART. HIV-specific CTLs were identi-
fied based on cytokines/CD107 production upon peptide stimulation. Phenotypic 
(CD45RO, CCR7, PD-1) markers were studied in baseline samples on bulk and 
HIV-specific CTLs by flow cytometry. Data was analyzed using non-parametric 
statistics
Results: HIV DNA and US RNA rapidly diminished after ART initiation, reaching a 
plateau by 30 weeks post-ART (median total HIV DNA 159 copies/106 cell equiva-
lents; unspliced (US)-RNA 14 copies/106 18S copies). HIV-specific CTLs profile at 
baseline was: 52% terminal effectors (TTE); 20% naïve-like; 13% effector memory 
(TEM) and 5% central memory. PD-1+ HIV-specific CTLs were 24.7%. Also, high 
intensity PD-1 (PD-1High) expression was measured in 1.2% CTLs.
Spearman’s correlations showed that the proportion of baseline naïve CTLs was in-
versely correlated with levels of cell-associated US-RNA measured at 12 month 
post-ART (mp-ART) (r=-0.6321, p=0.005). A higher proportion of bulk and HIV-
specific CD8+ TEM cells at baseline correlated with higher levels of US-RNA mea-
sured at 12 mp-ART (r=0.6746, p=0.002 and r=0.5752, p=0.017; respectively). 
The percentage of HIV-specific CD8+ TTE cells positively correlated with total HIV 
DNA levels at 12 mp-ART (r=0.6888, p=0.011). 
Finally, a strong positive correlation was observed between the proportion of bulk 
and HIV-specific PD-1high CTLs measured at baseline and total HIV DNA levels at 
12 mp-ART (r=0.5005, p=0.034 and r=0.7349, p=0.006; respectively).
Conclusions: Results suggest that higher proportion of terminally differentiated 
CTLs and higher CTL exhaustion are related to higher HIV reservoir size. Thus, the 
quality of early CTL immune responses may serve as a predictor of HIV persistence 
on ART. 

MOPEA0047
Urethral tissue macrophages are genuine viral reservoirs in  
HIV-1-infected individuals under suppressive antiretroviral 
therapy
Y. Ganor1, A. Sennepin1, C.A. Dutertre1,2, F. Real1, L. Xu1, D. Tudor1, 
B. Charmeteau1, A. Couedel-Courteille1, S. Marion1, A.R. Zenak1, J.P. Jourdain1, 
Z. Zhou1, A. Schmitt1, C. Capron3, E.A. Eugenin4, R. Cheynier1, M. Revol5, 
S. Cristofari5, A. Hosmalin1, M. Bomsel1 
1Cochin Institute, CNRS UMR 8104, INSERM U1016, Université Paris Descartes, 
Sorbonne Paris Cité, Infection, Immunity and Inflammation Department, Paris, 
France, 2Duke, National University of Singapore Graduate Medical School, Program 
in Emerging Infectious Disease, Singapore, Singapore, 3Ambroise Paré Hospital, 
Hematology and Immunology Service, Boulogne, France, 4Rutgers New Jersey Medical 
School, Rutgers the State University of New Jersey, Public Health Research Institute 
and Department of Microbiology, Biochemistry and Molecular Genetics, Newark, 
United States, 5Saint Louis Hospital, Plastic, Reconstructive and Aesthetic Surgery 
Department, Paris, France 
Presenting author email: yonatan.ganor@inserm.fr

Background: HIV-1 eradication, or at least functional cure, requires the elimina-
tion/reduction of the HIV-1 reservoir pool. The best-characterized HIV-1 reservoir 
resides within peripheral blood resting memory CD4+ T-cells. Yet, residual viremia 
in HIV-1-infected HAART-suppressed individuals originates not only from T-cells 



ABSTRACT BOOK • www.iAS2017.ORg 40

Monday
24 July
Poster

Exhibition

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July

41

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

40

but also from macrophages, which could therefore comprise an additional long-lived 
HIV-1 reservoir. Indeed, macrophages are tissues-resident cells that resist the cy-
topathic effects of HIV-1 infection, survive for long periods, have the capacity of 
self-renewal, and accumulate infectious virus in intracellular virus-containing com-
partments (VCCs). Moreover, latency-reverting agents (LRAs) re-activate HIV-1 
production in-vitro from both latently infected CD4+ T-cells and macrophages. 
Currently, a clear demonstration that macrophages actually comprise genuine 
HIV-1 reservoirs is lacking, as no studies showed that tissue macrophages recovered 
from HIV-1-infected HAART-suppressed individuals produce infectious virus only 
following re-activation.
Methods: Using whole penile tissues, obtained upon transgender surgery, from 
HIV-1-infected HAART-suppressed individuals with undetectable plasma viral 
loads, we evaluated whether urethral macrophages serve as a yet unrecognized cel-
lular reservoir for HIV-1. Such assumption was based on our previous results show-
ing that urethral macrophages are the first cells targeted by HIV-1 during sexual 
transmission.
Results: We found that urethral macrophages, but not urethral T-cells, contain 
HIV-1 proteins, intact virions in VCCs, RNA and R5-tropic integrated DNA. 
Moreover, in a sensitive quantitative viral outgrowth assay (sQVOA), urethral 
cells release infectious HIV-1 following stimulation with the macrophage-specific 
activator lipopolysaccharide (LPS), but not the T-cell-specific activator phyto-
haemagglutinin (PHA). HIV-1 reservoirs form preferentially in a newly identified 
subset of polarized urethral macrophages we term transitional M1/M2. Such cells 
highly express IL-1-receptor, CD206 and IL-4-receptor, but lack CD163, and are 
increased in urethral tissues from HIV-1-infected HAART-suppressed individuals. 
Finally, HIV-1 in urethral macrophages does not result from phagocytosis / inter-
nalization of T-cells.
Conclusions: Our results show for the first time that despite suppressive HARRT, 
HIV-1 persists in urethral macrophages, which can be re-activated to release infec-
tious virus. Hence, urethral macrophages are genuine HIV-1 reservoirs. These find-
ings are determinant for therapeutic strategies aimed at HIV-1 eradication. 

MOPEA0048
Stimulation of the HIV T-cell reservoir leads to expression of 
genetically intact but functionally impaired Env glycoproteins
A. Huard de Verneuil, J. Migraine, J. Dutrieux, C. Delaugerre, J.-M. Molina, 
S. Gallien, F. Mammano, A.J. Hance, F. Clavel 
Inserm U941, Hôpital Saint-Louis, Paris, France 
Presenting author email: anne.huard-de-verneuil@inserm.fr

Background: The HIV T-cell reservoir harbors only a small percentage of intact HIV 
genomes, but little is known of the functional capacity of viral proteins expressed by 
these sequences. We have focused here on the HIV envelope glycoprotein, a major 
target for the host immune response and a strong effector of HIV cytopathicity.
Methods: Resting CD4+ T-cells were collected from 4 HIV-infected subjects in 
whom viral replication had been fully suppressed by ART for more than 4 years. 
After in vitro T-cell stimulation, Env sequences were obtained from two sources : 
clonal replicative virus isolated by qVOA, and cell-associated Env mRNAs isolated 
by limiting-dilution PCR. Env sequences were cloned in a Rev-independent expres-
sion vector. Env expression was examined quantitatively by FACS flow cytometry 
and Western Blotting. Env function was tested using both a quantitative cell-cell 
fusion assay and a pseudotype infectivity assay.
Results: All qVOA-derived Envs were intact, while 26% of mRNA-derived Envs 
carried lethal mutations. Only clones with intact sequences were tested. As ex-
pected, clusters of identical sequences were seen in all 4 patients. Env diversity was 
widest in patients with longest HIV history. Env fusogenicity was highest in qVOA 
viruses, with 90% of them expressing fusion values above 50% of that of NLAD8 
control. By comparison, among mRNA-derived Envs, only 41% reached fusogenic 
levels above 50% of control, 31% had fusogenic levels below 25% of control, and 14% 
had no detectable fusion activity. Similar findings were made when Env sequences 
were expressed and tested in a pseudotype infectivity assay, with a significant cor-
relation between results from the two assays. Flow cytometry and Western-Blot 
analyses revealed that defects in Env function were essentially related to defects in 
Env expression, maturation and/or stability.
Conclusions: The discovery of apparently intact, yet functionally defective, Env se-
quences in the HIV reservoir has two implications. First, Env fusogenicity and cyto-
pathicity could be one important factor driving selection of defective HIV genomes 
in the reservoir. Second, the presence of poorly expressed and poorly functional 
Env sequences in the reservoir could preclude elimination of cells harboring these 
sequences in « kick and kill » HIV eradication attempts. 

MOPEA0049
Early initiation of antiretroviral treatment post SIV infection 
does not resolve lymphoid tissue activation
J.J. Hong1, E. Silveira2, P. Amancha3, S. Byrareddy4, S. Gumber5, K.-T. Chang1, 
A. Ansari5, F. Villinger3 
1Korea Research Institute of Bioscience and Biotechnology (KRIBB), Cheongju, 
Republic of Korea, 2University of São Paulo, São Paulo, Brazil, 3New Iberia Research 
Center, Lafayette, United States, 4University of Nebraska Medical Center, Omaha, 
United States, 5Emory University, Atlanta, United States 
Presenting author email: gowest2@hanmail.net

Background: Germinal center (GC) resident follicular helper T (TFH) cells in lym-
phoid follicles are a potential sanctuary for HIV/SIV replication. But the dynamics 
of GCs upon early initiation of antiretroviral therapy (ART) and their potential role 
in the formation of viral sanctuaries post SIV infection are not fully understood.
Methods: Sequential lymph node biopsies (n=10) were collected from SIVmac239-
infected rhesus macaques at time points corresponding to pre infection, 5 weeks 
post infection/pre ART, 6 and 12 weeks after ART initiation time points for frequen-
cies of TFH cells and the evaluation of GC scores.
Results: Post-acute SIV infection (wk 5/pre ART), modest but significant increases 
in TFH cells and hyperplastic follicles with large GCs were noted. In contrast, 6 
weeks after ART initiation, substantial increases in GC TFH cells, hyperplastic folli-
cles with large GCs and abundant local IL-21 production were observed, while levels 
of SIV RNA and DNA of lymph nodes had decreased to barely detectable values, 
as well as circulating SIV antibody producing plasmablasts. An additional 6 weeks of 
ART did not appreciably decrease GC TFH numbers or GC scores.
Conclusions: Thus, early ART rapidly control SIV replication, but not lymphoid 
activation, which may be potentially dictating the seeding and magnitude of viral 
reservoirs. 

MOPEA0050
A humanized mouse-based HIV-1 viral outgrowth assay  
with higher sensitivity than in vitro VOA in detecting latently 
infected cells from patients on ART with undetectable viral 
loads
P. Charlins1, L. Mulder1, T. Henrich2, R. Akkina1 
1Colorado State University, Microbiology, Immunology and Pathology, Fort Collins, 
United States, 2University of California, Medicine, San Francisco, United States 
Presenting author email: akkina@colostate.edu

Background: With the current emphasis on achieving a complete cure for HIV/
AIDS it is important to develop assays that can verify full viral clearance. Currently, 
in vitro viral out growth assays (VOA) are the gold standard compared to PCR 
based-tests which cannot distinguish between defective and replication competent 
viruses. However, the VOAs failed to detect latent virus in cases such as the Boston 
patients prior to treatment interruption during which virus rebounded. Thus more 
sensitive latent viral detection methods are needed.
Methods: With a goal of developing a potentially more sensitive in vivo-based VOA, 
we employed humanized mice shown to be permissiveness for HIV infection, laten-
cy and viral reactivation. Purified resting CD4 T cells were obtained from patients 
on long term ART and no detectable viral loads. These cells were first tested by 
the standard in vitro quantitative VOA (qVOA). Patient samples that gave negative 
viral outgrowth by this method were injected i/p into hu-mice and these mice were 
followed for 8 weeks to detect any viral outgrowth.
Results: Of the five in vitro VOA negative patient samples tested, four showed viral 
outgrowth in the hu-mouse based viral outgrowth assay (hmVOA) indicating its 
higher sensitivity. In positive samples, those injected with higher numbers of cells 
became virus positive sooner and in some, only mice receiving the largest numbers 
of cells showed viral outgrowth consistent with the distribution of minute levels of 
latent cells present in aviremic patients on effective ART.
Conclusions: Our results suggest that in vivo-based hmVOA is more sensitive than 
the standard in vitro qVOA in detecting the latently infected cells. The reasons 
for better sensitivity are attributed to a more physiological in vivo environment in 
present in hu-mice versus in vitro culture for the longer term cell survival as well as 
potent xenograft reaction possibly resulting in better viral induction. These find-
ings set the stage for further improvement and refinement of the hmVOA in HIV 
latency and cure research. 
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MOPEA0051
Suppressive myeloid cells of the human testicular interstitium: 
implication for HIV-1 persistence
R. Ponte1,2, F.P. Dupuy1,2, V. Mehraj1,2, F. Brimo3, P. Brassard4, M. Belanger4, 
M.-A. Jenabian5, J.-P. Routy1,2, The ORCHID Study Group 
1Research Institute of the McGill University Health Centre, Experimental Medicine, 
Montreal, Canada, 2McGill University Health Centre, Chronic Viral Illness Service, 
Montréal, Canada, 3McGill University Health Centre, Department of Pathology, 
Montreal, Canada, 4The Metropolitan Centre for Plastic Surgery, Montreal, Canada, 
5Universite du Quebec a Montreal, UQAM, Department of Biological Sciences and 
BioMed Research Centre, Montreal, Canada 
Presenting author email: ponte.rosalie@gmail.com

Background: Despite viral control in antiretroviral therapy (ART)-treated indi-
viduals, HIV persists in anatomic reservoirs. We demonstrated the presence of 
HIV DNA in the testes of individuals receiving ART. In animal models, the testis 
is described as a site of immune privilege where immune responses are suppressed, 
notably through the expression of indoleamine 2,3-dioxygenase (IDO) in macro-
phages and dendritic cells (DCs). Herein, we characterized human testicular my-
eloid cells and evaluated their immunosuppressive properties that may contribute 
to HIV persistence.
Methods: Matched testis and blood samples were collected from 9 uninfected in-
dividuals undergoing sex reassignment surgery. Peripheral blood mononuclear cells 
(PBMCs) were isolated by ficoll gradient density centrifugation and testicular cell 
suspensions were obtained by enzymatic digestion. Myeloid (mDCs), plasmacytoid 
(pDCs) dendritic cells and myeloid-derived suppressor cell (MDSCs) were assessed 
using multicolor flow cytometry. In situ localization of testicular immune cells was 
evaluated by immunostaining of frozen sections. IDO mRNA expression was quan-
tified by qPCR.
Results: Testicular cell suspensions contained 9% of leukocytes, of which 30% were 
myeloid cells. Testicular myeloid cells harbored a higher expression of MHC class 
II molecules than their peripheral counterparts (p=0.004). Immunosuppressive 
macrophages (lin- HLA-DR+ CD14+ CD163+) represented 20% of the testicular 
leukocytes. 
The majority of testicular DCs (lin- CD14- HLA-DR+) were mDCs (CD11c+), con-
trasting with rare pDCs (CD123+). MDSCs were not detected in the testis while 
representing 0.5% of PBMCs. IDO-secreting macrophages and mDCs as well as T 
cells were detected in the testicular interstitium but not pDCs. Importantly, IDO 
mRNA levels were remarkably higher in the testis than in PBMCs (p<0.001).
Conclusions: Our results show for the first time the existence of an immune privi-
lege mediated by immunosuppressive myeloid cells in the human testis, which cre-
ates a „safe harbor“ for HIV. Such findings will contribute to orient tissue-specific 
viral eradication strategies. 

MOPEA0052
Analysis of microRNA differential expression patterns during 
HIV-1 reactivation to identify new molecules involved in HIV-1 
latency
E. Rance1,2, A. Chen3, C. McCullogh1,4, M. Niu5, S. Rao1,4, A.J. Mouland1,2,4, 
A.W. Cochrane3, A. Gatignol1,2,4 
1Lady Davis Institute for Medical Research, McGill University, Montreal, Canada, 
2McGill University, Department of Experimental Medicine, Montreal, Canada, 
3University of Toronto, Department of Molecular Genetics, Toronto, Canada, 4McGill 
University, Department of Microbiology and Immunology, Montreal, Canada, 5McGill 
University, Lady Davis Institute for Medical Research, Montreal, Canada  

Background: Despite antiretroviral treatments, HIV-1 remains integrated in res-
ervoir cells. Non-productive expression after viral integration may result from 
insufficient levels of transcriptional activators, chromatin silencing, and specific 
microRNA activity etc. Indeed, some data show that microRNAs could contribute 
to the establishment of latency. Several therapeutics approaches are investigated 
to achieve HIV-1 eradication from the reservoirs by using latency-reversing agents 
(LRAs) to disrupt the latency. The use of LRAs, targeting multiple pathways com-
bined with anti-retroviral therapy may accelerate viral reservoirs exhaustion. To find 
markers and new targets of HIV-1 latency, we have analyzed microRNA/mRNA 
expression patterns during HIV-1 reactivation.
Methods: We used a HIV-1 latent model in lymphocytes, monocytes and mac-
rophages that expresses HIV-1 Gag protein fused with the Green Fluorescence 
Protein (GFP). By using Western-blot, fluorescence, cell viability assay, flow cy-
tometry and RT-qPCR we have set up and characterized the conditions for HIV-
1 reactivation. We used several LRAs including Histone deacetylase inhibitors, 
Histone Methyltransferase inhibitors, Bromodomain inhibitors, and Akt/PKC ago-
nists. Reactivated cells were sorted by FACS and the RNA expression profiles were 
analyzed by RNA Sequencing.

Results: We set up and characterized the HIV-1 latent model by using different 
LRAs. We showed that the drugs: JQ1, HMBA, Chaetocin, SAHA, prostratin 
and Disulfiram reactivate viral expression by different mechanisms. The reactiva-
tion patterns are different for each LRA and also for each cell type (lymphocytes, 
monocytes and macrophages). Based on the reactivation and the cell viability, we 
determined the best days of reactivation for each LRA and each cell type. We also 
observed that the combination of two LRAs, Prostratin and SAHA, was the best 
reactivator treatment. We then decided to use these treatments to analyse the 
RNA expression profiles. In this model, we can distinguish reactivated cells by the 
expression of GFP. We isolated the reactivated and the non-reactivated cells after 
the reactivation treatments and then purified RNAs. We are currently analyzing 
the microRNA expression profiles of the reactivated and non-reactivated cells.
Conclusions: We expect to identify novel microRNA-based latency mechanisms. 
These results will help to identify strategies to eliminate the virus from the reser-
voirs. 

MOPEA0053
Intact HIV-1 provirus is enriched in effector memory and  
HLA-DR+ memory CD4+ T cells
B.A. Horsburgh1, B. Hiener1, J.-S. Eden1,2, E. Lee1, T.E. Schlub3, 
S. von Stockenstrom4, V. Morcilla1, L. Odevall4, K. Barton1, J. Milush5, T. Liegler5, 
E. Sinclair5, R. Hoh5, E. Boritz6, D. Douek6, R. Fromentin7, N. Chomont5, 
S.G. Deeks5, F.M. Hecht5, S. Palmer1 
1The Westmead Institute for Medical Research, Sydney, Australia, 2The University 
of Sydney, School of Life and Environmental Sciences, Faculty of Science, Sydney, 
Australia, 3The University of Sydney, Sydney School of Public Health, Sydney Medical 
School, Sydney, Australia, 4Karolinska Institutet, Karolinska University Hospital, 
Department of Microbiology, Tumor and Cell Biology, Stockholm, Sweden, 5University 
of California, Department of Medicine, San Francisco, United States, 6National 
Institute of Allergy and Infectious Disease, National Institutes of Health, Human 
Immunology Section, Vaccine Research Center, Bethesda, United States, 7Université 
de Montréal, Department of Microbiology, Infectiology and Immunology, Montreal, 
Canada 
Presenting author email: bhor2858@uni.sydney.edu.au

Background: The proportion of replication-competent HIV-1 genomes in memory 
CD4+ T cell subsets, including cells considered resting or activated, during antiret-
roviral therapy (ART) is unclear. To address this issue, we used a novel full-length 
HIV-1 sequencing assay to examine the distribution of intact proviruses within 
memory CD4+ T cell subsets during ART.
Methods: Naïve, central (CM), transitional (TM) and effector (EM) memory CD4+ 
T cells, as well as CD45RA-HLA-DR+ and CD45RA-HLA-DR- CD4+ T cells, were 
sorted from the peripheral blood of six participants who initiated ART during either 
acute (n=3) or chronic (n=3) infection. Cellular DNA was subjected to nested PCR, 
using LTR-specific primers at the limiting dilution, to isolate near complete individ-
ual genomes. The resulting 30-40 amplicons per cell subset were subjected to next-
generation sequencing, and proviruses were characterized as defective (containing 
INDELs, stop codons or APOBEC3G hypermutation) or intact (lacking defects).
Results: All cell subsets contained intact proviruses except for the CM subset, 
which contained only defective proviruses (0/125 isolated sequences intact). The 
number of HIV-1 positive cells varied significantly across T cell subsets (p < 0.001), 
with the highest infection frequency in HLA-DR+ cells. The proportion of intact 
provirus was also significantly different across the cell subsets (p = 0.001), with 
HLA-DR+ and EM cells containing the highest proportion of intact genomes. The 
HLA-DR+ subset contained the highest frequency of cells infected with a geneti-
cally intact provirus (48 versus < 10 infected cells/million cells in HLA-DR+ versus 
all other subsets).The proportion of genetically intact virus isolated from partici-
pants treated during acute (5.6 ± 2.4 %) or chronic (3.8 ± 0.90 %) infection was 
similar (p = 0.73).
Conclusions: The HLA-DR marker identifies cells containing a high frequency of 
intact HIV-1 genomes, therefore assays quantifying the HIV-1 reservoir should 
include cells expressing HLA-DR. The lack of observable replication-competent 
proviruses in CM indicates that the majority of rebound virus is not derived from 
these cells. Similar proportions of intact genomes in participants treated during 
acute or chronic infection indicates that the replication-competent HIV-1 reservoir 
is established during acute infection, further supporting the need to initiate ART 
as early as possible. 
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MOPEA0054
Inhibition of HIV-1 replication in macrophages by the 
neuropeptides VIP and PACAP: analysis of the inhibitory 
potential and mechanisms
J. Ramos Temerozo1, S. Dias de Azevedo2, D. Bianchi Reis Insuela3, 
V. Frias de Carvalho3, G. Bello Bentancor2, D. Bou-Habib1 
1Oswaldo Cruz Institute - FIOCRUZ, Laboratory on Thymus Research, Rio de Janeiro, 
Brazil, 2Oswaldo Cruz Institute - FIOCRUZ, Laboratory of AIDS and Molecular 
Immunology, Rio de Janeiro, Brazil, 3Oswaldo Cruz Institute - FIOCRUZ, Laboratory 
of Inflammation, Rio de Janeiro, Brazil 
Presenting author email: dumith.chequer@gmail.com

Background: VIP and PACAP are high similar members of Secretin/Glucagon 
family of peptides, sharing immunoregulatory functions, besides other systemic 
actions. We have reported that VIP and PACAP treatment of HIV-1-infected mac-
rophages reduces viral production (Temerozo et al, 2013). Here, we show their po-
tential to confer resistance to HIV-1 infection and identify molecular mechanisms 
engaged in macrophages.
Methods: Monocyte-derived macrophages (MDM) from healthy donors were in-
fected with HIV-1, exposed to VIP or PACAP under different conditions, and viral 
replication was assessed by ELISA to p24 antigen. Statistics were done using One or 
Two-way ANOVA, with Bonferroni’s or Sidak post test, respectively.
Results: VIP or PACAP (10 nM) inhibited HIV-1 replication (38% inhibition) when 
added to MDMs before infection, likewise neuropetide treatment after infection 
(51% inhibition). Viral replication was also inhibited in infected macrophages ex-
posed to multiple sub-optimal input (1 nM) (47% inhibition for VIP and 66% inhibi-
tion for PACAP), comparable with a single optimal dose (58% for VIP and 45% for 
PACAP). Upon sequencing the provirus, we found that treatment with neuropep-
tides promoted mutations, similar to those induced by IFN-α. VIP and PACAP 
receptors were identified in both infected and uninfected macrophages by immu-
nofluorescence. We detected, in signaling studies, that VIP effect was impaired by 
PKA or PKC inhibition, whereas PACAP effect diminished only with PKC block-
age. Through immunoblotting, we observed that VIP induced activation of PKA and 
PKC, and that PACAP activated only PKC. Next, VIP and PACAP induced CREB 
activation and inhibition of NF-kB, and down modulated the levels of Cyclin D1 in 
HIV-1-infected macrophages.
Conclusions: Our study shows that VIP and PACAP render MDM more resistant 
to HIV-1 replication in different treatment protocols, and promote mutations in the 
provirus, indicating that these neuropeptides can modulate key regulators of HIV-1 
replication. We found that HIV-1 inhibition by VIP and PACAP is mediated by PKA 
and PKC, and some of the molecular mechanisms could involve the activation of 
CREB and the down modulation of NF-kB activity and Cyclin D1. The action on 
transcription factors and its regulators implicates that, at some level, mechanisms 
related to HIV-1 proviral transcription/latency could be involved in our model. 

MOPEA0055
Major contribution to HIV reservoirs of peripheral blood T 
follicular helper cells in HIV treated patients with low HIV 
reservoirs
C. Hamimi1, R. Calin2,3, S. Lambert-Niclot3,4, J. Bellet3, A. Lambert3, S. Even1, 
Y. Dudoit2,3, A. Guihot1,5,6, A.-G. Marcelin3,4, V. Calvez3,4, D. Castagliola3, 
C. Katlama2,3, B. Autran1,5,6 
1INSERM, UMR_S 1135, Centre de recherches en Immunologie et Maladies 
Infectieuses, Paris, France, 2AP-HP, Department of Infectious Diseases, Pitié-
Salpêtrière University Hospital, Paris, France, 3Sorbonne Universités, INSERM, 
UPMC Univ Paris 06, Institut Pierre Louis d’épidémiologie et de Santé Publique, Paris, 
France, 4AP-HP, Virology Department, Pitié-Salpêtriêre University Hospital, Paris, 
France, 5Sorbonne Universités, UPMC Univ Paris 06, CIMI, Paris, France, 6AP-HP, 
Immunology Department, Pitié-Salpêtriêre University Hospital, Paris, France 
Presenting author email: chiraz_hamimi@hotmail.com

Background: Recently two minor peripheral blood subsets of memory-stem cells 
(SCM) and T follicular helper CD4 T-cells (TfH) have been shown to harbor HIV 
provirus. While low levels of HIV-reservoir achieved in some treated patients ap-
pears to be necessary, though probably not sufficient, to reach functional cure, 
the relative contribution of SCM and TFH to these low HIV-reservoirs remains 
unknown. The Resachron study aims to decrypt the contribution of SCM and TfH 
subsets to these low HIV-reservoirs compared to major memory CD4 T cell sub-
sets.
Methods: The Resachron cross-sectional study enrolled 17 patients under-cART 
with CD4 counts >400/mm3, pVL< 50 copies/mL and low HIV-DNA< 200 cop-
ies/106 PBMCs. The CD4 T-cells were sorted as total naïve cells (TN) and TN de-
pleted of CD95+SCM (TN-SCM), total central-memory (CM) and CM depleted 
of CXCR5+TfH (CM-TfH), transitional-memory (TM) and effector-memory (EM) 

subsets. HIV-reservoirs were quantified as total HIV-DNA in PBMCs and sorted 
subsets using ultrasensitive PCR and analyzed for correlation with cell activation. 
Results were expressed as subset contribution to total HIV-reservoirs and blood 
concentrations of subsets reservoirs.
Results: The total CM and TM subsets were the major HIV-reservoirs by contribut-
ing up to 50.8% and 19.9%, respectively to the total blood HIV-reservoirs. The total 
CM reservoir concentration in blood was 76 copies/mL. After CM depletion in TfH 
(TfH represented 32% of total CM), the CM-TfH reservoir dropped down to 19 
copies/mL (p=0.03) with a CM-TfH contribution to HIV-reservoirs falling down to 
11.7% (p=0.01 vs total CM). In total TN, HIV-DNA was below limit of detection (< 
66 copies/106 PBMCs) in 65% cases and TN contributed only to 6.6% of reservoirs. 
After TN depletion in SCM (SCM represented 2.5% of TN), changes in undetect-
able reservoir levels were not interpretable. Finally, proportions of CD4+ CD25+ 
activated T-cells correlated with HIV-DNA levels in CM (r=0.732, p=0.004).
Conclusions: In virologically-suppressed cART-treated patients with low HIV-
reservoirs, TfH represent a major reservoir for HIV, at least equivalent to the reser-
voirs contained in bona fide CM cells. These results point to the key contribution of 
TfH issued from lymph nodes to these low HIV-reservoirs, opening new perspec-
tives for strategies towards HIV remission. 

MOPEA0056
Contribution of peripheral blood and colon myeloid cells  
to HIV persistence during ART
A. Cattin1,2, T. Wiche Salinas1,2, A. Gosselin1, M.P. Ghali3, J.-P. Routy4,5,  
P. Ancuta1,2 
1University of Montreal Hospital Research Centre, Montreal, Canada, 2University 
of Montreal, Department of Microbiology, Infectiology, and Immunology, Faculty 
of Medicine, Montreal, Canada, 3McGill University Health Centre, Division of 
Gastroenterology and Hepatology, Montreal, Canada, 4McGill University Health 
Centre, Montreal, Canada, 5McGill University Health Centre, Division of Hematology, 
Montreal, Canada 
Presenting author email: amelie.cattin44@gmail.com

Background: Antiretroviral therapy (ART) controls HIV-1 replication to undetect-
able levels; however, HIV eradication is not achieved. The persistence of HIV res-
ervoirs during ART is well established in CD4+ T-cells, but the contribution of my-
eloid cells remains controversial. While monocytes are resistant to HIV, monocyte-
derived dendritic cells (MDDC) and macrophages (MF) are well-established HIV 
targets. Herein, we investigated the contribution of myeloid cells obtained from the 
blood and colon to HIV persistence during ART.
Methods: Total monocytes, CD16+/CD16- monocyte subsets, and/or CD1c+ DC 
were isolated from leukapheresis (n=2-12), while matched myeloid cells (lineage-
HLA-DR+) and CD4+ T-cells were isolated from sigmoid biopsies of ART-treated 
individuals (HIV+ART) (n=13), using magnetic and/or flow cytometry sorting. The 
presence of early (RU5), late (Gag), and integrated HIV-DNA was measured by 
nested real-time PCR in 3-10 replicates of 105 cells / test. Co-cultures of mono-
cytes (106) with TCR-activated CD4+ T-cells (106) from HIV-uninfected individu-
als allowed detection of replication-competent HIV.
Results: RU5 but not Gag/integrated HIV-DNA was detected in total monocytes 
of 3/12 HIV+ART individuals. Low/undetectable levels of HIV replication were de-
tected upon co-culture of monocytes of HIV+ART individuals with heterologous 
activated uninfected CD4+ T-cells, indicative of low levels of replication-competent 
HIV persistence in monocytes. CD16+ but not CD16- monocytes sorted from 1/2 
individuals carried Gag HIV-DNA (63 HIV-DNA copies/106 cells), while RU5 but 
not Gag/integrated HIV-DNA was detected in blood CD1c+ DC of 1/2 individuals 
(341 HIV-DNA copies/106 cells). Finally, in sigmoid mucosa biopsies, Gag HIV-
DNA was detected in myeloid cells of 1/13 individuals (1562 HIV-DNA copies/106 
cells), while CD4+ T-cells from 11/13 donors tested carried high levels of Gag HIV-
DNA (303-7124 HIV-DNA copies/106 cells).
Conclusions: These results support a minor role played by myeloid cells from 
blood and colon to HIV reservoir persistence during ART relative to CD4+ T-cells. 
However, CD16+ monocytes and CD1c+ DC from blood of certain individuals may 
fuel viral reservoirs considering their tissue recirculation potential. Assessment of 
lymphoid tissues and other anatomic sanctuaries will be required to consider or not 
myeloid cells as relevant cellular reservoirs for HIV. 
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MOPEA0057
Ultrasensitive HIV-1 p24 detects single infected cells and 
differences in reservoir induction by latency-reversal agents
C. Passaes1, T. Bruel2,3, J. Decalf4, A. David1, M. Angin1, V. Monceaux1, 
M. Muller-Trutwin1, N. Noel5,6,7, K. Bourdic7, O. Lambotte5,6,7, M. Albert4,8,9, 
D. Duffy4,8,9, O. Schwartz2,3, A. Sáez-Cirión1 
1Pasteur Institute, Unité HIV, Inflammation et Persistance, Départements de Virologie 
et Immunologie, Paris, France, 2Pasteur Institute, Laboratoire Virus et Immunité, 
Département de Virologie, Paris, France, 3Vaccine Research Institute, Creteil, 
France, 4Pasteur Institute, Laboratoire Immunobiologie des Cellules Dendritiques, 
Département d’Immunologie, Paris, France, 5UMR-1184, Université Paris Sud, Le 
Kremlin Bicêtre, France, 6INSERM U 1184, Center for Immunology of Viral Infections 
and Autoimmune Diseases, Le Kremlin Bicêtre, France, 7Service de Médecine Interne-
Immunologie Clinique, Hôpitaux Universitaires Paris Sud, Le Kremlin Bicêtre, France, 
8INSERM U 1223, Institut Pasteur, Paris, France, 9Institut Pasteur, Center for 
Translational Research, Paris, France 
Presenting author email: cpassaes@gmail.com

Background: The existence of HIV reservoirs in infected individuals under cART 
represents a major obstacle towards cure. Viral reservoirs are assessed by quanti-
fication of HIV nucleic acids, which does not discriminate between infectious and 
defective viruses, or by viral outgrowth assays, which requires large number of cells 
and long-term cultures.
Methods: Here, we used an ultrasensitive p24 digital assay, which we report to be 
1000 fold more sensitive than classical ELISA in the quantification of HIV-1 Gag 
p24 production in HIV-infected individuals samples. Results from ultrasensitive 
p24 were compared to conventional viral RNA RT-qPCR based assays, and out-
growth assays readout by flow cytometry.
Results: Using serial dilutions and flow-based single cell sorting, we show that viral 
proteins produced by a single infected cell can be detected by ultrasensitive p24. 
This unique sensitivity allowed the early (as soon as day 1 in 49% of cases) and more 
efficient detection and quantification of p24 in PHA-stimulated CD4+ T cells from 
individuals under effective cART. When testing seven different classes of latency 
reversal agents (LRA) in resting CD4+ T cells from HIV-infected individuals, ul-
trasensitive p24 revealed differences in the extent of HIV reactivation. Of note, 
HIV RNA production was infrequently accompanied by p24 protein production 
(19%). Among the drugs tested, prostratin showed a superior capacity in inducing 
viral protein production.
Conclusions: In summary, the ultrasensitive p24 assay allows the detection and 
quantification of p24 produced by single infected-CD4+ T cells and provides a 
unique tool to assess early reactivation of infectious virus from reservoirs in HIV-
infected individuals. 

MOPEA0058
The mammalian target of rapamycin is a druggable key  
regulator of HIV-1 permissiveness in gut-homing CCR6+  
Th17 cells
D. Planas1,2, Y. Zhang1,2, P. Monteiro1, J.-P. Goulet3, A. Gosselin1, N. Grandvaux1,4, 
T.J. Hope5, A. Fassati6, J.-P. Routy7, P. Ancuta1,2 
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Immunity and Inflammation, Montreal, Canada, 2Montreal University, Microbiology, 
Infectiology, and Immunology, Montreal, Canada, 3Caprion, Montréal, Canada, 
4Montreal University, Département of Biochimie et Médecine Moléculaire, Montreal, 
Canada, 5Northwestern University Feinberg School of Medicine, Department of 
Cellular and Molecular Biology, Chicago, United States, 6University College London, 
London, United Kingdom, 7Research Institute of the McGill University Health Centre, 
Division of Hematology, Montréal, Canada 
Presenting author email: delphine.planas@gmail.com

Background: Gut-associated lymphoid tissues (GALT) are enriched in CCR6+ 
Th17-polarized CD4+ T-cells that orchestrate immunity against pathogens but also 
support HIV-1 replication and reservoir persistence during antiretroviral therapy 
(ART). Th17 cell frequency/functions are not restored by ART, thus raising the need 
for additional Th17-targeted therapies. In an effort to identify mechanisms govern-
ing HIV-1 permissiveness in gut-homing Th17 cells, we analyzed the transcriptome 
of CCR6+ versus CCR6- T-cells exposed to retinoic acid (RA), a gut-homing in-
ducer, and performed functional validations in colon biopsies of HIV-infected indi-
viduals receiving ART.
Methods: Memory (CD45RA-) CCR6+/CCR6- T-cells were sorted from PBMCs 
using magnetic beads (Miltenyi) and FACS (BDAriaII). Cells were stimulated via 
CD3/CD28 in the presence/absence of RA and RNA was extracted for microar-
rays analysis (Illumina). Validations of microarrays were performed using RT-PCR 
and/or FACS. HIV replication was monitored in the presence/absence of mTOR 
inhibitors by HIV-DNA real-time PCR and ELISA/FACS HIV-p24 quantifica-
tions. HIV reactivation from T-cells of ART-treated individuals was measured using 

a RA-based viral outgrowth assay. Levels of CCR5, integrin β7 and phosphory-
lated mTOR expression were monitored by FACS on CCR6+/CCR6- T-cells from 
matched blood/colon biopsies of ART-treated individuals (n=7).
Results: Although both CCR6+ and CCR6- T-cells responded to RA in terms of 
RA-induced gene 1 and integrin α4β7 up-regulation, the modulation of unique 
sets of genes coincided with preferential HIV-1 replication in RA-treated CCR6+ 
T-cells. The RA-induced transcriptional signature in CCR6+ versus CCR6- T-cells 
included the up-regulation of HIV-dependency factors and the down-regulation 
of transcripts involved in viral restriction acting via entry/post-entry mechanisms. 
Noteworthy, the PI3K-Akt-mTORC1 signaling pathway and the mTOR expression/
phosphorylation were selectively modulated by RA in CCR6+ T-cells. The mTOR 
inhibitors rapamycin and INK128 counteracted the effect of RA on HIV replica-
tion/reservoir reactivation by mechanisms independent on CCR5-mediated entry 
but depended on RORγt activity. Finally, higher CCR5 and integrin α4β7 expres-
sion, as well as mTOR phosphorylation, were observed in CCR6+ versus CCR6- 
T-cells infiltrating the colon of ART-treated individuals.
Conclusions: Together, our results identify mTOR as a druggable key regulator of 
HIV permissiveness in gut-homing CCR6+ T-cells and propose the use of mTOR 
inhibitors for mucosal immunity restoration during ART. 

MOPEA0059
Massive full-length, next generation sequencing identifies 
clonally-expanded, genome-intact replication-competent HIV-1 
in Th1 cells
G.Q. Lee1, N. Orlova-Fink1, E. Serrao2, K. Einkauf1, F. Chowdhury1, X. Sun1, 
S. Harrington1, H. Kuo1, S. Hua1, H. Chen1, G. Sowd2, Z. Ouyang1, 
E.S. Rosenberg3, A.N. Engelman2, X.G. Yu1, M.D. Lichterfeld1,3,4 
1Ragon Institute of MGH, MIT and Harvard, Cambridge, United States, 2Dana-Farber 
Cancer Institute, Boston, United States, 3Massachusetts General Hospital, Infectious 
Disease Division, Boston, United States, 4Brigham and Women’s Hospital, Infectious 
Disease Division, Boston, United States 
Presenting author email: klee54@mgh.harvard.edu

Background: HIV-1 remains an incurable disease due to long-lasting reservoirs of 
infected cells that are unaffected by suppressive antiretroviral therapy. However, 
the mechanisms that maintain long-term stability of such viral reservoirs are not 
well understood. Here, we used a near-full-genome deep sequencing approach to 
characterize HIV-1 DNA content in highly purified CD4 T cell subsets with distinct 
functional polarization.
Methods: Highly purified CD4 T cells secreting IFN-g (Th1), IL-4 (Th2), IL-9 
(Th9), IL-17 (Th17), cytokine-negative control cells and unstimulated autologous 
CD4 T cells were sorted or enriched from ~500million PBMC obtained from 
chronically-infected ART-suppressed patients; these were matched with au-
tologous longitudinally archived PBMC. Total DNA extracted from each sample/
population was subjected to ddPCR HIV-1 DNA quantification (5’LTR-gag 127bp) 
and/or to single-template near-full-genome nested PCR (HXB2 coordinates 638-
9632) followed by Illumina MiSeq deep sequencing. Viral outgrowth assays were 
performed according to standard protocols, followed by near-full length HIV-1 se-
quencing of MOLT cells co-cultured in transwells.
Results: Little variation was found between total HIV-1 gag DNA levels among the 
different polarized 
T cell populations in ten study subjects. In subsequent full-genome sequencing 
assays from three patients, 1378 HIV-1 DNA amplicons were obtained; only 5% 
(70/1378) were genome-intact. Of these, 622/1378 were from polarized CD4 T 
cell populations; 26 (4%) were sequence-intact. The proportion of genome-intact 
sequences relative to the pool of all viral species was highest in Th1 cells 11% (17/158), 
followed by cytokine-negative-Th 3% (6/171), Th2 2% (2/85), Th17 1% (1/78), and 
Th9 0% (0/120) (Fisher p=1x10-5, Th1 vs non-Th1). In seven distinct cases, groups 
of two to nine genome-intact viruses that shared 100% sequence identity over 
~9000bp were detected from autologous polarized Th1 cells and/or unfractionated 
CD4 T cells and/or archived total PBMC, suggestive of clonal expansion of cells 
harboring intact provirus. Viral replication competence of an eight-member clonal 
cluster was confirmed by the detection of a 100% homologous sequence from viral 
outgrowth assays.
Conclusions: Th1-polarized cells seem to represent an important reservoir of cells 
harboring genome-intact and replication-competent HIV-1 sequences during an-
tiretroviral therapy. Proliferation of such cells may contribute to maintaining and 
expanding the HIV-1 infected cell pool. 
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MOPEA0060
Role of peroxisome proliferator activated receptor-gamma  
in regulating inflammatory signalling in HIV-1 associated brain 
inflammation
A. Omeragic, T. Hoque, S. Choi, R. Bendayan 
University of Toronto, Toronto, Canada 
Presenting author email: r.bendayan@utoronto.ca

Background: Despite the use of combination antiretroviral therapy for the treat-
ment of HIV-1 infection, cognitive impairments remain prevalent due to persistent 
viral replication and associated brain inflammation. Primary cellular targets of HIV-
1 in the brain are microglia and astrocytes which in response to infection release 
inflammatory markers, viral proteins [i.e., glycoprotein 120 (gp120)] and exhibit 
impaired glutamate uptake. Peroxisome Proliferator-Activated Receptors (PPARs) 
are members of the nuclear receptor superfamily of ligand-activated transcription 
factors. 
Compelling evidence suggests that PPARs exert anti-inflammatory proper-
ties in neurological disorders. The goal of this study was to examine the role of 
PPARgamma in the context of HIV-1 gp120 induced inflammation in vitro, in 
primary cultures of rat astrocytes and in vivo, in a rodent model of HIV-1-gp120-
associated brain inflammation.
Methods: Primary mixed cultures of rat astrocytes and microglia were treated with 
PPARgamma agonists (rosiglitazone or pioglitazone) and exposed to gp120ADA. 
Inflammatory and oxidative stress markers (TNFalpha, IL-1beta, iNOS) were mea-
sured using qPCR and glutamate transporter (GLT-1) was quantified by immunob-
lotting. In vivo, rats were administered an icv injection of gp120 and an intraperito-
neal (ip) injection of PPARgamma agonist (rosiglitazone) or co-administration with 
PPARgamma antagonist (GW9662). qPCR and immunoblot analysis were applied 
to measure inflammatory markers, GLT-1 and PPARgamma.
Results: In primary mixed cultures of rat astrocytes and microglia, gp120ADA ex-
posure resulted in a significant elevation of inflammatory markers, and a decrease 
in GLT-1 expression which were significantly attenuated with rosiglitazone or pio-
glitazone treatment. Similarly, in vivo, treatment with rosiglitazone reversed the 
gp120 mediated inflammatory response and downregulated GLT-1 in the rodent 
brain. Co-administration with PPARgamma antagonist (GW9662) abolished the 
anti-inflammatory effects of rosiglitazone.
Conclusions: To date, we have established an acute in vivo rodent model of gp120ADA 
induced brain inflammation and demonstrated the role of PPARγ activation in re-
versing this effect. Our data suggest that targeting PPARγ signaling may provide 
a therapeutic option for preventing/treating HIV-associated brain inflammation. 

MOPEA0061
Factors associated with increased number of unique integration 
sites during early ART
J. Pérez-Santiago1,2, M. Nakazawa1, D. Looney1, D. Smith1, S. Var3, A. Vitomirov1, 
L. Layman1, M. Strain1, B. Murrell1, S. Gianella1 
1University of California, Medicine, San Diego, United States, 2Sanford-Burnham-
Prebys Medical Discovery Institute, La Jolla, United States, 3University of Michigan, 
Kalamazoo, United States 
Presenting author email: gianella@ucsd.edu

Background: Asymptomatic replication of Cytomegalovirus (CMV) and Epstein 
Barr Virus (EBV) is frequent during HIV-infection and is associated with chronic 
inflammation and slower decay of HIV DNA during antiretroviral therapy (ART). 
We investigated the frequency and distribution of unique integration sites (UIS) 
of HIV DNA within the human genome in the setting of CMV and EBV replica-
tion.
Methods: We evaluated 25 longitudinal PBMC samples from 5 CMV/EBV-
seropositive, recently HIV-infected men. Participants started ART within 5 months 
from estimated date of infection (EDI) and sustained viral suppression for >4 years 
thereafter. Levels of HIV, CMV and EBV DNA were measured by ddPCR at each 
time-point. Genomic DNA was fragmented by sonication, amplified by ligation-
mediated PCR targeting the HIV 3LTR and sequenced using the MiSeq Platform. 
Individual reads were mapped to the human genome using BLAT and RefSeq. 
For IS located within a gene, we determined annotation and enrichment of biologi-
cal functions using the DAVID Functional Annotation Tool. The effect of EBV and 
CMV replication on the number of UIS was evaluated using mixed-effect regression 
analyses (R statistical software). Additional covariates were current and nadir CD4+ 
counts, EDI, time from EDI to ART start, HIV DNA and peak HIV RNA.
Results: We identified 459 UIS among all participants (median: 4, IQR [1-12]). HIV 
DNA was enriched into genes associated with biological processes, e.g. alternative 
splicing, ATP and nucleotide binding proteins, intercellular organelles, transcrip-
tion, and protein kinases. Higher numbers of UIS during ART were significantly 
associated with (i) higher levels of HIV DNA, (ii) higher levels of EBV, (iii) low-
er current and nadir CD4+ T-cells, (iv) shorter EDI (v) lower levels of CMV (all 

p<0.001). In a multivariate analysis, higher levels of EBV (p<0.001), lower CD4 
Nadir (p=0.008) and shorter EDI (p<0.001) remained significantly associated 
with increased UIS (P<0.001) after adjusting for HIV DNA, while CMV and cur-
rent CD4 did not (p>0.2).
Conclusions: Presence of EBV replication, lower Nadir CD4+ and shorter time 
from EDI were associated with higher frequencies of UIS during suppressive ART. 
How these factors may be associated with HIV integration or clonal expansion 
should be investigated further. 

MOPEA0062
Characterization of the active viral reservoir by a novel single 
cell RNA FISH-flow method in samples from HIV-infected 
individuals
J. Grau Expósito1, C. Serra Peinado1, L. Miguel2, J. Navarro2, A. Curran2,  
J. Burgos2, I. Ocaña2, E. Ribera2, A. Torrella2, B. Planas2, R. Badía2, J. Castellví3,  
V. Falcó2, M. Crespo4, M.J. Buzon1 
1Vall d’Hebrón Institut de Recerca (VHIR), Malalties Infeccioses, Barcelona, Spain, 
2Hospital Universitari Vall d’Hebrón, Malalties Infeccioses, Barcelona, Spain, 3Hospital 
Universitari Vall d’Hebrón, Patologia, Barcelona, Spain, 4Complexo Hospitalario 
Universitario de Vigo, Unidad Enfermedades Infecciosas, Vigo, Spain 
Presenting author email: judit.grau@vhir.org

Background: Latently-infected cells have been postulated as the main barrier to 
fully eliminate HIV-1 from the human body. The “active viral reservoir” has been 
found in both, treated and untreated HIV-infected patients, and encompasses cells 
actively transcribing HIV-RNA, representing a portion of the entire HIV reservoir. 
Here we have validated and used a novel single cell FISH methodology that detects 
intracellular HIV-1 RNA molecules by flow cytometry with the aim to character-
ize the cell subpopulations actively transcribing HIV. Moreover, we used the RNA 
FISH/flow method to assess viral reactivation of primary CD4+ T cells from antiret-
roviral treated HIV-infected patients.
Methods: The Human PrimeFlow® RNA Assay (eBioscience) was performed 
with a high sensitivity target-specific set of 50 probes targeting the Gag-Pol HIV-
mRNA sequence. The proportion of cells expressing HIV-RNA was quantified in 
15 millions of unfractionated PBMCs samples from untreated and treated HIV-
infected patients. Viral reactivation was evaluated after stimulation of primary 
CD4+ T cells with PMA/Ionomycin. Quantification of HIV-DNA and intracellular 
HIV-RNA was performed by qPCR using genetic material obtained from purified 
CD4+ T cells.
Results: Effector memory CD4+ T cells were identified as the main subset support-
ing HIV-RNA transcription during treated and untreated HIV infection. In patients 
with high viral load, HIV-RNA transcription was also detected in central memory 
cells. There was a direct correlation between the proportion of cells expressing HIV 
transcripts and either, plasma viral load, proviral DNA and intracellular HIV-RNA 
measured by qPCR. On the contrary, an inverse correlation was observed with 
absolute CD4+ T cell counts, percentage of CD4+ T cells and CD4/CD8 ratio. In 
addition, this novel RNA FISH/flow assay detected increased numbers of primary 
cells expressing viral transcripts and protein after ex-vivo viral reactivation with an 
activating stimulus.
Conclusions: This study identifies effector memory CD4+ T cells as the main cel-
lular source of the “active viral reservoir” during both untreated and treated HIV-
infection. Furthermore, this technique might be useful to evaluate the effective-
ness of different latency-reversing agents in primary HIV-infected samples. 
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MOPEA0063
The lungs as anatomical reservoirs of HIV: enrichment in  
HIV-infected cells and skewed T-cell distribution in the lungs  
of HIV-infected adults under suppressive ART
C.T. Costiniuk1,2, O. Farnos3, S. Salahuddin1,3, R. Olivenstein2,4, J.-P. Routy1,2, 
A. Pagliuzza5, C. De Castro1, J. Bourbeau2,4, B. Lebouché1,6, P. Ancuta5,7, 
N. Chomont5,7, M.-A. Jenabian3 
1McGill University Health Centre, Chronic Viral Illness Service, Montreal, Canada, 
2McGill University, Department of Medicine, Montreal, Canada, 3Université du 
Québec à Montréal (UQAM), Department of Biological Sciences and BioMed 
Research Centre, Montreal, Canada, 4McGill University Health Centre, Division of 
Respirology, Montreal, Canada, 5Centre de Recherche du CHUM, Montreal, Canada, 
6McGill University, Department of Family Medicine, Montreal, Canada, 7Université 
de Montréal, Department of Microbiology, Infectiology and Immunology, Montreal, 
Canada 
Presenting author email: cecilia.soctiniuk@mcgill.ca

Background: Despite the success of antiretroviral therapy (ART), HIV reservoirs 
remain the primary impediment to HIV eradication. The lungs represent impor-
tant but almost neglected HIV reservoirs in the ART era. Here, we characterized 
pulmonary T-cells and their contribution to HIV reservoirs compared to blood in 
ART-treated adults.
Methods: Bronchoscopies were performed to obtain bronchoalveolar lavage (BAL) 
fluid and matched blood samples were drawn from 15 ART-treated individuals (sup-
pressed viral load for ≥3 years and CD4 count ≥350 cells/mm3) without any active 
respiratory symptoms. Pulmonary mucosal cells were purified from BAL and the 
frequency of T-cell subsets, the expressions of immune activation and senescence 
markers were assessed using multicolor flow cytometry. The frequency of cells har-
boring total and integrated HIV DNA was measured by real-time PCR in total BAL 
cells and PBMCs.
Results: Participants with detectable levels of total HIV DNA in both PBMCs and 
BAL cell pellets displayed greater frequencies of infected cells in the lung compared 
to blood (p=0.04). A substantial decrease in naïve and central memory T-cells and 
a massive increase in effector-memory CD4 and CD8 T-cell subsets were observed 
in lungs vs. blood (p<0.001, p≤0.03, p<0.001, respectively). Importantly, total, 
central and effector memory pulmonary CD4 T-cells expressed higher levels of 
the activation marker HLA-DR when compared to their circulating counterparts 
(p<0.01 for all comparisons). Interestingly, the lungs were enriched in senescent 
CD4 T-cells (CD28-CD57+, p=0.003) and double negative T-cells, previously 
proposed as potential cellular reservoirs for HIV (CD4-CD8α-CD8β- and CD4-
CD8α-TCRαβ-TCRγδ-; p<0.001, p=0.008, respectively). No difference in the 
frequencies of regulatory T-cells and Th17 cells was noted between the 2 compart-
ments. However, a higher frequency of two recently described HIV reservoirs, Th1/
Th17 and CXCR3-CCR4+CCR6+ T-cells, was observed within the lungs (p=0.004, 
p=0.003, respectively).
Conclusions: Compared to blood, higher HIV burden within the lungs is accompa-
nied with a higher CD4 T-cell immune activation and greater frequencies of various 
T-cell subsets known as cellular reservoirs of HIV including effector memory CD4 
T-cells, double negative T-cells, Th1/Th17 and CXCR3-CCR4-CCR6+ cells. Our 
results suggest the potential contribution of distinctive T-cells distribution in lungs 
as anatomical reservoir for HIV during ART. 

MOPEA0064
Memory CD4+CD45RO+SAMHD1low cells exhibit distinct 
genes profile and contain the highest level of HIV-1 DNA with 
segregated HIV-1 populations
L. Hani1,2, A. Chaillon3, C. Lefebvre1,2, M.-L. Nere4, N. Ruffin1,2, H. Hocini1,2, 
C. Delaugerre4, D.M. Smith3, J.-D. Lelièvre1,2, Y. Lévy1,2, N. Seddiki1,2 
1Vaccine Research Institute / Université Paris-Est Créteil, Paris, France, 2INSERM U 
955 Eq16, Créteil, France, 3University of California, Department of Medicine, San 
Diego, United States, 4Hôpital Saint Louis, INSERM U 941, Paris, France 
Presenting author email: hanilylia@gmail.com

Background: c-ART cannot fully eradicate HIV-1 due to persistence of the reser-
voir. We have reported the presence of memory CD4+ T-cells that display low levels 
of SAMHD1 (SAMHD1low), are enriched in T-regulatory, Th17 and T-follicular help-
er cells and are productively infected in vitro (Ruffin et al. AIDS, 2015). Here we 
investigated whether SAMHD1low cells are characterized by a distinct gene expres-
sion profile and contain high levels of HIV-1 DNA with distinct HIV-populations.
Methods: Patients (pts; n=36) on c-ART (median: 7y) with median CD4+ counts 
and nadir of 549 cells/ul and 210 cells/ul, respectively and 6 elite-controllers (HIC) 
(CD4+: 900 cells/ul) were studied. Memory CD4+CD45RO+SAMHD1low and 
CD45RO+SAMHD1high together with naive CD45RO-SAMHD1high cells were 
sorted. Gene expression analyses were performed using Illumina Human-HT-12 

V4-BeadChips. Cell-associated HIV-1 DNA levels were quantified (HIV-DNA 
Cell, Biocentric) and ultra-deep-sequencing (UDS, 454/Roche) of partial env 
(C2/V3) HIV-1 DNA was performed. Sequenced reads were quality-filtered and 
assembled using an in-house data processing-pipeline to characterize the HIV-
DNA populations in sorted subsets.
Results: Memory SAMHD1low cells exhibited a distinct gene profile with significant 
up-regulation (Fold change 3; p< 0.03) of activation, proliferation and phagocy-
tosis pathways. Memory SAMHD1low from c-ART pts showed high levels of DNA 
compared to SAMHD1high cells (Median: 4.5 [3.1-6.2] vs 3.8 [2.9-5.7] log/106 cells, 
respectively, p=0.02), while naïve CD45RO-SAMHD1high showed lower levels (3.1 
[1.6-4.4]). HIC exhibited low HIV-1 DNA in both SAMHD1low and SAMHD1high 
cells (1.6 and 2.3 log/106 cells, respectively, p>0.05). Naïve CD45RO-SAMHD1high 
from HIC showed lower DNA compared to naïve CD45RO-SAMHD1high from c-
ART pts (1.6 and 3.1 log/106 cells, respectively, p=0.01). Phylogenetic analyses of 
UDS data revealed well segregated HIV-DNA populations between subsets. FST 
and Slatkin Maddison approaches confirmed significant compartmentalization be-
tween SAMHD1low and SAMHD1high cells in all but 2 participants (p< 0.001) with 
limited viral exchange, predominantly directed from CD45RO-SAMHD1high to-
ward CD45RO+SAMHD1high.
Conclusions: Our data contribute to characterize the landscape of HIV reservoir. 
We show that memory SAMHD1low cells exhibit distinct genes profile which seg-
regates them from the SAMHD1high counterpart, and contain the highest level of 
HIV-DNA. Moreover, we reveal distinct/well-segregated HIV DNA populations in 
both subsets, suggesting minimal viral exchange. 

MOPEA0065
2LTR circle dynamics during integrase inhibitor monotherapy  
in the presence and absence of CD8+ cells
B. Policicchio1,2, E. Fabian Cardozo3, P. Sette2, T. Joshi2, G. Haret-Richter2, 
T. Dunsmore2, C. Apetrei2, I. Pandrea2, R. Ribeiro3,4 
1University of Pittsburgh, Infectious Diseases and Microbiology, Pittsburgh, United 
States, 2University of Pittsburgh, Center for Vaccine Research, Pittsburgh, United 
States, 3Los Alamos National Laboratory, Theoretical Biology and Biophysics Group, 
Los Alamos, United States, 4University of Lisbon, Laboratorio de Biomatematica, 
School of Medicine, Lisbon, Portugal 
Presenting author email: bbp6@pitt.edu

Background: 2LTR circles are extrachromosomal products generated upon failed 
integration of HIV/SIV into the host genome. It is predicted that 2LTR circle levels 
will increase during therapy including integrase inhibitors, but little is known about 
fluctuations of these isoforms during integrase inhibitor monotherapy (INT). To this 
end, we explored the effects of raltegravir (RAL) monotherapy on SIV-infected 
rhesus macaques (RMs) in the presence or absence of CD8+ T cells.
Methods: Twenty RMs were intravenously-infected with SIVmac251 and were giv-
en the CD8+ T-cell depleting antibody M-T807R1, RAL monotherapy, or a combi-
nation of both, with RAL treatment interrupted after 23 days. Blood was routinely 
sampled and lymph nodes (LNs) were biopsied. Plasma viral loads (VLs) and 2LTR 
circles from PBMCs and lymphocytes from LNs were measured with qRT-PCR, 
with 2LTR circles normalized by co-quantifying CCR5 expression.
Results: The CD8 depletion group had an immediate 1 log increase in VLs and a 
slower increase in PBMC 2LTR levels following depletion, with a noticeable increase 
in 2LTR circles 30 days after complete CD8+ T-cell suppression. The INT group had 
an overall sharp decline in VLs (between 0.5-2.5 logs) upon RAL initiation but did 
not exhibit a change in 2LTR levels in PBMCs. The RAL + CD8 depletion group 
exhibited a similar increase in VLs following CD8+ T-cell depletion and a weaker de-
cline following RAL initiation, but showed a strong increase in 2LTR circles imme-
diately following RAL initiation that remained elevated throughout RAL treatment 
and after CD8+ T-cells recovered. Interestingly, only the RAL + CD8 depletion 
group exhibited a strong increase in 2LTR circles in the LNs following RAL treat-
ment, while the other two groups’ LNs maintained steady 2LTR levels.
Conclusions: We have shown for the first time that INT does not significantly in-
crease levels of 2LTR circles in PBMCs or in LNs, likely due to the rapid decrease 
in VLs and subsequent infection events following INT initiation. However, CD8+ 
T-cell depletion increases 2LTR levels, which are enhanced in the presence of INT. 
This data suggests a potential role of CD8+ cells in controlling the levels of 2LTR 
isoforms during HIV/SIV infection. 
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MOPEA0066
HIV reservoirs in developing countries: implication for HIV 
CURE strategies
C. Kityo Mutuluuza1, F. Ssali2, J. Chipman3, G. Beilman4, F. Mbamanya2, 
P. Mugyenyi5, K. Nganou6, D. Douek7, T. Schacker4 
1Joint Clinical Research Centre, Research and Clinical, Kampala, Uganda, 2Joint 
Clinical Research Centre, Kampala, Uganda, 3University of Minnesota, Minnesota, 
United States, 4Minnesota, Minnesota, United States, 5Joint Clinical Research Center 
(JCRC), Kampala, Uganda, 6NIH Vaccine Research Centre, Washington, United 
States, 7NIH, Vaccine Research Centre, Washington, United States 
Presenting author email: ckityo@yahoo.com

Background: We measured the size of HIV RNA and DNA reservoirs in lymphatic 
tissue (LT) before and during ART in a group of HIV chronically infected Ugandans.
Methods: Cross-sectional and longitudinal quantification of HIV RNA/DNA 
(vRNA & vDNA) positive cells was done by in situ-hybridization with probes spe-
cific for HIV clades A & D in tissues from lymph node(LN) and rectal biopsies from 
HIV-infected Ugandans at the Joint Clinical Research Centre (JCRC), Uganda 
before and during prolonged ART.
Results: We enrolled 20 HIV+ people, mean age 32years, 50% were women, and 
mean CD4 T-cell count was 174 cells/mm3(range 30-309 cells/mm3). The mean 
plasma viral load was 81,827 copies/ml(range 736-908,930 copies/ml). A subset of 
14 participants were followed for a mean of 4years (range 2-6years) after starting 
ART with multiple repeat LN and rectal biopsies. The mean frequency of vRNA+ 
cells in LN prior to ART was 9.4x104 cells/gram (range 6.3x103-3.5x105 cells/gram) 
and 2.0x105 cells/gram(range 2.3x104-9.6x105 cells/gram) in the rectum, similar 
to measures made in Clade B HIV infection. Before ART, the mean frequency of 
vDNA+ cell in LN was 6.2x107 cells/gram LT(range 8.3x106-1.3x108) vDNA+ cells/
gram. The impact of ART on the LT reservoir in subjects who had been treated for >2 
years (range 2-6 years) was surprisingly modest. ART only reduced the mean fre-
quency of vDNA+ cells by about 1 log, to 2.3x106 cells/gram (range 1.1x105-7.3x106 
cells/gram). This decrease is substantially less than we previously documented after 
six months of ART, albeit in a patient population from the US with a mean CD4 
T-cell count of 467 cells/ul at entry. However, in gut tissues we did not document 
any decrease in the size of the vDNA reservoir. Prior to ART the frequency of 
vDNA+ cell was 3.8x105 cells/gram LT(range 1.8x105-8.4x105) and after >2 years 
of ART (range 2-6 years) the mean was 2.6 x 105 cells/gram (range 1.0x105-4.5x105 
cells/gram).
Conclusions: ART had modest effect on the viral reservoir in this Ugandan cohort. 
The large size and stability of the DNA reservoir underscores the challenges to 
eradicating chronic HIV infection with current approaches, especially in the de-
veloping world. 

MOPEA0067
In vivo massive expansion of a T-cell clone carrying a defective 
HIV genome: implication for the measurement of the HIV 
reservoir
R. Fromentin1,2, M. Massanella1,2, C. Vandergeeten3, K. Barton4,5, B. Hiener4,5, 
W.W. Chiu6,7, D. Looney6,7, M. Ramgopal8, D.D. Richman6,7, L. Trautmann9,10, 
S. Palmer4,5, N. Chomont1,2 
1CRCHUM, Montreal, Canada, 2Université de Montréal, Department of Microbiology, 
Infectiology and Immunology, Montreal, Canada, 3VGTI-FL, Port St Lucie, United 
States, 4The Westmead Institute of Medical Research, Sydney, Australia, 5The 
University of Sydney, Sydney, Australia, 6VA San Diego Healthcare System, San 
Diego, United States, 7University of California San Diego, San Diego, United States, 
8Midway Immunology & Research Center, Fort Pierce, United States, 9Henry M. 
Jackson Foundation for the Advancement of Military Medicine, Bethesda, United 
States, 10U.S. Military HIV Research Program, Walter Reed Army Institute of 
Research, Silver Spring, United States 
Presenting author email: fromentin.remi@gmail.com

Background: HIV persists as an integrated genome in memory CD4+ T cells during 
ART. Infected cells have the ability to survive and to proliferate, thereby ensuring 
the long-term stability of the viral reservoir. Here we report the unique case of an 
HIV-infected individual on suppressive ART with a massive expansion of an HIV 
infected T-cell clone.
Methods: The participant (57 year-old African American man) received suppres-
sive ART for more than 3 years at the time of leukapheresis.
Results: Measurement of HIV DNA in isolated CD4+ T cells by Alu-qPCR revealed 
that an unusually high frequency of cells carrying integrated genomes (31,070 cop-
ies per million cells). In contrast, the frequencies of CD4+ T cells harbouring in-
ducible HIV RNA by TILDA and replication competent virus by mQVOA were in 
the normal ranges of virally suppressed individuals (45 and 0.87 cells per million 
respectively), suggesting that the vast majority of the proviruses detected by Alu-
PCR was defective. Circulating CD4+ T cell subsets (Naïve, Central, Transitional, 

Effector memory and Terminally differentiated cells (N, CM, TM, EM and TD, re-
spectively)) were sorted by flow cytometry. Strikingly, 44% of EM cells harboured 
integrated HIV DNA, representing 97% of all integrated viral genomes in the blood 
of this participant. Single-genome sequencing of the envelope gene revealed a 
unique sequence in the EM subset. This was consistent with the identification of the 
massive overrepresentation of a specific integration site in chromosome 14, gene 
RPS6KA5. The massive expansion of a defective provirus suggested proliferation of 
a particular clone of EM cells, which was confirmed by TCR sequencing, with 60% 
of EM cells sharing the same rearranged TCR.
Conclusions: These results indicate that massive clonal expansion of defective ge-
nomes can occur in vivo, leading to a >35,000 fold difference between PCR and 
QVOA measurements. These proliferation events may contribute to the weak as-
sociation between DNA measurements and replication competence in some indi-
viduals. 

MOPEA0068
Inhibition of HIV-1 infection by bi-specific immunoadhesin-IgA 
in humanized mice
M.Y. Niu, H.Y. Tang, Z. Chen 
AIDS Institute, Department of Microbiology, University of Hong Kong, Hong Kong, 
Hong Kong  

Background: Human immunodeficiency virus type one (HIV-1) is mainly a sexually 
transmitted virus. However, there is no effective vaccine to prevent HIV-1 mucosal 
transmission. IgA antibody may play a determinant role in mucosal protection yet 
few broadly neutralizing antibody (bNAbs)-IgA have been reported thus far.
Methods: In this study, we generated two bi-specific immunoadhesin-IgAs, BiIA-
IgA1 and BiIA-IgA2, trying to improve their breath and potency against HIV-1 mu-
cosal infection by combining single-chain variable fragment(ScFv) of bNAbs. They 
were characterized in vitro by ELISA, FACS and neutralization assays. Moreover, 
we evaluated their efficacy in humanized NSG mice against HIVJR-FL challenge. 
Viral load and p24+ T cell were measured in mouse blood by Q-PCR and FACS. 
P24+ T cells in spleen, lung, intestine and rectum were stained by immunohisto-
chemistry.
Results: BiIA-IgA1 and BiIA-IgA2 were successfully expressed as soluble antibod-
ies after transfection into human 293 T cells. Both of them were able to bind their 
corresponding target antigens specifically. They displayed anti-HIV activities yet 
the potency was slightly weaker than the parental BiIA-IgG1. The half-life was simi-
lar between BiIA-IgA1 and BiIA-IgA2 but was shorter than that of BiIA-IgG1 after 
intramuscular injection in mice. Interestingly, intramuscular BiIA-IgA2 resulted in 
mucosal distribution and displayed more potent protection against intraperitoneal 
challenge by HIVJR-FL when compared with BiIA-IgA1.
Conclusions: Our findings indicated that BiIA-IgA2 is effective against systemic 
HIV-1 infection, which warrants ongoing investigation for mucosal prophylaxis. 

MOPEA0069
The male organs source of AIDS virus in semen uncovered 
through phylogenetic analysis
L. Houzet1, M. Pérez-Losada2, G. Matusali1, C. Deleage1, N. Dereuddre-Bosquet3, 
A.-P. Satie1, F. Aubry1, B. Jégou1, R. Le Grand3, B.F. Keele4, K.A. Crandall2, 
N. Dejucq-Rainsford1 
1INSERM, IRSET-INSERM U 1085, Rennes, France, 2Computational Biology 
Institute, George Washington University, Ashburn, United States, 3CEA, DSV/iMETI, 
Division of Immuno-Virology, IDMIT, Fontenay aux Roses, France, 4AIDS and Cancer 
Virus Program, Leidos Biomedical Research, Inc. Frederick National Laboratory for 
Cancer Research, Frederick, United States 
Presenting author email: houzetl@hotmail.com

Background: Semen remains the main vehicle for HIV-1 dissemination. HIV-1 
strains in semen differ from those in the blood (i.e., compartmentalized) in over 
50% of infected men, and HIV-1 can persist in this body fluid despite suppressive 
antiretroviral therapy, indicating local viral production. In this study, we aimed to 
identify the tissue sources of HIV/SIV in semen and decipher the factors involved in 
virus compartmentalization and excretion within the male genital tract.
Methods: Five chronically infected Asian macaques were screened for viral com-
partmentalization in semen and testis, epididymis, vas deferens, seminal vesicle, 
prostate and urethra using single genome amplification of full HIV env gene and 
genetic analyses [phylogenies, tree-based (AI, S-M, r and rb) and Fst]. In order 
to investigate parameters associated with compartmentalization and excretion, 
the infection levels of genital organs and their expression of a range of molecules 
(cytokines, cell markers, antiviral/restriction factors) were assessed by quantitative 
PCR. Infected cells nature and localization was determined by immunohistochem-
istry and in situ hybridization.
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Results: Compartmentalized SIV populations were identified in testis, epididymis, 
vas deferens, seminal vesicles and urethra from two macaques displaying compart-
mentalized virus in semen. We found genetic sequence similarities between viral 
strains present in semen and in epididymis, vas deferens or seminal vesicles from 
these individuals, thus highlighting the genital organs responsible for virus shedding 
in semen. The excretion of compartmentalized virus in semen was not associated 
with male organs’ infection or inflammatory levels nor with the nature of infected 
cells within those organs.
Conclusions: This study uncovers for the first time the specific male genital organs 
which are source of HIV/SIV in semen. The factors involved in the compartmental-
ization and excretion from those organs are yet unclear and under further investi-
gation. These data have important implications for our understanding of systemic 
virus shedding and persistence in semen, and provide a new basis for innovative tar-
geted strategies to prevent and eradicate HIV in the male genital tract. 

MOPEA0070
HIV cell-associated transmission in the colo-rectal mucosa ex 
vivo and its modulation by seminal plasma
J. Frouard1, G. Matusali1, A.-P. Satie1, N. Rioux-Leclercq1,2, L. Sulpice3, C. Ravel1,4, 
A. Le Tortorec1, N. Dejucq-Rainsford1 
1INSERM, IRSET-INSERM U 1085, Rennes, France, 2Centre Hospitalier Universitaire 
de Pontchaillou, Laboratoire d’Anatomie et Cytologie Pathologiques, Rennes, France, 
3Centre Hospitalier Universitaire de Pontchaillou, Service de Chirurgie Hépatobiliaire 
et Digestive, Rennes, France, 4Centre Hospitalier Universitaire de Pontchaillou, 
Laboratoire de Biologie de la Reproduction CECOS, Rennes, France 
Presenting author email: julie.frouard@univ-rennes1.fr

Background: It was recently shown that intra-rectal inoculation of SIV-infected 
cells is more effective in initiating infection than cell free virus in macaques. To 
date, cell-associated (CA) transmission has been largely overlooked, especially in 
the colo-rectal mucosa. Since the molecular events underlying CA transmission 
differ from those involved in cell-free virus transmission, improving our knowledge 
on HIV CA transmission in human mucosa, notably the nature of the infected 
seminal cell types involved and the influence of seminal plasma (SP), has important 
implications for vaccine and microbicide development. In this context, we aimed to 
decipher the seminal cell types involved in CA infection of the colo-rectal mucosa, 
the impact of SP and the mechanisms involved.
Methods: A polarized ex vivo explant model of human colo-rectal mucosa was de-
veloped, along with an in vitro model of colonic epithelial Caco2 cells. The apical 
epithelium of these models was exposed to the leukocytes which are known to be 
infected by HIV-1 in semen (CD4 T lymphocytes and monocytes/macrophages, 
CFSE-labeled), in the presence or absence of 10-50% of seminal plasma (SP). The 
integrity of the epithelial barrier before and after exposure was evaluated by perme-
ability measure (Dextran leaking and trans-epithelial resistance) and by junction/
adhesion molecules staining. Adhesion and transmigration of leukocytes through 
the colonic epithelium were evaluated by fluorescence microscopy.
Results: Transmigration of both T lymphocytes and monocytes/macrophages was 
observed through the intact epithelium of the colon mucosa as early as 1h post-
exposure, with or without SP. SP did not modify the colon mucosal barrier integrity, 
nor the expression pattern of the adhesion molecules E-cadherin and JAM-A. The 
presence of activated T lymphocytes underneath the epithelial barrier increased 
leukocytes transmigration, as did the pro-inflammatory cytokines TNFa and IL-1b 
on the apical side.
Conclusions: This is the first demonstration of active and rapid transmigration of 
both T lymphocytes and monocytes/macrophages across the intact colorectal bar-
rier. Our results suggest that seminal plasma has no effect on the colorectal barrier 
integrity nor on the ability of leukocytes to adhere and transmigrate through this 
barrier. 

MOPEA0071
Vaginal bacteria modify HIV pre-exposure prophylaxis efficacy 
in African women
N. Klatt1, K. Birse2, A. Zevin1, R. Cheu1, M. Perner3, L. Romas3, A. Grobler4, 
G. Westmacott5, I. Xie3, J. Butler3, L. Mansoor4, L. McKinnon4, J.-A. Passmore6, 
Q. Abdool Karim4, S. Abdool Karim4, A. Burgener3 
1University of Washington, Department of Pharmaceutics, Seattle, United States, 
2Public Health Agency of Canada, National HIV and Retrovirology Labs, Winnipeg, 
Canada, 3Public Health Agency of Canada, National HIV and Retrovirology Labs, 
WInnipeg, Canada, 4Centre for the AIDS Programme of Research in South Africa, 
Durban, South Africa, 5Public Health Agency of Canada, National Microbiology Lab, 
Winnipeg, Canada, 6University of Cape Town, Institute of Infectious Diseases and 
Molecular Medicine (IDM), Cape Town, South Africa 
Presenting author email: adam.burgener@umanitoba.ca

Background: Pre-exposure prophylaxis (PrEP) to prevent HIV infection has shown 
inconsistent results in women. We investigated whether the vaginal microbiome 
modulated PrEP efficacy in the CAPRISA 004 tenofovir gel trial.
Methods: Cervicovaginal lavage (CVL) samples were collected during the 
CAPRISA 004 trial at quarterly study visits when pelvic examinations were per-
formed. The last HIV-seronegative CVL available from the 62 HIV seroconvertors 
and a randomly selected CVL sample from the 626 HIV-negative women that were 
assigned to either the tenofovir or placebo gel, were analyzed by mass spectrom-
etry and 16S rRNA sequencing. Lactobacillus dominant (LD) women had vaginal 
Lactobacillus proteins at >50% abundance. Tenofovir concentrations in CVLs and 
bacterial cultures were assessed by validated mass spectrometry methods. We used 
an in vitro culture system to assess biodegradation of tenofovir by major bacterial 
species identified.
Results: Two major bacterial community state-types were identified in the 688 
women profiled; one of low diversity where Lactobacillus iners and crispatus were 
the most common (Lactobacillus-dominant (LD), 59.2%), and the other with high 
ecological diversity where Gardnerella vaginalis predominated, co-dominant with 
Prevotella, Mobiluncus, and other anaerobic bacteria (non-Lactobacillus-dominant 
(non-LD), 40.8%). Women with LD had three-fold higher protection than women 
with non-LD; HIV incidence rates in the tenofovir and placebo gel arms were 2.7 
and 6.9 per 100 women-years in LD women (Incidence rate ratio (IRR)=0.39 
(95% Confidence Interval) (CI) 0.16, 0.89, P=0.013), compared to 6.4 and 7.8 
per 100 women-years in non-LD women, respectively (IRR=0.82; CI: 0.37,1.77; 
P=0.644). Detectible mucosal tenofovir was considerably lower in non-LD women 
(P=0.008), despite similar adherence, and negatively correlated with G. vaginalis 
abundance. Bacterial cultures demonstrated that tenofovir is rapidly metabolized 
and depleted 64.5% by G. vaginalis in 24 hours (P< 0.001) but not L. iners or L. 
crispatus. Prevotella, Mobiluncus, and other anaerobic bacteria also significantly 
depleted tenofovir compared to abiotic controls (P=0.007).
Conclusions: Our study provides new evidence linking vaginal bacteria to PrEP 
efficacy in women, and proposes a putative mechanism of tenofovir depletion by 
bacteria which may be a factor contributing to the variable effectiveness of topical 
tenofovir-containing PrEP. 

MOPEA0072
Human seminal plasma from HIV-1-infected patients  
induces migration of mucosal dendritic cells and alters  
integrity of intestinal epithelium
A. Ferrazzano1, S. Dispinseri1, M. Cavarelli2, M.E. Mantione3, M. Lombardi3, 
U. Elmore4, S. Nozza5, C. Foglieni3, C. Moog6, G. Scarlatti1 
1IRCCS San Raffaele Scientific Institute, Viral Evolution and Transmission Unit, 
Milan, Italy, 2CEA, Division of Immuno-Virology, Paris, France, 3IRC, Cardiovascular 
Research Area, Milan, Italy, 4IRCCS San Raffaele Scientific Institute, Department 
of Gastrointestinal Surgery, Milan, Italy, 5IRCCS San Raffaele Scientific Institute, 
Department of Infectious and Tropical Diseases, Milan, Italy, 6Fédération de Médecine 
Translationnelle de Strasbourg, Strasbourg, France  

Background: The mechanisms involved in the early stages of HIV-1 infection have 
not yet been elucidated. Human seminal plasma (HSP) from HIV-1 infected pa-
tients represents a source of virions rich in pro-migratory and/or pro-inflammatory 
factors, thus could contribute in spreading the infection and activating mucosal 
cells. Here we investigate the HSP capability to affect gut epithelial integrity both 
ex-vivo and in vitro, and characterize the migration of mucosal cells to uptake vi-
rions.
Methods: Ex-vivo and in vitro previously optimized models were applied. Ex-vivo 
colorectal mucosa tissue culture was apically treated with HSP from characterized 
HIV-1 infected, therapy naïve patients. Structural epithelial integrity and mucosal 
cells migration was investigated by confocal microscopy identifying molecules in-
volved in the epithelia immunological barrier function. In vitro co-culture of polar-
ized Caco-2/monocyte -derived Dendritic Cells (DCs) was apically treated with 
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HSP. Changes in the distribution of either epithelial surface antigen or junctions 
molecules and DCs migration were evaluated at confocal microscope. Migrated 
DCs were quantified by morphometry. Uptake of HIV-1 expressing mCherry was 
evaluated. The concentration of pro-migratory and pro-inflammatory factors in 
HSP was determined by ELISA.
Results: Ex-vivo experiments showed that HSP induced the migration of CD11c+/
CD64- DCs but not of CD11c-/CD64+ macrophages towards the apical region of 
the colonic mucosa. The in vitro co-culture system demonstrated a DCs migration 
through the Caco-2 monolayer in response to HSP comparable to that observed 
with HIV-1. These effects induced by HSP were paralleled by changes in the epi-
thelial barrier antigens in both models. The observed changes may be HIV-1-related 
as suggested by in vitro detection of mCherry-expressing virions in the proximity 
and inside CD11c+ DCs.
Conclusions: These are the first results showing HSP involvement in mucosal bar-
rier alteration and DCs migration, in relationship with penetration of HIV-1 through 
the colorectal epithelium. Data highlight the role of DCs in the early stages of in-
fection. Better understanding of these mechanisms will be of importance for the 
development of new therapies. 

MOPEA0073
A combination of broadly neutralizing antibodies prevents  
in vitro SHIV162P3 cell-free transmission more efficiently than 
cell-to-cell transmission
K. Suphaphiphat1, M. Tolazzi2, C. Gommet1, N. Bosquet1, G. Scarlatti2,  
R. Le Grand1, M. Cavarelli1 
1CEA, Immunology of Viral Infection and Auto-Immune Diseases (IMVA) UMER 1184, 
IDMIT Infrastructure, iMETI/DRF, Fontenay aux Roses, France, 2Viral Evolution and 
Transmission Unit, Division of Immunology, Transplantation and Infectious Diseases, 
San Raffaele Scientific Institute, Milan, Italy 
Presenting author email: karunasinee.suphaphiphat@cea.fr

Background: HIV transmission from cell-to-cell is a common way for viral dissemi-
nation. Indeed, it has been suggested that transmission through infected cells is 
more efficient and more difficult to neutralize than cell-free virus. Nevertheless, 
most therapeutic and preventive vaccine candidates towards HIV-1 have been 
evaluated pre-clinically for efficacy against cell-free viral challenges. We previously 
reported a protective effect of a combination of three NAbs, 2G12, 2F5, and 4E10, 
against simian/human immunodeficiency virus (SHIV) vaginal transmission in ma-
caques in vivo (Moog et al., 2014).
However, to date, there is no evidence that strategies that can efficiently prevent 
macaques exposed to cell-free SHIV, like the use of bNAbs, are also able to protect 
from cell associated-SHIV exposure. Here we aimed to determine in vitro the ex-
tent to which bNAbs inhibit cell-free and cell-to-cell SHIV162P3 transmission.
Methods: We developed a cell-to-cell transmission assay and evaluated antibody-
mediated virus neutralization using both TZM-bl and human PBMC as target cells 
and in vivo SHIV162P3- infected spleen cells as donor cells. We used the anti CD4- 
binding site IgG1b12, the gp120-directed antibody 2G12, and the two gp41-directed 
antibodies, 2F5 and 4E10 against the two transmission route. The bNAbs were 
used either alone or in combinations of 3 (2G12+2F5+4E10) and 2 (2G12+4E10, 
2G12+2F5, 4E10+2F5).
Results: Our results demonstrated that cell-to-cell SHIV162P3 transmission was 
less sensitive to neutralizing antibodies compared to cell-free SHIV162P3. The triple 
bNAb combination showed decreased potency in the TZM-bl assay than in the 
hPBMC assay. Moreover, inhibition of cell associated transmission was achieved 
only when 2G12 was present in the bNAbs combination in the TZM-bl, whereas in 
the hPBMC assay the double combination is more potent to neutralize the infection 
when 2F5 is present. In the TZM-bl assay, none of individual 2F5, 2G12 and 4E10 
can inhibit cell-to-cell transmission while 2F5 can efficiently block it in the hPBMC 
assay. Interestingly the IgG1b12 was very efficient to inhibit cell-to cell transmission 
in both assays.
Conclusions: Therefore, our findings support the use of antibody combinations 
against cell-associated virus in future candidate therapeutic regimens. 

MOPEA0074
Intestinal dendritic cells and macrophages play a different role 
in the early events of HIV-1 transmission
M. Cavarelli1, A. Ferrazzano2, N. Hantour1, T. Schorn2, C. Foglieni2, A. Cosma1,  
N. Bosquet1, U. Elmore2, G. Scarlatti2, R. Le Grand1 
1CEA, Fontenay aux Roses, France, 2San Raffaele Scientific Institute, Milan, Italy 
Presenting author email: mariangela.cavarelli@cea.fr

Background: Sexual transmission of HIV is the main route for HIV acquisition. 
Infection frequently occurs through colorectal mucosa where mononuclear phago-
cytes (MP), comprising dendritic cells (DC) and macrophages (Mf), are among the 
first target cells. 
We showed that human colonic lamina propria CD11c+DCSIGN+CD68- cells 
sample luminal R5 HIV in an ex vivo model, a mechanism exploited by HIV to by-
pass the intact epithelial barrier. However, little to nothing is known about resident 
DC and Mf in the lower intestinal tract, the extent to which different subsets exist, 
and their role in HIV acquisition.
Methods: We used multicolor flow cytometry, immunofluorescence and ex vivo 
explant culture of colorectal mucosa obtained from healthy human donors and 
Cynomolgus macaques, to define MP distribution and their susceptibility to HIV/
SIV infection.
Results: CD64 allowed to differentiating colonic DC (CD11c+CD64-) and Mf 
(CD11c+CD64+). Three major DC subsets were identified on the basis of CD103 
and the fractalkine receptor (CX3CR1) expression. The totality of colonic Mf was 
CX3CR1+ while about 50% expressed the M2 marker CD163. Cells were further 
characterized for the expression of the CD172a and CD11b. 
At steady state, CD11c+CD103+ DC were detected underneath the luminal epithe-
lium and at cript level. Following ex vivo R5 HIV-1 stimulation, both CD11c+CD64+ 
and CD11c+CX3CR1+ cells penetrated the intestinal epithelium, whereas an in-
crease in CD11c+CD103+ cells migration was not observed. 
Interestingly, CCR5, that we showed to drive CD11c+ cells migration toward the in-
testinal lumen, was preferentially expressed by the CD11c+CD64+CX3CR1+ cells, 
which support their involvement in active sampling of HIV and in transmission of 
infection in situ.
Conclusions: In conclusion we have unravel a previously underestimated complexity 
in the phenotype and function of the intestinal MP in human and NHP and discuss 
the relative contribution of different subsets of DC and Mf in the early events of 
HIV transmission at mucosal sites. 

MOPEA0075
Virological synapses formed between HIV-1-infected CD4+ 
T-cells and mucosal epithelium promote macrophage infection 
followed by reservoir formation in reconstructed urethral tissues
F. Real1,2,3, A. Sennepin1,2,3, Y. Ganor1,2,3, D. Tudor1,2,3, A. Schmitt2,3,4, 
M. Bomsel1,2,3 
1Lab, Paris, France, 2INSERM U1016, Paris, France, 3CNRS UMR8104, Paris, France, 
4Electron Microscopy Facility, Cochin Institute, Paris Descartes University, Paris, 
France 
Presenting author email: fernando.oliveira-real@inserm.fr

Background: During sexual intercourse HIV-1 cross epithelial barriers composing 
the genital mucosae, a poorly understood feature which requires an HIV-1-infected 
cell vectoring the entry. We have demonstrated that the adult penile urethra is an 
HIV-1 entry site and that, in contrast to poorly infectious cell-free virus, efficient 
HIV-1 penetration in the mucosa depends on infection driven by HIV-1 infected 
cells.
Methods: Viral synapses (VS) are the basis of HIV-1 cell-to-cell transmission and, 
due to their dynamic nature, require live imaging techniques to be adequately 
approached. Thus, we have developed immunocompetent urethral tissues recon-
structed in vitro based on penile cells, and comprizing a tight epithelium overlay-
ing a lamina propria, suitable for imaging the interaction of live CD4+T-cells, that 
produce infectious and fluorescent R5-tropic gag-iGFP HIV-1, and human urethral 
epithelial cells.
Results: We demonstrate that HIV-1 infected cells contact the epithelium, leading 
to virus production at the surface of urethral epithelial cells. VS are established 
during the first hour of interaction between infected CD4+T-cells and epithelium, 
resulting in virus budding that is transported across epithelium and stroma. Gp41-
envelope specific IgA inhibit this contact, resulting in a reduction of HIV-1 translo-
cation across reconstructed mucosa. 
Following VS, viral transfers are detected for ≈1 hour and transcytosis of HIV-
1 through mucosal epithelial cells are detected in regions where VS occurred. 
Efficient macrophage targeting following VS initiation results in viral production 
for 9 days before production halting, suggestive of macrophage reservoir formation 
within mucosa reconstructed in vitro. Additonally, treatment of LPS restores viral 
production from latency.
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Conclusions: Altogether, VS formed between a donor immune cell infected with 
HIV-1 and a target epithelial cell in the context of reconstructed immunocompe-
tent mucosa will potentially reveal novel aspects of HIV-1 transmission, helping to 
design better targeted antiviral strategies including gp41-specific IgA. 

[Figure]

MOPEA0076
HIV and biologic sex differences in the risk of mother to child 
transmission in Cameroon
C. Nkenfou1,2, E. Temgoua3, E. Ndzi4,5, L. Mekue4,5, J.D.D. Anoubissi6, E. Elong4, 
N. Fainguem4, B. Dambaya4,7, J. Theze8, F. Perno9, V. Colizzi10, A. Ndjolo4 
1Chantal Biya International Reference Centre for Research on HIV and AIDS 
prevention and management, Systems Biology, Yaounde, Cameroon, 2University of 
Yaounde 1, Biology, Yaounde, Cameroon, 3University of Torvergata, Immunology, 
Roma, Italy, 4Chantal Biya International Reference Centre for Research on HIV/AIDS 
Prevention and Management, Yaounde, Cameroon, 5University of Dschang, Dschang, 
Cameroon, 6Ministry of Public Health, Yaounde, Cameroon, 7University of Yaounde I, 
Yaounde, Cameroon, 8Institut Pasteur, Paris, France, 9University of Torvergata, Rome, 
Italy, 10University of Torvergata, Roma, Italy 
Presenting author email: nkenfou@yahoo.com

Background: Previous studies reported that girls were more at risk of in utero and 
perinatal mother to child transmission (MTCT) of HIV-1. We looked at the data col-
lected in Cameroon to verify this observation. The hypothesis is that this is not true 
as several other factors will hinder the biologic sex effect on the MTCT of HIV-1.
Methods: We investigated biologic sex and HIV transmission among infants born 
to HIV infected mothers. The infants were tested by polymerase chain reaction 
(PCR) for HIV proviral DNA. All infants whose PCR1 was positive on two differ-
ent testings were considered HIV infected. The results were analyzed using Stata 
software and the pearson chi 2 and Fisher exact tests.
Results: A total of 15,404 infants aged 6 weeks to 18 months were recruited 
(Mean age 16.7 weeks) and 34.8% were breastfed. A portion of 9.4% was infected. 
Generally, biologic sex was not associated to HIV transmission, but was combined 
to other factors. According to the type of twins´ pairs (161 twins sets) more HIV 
infected children were found in boy-girl twins´ sets (p = 0.037) and more girls were 
infected in this type of twins´ sets compared to girl-girl pairs (p = 0.043). Girls were 
more likely to be infected when mothers underwent treatment or prophylaxis (p = 
0.037), and more likely to be infected in the age group of 6.1-24 weeks (p=0.034). 
Younger mother (≤25) transmitted more (p = 0.049). Delivery order did not im-
pact transmission.

Conclusions: In our setting, biologic sex was associated to vertical transmission 
in specific conditions. More transmissions occurred in boy-girl twins´ sets, in girls 
when mother on ART. Many parameters may be associated to impact MTCT of 
HIV-1. Mechanisms underlying these associations should be further investigated. 
Interventions through family planning and pre natal consultation, especially for twin 
pregnancies should be re-enforced. 

MOPEA0077
Properties of ENV derived from transmitted HIV-1 issued  
from transmission clusters
M. Beretta1, A. Moreau1, M. Bouvin-Pley1, A. Essat2, C. Goujard3, 
M.-L.C. Baudier4, L. Meyer3, F. Barin1, M. Braibant1 
1INSERM Unit 966, Tours, France, 2INSERM U1018 - CESP, Le Kremlin Bicêtre, 
France, 3APHP, Le Kremlin Bicêtre, France, 4Hôpital Saint Louis AP-HP, Paris, France  

Background: Recent studies suggested that during sexual transmission of HIV-1, 
a single transmitted/founder (T/F) virus among numerous viral variants present 
in the donor is transmitted most often. The result is a genetically restricted viral 
population at the beginning of infection. The aim of our study was to investigate if 
this bottleneck event is a stochastic process or if it selects viral variants with par-
ticular biological properties that predispose them to more effectively establish new 
infections. To that aim, we examined the antigenic and phenotypic properties of 
transmitted viruses that have a common origin, derived from the same transmission 
cluster. Our hypothesis was that if the transmitted variants have a selective advan-
tage, they should share some biological properties.
Methods: Between 2006 and 2013, 8 clusters of at least 3 patients infected by 
subtype B or CRF02-AG viruses were included in the early phase of infection in 
the ANRS Primo Cohort. We produced Env-pseudotyped viruses derived from the 
viral population infecting each patient and compared their neutralization sensitivity 
to a panel of broadly neutralizing antibodies targeting major epitopes of the enve-
lope glycoprotein.
Results: We found that neutralization profiles are conserved within 7 clusters of 
transmission, indicating a strong antigenic conservation of the transmitted viruses. 
Secondly, we studied the sensitivity of pseudotyped viruses to various entry in-
hibitors. We observed similar sensitivities to T20 (fusion inhibitor) and Maraviroc 
(CCR5 inhibitor) within each cluster.
Conclusions: Together, these results support the hypothesis of a selective restric-
tion of transmitted variants during the transmission event. 

MOPEA0078
Gut-homing Δ42PD1+Vδ2 T cells promote innate mucosal 
damage via TLR4 during acute HIV-1 infection
A. Cheung, Z. Chen 
University of Hong Kong, AIDS Institute and Microbiology, Pokfulam, Hong Kong 
Presenting author email: chenai@hku.hk

Background: Acute HIV-1 infection leads to vigorous innate immune responses and 
rapid CD4+ T cell depletion in intestinal tissues. Innate immune cells underlying 
mucosal responses remain incompletely understood.
Methods: Δ42PD1 expression on γδ-T cells was examined in following HIV-1 in-
fection in acute (n=57) and chronic (n=50) patient cohorts and healthy controls 
(n=22) in correlation with serum cytokine levels. A humanised mice model was used 
to determine if Δ42PD1+ γδ-T cells migrate to the gut, and tissue sections of small 
intestine was examined.
Results: Δ42PD1 expression was significantly up-regulated on Vδ2 subset of γδ-T 
cells in acute (~20%) compared to chronic HIV-1 patients (~11%) and healthy con-
trols (~2%). Frequency of Δ42PD1+Vδ2 cells and pro-inflammatory cytokines lev-
els positively correlated in acute patients. We found that HIV-1 infection rapidly 
induced Δ42PD1+Vδ2 cells in vitro, which also expressed high levels of gut-homing 
receptors CCR9/CD103, and triggered small intestinal inflammatory damages af-
ter adoptive transfer into humanized mice. The innate receptor for Δ42PD1 was 
discovered as TLR4/MD2 that induces pro-inflammatory cytokines by using anti-
body/small molecule blocking, binding affinity and co-immunoprecipitation assays. 
By fluorescence immunohistochemistry, co-localization of Δ42PD1+Vδ2 cells and 
TLR4 or IL6 was evident primarily in mice small intestines. The mucosal damage 
was reduced when Δ42PD1-specific antibody was administered before and during 
adoptive transfer of HIV-induced Vδ2 cells into humanized mice.
Conclusions: In summary, this study uncovered a novel Δ42PD1/TLR4 pathway 
exhibited by infection-induced gut-homing Vδ2 cells that may contribute to innate 
immune activation and intestinal pathogenesis during acute HIV-1. Δ42PD1+Vδ2 
cells may serve as a new target for the investigation of diseases with gut inflam-
mation. 
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MOPEA0079
In depth sampling of high-risk populations to characterize  
HIV transmission epidemics among young MSM using PrEP  
in France and Quebec
A. Chaillon1, C. Delaugerre2, N. Mahjoub2, B. Brenner3, C. Capitant4, 
D. Carette4, M.-L. Nere2, G. Pialoux5, E. Cua6, L. Cotte7, C. Tremblay8, B. Spire9, 
M. Wainberg10, C. Goujard11, L. Meyer12, J.-M. Molina2, M.-L. Chaix2 
1University of California San Diego, La Jolla, United States, 2Hôpital Saint-Louis, 
INSERM U941, Université Paris Diderot, Paris, France, 3McGill University - Jewish 
General Hospital, Medicine, Montreal, Canada, 4INSERM SC10 US019, Université 
Paris Sud, Villejuif, France, 5Hôpital Tenon, Maladies infectieuses, Paris, France, 
6Hôpital de l’Archet, Maladies infectieuses, Nice, France, 7Hôpital de la Croix Rousse, 
Centre Hospitalier et Universitaire de Lyon, Maladies infectieuses, Lyon, France, 
8Centre Hospitalier de l’Université de Montréal, Montreal, Canada, 9INSERM UMR 
912 SESSTIM, Marseille, France, 10McGill University - Jewish General Hospital, 
Microbiology and Immunology, Montreal, Canada, 11Hôpital Kremlin Bicêtre, Maladies 
infectieuses, Le Kremlin Bicêtre, France, 12U1018, University Paris Sud, Assistance 
Publique-Hôpitaux de Paris (APHP), Hôpital Bicêtre, Le Kremlin Bicêtre, France 
Presenting author email: achaillon@ucsd.edu

Background: The ANRS IPERGAY trial was a double-blind, randomized trial of 
pre-exposure prophylaxis among high-risk men conducted in France and Quebec. 
We reconstructed HIV transmission networks from recently infected individuals 
enrolled in the IPERGAY trial in combination with French and Montreal primary 
infection Cohorts to identify and characterize active clusters of transmission.
Methods: HIV pol sequences were generated from 31 IPERGAY participants 
(2012-2014). Phylogenetic and network analyses were performed to infer putative 
relationships between these participants and 1,352 unique HIV pol sequences from 
individuals enrolled in the French PRIMO ANRS Cohort (1999-2014) and 490 
individuals enrolled in the Montreal PRIMO Cohort (1996-2016). We applied a 
logistic growth model to estimate the maximum expected size of the largest active 
cluster.
Results: All 31 participants from the IPERGAY trial were predominantly infected 
with HIV-1 subtype B (64.5%) and CRF02_AG (22.6%). At diagnosis, the median 
age was 34 years (IQR:27-44), the median HIV RNA and CD4 counts were 5.5 
Log10cp/mL (IQR:4.5-6.7) and 464 cells/mL (IQR:390-661) respectively. Fifteen 
individuals (48.4%) were involved in 12 clusters sampled over a median period of 2 
years (IQR:0.3-7.8) including 6 dyads and 6 larger clusters ranging from 3 to 62 in-
dividuals. All clustering individuals were male and all clusters but 2 involved subtype 
B. All but 3 clustering sequences were identified in Paris, France while two were 
from Quebec. The Quebec cluster with 7 Montreal Cohort and one IPERGAY par-
ticipants (surrounded in Figure) was part of a previously identified cluster with 45 
MSM infected in Montreal (n= 32), Sherbrooke (n=7) and Quebec (n=6) diagnosed 
between 2012 and 2014.The largest cluster included 62 CRF02_AG sequences (4 
IPERGAY) sampled between 2000 and 2015 with an expected maximum size of 
72 by 2030. Of the 31 IPERGAY sequences, one harbored the NNRTI K103N 
mutation and was linked to 6 French sequences with the same mutation diagnosed 
between 2009 and 2012.
Conclusions: These results demonstrate high rates of HIV transmission clustering 
among young high-risk MSM enrolled in the IPERGAY trial. In-depth sampling of 
high-risk populations may help to uncover unobserved transmission intermediaries 
and improve prevention efforts that could be targeted to the most active clusters. 

MOPEA0080
Very early treated acute HIV patients have high  
naïve-CD4+Tregs recovery with a decreased immune  
activation
A. Camiro1, A. Cardenas-Ochoa1, J. Sierra-Madero1, L.E. Soto-Ramirez1,  
F. Belaunzaran-Zamudio1, D. Scott-Algara2, R. Jaramillo-Jante3,  
S. Perez-Patrigeon1 
1Instituto Nacional de Ciencias Medicas y Nutricion Salvador Zubiran, Infectious 
Diseases, Mexico, Mexico, 2Institut Pasteur, Cytokines and Inflammation Unit, 
Paris, France, 3Instituto Nacional de Ciencias Médicas y Nutrición Salvador Zubirán, 
Infectious Diseases, Mexico City, Mexico 
Presenting author email: santiago.perez@infecto.mx

Background: ARV treatment (ART) administered during acute HIV-infection 
presents several immunological benefits leading to a better CD4+ T cell recovery. 
In a prospective, observational cohort of patients with acute HIV-infection, immu-
nologic markers and clinical characteristics were evaluated. We present here T-cell-
immune-phenotypic characteristics at baseline and 2 months after ART initiation.
Methods: Patients with acute HIV-infection are being followed-up in 5 sites across 
Mexico. Clinical, demographic data and blood samples are collected in all patients. 
In a sub-set of patients, we collected fresh whole blood for flow cytometry analysis. 

Naïve-(Nv), central memory- (CM), effector memory (EM) and terminally dif-
ferentiated- T-cells (TMRA), as well as activation markers were determined us-
ing CD3, CD4, CD8, CD45RA, CCR7, CD38 and HLA-DR markers. We used 
Fox-P3, CD25, CD127 and CD45RA to identify T-regs and their subsets. To assess 
changes over time, Wilcoxon matched-pairs signed rank test was used for each value 
between baseline and month 2.
Results: We included 10 patients with complete flow-cytometry data and at least 2 
months of follow-up. All subjects were male infected by sexual transmission; mean 
age was 32 y.o. Mean CD4+ T cell count was 439 cells/uL and median viral load was 
1.2 million copies/ml (23379-10x106 copies/ml) at the baseline. According to Fiebig 
criteria, patients were distributed as follows: 2 patients in Fiebig II;
4 patients in Fiebig IV and 4 patients in Fiebig V. All patients received treatment 
immediately. TDF+FTC+EFV were prescribed in 8 subjects (80%). 
At 2 months, CD4+ T cell increased from 439 cells/uL to 609 cells/uL (p=0.1). 
Immune activation markers (HLA-DR, CD38) decreased from 4.55% to 2.22% 
(p=0.03) in T-CD4+ and from 43.25 to 8.97 (p=0.006) in T-CD8+. The propor-
tion of T-CD4+ or T-CD8+ subsets (Nv, Cm, EM, TMRA) at 2 months did not 
change from baseline. Concerning T-regs, they increased from 4.8% to 7.8% 
(p=0.01) and this difference was mainly due to a recovery of the naïve T-regs subset 
(from 4.2 to 6.1, p=0.01).
Conclusions: Early total T-regs recovery driven mainly by naïve-T-reg and a de-
crease in immune activation markers precede the T CD4+ recovery observed in 
patients with acute HIV-infection treated immediately after diagnosis. 

MOPEA0081
Low frequencies of HIV-infected cells in blood, colon and  
lymph node at the earliest stage of acute infection (Fiebig I)
L. Leyre1,2, J. Ananworanich3,4, C. Vandergeeten5, E. Kroon6, N. Chomchey6, 
C. Sacdalan6, S. Buranapradikun3,4, S. Akapirat7, N. Phanuphak6, M. Robb3,4, 
N. Michael3,4, L. Trautmann3,4, N. Chomont1,2, on behalf of the RV254/SEARCH 
010 and RV304 Study Groups 
1Centre de Recherche du CHUM, Montréal, Canada, 2University of Montreal, 
Microbiology, Infectiology, and Immunology, Montréal, Canada, 3Henry M. Jackson 
Foudation Advancement of Military Medicine, Bethesda, United States, 4U.S. Military 
HIV Research Program, Walter Reed Army Institute of Research, Sliver Spring, United 
States, 5Vaccine and Gene therapy Institute, Port St. Lucie, United States, 6SEARCH 
Thai Red Cross AIDS Research Center, Bangkok, Thailand, 7Armed Forces Research 
Institute of Medical Sciences, Department of Retrovirology, Bangkok, Canada 
Presenting author email: nicolas.chomont@umontreal.ca

Background: A small pool of HIV-infected cells is established early in the blood 
of recently infected individuals. However, little is known about the frequency of 
infected cells in tissues during the earliest phase of HIV infection. Here we quanti-
fied infected cells in blood, colon and lymph node from acutely infected individuals.
Methods: We measured the frequency of cells harbouring total HIV DNA in total 
cells obtained from the blood (n=105), colon (n=53) and lymph nodes (n=25) from 
recently infected Thai participants (Fiebig stages I-V) not receiving antiretroviral 
therapy. Samples from chronically infected Thai individuals were used as controls.
Results: Blood, colon and lymph node displayed similar frequencies of HIV-
infected cells in participants from a given Fiebig stage. In contrast, lymph node 
from chronically infected individuals displayed slightly higher levels of infected cells 
compared to blood. Fiebig I individuals were unique as they displayed extremely 
low frequencies of infected cells in blood, colon and lymph node (median: 1.0, 0.0 
and 0.9 Log10 HIV DNA copies per million cells), which were all statistically lower 
than any other group. Fiebig II-V participants displayed similar levels of HIV DNA 
as chronically infected participants in blood (2.7 vs 2.7), colon (3.0 vs 2.8) and 
lymph node (3.0 vs 3.2 median Log10 HIV DNA copies per million cells in Fiebig 
II-V vs chronic, respectively). Overall, the frequency of infected cells in blood 
strongly correlated with the frequencies measured in colon (p<0.0001, r=0.6) and 
lymph node (p<0.0001, r=0.8). Finally, HIV plasma viral load was correlated to 
the frequencies of infected cells in the blood (p<0.0001, r=0.4) and lymph node 
(p=0.001, r=0.5), but not in the colon.
Conclusions: Fiebig I individuals display lower frequencies of HIV-infected cells in 
blood, gut and lymph node than any other acutely infected participants. Strikingly, 
the frequencies of infected cells typically measured in blood and tissues from 
chronically infected individuals are already reached as early as Fiebig II stage. These 
results suggest that ART initiation at the Fiebig I stage may significantly limit the 
frequency of infected cells in blood and tissues. 
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MOPEA0082
T follicular helper cells are preserved by ART and correlate  
with reservoir size in early HIV infection
J.P. Thornhill1, C. Phetsouphanh2, C. Herrera1, W. Stohr3, R.W. Sanders4,  
I. Bontjer4, K. Porter3, F. John2, S. Fidler1, SPARTAC Investigators 
1Imperial College London, London, United Kingdom, 2University of Oxford, Oxford, 
United Kingdom, 3University College London, London, United Kingdom, 4Academic 
Medical Center of the University of Amsterdam, Amsterdam, Netherlands 
Presenting author email: thornhillj@gmail.com

Background: Evidence suggests a key role for T follicular helper cells (Tfh) in HIV 
antibody responses and reservoir. The impact of ART during Primary HIV infection 
(PHI) on Tfh is unclear. We compare early (ART-48) versus no ART (SoC) initi-
ated in PHI, and explore the association with HIV reservoir and antibody responses.
Methods: Using longitudinal samples (baseline and week 48) from the SPARTAC 
RCT, 12 individuals from the ART-treated (ART-48) arm and 21 from the untreated 
(SoC) were studied. Expression of CXCR5, PD-1, TIGIT, Tim-3, HLA-DR, Bcl-
6 and IL-21 was assessed by flow cytometry. Tfh were defined by coexpression of 
CXCR5 and PD-1. HIV DNA was measured by qPCR. Total, HIV specific anti-
gp120 and specific anti-p24 IgG and IgA antibody responses were measured by 
ELISA. Mixed-effect models were used to assess the impact of ART on Tfh and 
CD4+CXCR5+T-cells.
Results: At baseline, using samples from all 33 individuals, expression of Tfh as-
sociated markers: PD-1 (p=0.009), TIGIT (p<0.0001), Bcl-6 (p<0.0001) & IL-21 
(p=0.03) was significantly higher on CXCR5+CD4+T-cells compared to CXCR5-
T-cells. There was an inverse correlation between the baseline absolute number of 
Tfh and both total (r=-0.4,p=0.03) and integrated HIV DNA (r=-0.5,p=0.01). 
In addition, a positive correlation was observed between Tfh and both CD4/CD8 
(r=0.62, p<0.001) and frequency of B Cells (CD19+) (r=0.49, p=0.003).
Absolute Tfh and CXCR5+CD4+T-cell numbers at week 48 were significantly 
higher in ART-48 compared to SoC. Mixed effect models showed significantly in-
creased numbers of both Tfh and CD4+CXCR5+T-cells at week 48 (p=0.001) in 
the ART-48 arm compared to the SoC arm.
In the ART-48 arm, expression of exhaustion (PD-1, TIM-3) and activation (HLA-
DR) markers on CXCR5-CD4+T-cells decreased significantly (p<0.05 for all) be-
tween baseline and week 48; no difference was seen in the SOC arm. No difference 
in expression of activation and exhaustion markers was noted on CXCR5+CD4+ 
T-cells in either arm.
Specific-gp120 IgG/IgA ratio was higher in the SoC arm at 48 weeks compared to 
baseline, while specific-p24 IgG/IgA was greater in the ART-treated group.
Conclusions: These data show dynamic changes in the Tfh compartment in PHI, 
which correlated with reservoir size and was impacted by ART. 

MOPEA0083
Evidence of fast normalization of inflammation biomarkers after 
ART started during acute, but not in early chronic HIV infection
F.H. Côrtes1, H.H. Souza de Paula1, G. Bello1, S. Lopes Teixeira1,  
A.C. Garcia Ferreira2, S. Wagner2, B. Grinsztejn2, V. Gonçalves Veloso2,  
M. Gonçalves Morgado1, M. Lindenmeyer Guimarães1 
1Oswaldo Cruz Institute - FIOCRUZ, Laboratory of AIDS and Molecular Immunology, 
Rio de Janeiro, Brazil, 2National Institute of Infectology Evandro Chagas/FIOCRUZ, 
Rio de Janeiro, Brazil 
Presenting author email: fheloise@gmail.com

Background: HIV-1 infection leads to chronic immune activation and systemic in-
flammation. We investigated the impact of early antiretroviral treatment (ART) 
on inflammation biomarkers and immune cells activation during acute and early 
chronic HIV infection.
Methods: Blood samples were obtained from HIV-uninfected (HIVneg), late 
chronically ART-treated HIV-infected (LcART-HIV), early chronically ART-
treated HIV-infected (EcART-HIV, Fiebig VI) and acutely ART-treated HIV-
infected (aART-HIV, Fiebig I-V) patients from Rio de Janeiro, Brazil. 
Plasmatic levels of inflammation biomarkers (IP-10, IL-18, CRP and IL-6) 
were measured before the start of ART (D0) and six (M6) months after. The 
CD8+CD38+HLA-DR+ T cells frequencies were evaluated by flow cytometry in 
D0 and M6. The Mann-Whitney test and Spearman correlation were used for sta-
tistical analyses.
Results: Among the plasmatic biomarkers analyzed, only IP-10 and IL-18 were sig-
nificantly elevated at D0 in both aART-HIV and EcART-HIV infected patients. 
The levels of IP-10 and IL-18 reduced significantly between D0 and M6 in aART-
HIV individuals, reaching values similar to HIVneg. Among the EcART-HIV pa-
tients, IP-10 levels between D0 and M6 were reduced, but remains higher than 
in HIVneg and no significantly reduction of IL-18 levels was observed. The CD8+ 
T cell activation levels in aART-HIV and EcART were elevated at D0 and reduced 
significantly on M6, but remain higher than in HIVneg. 

We found a positive correlation between IP-10 and CD8+ T cell activation in D0 
in aART-HIV and EcART, this positive correlation was also found on M6 in aART-
HIV patients.
Conclusions: Starting ART early during HIV infection is able to reduce systemic 
inflammation, but it only normalizes when ART is initiated in acute phase. T cell 
activation was reduced, but remains elevated in both aART-HIV and EcART-HIV 
patients. 

MOPEA0084
IL-7 is UP-regulated in the ileal mucosa during hyperacute 
siv infection in Chinese rhesus macaques, triggering local 
chemokine expressions and immune cell migrations
A. Couedel-Courteille1, R. Ponte1,2, M. Rancez1, S. Figueiredo1, 
V. Fabre-Mersseman1, J. Dutrieux1, B. Charmeteau-de-Muylder1, T. Guilbert1, 
J.-P. Routy2, R. Cheynier1 
1Institut Cochin, INSERM U 1016, Immunology Infection Inflammation, Paris, France, 
2McGill University Health Centre, Montreal, Canada 
Presenting author email: anne.couedel@inserm.fr

Background: The intestinal barrier, one of the first targets of HIV/SIV, is subjected 
to major changes during acute infection. We previously demonstrated that pharma-
ceutical injection of interleukin-7 (IL-7) triggers chemokine expression leading to 
massive T-cell homing, in particular to the intestine. We here explored mucosal IL-7 
expression as part of the cytokine storm occurring during the acute phase of SIV 
infection in rhesus macaques.
Methods: Gut tissues were analyzed after necropsy in healthy (n=5) and acutely 
SIV-infected macaques (n=9). Uninfected macaques were also sacrificed following 
IL-7 injection (80µg/Kg, n=4). The levels of mRNA coding for IL-7 and 13 chemo-
kines involved in lymphoid and myeloid cells homing as well as viral DNA and RNA 
were quantified by (RT)-qPCR. IL-7 protein was quantified in whole gut samples by 
ELISA. Confocal imaging after immunostaining was used to evaluate immune cell 
counts and distribution in large ileum sections (25 mm2). Circulating T-cell subsets 
and chemokine receptors expression on these cells were followed-up over 3 weeks, 
by flow cytometry.
Results: Concomitant with viral detection, IL-7 expression progressively increased 
in the ileum of SIV-infected macaques, with a peak expression at day 10. In ma-
caques showing enhanced ileal IL-7 mRNA/protein expression, 7 out of 13 chemo-
kines were overexpressed in intestinal tissue. Among these, the macrophage and/
or T-cell attractant chemokines CCL4, CCL25, CCL28 and CXCL8 correlated to 
gut IL-7 expression and were also enhanced in the ileum of IL-7-treated uninfected 
macaques. CD8+ T-cell counts increased by day 3 in the lamina propria (LP), reach-
ing a maximum at day 10 post-infection. 
In contrast, CD4+ T-cell counts were not affected in the ileum, suggesting replen-
ishment. CD4+PM-2K+ macrophage numbers augmented at day 3 in the LP and 
inversely diminished in the submucosa. In the blood, absolute numbers of all T-cell 
subsets transiently decreased up to day 10, with a marked drop in the proportion of 
gut-homing CCR9+β7+ T-cells.
Conclusions: These findings suggest a role for IL-7 in the initiation of early mucosal 
immune responses to lentiviral infections. However, IL-7 triggered CD4+ T-cells 
and macrophages localization at viral replication sites could also participate to viral 
spread and establishment of viral reservoirs. 

MOPEA0085
Deep sequencing reveals viral evolution in Gag within  
protective HLA alleles B*57:02, B*58:01 and B*7 supertype 
individuals acutely infected with HIV-1 subtype C in Durban, 
South Africa
K. Gounder1,2, V. Naidoo1,2, N. Padayachi1,2, Q. Mthethwa1,2, D. Dilernia3, 
E. Hunter3, B. Walker4, T. Ndung’u1,2 
1University of KwaZulu-Natal, HIV Pathogenesis Programme, Durban, South Africa, 
2Africa Health Research Institute, Durban, South Africa, 3Emory University, Emory 
Vaccine Center, Atlanta, United States, 4MIT and Harvard, Ragon Institute of 
Massachusetts General Hospital, Boston, United States 
Presenting author email: kgounder25@gmail.com

Background: Transmission of cytotoxic T cell escape variants, timing and frequency 
of CTL-mediated viral escape following acute HIV-1 infection can profoundly in-
fluence disease course but comprehensive analysis of CTL epitopes restricted by 
protective HLA class I alleles is lacking. We evaluated the transmission of CTL im-
mune escape variants and immune selection over one-year following acute HIV-1 
infection for epitopes restricted by the B*7 supertype and protective HLA-B*57 
and HLA-B*58:01 alleles.
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Methods: HIV-1 uninfected women were screened twice weekly for HIV-1 RNA 
by finger prick blood draw. Six females were identified possessing the HLA-B*7 
supertype [HLA-B*07 (n=2), HLA-B*39:01 (n=2), HLA-B*42:01 (n=1) and 
HLA-B*42:02 (n=1)] while six women possessed the protective HLA-B*57:02 (n=1) 
and HLA-B*58:01 (n=5) class I alleles. Plasma samples were available at baseline 
(Fiebig I-III) and at 2-6 subsequent time points thereafter over one year of infec-
tion. Deep sequencing of gag was performed using the Illumina MiSeq platform. 
Amplicons were molecularly bar-coded, pooled and sequenced resulting in >250-
fold coverage. A subset of limiting-dilution full-length HIV-1 genome amplicons 
were also sequenced by PacBio at ~1000-fold coverage. Sequence analysis was 
performed using Geneious v8.1.8 (Biomatters Ltd).
Results: In transmitted/founder viruses, the four known Gag CTL epitopes presented 
by HLA-B*57/B*58:01 were wild type in two of the six participants, with the 
remaining four participants showing evidence of CTL-mediated pre-adaptation in at 
least one epitope. By one-year post infection, de novo CTL-mediated selection was 
observed in all 6 subjects, but never in all 4 epitopes. 5 of 6 participants experienced 
escape within the immunodominant TW10 epitope. Of the five known Gag epitopes 
presented by the HLA-B*7 supertype, all six participants showed evidence of a CTL 
variant in at least 3 epitopes within the transmitted virus sequence. The TL9 epitope 
remained wild type in 5 of 6 participants with no evidence of CTL escape up to 
one-year post infection. Transmitted escape variants remained virtually unchanged 
throughout the follow up period except in one participant who showed evidence of 
slow reversion in the HLA-B*57/58 ISW9 epitope.
Conclusions: Deep sequencing reveals extensive transmission of pre-adapted CTL 
variants and slow immune selection within immunodominant epitopes restricted by 
protective HLA class I alleles. 

MOPEA0086
NKp30 and its ligands: emerging players in HIV-2-infected 
patients
O. Lucar1, M. Sadjo Diallo1, C. Bayard1, A. Samri1, P. Debré1, F. Brun-Vézinet2, 
S. Matheron3, R. Cheynier4, V. Vieillard1, for the ANRS CO5 IMMUNOVIR-2 
Study Group 
1Centre d’Immunologie et des Maladies Infectieuses-INSERM U 1135, Paris, France, 
2Assistance Publique - Hôpitaux de Paris, Laboratoire de Virologie, Hôpital Bichat, 
Paris, France, 3Assistance Publique - Hôpitaux de Paris, Service des Maladies 
Infectieuses et Tropicales, Hôpital Bichat, Paris, France, 4INS, Paris, France 
Presenting author email: olivier.lucar@gmail.com

Background: HIV-2 infection progresses more slowly to AIDS, and subjects sur-
vive longer than those with HIV-1 infection. It is well established that natural killer 
(NK) cells are the critical antiviral effectors of the innate immune system. They 
distinguish their targets from healthy cells via a panel of activating and inhibitory 
receptors that recognize ligands specifically induced on “stressed” cells. It has been 
reported that their activities (cytokine production and cytotoxic functions) pre-
vent HIV-1 transmission and viral replication. Due to the scarcity of data in HIV-2 
infection, knowledge about the differentiation and function of NK cells is critical to 
better understand their role in the evolution of the disease.
Methods: Twenty-two untreated HIV-2-infected patients (19 controllers and 3 
progressors), included in the ANRS HIV-2 cohort, were compared to LTNP or con-
trollers HIV-1 patients from the ANRS ALT cohort, and healthy controls. Extensive 
phenotypic and polyfunctional NK cell assays were performed by flow cytometry. 
Cytolytic function and expression of ligands for NK cell receptors were assessed on 
CEM T cells infected with HIV-2 or HIV-1 strains.
Results: HIV-2+ patients displayed altered NK cells, highlighted by a profound 
down-modulation of the activating NKp30 receptor (p<0.0001), as compared to 
HIV-1 patients and healthy controls. NKp30 expression was positively correlated 
with both NKG2A and Siglec7 (r=0.65 and r=0.60, respectively), and negatively 
with HLA-DR and CD57 (r=0.68 and r=0.60, respectively), suggesting a major 
impact on NK cell differentiation. NKp30low phenotype was also associated with 
reduced NK-cell polyfunctionality, even toward stimulation with HIV-2-infected 
target cells. To determine the mechanism leading to NK-cell dysfunction in HIV-2, 
expression of cellular ligands for major NK-cell receptors was analyzed. As previ-
ously observed for HIV-1, NKp44L was specifically upregulated on bystander non-
infected cells in HIV-2, whereas NKG2D ligands were slightly more expressed on 
both bystander and infected target cells. Importantly, a higher frequency of HIV-
2-target cells (up to 70%) expressed NKp30 ligands, as compared to uninfected 
and HIV-1-infected cells.
Conclusions: Taken together, these data suggest that constitutive expression of 
NKp30 ligands on HIV-2-infected cells could provoke decreased NKp30 expres-
sion by NK cells, eventually leading to their functional impairment. 

MOPEA0087
Prevalence and risk factors associated with HIV/viral hepatitis 
B and C co-infections among people who inject drugs in 
Mozambique, 2013-2014
C.A. Semá Baltazar1, M. Boothe2, I. Sathane3, E. Fazito4, R. Horth5, N. Bhatt6 
1Instituto Nacional de Saude, Health Surveillance Department, Maputo, Mozambique, 
2University of California, San Francisco, Global Health Sciences, Maputo, 
Mozambique, 3University of California, San Francisco, Global Programs for Research 
and Training, Maputo, Mozambique, 4The Joint United Nations Program on HIV/AIDS, 
Maputo, Mozambique, 5University of California, San Francisco, San Francisco, United 
States, 6Instituto Nacional de Saude, Centro de Investigação em Saúde da Polana 
Caniço, Maputo, Mozambique 
Presenting author email: cynthiasema@yahoo.com

Background: While the high burden of HIV in the general population of 
Mozambique is well documented, no data exist on HIV, Hepatitis B (HBV) and C 
(HCV) virus among People Who Inject Drugs (PWID). The first Integrated Bio-
Behavioral Surveillance (IBBS) Survey among PWID took place in 2013-2014 to 
address this gap in knowledge. The present analysis assesses the prevalence of HBV 
and HCV infection among PWID and describes associated risk factors.
Methods: Using respondent-driven sampling, PWID aged 18 years and older were 
recruited in Maputo and Nampula/Nacala, two large urban centers of Mozambique. 
Rapid screening of HIV, HBV (HBsAg) and HCV was performed on site. We pooled 
data from both sites to conduct unadjusted bivariate analysis using chi-square where 
HIV/HBV and HIV/HCV coinfections were separate outcomes.
Results: Among the 492 eligible PWID, 94% were male and median age was 32 
years. The prevalence of HIV/HBV and HIV/HCV co-infections among survey par-
ticipants was 4.0% and 19.6%, respectively. Figure 1 illustrates the burden of disease 
among participants. HIV/HBV co-infection was independently statistically associ-
ated (p<0.01) with older age, prior history of needle sharing and drug injection in 
the last month. HIV/HCV co-infection was independently statistically associated 
with older age, prior history of needle sharing, drug injection in the last month, 
needle sharing in the last month and history of arrest. There was no association of 
sexual risk behaviors with either HIV/HBV or HIV/HCV co-infections.
Conclusions: There is a high burden of HBV and HCV among HIV-infected PWID 
in two urban areas in Mozambique. Our results highlight the need for targeted harm 
reduction interventions that include needle exchange programs and integrated ser-
vices for diagnosis and treatment of HIV,HBV and HCV in Mozambique to address 
these epidemics among PWID. Efforts should be made to assess the feasibility of 
introducing HBV vaccination in this high-risk population. 

[Hepatitis B & C Infection among HIV-infected PWID]
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MOPEA0088
A New HIV/HBV co-infection model: hepatocytic expression  
of human sodium taurocholate cotransporting polypeptide 
(NTCP) enables hepatitis B virus infection of macaques
B. Burwitz1, J. Wettengel2, M. Muck-Hausl2, K. Hammond1, J. Reed1, R. Norris3, 
B. Park4, S. Moller-Tank5, K. Esser2, J. Greene1, H. Wu1, S. Abdulhaqq1, G. Webb1, 
W. Sutton3, A. Klug3, T. Swanson3, A. Legasse3, A. Asokan5,6,7, N. Haigwood3,  
U. Protzer2,8, J. Sacha1,3 
1Oregon Health & Science University, Vaccine & Gene Therapy Institute, Portland, 
United States, 2Technical University of Munich, Institute of Virology, Munich, 
Germany, 3Oregon Health & Science University, Oregon National Primate Research 
Center, Beaverton, United States, 4Oregon Health & Science University, Public 
Health & Preventative Medicine, Portland, United States, 5University of North 
Carolina at Chapel Hill, Gene Therapy Center, Chapel Hill, United States, 6University 
of North Carolina at Chapel Hill, Department of Genetics, Chapel Hill, United 
States, 7University of North Carolina at Chapel Hill, Department of Biochemistry 
& Biophysics, Chapel Hill, United States, 8German Center for Infection Research, 
Munich Partner Site, Braunschweig, Germany 
Presenting author email: burwitz@ohsu.edu

Background: HIV/HBV co-infected patients exhibit increased liver dysfunction 
and fibrosis, but the mechanisms contributing to this differential pathology re-
main poorly understood, and an animal model of HIV/HBV co-infection is needed. 
Rhesus macaques are regularly utilized as models for HIV infection, but no endog-
enous HBV strain has been discovered in this species. We hypothesized that the 
block to HBV replication in rhesus hepatocytes is due to failure to gain cell entry. 
To test this hypothesis, we expressed the HBV receptor -- human NTCP (hNTCP) 
-- on rhesus hepatocytes both in vitro and in vivo. We show for the first time that 
macaques expressing hNTCP can be infected with HBV, paving the way for a physi-
ologically relevant animal model of HIV/HBV co-infection.
Methods: We generated helper-dependent adenovirus (HDAd serotype 5) and ad-
eno-associated virus (AAV serotype 8) vectors expressing hNTCP and transduced 
freshly isolated rhesus and baboon primary hepatocytes (PH) in vitro. We then 
challenged these PH with HBV and monitored in vitro infections by supernatant 
HBsAg/HBeAg ELISA, HBV DNA qPCR, and electron microscopy. For in vivo 
studies, macaques were injected with HDAd and AAV vectors expressing hNTCP 
and challenged with HBV. We monitored in vivo HBV infections by HBV DNA and 
alanine transaminase concentrations in the serum, HBV DNA and RNA levels in 
isolated hepatocytes, anti-HBV humoral and cellular immunity, and expression of 
HBcAg in the liver.
Results: Rhesus and baboon PH expressing hNTCP supported high levels of HBV 
infection, evidenced by increasing supernatant concentrations of both HBsAg 
and HBeAg. In addition, covalently-closed circular DNA (cccDNA) qPCR and 
electron microscopy revealed the formation of cccDNA and the release of Dane 
particles, respectively. These results indicate that all stages of HBV replication are 
present in rhesus hepatocytes. Expression of hNTCP in vivo facilitated HBV infec-
tion, evidenced by detection of serum HBV DNA, HBV DNA/RNA in isolated 
hepatocytes, anti-HBV humoral and cellular immunity, and HBcAg expression in 
the liver.
Conclusions: We have built a physiologically relevant HBV infection model using 
rhesus macaques. Given the long history of HIV research in this species, our new 
data portend the future use of rhesus macaques in HIV/HBV co-infection research. 

MOPEA0089
Hepatitis B virus infection in HIV-1 negative and positive 
pregnant women in Botswana, implications for HBV vertical 
transmission
T. Mbangiwa1, M. Anderson1, A. Needleman2, P.K. Thami3, I. Kasvosve4,  
M. Leteane5, S. Moyo3, D. Setlhare3, G. Mayondi3, T. Sebunya5, T.W. Choga3,  
R. Musonda3, M. Essex2,3, S. Lockman2,3, S. Gaseitsiwe3 
1Botswana Harvard AIDS Institute Partnership, Research Laboratory, Gaborone, 
Botswana, 2Harvard T H Chan School of Public Health, Boston, United States, 
3Botswana Harvard AIDS Institute Partnership, Gaborone, Botswana, 4University 
of Botswana, School of Allied health Sciences, Gaborone, Botswana, 5University of 
Botswana, Gaborone, Botswana 
Presenting author email: mbangiwat@gmail.com

Background: Mother to child transmission (MTCT) of hepatitis B virus (HBV) is a 
major health problem, as infections acquired in early childhood are more likely to 
lead to chronic infections. High rates of HBV MTCT have been reported in HBV 
surface antigen (HBsAg) and HBV e antigen (HBeAg) positive mothers despite 
universal HBV vaccination of infants. Higher rates of HBV transmission (8-12%) 
have also been reported among infants born to mothers with high HBV viral loads. 
We determined the prevalence of HBsAg and of HBeAg, and compared HBV viral 
loads, in HIV-negative and -positive pregnant women in Botswana.

Methods: We enrolled and followed 443 HIV-infected and 451 HIV-uninfected 
mothers in a prospective observational study in Botswana (Tshipidy cohort). A total 
of 752 maternal plasma samples collected at delivery from this cohort were avail-
able for screening for HBV infection using Murex HBsAg ELISA. HBsAg-positive 
samples were screened for HBeAg using the Monolisa™ HBe Ag-Ab PLUS ELISA, 
and HBV viral loads were determined using the COBAS® AmpliPrep COBAS® 
Taqman®. HBV genotyping was conducted by amplifying a 410bp fragment of 
HBsAg which was sequenced using Big-Dye sequencing chemistry. Sequences 
were edited and compared to reference sequences to determine the HBV geno-
types.
Results: Of the 752 pregnant women, 368 were HIV-negative and 384 were HIV-
positive. Overall, 16 (2.1%; 95%CI 1.08 - 3.12%) were HBsAg-positive. Among 
HIV-positive women, 12 were HBsAg-positive (3.1%; 95%CI 1.37 - 4.83%) and in 
HIV-negative women, 4 were HBsAg-positive (1.1%; 95% CI 0.03 - 2.17%) p=0.04. 
Of the 16 HBsAg-positive samples, 13 were tested for HBeAg and 3 were positive 
and were all from HIV-negative women. HBV viral loads were higher among HIV-
negative women than HIV-positive women, (452 IU/mL [Q1,Q3: 166, 2250] vs >1.7 
x 108 IU/mL, p= 0.02). Of the 8 samples successfully genotyped, 6 were genotype 
D and 2 were genotype A.
Conclusions: HBV seroprevalence was higher among HIV-positive pregnant 
women compared to HIV-negative pregnant women. However, HIV-negative HBV 
positive pregnant women were all seropositive for HBeAg and had higher HBV viral 
loads than HIV-positive women. The impact of higher HBV viral loads and HBeAg 
seropositivity among HIV-negative women warrants further investigation. 

MOPEA0090
Burden of HCV mono-infections and HCV/HIV co-infections 
in four provinces in Cambodia
P. Pheng1, S. Tuot2, S. Prak3, S. Yi2, Y. By4, J. Nouhin3, D. Fontenille3, J. Kaldor5, 
C. Mean1, F. Rouet3, V. Saphonn1 
1University of Health Sciences, Phnom Penh, Cambodia, 2KHANA Center for 
Population Health Research, Phnom Penh, Cambodia, 3Pasteur Institute in Cambodia, 
Phnom Penh, Cambodia, 4Fondation Mérieux, Phnom Penh, Cambodia, 5Kirby 
Institute, Sydney, Australia 
Presenting author email: phearavin@gmail.com

Background: The knowledge of hepatitis C virus (HCV) burden in Cambodia is 
essential for evidence informed policy development and for the mobilization of 
resources, including improving access to HCV cure with direct acting antivirals. 
The objectives of this study were to assess the prevalence and genetic diversity of 
HCV and to identify associated risk factors with hepatitis C mono-infection or with 
HCV/HIV co-infection.
Methods: Between March and April 2016, we conducted a cross-sectional sur-
vey on HCV in four geographical areas in Cambodia: Phnom Penh, Battambang, 
Siem Reap and Preah Sihanouk province. Subjects were randomly selected among 
HIV-uninfected pregnant women attending public antenatal care clinics and among 
HIV-infected subjects who were followed-up in the national HIV program. HCV 
Ab testing was done with the HCV Bio-Rad enzyme-linked immunosorbent assay 
(ELISA). All HCV Ab-positive subjects were tested for HCV RNA viral load (VL) 
with the Omunis PUMA HCV kit. HCV genotyping was performed in the NS5B 
region.
Results: A total of 935 participants were enrolled, including 510 (54.6%) preg-
nant women and 425 (45.4%) HIV-infected individuals, with median age of 27 
years (IQR, 24-31) and 42 years (IQR, 37-49), respectively. Overall, HCV Ab 
prevalence was 3.6% (34/935) and significantly higher in HIV-infected individuals, 
compared to pregnant women (6.8% vs 0.9%) (p< 0.001). Of the 34 anti-HCV-
positive individuals, 24 (70.6%) showed detectable HCV RNA VL results, leading 
to an overall prevalence of active HCV infection of 2.6%. Active HCV infection 
rate was higher in HIV-infected subjects than in pregnant women (23/425, 5.4% 
vs 1/510, 0.2%) (p< 0.001). HCV RNA median was 6.29 log10 IU/mL (range, 2.47-
7.08). Predominant HCV genotypes were 1b (55%), 6 (40%), and 2 (5%). In multi-
variate analysis after adjustment on HIV status and provinces, HCV infection was 
significantly associated with older age (OR:4.54, 95%CI: 1.62-12.72, p=0.004), 
having a family member positive for HCV (OR:3.49, 95%CI: 1.47-8.25, p=0.004), 
reporting a history of testing for hepatitis infection (OR:2.53, 95%CI: 1.14-5.58, 
p=0.021), and having received intravenous medication in the last past 5 years
(OR:8.26, 95%CI: 1.10-61.99, p=0.040).
Conclusions: In Cambodia, active HCV infection is common among HIV-infected 
subjects, and is associated with history of intravenous medication. 
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MOPEA0091
Dysregulation of IL-7/IL-7 receptor signaling pathway in 
memory CD8 T cells predicts cryptococcosis-associated 
immune reconstitution inflammatory syndrome
A.N. Akilimali1,2, C.C. Chang2,3, D.M. Muema1,2,4, T. Reddy5, M.-Y.S. Moosa2,6, 
S.R. Lewin3,7, M.A. French3,8,9, T. Ndung’u1,2,10 
1Africa Heath Research Institute (AHRI), Durban, South Africa, 2University of 
KwaZulu-Natal, HIV Pathogenesis Programme, Doris Duke Medical Research 
Institute, Nelson R. Mandela School of Medicine, Durban, South Africa, 3Alfred 
Hospital and Monash University, Department of Infectious Diseases, Melbourne, 
Australia, 4Kenya Medical Research Institute-Wellcome Trust Research Programme, 
Centre for Geographic Medicine Research-Coast, Kilifi, Kilifi, Kenya, 5South African 
Medical Research Council, Durban, South Africa, 6University of KwaZulu-Natal, 
Department of Infectious Diseases, Durban, South Africa, 7The Peter Doherty Institute 
for Infection and Immunity, The University of Melbourne, and Royal Melbourne 
Hospital, Melbourne, Australia, 8Royal Perth Hospital and PathWest Laboratory 
Medicine, Department of Clinical Immunology, Perth, Australia, 9University of 
Western Australia, School of Pathology and Laboratory Medicine, Perth, Australia, 
10Max Planck Institute for Infection Biology, Berlin, Germany 
Presenting author email: ngomuakeem@yahoo.fr

Background: Up to 50% of individuals with HIV-associated cryptococcal menin-
gitis (CM) experience paradoxical clinical deterioration, known as cryptococcosis-
associated immune reconstitution inflammatory syndrome (C-IRIS), weeks after 
initiation of combination antiretroviral therapy (cART). The immunological mecha-
nisms underlying C-IRIS are incompletely understood and no reliable biomarkers 
to predict C-IRIS exist. 
We investigated whether C-IRIS could be predicted by plasma or cerebrospinal 
fluid (CSF) levels of cytokines and, for those that did, we examined aspects of re-
lated T cell function.
Methods: CM individuals that experienced C-IRIS upon cART initiation (n=27) 
were compared to CD4 T-cell count-matched patients without C-IRIS in a 1:1 ratio. 
Plasma and CSF cytokine levels were quantified using a high-sensitivity Luminex 
kit. IL-7 receptor (CD127) expression on various T cell subsets was measured by flow 
cytometry. All parameters were measured from samples obtained at baseline fol-
lowing antifungal therapy and immediately prior to cART initiation; and at the time 
of the C-IRIS event post-cART initiation for the C-IRIS group.
Results: Of 17 cytokines analyzed, plasma levels of IL-7 and IL-5 pre-cART were 
higher in C-IRIS patients compared to controls after Bonferroni correction (both 
p< 0.001). In a multivariate Cox proportional hazard-regression analysis, high IL-7 
(HR=9.30 [95% CI, 1.96-44.0]; p=0.005) and IL-5 (HR=5.76 [95% CI, 0.77-
43.0]; p=0.088) were predictive of C-IRIS. Median cytokine levels were up to 
100-fold higher in CSF compared to plasma except for IL-7, but no differences 
were noted between those with and without C-IRIS. Pre-cART, we observed lower 
percentages of CD127+CD27+ CD8+ T cells in C-IRIS patients (median=3.32%, 
[IQR] 1.87-4.42%) compared to non-C-IRIS (5.88% [2.57-7.89%) (p=0.053) 
(Mann-Whitney); but no differences in the CD4+ T cell compartment. At the time 
of the C-IRIS event, there was a significant increase in both CD127+CD27+ CD8+ 
and CD4+ T cells compared to baseline (both p<0.05, Wilcoxon signed ranks).
Conclusions: High plasma IL-7 levels and decreased percentage of IL-7 receptor 
expressing memory CD8+ T cells in patients who develop C-IRIS suggests that dys-
function in the IL-7/IL-7-receptor signaling pathway is associated with the immuno-
pathogenesis of C-IRIS. Further studies to investigate the specific involvement of 
this pathway in the pathogenesis of C-IRIS are warranted. 

MOPEA0092
Impact of minority variants on the virological response  
to a rilpivirine-based first-line regimen
S. Raymond1,2, F. Nicot1, C. Pallier3, P. Bellecave4, A. Maillard5,  
M.A. Trabaud6, L. Morand-Joubert7,8, A. Rodallec9, D. Descamps10, J. Izopet1,2, 
ANRS AC11 Resistance Study Group 
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France, 3Hopital Paul Brousse, Virology, Villejuif, France, 4CHU Bordeaux, Virology, 
Bordeaux, France, 5CHU Rennes, Virology, Rennes, France, 6Hopital de la Croix 
Rousse, HCL, Virology, Lyon, France, 7Hopital Saint Antoine, Virology, Paris, France, 
8INSERM, IPLESP UMRS 1136, Paris, France, 9CHU Nantes, Virology, Nantes, 
France, 10Hopital Bichat, Virology, Paris, France 
Presenting author email: raymond.s@chu-toulouse.fr

Background: Minor resistant variants of HIV-1 could influence the virological re-
sponse to treatments using non-nucleoside reverse transcriptase inhibitors but 
data on minor rilpivirine-resistant variants are scarce. Next-generation sequencing 
(NGS) can detect and quantified minor variants (less than 20% of a virus quasispe-
cies). 

The objective of the study was to identify patients harbouring minority variants that 
have rilpivirine-resistance mutations and to assess the impact of this resistance on 
the virological response.
Methods: The 541 HIV-1-infected patients studied were from 24 French virology 
laboratories (members of the ANRS HIV-1 resistance group). They started their 
first line regimen (rilpivirine, tenofovir and emtricitabine) between 2012 and 2015. 
NGS was performed retrospectively on the GS FLX platform (Roche) using the 
XL+ kit to obtain long reads (724 base pairs) of the reverse transcriptase gene. The 
sensitivity threshold for detecting minor variants was < 1%.
Results: The median patient age was 36 years and 79% were men. The mean virus 
load at treatment initiation was 4.5 log copies/mL and the mean CD4 cell count was 
494 cells/mm3. Virological success was achieved in 90.6% of patients after a me-
dian follow up of 24 months. Virological failure occurred in 16 patients (3.3%) while 
30 patients were lost to follow-up. Baseline NGS found resistance-associated mu-
tations (IAS list) that accounted for 1-5% of variants in 17.2% of samples, for 5-20% 
in 5.7% of samples, and for >20% in 29% of samples. We identified 35 patients 
who harbored rilpivirine-resistant variants (7%) before treatment initiation. Also, 
15 samples contained variants resistant to tenofovir and/or emtricitabine. Thus, the 
regimens of 12% of patients contained fewer than 3 active drugs according to the 
ANRS algorithm (threshold: 1%). The frequencies of variants resistant to rilpivirine 
in patients whose antiretroviral treatment failed (6.2%) and in patients with viro-
logical success (7%) were similar.
Conclusions: NGS identified rilpivirine-resistant variants in 7% of patients with a 
1% sensitivity threshold. We found that minor resistant variants had no impact on 
the virological response of our 541 treatment-naive patients to a rilpivirine-based 
regimen. 

MOPEA0093
Primary HIV-1 drug resistance by massive parallel sequencing 
among treatment naïve HIV-infected blood donors
R. Pessôa1, S.S. Sanabani2 
1Federal University of Sao Paulo, Translational Medicine, Sao Paulo, Brazil, 
2University of Sao Paulo, Laboratory of Medical Investigation in Dermatology and 
Immunodeficiency, Sao Paulo, Brazil 
Presenting author email: rodrigo_pessoa1@hotmail.com

Background: Drug resistance mutations (DRMs) in human immunodeficiency vi-
rus (HIV) is one of the main reasons for treatment failure. Sanger sequencing is 
currently the routinely used assay to perform genotyping analysis of therapy re-
sistant variants in HIV-1 protease (PR) and reverse transcriptase (RT). However, 
this assay has the capacity to detect only mutant variants present at levels above 
20% in the viral quasispecies. This drawback was tackled by the introduction of the 
massive parallel sequencing (MPS) approach, which allows generation of thousands 
of sequences from the viral population. Here, we used both the Sanger and massive 
parallel sequencing data to simultaneously detect DRM associated with the inhibi-
tors of the PR, nucleoside reverse transcriptase (NTRI) and non-nucleoside reverse 
transcriptase (NNTRI) in plasma specimens of 18 drug naïve blood donors.
Methods: The viral nucleic acid were extracted, amplified and successfully se-
quenced by Illumina paired-end protocol. The conventional Sanger data of the 
HIV-1 PR and RT nucleotide sequences of the same samples were obtained from 
the database.
Results: Analysis of DRMs of the 18 plasma samples demonstrated that 4 Sanger 
and 18 MiSeq samples possessed one or more major resistance mutations based on 
the list of 2015 IAS-USA. The sensitivity and specificity of the MPS was 100% in 
detecting DRMs identified by Sanger sequencing. NRTI resistance mutations were 
only detected in all 18 (100%) samples sequenced by MPS. On the other hand, 
NNRTI resistance mutations were observed in 4 samples (22.2%) and 17 samples 
(94.4%) sequenced by Sanger and MPS, respectively. The F77L and M230I were 
the most common NTRI and NNTRI resistance mutations detected in 88.9% and 
77.8% of samples sequenced by MPS, respectively. Minority variants with major 
DRMs to a lower limit of 1% were detected by MPS in all subjects. No variants with 
major DRMs were identified in the PR gene either by Sanger or MPS assays.
Conclusions: The majority of HIV variants with DRMs that became undetectable 
by Sanger sequencing were detected by MPS. The significance of these variants and 
how they will influence the future therapeutic decisions remains to be determined. 
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MOPEA0094
A bioinformatic approach to determining HIV-1 drug resistance 
profiles in next-generation sequencing datasets
V. Boltz1, J. Coffin2, M. Kearney3, W. Shao4 
1National Cancer Institute, HIV Drug Resistance Program, Frederick, United States, 
2Tufts University, Boston, United States, 3National Cancer Institute, Frederick, United 
States, 4Leidos Biomedical Research, Inc., Frederick National Laboratory for Cancer 
Research (FNLCR), Advanced Biomedical Computing Center, Frederick, United States 
Presenting author email: shaow@mail.nih.gov

Background: Next generation sequencing technologies are widely used to study the 
genetics of HIV-1 populations. Although software is available for processing large 
scale sequence data, no pipelines include an automated analysis of HIV-1 drug re-
sistance mutations. Therefore, we developed a pipeline that constructs high quality 
consensus sequences from reads with identical primer IDs as reported previously 
(Jabara CB, et. al. PNAS, 108: 20166) and reports drug resistance mutation pro-
files for each consensus by interacting with the Stanford HIV database (https://
hivdb.stanford.edu/hivdb/by-sequences/).
Methods: We developed a pipeline that, after binning sequence reads generated 
by paired-end Illumina Miseq technology according to their common primer IDs, 
applies a super-majority rule which requires ≥80% agreement at each nucleotide 
position in order to detect and eliminate PCR-based errors. Consensus sequences 
are subsequently generated from each group of primer IDs and are automatically 
processed in the Stanford HIV database. The pipeline is written in Perl.
Results: Our new bioinformatics pipeline produces high quality consensus se-
quences that have error rates equivalent to the gold-standard single-genome se-
quencing assay and generates an automated excel spreadsheet that reports each 
HIV-1 genome that contains drug-resistant mutations. The final report produced 
from the pipeline includes the frequencies of each HIV-1 drug resistance mutation 
in the total dataset, the frequencies of linked drug resistance mutations, and the 
characterization of the genetic backbones on which linked mutations occur.
Conclusions: Our new pipeline allows for the rapid profiling of drug resistance mu-
tations in targeted, HIV-1 next-generation sequencing datasets and is a reliable and 
easy tool for highly sensitive HIV-1 genotyping. 

Course of HIV Disease

MOPEB0239
Potency of CXCR4-tropic HIV-1 on mortality is mitigated  
in the era of ART: 18 year follow-up in a women ś cohort
B. Weiser1, K. Anastos2,3, B. Shi4, K. Kemal5, H. Burger1, H. Minkoff6, D. Hoover7, 
Q. Shi8, W. Gao3, E. Robison3, S. Holman6, C. Ramirez9 
1University of California, Davis School of Medicine, Sacramento, United States, 
2Albert Einstein College of Medicine, Bronx, United States, 3Montefiore Medical 
Center, Bronx, United States, 4Albany College of Pharmacy and Health Sciences, 
Albany, United States, 5Wadsworth Center, New York State Department of Health, 
Albany, United States, 6State University of New York Downstate Medical Center 
and Maimonides Medical Center, Brooklyn, United States, 7Rutgers University, 
New Brunswick, United States, 8New York Medical College, Valhalla, United States, 
9University of California, Los Angeles Fielding School of Public Health, Los Angeles, 
United States 
Presenting author email: barbaraweiser2@gmail.com

Background: Emergence of CXCR4(X4)-tropic HIV-1 strains in infected individu-
als often heralds CD4 cell depletion and accelerated disease progression, as dem-
onstrated during the pre-HAART and early HAART eras. To investigate whether 
long-term ART mitigates the deleterious effect of X4 strains, we examined the re-
lationship of HIV-1 tropism to CD4 count and mortality due to AIDS in 529 women 
followed for 18 years in the Women’s Interagency HIV Study (WIHS).
Methods: Participants in the Bronx and Brooklyn WIHS sites were interviewed, 
examined, and had lab studies performed semiannually (1994-2012). We deter-
mined tropism of plasma-derived HIV-1 at 1-3 visits per subject using a heterodu-
plex tracking assay.
Results: X4 strains were detected, either exclusively or in a mixture with R5 strains, 
in 39% of participants. We compared CD4 counts over time in subjects with X4’s 
to those with CCR5(R5) strains only, controlling for HIV-1 load. Although CD4 
counts rose in both groups, the X4 group displayed significantly diminished counts 
throughout the entire follow-up period compared to those with R5 strains only 
(P=0.026). 
To examine mortality in relation to tropism, we categorized subjects according to 
reported visits on HAART after initiation: 1) ≤3 visits on HAART, 74% of whom 
reported no HAART; 2) < 70% of visits on HAART; 3) >70% of visits on HAART; 4) 
Viral suppression for ≥3 years on HAART. 

Analyses controlled for CD4 count and viral load. AIDS mortality rates in each cat-
egory for subjects with X4 strains vs those with R5 strains only, respectively, were 
as follows: Group 1) 63% vs 18% (P< 0.0001); Group 2) 23% vs 21% (NS); Group 
3) 6% vs 12% (NS); Group 4) 0 vs 2.5% (NS). Logistic Regression revealed that 
complete HIV-1 suppression for 10 visits, or 25% of visits after initiation of HAART 
(for those with fewer than 10 visits), was sufficient to mitigate the deleterious effect 
of X4 strains on mortality.
Conclusions: In a women’s cohort studied for 18 years, long-term HAART miti-
gated the potency of X4 strains on AIDS mortality. The reduction in mortality, 
however, was correlated with duration of HAART and viral suppression, supporting 
HIV-1 suppression as a crucial treatment goal. 

MOPEB0240
HIV-RNA CD4/CD8 ratio and HDL concentration in a cohort 
of HIV + ART-naive patients
S. Piconi1, A. Cozzi-Lepri2, G. Marchetti3, A. Gori4, A. Castagna5, E. Ricci6, 
P. Caramello7, P.E. Manconi8, A. D’arminio-Monforte3, Icona Foundation Study 
Cohort 
1AO Luigi Sacco, First Department Infectious Diseases, Milano, Italy, 2University 
College, London, United Kingdom, 3University of Milan, Department of Health Science 
Clinical of Infection and Tropical Diseases ASST Santi Paolo e Carlo, Milano, Italy, 
4San Gerardo Hospital, Infectious Diseases Department, Monza, Italy, 5San Raffaele 
Hospital, Infectious Diseases Department, Milano, Italy, 6AO Luigi Sacco, First 
Department Infectious Diseases, Milan, Italy, 7Amedeo di Savoia Hospital, I Divisione 
A of Infectious Diseases, Torino, Italy, 8University of Cagliari, Cagliari, Italy 
Presenting author email: giulia.marchetti@unimi.it

Background: HIV infection is associated with dyslipidemia marked by low levels of 
high-density lipoprotein (HDL), low-density lipoprotein, total cholesterol and in-
crease of triglycerides. To maximise lipid rafts and virus budding, HIV Nef protein 
downregulates ATP cassette binding transporter A1 (ABCA1), reducing cholesterol 
efflux from macrophages and the generation of nascent HDL.. To analyse the cor-
relation between HDLs level, HIV viremia and CD4/CD8 ratio in a group of ART-
naive HIV-positive patients and to evaluate its role in HIV replication and disease 
progression.
Methods: We included ART-naïve HIV-infected people in the ICONA Foundation 
cohort. We considered persons for whom ≥2 viral load (VL) measurements prior to 
ART initiation were available. The viral set point (VLset) was defined as the mean of 
the first two VL and the date of the 2nd value chosen as the index date for this cross-
sectional analysis. We then included people without statin therapy and with a value 
of HDL over 3 months of the index date. We performed correlation unadjusted 
and gender/age, HCV status, BMI and AIDS diagnosis adjusted linear regression 
analyses. VLset and CD4/CD8 ratio were fitted in the log10 scale, HDL distribution 
in the raw scale.
Results: We included 2,596 individuals; median age was 36 (range: 18-81). Thirty-
nine (1.5%) were aviremic (VLset ≤50 copies/mL), 20% female, 12% PWID and 
48% MSM. We observed a negative correlation between HDL and VLset (R2=0.03, 
from fitting a linear regression model -3.2 mg/dl per log10 higher VL, p<0.0001), 
and a positive correlation between HDL and CD4/CD8 ratio (R2=0.02, +8.9 mg/dl 
per log10 higher ratio, p<0.0001). There was a dose-response relationship between 
HDL levels and VLset strata independent of age, gender and CD4/CD8 ratio which 
was no longer significant after controlling for other factors such as HCV status and 
BMI. In contrast, greater values of CD4/CD8 ratio were independently associated 
with higher HDL levels.
Conclusions: Our data show that HDL level is associated with VLset (negative cor-
relation) and CD4/CD8 ratio (positive correlation), suggesting that the change in 
lipid metabolism caused by HIV is an important step in its life cycle and should 
confirm the close relationship between HIV infection and CVD. 
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MOPEB0241
Association between inflammatory/coagulation biomarkers  
and mortality in HIV-infected adults with high CD4 counts  
in Côte d’Ivoire, West Africa (TEMPRANO ANRS 12136)
R. Affi1, D. Gabillard2, R. Moh3, J.-B. Ntakpe4, A. Badje4, G.M. Kouame4,  
C. Danel2, H. Ahibo1, A. Inwolley1, J. Sibli1, S.P. Eholie3, X. Anglaret2, L. Weiss5, 
Temprano ANRS 12136 Study Group 
1CHU de Treichville, CeDReS, Abidjan, Cote D’Ivoire, 2University of Bordeaux, 
Inserm 1219, Bordeaux, France, 3Université Felix Houphouet Boigny, Departement de 
Dermatologie et Maladies Infectieuses, Abidjan, Cote D’Ivoire, 4PACCI/site ANRS de 
Côte d’Ivoire, Abidjan, Cote D’Ivoire, 5AP/HP, Hôpital Européen Georges Pompidou, 
Université Paris-Descartes, Sorbonne Paris Cité, and Institut Pasteur, Unité Cytokines 
& Inflammation, Paris, France 
Presenting author email: miyossai@yahoo.fr

Background: Several inflammatory and coagulation biomarkers have been previ-
ously associated with clinical outcomes in untreated or treated HIV-infected pa-
tients in high-income countries. We analyzed the association between ten biomark-
ers and mortality in HIV-infected adults who participated in a trial of early antiret-
roviral therapy (ART) and 6-month IPT in Côte d’Ivoire, West Africa.
Methods: In the Temprano trial (ANRS 12136), HIV-infected adults were ran-
domly assigned to immediate ART or deferred ART. The trial follow-up (TFU) 
was 30 months. Participants who completed the TFU were invited to participate 
in a post-trial phase (PTP). The PTP endpoint was all-cause death. Serum/plasma 
samples were collected and frozen at baseline. We used these samples to measure 
IL-6, IL-1RA, sVCAM-1, sCD14, sCD163, IP-10, D-dimer, hsCRP, fibrinogen, and 
albumin in patients assigned to deferred-ART. We used Cox proportional models 
to analyse the association between all-cause mortality and each marker from in-
clusion in Temprano (March 2008) to the end of the PTP phase (January 2015). 
Markers significantly associated with death in univariate analysis were included in a 
step-by-step ascending multivariate analysis. Analyses were adjusted for sex, HIV-
RNA, total HIV-DNA, CD4 count, and IPT. Marker concentrations were treated 
as categorical (< vs. ≥ 3rd quartile).
Results: 1,023 patients (77% women, mean baseline CD4 count 459/mm3) were 
randomized to deferred ART and followed for 4,657 patient-years (median 4.8, 
IQR 3.3-5.8 years). A total of 49 deaths were observed. In univariate analysis, the 
hazard ratio of death was 2.16 (95%CI 1.21-3.85) for IL-6, 1.09 (0.56-2.15) for IL-
1RA, 2.83 (1.58-5.05) for sVCAM-1, 3.96 (2.16-7.27) for sCD14, 2.02 (1.13-3.60) 
for sCD163, 2.70 (1.49-4.87) for IP-10, 1.84 (1.01-3.34) for D-dimer, 1.50 (0.79-
2.83) for hsCRP, 1.15 (0.62-2.14) for fibrinogen, and 0.74 (0.33-1.66) for albumin. 
In multivariate analysis, sVCAM-1 and sCD14 remained independently associated 
with mortality (adjusted HR [aHR] sVCAM-1=2.07 [95%CI 1.06-4.03, p=0.03]; 
aHR sCD14=3.26 [95%CI 1.74-6.13, p< 0.001]).
Conclusions: In these West African adults with high CD4 counts, sVCAM-1, an 
endothelial activation marker, and sCD14, a marker of monocyte activation, were 
independent predictors of all-cause mortality. While the latter association was pre-
viously reported, to our knowledge this is the first report of the association between 
sVCAM-1 and mortality. 

MOPEB0242
Blood HIV-1 DNA level strongly predicts mortality in  
HIV-infected adults with high CD4 counts in Côte d’Ivoire, 
West Africa
D. Gabillard1, J.-B. Ntakpe2, R. Moh3, A. Ahoubet Yayo-Emieme4, A. Badje2, 
G.M. Kouame2, T.A. Toni4, H. Ménan4, C. Danel1, S.P. Eholie3, X. Anglaret1,  
C. Rouzioux5 
1University of Bordeaux, Inserm 1219, Bordeaux, France, 2PACCI/site ANRS de Côte 
d’Ivoire, Abidjan, Cote D’Ivoire, 3Université Felix Houphouet Boigny, Departement de 
Dermatologie et Maladies Infectieuses, Abidjan, Cote D’Ivoire, 4CHU de Treichville, 
CeDReS, Abidjan, Cote D’Ivoire, 5CHU Necker, Virology, Université Paris Descartes, 
Paris, France 
Presenting author email: rmoh73@gmail.com

Background: In sub-Saharan Africa, high HIV-1-DNA levels in PBMCs have been 
previously associated with a higher risk of severe morbidity and a faster decline in 
CD4 count. Here we report the association between HIV-1-DNA and mortality in 
HIV-infected adults who participated in a trial of early antiretroviral therapy (ART) 
in West Africa.
Methods: In the Temprano ANRS 12136 trial, untreated HIV-infected adults with 
< 800/mm3 and no WHO criteria for starting ART were randomly assigned to start 
ART immediately or defer ART until WHO criteria were met. The trial follow-up 
(TFU) was 30 months. Participants who completed the TFU were invited to par-
ticipate in a post-trial phase (PTP). The PTP endpoint was all-cause death. PBMCs 
were frozen at -80°C at baseline. HIV-1-DNA in PBMCs was measured using a 

real time PCR method (Biocentric, Bandol, France). We used a multivariate Cox 
proportional model to analyse the association between all-cause mortality, PBMC 
HIV-1-DNA (≥3 vs. < 3 log10copies/million PBMCs) and plasma HIV-1-RNA (≥5 
vs. < 5 log10copies/ml) from inclusion in Temprano (March 2008) to the end of the 
PTP phase (January 2015) in patients assigned to deferred-ART. The multivariate 
analysis included baseline HIV-1-RNA, baseline HIV-1-DNA, sex, baseline CD4 
count, time-updated ART status, and isoniazid preventive therapy status (received/
not received).
Results: 1,023 patients (77% women) were randomized to deferred ART and fol-
lowed for 4,657 patient-years (median 4.8 years, IQR 3.3-5.8). At baseline, 
median CD4 count was 459/mm3 [IQR 362-567], median plasma HIV-1-RNA 
4.6 log10copies/ml [IQR 4.0-5.2], and median HIV-1-DNA 3.0 log10 copies/mil-
lion PBMCs [IQR 2.5-3.3]. During follow-up, 49 participants died. In univariate 
analysis, the hazard ratio [HR] of death was 2.97 (95%CI, 1.58-5.60) for patients 
with HIV-1-DNA ≥3 log10 copies/million PBMCs vs. others, and 2.08 (95%CI, 
1.19-3.64) for patients with HIV-1-RNA ≥5 log10copies/ml vs. others. In multivari-
ate analysis, PBMC HIV-1-DNA ≥3 remained strongly associated with the risk of 
mortality (adjusted HR=2.55, 95%CI 1.26-5.15, p=0.009) while the association 
between plasma HIV-1-RNA and mortality was not significant (adjusted HR=1.37, 
95%CI 0.74-2.54, p=0.32).
Conclusions: In these sub-Saharan African adults with high CD4 counts, HIV-1-
DNA level ≥ 3 log10 copies/million PBMCs was a strong independent predictor of 
death. 

MOPEB0243
Socioeconomic status and time trends associated with early ART 
initiation following primary HIV infection in Montreal, Canada: 
1996-2015
V. Mehraj1,2, J. Cox1,2, B. Lebouché1,2,3, C. Costiniuk1,2, W. Cao2,4, T. Li4,  
R. Ponte1,2, R. Thomas5, J. Szabo2,5, J.-G. Baril6, B. Trottier6, P. Coté6, R. LeBlanc7, 
J. Bruneau8, C. Tremblay8,9, J.-P. Routy1,2,10, Montreal Primary HIV-infection 
Study Group 
1Research Institute of the McGill University Health Centre, Infectious Diseases and 
Immunity in Global Health, Montreal, Canada, 2McGill University Health Centre, 
Chronic Viral Illness Service, Montreal, Canada, 3McGill University, Department 
of Family Medicine, Montreal, Canada, 4Peking Union Medical College Hospital, 
Department of Infectious Diseases, Beijing, China, 5Clinique Medicale l’Actuel, 
Montreal, Canada, 6Clinique Médicale Quartier Latin, Montreal, Canada, 7Clinique 
Médicale OPUS, Montreal, Canada, 8Centre de Recherche du Centre Hospitalier 
de l’Université de Montréal, Montreal, Canada, 9Département de microbiologie, 
infectiologie et immunologie, Université de Montréal, Montreal, Canada, 10Division of 
Hematology, McGill University Health Centre, Montreal, Canada 
Presenting author email: vikram.mehraj@mail.mcgill.ca

Background: Guidelines regarding ART initiation in HIV infection have varied over 
time, with 2015 recommendation by the World Health Organization to initiate ART 
at the time of diagnosis regardless of CD4 T cell counts. 
Herein, we investigated the influence of sociodemographic and clinical factors in 
addition to time trends on early ART initiation among participants of the Montreal 
Primary HIV Infection Study.
Methods: The Montreal Primary HIV Infection Study is a prospective cohort es-
tablished in three community medical centres and two university medical centres. 
Recently diagnosed HIV-infected adults were categorized as receiving early (vs. 
delayed) ART if ART was begun within 180 days of the baseline visit. Associations 
between early ART initiation and sociodemographic, socioeconomic and behavioral 
information were examined. Independent associations of factors linked with early 
ART initiation were determined using multivariate binary logistic regression analysis.
Results: A total of 348 participants had a documented date of HIV acquisition of 
<180 days. The median (IQR) age of participants was 35 (28; 42) years and the ma-
jority were male (96%), having paid employment (63%), men who have sex with men 
(MSM) (78%) and 1-4 sexual partners in the last three months (70%). Participants 
presented with a median (IQR) HIV plasma viral load of 4.6 (3.7; 5.3) log10 cop-
ies/mL, CD4 count of 510 (387; 660) cells/µL and were recruited in community 
medical centres (52%) or university medical centres (48%). Early ART initiation 
was observed in 47% of the participants and the trend followed a V-shaped curve 
with peaks in 1996-97 (89%) and 2013-15 (88%) with a dip in 2007-09 (22%). 
Multivariate analyses showed that having paid employment (aOR: 2.43; 95% CI: 
1.19, 4.95), lower CD4 count (aOR per 50 cell increase: 0.93; 95% CI: 0.87, 0.99) 
and care at university medical centres (aOR: 2.03; 95% CI: 1.06-3.90) were inde-
pendently associated with early ART initiation.
Conclusions: Early ART initiation during primary HIV infection was associated with 
poorer biologic prognostic factors and calendar time mirroring evolution of treat-
ment guidelines. In addition, despite universal access to care in Canada, sociode-
mographic factors such as no employment may be a barrier in accessing early ART. 
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MOPEB0244
Long-term outcome of patients after HIV-1 primary infection  
in the ANRS PRIMO cohort
S. Novelli1, C. Lécuroux2, V. Avettand-Fenoel3, R. Seng4, A. Essat1, P. Morlat5, 
J.-P. Viard6, C. Rouzioux3, L. Meyer4, C. Goujard7 
1INSERM, CESP, U 1018, Paris Sud University, Le Kremlin Bicêtre, France, 2INSERM 
U 1012, Paris Sud University, Le Kremlin Bicêtre, France, 3EA 7327, Paris Descartes 
University, Sorbonne Paris Cité, APHP, Necker Hospital, Virology Department, Paris, 
France, 4INSERM, CESP, U 1018, Paris Sud University, APHP, Bicêtre Hospital, 
Department of Public Health and Epidemiology, Le Kremlin Bicêtre, France, 5Bordeaux 
University Hospital, Saint André Hospital, Department of Internal Medicine, 
Bordeaux, France, 6Paris Descartes University, EA 7327, Sorbonne Paris Cité, APHP, 
Hotel Dieu Hospital, Unit of Therapeutics in Immunology and Infectiology, Paris, 
France, 7INSERM, CESP, U 1018, Paris Sud University, APHP, Bicêtre Hospital, 
Department of Internal Medicine, Le Kremlin Bicêtre, France 
Presenting author email: sophie.novelli@inserm.fr

Background: French guidelines recommend universal treatment of HIV infection, 
since primary infection (PHI) and regardless of CD4 cell count. However many pa-
tients are still diagnosed during chronic infection. To determine the consequences 
of delayed diagnosis, we compared long-term immunovirological and inflammatory 
outcomes according to whether patients were treated since PHI (immediate ART - 
iART, N=77) or not (differed ART - dART, >12 months after PHI, N=73).
Methods: We selected patients from the ANRS French PRIMO Cohort treated for 
>3 years, with a sustained HIV-RNA <50cp/mL and available frozen samples. CD4 
and CD8 cell counts and plasma HIV-RNA were measured locally; total cellular 
HIV-DNA, plasma usHIV-RNA and inflammation markers (IL-6, IL-1α, TNFα, 
MCP-1, IP-10, sCD14, sCD163, IL-10, LAP and iFABP; FlowCytoMix or ELISA 
assay) were measured centrally. We compared between iART and dART patients 
inflammation markers levels at PHI, before ART initiation, at 36 months of ART 
and at the last follow-up visit on ART. We modelled CD4 count, CD4/CD8 ratio 
and HIV-DNA dynamics with mixed models.
Results: Patients were mostly Caucasian men (79%), median age 37 years. ART was 
initiated within a median time of 1 and 29 months after PHI in the iART and dART 
groups, respectively, mostly with protease inhibitor-containing regimen (82%). At 
PHI, median CD4 and HIV-RNA levels were 414 cells/mm3 and 5.5 log10cp/mL in 
the iART group and 539 and 4.6 in the dART group. In both groups, IP-10, MCP-1, 
sCD163, IL-6 levels decreased on ART while TNFα and sCD14 levels remained sta-
ble. IL-1α levels remained higher in the dART vs. iART group at 36 months of ART. 
At the last follow-up visit on ART (iART: 91.0 months, dART: 73.5 months), no 
difference in inflammation markers and usHIV-RNA levels were observed between 
groups. Modelling showed a sustained lower HIV-DNA level in the iART vs. dART 
group (between -0.3 and -0.6 log10cp/106PBMC). On the other hand, the benefit 
in CD4 and CD4:CD8 ratio observed with iART gradually diminished overtime and 
no longer differed after 45 months on ART between the groups.
Conclusions: These results strongly argue for an immediate ART initiation during 
PHI, to optimize long-term viral reservoir level. 

MOPEB0245
Prevalence of non-B subtypes and trends in transmission of 
primary drug resistance in patients with primary HIV-1 infection 
during the last 10 years (2005-2015) in Marseille university 
hospitals, Southeastern France
C. Tamalet1, T. Dieng2, I. Poizot-Martin3, H. Tissot-Dupont4, H. Chaudet2,  
I. Ravaux5, P. Colson1 
1IHU Méditerranée Infection, Virology, Marseille, France, 2IHU Méditerranée 
Infection, Statistics, Marseille, France, 3University Hospital Ste Marguerite, 
Haematology and Clinical Immunology, Marseille, France, 4IHU Méditerranée 
Infection, Infectious Diseases Clinics, Marseille, France, 5IHU Méditerranée Infection, 
Maladies Infectieuses, Marseille, France 
Presenting author email: isabelle.ravaux@ap-hm.fr

Background: Transmitted HIV-1 drug resistance (TDR) remains a public health 
problem and requires a sentinel national surveillance at the country-scale. In ad-
dition, non-B HIV-1 subtypes are increasing in developed countries. We assessed 
the prevalence of transmitted drug resistance (TDR) and the frequency of non-B 
subtypes in patients with acute HIV-1 infection in Marseille university hospitals, 
Southeastern France, during the period 2005-2015
Methods: Between 2005 and 2015 (10 years), all patients with a genotypic test 
performed at the time of primary HIV-1 infection (PHI) in Marseille University 
hospitals were enrolled. HIV-resistance-associated mutations (RAMs) to reverse 
transcriptase and protease inhibitors were characterized using both the 2009 
WHO list of mutations and the French ANRS Algorithm V.26. Subtypes were de-
termined by phylogenetic analysis of the reverse transcriptase gene.

Results: 115 patients diagnosed with PHI were analyzed. According to the ANRS al-
gorithm v.26, the prevalence of protease, nucleoside/nucleotide reverse transcrip-
tase, 1st generation nonnucleoside reverse transcriptase inhibitor and ETV/RPV-
associated RAMs were 27%, 5.2%, 7.8% and 5.2%, respectively. Among resistant 
viruses the proportion of those resistant to 2-3 classes was 15.3%. Men having sex 
with men (MSM) were more frequently infected with resistant viruses than were 
other transmission groups (26% vs 7%, p=0.011). RAMs frequency did not differ 
in patients infected with B compared with non-B subtypes. Non-B subtypes were 
identified in 31% of patients. Non-B strains were diverse and included 4 subtypes (3 
A; 1 C; 5 F; 1 J; and 4 circulating recombinant forms (CRFs) including 23 CRF_AG; 
1 CRF06_cpx; 1 CRF30; 1 D/K). The proportion of non-B subtypes increased sig-
nificantly over time in particular during the 2011-2013 period vs the 2005-2011 
period (p= 0.03, Kendall’s rank correlation tau). Of note, CRF02_AG largely pre-
dominated in the 2005-2013 period, whereas rare recombinant D/K, CRF06-cpx 
and CRF30_0206 emerged only recently (2014-2015).
Conclusions: These data highlight two tendencies in southeastern France: (1) the 
spread of resistant HIV strains among MSM; (2) the recent increase of rare CRF/
cpx of HIV. This should be taken into account when implementing suitable preven-
tion strategies particularly in MSM and in starting combined antiretroviral therapy 
in this setting. 

MOPEB0246
HIV transmission and disease progression are linked to the 
frequency of α4β7+ CD4+ T cells
C. Cicala1, A. Sivro2, A. Schuetz3, F. Nawaz1, J. Arthos1, C. Williamson2, R. Paul4, 
J.-A. Passmore2, J. Ananworanich3, A. Ansari5, S. Karim2, L. McKinnon6, A. Fauci1 
1NIAID, Bethesda, United States, 2Cen, Durban, South Africa, 3US Military HIV 
Research Program, Henry M. Jackson Foundation for the Advancement of Military 
Medicine, Silver Spring, United States, 4Department of Immunology, University 
of Toronto, Toronto, Canada, 5Department of Pathology & Lab Medicine, Emory 
University School of Medicine, Atlanta, United States, 6Department of Medical 
Microbiology, University of Manitoba, Winnipeg, Canada 
Presenting author email: ccicala@niaid.nih.gov

Background: The α4β7 integrin is one of the major gut-homing receptors involved 
in the migration of a variety of lymphocytes, including CD4+ T cells, into the gut 
associated lymphoid tissue (GALT). α4β7 expressing lymphocytes are involved in 
the pathogenesis of a number of human diseases that involve GALT, including graft-
versus-host disease, and inflammatory bowel diseases such as Crohn’s disease and 
ulcerative colitis. More recently, a role for α4β7-expressing cells has been described 
in the non-human primate (NHP) model of SIV infection in which, during the early 
stages of disease, the GALT is a major target of infection. Of note, in a NHP model, 
SIV-infected macaques, when treated with a combination of antiretroviral therapy 
(ART) and an anti-α4β7 mAb, were able to maintain low to undetectable viral loads 
and normal CD4+ T-cell counts in plasma and gastro-intestinal tissues for over 2 
years, even after all treatments were withdrawn.
Methods: We compared α4β7 integrin levels on CD4+ T cells in blood of study par-
ticipants who remained HIV uninfected versus those that acquired HIV infection in 
the CAPRISA 004 tenofovir vaginal gel study conducted in South Africa.
Results: We found that increased frequencies of α4β7 CD4+ T cells in blood are as-
sociated with an increased likelihood of acquiring infection and a more rapid disease 
course following infection. We also find that at the earliest stages of HIV infection, 
CD4+ T cells expressing α4β7 are rapidly depleted, particularly from the gut, and 
are not restored by early initiation of ART.
Conclusions: This is the first study to link pre-HIV α4β7 expression with HIV sus-
ceptibility and clinical outcomes in humans. These results further substantiate the 
central role of α4β7 in HIV transmission and pathogenesis. 

MOPEB0247
Long-term non-progressors and factors associated to 
immunological progression among HIV-2-infected individual  
in West Africa
B.K. Tchounga1,2, D.K. Ekouévi1,2,3, The IeDEA West Africa Study Group 
1University of Bordeaux, ISPED, Centre INSERM U1219, Bordeaux, France, 2PACCI 
Research Center / ANRS Research Unit in Côte d’Ivoire, HIV-2 Infection, Abidjan, 
Cote D’Ivoire, 3Université de Lomé, Département des Sciences Fondamentales et Santé 
Publique, Lomé, Togo 
Presenting author email: boris.tchounga@yahoo.fr

Background: The low pathogenicity of HIV-2 infection leads to consider the major-
ity of these patients as long term non progressors (LTNP) which are therefore out 
of the scope of therapeutic guidelines. Despite the long asymptomatic phase of the 
infection, all HIV-2 infected patients may progress to AIDS and to death in ab-
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sence of holistic care. There is limited data on the prevalence of LTNP and the time 
to immunologic progression among people living with HIV-2 in West Africa. This 
study aimed at estimating the prevalence of LTNP among HIV-2 infected patients 
followed in the HIV-2 cohort of the IeDEA West Africa collaboration (WADA-
HIV-2).
Methods: A cross-sectional survey was conducted from February to December 
2014 in Burkina Faso and Côte d’Ivoire, within the WADA-HIV-2 cohort. All 
HIV-2-infected patients, aged 18 years and above, attending the HIV clinic for a 
follow-up visit were invited to participate. A dedicated questionnaire was used to 
collect clinical and biological characteristics of patients. We defined LTNP in this 
study as ART-naïve patients with CD4 count >500 cells/mm3 at HIV diagnosis and 
who maintained high CD4 count (>500 cells/mm3) during at least five years. We 
defined progression as the fact of having at least one measure of CD4 count < 500 
cells/mm3. We performed survival analysis to estimate the probability of staying 
LTNP over the time.
Results: Among the 631 patients who participated in the study, the median age was 
49 (IQR [42-55]) years, 381 (60.6%) were women, 470 (77.9%) were receiving 
ART and 18 were identified as LTNP. The prevalence of LTNP was estimated to 
2.8% (95%CI [1.6-4.2]). All LTNP had undectable plasma HIV-2 viral load at the 
time of screening, 6 (33.3%) of them had CD4 count >750 cells/mm3. Initial CD4 
count >750 cells/mm3 was the only factor associated with long term non progression 
among HIV-2 patients (aOR=5.8; 95%CI [3.2-10.8]; p=0.003). The probability of 
staying LTNP was declining over the time, 20% after 5 years to 10% after 10 years.
Conclusions: The low proportion of HIV-2 long term non progressors sheet light 
on the necessity to revisit the therapeutic guidelines, specifically toward universal 
treatment. 

MOPEB0248
Gender differences, impact of violence exposure on drug use, 
and HIV risk behaviors among young adult African Americans 
in Washington DC
F. Saadatmand1, R. Harrison2, J. Bronson3, D. Crouse3 
1Howard University, Pediatrics, Washington, United States, 22M Research sevices, 
Washington, United States, 3Howard University, Washington, United States 
Presenting author email: frough.saadatmand@howard.edu

Background: This presentation provides baseline preliminary analysis of data col-
lected in a longitudinal study from 440 African Americans young adults ages 18-25 
living in Washington. One component of the study is designed to test the effects 
of social and environmental stressors, such as exposure to violence, on alcohol, to-
bacco and other drug (ATOD) use, and on sexual risk behaviors that may render 
African American young adults more vulnerable to contracting HIV/AIDS. The 
objective here is to understand how exposure to violence impacts ATOD use and 
HIV risk behaviors, and to determine if the strengths of the associations vary based 
on violence type and gender.
Methods: We conducted a factor analysis of the exposure to violence scale items 
to identify domains or types of violence. We then conducted a series of regression 
analyses to measure how various violence types affect the dependent variables rep-
resenting ATOD use, and knowledge and perception of HIV risk factors.
Results: Women and men differed in the types of violence to which they were likely 
to have been exposed. Women were significantly more likely to have been exposed 
to personal violence and attacks, which explained 65.8 percent of the total vari-
ance explained in the model for behaviors that obviate a need to worry about HIV. 
Exposure to drug sales or physical violence explained 70.1 percent of the total vari-
ance explained in women’s knowledge of HIV transmission risks. Exposure to gun 
use or seeing violent deaths explained 76.5 percent of the total variance explained 
in women’s attitudes towards condom practices, and 79.9 percent of the total vari-
ance in their perceptions of condom users. Among men, exposure to gun use or 
seeing violent deaths explained a much smaller 38.2 percent of the total variance 
explained in attitudes towards condom practices, and exposure to childhood sexual 
abuse explained 36.5 percent of the total variation explained in worrying about con-
tracting HIV.
Conclusions: The results suggest that a large percentage of young African American 
adults are exposed to violence, that violence has a strong impact on ATOD use and 
HIV risks behaviors, and that African American women and men are exposed to 
different kinds of violence. 

MOPEB0249
Social behavioural determinants of early HIV infection in young 
South African women
L. McCloskey1, I. Eloff2 
1Indiana University, Applied Health Sciences, Bloomington, United States, 2University 
of Pretoria, Educational Psychology, Pretoria, South Africa 
Presenting author email: lmcclosk@indiana.edu

Background: New incidents of HIV are high among Black South African women 
15 to 24 years. We adopt a lifecourse approach we test whether early adverse life 
circumstances such as parental HIV, orphanhood, physical and sexual abuse and ex-
treme poverty in childhood predict sexual behaviors (e.g., early sexual debut) which 
place women at risk for HIV exposure. 
Our hypotheses are that (1) childhood history predicts sexual experiences, gender-
based violence and partner characteristics; (2) that partner characteristics such as 
age difference and antisocial behaviour will be associated with HIV infection.
Methods: Findings derive from a 2016 case-control interview study of 869 women 
outpatients (M age = 23) who reside in informal settlements surrounding Pretoria 
in Gauteng, South Africa. Women outpatients were recruited in waiting rooms from 
hospitals and clinics and interviewed for one hour in SeSotho, Setswana, isiXhosa 
and English. Their HIV status was confirmed through medical records (HIV+=450; 
HIV-=419). The interview included mainly standardized instruments. Approval 
was granted from five different ethics review boards. Data entry was completed in 
December 2016 and SPSS used as the statistical program.
Results: Findings reveal that there is a strong intergenerational risk for HIV, with 
65% of HIV+ patients recounting HIV+ relatives in contrast to controls (25%). 
Parental death from any cause predicted HIV status. Sexual behaviors were in-
consistently related to HIV and HIV+ women were no more likely to have multiple 
sexual partners. 
The most significant proximal risk indicator for early onset HIV was a long-term 
union before the age of 19, typically with a man at least four years older; risk was 
heightened if he was violent or drank to excess. Departure from secondary school 
was associated with long-term unions at an early age.
Conclusions: To avert the rise in new incidence among girls in South Africa im-
mediate interventions are needed for teenage girls who recall child abuse or whose 
mothers are absent or deceased. Furthermore, efforts must be intensified to retain 
girls in school and discourage early live-in relationships. 

Diagnostic and Monitoring

MOPEB0250
Provider initiated testing and counseling uptake in Wum 
District hospital (Nord-West Cameroon): a hospital-based cross 
sectional study
D.G. Reine Charlye1,2, C. Ditah3 
1Cabinet Medicl Bordeau Douala, Recherche Clinique, Douala, Cameroon, 2Alternative 
Action, Douala, Cameroon, 3MSF, Minnesota, United States 
Presenting author email: dombureine@yahoo.fr

Background: An estimated 1.6% of Cameroonian adults are HIV positive, of which 
85.6% have never done an HIV test. To achieve the UNAIDS goal of 90-90-90, 
the Cameroon Ministry of Health mandated that all clients who have never done 
an HIV test and clients whose last HIV test was negative and dates more than three 
months should be systematically proposed an HIV test at all medical visits. However, 
there is no data on the acceptability of this test by the population in Cameroon. 
Our main goal was to determine the proportion of patients who finally get to do the 
HIV test after recommendation and counseling.
Methods: We carried out a cross sectional descriptive study over a three months 
period in the outpatient consultation clinic of the Wum District hospital. During 
this time, HIV testing was recommended to clients who had never had an HIV 
test, or whose prior negative test had been more than three weeks earlier. For 
those who consented, rapid (Determine) and confirmation (BISPOT) tests were 
administered and results reported to the prescribing physician. Data were entered 
into a spreadsheet and analyzed using SPSS.
Results: About 50% of persons consulting at the Wum district hospital still do not 
know their HIV status. Despite routine recommendation and counseling for testing, 
only about half of the persons who received counseling did not do the test, figure 1.
Conclusions: Acceptability of testing for HIV despite routine recommendation and 
counseling is a barrier to achieving the 90-90-90 goals in this setting. We recom-
mend that a large-scale study be carried out to determine the reasons why persons 
decline getting tested for HIV. 



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Poster
Exhibition

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

59 59

[Figure 1. Flow Chart Showing Study Population and Results]

MOPEB0251
Performance of alere HIV combo test in established and acute 
HIV infection
S. Sirivichayakul1, T. Pankam2, S. Pattanachaiwit2, K. Phancharoen2, N. Barisri2,  
S. Areeyolwattana2, P. Phanuphak2 
1Chulalongkorn University, Department of Medicine, Faculty of Medicine, Bangkok, 
Thailand, 2Thai Red Cross AIDS Research Centre, Pathumwan, Thailand 
Presenting author email: sunee.s@chula.ac.th

Background: Rapid anti-HIV test is highly preferred for busy laboratories and mo-
bile VCT settings. Most of the commercially available rapid tests are 3rd Generation 
kits. We evaluated the performance of Alere HIV Combo (AlereCOMBO), the 
newly available 4th Generation anti-HIV test.
Methods: Three sets of an overall 250 stored plasma samples [(1) HIV positive, N = 
100 as defined by positive Abbott Architect 4th generation Ag/Ab test (Test 1) and 
confirmed by both immunochromatography (Determine) (Test 2) and gel particle 
agglutination (Test 3); (2) HIV negative, N = 100 as screened by Test 1; (3) acute 
HIV infection, N=50 as defined by positive Test 1 but negative both Test 2 and 3 
whereas HIVRNA by Aptima was positive] from the Anonymous Clinic of the Thai 
Red Cross AIDS Research Centre were used to evaluate AlereCOMBO. Sample/
cut-off (S/CO) ratio of the test and the viral load (VL) of each sample were used 
for analysis.
Results: AlereCOMBO correctly detected all the confirmed positive and nega-
tive samples gaining 100% sensitivity and specificity. The overall sensitivity and 
specificity of the entire 250 samples were 91.3% and 100% respectively. Of 
particular interest was on the 50 acute HIV infection samples, AlereCOMBO 
could detect 37/50 (74%): 5 anti-HIV positive only (R1), 26 p24 antigen posi-
tive only (R2), and 6 both p24 Ag and anti-HIV positive (R3). S/CO ratios of R1/
R2/R3 were 21.55/148.38/72.97 respectively as compared to 7.57 for the non-
reactive (NR) acute HIV samples. R2 and R3 had significantly higher S/CO than 
NR or R1 (p<0.001).. The corresponding log10 HIVRNA of NR/R1/R2/R3 were 
5.55/5.64/6.74/6.30 respectively. HIVRNA in R2 and R3 were significantly 
higher than NR (p<0.001).
Conclusions: AlereCOMBO detected mainly p24 Ag in acute HIV infection as seen 
in 32/50 (64%) subjects, supported by the highest S/CO in the p24 Ag only group 
(R2), followed by the Ag+Ab group (R3). For antibody detection, AlereCOMBO 
could detect 11/50 (22%) more samples than the two 3rd Generation anti-HIV tests 
used in our testing algorithm, Therefore, AlereCOMBO is a preferred rapid test 
in a setting with high incidence and is more sensitive than the commonly used 3rd 
Generation tests. 

MOPEB0252
HIV self-test: perception and intention to use in a French 
nationwide study
P.-E. Devez1, O. Epaulard2,3,4 
1Université Grenoble Alpes, Pharmacy Faculty, La Tronche, France, 2Grenoble 
University Hospital, Infectious Diseases, Grenoble, France, 3Institut de Biologie 
Structurale, UMR5075 CEA CNRS UGA, HIV and Other Persistent Viruses, 
Grenoble, France, 4Université Grenoble Alpes, Fédération d’Infectiologie 
Multidisciplinaire de l’Arc Alpin, Grenoble, France 
Presenting author email: oepaulard@chu-grenoble.fr

Background: It is considered that 28,000 undiagnosed HIV-infected people live 
in France. This unawareness should be reduced, as it fuels HIV transmission, and 
leads to late-stages of HIV infection. Since fall 2015, HIV self-test is available in 
French pharmacies without prescription. We aimed to explore perceptions toward 
this new testing tool, and whether people most at risk of HIV infection intent to use 
it, particularly MSM.
Methods: An anonymous online questionnaire was diffused between November 
2015 and January 2016 by different means, targeting the general population and 
MSM population. The questionnaire explored gender, age, sexual partner gender, 
self-perceived HIV exposure, the use of condom in case of sexual intercourse with 
penetration with another partner than the usual partner (if any), the knowledge and 
perceptions concerning of HIV self-test, and past and planned future use.
Results: 1336 participants filled the questionnaire (male 67.1%, female 32.4%, oth-
er 0.5%; age 32.8±12 years), including 889 who completed it. 44.8% were MSM. 
33.5% considered they were not exposed to HIV; 41.5% declared they did not al-
ways use or make use a condom in case of sexual intercourse with penetration with 
another partner than their usual partner (if any)(participants “objectively at risk”). 
9.9% had already used the self-test, this proportion being higher in multivariate 
analysis in those with a monthly income above 1000€, and those who declared be-
ing very/rather well informed on HIV. 38.5% declared they plan to use the self-test 
in the forthcoming month or year, this proportion being lower in male and in MSM 
in multivariate analysis, and higher in those “objectively at risk”. 68.4% under-esti-
mated the delay after an HIV exposure to rule out the infection with a self-test (12 
weeks). The 3 issues with self-test more frequently cited were that it does not test 
for other sexually transmitted infection (49.5%), that you have to pay to get tested 
(44.4%), and that one is alone with his/her result (41.0%).
Conclusions: HIV self-test is identified as an interesting tool by different at-risk 
populations, and may help reducing the proportion of undiagnosed infections. 
Communication should insist on the delay for reliability. A much lower price may 
enhance its use. 

MOPEB0253
Non-reactive HIV-1 self-tests after sustained viral suppression 
following early antiretroviral therapy
K. Stefic1,2, S. Novelli3,4, N. Mahjoub5, R. Seng3,4, J.-M. Molina6,7, C. Cheneau8, 
F. Barin1,2, M.-L. Chaix5,6, L. Meyer3,4, C. Delaugerre5,6 
1Université Francois Rabelais, INSERM U966 MAVIVH, Tours, France, 2University 
Hospital Center, Department of Virology, Tours, France, 3University Paris-Sud, 
INSERM, U1018, Epidemiology of HIV and STI, CESP, Le Kremlin Bicêtre, France, 
4Bicêtre Hospital, AP-HP, Department of Public Health and Epidemiology, Le Kremlin 
Bicêtre, France, 5Saint-Louis Hospital, AP HP, Department of Virology, Paris, France, 
6INSERM U941, Paris, France, 7Saint-Louis Hospital, Department of Infectious 
Diseases, Paris, France, 8Strasbourg University Hospital Center, HIV-infection Care 
Center, Strasbourg, France 
Presenting author email: karl.stefic@univ-tours.fr

Background: Early antiretroviral therapy (ART) during primary HIV-1 infection 
(PHI) is now recommended to improve clinical outcome and prevent sexual trans-
mission. Early ART may also impact HIV-specific serological response due to the 
rapid control of viral replication. Our aim was to assess the sensitivity of different 
HIV screening tests after a prolonged successful ART among patients treated dur-
ing PHI.
Methods: Among HIV-infected patients enrolled at time of PHI in the ANRS 
PRIMO cohort, we selected those who received immediate ART and presented 
an undetectable viral load for ≥36 months afterwards. Frozen serum samples were 
tested using the CE-certified self-test Autotest VIH® (self-test), two point-of-care 
immunoassays (INSTI® HIV-1/HIV-2 Rapid Antibody Test [INSTI] and VIKIA® 
HIV1/2 [VIKIA]), and the 4th-generation ARCHITECT® HIV Ag/Ab Combo im-
munoassay (4thG ELISA).
Results: Patients (N=44) were mostly male (82%), median age was 40 years. At 
diagnosis, median CD4 cell count, plasma HIV-RNA and cell-associated HIV-
DNA were 372/mm3, 5.3 log10 copies/ml and 3.6 log10 copies/106 PBMC, respec-
tively. ART was initiated at a median of 43 days (range 20-115) after estimated date 
of infection, corresponding to Fiebig stage II (5%), III (2%), IV (36%), V (21%) or 
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VI (36%). HIV-specific serological response was evaluated after a median of 84 
months (range 36-204) of successful treatment. Non-reactivity was found to be 
30% for self-test, 9% for INSTI test and 7% for VIKIA test. All participants re-
mained positive with 4thG ELISA (median index=48 [range:1.9-491]) but 7/44 had 
an index value < 10. We did not find any baseline- or on-treatment immunogical 
or virological factor associated with non-reactivity of self-test, except the 4thG 
ELISA index measured at the same time which was weaker for patients with non-
reactive self-test (index: 23 vs 60, p=0.003). Cell associated HIV-DNA level at 
time of self-test was not associated with non-reactivity; of note it remained detect-
able for 9 of 13 patients (69%) with negative self-test.
Conclusions: The HIV-specific antibody response is stopped and declines when ART 
is initiated during PHI. Several years of successful ART may lead to seronegativity 
of HIV self-test in 30% of patients. Particular caution should be given in case of 
HIV self-retesting. 

MOPEB0254
Detection and confirmation of HIV-2 presence in Brazil: 
surveillance algorithm in indene area
D.C. Soares1, P.C. Gaspar1, A.F. Pires1, N. Colaço1, D. Costa2, L. Ribeiro2,  
O. Ferreira Junior2, A. Benzaken1, M. Franchini1 
1Ministery of Health, IST, AIDS e Hepatites Virais, Brasília, Brazil, 2Universidade 
Federal do Rio de Janeiro, Laboratório de Virologia Molecular, Instituto de Biologia, 
Rio de Janeiro, Brazil 
Presenting author email: ana.pires@aids.gov.br

Background: Despite Brazil being an indene transmission area for HIV-2, the 
Brazilian Ministry of Health (MoH) established in 2010 surveillance measures for 
HIV-2 detection and diagnostic confirmation in view of the intense flow of people 
throughout Brazil and the endemic areas.
Methods: The surveillance algorithm suggests the use of point-of-care tests 
(POCT) in health facilities. The POCT are able to distinguish HIV-1 and HIV-2 
antibodies that are present in whole blood samples (fingerstick). Whenever HIV-2 
or both HIV-1 and HIV-2 are detected in the test line, a sample is submitted to im-
munoassay. In case of reagent result, a Western blot/Imunoblot (WB) is performed 
in order to detect antibodies against gp36 and gp105, HIV-2 specific proteins. If the 
WB is positive, a sample is sent to the National Reference Laboratory (NRL) for 
immunoassay and in-house molecular testing for HIV-2. If the WB is negative or in-
determinate, a sample is sent to the NRL only in the event of strong epidemiological 
and clinical evidence of HIV-2 infection. If the HIV-2 infection is confirmed by the 
NRL, the patient is referred to start treatment; otherwise, the person is directed 
to the prevention service
Results: From 2010 to 2016, forty-three cases were investigated for HIV-2 in-
fection. The HIV-2 infection was confirmed in two Brazilians, whose both partners 
were from Guinea Bissau. Other cases occurred in foreigners from Senegal, Costa 
do Marfim and Guinea Bissau.
Conclusions: The algorithm ensures early diagnosis, thereby minimizing transmis-
sion risk and providing opportunities for appropriate treatment. All HIV-2 con-
firmed cases related to epidemic countries. The MoH aims to expand the use of 
POCT in health facilities regardless the type of the virus.The HIV diagnosis in Brazil 
seeks to reach every Brazilian citizen or resident foreigner in Brazil. 

[Detection and confirmation of HIV-2 ]

MOPEB0255
Comparison of home-based oral fluid rapid HIV self-testing  
vs. mail-in blood sample collection or medical/community  
HIV testing by young adult black, Hispanic, and white MSM: 
results from a randomized trial
R. Merchant1, M. Clark2, T. Liu3, J. Romanoff4, J. Rosenberger5,  
J. Bauermeister6, K. Mayer7 
1Brown University/Rhode Island Hospital, Providence, United States, 2University 
of Massachusetts Medical School, Worcester, United States, 3Brown University, 
Department of Biostatistics, Providence, United States, 4Rhode Island Hospital, 
Providence, United States, 5Pennsylvania State University, Hershey, United States, 
6University of Pennsylvania, Philadelphia, United States, 7Fenway Health, Boston, 
United States 
Presenting author email: rmerchant@lifespan.org

Background: A primary goal for home-based oral fluid rapid HIV self-testing is to 
encourage people at higher risk for HIV infection and those with reduced access to 
traditional medical/community testing facilities to be tested for HIV, such as young 
white and ethnic minority men-who-have-sex-with-men (YMSM). We aimed to 
determine if black, Hispanic and white YMSM were more likely to complete home-
based oral fluid rapid HIV self-testing than either mail-in blood sample collection or 
medical facility/community organization-based HIV testing.
Methods: This randomized trial included 125 black, 150 Hispanic, and 150 white 
HIV-uninfected 18-24-year-old YMSM recruited through eight social media plat-
forms across the US. Within each race/ethnicity stratum, participants were ran-
domly assigned to use a free home-based oral fluid rapid HIV self-test (n=142), use 
a free mail-in blood sample collection HIV test (n=142), or be tested at a medical 
facility/community organization of their choice (n=141). Test completion, time to 
test completion, and legitimate referrals of other YMSM to use the same HIV test 
were compared by study arm using summary statistics with 95% CIs.
Results: 

 Assigned HIV testing group

 
Home-based oral 

fluid rapid HIV 
self-test

Home-based mail-
in blood sample 

collection HIV test

Medical facility 
or Community 

organization HIV test
 n=142 n=142 n=141

Completed assigned HIV 
test, % (95% CI)

66.2 (58.4, 74.0) 40.1 (32.1, 48.2) 56.0 (47.8, 64.2)

Days to complete assigned 
HIV test, median (95% CI)

14.0 (11.0, 17.0) 17.0 (15.0, 22.0) 17.0 (11.0, 26.0)

Agreed to refer, % (95% CI) 35.9 (28.0, 43.8) 19.7 (13.2, 26.3) 26.2 (19.0, 33.5)
Made at least one legitimate 
referral, % (95% CI)

28.9 (21.4, 36.3) 18.3 (11.9, 24.7) 22.0 (15.1, 28.8)

[Main results]

As shown in the table of the main results, completion of the assigned test and will-
ingness to refer other YMSM to use the same assigned test were greater in the 
oral fluid rapid HIV self-test arm than the mail-in blood sample collection HIV test 
arm, but not significantly greater than the medical facility/community testing arm. 
Time to testing and legitimate referrals were similar across study arms. In additional 
analyses, there were no differences in these measured outcomes by race/ethnicity.
Conclusions: Although free home-based oral fluid rapid HIV self-testing showed 
moderate promise in facilitating HIV testing, it was not associated with greater HIV 
testing than directing these black, Hispanic, and white YMSM to medical facility/
community HIV testing venues. Providing testing through multiple venues and 
strategies appears necessary to optimize testing for this higher HIV risk population. 

MOPEB0256
Men who have sex with men (MSM) acute HIV infection (AHI) 
detection at CheckpointLX, Lisbon, Portugal
L.M. Carvalho Rocha1, A.S. Cabrita Martins2, R. Guerreiro1, J. Rojas1, F. Ferreira1, 
L. Veríssimo1, J. Brito1, N. Pinto1, M.L.G.P. Varandas Costa3, M.J. Campos1 
1GAT Portugal, CheckpointLX, Lisboa, Portugal, 2Northern Lisbon Hospital Center, 
Lisbon, Portugal, 3Lisbon Nursing School, Community Health Nursing, Lisbon, 
Portugal 
Presenting author email: miguel.rocha@gatportugal.org

Background: CheckpointLX (community-based HIV testing site) study, Lisbon 
MSM Cohort (Meireles et al, 2015), followed 804 MSM for a total of 893.37 
person-years between April 2011 and February 2014: overall incidence of 2.80 
per 100 person-years (95% CI:1.89-4.14). The median time between participant 
visits was 0.57 years (≈7 months) and among those who seroconverted 0.79 years 



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Poster
Exhibition

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

61 61

(≈9 months): showing the existence of primary infections (< 6 months) and the op-
portunity to target for AHI detection. This study aims to study the impact of two 
screening algorithms in the detection of AHI at CheckpointLX.
Methods: Between November 2016 and November 2019, MSM seeking for HIV 
screening are tested with Alere™ Determine HIV-1/2 Ag/Ab Combo (algorithm 
one, rapid Ag test) and those with AHI symptoms and non-reactive Ag are tested 
with Alere™ q HIV-1/2 Detect (screening algorithm two, point-of-care HIV-RNA 
test). All positive Ag and/or HIV-RNA confirmed cases are assessed with Alere™ 
Pima for CD4 count. Primary HIV infection case definition (acute or recent) ac-
cording with EACS guidelines 8.1. Those with AHI are linked to care in 48 hours. 
Study protocol was approved by both the Ethics Committee of the Lisbon Medical 
Academic Centre and the National Commission for Data Protection.
Results: In the first two months of enrollment, 9 MSM with recent primary HIV 
infection (Ab negative to positive in the last 6 months) and 1 MSM with acute pri-
mary infection (presence of p24 or HIV-RNA in the absence of Ab) were found.
Conclusions: Preliminary data shows that at CheckpointLX recent primary HIV 
infection are frequent and targeted AHI screening programs enable rapid linkage to 
the clinical benefit of the individual and the HIV prevention benefit of the public. 

MOPEB0257
Rapid oral testing improves acceptance and diagnosis of HIV  
in a hospital outpatient dental clinic: a case-control study in 
Yuxi county, China
S. Li1, S. Su2, L. Gao1, Y. Cai1, J. Fu1, C. Guo1, W. Lu1, F. Cheng3, J. Jing3, L. Chen1, 
L. Zhang2,3,4 
1Centers for Disease Control and Prevention, Division of HIV/AIDS and STI Control, 
Yuxi, China, 2Monash University, School of Public Health, Melbourne, Australia, 
3Tsinghua University, Research Centre for Public Health, Beijing, China, 4Melbourne 
Sexual Health Centre, Melbourne, Australia 
Presenting author email: shu.su@monash.edu

Background: To compare the outcomes of the routine provider-initiated HIV test-
ing and counselling (PITC) and rapid oral HIV testing for dental clinic outpatients 
in a hospital.
Methods: We recruited dental outpatients into routine serum-based and rapid oral 
testing groups. The acceptance rate, completion rate, and result notification rate 
were compared between groups using descriptive statistics.
Results: A total of 758 and 816 participants were enrolled into routine and rapid 
oral testing groups, respectively. The percentage of participants willing to receive 
routine HIV testing was 28.1% (24.9-31.3%) and 96.1% (94.8-97.4%, χ2=186.4, 
p<0.01) for the rapid testing. Among accepted participants, the percentage of who 
finally received HIV testing was 26.8% (20.9-32.7%) in the routine group versus 
100.0% in the rapid testing group (χ2=77.5, p<0.01). About 93.0% of routine tes-
ters returned for the test results in the next day, whereas all rapid testers received 
their test results (χ2=34.6, p<0.01). These correspond to an overall completion rate 
of 7.0% (5.2-8.8%) and 96.1% (94.8-97.4%, p<0.01), respectively. Among the 545 
patients who declined routine serum-based HIV testing, the main reasons include, 
an unnecessary hassle (254/545, 46.6%), having been previously tested (124/545, 
22.8%) and self-perceived low risk of HIV infection (103/545, 18.9%). In contrast, 
only 32 individuals declined rapid oral testing, and having received a previous test 
is a primary reason. Three patients in the rapid testing group were later confirmed 
HIV-positive, yielding an HIV prevalence of 0.38%.
Conclusions: Rapid oral HIV testing is a feasible and efficient approach in a clinical 
setting. 

MOPEB0258
Fast tracking the HIV response in Nairobi city by targeted  
HIV testing of key populations, Kenya, 2015
C. Ngunu-Gituathi1, J. Omai1, H. Kongin2, T. Ogaro1, S. Ochola1 
1Nairobi County Government, Health, Nairobi, Kenya, 2UNAIDS, Nairobi, Kenya 
Presenting author email: ngunucarol@yahoo.com

Background: Nairobi City has the largest proportion of key populations in Kenya. 
The County has an estimate of 29,494 female sex workers(FSWs), 11,042 men who 
have sex with men(MSMs) and 6,216 people who inject drugs(IDUs).The HIV prev-
alence in Nairobi for FSW is 11.1%, 18.2% for MSM and 18.7% for IDUs. Program 
data shows that only between 11% to 21% of key populations had received a HIV test 
in the first quarter of 2015.We therefore carried out a HIV testing and linkage to 
treatment campaign with an aim of increasing the number of key populations who 
knew their HIV status.
Methods: Key population hot spots were mapped within the city and HIV testing 
services offered for free to all MSMs, FSWs and IDUs operating within those hot 
spots from 27th November to 7th December 2015. The target was to test 5,000 key 

populations and the strategies used were snowballing, moonlighting and outreaches 
at drop in centers (DICs) and sex dens. All KPs who tested positive were linked for 
free treatment services at the KP trained health facilities. Data on KPs tested was 
collected using standardized government HTS data registers and analyzed using MS 
Excel 2007.
Results: A total of 6602(132% of target) key populations were tested with 
5061(77%) being FSWs, 1255(19%) MSMs and 286(4%) IDUs. Mean age was 27.3 
years (range 16-57 years). Of those tested, 192(2.9%) tested HIV positive and all 
were successfully linked to care. The highest positivity rates were seen in Embakasi 
(6%),Langata (5.5%) and Dagoretti (5.5%). In addition to testing, 180,000 con-
doms were distributed to the key populations tested and their clients.
Conclusions: The strategies used to target the key populations worked and we were 
able to surpass our targets and identify HIV positives who we successfully linked 
to care. This activity also presented us with an opportunity for targeted condom 
distribution for this vulnerable group. Given the recommended guidance on testing 
of KPs, the city intends to carry out targeted outreaches to the key populations 
every quarter. 

MOPEB0259
Implementing routine HIV testing in the emergency 
department using electronic health record modifications  
at University Hospital, Newark, NJ
S. Maldonado, G. Sugalski, G. Closeil, S. Swaminathan 
Rutgers, New Jersey Medical School, Newark, United States 
Presenting author email: swaminsh@njms.rutgers.edu

Background: The prevalence of HIV infection in Newark, NJ is >1%. Therefore, all 
persons presenting to care in the Emergency Room (ER) at University Hospital 
(UH) should be tested, yet only 9% were being tested. We implemented a routine 
HIV testing program in the ER using electronic health record (EHR) prompts and a 
patient navigator (PN) to help with connection to care (CTC).
Methods: This was a retrospective study of patients seen in select areas of the ER 
from April 2015 to November 2016 to see the proportion of eligible patients get-
ting tested for HIV. The triage nurse would ask patients about HIV diagnoses or 
recent HIV test and an automatic order was placed if indicated unless the patient 
declined the test. We collected following information on HIV+ patients: age, gen-
der, race, HIV risk factor, baseline CD4 count and HIV viral load (VL) and CTC.
Results: A total of 34,158 patients were seen in Main and Mid-Trak areas of the ER. 
Of these, 26,610 (78%) were eligible for HIV testing, 9,911 (37%) had the test or-
dered and 8,812 (89%) had the test performed. Monthly HIV testing rate increased 
from 9% to 75%. 
Of those tested, 165 (1.9%) were found to be HIV positive (2 acute, 112 newly di-
agnosed, 51 previously known). The demographics of the HIV+ patients were: mean 
age - 48, Male 96 (58%), Race- Black 126 (76%), Hispanic 23 (14%), White 9 (6%), 
and Other 7 (4%). The HIV risk factors were: MSM (9%), Injection drug use (8%), 
heterosexual (69%) and other (20%). The Median CD4 count was 389 (range 
3-1,804 cells/cu.mm) and median HIV VL was 132,352 (range < 20-2,752,888 
copies/ml). 107 (65%) were either connected or are in the process of being CTC. 
Of the 58 not CTC, 46 (89%) were diagnosed prior to having a PN. The CTC since 
the PN was hired is over 70%.
Conclusions: We successfully implemented routine HIV testing in a busy ER with 
effective modification of the EHR and increased our monthly testing rate from 9% 
to 75%. However, PN navigators are essential for effective CTC especially in busy 
clinical settings. 

MOPEB0260
Increasing testing and diagnosis for men who have sex with  
men using social networks for HIV self-test distribution
M. Lightfoot1, S. Lippman1, C. Campbell2, M.-S. Kang-Dufour1, E. Agnew1,  
N. Moss3 
1University of California San Francisco, Center for AIDS Prevention Studies, San 
Francisco, United States, 2University of California San Francisco, Center for AIDS 
Prevention Studies, Berkeley, United States, 3Alameda County Public Health 
Department, Oakland, United States 
Presenting author email: marguerita.lightfoot@ucsf.edu

Background: As the HIV epidemic continues to disproportionately impact men 
who have sex with men (MSM) globally, novel strategies are needed to increase 
testing uptake. We implemented a peer network HIV self-test distribution strategy 
to reach African American and Latino MSM who do not regularly test for HIV. We 
assessed the efficacy of the program by comparing HIV-related testing outcomes 
to those attained through the local public health department’s targeted HIV test-
ing program.
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Methods: African American and Latino MSM and Transgender women (N=31), 
between 18 and 45 years old were engaged and trained as peer recruiters on the 
basics of HIV infection, proper use of the OraQuick® In-Home HIV test (OraSure 
Technologies), and supporting a friend through the testing process. Each peer was 
given five self-test kits to distribute to MSM friends thought not to have tested for 
HIV in at least 6 months. Those receiving the self-test kits were asked to com-
plete an online survey after completing their test. Chi-squared tests were used to 
compare the number of first time testers and new HIV diagnoses through the peer 
network testing and amongst African American and Latino MSM who tested in a 
geographically overlapping contemporaneous government supported traditional 
community-based HIV testing program.
Results: Peers distributed self-test kits to 143 social and sexual network members, 
of whom 110 completed the online survey. Compared to MSM who utilized the gov-
ernment sponsored testing programs, individuals reached through the peer-based 
self-testing strategy were significantly more likely to have never tested for HIV 
(4.0% vs. 0.5%, p<0.01) and to report a positive test result (3.7% vs 1.5%, p<0.01), 
though 6 people in the peer-based strategy (5.5%) declined to provide a result.
Conclusions: These findings suggest that a network-based strategy for self-test 
distribution is a promising intervention to increase testing uptake and reduce undi-
agnosed infections among African American and Latino MSM. 

MOPEB0261
Use of FACSPresto™ for measurement of CD4 and 
haemoglobin in resource-limited settings
G. Kangogo1, S. Kipkerich2, N. Bowen2, C. Ogada2, M. Umoro3, L. Kingwara4,  
R. Mumo4, E. Onkendi4 
1National HIV Reference Laboratory (NHRL), Molecular Biology, Nairobi, Kenya, 
2National HIV Reference Laboratory, Nairobi, Kenya, 3National Public Health 
Laboratories, Nairobi, Kenya, 4National HIV Reference Laboratory (NHRL), Nairobi, 
Kenya 
Presenting author email: geffkemboy@yahoo.com

Background: Haemoglobin and CD4 T-cell counts are important prognostic mark-
ers in HIV infection, where decline in the two is often associated with HIV disease 
progression. 
As a result, accurate and reliable data in monitoring CD4 and haemoglobin (Hb) 
levels is of critical importance to patient management. Conventionally, BD 
FACSCalibur and the Mindray hematology analyser are some of the equipment 
used in measuring CD4 and Hb respectively. However, with up to 50% of HIV pa-
tients still in need of life-saving ARV medications, alternative CD4 testing plat-
forms are warranted. FACSPresto™ machine is a point of care testing (POCT) de-
vice for both CD4 cell count and haemoglobin. In Kenya, medical devices need to 
be verified before use in health care facilities. Verification of the BD FACSPresto™ 
machine was carried out at the National HIV Reference Laboratory (NHRL).
Methods: A total of 103 consenting patients were enrolled. Fresh whole blood 
(matched capillary and venous) samples from HIV positive patients were collected 
from Mbagathi Hospital clinical laboratory by trained staff. Laboratory testing 
for CD4 and haemoglobin levels was done on BD FACSCalibur, BD FACSPresto 
(Becton Dickinson, East Rutherford, NJ, USA) and Mindray Haematology 
Analyzer BC-5380 following manufacturer’s instructions. 
Laboratory analysis entailed the absolute and percent CD4 counts, and total hae-
moglobin concentration in the whole blood from HIV-infected patients. Statistical 
analysis entailed calculation of Pearson ś correlation and Bland Altman analysis for 
mean bias.
Results: The mean CD4 absolute count from the Presto was 805.89 compared to 
889.49 from Calibur. Correlation at 0.93 was near perfect and the results were 
substantially equivalent. The mean difference between the reference method 
(Facscalibur) and test method (Facspresto) absolute CD4 counts was 76.3 which is 
within the 28% acceptance criteria.
Average Hb reading from venous sample was 12.65 compared to 12.56 from capil-
lary sample. Correlation at 0.94 was near perfect. The mean difference between 
venous and capillary Hb reading was 0.091 and was not statistically significant.
Conclusions: The results obtained from the BD FACSPresto™ machine were com-
parable to the two reference equipments.
BD FACSPresto™ can utilize both venous and capillary blood thus it can be used as 
a point of care device. 

MOPEB0262
Multicenter evaluation of CD4 T-cell counts on the new BD 
FACSVia™ system using BD Tritest™ and BD Multitest™ 
reagents
Y. Zeng1, R. Sukhadia2, R. Hsen2, R. McLean2, C. Mutschmann3, D. Taufmann3,  
S. Tessmer3, D. Sauer3, F. Oreizy1, A. Chen1, A. Keya1, S. Meyerovich1,  
M. Saleminik1, F. Mosqueda1, A. Lin1, K. Judge1, M. O’Gorman2 
1BD Life Sciences, San Jose, United States, 2Children’s Hospital Los Angeles, Los 
Angeles, United States, 3SYNLAB Umweltinstitut, GmbH, Berlin, Germany 
Presenting author email: yang_zeng@bd.com

Background: CD3+CD4+ T-lymphocyte count remains one of the most important 
laboratory indicators in HIV/AIDS diagnosis/staging, treatment initiation, moni-
toring of regimen effectiveness and patient risk management, for example, using a 
CD4 cell count at or below 350 to initiate treatment for HIV patients (WHO 2016 
guidelines). To meet global health needs, BD has developed a simple-to-use, afford-
able flow cytometer, the BD FACSVia™ System.* It features novel designs that pro-
vide workflow efficiency and high throughput in clinical laboratories. We evaluated 
CD4 absolute counts (CD4_Abs) on the BD FACSVia System vs the predicate BD 
FACSCalibur instrument at three study centers using BD Tritest™ (CD3/CD4/
CD45 and CD4/CD8/CD3), BD Multitest™ (CD3/CD8/CD45/CD4) reagents.
Methods: De-identified venous blood specimens from HIV+ patients (n = 204), 
immune reconstitution patients (n = 51) and normal donors (n = 50) were en-
rolled in the study. Each specimen was stained using the two BD Tritest and the 
BD Multitest reagents in BD Trucount™ tubes, followed by acquisition on the 
BD FACSVia System and BD FACSCalibur instrument. CD4_Abs results were 
compared between the two systems using Deming regression and bias analysis. A 
two-by-two contingency table was used to assess agreement about a CD4 clinical 
cutoff, at 200 cells/µL and 350 cells/µL.
Results: 

Reagent Deming regression on 
CD4_Abs

Bland-Altman 
analysis on 
CD4_Abs

Percent agreement about 
CD4 clinical cutoff (95% LCI, 

95% UCI)

 Slope 
(95% CI) Intercept R^2 Bias% with 95% 

Limits of agreement
Cutoff ≤ 200 

cells/µL
Cutoff ≤ 350 

cells/µL
BD Multitest 
3/8/45/4

0.99 
(0.98, 1.00) 2.70 0.99 0.9% 

(-28.8%, 30.7%)
N** = 55, 98.6 

(96.5, 99.5)
N = 80, 98.3 
(96.0, 99.3)

BD Tritest 
3/4/45

0.97 
(0.95, 0.98) 1.19 0.99 -1.8% 

(-38.7%, 35.1%)
N = 50, 98.3 
(96.1, 99.3)

N = 78, 99.7 
(98.1, 99.9)

BD Tritest 
4/8/3

0.98 
(0.96, 1.00) -5.89 0.99 -4.3% 

(-23.8%, 15.2%)
N = 52, 99.7 
(98.1, 99.9)

N = 78, 98.7 
(96.6, 99.5)

**note: N is the number of samples at or below cutoff as measured on the BD FACSCalibur instrument
[Table 1 Analysis results for CD4 absolute count]

[Figure 1 Analysis Plots for CD4_Abs]
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Conclusions: The BD FACSVia System demonstrated equivalent results in the ac-
cessed range of CD4 T-cell absolute count, as well as around CD4 clinical cutoff 
compared to the BD FACSCalibur instrument. Since CD4 count remains an im-
portant parameter in the management of HIV patients, the BD FACSVia System 
provides an easy-to-use, affordable solution to clinical laboratories.
*This product was CE Marked (EU IVD Directive 98/79/EC). 

MOPEB0263
Outcomes of routine viral load monitoring in Namibia’s  
national antiretroviral treatment program
N. Mutenda1, N. Taffa2, D. Baughman2, A. Agovi3, M. De Klerk2, S. Sawadogo2,  
C. Roscoe2, T. Mekonen1, H. Kaura4, A. Wolkon2, G. Mutandi2, F. Tjituka1,  
D. Prybylski2, N. Hamunime1, S. Agolory2 
1Ministry of Health and Social Services, Windhoek, Namibia, 2Centers for Disease 
Control and Prevention (CDC), Windhoek, Namibia, 3University of California, San 
Francisco (UCSF), Windhoek, Namibia, 4Namibian Institute of Pathology (NIP), 
Windhoek, Namibia 
Presenting author email: vik1@cdc.gov

Background: Namibia antiretroviral treatment (ART) guidelines recommend the 
use of viral load (VL) testing to monitor HIV treatment as recommended by WHO. 
VL testing is recommended at 6 months after ART initiation. The guidelines defines 
VL suppression as HIV RNA < 1000 copies/ml, and recommends switch to second-
line ART following failure of VL suppression with two consecutive tests performed 
at 6 and 9 months. We assessed timing of VL testing and suppression rates for pa-
tients newly initiating ART.
Methods: A retrospective cohort analysis of patients initiating ART between 
January 2014 and March 2015 at public ART facilities in Namibia. Clinical and 
laboratory records were matched from two non-interfaced, client-based electronic 
systems used for patient management and laboratory services. Matching was per-
formed using probabilistic record linkage (Link Plus v3.0 software) using patient 
surname, first name, and date of birth. VL results were described by age, sex, base-
line CD4 cell count.
Results: Out of 8366 adult and pediatric patients with matched laboratory and 
clinical records, 2536 (30%) received a first VL test within 6-9 months of ART ini-
tiation. VL suppression was achieved among 97.3% adults (95% CI: 96.6-97.9) and 
92.4% children (95% CI: 86.7-95.8). An additional 3528 (42%) patients received 
a first VL test >9 months after ART initiation and lower suppression rates were ob-
served for both adults (94.0%, 95% CI: 93.2-94.8) and children (81.1%, 95% CI: 
75.6-85.6), p=< 0.05. Out of the 315 who failed to suppress the first VL test, only 
26 (8.3%) follow-up VL tests were performed 3-6 months later, of which 15 (57.7%; 
95% CI: 38.9-74.5) achieved suppression. Clients who failed initial VL suppression 
had lower baseline median CD4 cell counts (148 vs. 292, p <0.01), compared to 
those achieving suppression.
Conclusions: Though suppression at 6-9 months was high among patients who 
had VL testing after ART initiation, overall there was low compliance to timely VL 
monitoring. VL suppression declined for patients not monitored within the recom-
mended interval after starting ART, especially in children. Improved recording and 
compliance to routine VL monitoring guidelines in Namibia is urgently needed to 
better detect early treatment failure and minimize development of ART resistance. 

MOPEB0264
A pilot evaluation of whole blood finger-prick sampling for  
rapid and convenient point-of-care HIV viral load measurement: 
the UNICORN study
S. Fidler1, J. Thornhill1, J. Meyerowitz2, H. Lewis1, K. Kuldanek1, D. Muir1,  
A. Bonnissent3, G. Timson3, J. Frater2, Collaborative HIV Eradication of 
Reservoirs UK BRC (CHERUB) 
1Imperial College, London, United Kingdom, 2University of Oxford, Oxford, United 
Kingdom, 3Cepheid Inc, Sunnyvale, United States 
Presenting author email: john.frater@ndm.ox.ac.uk

Background: Antiretroviral therapy treatment interruption (TI) is the only test for 
HIV remission or cure in the absence of a validated laboratory biomarker. Clinical 
studies incorporating TI within their protocols require frequent plasma viral load 
(pVL) monitoring - up to every 2-3 days - to identify rebound viraemia and in-
form recommencement of ART. Such regular blood draws are a substantial incon-
venience to participants and may impact recruitment. We present the first study 
of a simple whole blood finger-prick pVL analysis using an off-label protocol for 
GeneXpert Cepheid cartridges.
Methods: The UNICORN study is an analysis using two point-of-care (PoC) assays 
of 40 HIV+ve participants, 20 with detectable viraemia and 20 with undetectable 
pVL (<20 copies/ml). Using 100µl finger-prick whole blood samples, the Cepheid 

GeneXpert HIV Viral Load and HIV Qual cartridges were compared with formal 
laboratory pVL assessment from plasma (TaqMan, Roche). Samples were diluted 
and tested with and without a three minute spin using a benchtop microcentrifuge 
in the clinic room. Results were available within 90 minutes.
Results: At the 50% recruitment stage, for those participants with undetectable 
viraemia (< 20 RNA copies/ml) by TaqMan Roche, only 63.6% were ‚undetectable’ 
using the GeneXpert VL assay and 33.3% ‚not detected’ using the Qual assay, likely 
reflecting detection of cellular HIV nucleic acid. However, after a 3 minute spin, 
100% of samples were undetectable using either assay, showing full concordance 
with formal pVL testing. 
All participants in the ‚VL detectable’ group (pVL range 33-500,000 copies/ml) 
were identified as detectable by both assays without incorporating a spin. On com-
paring sensitivity including the spin, only two detectable samples (both ≤158 cop-
ies/ml by Roche) were reported as ‚not detected’ by both PoC assays. After cor-
recting for volume, values of pVL by Roche and GeneXpert post-spin were closely 
correlated (p=0.0006; rho=0.97).
Conclusions: Finger-prick whole blood sampling is a specific, sensitive, quick, con-
venient and acceptable method for screening for detectable plasma HIV viraemia 
using either quantitative pVL or binary qualitative PoC approaches. This method 
has significant potential for use in TI studies exploring HIV cure strategies, but also 
in resource-limited regions with minimal access to certified diagnostic laboratories. 

MOPEB0265
Evaluation of the Cepheid GeneXpert HIV-1 Qualitative 
molecular assay in patients with early primary HIV-1 infection 
and on antiretroviral therapy
A. Gabassi1, H. Delagrèverie1,2, N. Mahjoub1, M.-L. Néré1, F. Simon1,  
J.-M. Molina2,3, M.-L. Chaix1, C. Delaugerre1,2 
1Hôpital Saint-Louis, Laboratoire de Virologie, Paris, France, 2INSERM U941, 
Université Paris Diderot, Hôpital Saint Louis, Paris, France, 3Hôpital Saint-Louis, 
Service des Maladies Infectieuses, Paris, France 
Presenting author email: audrey.gabassi@aphp.fr

Background: The Cepheid GeneXpert HIV-1 Qual kit is a single-sample rapid mo-
lecular assay for the qualitative detection of HIV-1 in whole blood samples. It is used 
for the diagnosis of HIV-1 infection in newborns in the South. Our objective was 
to assess the performances of this assay in HIV-1-infected patients at the time of 
primary HIV infection (PHI) and on antiretroviral therapy (ART).
Methods: HIV-1 Qual is a qualitative endpoint RT-qPCR assay, thus potentially 
detecting both viral RNA and DNA from blood samples. This study was conducted 
in Hôpital Saint-Louis, Paris, France. We tested 59 banked frozen whole blood 
samples obtained from 24 PHI patients and 23 ART patients (of which 4 were fol-
lowed for 72 weeks), accounting for a wide quantitative range of plasma HIV-1 RNA 
(Roche Cobas TaqMan HIV-1 v.2, threshold=1.3log10copies/ml) and of blood HIV-1 
DNA (Biocentric Generic HIV-1 DNA Cell, threshold=1.3log10copies/106 cells). 
Negative/Positive results and threshold cycles (Ct) were recorded. Correlations 
were tested by the Wilcoxon signed rank-test and longitudinal changes of Ct values 
by Friedman ś non-parametric test.
Results: Median HIV-1 RNA was 1.8 log10copies/ml (range ≤1.3-7.7), including 
23 samples ≤1.3 log10copies/ml. Median HIV-1 DNA was 2.6 log10copies/106 cells 
(range ≤1.3-4.21). Amplification with GeneXpert HIV-1 Qual yielded a Ct value 
in 47/59 samples (median Ct was 34.7, range (22.1-43.3). All tested PHI samples 
were assessed HIV-1 positive by HIV-1 Qual. Detection Ct was inversely correlated 
with viral RNA and DNA loads: R2= 0.78 and R2=0.60, respectively. Amongst 4 
HIV-infected patients followed for 72 weeks after treatment initiation, all 4 pa-
tients originally tested HIV-positive at W0 but only two remained positive by HIV-1 
Qual after 72 weeks of suppressive ART. Out of the total 12 HIV-1 blood samples 
which did not yield a detection Ct, 11 were aviremic samples and 1 RNA load was 
2.06log10copies/ml. In these blood samples HIV-1 DNA load ranged from ≤1.30 (4 
samples) to 2.70 log10copies/106 cells.
Conclusions: Detection Ct was correlated with HIV-1 RNA and DNA viral load and 
GeneXpert HIV-1 Qual assay tested positive for all viraemic blood samples ≥200 
RNA copies/ml of plasma. 
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MOPEB0266
Performance evaluation of Xpert® HIV-1 viral load assay  
for rapid quantification in plasma specimens
C.R. Swathirajan1, R. Vignesh1,2, J. Boobalan1, S.S. Solomon1,3, S. Saravanan1,  
P. Balakrishnan1 
1YRG Centre for AIDS Research and Education, Chennai, India, 2UniKL-Royal College 
of Medicine Perak, Laboratory-Based Department, Ipoh, Malaysia, 3Johns Hopkins 
School of Medicine, Baltimore, United States 
Presenting author email: swathi@yrgcare.org

Background: Durable control of HIV-1 replication forms the basis of antiretroviral 
therapy (ART) medication. Thus, accurate quantification of HIV-1 viral load has 
become an essential factor in monitoring the effectiveness of ART. Longer turn-
around-time (TAT), batch testing and technical skills are major drawbacks of stan-
dard Real Time PCR assays. Hence, accurate and reliable assays which require very 
minimal technical skills and rapid TAT in quantifying HIV-1 plasma viral load are 
always in demand.
Methods: In this study, Xpert HIV-1 viral load assay was evaluated against Abbott 
Real Time PCR, m2000rt system. A total of 96 specimens that were tested by 
Abbott Real Time PCR as part of patient care services and the remaining specimens 
stored in freezer at -75 ± 5°C were utilized for this performance evaluation. Two 
plasma specimens were tested 5 times each, to check assay precision. Mean differ-
ence and linear relationship were calculated by Bland-Altman analysis and Pearson 
correlation coefficient (r), respectively. GraphPad Prism, Ver5.0 (San Diego, 
USA) was used to perform statistical analyses.
Results: Compared to Abbott Real Time PCR, m2000rt system, Xpert HIV-1 viral 
load assay showed a mean difference of 0.27 log10copies/mL (95% CI, -0.41 to 0.96 
log10 copies/mL; SD, 0.35 log10 copies/mL) with good correlation (Pearson r=0.81; 
p< 0.0001). Assay sensitivity was 96.3% in quantifying plasma specimens with viral 
load of ≤ 3.5 log10 copies/mL, while it was 100% in plasma specimens with viral load 
of ≤ 3.7 log10 copies/mL. In both the specimens tested for precision, the results 
were excellent with a coefficient of variation (CV) of 1.9% and 1.07%, respectively.
Conclusions: Comparable to the standard assay, shorter TAT (less than 2 hours) 
and ease of testing individual specimens could make Xpert HIV-1 viral load assay as 
an efficient alternative method for ART monitoring in clinical management of HIV 
disease. Rapid testing results of this assay could help in making immediate clinical 
decisions, which strengthens the patient care in resource-limited settings. 

MOPEB0267
Risk factors for viral failure among HIV patients on 
antiretroviral therapy (ART) at the Infectious Diseases  
Institute Kampala Uganda
M. Nsumba1, R. Musomba Zimaze1, A. Kaimal2, H. Bakabikoba1, F. Mubiru1,  
M. Lamorde2, B. Castelnuovo1 
1Infectious Diseases Institute Makerere University College of Health Sciences, 
Research, Kampala, Uganda, 2Infectious Diseases Institute Makerere University 
College of Health Sciences, Prevention, Care and Treatment (PCT), Kampala, Uganda 
Presenting author email: mnsumba@idi.co.ug

Background: Globally the UNAIDS targets that by 2020; 90% of patients on ART 
will have viral suppression. Despite studies assessing this objective, little is known 
about risk factors hindering the achievement. We assessed the risk factors for viral 
failure among HIV patients on ART at the Infectious Diseases Institute, Uganda.
Methods: We performed a retrospective data review of patients on first line ART 
between January 2015 and December 2016 who started ART before 31st December 
2015.Virological failure was defined as two consecutive VL>1,000 copies/ml with 
in at least 6 months from ART start.We used frequencies and logistic regression to 
determine the characteristics associated with virological failure.
Results: 5867patients were on first line ART by 31st December 2016. Of these, 
4765 (82.7%) had at least two viral loads done (Figure1). 2951 (61.9%) were female, 
median age 41 (IQR: 35-48) and median CD4 count 491(IQR: 358-655) cells/µL. 
2831(61%) had WHO stage 3 and 4. Majority 2905 (61%) were on Efavirenz based 
regimen. Patients with viral failure were 64(1.3%). At multivariable analysis, being 
older (>45 years), being on Nevirapine and having a CD4>500 copies were protec-
tive of viral failure (OR< 1). (Table 1)

Patients characteristics Unadjusted OR(95 CI) P Value Adjusted OR(95 CI) P Value
Gender Female Male 1.00 1.04(0.62-1.72) 0.869   
Age(years) <45 >45 1.00 0.27(0.13-0.54) <0.001 1.00 0.26(0.13-0.54) <0.001
Baseline regimen Efavirenz 
Nevirapine 1.00 0.43(0.23-0.79) 0.006 1.00 0.46(0.26-0.86) 0.013

BaselineCD4(cells/µL) <500 >500 1.00 0.33(0.18-0.59) <0. 001 1.00 0.31(0.17-0.56) <0.001
WHO stage 1&2 3&4 1.00 0.89(0.54-1.47) 0.666   

[Table 1 Regression estimates of viral logic failure]

[Figure 1: Showing Viral loads (VL) done for patients on first line ART regimen]

Conclusions: Close monitoring for younger patients and those with lower CD4 
is required to achieve better virological out comes in patients on first line ART. 
Further investigation is required to ascertain possible cause of viral failure among 
patients on Efavirenz based regimen. 

MOPEB0268
No substantial sex differences in tenofovir exposure after 
directly-observed dosing of TDF/FTC as assessed via hair 
concentrations
C. Koss1, A. Liu2, P. Bacchetti3, S. MaWhinney4, C. McHugh4, K. Kuncze1,  
A. Louie1, S. Seifert4, H. Horng1, M. Gandhi1, P. Anderson5 
1University of California, San Francisco, Department of Medicine, San Francisco, 
United States, 2San Francisco Department of Public Health, Bridge HIV, San 
Francisco, United States, 3University of California, San Francisco, Department of 
Epidemiology and Biostatistics, San Francisco, United States, 4University of Colorado 
Denver, Aurora, United States, 5University of Colorado Denver, Department of 
Pharmaceutical Sciences, Aurora, United States 
Presenting author email: peter.anderson@ucdenver.edu

Background: Pre-exposure prophylaxis (PrEP) with tenofovir (TFV) disoproxil fu-
marate (TDF)/ emtricitabine (FTC) is highly efficacious, although several studies 
in sub-Saharan Africa demonstrated lower effectiveness in women than men. This 
difference was attributed to poor adherence, although relatively lower TFV levels 
in vaginal versus rectal mucosa could have contributed. Hair concentrations reflect 
cumulative adherence and exposure, both of which can impact PrEP effectiveness. 
We sought to evaluate whether TFV hair concentrations differ between men and 
women receiving directly observed dosing of TDF/FTC.
Methods: We compared TFV hair concentrations in low-risk, HIV-uninfected vol-
unteers on directly observed TDF/FTC in Denver and San Francisco (DOT-DBS, 
NCT02022657). Participants were randomized to two of the following 12-week 
dosing regimens: 100%, 67%, or 33% of daily dosing. Hair samples were collected 
at dosing weeks 4, 8, and 12 and every 3 weeks during a 12-week washout. TFV 
concentrations in the proximal 1.5 centimeters of hair (representing 6 weeks of 
exposure) were analyzed using a validated liquid chromatography/tandem mass 
spectrometry (LC-MS/MS) assay. Linear regression models with random-person 
effects modeled TFV hair concentrations in terms of sex, doses taken over the prior 
6 weeks, and number of days since last dose.
Results: Hair was collected from 46 individuals (52% female): median age 29 years; 
57% white, 15% African American; 28% Hispanic ethnicity. Female participants had 
similar TFV hair concentrations to males (fold-difference 0.95, 95% CI 0.78-1.15, 
p=0.6). The estimated fold-difference in TFV levels for female versus male partici-
pants did not appreciably change when age (0.96, CI 0.79-1.17), weight (0.90, CI 
0.73-1.12), or race (0.97, CI 0.79-1.18) were added to the model.
Conclusions: Under directly-observed dosing, TFV hair concentrations in women 
were similar to those in men. This observation remained constant regardless of race, 
age and weight. As pharmacokinetic metrics are increasingly used to monitor PrEP, 
these findings provide guidance for assessing adherence-response relationships via 
hair concentrations in men and women. 
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MOPEB0269
Transmitted drug resistance in treatment-naïve HIV-Infected 
VCT clients in southern Taiwan, 2013-2016
H.-C. Tsai, I.-T. Chen, S.S.-J. Lee, Y.-S. Chen 
Kaohsiung Veterans General Hospital, Infectious Diseases, Kaohsiung, Taiwan, 
Province of China 
Presenting author email: hctsai1011@yahoo.com.tw

Background: The use of antiretroviral therapy has reduced the mortality and mor-
bidity of patients with HIV/AIDS. However, Transmission of drug-resistant (TDR) 
strains poses a challenge for the control of the HIV-1 epidemic. The aim of this study 
was to monitor the prevalence of TDR in Taiwan, where free highly active antiretro-
viral therapy (HAART) was provided since 1997.
Methods: A prospective study on TDR was conducted in antiretroviral treatment-
naïve HIV-1-infected voluntary counseling and testing (VCT) clients from 2013 to 
2016 in southern Taiwan. Genotypic drug resistance was determined by ViroSeqTM 
system, CCR-5 tropism and integrase strand-transfer inhibitor (INSTI) resistance 
were determined by the in house population sequencing.
Results: From 2013 to 2016, a total of 18615 clients received a VCT. The positive 
rate for HIV-1 infection was 2.5%. Sequences were obtained from 184 individuals, 
of whom 96.7% were infected by MSM, and 3.3% were infected by heterosexu-
ally. Ten percent (19/183) of the patient had hepatitis B and 33.3% (61/183) had 
syphilis infection. Subtype B HIV-1 strains were found in 96.1% of the individuals, 
and subtype CRF01_AE in 3.9%. Fifteen patients (8.4%, 15/178) were found to 
harbor NRTI/NNRTI/PI resistance. CCR-5 coreceptor usage was found in 71.4% 
(130/182) of the patients. No one had INSTI resistance, But 17 patients had INSTI 
polymorphic substitution. Those who had INSTI polymorphic substitutions were 
more likely have higher HIV viral load (p=0.039) and CCR-5 coreceptor usage 
(p=0.043). 

[HIV drug resistance in 2013-2016]

Conclusions: Although the implementation of early treatment in HIV infected pa-
tients, the rate of TDR to PI and INSTI were low in these 4 years. Further monitor 
trend of TDR in our community is needed with the increase use of integrase strand-
transfer inhibitor in the future. 

MOPEB0270
Usefulness of proviral HIV-1 DNA resistance testing in 
virologically suppressed HIV-infected patients candidate  
for maintenance therapy
A. Rodallec1, L. Le Guen1, A. Leplat1, C. Luco1, N. Hall2, C. Bernaud2, S. Bouchez2, 
E. André-Garnier1, V. Ferré1, F. Raffi2, C. Allavena2 
1CHU Nantes, Virology, Nantes, France, 2CHU Nantes, Infectious Diseases, Nantes, 
France 
Presenting author email: audrey.rodallec@chu-nantes.fr

Background: Switch of antiretroviral therapy (ART) in virologically suppressed pa-
tients is frequent, to prevent toxicities or for simplification or convenience reasons. 
Pretherapeutic genotypic resistance testing (GRT) on plasma RNA can be lacking 
in these patients before switching because of a long period since ART introcuction. 
For patients with history of virological failure resistance information provided by 
GRT on proviral DNA is less informative than the cumulative history of standard 
plasma RNA genotypic results. In patients virologically controlled with no history 
of virological failure few data are available on the concordance of current proviral 
DNA GRT and pre-therapeutic plasma RNA GRT.
Methods: Monocentric, cross sectional study including virologically suppressed 
patients on ART with no history of virological failure. Proviral DNA GRT was 
compared with pre-ART plasma RNA genotype. Mutations described in the V.24 
ANRS algorithm were considered as resistance-associated mutations (RAMs), and 
the others as polymorphism mutations (PMs).
Results: Sixty nine pair-wised sequences from plasma RNA and blood DNA com-
partments 47 months apart were compared. A stop codon was evidenced in 23% of 
proviral DNA sequences. These strains were considered as defective and non-rep-

licative. There was a high concordance rate between plasma RNA and non-defec-
tive proviral DNA both on protease (88%) and reverse transcriptase (76%) genes. 
Presence of RAMs only in DNA but not in pretherapeutic RNA was evidenced 
in 8 % on protease and 19% on reverse transcriptase sequences. When consider-
ing RAMs to nucleoside reverse transcriptase inhibitors, all mutations detected on 
RNA were also detected on provirus DNA. In 5 cases, RAMs were detected only on 
proviral DNA (M41I, E44K, V75A, K219Q, K219R). Concerning non-nucleoside 
reverse transcriptase inhibitors, 2 minor mutations (K101R and V179I) were de-
tected only on RNA, while 2 others (V106I and M230V/I) were detected only on 
proviral DNA. In all other cases, mutations were present both on RNA and provirus 
DNA. The phylogenetic analysis showed that the DNA and RNA sequences were 
linked with a bootstrap score >99% for each patient.
Conclusions: Proviral DNA GRT might be an informative tool before switching 
ART in virologically suppressed patients, especially when pretherapeutic GRT is 
lacking, but interpretation should be restricted to non-defective viruses. 

MOPEB0271
Trends of transmitted drug resistance among HIV-positive 
people who use drugs, Vancouver, Canada
M.E. Socías1,2, E. Nosova1, T. Kerr1,2, J. Shoveller1,3, R. Harrigan1,2, J. Montaner1,2, 
M.-J. Milloy1,2 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2University of British 
Columbia, Department of Medicine, Vancouver, Canada, 3University of British 
Columbia, School of Population and Public Health, Vancouver, Canada 
Presenting author email: esocias@cfenet.ubc.ca

Background: Transmitted drug resistance (TDR) may compromise response to 
antiretroviral treatment (ART) among HIV-positive individuals. However, there 
is limited data on TDR among people who use illicit drugs (PWUD). We sought 
to characterize TDR patterns among HIV-positive PWUD in Vancouver between 
1996 and 2015.
Methods: Data was drawn from ACCESS, a community-recruited longitudinal co-
hort of HIV-positive PWUD in Vancouver, Canada, linked to comprehensive ART 
dispensation and clinical monitoring records. TDR was defined according to the 
WHO 2009 list for surveillance of drug resistance mutations. We estimated the 
prevalence and correlates of TDR among ART-naïve PWUD and evaluated trends 
over time.
Results: Among 573 ART-naïve PWUD (65% male, 95% with a history of injec-
tion drug use, 18% recent seroconverters), the overall prevalence of TDR was 9.8% 
(95%CI 7.3-12.2). TDR-associated mutations were more common for non-nucle-
oside reverse transcriptase inhibitors (NNRTI, 5.4%, 95%CI 3.5-7.3), followed by 
nucleoside reverse transcriptase inhibitors (NRTI, 3.0%, 95%CI 1.5-4.4), and pro-
tease inhibitors (PI, 1.9%, 95%CI 0.7-3.1). TDR prevalence was significantly lower 
among PWUD with recent HIV seroconversion (AOR = 0.39, 95% CI 0.15-0.87). 
We observed an increasing trend of TDR over the study period, from 8.5% (95%CI 
3.4-13.8) in 1996-1999 to 21.1% (95% CI 10.9-31.3%) in 2010-2015 (p=0.003), 
mainly driven by resistance to NNRTI.
Conclusions: Between 1996 and 2015, the prevalence of TDR increased signifi-
cantly among PWUD in this setting, mainly driven by increases in NNRTI-mutation 
K103N. These results suggest that ART-naïve PWUD may be an important source 
of TDR. Lower rates of TDR among recent seroconverters may be partially ex-
plained by limited exposure to ART among PWUD in the earlier years, when most 
seroconversions were documented. Our findings support current recommenda-
tions for baseline resistance testing to guide ART selection, as well as for early ini-
tiation of ART to limit the spread of TDR. 
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MOPEB0272
Multivariate longitudinal HIV drug resistance analysis in ART 
naïve patients to validate a point-of-care assay
A.J. Nanfack1,2,3, A.D. Redd4,5, G. Ncham1,6, E. Achem1,6, A. Banin1,7, J. Bimela1,8, 
L. Agyingi3,9, M. Gorny1, T. Quinn4,5, R. Duerr1 
1New York University School of Medicine (NYU), Pathology, New York, United 
States, 2Chantal Biya International Reference Center (CIRCB), Immunology and 
Microbiology, Yaounde, Cameroon, 3Medical Diagnostic Center (MDC), Yaounde, 
Cameroon, 4National Institutes of Health, National Institute of Allergy and Infectious 
Diseases, Bethesda, United States, 5Johns Hopkins University, Department of 
Medicine, Baltimore, United States, 6University of Buea, Science, Buea, Cameroon, 
7University of Yaounde 1, Medicine and Biomedical Sciences, Yaounde, Cameroon, 
8University of Yaounde 1, Biochemistry, Yaounde, Cameroon, 9University of Dschang, 
Faculty of Science, Dschang, Cameroon 
Presenting author email: a_nanfack@yahoo.fr

Background: The main obstacle to successful antiretroviral therapy (ART) is 
the emergence of HIV drug resistance mutations (HIVDRM); the detection of 
HIVDRM relies on genotyping assays, however their use is limited in resource-
constrained settings (RCS). Hence the need to develop an affordable and reliable 
point-of-care resistance testing assay for RCS is warranted.
Methods: ART naïve HIV-1 infected patients from Cameroon were subjected to 
a multivariate HIVDR analysis using Amplification Refractory Mutation System 
(ARMS)-PCR (a PCR-based point mutation assay), Standard sequencing (Sanger) 
and longitudinal Next-Generation Sequencing (NGS, MiSeq Illumina), to de-
termine their mutation profiles for K103N, Y181C, K65R, M184V and T215Y/F. 
Subtyping was performed using phylogenetic methods (MEGA5.2 and FigTree).
Results: We processed 29 ART-naïve HIV-1 infected patients and generated pol 
sequences with the prevalent subtypes CRF02_AG (73%), F2 (14%), D (3%), 
A1G (3%), CRF11_cpx (3%) and CRF37_cpx (3%), confirming the predominance 
of CRF02_AG and the increasing rate of F2 in Cameroon. Pol sequences further 
served to identify HIVDRM and to validate ARMS-PCR. We compared three 
resistance testing methods for 29 patients, 5 mutation sites each (145 patient/
mutation data sets). Using standard sequencing, the overall prevalence of HIVDR 
mutations was 4.8% (7/145) and included all studied mutations except K65R. 
Comparing ARMS-PCR with Sanger sequencing as reference, we obtained a sensi-
tivity of 100% (7/7) and a specificity of >97% (135/138), caused by three false posi-
tive calls with ARMS-PCR. With NGS as reference, we observed one additional 
mismatch made up by minority variants (7%) that might not be clinically relevant. 
Longitudinal NGS analyses revealed changes in HIVDRM in four subjects that 
could not be attributed to treatment or superinfection.
Conclusions: The high sensitivity and specificity of the cost-effective ARMS-
PCR method suggest it as a potential point-of-care assay to monitor transmitted 
HIVDRM in RCS. ARMS-PCR assay can guide the choice of more successful ART 
regimens; therefore, help improve ART programs in RCS. Longitudinal changes in 
HIVDRM should be considered even in the absence of treatment. 

MOPEB0273
RNA and DNA sanger sequencing versus ultra-deep sequencing 
for HIV-1 drug resistance testing in treatment-naive patients
E.K. Alidjinou1, J. Deldalle1, C. Hallaert1, O. Robineau2, F. Ajana2, D. Hober1,  
L. Bocket1 
1Université Lille 2, CHU Lille, Virology Laboratory, Lille, France, 2Université Lille 2,  
CH Dron, Infectious Diseases Department, Tourcoing, France 
Presenting author email: enagnonkazali.alidjinou@univ-lille2.fr

Background: HIV-1 drug resistance testing is recommended in patients at entry 
into care. Sanger sequencing on plasma RNA is the standard method used in clinical 
laboratories, but is limited by the non-detection of resistance associated mutations 
(RAMs) with prevalence below 20%. We compared RNA and DNA Sanger se-
quencing (RSS and DSS) to RNA ultra-deep sequencing (UDS) for RAMs detec-
tion in HIV-1 reverse transcriptase (RT), protease (PR), and integrase (IN) genes.
Methods: Sanger sequencing was performed on RNA and DNA, following rec-
ommendations of the French Agency for AIDS Research (ANRS). UDS was per-
formed on RNA using the HIV-1 Drug Resistance Assay - v3.0 (Roche) on the 454 
GS Junior sequencer. The IAS-USA list (2015) was used to identify RAMs in the 
different HIV-1 genes. ANRS, Rega and Stanford algorithms were used for drug 
resistance interpretation.
Results: The study included 54 ART-naive patients. The median age was 38.5 years 
old and patients were mainly male (87%). The number of patients with a least one 
major RAM was 3, 5, 5, 10 and 20 when using RSS, DSS, UDS 20%, UDS 5% and 
UDS 1% respectively. The highest number of major mutations was observed in the 
RT gene. UDS allowed detection in 2 patients of N155H mutation in the integrase 
gene, while no major mutation was found with RSS and DSS. Numerous minor mu-
tations were detected in patients, especially in the PR gene. A very good agreement 

in RAMs detection was observed between RSS, DSS and UDS 20%, and drug re-
sistance interpretation overall yielded high rates of susceptibility to antiretrovirals. 
Significant differences were observed between algorithms. ANRS algorithm was 
clearly the most stringent tool regarding PR inhibitors, while Stanford algorithm 
interpretations highly impacted IN inhibitors. Patients received mainly PR inhibi-
tors and IN inhibitors based ART, and no impact of the minority RAMs detected by 
UDS was found on the virological outcome, six months after treatment initiation.
Conclusions: DSS does not clearly improve the detection of RAMs in ART-naive 
patients, as compared to RSS. UDS allows detection of minority RAMs; however 
their impact on the different drug classes and the clinically relevant threshold re-
quire further investigation. 

MOPEB0274
Atypical mutations for RAL resistant clinical isolates,  
and associated integrase strand transfer inhibitor susceptibility 
with public algorithms
M. Underwood1, R. Wang1, K. Remlinger2, Y. Zhao2, C. Vavro1, J. Horton3 
1ViiV Health Care, Clinical Virology and Immunology, Research Triangle Park, 
United States, 2Glaxo Smith Kline, Research Triangle Park, United States, 3Parexel 
International, Durham, United States 
Presenting author email: mark.r.underwood@viivhealthcare.com

Background: We previously evaluated INSTI resistance for 705 RAL-resistant iso-
lates (RAL fold change in IC50 (FC) >1.5, Monogram biological cutoff). IN resis-
tance substitutions H51Y, L74I/M, E92Q/V, T97A, G118R, E138A/K/T, G140A/
C/S, Y143C/H/R, S147G, Q148H/K/R, V151I, S153F/Y, N155H, G163K/R, 
G193E, and R263K were originally available. We evaluated full-length integrase 
sequences for 48 of 85 isolates without RAL resistance mutations Y143C/H/R, 
Q148H/K/R, and N155H. We searched for additional substitutions associated with 
higher INSTI resistance, and compared FCs with predicted susceptibilities using 
publically available interpretation algorithms.
Methods: IN substitutions were enumerated by IAS 2015 major and minor muta-
tions: T66I, E92Q, F121Y, S147G, Y143C/H/R, Q148H/K/R, N155H, T66A/K, 
L74M, E92G, T97A, E138A/K, G140A/S, R263K or non-IAS substitutions at posi-
tions V151I, E157Q, G163E, G193E, and V260I. Atypical substitutions are standard 
font. Comparison of HIV-1 genotypic resistance interpretation algorithms (HIVdb, 
REGA, ANRS), was performed using Stanford HIV Drug Resistance Database web 
tool HIValg, version 7.0.1, using the option to normalize algorithm interpretations 
to Susceptible (S), Intermediate (I), Resistant (R).
Results: For each 48 full length sample, all IN substitutions observed were sum-
marized at each position with n= number of sequences with any listed substitution at 
that position; counts for atypical substitutions are also given: T66A/I/N/R (n=5; 2 
with N/R), L74I/M (n=20; 6 with I), E92L/Q/V (n=7; L=1,V=1), T97A (n=33), F121Y 
(n=1), E138D/K (n=4; D=2,K=2), Y143A/G/S (n=13; G=7,A=1,S=2,A/S=3), V151I 
(n=8), N155S (n=2), E157Q (n=5), G163E/K/R/T (n=9), G193E/N/R (n=8), and 
V260I (n=1). Comparison of FC data with predictions from resistance databases 
ANRS, HIVDB, and REGA showed a substantial number of isolates with apparent 
higher FC than would be algorithm predicted.

Algorithm - 
Prediction

DTG FC Med. 
(Range) [#pts]

EVG FC Med. 
(Range) [#pts]

RAL FC Med. 
(Range) [#pts]

ANRS - S 1.0 (0.2 - 4.3) [48] 9.2 (1.2 - 71) [21] 4.45 (1.1 - 64) [25]

ANRS - I NA [0] NA [0] NA [0]

ANRS - R NA [0] 55 (6.1 - 144.7) [27] 100.2 (2.0 - 170.6) [23]

HIVDB - S 1.0 (0.2 - 4.3) [43] 7.8 (1.2 - 43) [15] 1.6 (1.1 - 14) [4]

HIVDB - I 1.4 (1.0 - 3.9) [5] 37.5 (3.2 - 131.9) [22] 8.7 (1.4 - 131.5) [29]

HIVDB - R NA [0] 76 (11 - 144.7) [11] 100.7 (29 - 170.6) [15]

REGA - S 1.0 (0.2 - 4.3) [38] 17 (1.2 - 132.7) [37] 4.2 (1.1 - 137.3) [24]

REGA - I 1.0 (0.3 - 3.0) [9] 40 (40 -40) [1] 58.5 (1.7 - 170.6) [22]

REGA - R 3.9 (3.9 - 3.9) [1] 76.5 (11 - 144.7) [10] 13 (13-13) [2]

[Resistance Database Predictions]

Conclusions: Higher FCs were observed for EVG and RAL than expected in pre-
dicted Intermediate and Susceptible categories. This may be associated with a 
relatively high frequency of T97A (33 of 48) and atypical substitutions at positions 
previously associated with INSTI resistance. 
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MOPEB0275
HIV drug resistance among adults initiating antiretroviral 
therapy in Namibia
N. Mutenda1, N. Taffa2, S. Sawadogo2, T. Nakanyala1, C. Yang3, C. Roscoe2,  
A. Wolkon2, M. De Klerk2, G. Mutandi2, S.V. Patel3, D. Lowrance4,  
N. Pentikainen5, D. Prybylski2, S. Agolory2, E. Raizes3, N. Hamunime6,  
N.T. Wordofa2 
1Ministry of Health and Social Services, Windhoek, Namibia, 2Centers for Disease 
Control and Prevention (CDC), Windhoek, Namibia, 3Centers for Disease Control 
and Prevention (CDC), Atlanta, United States, 4Centers for Disease Control and 
Prevention (CDC), Dar es Salaam, Tanzania, United Republic of, 5Namibian Institute 
of Pathology (NIP), Windhoek, Namibia, 6Ministry of Health and Social Services 
(MOHSS), Windhoek, Namibia 

Background: Knowledge of pre-treatment HIV drug resistance (PDR) can assist 
countries to monitor effectiveness of first-line antiretroviral therapy (ART) and 
minimize spread of HIV drug resistance (HIVDR). We present preliminary results 
from the first national PDR survey among adults initiating ART in public health 
facilities in Namibia.
Methods: Twenty-three clinics were randomly selected from among 74 ART clin-
ics. Adults (≥18 years) initiating treatment were consecutively enrolled based on 
2014 WHO PDR survey methodology. Consenting patients self-reported prior 
ART exposure and provided finger-prick dried blood spots (DBS) for HIVDR test-
ing. HIVDR testing was performed at the CDC-Atlanta laboratory using ATCC 
HIV-1 genotyping kits. HIVDR mutations (DRMs) from quality-assured sequences 
were determined using the Stanford HIVDR interpretation algorithm. Significant 
DRMs (SDRMs) were defined as those predicted to cause low-, intermediate-, 
and high-level of resistance to drugs used in Namibia and recommended by WHO, 
including (NNRTIs [NVP & EFV], NRTIs, and PIs (DRV/r, LPV/r & ATV/r) for 
first-line ART.
Results: Overall, 509 patients were enrolled (67.8% females and 32.2% males) and 
83 (16.3%) indicated prior ART exposure (15.2% males; 16.8% females). Samples 
from 387 DBS (76.0%) were successfully genotyped; DRMs were identified in 
34.3% (95% CI: 29.8%-39.2%) and SDRMs in 13.0% (95% CI: 10.0%-16.8%). 
SDRM rates were 93.9%, 24.5% and 12.2% to NNRTIs, PIs, and NRTIs, respec-
tively. 
The most prevalent DRMs were K103N/S (9.0%), T74S (8.8%), E138A/D/E/G/
K/N/Q (7.5%), and K20I/M (3.4%). Patients with prior ART exposure were more 
likely to have PDR than those without (30.4% v 9.2%; OR=4.3; 95% CI: 2.3-8.3). 
Viral load (VL) data were available for 116 survey patients on ART for 9-12 months 
since survey enrollment. 
The viral suppression rate (VL <1000 copies/ml) was lower among patients with 
ART exposure (76.2%; 95% CI: 54.9%-89.4%), compared to those without (97.8%; 
95% CI: 92.6%-99.4%).
Conclusions: Our unweighted results showed a moderately high level of PDR 
among adults initiating ART. Patients with prior ART exposure had more PDR and 
a lower probability of VL suppression after treatment. Alternative, non-NNRTI-
based, first-line regimens need to be considered for patients reporting previous 
ART exposure to maximize the benefit of first-line treatment and minimize risk of 
HIVDR in Namibia. 

MOPEB0276
HIV multi-class resistance in patients failing to first and 
second-line ART in resources limited setting, Mali
A.I. Maiga1, J. Brice2, F.T. Traore1, O. Dolo1, C. Soulie2, J. Togo1, M. Cisse3,  
M. Sylla4, D. Minta5, S. Doumbia6, S. Diallo1, R. Murphy7, S. Orsega8, V. Calvez2, 
A.-G. Marcelin2 
1Vir, Bamako, Mali, 2Sorbonne Universités, UPMC Univ Paris 06-UMR_S 1136 Pierre 
Louis Institute of Epidemiology and Public Health, INSERM-UMR_S 1136 Pierre 
Louis Institute of Epidemiology and Public Health, AP-HP, Groupe Hospitalier Pitié 
Salpêtrière, Laboratoire de Viro, Paris, France, 3CESAC, Bamak, Mali, 4Department of 
Pediatric, University Hospital Gabriel Touré, Bamako, Mali, 5Department of Infectious 
Diseases, Point-G Hospital, Bamak, Mali, 6UCRC, FMOS, University of Sciences, 
Techniques and Technologies of Bamako, USTTB, Bamako, Mali, 7Division of Infectious 
Diseases, Feinberg School of Medicine, Northwestern University, Chicago, United 
States, 8Division of Clinical Research, National Institute of Allergy and Infectious 
Diseases, Bethesda, United States 
Presenting author email: almoustapha@gmail.com

Background: Antiretroviral treatment (ART) has been widely implemented in re-
sources constraint setting. Second-line ART has become more and more available 
but the biological monitoring is still limited. In order to achieve the goal of the three 
90 of UNAIDS it will be interesting to know the resistance profile of the patients 
failing to ART. The objective of this study is to determine the prevalence of HIV 
multi-class resistance viruses and their impact the virological outcome.

Methods: All patients with virological failure on first or second-line ART in our rou-
tine genotyping system were included. The pol gene was sequenced by using viroseq 
or in house ANRS method.
Results: We identified 342 patients with genotypes available: 273 (79.9%) and 69 
(20.1%) were on first and second-line ART, respectively. The median viral load (VL) 
was 69,740 copies/mm3 and median CD4 was 276 cells/mm3 at failure. The main 
first-line regimen was TDF/3TC/EFV and second-line was AZT/3TC/LPVr. Among 
the 342 patients, 21 (6%) had a wild-type virus and 321 (94%) with multi-class re-
sistant virus. The prevalence of resistance mutations was: M41L (37%), A67G/N 
(42%), M184V (100%), T215F/Y (68%), K219E/Q (37%) and Q151M (16%) for 
the nucleoside. For non-nucleoside: K103N (32%), K101E/H/P (11%), Y181C/I/V 
(37%) and H221Y (21%). For PI: L76V (42%), V82A/F/T/S (21%) and I84V (37%). 
Patients were resistant to NRTIs in 83%, NNRTIs in 94% and PIs in 42%. Among 
the second-line ART failures, 19% were resistant to darunavir. After 6 and 12 months 
of ART, 63% and 76% of patients had suppressed HIV RNA less than 40 copies/ml.
Conclusions: Our results show a high level of resistance after first and second-line 
ART failure in Mali. Thus, resistance genotypic testing is crucial for patient failing to 
ART in resources limited setting to achieve the goal of the three 90. 

MOPEB0277
Transmission of a primary integrase inhibitor resistance 
mutation identified in a Bronx, NY ambulatory clinic
T. Kanter1,2, R. Kagan3, H. Batterman3, A. Omara1, A. Menon1,2, E. Gonzalez1,2, 
M. Singh1,2, C. Zeana1,2, P. Kelly1,2, M. Cavallo4,5, M. Purswani4,5 
1Bronx Lebanon Hospital, Department of Internal Medicine, Bronx, United States, 
2Bronx Lebanon Hospital Center, Division of Infectious Diseases, Bronx, United States, 
3Quest Infectious Diseases, Inc., San Juan Capistrano, United States, 4Bronx Lebanon 
Hospital Center, Department of Pediatrics, Bronx, United States, 5Bronx Lebanon 
Hospital Center, Division of Pediatric Infectious Diseases, Bronx, United States 
Presenting author email: msingh1@bronxleb.org

Background: Primary integrase inhibitor (INI) resistance transmission is rare. 
However, INIs are now recommended as a first-line therapy for HIV infection. This 
report describes an antiretroviral -naïve individual who acquired an integrase muta-
tion at primary infection.
Methods: Retrospective chart review of a patient followed by primary care provid-
ers at a clinic in the Bronx, NY. Clinical history and results of resistance testing were 
obtained through chart abstraction.
Results: A 17-year-old man reported to have a negative HIV test in February 2013. 
He and his male sexual partner tested negative for HIV with the expressed inten-
tion of having sex without use of a condom. In July 2013, after his partner screened 
HIV positive, the patient presented with disseminated lymphadenopathy and had a 
reactive 4th generation HIV screening test. His viral load (VL) was 100,234 copies/
mL and CD4 count was 237 cells/µL. Resistance testing performed in August 2013 
identified the reverse transcriptase (RT) mutation D67N and protease (PR) mu-
tations M36M/I, D60E, I62V and A71T. No phenotypic resistance was reported. 
Integrase resistance testing was not performed. Further testing in December 2013 
reported the same mutations, except M36M/I, and low levels of phenotypic re-
sistance to unboosted atazanavir (fold-change [FC] 2.4) and nelfinavir (FC 3.9). 
Darunavir/ritonavir/tenofovir/emtricitabine was initiated in January 2014; however, 
complicated psychosocial issues led to incomplete adherence. In May 2015 the pa-
tient restarted the same regimen, when his VL and CD4 were 125,164 copies/mL 
and 258 cells/µL, respectively. Subsequent adherence was sporadic and, although 
his VL initially did not decline, by November 2015 the VL and CD4 were 744 cop-
ies/mL and 334 cells/µL, respectively. Genotypic testing at that time reported the 
M184M/V NRTI mutation and integrase mutations E92K and R263K, despite 
never having been prescribed an INI. R263K is a rare non-polymorphic mutation 
selected in patients receiving raltegravir (RAL) and dolutegravir (DTG). It reduces 
RAL, DTG, and EVG (elvitegravir) susceptibility by 2-4 fold.
Conclusions: This is the first report of integrase mutation R263K transmission in 
an antiretroviral-naïve patient with concurrent RT and PR resistance mutations. 
Since INIs are now recommended as first line therapy, baseline INI resistance test-
ing should be considered in high-risk demographic settings. 
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MOPEB0278
Trends in HIV resistance to integrase inhibitors in Newark,  
New Jersey, USA
M. Brown1,2, L. Sriramulu1,2, T. Johnson1,2, M.E. Szabela1,2, J. Slim1,2 
1Saint Michael’s Medical Center, Infectious Disease, Newark, United States, 2New York 
Medical College, Medical Education, Valhalla, United States 
Presenting author email: drmsbrown@yahoo.com

Background: Integrase strand transfer inhibitors (INSTIs) are a relatively new and 
growing class of antiretroviral (ARV) drugs active against human immunodeficien-
cy virus (HIV). Raltegravir (RAL) was the first INSTI approved in October 2007 
followed by elvitegravir (EVG) as part of a fixed drug combination in August 2012. 
Most recently dolutegravir (DTG) was FDA-approved in August 2013 and has a 
high genetic barrier to resistance. DTG resistance has not been reported in clinical 
trials in those naïve to INSTIs. 
The aim of our study was to identify the incidence of INSTIs resistance in our com-
munity and determine the likelihood of developing treatment-emergent INSTI 
resistance.
Methods: A retrospective chart review from October 1st, 2013 and October 31st, 
2015 was performed in HIV-positive patients on INSTIs attending an outpatient 
HIV clinic in Newark, New Jersey. Four hundred and thirty-four patients were en-
rolled and clinical plus demographic data were obtained. Failure of ARV therapy was 
defined as a confirmed detectable viral load (VL) (VL >200 copies/ml) in patients 
previously controlled (defined as VL <20 copies/ml). Genotypic resistance testing 
was performed to determine the frequency of major mutations associated with the 
various ARVs.
Results: There were 253 male patients (58.3%). Two hundred and fifty-one pa-
tients (n=251, 57.8%) were on EVG for a total of 15,687.5 patient-week weeks. 
Fifty-eight (13.4%) were on RAL for 10,266 patient-week weeks and 125 patients 
(28.8%) on DTG for 2,750 patient-week weeks. Of the total 433 patients, only 13 
developed resistance while on therapy. Eight patients were receiving EVG while 
5 patients were on RAL. However, none receiving DTG developed resistance. Of 
these 13 patients, 5 (38.5%) had dual or triple class resistance.
Conclusions: The use of INSTI-based therapy has steadily increased as these agents 
have been proven safe and efficacious in the treatment of HIV. Resistance to first 
generation INSTIs RAL and EVG was rarely encountered, and DTG resistance was 
not identified in our patient population. However, this may be due to DTG’s recent 
introduction. We propose that additional real world data is needed to determine 
how best to use INSTIs in efforts to preserve their utility. 

MOPEB0279
The clinical utility of Cystatin C in assessing renal function 
among HIV-positive patients on antiretroviral therapy at 
Mildmay Uganda
E. Wekiya1, J. Nakiyingi2, J. Sanya2, J. Nakaweesi2, E. Mutebi3, D. Nakanjako3,  
Y. Karamagi2, E. Namitala2, G. Mujuzi2, B. Mukasa2, M. Matovu4 
1Mildmay Uganda, Medical Services, Kampala, Uganda, 2Mildmay Uganda, Kampala, 
Uganda, 3Makerere University, College of Health Sciences, Kampala, Uganda, 
4Makerere University College of Health Sciences, Clinical Epidemiology Unit, 
Kampala, Uganda 
Presenting author email: enock.wekia@mildmay.or.ug

Background: In clinical practice, measurement of glomerular filtration (GFR) 
rates is the gold standard for assessing renal function. Extra renal factors affect-
ing creatinine concentration, the most widely used molecule in GFR estimation 
limit its efficiency. Use of exogenous substances e.g. inulin to measure GFR is not 
possible due to cost and complexity. Cystatin C has been proposed as a potential 
renal function marker but its use in HIV-Positive patients has not been well evalu-
ated. The study was carried out to assess the clinical utility of Cystatin C based 
prediction equation in determining renal function among HIV-positive infected 
individuals.
Methods: A cross sectional study was carried out on 914 HIV-positive adults (≥18 
years) on ART attending Mildmay Uganda for care and treatment between January 
to March 2015. Serum Cystatin C was measured by a quantitative sandwich enzyme 
immunoassay using the particle enhanced immunoturbidimetric assay. Creatinine 
was analyzed using enzymatic Creatinine PAP method. Using the results of the 
eGFR by creatinine as reference method, the sensitivity, specificity and positive/
negative predictive values and likelihood ratios of Cystatin C were calculated.
Results: Of the 914 participants 626 (68.5%) were females and 288 (31.5%) were 
males. Median age in the study was 38.4years (IQR 31 - 45). Median weight was 
61.5 (IQR 52 - 70). Mean Cystatin C (mg/L) concentration was 0.8mg/L. Means 
and standard deviation of the main blood chemistries were Serum Creatinine 
77(31.8), Serum Cystatin C 0.8(.02), Potassium 4.4(0.6), Sodium 140(7.9), 
and Urea 3.1(1.6). The sensitivity of Cystatin C was 15.1% (95% CI= 8.4, 24) with 
specificity 99.3% (95% CI=98- 99.7). Positive and negative predictive values were 

70.0% (95% CI 45.7-88.1) and 91.2% (95% CI 98.11-92.94) respectively. Positive 
likelihood ratio was 18.81 and negative likelihood ratio was 0.85. Cystatin C had 
diagnostic accuracy of 90.7 and area under curve was 0.768.
Conclusions: Cystatin C exhibited a high specificity and a high positive likelihood 
ratio in diagnosis of kidney disease among HIV-positive patients. 

MOPEB0280
Management of cryptococcal meningitis in sub-Saharan Africa: 
still a long way to go
J. Gonzalez Perez1, M. Muddu2, J. Kwatampora3, C. Nattembo2, T. Tarumbiswa4,  
J. Ssali2, P. Iutung Amor2 
1AIDS Healthcare Foundation, Kigali, Rwanda, 2AIDS Healthcare Foundation, 
Kampala, Uganda, 3AIDS Healthcare Foundation, Nairobi, Kenya, 4AIDS Healthcare 
Foundation, Maseru, Lesotho 
Presenting author email: juan.perez@aidshealth.org

Background: Cryptococcal Meningitis (CM) is one of the leading causes of mor-
tality in HIV patients. Current WHO recommendations include screening with 
cryptococcal antigen (CrAg) test if CD4 baseline below 100 cells and initiation of 
treatment in symptomatic patients with CrAg positive when no immediate access 
to lumbar puncture (LP). Many African countries have adopted this approach but 
there is little evidence on how it is implemented. Here we analyze program data 
from facilities supported by the AIDS Healthcare Foundation (AHF) in Uganda, 
Kenya and Lesotho.
Methods: Data from HIV positive patients enrolled in facilities where CrAg test 
was available between January 2013 and July 2016 were included in the study. Six 
months retention in care after a positive CrAg test was calculated using Kaplan-
Meier survival methods. Cox proportional hazards model was used to identify pre-
dictors of attrition in patients with CM.
Results: Twenty two health facilities met the inclusion criteria and 3985 clients had 
a CrAg test done during the study period. 222 of those tests were positive (5.6%). 
Out of those positive with complete data (74%), 45% were women, median age was 
33 years and median CD4 was 45 cells. Overall 6 months retention after the CrAg 
positive result was 79%. 96 patients (58%) had symptoms suggestive of CM at the 
time of the CrAg result and 22% of them had an LP done. Out of those with positive 
CrAg in Cerebrospinal fluid (CSF) 53% received Amphotericin B as part of the 
antifungal treatment. Among the clinical suspects with CrAg positive where LP was 
not done, 12% received Amphotericin B and 80% received a regimen containing just 
Fluconazole (9% received the one recommended by WHO).
Conclusions: We identified several gaps in the implementation of WHO recom-
mendations for diagnosis and management of CM, especially the low percentage 
of diagnosis confirmed with LP and patients treated with Amphotericin B. It is also 
concerning that just a small percentage of patients treated only with Fluconazole 
received the regimen recommended by WHO. National programs need to make 
an effort to increase access to LP and Amphotericin B and ensure clinicians are 
updated in the new protocols. 

MOPEB0281
Comparison of two immunoassays for simultaneous detection 
of HCV Antigen and antibodies among HCV/HIV co-infected 
patients in dried serum spots
A. Eshetu1, B. Bartmeyer2, V. Bremer2, D. Schmidt2, C.-T. Bock3, N. Bannert1,  
A. Hauser1 
1Robert Koch Institute, Division of HIV and Other Retroviruses, Berlin, Germany, 
2Robert Koch Institute, Division of HIV/AIDS, STI and Blood-borne Infections, Berlin, 
Germany, 3Robert Koch Institute, Division for Viral Gastroenteritis and Hepatitis 
Pathogens and Enteroviruses, Berlin, Germany 
Presenting author email: amex_etu@yahoo.com

Background: Hepatitis C virus (HCV) antigen and antibody combination assays 
have been launched as a cost-effective alternative to nucleic acid testing (NAT) 
for early diagnosis by reducing the window period. This study evaluated the clinical 
performance of HCV antigen/antibody combination assays during window period 
using HCV seroconversion panels followed by NAT for ELISA reactive samples.
Methods: The performance of the Monolisa HCV antigen-antibody Ultra 
(Monolisa, Bio-Rad) and the Murex Ag/Ab test (Murex, Abbott) were com-
pared by using two sets of serially diluted commercial HCV seroconversion panels 
[Genotypes (Gt) 1a & 2b]. Moreover, both assays were used to screen HCV co-
infection in filter dried serum spots (DSS) of newly diagnosed HIV-cases (n=1683). 
All samples positive for both tests were evaluated in the quantitative RT-PCR (qRT-
PCR) developed to amplify the 5´ non-coding region of HCV genome.
Results: For lower dilutions of HCV seroconversion panels, the Murex detected 
HCV infection 9 (Gt 1a) and 2 (Gt 2b) days earlier than the Monolisa. However, 
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Murex showed fluctuating and lower OD values below the cut-off for higher di-
lutions until days 28 (Gt 1a) and 135 (Gt 2b) compared with the Monolisa which 
showed a progressive increase in the OD value for all dilutions in each panel. 
Accordingly, 219/1683 (12.9%) and 193/1683 (11.4%) DSS samples were found 
positive in the Murex and Monolisa, respectively. Further testing of ELISA reac-
tive samples by qRT-PCR revealed 167 NAT positive results. Of these, 74 (44.3%) 
were also positive for both, the Murex and Monolisa. Moreover, 10/167 (5.9%) of 
samples positive in the HCV RNA assay were only positive in the Monolisa while 
5/167 (2.9%) were only positive in the Murex ELISA.
Conclusions: The Monolisa provides more reliable results for the detection of HCV 
infections in all dilutions compared to the Murex indicating its potential use for 
HCV screening in DSS. However, with its reactivity at earlier days of HCV infec-
tion, the Murex may serve as an additional diagnostic tool in HIV/HCV co-infected 
patients to narrow the window period. Moreover, the application of NAT on ELISA 
positive samples can be used to confirm early infections and to distinguish between 
active/chronic and resolved HCV infections. 

MOPEB0282
Detecting mild HIV-associated neurocognitive disorders  
in multi-ethnic Malaysia
T. Mukherjee1, R. Sakthivel2, H. Yen Fong2, M. McStea2, S. Faridah Omar2,3,  
C. Ai Virn3, R. Rajasuriar2,4,5, A. Kamarulzaman2,3, L.A. Cysique6 
1Yale University, Internal Medicine, New Haven, United States, 2University of Malaya, 
Center of Excellence for Research in AIDS (CERiA), Kuala Lumpur, Malaysia, 
3University of Malaya, Department of Medicine, Kuala Lumpur, Malaysia, 4University 
of Malaya, Department of Pharmacy, Kuala Lumpur, Malaysia, 5University of 
Melbourne, The Peter Doherty Institute for Infection and Immunity, Melbourne, 
Australia, 6University of New South Wales, Neuroscience Research Australia, New 
South Wales, Australia 
Presenting author email: lcysique@unsw.edu.au

Background: The Montreal Cognitive Assessment (MoCA) is commonly used to 
screen for HIV-associated neurocognitive disorder (HAND), primarily in Western 
countries, however, studies have found medium to adequate sensitivity for mild 
forms of HAND. Outside these regions, the validity of the MoCA is uncertain, 
especially when using the recommended cut-off score (≤ 26). 
This study determines the optimal sensitivity of the MoCA to cognitive impairment 
in HIV-positive individuals on cART with viral suppression, and community-based 
controls in Malaysia.
Methods: A cross-sectional study of 350 HIV-positive (median CD4=106 cells/µL) 
from an infectious disease clinic at University of Malaya Medical Center, and 286 
HIV-negative persons was completed between September 2014 and July 2016. All 
participants completed the MoCA and Lawton Instrumental Activities of Daily 
Living (IADL) to assess cognitive impairment and functional decline. The MoCA 
was scored according to the recommended cut-off, and regression based norma-
tive formula accounting for demographic variables and first order interactions were 
developed for the total score. The formulas were applied to the HIV-positive group, 
and impairment was defined using the Global Deficit Score (GDS) method. The 
Frascati criteria were used to determine HAND.
Results: The mean age was 44.3 ± 11.7 years, 72.7% were male, 42.6% had com-
pleted less than 12 years of education, and 24.3%, 65.3%, 9.9% were of Malay, 
Chinese and Indian ethnicity. When using a MoCA cut-off value of ≤ 26, the rate of 
impairment was 59.4% (HIV-negative) and 64.3% (HIV-positive). After establish-
ing norms based on demographic characteristics, 40 (14.1%) HIV-negative and 78 
(23.4)% HIV-positive persons were considered impaired. Of the 78, 65 (83.3%) 
and 13 (16.7%) were classified with asymptomatic neurocognitive impairment 
(ANI), and mild neurocognitive disorder (MND), respectively. HIV-associated de-
mentia (HAD) was not detected in this population.
Conclusions: Normative corrections are needed when using the MoCA to detect 
cognitive impairment in Malaysian populations. Without normative corrections, 
there is not only poor sensitivity to HAND in the HIV-positive sample, but also 
considerable overestimation of cognitive impairment in healthy populations. When 
using norms, the MoCA is sensitive to mild HAND, similar to previous studies in 
different regions of the world. Criterion validity against more extensive neuropsy-
chological testing is required. 
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MOPEB0283
Dolutegravir use during pregnancy and birth outcomes:  
data from the Antiretroviral Pregnancy Registry (APR)
V. Vannappagari1,2, J. Albano3, L. Ragone1, A. Scheuerle4, H. Tilson2, T. Cook5,  
Y. Xue6, M. Bowen7, N. Vielot2, H. Garges8 
1ViiV Healthcare, Epidemiology and Real World Evidence, Research Triangle Park, 
United States, 2University of North Carolina, Gillings School of Global Public Health, 
Chapel Hill, United States, 3INC Research, Real World & Late Phase, Raleigh, United 
States, 4University of Texas, Department of Pediatrics, Dallas, United States, 5INC 
Research, Real World & Late Phase, Wilmington, United States, 6INC Research, 
Biometrics, Raleigh, United States, 7INC Research, Biometrics, Wilmington, United 
States, 8ViiV Healthcare, Global Medical Sciences, Research Triangle Park, United 
States 
Presenting author email: vani.x.vannappagari@viivhealthcare.com

Background: There are no well-controlled studies evaluating safety of dolutegra-
vir (DTG) in pregnant women. The Antiretroviral Pregnancy Registry (APR) is an 
ongoing international, voluntary, prospective exposure-registration cohort study, 
that monitors for early warning signal of major teratogenic effects of antiretroviral 
(ARV) therapy and collects data on pregnancy and neonatal outcomes.
Methods: Using APR data on prospectively reported pregnancies, this analysis de-
scribes maternal demographic and clinical characteristics, pregnancy outcomes and 
frequency of birth defects among neonates with prenatal exposure to DTG.
Results: As of 31 January 2016, 61 pregnancies with exposure to DTG were pro-
spectively reported to the APR with initial DTG exposure occurring among 32 
pregnancies during 1st trimester, 7 pregnancies during 2nd trimester and 22 pregnan-
cies during 3rd trimester. At enrolment, 23 (37.7%) women had a CD4 count ≥ 500 
cells/µL, 19 (31.1%) had a CD4 count of 200-499 cells/µL, 16 (26.2%) had a CD4 
count of < 200 cells/µL and unknown for 3 (4.9%). 
Of 61 pregnancies, 51 (83.6%) resulted in live births (22 with 1st trimester and 29 
with 2nd/3rd trimester DTG exposure), 3 (4.9%) resulted in induced abortions (all 
with 1st trimester DTG exposure), and 7 (11.5%) resulted in spontaneous abortions 
(all with 1st trimester DTG exposure). There were no stillbirths reported. Two of 
51 live births (3.9%) reported birth defects - a bilateral polydactyly, post-axial to 
both hands with 1st trimester DTG exposure; and one Hypoglossia Hypodactylia 
Syndrome with 3rd trimester exposure to DTG. 
Five of 51 live births reported non-defect adverse outcomes: 2 Preterm (<37 weeks 
of gestation), 1 low birth weight (LBW<2500 grams), 1 Preterm + LBW, and 1 
Preterm + Very LBW (<1500 grams).
Conclusions: This analysis of birth defects includes the largest number of prenatal 
exposures to DTG to date. While limited in sample size to reach definitive conclu-
sions, APR data do not demonstrate an increased risk of congenital anomalies with 
DTG use above the population expected rate of defects (2.72 - 4.17/ 100 live births 
from MACDP and TBDR respectively). Continued monitoring of prenatal DTG 
exposure and outcomes is needed. Clinicians are urged to continue reporting ARV 
exposures to the APR. 

MOPEB0284
Simplified dual therapy (LPV/r plus 3TC) for ART-naïve 
patients is a viable alternative in resource-limited settings  
in China: 48-week results from a randomized, open-label,  
non-inferiority trial
W. Cai, H. He, L. Li, F. Hu, Y. Lan, X. Tang 
Guangzhou Eighth People’s Hospital, Guangzhou, China 
Presenting author email: llheliza@126.com

Background: The evidence supporting dual therapy as a viable HIV treatment strat-
egy for ART-naïve HIV-infected patients is increasing, driven by improvements in 
toxicity, costs and future options. However, there are very few reports from China 
where triple-therapy containing efavirenz (EFV) is recommended as the first-line 
regimen. 
We evaluated the efficacy and safety of dual-therapy [lopinavir and ritonavir 
(LPV/r) plus lamivudine (3TC)] in Chinese ART-naïve HIV-infected patients, as 
compared to triple-therapy containing tenofovir (TDF), 3TC plus EFV.
Methods: This was a randomized, controlled, open-label, non-inferiority trial con-
ducted in China. ART-naïve HIV-1-infected patients were randomized 1:1 to receive 
a dual-therapy regimen of LPV/r plus 3TC or a triple-therapy regimen of TDF, 3TC 
plus EFV. All patients were followed-up for 48 weeks after receiving ART. The pri-
mary endpoint was the proportion of patients with plasma HIV-1 RNA <50copies/
mL at week 48, assessed with the US FDA snapshot algorithm.
Results: 274 patients were screened, of which 198 were found eligible and random-
ized into the dual-therapy group (DT group, n=100) or triple-therapy group (TT 
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group,n=98). 92 patients(92%) in the DT group and 88(89.8%) in the TT group 
achieved plasma HIV-1 RNA< 50copies/mL at week 48(difference 2.2%, 95%CI-
6.7% to 11.2%,p=0.629).

[Proportion of patients with HIV-1 RNA <50copies/mL]

Among patients with baseline HIV-1 RNA100,000copies/mL,13 of 14 achieved 
primary endpoint in the DT group, as compared to 9 of 9(100%) in the TT 
group(p=1.000). No virological resistance was found in both groups. Mean chang-
es in CD4 count from baseline through 48 weeks were similar in both groups 
(+203.2cells/mm3 in the DT group vs. +174.8cells/mm3 in the TT group,p=0.114). 
The safety profile was similar between the two groups. The majority of adverse 
events were mild and only one serious adverse event occurred in the DT group, 
which was unrelated to the study drugs.
Conclusions: Dual-therapy of LPV/r plus 3TC is effective, safe and comparable to 
the first-line triple-therapy regimen containing TDF,3TC plus EFV in China, even 
in patients with high baseline viremia. 

MOPEB0285
Cost-effectiveness of the introduction of dolutegravir in first  
or second-line ART regimens in sub-Saharan Africa
A. Phillips1, F. Venter2, T. Apollo3, A. Calmy4, A. Pozniak5, A. De Luca6,  
A. Hill5, P. Ehrenkranz7, V. Cambiano1, M. Wainberg8, J. Lundgren9, D. Pillay10,  
M. Vitoria11, N. Ford11, L. Nelson12, S. Bertagnolio11, M. Doherty11, P. Revill13, 
Working group on cost effectiveness of dolutegravir introduction in sub-Saharan 
Africa 
1UCL, London, United Kingdom, 2Wits Reproductive Health and HIV Institute, 
Johannesburg, South Africa, 3Ministry of Health and Child Care, Harare, Zimbabwe, 
4University of Geneva, Geneva, Switzerland, 5Chelsea & Westminster Hospital, London, 
United Kingdom, 6University of Siena, Siena, Italy, 7Bill & Melinda Gates Foundation, 
Seattle, United States, 8Montreal Jewish General Hospital, Montreal, Canada, 
9Rigshospitalet, University of Copenhagen, Copenhagen, Denmark, 10Africa Health 
Research Organisation, Durban, South Africa, 11World Health Organisation, Geneva, 
Switzerland, 12Office of the US Global AIDS Co-ordinator, Washington, United States, 
13University of York, York, United Kingdom 
Presenting author email: andrew.phillips@ucl.ac.uk

Background: While current ART regimens are highly successful there is potential 
for improvement in cost effective regimen choice with the introduction of the inte-
grase inhibitor dolutegravir, which has a higher barrier to resistance, appears to be 
associated with reduced toxicity, although potential issues over pregnancy, people 
with TB and IRIS remain. .
Methods: We synthesized existing evidence in the framework of a dynamic, individ-
ual-based model and estimated the cost effectiveness of various policies involving 
use of dolutegravir-based regimens in the context of sub-Saharan Africa starting in 
2018. Policy options considered were: 
1. No change; 
2. Increase rate of switch to 2nd-line (atazanavir-based); 
3. All ART initiators: dolutegravir-based 1st-line; 
4. All on first line ART: move from efavirenz to dolutegravir; 
5. Transition of 2nd-line regimen to dolutegravir-based rather than atazanavir-
based; 
6. Transition of 2nd-line regimen to dolutegravir-based rather than atazanavir-
based, plus an increase in rate of switch to 2nd line; 
7. Dolutegravir 1st-line regimen for all new ART initiators, no switching to 2nd- line 
in those on dolutegravir, replacing atazanavir with dolutegravir in those on 2nd line 
already; 
8. Dolutegravir-based regimen for all on 1st-line, no switching to 2nd-line in those 
on dolutegravir, replacing atazanavir with dolutegravir in those on 2nd-line already. 
Dolutegravir cost $44, efavirenz $38, atazanavir $213; health systems perspective, 
20 year time horizon, 3% discount rate.

Results: The figure shows the predicted increment in cost and DALYs averted for 
the alternative policies in the context of a country of population 10 million adults. 

[Figure]

Dolutegravir introduction is predicted to lead to substantial DALY benefits, and a 
large reduction in costs if atazanavir is replaced in 2nd-line.
Conclusions: Dolutegravir introduction will likely bring health benefits and may 
well be cost saving, with various options for its use. However we should proceed with 
caution and current studies and possible future trials of dolutegravir are important 
to inform future use of the drug. 

MOPEB0286
Patient reported outcomes (PROs) in HIV-infected adults 
enrolled in the NEAT001/ANRS143 trial comparing first-line 
ART regimens with darunavir/ritonavir (DRV/r) in combination 
with tenofovir DF/emtricitabine (TDF/FTC) or raltegravir 
(RAL)
E.C. George1, M. Termote2, N. Dedes3, V. Fragola4, M. Lauriola5, R. Murri6,  
P. Nieuwkerk7, B. Spire8, A. Volny-Anne3, B. West3, A. Horban9, J. Fox10,  
C. Stephan11, F. Raffi12, R. Bucciardini4 
1Medical Research Council Clinical Trials Unit at UCL, Institute for Clinical Trials and 
Methodology, London, United Kingdom, 2University of Bordeaux, INSERM, Bordeaux 
Population Health Research Center, Bordeaux, France, 3European AIDS Treatment 
Group, Brussels, Belgium, 4Istituto Superiore di Sanita, Rome, Italy, 5Sapienza 
University of Rome, Department of Social and Developmental Psychology, Rome, Italy, 
6Catholic University of Rome, Institute of Infectious Diseases, Rome, Italy, 7Academic 
Medical Centre, Department of Medical Psychology, Amsterdam, Netherlands, 8Aix 
Marseille University UMR-S 912, IRD, ORS PACA, INSERM, UMR 912 (SESSTIM), 
Marseille, France, 9Warsaw Medical University and Hospital of Infectious Diseases, 
Warsaw, Poland, 10Guy’s and St Thomas’ Hospitals NHS Foundation Trust, London, 
United Kingdom, 11University Hospital Frankfurt, Goethe University, Infectious 
Diseases unit, Medical Department, Frankfurt, Germany, 12Infectious and Tropical 
Diseases Department, Nantes University Hospital, Nantes, France 
Presenting author email: melanie.huet@chu-nantes.fr

Background: There are few data comparing patient reported outcomes (PROs) in 
HIV-infected individuals receiving first-line antiretroviral therapy (ART) with ei-
ther a standard PI/r-based triple combination or a dual combination. We present 
results from a substudy of the NEAT001/ANRS143 trial.
Methods: The randomised trial demonstrated non-inferiority of first-line DRV/r 
800/100mg once daily plus RAL400mg twice daily compared with DRV/r plus 
TDF/FTC 245/200mg once daily. Changes in PROs were assessed at 4, 12, 24, 
48 and 96 weeks from baseline. PROs recorded were as follows: the EuroQoL 5 
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domains questionnaire (EQ-5D) and Visual Analogue Scale (VAS), the Centre 
for Epidemiologic Studies Depression scale (CES-d), and the HIV Treatment 
Satisfaction Questionnaire (HIVTSQ). Major Depressive Disorder (MDD) was 
defined as CES-d≥16. General estimating equations were used to model change 
over time in PROs form baseline. Cohen’s d measuring effect size was calculated to 
compare arms in change from baseline for EQ5D.
Results: Of the 805 participants, 797 (99%) contributed to the substudy: 683/797 
(86%) at baseline, 611 (77%) at W96, and 526 (66%) at both visits. Baseline PROs 
data were similar for the two treatment groups for all the variables. Participants 
reported health improvements over time (mean increase in VAS score of 7.98 by 
W96 (95%CI 6.5-9.4; p<0.001)). There were no statistically significant differ-
ences between the arms on EQ-5D during the study (VAS p=0.77, Cohen’s d<0.2 
for all EQ-5D domains). In addition, there was no significant difference between 
treatment groups on CES-d p=0.87, or odds of MDD during follow-up, adjusted 
for baseline MDD (OR=0.98, 95%CI 0.82-1.18). Satisfaction with treatment was 
lower in the RAL+DRV/r arm (Table 1) (median score: 53 RAL/r+DRV/r vs 55 TDF/
FTC+DRV/r (p=0.001)). 

Treatment Satisfaction Question 
at Week 96

RAL + DRV/r 
(% very satisfied)

TDF/FTC + DRV/r 
(% very satisfied)

Χ 2 
p-value

HIV well controlled 250/268 (93%) 277/287 (97%) 0.08
Satisfied with extent of unwanted side effects 234/267 (88%) 250/287 (87%) 0.85
Satisfaction with how demanding treatment is 180/267 (67%) 220/286 (77%) 0.01
Convenience 209/268 (78%) 249/287 (87%) 0.007
Flexibility of treatment 176/271 (65%) 217/285 (76%) 0.004
Satisfaction with understanding of HIV 232/266 (87%) 252/287 (88%) 0.84
Extent with which treatment fits into lifestyle 203/264 (77%) 250/287 (87%) 0.002
Recommendation to a friend 230/266 (86%) 267/288 (93%) 0.02
Continuation of treatment 230/266 (86%) 252/286 (88%) 0.56

[Table 1: HIVTSQ results]

Conclusions: PROs improved in both arms after starting ART, but with no statis-
tically significant difference between arms. The lower level of convenience, flex-
ibility and lifestyle suitability of RAL+DRV/r, may be explained by twice-daily drug 
administration. 

MOPEB0287
Dolutegravir-lamivudine as initial therapy in HIV-infected, 
ARV naive patients: 96 week results of the PADDLE trial
M.I. Figueroa1, M.J. Rolón1, P. Patterson1, A. Gun2, P. Cahn1, O. Sued1 
1Fundacion Huesped, Clinical Research, Buenos Aires, Argentina, 2Fundacion Huesped, 
Laboratory Research, Buenos Aires, Argentina 
Presenting author email: maria.figueroa@huesped.org.ar

Background: Based on the results of the GARDEL trial, we designed a proof of con-
cept study to evaluate the antiviral efficacy, safety and tolerability of a dual therapy 
regimen with Dolutegravir (DTG) 50m mg QD plus Lamivudine (3TC) 300 mg QD 
as initial HAART among ARV-naïve patients. Week 48 analysis was presented at 
AIDS 2016 (90% (18/20) reached the primary end point of a pVL <50 copies/mL. 
Week 96 results are reported here.
Methods: Pilot study including 20 HIV-infected ARV-naïve adults. Eligible par-
ticipants had no IAS-USA defined NRTI resistance, HIV-1 RNA <100.000 copies/
mL at screening and negative HBsAg. Viral load (pVL) was measured at baseline, on 
days 2, 4, 7, 10, 14, 21, 28 and on weeks 6, 8, 12, and thereafter every 12 months 
up to 96 weeks. Primary endpoint was the proportion of patients with HIV-1 RNA 
<50 copies/mL in an ITT-exposed analysis at 48 weeks and week 96(FDA-snapshot 
algorithm).
Results: Eighteen patients completed 48 weeks and were included in the extension 
phase. Fifteen patients completed week 96, 100% maintained plasma HIV-1 RNA 
below 50 copies/mL. Three patients are virologically suppressed at week 84. Their 
week 96 results will be reported at the conference. Mean CD4+ increase between 
baseline and week 96 was 271 cell/mm³ , without change between 48 and 96 weeks. 
No new virologic failures, no new AIDS defining illnesses, or SAEs (related/pos-
sibly related to study drugs) were observed. No Treatment discontinuations were 
reported through the extension phase. Two grade 3 laboratory abnormalities were 
reported (high cholesterol, and proteinuria) but considered unrelated to study drug.
Conclusions: In this pilot study, dual therapy with DTG+3TC has demonstrated ef-
ficacy, safety, tolerability and durability through 96 weeks of treatment. This strat-
egy is being explored in a large randomized trial. 

MOPEB0288
Adults with renal impairment switching from tenofovir 
disoproxil fumarate to tenofovir alafenamide have improved 
renal and bone safety through 144 weeks
D. Podzamczer1, J.R. Arribas2, A. Clarke3, L. Cotte4, T. Mudrikova5, E. Negredo6, 
W.J. Short7, S. Jiang8, A. Cheng8, M. Das8 
1Hospital Universitari de Bellvitge, Infectious Diseases Service, Barcelona, Spain, 
2Hospital Universitario La Paz, Madrid, Spain, 3Brighton and Sussex University 
Hospitals NHS Trust, Brighton, United Kingdom, 4Hôpital de la Croix Rousse, Rhône, 
France, 5Universitair Medisch Centrum Utrecht, Utrecht, Netherlands, 6Hospital 
Universitario Germans Trias i Pujol, Barcelona, Spain, 7University of Pennsylvania, 
Philadelphia, United States, 8Gil, Foster City, United States  

Background: Elvitegravir, cobicistat, emtricitabine, and TAF (E/C/F/TAF) was as-
sociated with high efficacy and improved bone and renal safety in HIV-1 infected 
adults with mild to moderate renal impairment at Weeks (W) 48 and 96. We now 
report long-term (W144) efficacy and safety outcomes.
Methods: Virologically suppressed adults with stable renal impairment (eGFRCG 30 
to 69 mL/min) switched from TDF- and non-TDF-containing regimens to open-
label E/C/F/TAF. We report efficacy (HIV-1 RNA <50 c/mL FDA snapshot algo-
rithm), renal and bone safety endpoints overall, and stratified by pre-switch TDF use.
Results: Of 242 participants switched to E/C/F/TAF [mean age 58 years (range:  
24 - 82), 18% Black, 39% HTN, and 14% DM], 65% were on TDF pre-switch. At 
W144, virologic suppression was 83.1% (90% CI 77.7%, 87.7%). We observed sig-
nificant improvements in median eGFRCG overall and by pre-switch TDF use, while 
those not on TDF pre-switch had no change (Table). No new participants discontin-
ued study drug for renal adverse events after W96. There were no cases of proximal 
renal tubulopathy or Fanconi syndrome through W144. Participants had significant 
improvements in total proteinuria, albuminuria, and tubular proteinuria, with par-
ticularly marked improvements in pre-switch TDF takers (p<0.001 for all) (Table). 
Clinically significant proteinuria (UPCR >200 mg/g) and albuminuria (UACR ≥30 
mg/g) at baseline resolved for 69% and 47% of all participants, respectively. Both 
hip and spine BMD increased significantly overall and more markedly for pre-switch 
TDF takers (p<0.001 for both); spine BMD increased significantly in non-TDF tak-
ers (p=0.030).
Conclusions: Through W144, HIV-infected adults with mild and moderate renal 
impairment who switched to E/C/F/TAF had high rates of virologic suppression, 
stable renal function, and significant improvements in proteinuria and BMD, with 
benefits particularly marked for pre-switch TDF users. These long-term data sup-
port switching from TDF-containing regimens to E/C/F/TAF in those with mild to 
moderate renal impairment. 

With Pre-Switch 
TDF Use (N=158)

P-
value*

Without Pre-Switch 
TDF Use (N=84)

P-
value*

Total 
(N=242)

P-
value*

Change in eGFR, 
median (mL/min) +3.1 <0.001 -0.1 0.33 +1.5 0.020

Changes in Renal Biomarkers, median (%)
UPCR -57.0 <0.001 -8.5 0.76 -45.7 <0.001
UACR -58.6 <0.001 -4.1 0.27 -35.1 0.003
RBP: Cr -85.1 <0.001 15.0 0.023 -63.8 <0.001
β2M: Cr -90.3 <0.001 5.6 0.023 -81.9 <0.001
Changes in BMD, mean (%)
Spine +3.75 <0.001 +0.60 0.030 +2.76 <0.001
Hip +2.28 <0.001 +0.99 0.098 +1.99 <0.001
*P-values for within group differences (baseline vs Week 144) were based on the two-sided Wilcoxon signed rank test

[Table. Key safety outcomes at week 144]

MOPEB0289
Switching from TDF to TAF improves bone and renal safety 
independent of age, sex, race, or 3rd agent: results from pooled 
analysis (N=3816) of virologically suppressed HIV-1-infected 
adults
J. Rockstroh1, C. Orkin2, Y. Yazdanpanah3, G. Di Perri4, P.E. Sax5, J.R. Arribas6, 
K. Brinkman7, D.A. Wohl8, A. Cheng9, L. Zhong9, S. McCallister9, M. Das9 
1University Hospital Bonn, Department of Internal Medicine I, Bonn, Germany, 
2Royal London Hospital, Barts Health NHS Trust, London, United Kingdom, 3Groupe 
Hospitalier Bichat Claude Bernard, Paris, France, 4Comprensorio Amedeo Di Savoia, 
Turin, Italy, 5Brigham and Women’s Hospital, Boston, United States, 6Hospital 
Universitario La Paz, Madrid, Spain, 7Onze Lieve Vrouwe Gasthuis, Amsterdam, 
Netherlands, 8University of North Carolina School of Medicine, Chapel Hill, United 
States, 9Gil, Foster City, United States  

Background: Five randomized trials evaluating switching from a tenofovir disoproxil 
fumarate (TDF)-containing regimen to a tenofovir alafenamide (TAF) regimen 
demonstrated improved bone and renal safety.
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Methods: We pooled data at Week (W) 48 from five trials of HIV-infected, vi-
rologically suppressed individuals who switched from a TDF-containing to a TAF-
containing regimen to assess outcomes in subgroups at risk of bone and renal com-
plications: age, sex, race, baseline eGFR, and 3rd agent prior to switch (PI, integrase, 
or NNRTI).
Results: Of 3816 participants, 2205 (58%) switched to TAF and 1611 (42%) re-
mained on TDF. 48 weeks after switching to TAF, there were statistically signifi-
cant improvements in hip and spine BMD, eGFR, and total and tubular proteinuria 
overall and in all subgroups (Table 1). Of note, greater magnitude benefits were seen 
in those at greater bone and renal risk. Significant improvements in mean BMD % 
change were seen after switching to TAF vs TDF in women (hip: +1.4% vs +0.1%, 
spine: +2.3% vs -0.4%) and adults ≥50 years (hip: +1.1% vs -0.3%, spine: +1.9% vs 
-0.1%). Those on TAF with baseline eGFR < 90 mL/min had greater improvements in 
median eGFR (+6.2 vs +1.0 mL/min), significant median % declines in total (UPCR: 
-30.2% vs +14.8%, UACR: -25.1% vs +22.4%) and tubular proteinuria (RBP:Cr: 
-45.4% vs +43.7%; B2M:Cr: -62.6% vs +45.3%) compared with increases with 
TDF. Black participants who switched to TAF had improvements in both bone (hip: 
+1.2% vs +0.1%, spine: +1.9% vs -0.3%) and renal (UPCR: -15.6% vs +8.5%) safety. 
Improvements in bone and renal safety were independent of 3rd agent.
Conclusions: For >2200 individuals who switched to TAF, those at greater bone 
and renal risk had more benefit. These data support switching from TDF to TAF, 
in particular in TDF-treated individuals at high risk for low BMD or renal disease. 

[Table 1. Changes from baseline in BMD and renal biomarkers at week 48 (p≤0.001 for 
all treatment differences*)]

MOPEB0290
Limited impact of first-line drug resistance mutations among 
patients receiving second-line therapy in Uganda
M. Nanfuka1, W. Zhang2, S. Okoboi1, J. Birungi1, P. Kaleebu3, S. Tibengana1,  
J. Zhu2, B. Afolabi2, D. Moore4 
1The AIDS Support Organisation, Research, Kampala, Uganda, 2British Columbia 
Centre for Excellence in HIV/AIDS, Vancouver, Canada, 3Medical Research Council, 
Research, Kampala, Uganda, 4University of British Columbia, Vancouver, Canada 
Presenting author email: nanfukam@tasouganda.org

Background: Most ART programs in low-income countries in Africa still have lim-
ited access to routine viral load (VL) testing. Concerns have arisen that delayed 
detection of treatment failure among patients in these settings may lead to sub-
optimal response to second-line therapy due to accumulated drug resistance muta-
tions (DRMs) on first-line ART.
Methods: Beginning in June 2012 we followed participants who had been on 
NNRTI-based first line ART for ≥4 years and had a measured VL ≥1000 copies/
mL at enrollment. Participants were switched to protease inhibitor- (PI) based regi-
mens and followed every six months until September 2016. We collected clinical 
and behavioural data by an interviewer administered questionnaire and measured 
VL at study exit. We conducted DRM testing on VL samples ≥1000 copies/mL col-
lected at enrollment and study exit. We compared factors associated with virologic 
failure(VF) using Wilcoxon Rank Sum, Chi-square and Fisher’s Exact Test.
Results: We enrolled 137(64.3% female) participants who had VL > 1000 copies/
mL with a median age of 44 years(Q1-Q3= 4-7) and median duration on ART of 
6 years(Q1-Q3=38-48). In a median of 2.8years(Q1-Q3=2.6-3.2) of follow-up, 
7 (5%) died, 5(3.6%) voluntarily withdrew and 2 (1.5%) became lost-to-follow-up. 
Of 116 participants with a VL result at study exit, 20 (17.2%) had VL> 1000copies. 
Virologic failure was associated with a lower BMI both at baseline and 36 months 

(p=0.007) and (p=0.009) respectively and sub-optimal adherence (P=0.028). 
Of 105 patients with drug resistance data at enrollment, 103 (98%) had at least 
one drug resistance mutations, Participants with thymidine analogue mutations 
(TAMS) at enrollment were less likely to develop virologic failure on PI-based ther-
apy (11% vs. 36%; p=0.007). 
Of 18 patients with drug resistance testing at study exit 14(77%) had mutations, 
with M184V being most common (11/4 or 78%). A total of 4 participants developed 
PI resistance mutations and 1 had K65R.
Conclusions: Even in the presence of multiple DRMs at enrollment, virologic fail-
ure at nearly 3 years of follow-up on PI-based ART was infrequent. Sub-optimal 
adherence to ART was associated with virologic failure, but no DRMs found at en-
rollment were positively associated with failure. 

MOPEB0291
Efficacy and safety of switching from RPV/FTC/TDF  
or EFV/FTC/TDF to RPV/FTC/TAF in Black adults
J.-M. Molina1, E. DeJesus2, B. Rijnders3, F.A. Post4, B. Vandercam5, M. Stoeckle6, 
A. Thalme7, C. Orkin8, Y.-P. Liu9, D. SenGupta9, H. Cao9 
1Hôpital Saint-Louis, Paris, France, 2Orlando Immunology Center, Orlando, United 
States, 3Erasmus MC, Dept. Internal Medicine, Rotterdam, Netherlands, 4King’s 
College Hospital NHS Foundation Trust, London, United Kingdom, 5Cliniques 
Universitaires St-Luc, Bruxelles, Belgium, 6Universitätsspital Basel, Medizinische 
Poliklinik, Basel, Switzerland, 7Karolinska Universitetssjukhuset, Stockholm, Sweden, 
8Royal London Hospital, Barts Health NHS Trust, London, United Kingdom, 9Gil, 
Foster City, United States 
Presenting author email: chloe.orkin@bartshealth.nhs.uk

Background: Black adults are disproportionately affected by HIV and chronic kid-
ney disease. We report the efficacy and safety of switching from either emtric-
itabine/tenofovir disoproxil fumarate plus rilpivirine (RPV/FTC/TDF) or efavirenz 
(EFV/FTC/TDF) [TDF group] to the single-tablet regimen rilpivirine/emtric-
itabine/tenofovir alafenamide (RPV/FTC/TAF) in Black individuals.
Methods: We conducted a post-hoc subgroup analysis in Black adults using the 
Week (W) 48 efficacy and safety data pooled from 2 phase 3, double-blinded, ran-
domized, active-controlled studies in virologically suppressed HIV-infected par-
ticipants. Viral suppression (HIV-1 RNA <50 copies/mL) rates by FDA snapshot 
analysis at W48 were compared, and percent change in bone and renal measure-
ments are reported.
Results: Of 1505 treated participants, 357 self-identified as Black (RPV/FTC/TAF 
n=183, TDF n=174). Baseline characteristics among Blacks were generally balanced 
between treatment groups; the median (range) age was 47 (21-76) years, 5% had 
diabetes and 34% hypertension. At W48, rates of virologic success were 87.4% 
RPV/FTC/TAF vs. 91.3% TDF (difference -3.9%, 95% CI -10.5% to 2.7%; p=0.30); 
the lower rate of success was primarily driven by study drug discontinuation (10.9% 
RPV/FTC/TAF vs. 6.5% TDF) due to reasons other than AEs, rather than by viro-
logic failure. There was no emergent resistance with RPV/FTC/TAF. Lumbar spine 
and total hip BMD increased with RPV/FTC/TAF and minimally declined with TDF; 
differences in BMD change were statistically significant at W48 (p<0.001, Table 
1). Assessment of renal safety using estimated glomerular filtration rate (eGFR) 
and protein:creatinine and albumin:creatinine ratios favored RPV/FTC/TAF, with 
similar trends observed for renal tubular biomarkers (Table 1). Switching to RPV/
FTC/TAF from either EFV/FTC/TDF or RPV/FTC/TDF had minimal impact on 
fasting total cholesterol to HDL ratios.
Conclusions: Virologically suppressed Black adults who switched to RPV/FTC/TAF 
experienced improvements in proteinuria, albuminuria and BMD while maintaining 
high rates of viral suppression through Week 48. 

[Table. Changes from baseline in measures of renal and bone safety parameters at 
week 48]
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MOPEB0292
Efficacy and safety of tenofovir alafenamide vs tenofovir 
disoproxil fumarate in HIV-infected virologically suppressed 
older adults: 96-week subgroup analysis of a randomized switch 
study
Y. Yazdanpanah1, F. Raffi2, J. Reynes3, M. Johnson4, C. Orkin5, N. Clumeck6,  
B. Conway7, A. Lazzarin8, F. Maggiolo9, M. Rhee10 
1Groupe Hospitalier Bichat-Claude Bernard, Paris, France, 2C.H.U. de Nantes, 
Nantes, France, 3C.H.U. Gui De Chauliac, Montpellier, France, 4Royal Free London 
NHS Foundation Trust, London, United Kingdom, 5Royal London Hospital, Barts 
Health NHS Trust, London, United Kingdom, 6C.H.U. St-Pierre, Bruxelles, Belgium, 
7Vancouver ID Research and Care Centre Society, Vancouver, Canada, 8Osp, Milano, 
Italy, 9Azienda Ospedaliera Papa Giovanni XXIII, Bergamo, Italy, 10Gil, Foster City, 
United States  

Background: As the HIV-infected population ages and has increasing prevalence 
of co-morbidities, efficacy and safety of antiretrovirals in older participants is of 
heightened importance. Tenofovir alafenamide (TAF) has a potential to benefit old-
er individuals, as it has previously demonstrated an improved renal and bone safety 
profile compared to tenofovir disoproxil fumarate (TDF).
Methods: We conducted a 96-week subgroup analysis in those ≥50 years old for 
efficacy (pre-specified) and safety (post-hoc) from a randomized, double blind, 
active-controlled study in virologically suppressed HIV-infected participants on 
ARV regimens composed of emtricitabine/TDF (FTC/TDF) plus third agent, who 
either switched to FTC/TAF or remained on FTC/TDF, while maintaining their third 
agent.
Results: Of 663 treated, 294 were ≥ 50 years (FTC/TAF n=150, FTC/TDF n=144). 
Baseline viral load, CD4 counts, renal laboratory parameters, and bone mineral 
density (BMD) were similar between the two arms within those ≥ and < 50 years, 
respectively. For participants ≥50 years, virologic success by FDA snapshot algo-
rithm at Week 96 was FTC/TAF 92% vs. FTC/TDF 92%; for those < 50 years, it was 
86% vs 87%. Few participants discontinued study drug due to adverse events in ei-
ther subgroups (≥50 years, FTC/TAF 3.3% vs. FTC/TDF 2.1%; < 50 years, 1.6% vs. 
0.5%). The assessment of renal and bone safety using estimated glomerular filtra-
tion rate (eGFR), renal biomarkers, and BMD had significant differences between 
the two arms that consistently favored FTC/TAF over FTC/TDF (Table 1). No cases 
of Fanconi syndrome or proximal renal tubulopathy were reported with FTC/TAF 
(vs one participant ≥50 years in FTC/TDF group).
Conclusions: At 96 weeks, virologically suppressed adults ≥50 years who switched 
to FTC/TAF had comparable efficacy and improved bone and renal safety to those 
remaining on FTC/TDF. These findings of improved safety with TAF relative to TDF 
in older individuals are of particular importance as the population living with HIV 
ages and experiences more renal and bone-related comorbidities. 

[Table. Key safety outcomes at week 96]

MOPEB0293
Which antiretroviral as first regimen? Evolution over the last 10 
years in France
P. Pugliese1, V. Joly2, M.A. Valantin3, L. Cotte4,5, T. Huleux6, C. Allavena7,  
J. Reynes8, I. Poizot-Martin9, F. Bani-Sadr10, L. Cuzin11,12, Dat’AIDS Study Group 
1University Hospital, Nice, France, 2Bichat University Hospital, Paris, France, 3Pitié 
Salpetrière University Hospital, Paris, France, 4University Hospital, Lyon, France, 
5INSERM U 1052, Lyon, France, 6Tourcoing Hospital, Tourcoing, France, 7University 
Hospital, Nantes, France, 8University Hospital, Montpellier, France, 9Sainte 
Marguerite Hospital, Marseille, France, 10University Hospital, Reims, France, 11Hopital 
Purpan, Infectious Diseases, Toulouse, France, 12INSERM UMR 1027, Toulouse, France 
Presenting author email: cuzin.l@chu-toulouse.fr

Background: To describe the evolution of initial ART regimens between 2005 and 
2015 and the patients´ characteristics related with the choice of the regimen in 
2015.

Methods: Patients starting ART between 2005 and 2015 were selected from a 
large prospective French cohort. Regimens were classified as three nucleos(t)ide 
reverse transcriptase inhibitors (NRTI); 2 NRTIs with a boosted protease inhibi-
tor (bPI), with a non-nucleoside reverse transcriptase inhibitor (NNRTI), or with 
an INSTI; or other. A multinomial logit model was fitted to analyze characteristics 
related with the choice of the regimen in 2015.
Results: We analysed 15 897 patients, median age 38 years (stable across the study 
period), 63% men in 2005 to 73.8% in 2015 (p< 0.001). CD4+ cell count at ini-
tiation increased, from a median of 232 in 2005 to 390/mm3 in 2015 (p< 0.001) 
with no change in initial median viral load (VL) (4.7 log10.copies/ml). Proportion of 
patients starting with: a bPI decreased from 60% before 2014 to 38.1% in 2015; a 
NNRTI decreased from 30% in the past years to 17.8% in 2015; an INSTI increased 
to 39.4% in 2015. In 2015, patients with an initial VL greater than 5 log.copies/
ml were less prone to receive NNRTI (β=-2.46, SE=0.33) or INSTI regimens 
(β=-0.37, SE=0.15) than bPI, patients with initial CD4+ T cell count below 200/
mm3 were less prone to receive NNRTI (β=-1.26, SE=0.25) or INSTI (β=-0.85, 
SE=0.18) than bPI, and women were less prone to receive an NNRTI (β=-0.23, 
SE=0.24) or an INSTI regimen (β=-0.33, SE=0.18) than a bPI, although for women 
age was also related with initial ART choice. The figure shows the probability of the 
initial regimen according to these factors and to age for women. 

[Probability of initial regimen]

Conclusions: Choosing a first ART regimen in France is evolving. Forthcoming data 
in some patients’ specific populations may lead to greater modifications. 

MOPEB0294
A fixed dose combination of elvitegravir, cobicistat, 
emtricitabine, tenofovir disoproxil fumarate for the initial 
treatment of HIV-2 infection: 48 week results from Senegal, 
West Africa
S. Ba1, D.N. Raugi2, R.A. Smith2, F. Sall1, K. Faye1, S.E. Hawes3, P.S. Sow1,  
M. Seydi1, G.S. Gottlieb2,4, University of Washington-Dakar HIV-2 Study Group 
1SMIT, CHNU Fann, UCAD, Dakar, Senegal, 2University of Washington, Medicine/
AID, Seattle, United States, 3University of Washington, Epidemiology, Seattle, United 
States, 4University of Washington, Global Health, Seattle, United States 
Presenting author email: gottlieb@u.washington.edu

Background: There is an urgent need for safe and effective ART for HIV-2 infec-
tion. HIV-2 treatment is complicated by intrinsic resistance to many FDA-approved 
HIV-1 drugs, and multidrug-resistance is common in individuals failing ART. There 
are limited options for 1st- and 2nd-line ART for HIV-2 in resource-limited settings. 
An increasing body of data suggests that integrase inhibitor-based regimens may be 
of utility for the treatment of HIV-2. We have undertaken the first clinical trial of 
a once-daily fixed-dose combination pill containing elvitegravir/cobicistat/emtric-
itabine/tenofovir disoproxil fumarate (E/C/F/TDF) to assess the effectiveness of 
this regimen in HIV-2-infected individuals in Senegal, West Africa.
Methods: HIV-2-infected, ART-naïve adults with WHO stage 3/4 disease or CD4 
counts below 750 cells/mm3 were eligible for this open-label trial (NCT02180438), 
with planned enrollment of 30 subjects and follow-up for 48 weeks. We analyzed: 
HIV-2 viral load, CD4 counts, adverse events, mortality and loss to follow-up.
Results: We screened 35 subjects and 30 subjects started ART with E/C/F/TDF. 
26 subjects have achieved at least 48 weeks of follow-up. The majority were female 
(80%), with a median age of 49 years at enrollment. There were no deaths, 1 loss to 
follow up/withdrawal and no new AIDS-associated clinical events. Median baseline 
CD4 count was 422 cells/mm3 (IQR: 317-530) and increased to 507 cells/mm3 
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(IQR: 413-604) at week 48. 25 subjects had baseline HIV-2 viral loads (VL) of 
fewer than 50 copies/ml of plasma, including 15 subjects who had viral loads below 
the limit of detection (10 copies/ml). In those with detectable HIV-2 VL, the me-
dian was 41 copies/ml (IQR: 22-57). Using a mITT analysis (FDA snapshot method), 
24 of 25 (96%) had viral suppression at 48 weeks. E/C/F/TDF was generally well 
tolerated; there were three grade 3-4 adverse events, none were deemed study 
related. Adherence was good by self-report and pill count.
Conclusions: Long-term outcomes of HIV-2 infected patients on ART in West 
Africa are suboptimal and new therapeutic options are needed. Initial data suggest 
that E/C/F/TDF, a once-daily single-tablet regimen, is safe, effective, and well-tol-
erated in this population. Our findings support the use of integrase inhibitor-based 
regimens for HIV-2 treatment. 

MOPEB0295
Comparison of 2 versus 3 fully-active drugs regimen in  
long-term virological success after first-line NNRTI failure.  
The key question: is three a crowd?
E. Loiza1,2, N. Porteiro1,2, V. Mingrone1,2, E. Cordova2 
1Hospital Francisco J. Muñiz, HIV Outpatient Care, Buenos Aires, Argentina, 2IDEAA 
Foundation, HIV Outpatient Care, Buenos Aires, Argentina 
Presenting author email: elianaloiza@yahoo.com.ar

Background: After virological failure HIV treatment guidelines recommend that 
a new ARV regimen should contain at least two, and preferably three, fully active 
drugs. Nevertheless, there are increasing data showing that an active boosted PI 
(PI/r) plus one active NRTI may effectively reduce viral load in some patients. The 
aim of our study was to evaluate in a real-life setting the long-term virological out-
come of a Pl/r-based therapy containing 2 or more active drugs after a first-line 
NNRTI treatment.
Methods: Retrospective study. HIV-1 infected patients who had virological failure 
to a first-line NNRTI regimen that started a Pl/r-based regimen after genotyp-
ing test (TRUGENE HIV-1 Genotyping Assay) were included from the Outpatient 
Care Unit Muñiz Hospital cohort (MHOBA), Buenos Aires, Argentina (2002-
2014). Number of active drugs was defined using the REGA genotypic sensitiv-
ity score (GSS): GSS 2.5: two active drugs; GSS ≥3: three or more active drugs. 
Sustained virological suppression was defined as HIV viral load (VL) < 50 copies/ml 
at week 96. Patients with PI resistance were excluded.
Results: A total of 164 patients were included. Male: 66%. Median age: 40 years. 
Median baseline CD4+ T-cell count: 210 cells/mL; baseline VL: 10.496 copies/
ml. Fifteen percent of the patients had previous PI/r exposure and switched to a 
NNRTI-based therapy due to toxicity. Based on GSS, 30.4% of the patients started 
a PI/r plus 1 active drug (GSS 2.5) and 69.6% started a PI/r plus ≥2 active drugs 
(GSS ≥3). No significant differences were observed in both groups except for 
higher baseline HIV-VL in the GSS 2.5 group (p=0.03). The proportion of VL< 50 
copies/ml at week 96 was: GSS 2.5 group: 48%; GSS ≥3 group: 49%; (p=0). No dif-
ferences were observed between both groups stratifying by gender, age, VL, CD4+ 
T-cell < 200 cells/mL, and PI-experience.
Conclusions: After first-line NNRTI virological failure, a 2 fully-active drug regi-
men including a PI/r was as effective as a 3 or more fully-active drug regimen at 
week 96. The use of fewer active drugs in this setting could reduce toxicities and 
costs without affecting the long-term virological efficacy. 

MOPEB0296
Prevalence of viral suppression in persons living with HIV  
on antiretroviral treatment in 30 facilities in Botswana
E. Raizes1, J. Theu2, S. Matambo3, L. Block1, T. Marukutira3,4, W. Abrams3,  
V. Novitsky5, A. Miller1, S. Lockman5, S. Moyo6, S. El-Halabi2, L. Mills3,7 
1Centers for Disease Control and Prevention, Division of Global HIV and TB, Atlanta, 
United States, 2Botswana Ministry of Health, Gabarone, Botswana, 3Centers for 
Disease Control Botswana, Gabarone, Botswana, 4Monash University, Melbourne, 
Australia, 5Harvard T H Chan School of Public Health, Boston, United States, 
6Botswana-Harvard AIDS Institute, Gabarone, Botswana, 7Centers for Disease Control 
Rwanda, Kigali, Rwanda 
Presenting author email: eraizes@cdc.gov

Background: Viral suppression (VS) is the third component of the UNAIDS 90-
90-90 targets for HIV epidemic control. The Botswana Combination Prevention 
Project (BCPP) offers a unique opportunity to evaluate rates of VS in Botswana. 
The baseline household survey (BHS) component of BCPP found that 96.5% of 
HIV-infected persons on ART in 30 BCPP communities had VS defined as a viral 
load (VL) HIV-1 RNA ≤ 400 copies/ml. This report provides additional information 
on rates of VS from clinics providing ART in BCPP communities.

Methods: Data on VL testing and other clinical and demographic information are 
routinely captured in national electronic medical record systems for all persons 
currently on antiretroviral therapy (ART). Botswana national guidelines call for VL 
testing 3 and 6 months after ART initiation and every 6 months thereafter. We used 
clinical and VL data from patients receiving ART in 30 communities taking part in 
the ongoing community-randomized BCPP. Using the most recent VL, rates of VS 
were determined for all persons living with HIV (PLHIV) currently on ART in one 
of these 30 community clinics, with at least one VL reported between January 13, 
2016 and January 12, 2017.
Results: Of the 21,920 PLHIV designated as currently on ART for ≥ 6months, 
18,856 (86.0%) had a VL recorded in the prior 12 months with 18,194 (96.5%) 
having VS. Assuming that PLHIV with missing VL are not suppressed, then overall 
83.0% of PLHIV on ART for ≥ 6 months were found to have VS.
Conclusions: Analysis of program data from 30 community clinics participating in 
BCPP reveals very high levels of VS consistent with prior reports of rates of VS 
derived from the BHS. However, PLHIV with missing VL data may be less likely to 
have VS and therefore there is uncertainty as to whether the 3rd 90 (90% of per-
sons on ART with VS) has been achieved in these communities. Factors associated 
with high rates of VS noted in two different modalities of evaluation, a household 
survey and a clinic record review within these 30 communities, along with the im-
pact of missing data should be further explored. 

MOPEB0297
Real-world comparative 48-week outcomes of switching  
to 2 nucleoside reverse transcriptase inhibitors and an integrase 
inhibitor
K. Simmons1, C. Smith2, J. Doctor3, K. Stegmann4, R. Simons3, S. Morris5,  
N. Marshall6, A. Amlani1, G. Jagitsingh7, J. King8, A. Arenas9, L. Swaden6,  
S. Cassidy4, M. Page10, C. Brydon4, H. Farooq11, A. Cairns5, C. Riddles7,  
D. Friday7, N. Larbalestier3, T. Barber4, G. Brook7, F. Burns6, S. Kegg8, C. Leen5, 
C. Taylor9, I. Reeves12, A. Ustianowski11 
1Royal Sussex County Hospital, Brighton, United Kingdom, 2University College London, 
London, United Kingdom, 3Guy’s and St Thomas’ NHS Foundation Trust, London, 
United Kingdom, 4Chelsea and Westminster Hospital, London, United Kingdom, 
5Western General Hospital, Edinburgh, United Kingdom, 6Royal Free London NHS 
Foundation Trust, London, United Kingdom, 7London Northwest Healthcare NHS 
Trust, London, United Kingdom, 8Lewisham and Greenwich NHS Trust, London, United 
Kingdom, 9King’s College Hospital NHS Foundation Trust, London, United Kingdom, 
10Heart of England NHS Foundation Trust, Birmingham, United Kingdom, 11North 
Manchester Genral Hospital, Manchester, United Kingdom, 12Homerton University 
Hospital, London, United Kingdom  

Background: Switching to integrase inhibitor (INI) based ART can reduce toxicities 
and drug interactions. There is a lack of comparative data between the three current 
INIs to guide use.
Methods: Multicentre retrospective evaluation of patients on ART with HIV VL< 
50c/mL switching to a dual-NRTI backbone with the INIs dolutegravir (DTG), 
cobicistat-boosted elvitegravir (EVG) or raltegravir (RAL) in the UK and Ireland 
from 1/1/15-31/8/15. The main outcome was 48-week viral suppression (VL< 50c/
mL): (i) those without 48-week VL excluded (M=E; S=I); (ii) those without 48-week 
VL considered as VL>50c/mL (M=F; S=I); (iii) those without 48-week VL or who 
switched from INI considered as VL>50c/mL (M=F; S=F; NRTI changes ignored).
Results: 12 centres provided data on 359 individuals. 105 (29%) switched to RAL; 
218 (61%) DTG; and 36 (10%) EVG. At switch, there were no significant differ-
ences in gender (male: RAL-70%, DTG-75%, EVG-72%), median age (46, 47, 48 
years), white ethnicity (61%, 65%, 64%) or main HIV risk being sex between men 
(58%, 61%, 53%). There were differences in percent with CD4< 200 cells/µl (0%, 
6%, 3%; P=0.03). 64%, 60% and 44% switched from PI/r-based ART respectively 
(p=0.0048). 
At 48 weeks, comparable proportions achieved VL< 50 c/mL (table, M=E; S=I); 
however when considering INI switch and missing VL as failure significant differ-
ences were observed. 
By 48 weeks, 25/105 (24%) discontinued RAL, 27/218 (12%) DTG and 8/36 (22%) 
EVG (P=0.023). VL was detectable at switch in 2/25 (8%) taking RAL, 1/27 (4%) 
DTG and 0/8 (0%) EVG. No genotypes or resistance development was reported 
for anyone discontinuing initial INI. Side effects/toxicity was the most common 
indication for stopping INI (37/60, 62%). Switch for simplification was common 
for RAL (9/25, 36%). 

Outcome RAL (n=105) DTG (n=218) EVG (n=36) P (b)
M=E, S=I 69/73 (95%) 159/162 (98%) 26/28 (93%) 0.19
M=F, S=I 69/105 (66%) 159/218 (73%) 26/36 (72%) 0,40
M=F, S=F 51/105 (49%) 140/218 (64%) 23/36 (64%) 0.023
(a) on initial INI with VL<50 (b) chi-squared test

[Viral load outcomes (VL<50c/mL) at 48 weeks]
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Conclusions: Those switching to INI+2NRTI had high rates of viral suppression, with 
discontinuations driven mainly by side effects/toxicity. Twice daily dosing of RAL 
seemed to prompt a small number to switch again for convenience. 

MOPEB0298
Impact of social determinants on antiretroviral therapy  
access and outcomes entering the era of universal treatment  
for HIV-infected people
A. Saracino1, M. Zaccarelli2, P. Lorenzini2, A. Bandera3, G. Marchetti4, F. Castelli5, 
A. Gori3, E. Girardi6, A. d’Arminio Monforte4 
1University of Bari, Clinic of Infectious Diseases, Bari, Italy, 2National Institute for 
Infectious Diseases ‚Lazzaro Spallanzani’ IRCCS, Clinical Department, Rome, Italy, 
3’San Gerardo’ Hospital - University of Milano-Bicocca, Clinic of Infectious Diseases, 
Monza, Italy, 4San Paolo Hospital, University of Milan, Clinic of Infectious Diseases, 
Milan, Italy, 5University of Brescia and Spedali Civili General Hospital, University 
Division of Infectious and Tropical Diseases, Brescia, Italy, 6National Institute for 
Infectious Diseases ‚L. Spallanzani’, IRCCS, Department of Epidemiology, Rome, Italy 
Presenting author email: annalisa.saracino@uniba.it

Background: Social determinants are known to be a driving force of health inequali-
ties, even in high income countries. Aim of our study was to determine if these 
factors can limit ART access, outcome and retention in care of people living with 
HIV (PLHIV).
Methods: All ART naïve PLHIV of Italian nationality enrolled in the Icona Cohort 
from 2002 to 2016 were included. The association of socio-demographic charac-
teristics (age, sex, risk factor, education, occupational status and residency area) 
with time to ART initiation from 1st-positive anti-HIV test, 1-year probability of 
HIV-RNA <50 cp/mL, and 1-year risk of 1st-ART regimen discontinuation were 
evaluated by Cox regression, Kaplan Meier and log-rank test. Three study periods 
were compared: 2002-2006; 2007-2011; 2012-2016.
Results: A total of 8,023 PLHIV (82% males, median age at first positive anti-
HIV test 36 years, IQR: 29-44) were included, of whom 6,214 (77.5%) started 
ART during the study period. Females, pts aged >50 years, unemployed vs em-
ployed, and people with lower educational levels presented the lowest CD4 count 
at ART initiation. The overall median time to ART initiation was 0.6 years (IQR 
0.1-3.7), with a significant decrease over time [2002-2006=3.3 yrs (0.2-9.4); 
2007-2011=1.0 yrs (0.1-3.9); 2012-2016=0.2 yrs (0.1-2.1), p<0.001]. By multi-
variate analysis, females (p<0.01), IDUs (p<0.001), retired patients (p<0.001) and 
housewives (p=0.18) presented a longer time to ART initiation, while older people 
(per 10 yrs increase) (p<0.001), subjects with higher educational levels (p<0.001), 
unemployed (p=0.02) and students (p<0.001) were more likely to initiate ART. 
Factors associated with 
(a) virological response to ART (HIV-RNA < 50 cp/mL) and with
(b) treatment discontinuation for any cause are shown in Figure 1.

[Figure 1. Multivariate analysis]

Conclusions: Despite median time to ART start decreased dramatically from 2002 
to 2016, socio-demographic factors still contribute to disparities in ART initiation, 
outcome and durability. 

MOPEB0299
Efavirenz use and risk of depression and suicidal ideation 
in HIV-infected adults receiving antiretroviral therapy in 
Southwestern Uganda
J. Chang1,2, A. Tsai2,3,4, J. Haberer2,5, Y. Boum4,6, J. Martin7, P. Hunt8,  
D. Bangsberg4,9,10, M. Siedner2,4,11 
1Duke University School of Medicine, Durham, United States, 2Massachusetts General 
Hospital, Center for Global Health, Boston, United States, 3Massachusetts General 
Hospital, Department of Psychiatry, Boston, United States, 4Mbarara University 
of Science and Technology, Mbarara, Uganda, 5Massachusetts General Hospital, 
Department of Medicine, Boston, United States, 6Epicentre Mbarara, Mbarara, 
Uganda, 7University of Californi, Department of Epidemiology and Biostatistics, San 
Francisco, United States, 8University of California, Department of Medicine, San 
Francisco, United States, 9Oregon Health & Science University, Portland, United 
States, 10Ragon Institute, Boston, United States, 11Massachusetts General Hospital, 
Division of Infectious Diseases, Boston, United States 
Presenting author email: jonathan.chang@duke.edu

Background: There is conflicting evidence on the morbid neuropsychiatric effects 
of efavirenz and limited data in sub-Saharan Africa, where efavirenz remains com-
monly used.
Methods: We analyzed data from 704 participants in the Uganda AIDS Rural 
Treatment Outcomes Study, a cohort of adults in southwestern Uganda observed 
every 3-4 months from 2005-2015. The primary exposure was efavirenz use, de-
fined as a prescription including efavirenz for seven consecutive days and >60/90 
days prior to a visit. Outcomes of interest were: 1) depression, defined by a score 
>1.75 on the Hopkins Symptom Checklist; and 2) self-reported suicidal ideations 
(SI). We fitted generalized estimating equations (GEE) logistic regression models 
and graphed Kaplan-Meier curves to examine the association between efavirenz and 
risk of depression and SI, accounting for baseline depression and SI, demographics, 
CD4 count, viral suppression, ART duration, year of ART initiation, quality of life, 
and heavy alcohol use.
Results: There were no differences at ART initiation in depression or SI among 
those receiving efavirenz versus other regimens (P>0.5). In multivariable-adjusted 
models, use of efavirenz was paradoxically associated with a lower risk of depression 
(GEE AOR 0.51; 95% CI, 0.31-0.82) and was not associated with SI (GEE AOR 
0.60; 95% CI, 0.29-1.24). Results were robust to exclusion of baseline suicidal and 
depressed patients. 

[GEE logistic regression models]

[Kaplan-Meier survival curves]
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Conclusions: We did not identify an association between efavirenz use and an in-
creased risk of depression or SI in southwestern Uganda. Future analyses should 
assess for the possibility of time-varying confounding to corroborate this finding 
and to support efavirenz as a first-line agent in the region. 

MOPEB0300
Durability of rilpivirine- and integrase inhibitor-based  
first-line regimens in HIV-infected patients starting 
antiretroviral therapy with a viral load < 100,000 copies/mL: 
data from the ICONA Foundation Study
N. Gianotti1, F. Maggiolo2, A. Cozzi-Lepri3, A. Antinori4, S. Nozza1, G. Lapadula5, 
A. De Luca6, C. Mussini7, A. d’Arminio Monforte8, ICONA Foundation Study 
Group 
1San Raffaele Scientific Institute, Infectious Diseases, Milano, Italy, 2ASST Papa 
Giovanni XXIII, Infectious Diseases, Bergamo, Italy, 3University College London, 
London, United Kingdom, 4National Institute for Infectious Diseases, Infectious 
Diseases, Roma, Italy, 5Ospedale San Gerardo  ASST Monza  Brianza, Infectious 
Diseases, Monza, Italy, 6Siena University Hospital, Infectious Diseases, Siena, Italy, 
7Azienda Ospedaliero Universitaria Policlinico di Modena, Infectious Diseases, Modena, 
Italy, 8Clinic of Infectious Diseases, S. Paolo Hospital, University of Milan, Milano, Italy 
Presenting author email: nicola.gianotti@hsr.it

Background: Aim of the study was to compare the durability of rilpivirine (RPV)  
and integrase inhibitor (InSTI)-based first-line regimens in HIV infected patients 
starting antiretroviral therapy (ART) with < 100,000 HIV- RNA copies/mL.
Methods: Patients enrolled in ICONA Cohort who started ART since January 
2012 with HIV- RNA < 100,000 copies/mL, RPV or one InSTI, ≥1 follow- up visit 
thereafter, were included in this analysis.
Primary endpoint: cumulative probability of treatment failure (TF=confirmed vi-
rological failure >50 copies/mL or discontinuation of ≥1 drug in the regimen), as 
assessed by Kaplan- Meier method and log-rank test; independent associations were 
investigated by Cox regression.
Results: 1476 patients, 18% females, 4% in stage C, 10% with a CD4+ nadir < 200/
µL, included in the analysis. 815 and 661 started RPV and InSTI (38% elvitegravir/
cobicistat, 42% dolutegravir, 21% raltegravir), 96% and 73% with tenofovir/emtric-
itabine, respectively.
Over a median (Q1-Q3) follow-up of 17 (7-28) and 8 (2-15) months in the RPV and 
in the InSTI group, the cumulative probability of TF was higher in the InSTI group 
(p< .0001, Figure, panel A), but there was no difference when considering only 
patients who started a single table regimen (STR, Figure panel B). 

[Figure. Study outcomes.]

The main reason for discontinuation in the InSTI group was treatment simplifica-
tion (43/114=38%). After adjusting for age, gender, nation of birth, mode of HIV 
transmission, hepatitis co infection, stage C, tenofovir/emricitabine vs. abacavir/
lamivudine as backbone, baseline CD4+ count and HIV- RNA and year of start-
ing ART, risk of TF was independently associated with treatment with InSTI (AHR 
[95%CI]=2.41 [1.75-3.31]; p< .001).
Conclusions: In patients starting ART with < 100,000 HIV-RNA copies/mL, the 
risk of TF was lower in patients starting a RPV-based treatment compared to those 
initiating InSTIs, but there was no longer a difference when restricting to STR 
regimens. A STR seems to be a key factor for the durability of initial antiretroviral 
treatment. 

MOPEB0301
Similar reduction of blood HIV-1 DNA reservoir with  
raltegravir and efavirenz in HIV-infected patients co-infected 
with tuberculosis
H. Delagrèverie1,2, C. Bauduin3, B. Grinsztejn4, N. De Castro5, J.H. Pilotto6,  
C. Brites7, N.T. Barcellos8, G. Chêne9, L. Wittkop3, J.-M. Molina10,11,  
C. Delaugerre11,12 
1Hôpital Saint Louis, Laboratoire de Virologie, Paris, France, 2INSERM U941, 
Université Paris Diderot, Paris, France, 3Université de Bordeaux, ISPED - Inserm 
U1219, Bordeaux, France, 4Evandro Chagas Clinical Research Institute-Fiocruz, STD/
AIDS Clinical Research Laboratory, Rio de Janeiro, Brazil, 5Hôpital Saint Louis, 
Service des Maladies Infectieuses, Paris, France, 6Hospital Geral de Nova Iguaçu, 
Departamento de DST/AIDS, Rio de Janeiro, Brazil, 7Hospital Universitário Prof 
Edgar Santos, Laboratório de Pesquisa em Doenças Infecciosas, Bahia, Brazil, 8Health 
State Secretariat/RS, Hospital Sanatório Partenon, Porto Alegre, France, 9INSERM, 
Institut de Santé Publique, Paris, France, 10Hôpital Saint-Louis, Service des Maladies 
Infectieuses, Paris, France, 11INSERM U941, Université Paris Diderot, Hôpital Saint 
Louis, Paris, France, 12Hôpital Saint-Louis, Laboratoire de Virologie, Paris, France 
Presenting author email: heloise.delagreverie@aphp.fr

Background: Faster viremia control is obtained on integrase inhibitor (INI)-based 
compared to non-nucleoside reverse transcriptase inhibitor (NNRTI)-based regi-
mens. The respective effects of INI and NNRTI on HIV DNA reservoir are un-
known. We studied the evolution of HIV-1 DNA quantification over the first year of 
treatment with efavirenz or raltegravir-based regimens.
Methods: The ANRS REFLATE I phase 2 study was a non-comparative, open-label, 
randomized trial including antiretroviral-naive patients with HIV-1 infection and tu-
berculosis to receive raltegravir 400mg (RAL400), raltegravir 800mg (RAL800) 
or efavirenz (EFV) with tenofovir and lamivudine. Total HIV-1 DNA load in TCD4+ 
cells was quantified using Biocentric Generic HIV DNA Cell kit in blood samples 
obtained at week 0 (W0), week 24 (W24) and week 48 (W48). HIV-1 DNA levels 
and changes over time in the 3 treatment groups were compared with a linear mixed 
model including random effects on intercept and slope.
Results: Blood samples (including at least W0 baseline sample) were available 
for 126 participants (RAL400, n=40; RAL800, n=41; EFV, n=45), mostly men 
(71.4%) and a median (IQR) age of 36 (30-44) years. Baseline median (IQR) 
plasma HIV-1 RNA was 4.9 (4.4-5.5) log10copies/ml and median CD4+ count was 
140 (61-305) cells/mm3. Treatment led to plasma HIV-1 RNA < 50copies/ml in 
RAL400 (79% at W24 and 91% at W48), RAL800 (89% and 85%) and EFV (76% 
and 90%) arms. Respective median TCD4+ increases from inclusion to W24 and to 
W48 were 195 (76-370) and 214 (161-372) in the RAL400 arm, 134 (76-233) and 
222 (108-395) in the RAL800 arm, and 170 (88-268) and 216 (87-328) in the 
EFV arm. Median (IQR) HIV-1 DNA (log10copies/106 CD3+CD4+ cells) at inclu-
sion was 4.7 (4.2-5.1) in the RAL400 arm, 4.6 (4.2-5) in the RAL800 arm and 
4.9 (4.4-5.1) in the EFV arm (Kruskall-Wallis p=0.28). Estimated HIV-1 DNA de-
creases (log10copies/106CD3+CD4+ cells) per one year were -0.91 in the RAL400 
arm, -0.90 in the RAL800 arm and -0.93 in the EFV arm (p=0.98).
Conclusions: In AIDS patients with tuberculosis, HIV-1 DNA decrease in blood 
was estimated as 1 log10 copies/106CD3+CD4+ cells over 1 year, with either dose of 
raltegravir and efavirenz in combination with TDF/3TC. 



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Poster
Exhibition

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

77 77

MOPEB0302
Treatment of acute HIV with elvitegravir, cobicistat, 
emtricitabine and tenofovir
K. McGee1, L. Filiatreau2, A. Crooks2, C. Gay2, J. Kuruc2, C. Hicks3, J. Eron2, 
D.M. Margolis2, G. Ferrari4, M. McKellar1 
1Duke University Medical Center, Division of Infectious Diseases, Durham, United 
States, 2University of North Carolina at Chapel Hill, Chapel Hill, United States, 
3University of California at San Diego, San Diego, United States, 4Duke University 
Medical Center, Durham, United States 
Presenting author email: kara.mcgee@duke.edu

Background: Prompt diagnosis and treatment of Acute HIV Infection (AHI) may 
have important clinical and public health benefits. This study sought to determine 
if integrase inhibitor (InSTI)-based antiretroviral treatment (ART) initiated during 
AHI suppresses HIV replication more rapidly than efavirenz-based ART.
Methods: This is a prospective, multicenter, single arm, 48-week open-label study 
of co-formulated elvitegravir (EVG), cobicistat (COBI), emtricitabine (FTC), and 
tenofovir disoproxil fumarate (TDF) initiated within 30 days of AHI diagnosis. The 
primary endpoint is the proportion of participants with HIV RNA < 200 copies/mL 
(c/mL) by week 24 and < 50 c/mL at week 48. We compared the time to viral sup-
pression in this study population to that of a previously studied cohort of patients 
treated within 30 days of AHI with co-formulated FTC/TDF/Efavirenz (EFV) using 
the Wilcoxon-Mann-Whitney test.
Results: Between September 2012 and April 2015, 33 participants with AHI start-
ed InSTI-based ART. Their median age was 26 years (range 18-54), 64% were black, 
and most (76%) were MSM. Three participants discontinued early, leaving 30 study 
participants for analysis. In a previous study, 90 acutely infected participants were 
treated with EFV-based ART between January 2005 and December 2011, and 89 
remained on ART and included in time to suppression analysis. Demographic data 
was similar in both groups, as was time to ART initiation, median pre-treatment 
CD4 count and peak HIV RNA. Of those treated with InSTI-based ART, 29/30 
(97%) achieved HIV RNA < 200 copies by week 24, and 26/30 (87%) to <50 cop-
ies/mL by week 48, compared to 92% at week 24 and 80% at week 48 of partici-
pants treated with EFV-based ART. The median time from ART initiation to viral 
suppression was significantly more rapid for InSTI-based ART patients (HIV RNA 
<200 copies/mL at 26 days (range 7-132) and <50 copies/mL at 54 days (range 
12-251) compared to EFV-based ART [65 days (range 7-523) and 105 days (range 
14-523)] respectively (p<0.0001).
Conclusions: Once daily InSTI-based ART with EVG/COBI/FTC/TDF in acute 
HIV infection achieves rapid HIV suppression, potentially limiting infectivity 
during a period of high infectiousness. These results support the use of integrase 
inhibitor-based treatment for AHI. 

MOPEB0303
Long-term outcomes in antiretroviral naïve patients starting 
efavirenz- vs. boosted protease inhibitor-based ART in the 
Caribbean, Central, and South America network for HIV 
epidemiology (CCASAnet)
Y. Caro-Vega1, P.F. Belaunzarán-Zamudio1, B.E. Crabtree-Ramírez1,  
B.E. Shepherd2, D. Machado3, P. Rebeiro4, B. Grinsztejn5, M. Wolf6, D. Padgett7, 
J.W. Pape8, E. Gotuzzo9, C.C. McGowan10, J.G. Sierra-Madero1, Caribbean, 
Central and South America Network for HIV Epidemiology (CCASAnet) 
1Instituto Nacional de Ciencias Médicas y Nutrición Salvador de Zubirán, Infectious 
Diseases, Mexico, Mexico, 2Vanderbilt University, Department of Biostatistics, 
Nashville, United States, 3EPM- Universidade Federal de São Paulo, Disciplina de 
Infectologia Pediátrica, São Paulo, Brazil, 4Vanderbilt University, Medicine, Nashville, 
United States, 5INS, AIDS Research Unit, Rio de Janeiro, Brazil, 6Fundación Arriarán, 
Santiago, Chile, 7INS, Tegucigalpa, Honduras, 8Le Groupe Haitien d’Etude du 
Sarcome de Kaposi et des Infections Opportunistes, Port-au-Prince, Haiti, 9Instituto 
de Medicina Tropical Alexande von Humboldt, Lima, Peru, 10Vanderbilt University, 
Nashville, United States 
Presenting author email: yanink.caro@infecto.mx

Background: Efavirenz (EFV) and boosted Protease Inhibitors (PI) are preferred 
options for the third component of first-line antiretroviral regimens (FAR) in Latin 
America. Clinical trials and meta-analyses have shown comparable short-term ef-
ficacy between both. Long-term follow-up could provide additional information on 
clinical outcomes, especially considering expected long-term use and increasing 
life-expectancies of people living with HIV (PLWH). We assessed the durability 
and long-term outcomes of patients receiving EFV or PI as the third component 
of FAR in our region.
Methods: ART-naïve PLWH ≥18 years old, enrolled in CCASAnet, and start-
ing EFV- or PI-based FAR (Lopinavir/ritonavir or Atazanavir/ritonavir) between 
2000-2016 were included. Outcomes were: Time on FAR and events ending FAR 

(i.e., virologic failure(VF), treatment interruptions >180 days (TI), death, and/or 
loss to follow-up (LTFU)). Events were compared between groups at 1, 3, 5, and 10 
years of follow-up. Kaplan-Meier estimators for median times were generated and 
stratified by baseline CD4 (> or ≤200 cells/µL).
Results: We included 14,519 patients: 12,898 (89%) started EFV and 1,621 (11%) 
a PI. Median time on EFV was 5.2(IQR: 5.0-5.4) and on PI was 4.1 (IQR: 3.6-
4.5) years; p-value <0.001. There were differences in median time on FAR among 
patients starting ART with >200 cells/µL (5.52 years for EFV vs. 3.77 years for PI; 
p-value <0.01). Differences between outcomes were found at 1, 3 and 5 years of 
follow-up (Figure 1). 
Including the first event during all the follow-up there were 6,474 (50%) first-
line-ending events in the EFV group: 854 (13%) deaths, 3,185 (49%) LTFU, 2,235 
(34%) VF and 200 (3%) TI. In the PI group, we observed 843 (52%) first-line-
ending events: 84 (10%) deaths, 364 (43%) LTFU, 372 (44%) VF and 23 (3%) TI 
(p-value <0.001). 

[Figure 1. Distribution of outcomes by FAR at first, third, fifth and tenth year of 
follow-up]

Conclusions: In this ART-naïve cohort, duration of FAR was longer with EFV than 
PI. These differences were observed only in those with >200 CD4 cells/µL and were 
explained mostly by differences in rates of VF. 

MOPEB0304
Psychological and social implications of initiating antiretroviral 
therapy (ART) in the Spanish CoRIS Cohort patients from 
the perspective of patients, clinicians, and representatives of 
nongovernmental organizations (NGOs)
D. Alvarez del Arco1,2,3, D. Pascual4, F. Pulido5, R. Rubio5, F. Gutiérrez6,  
J. Peraire7, F. Segura8, I. Suárez García9, D. Dalmau10, E. Bernal11, J. Berenguer12,  
I. Santos13, J. Iribarren14, J. Portilla15, P. Arazo16, E. Ribera17, J. Gonzalez-García18,  
S. Moreno19, I. Jarrin1,3, CoRIS Study Group 
1Instituto de Salud Carlos III, National Centre for Epidemiology, Madrid, Spain, 
2Universidad Complutense de Madrid, Facultad de Ciencias Políticas y Sociología, 
Madrid, Spain, 3CIBER de Epidemiologia y Salud Publica, Barcelona, Spain, 
4Asociación CoRIS, Madrid, Spain, 5Hospital Universitario Doce de Octubre, Madrid, 
Spain, 6Hospital de Elche, Elche, Spain, 7Hospital Universitari Joan XXIII, Tarragona, 
Spain, 8Corporació Sanitària Parc Taulí, Sabadell, Spain, 9Hospital Infanta Sofía, 
Alcobendas, Spain, 10Hospital Universitari Mutua Terrassa, Tarrasa, Spain, 11Hospital 
General Universitario Reina Sofía, Murcia, Spain, 12Hospital Gregorio Marañón, 
Madrid, Spain, 13Hospital Universitario La Princesa, Madrid, Spain, 14Hospital 
Donosti, Donosti, Spain, 15Hospital de Alicante, Alicante, Spain, 16Hospital Miguel 
Servet, Zaragoza, Spain, 17Hospital de la Vall d’Hebron, Barcelona, Spain, 18Hospital 
Universitario La Paz, Madrid, Spain, 19Hospital Ramón y Cajal, Madrid, Spain 
Presenting author email: pulidof@gmail.com

Background: We aim to assess the impact of initiating ART on patients’ Health-
Related Quality of life (HRQoL) from the perspective of clinicians, community 
representatives and patients.
Methods: Qualitative research with 2 focus groups (FG) with clinicians (n=9/n=8), 
2 in-depth interviews with NGO’s representatives and 9 with patients from CoRIS. 
We selected patients who had recently started ART. A specific script containing 
main themes was used for each profile. FG and interviews were registered, tran-
scribed, codified and a content analysis was performed.
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Results: ART initiation is reported as a turning point where HIV+ patients consider 
themselves as “sick persons”. Before ART initiation, patients’ fears of side effects, 
largely lipodystrophy and other visible signs because of HIV stigmatization. Patients 
also report anxiety related to ART and the impact on their professional life. Upon 
ART initiation, there is no consensus regarding the timing or who should be respon-
sible for taking the decision to initiate ART. Clinicians consider themselves as the 
most qualified to make this decision, while NGOs favor empowering patients, and 
among patients, there are not agreement. The choice of ART is not entirely up to 
the clinicians, but is based on hospital guidelines, varying by Spanish Autonomous 
Communities, and cost of ART is key in the decision-making process. Of available 
ARTs, the choice of treatment by clinicians is driven by patients’ lifestyles, resis-
tance tests and drugs interactions. Once ART is initiated, side effects are uncom-
mon but have important implications on patients’ HRQoL. Psychological implica-
tions of treatment are linked to the anxiety of involuntary disclosure of HIV status. 
Patients often hide their pills and worry about being seen collecting the medication 
at the hospital pharmacy. Patients relate their ART with the feeling of being ill and 
often report non-adherence to ART as “escaping” from the disease. Clinicians, pa-
tients and NGOs agree that nonadherence often occurs when patients find it dif-
ficult to maintain a routine.
Conclusions: ART has important social cost as psychological charge of feeling sick 
and anxiety derived from be discovered with HIV. These feelings have important 
implications on adherence and thus, on virological failure that may increase treat-
ment costs for the Health National System. 

MOPEB0305
Faster immune-virological response following initiation  
of first line NNRTI- and INI-based antiretroviral therapy 
compared to boosted PI-containing regimens: a real life  
cohort study (2010-2015)
L. Gazzola, F. Bai, A. Tavelli, T. Bini, G. Marchetti, A. d’Arminio Monforte 
University of Milan, Department of Health Science, S. Paolo Hospital, Clinic of 
Infectious Diseases, Milan, Italy 
Presenting author email: francesca.bai@unimi.it

Background: We aimed to evaluate viro-immunological response in untreated HIV-
positive patients starting a boosted-PI-, NNRTI- or INI-based cART.
Methods: Cohort study on antiretroviral-naive patients starting a triple boosted-
PI-, NNRTI- or INI-based cART (01/01/2010-31/12/2015). Time to virological 
success (VS:confirmed HIV-RNA< 40 copies/mL) and time to immunological re-
sponse (IS1, increase of >100/mmc CD4+ from baseline; IS2, increase to >500/
mmc CD4+ in patients starting≤350/mmc; IS3, increase to ≥1 CD4/CD8 in pa-
tients starting with ratio< 1) were evaluated (Kaplan-Meier,Cox analyses, intention-
to-treat).
Results: We enrolled 427 patients: 

 PI-based cART 
(N 180)

NNRTI-based 
cART (N 159)

INSTI-based cART 
(N 88) p values

Age, median (IQR) 38 (33-45) 37 (30-42) 44 (35-51) 0.0001
Female, % 18.7 13.3 18.4 0.4
Caucasian, % 76.3 86 85.2 0.15
MSM, % 53.8 68.3 58.9 0.11
CD4+ nadir(cells/mmc), 
median (IQR) 277 (143-381) 385 (285-439) 385 (179-417) 0.0001

Baseline Log10 HIV-RNA 
copies/mL, median (IQR) 4.8 (4.1-5.3) 4.2 (3.7-4.7) 4.7 (4.1-5.2) 0.552

Antiretroviral backbone, %
TDF/FTC 90.2; 
ABC/3TC 5.8; 
ZDV/3TC 4.0

TDF/FTC 94.4; 
ABC/3TC 5.0; 
ZDV/3TC 0.6

TDF/FTC 75.6; 
ABC/3TC 24.4; - -

Antiretroviral third drug, % DRV/r 60.7; ATV/r 
29.5; LPV/r 9.8

EFV 52.2; RPV 
45.3; NVP 2.5

RAL 28.4; EVG/
cobi 40.9 DGT 30.7 -

[Demographic and immuno-virological characteristics]

After a mean follow-up of 5.9 months (95%CI 5.2-6.6), the 6-month probability of 
VS was 61.8% (95%CI 54.4-69.2) for boosted-PI, 79.9% (95%CI 73.5-86.3) for 
NNRTI and 72.6% (95%CI 61.8-83.4) for INI (p=0.0002). A higher probability of 
VS with NNRTI and INI was confirmed after adjustment for baseline HIV-RNA and 
CD4+; the other predictive factor of VS was lower HIV-RNA. The 12-month prob-
ability of IS1 was 75.7% (95%CI 69.1-82.3) for boosted-PI, 82.6% (95%CI 76.6-
88.6) for NNRTI and 81.3% (95%CI 68.5-94.3) for INI (p=0.03); no difference 
in IS2-IS3. Predictors of IS1 were: NNRTI, younger age, lower CD4+ and higher 
HIV-RNA. Higher CD4+ was the strongest predictor of long-term immunological 
reconstitution (IS2-IS3), younger patients showed an increased probability of IS2. 

VS IS1 IS2 IS3
AOR 

(95%CI) P AOR 
(95%CI) P AOR 

(95%CI) P AOR 
(95%CI) P

Age 
(for add year) 1.0 (0.9-1.0) 0.9 0.9 (0.9-1.0) 0.04 0.9 (0.9-1.0) 0.1 0.9 (0.9-1.0) 0.01

Female 
(vs male) 1 (0.6-1.4) 0.9 0.8 (0.6-1.3) 0.5 0.9 (0.5-1.7) 0.8 1.5 (0.8-2.3) 0.2

Eterosex
MSM
TD ex-TD

1
1.2 (0.9-1.6)
0.7 (0.3-1.4)

0.2
0.3

1
1.3 (0.9-1.7)
0.6 (0.4-1.1)

0.07
0.7

1
1.2 (0.8-1.8)
0.4 (0.1-1.4)

0.3
0.2

1
0.8 (0.5-1.5)
1.0 (0.3-3.1)

0.6
0.9

Baseline CD4+ 
count (for add 
100 cells/mmc)

1.0 (0.9-1.1) 0.5 0.8 (0.8-0.9) 0.001 2.3 (1.8-3.0) <0.001 1.3 (1.2-1.5) <0.0001

Baseline Log10 
HIV-RNA 
copies/mL 
(for add log10)

0.8 (0.7-0.8) 0.0002 1.1 (1.0-1.3) 0.005 1.1 (0.9-1.3) 0.2 0.9 (0.7-1.1) 0.4

PI
NNRTI
INSTI

1
1.6 (1.2-2.1)
1.5 (1.2-2.1)

0.0002
0.01

1
1.3 (1.0-1.5)
1 (0.7-1.5)

0.03
0.8

1
1.1 (0.7-1.6)
1.3 (0.6-2.9)

0.4
0.4

1
0.7 (0.5-1.2)
1.1 (0.5-2.4)

0.2
0.7

[Probability of VS/IS by Cox analyses]

Conclusions: In this observational setting patients given first-line NNRTI or INI, 
compared to boosted-PI, displayed a faster virologic response. In NNRTI the ear-
lier virologic suppression seems to drive a rapid immunological recovery, suggesting 
T-cells redistribution from lymphoid compartment. Conversely, adequate immune 
reconstitution is predicted by higher baseline CD4+, independently by cART regi-
men, confirming the role of an early cART initiation. 

MOPEB0306
Can WHO guidelines use observational data? An empirical 
comparison of three methods for adjusting observational data 
and a meta-analysis of randomized controlled trials (RCT)
G. Rutherford, M.L. Lindegren 
University of Calfornia, San Francisco, Epidemiology and Biostatistics, San Francisco, 
United States 
Presenting author email: george.rutherford@ucsf.edu

Background: RCTs provide the strongest evidence for efficacy of an intervention. 
Observational studies can inform clinical guidelines when RCT data are lacking. 
Using data from IeDEA and a meta-analysis of RCTs, we compared how closely 
three different strategies for adjusting observational data approximated RCT re-
sults approximated RCT results.
Methods: We compared two initial regimens, TDF+XTC+EFV with all other two-
drug NRTI combinations + EFV. We calculated RR and 95% CI for 96-week all-
cause mortality and 48-week retention in care on initial regimen in ART-naïve HIV-
infected adults ≥16 years old IeDEA participants in six regions using three separate 
adjustment techniques: (1) propensity scores for receiving TDF+XTC+EFV based 
on sex, age, country and baseline CD4 count with each individual matched to one 
individual receiving 2NRTIs + EFV with a similar propensity score (within 0.001); 
(2) a multivariable regression model controlling for the same variables as the pro-
pensity score; and (3) a meta-analysis by IeDEA region using a random effects 
model. We compared these estimates to those from a systematic review of seven 
RCTs.
Results: For the propensity score-matched analysis and the multivariable regres-
sion model we evaluated 19,470 IeDEA participants. For the regional meta-analy-
sis, we evaluated 58,232 for retention and 47,985 for mortality. For mortality, all 
three methods overlapped with the 95% CI of the RCT meta-analysis; propensity 
scoring and multivariable regression estimates produced results closer to the RCT 
RR than the meta-analysis by region. For retention, all three estimates overlapped 
the 95% CI of the RCT meta-analysis; again propensity score matching and multi-
variable regression produced results closer to the RCT RR.

 96-week mortality RR 
(95% CI)

48-week retention on initial 
regimen RR (95% CI)

Propensity score matched 0.99 (0.89-1.10) 1.13 (1.12-1.15)
Multivariable regression model 1.01 (0.92-1.12) 1.12 (1.11-1.14)
Meta analysis by IeDEA region 0.84 (0.61-1.16) 1.09 (1.03-1.16)
Systematic review of RCTs 1.00 (0.14-7.07) 1.14 (1.01-1.30)

[Comparison of outcomes from IeDEA ob]

Conclusions: The effectiveness of initial ART regimen estimated from IeDEA data 
analysed using propensity scoring and multivariable regression closely approximates 
efficacy as measured by meta-analysis of RCTs, but not the regional meta-analysis. 
Future guidelines may consider using IeDEA and other large cohort data to explore 
questions of effectiveness of different ART regimens overall and in specific patient 
subsets. We recommend propensity score matching if numbers of subjects are suf-
ficiently large. 
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MOPEB0307
Demographic correlates of survival in adult HIV-infected 
patients initiating first-line antiretroviral therapy in Nigeria:  
a 7-year prospective cohort study
A. Onovo1, E. Okechukwu2, U. Roxo3, K. Badiane4, H. Kang4 
1US Agency for International Development (USAID), Strategic Information and 
Geographic Information System, Abjua, Nigeria, 2US Agency for International 
Development (USAID), Continuum of Care and Treatment, Abjua, Nigeria, 3US 
Agency for International Development (USAID), Office of HIV/AIDS, Washington, 
United States, 4US Agency for International Development (USAID), Office of HIV/
AIDS, Abuja, Nigeria 
Presenting author email: aonovo@usaid.gov

Background: USAID Nigeria through PEPFAR supports the provision of 
Antiretroviral Therapy (ART) to eligible HIV-infected persons in Nigeria since 
2004. Universal access to ART has been the program focus. Complementary to 
this work is attention to survival outcomes of the ART program. This study assesses 
survival and associated demographic correlates among HIV-infected patients on 
ART in the six geographic regions of Nigeria.
Methods: A cohort of 10,278 adult patients who initiated first-line ART between 
January 2009 and December 2010 at 17 ART centers was followed-up for seven 
years. Follow-up time was calculated from the date of ART initiation to date of 
death or censoring. The censor date included date patient stopped ART or date of 
last visit. Data from patient medical records were extracted and mortality rate (per 
1000 person-years [PY]) calculated. Kaplan-Meier method was used to estimate 
probability of survival and Cox regression applied to assess predictors of mortality 
by adjusted-age and sex; and lost to follow-up (LTF) accounted for using competing 
risk regression.
Results: The 69.1% of the cohort was female, and 3,243 were LTF. Median age 
at ART initiation was 33 years (IQR:28-40). Of the total 341 deaths, 60% were 
females, and 39% of deaths occurred within 12 months of commencing ART. The 
estimated mortality per 1000 PY at 12, 24, 36, 48, 60, 72 and 84 months was 
2.83, 0.97, 1.18, 1.03, 0.70, 0.36 and 0.13 respectively. In Kaplan-Meier analysis, 
the one-year survival probability was 0.98 (95%CI, 0.96-1.00); seven-year sur-
vival probability was 0.94 (95%CI: 0.91-0.97). Males were associated with lower 
risk of death than females, which was similar for Cox regression (adjusted hazard 
ratio [AHR]: 0.72; 95%CI: 0.57-0.90,p< 0.004) and competing risk regression 
(ASHR: 0.87; 95%CI 0.81-0.94,p< 0.001). The hazard for age groups of 50-59 
years (AHR: 1.25,p< 0.015), 60-69 years (1.69,p< 0.0001) and over 70 years 
(AHR: 2.11,p< 0.001) were associated with mortality.
Conclusions: In this study, mortality among HIV-infected patients on ART 
was highest within first year of commencement of ART and declined over time. 
Mortality was independently associated with female and older age groups. Findings 
can inform better design of differentiated care approaches for these patient popu-
lations. 

MOPEB0308
Assessment of the impact of persistent low-level viremia  
on the subsequent risk of virologic failure in a cohort of people 
living with HIV after 7 years of observation in Mauritania
M. Kelly1, Z. Fall Mlaick2, B. Lo3 
1Institut National de Recherches en Santé Publique, Nouakchott, Mauritania, 2Institut 
National d’Hépato-Virologie (INHV), Nouakchott, Mauritania, 3Université de 
Nouakchott, Nouakchott, Mauritania 
Presenting author email: moussakelly@yahoo.fr

Background: The prognosis of people living with HIV has improved consistently in 
developed countries since the advent of antiretroviral therapy (ART) in 1996.
The current goal of antiretroviral therapies (ART) is to maintain HIV virologic 
suppression below limits of assay detection. When viral loads remain in low-level 
viremia (LLV), especially between 50-200 copies/mL, the best management and 
clinical consequences remain unknown. 
Our objective was to study the long-term impact of persistent LLV on subsequent 
risk of virologic failure (>1000 copies/ml) in a cohort of people living with HIV in 
Mauritania.
Methods: We used data from an opened cohort of 605 HIV infected patients of the 
Ambilatoire Treatment Centre (CTA) and oriented in Nouakchott virology labora-
tory of the National Institute for Research in Public Health (INRSP) for biological 
monitoring. 
We compared the cumulative incidence of subsequent virologic failure (HIV RNA 
>1000 copies/mL) in patients under ART for at least 12 months, following 4 per-
sistence status (< 50, 50-199, 200-499 and 500-999 copies/mL) for 6, 9 or 12 
months using Kaplan-Meier analysis. The association between subsequent virologic 
failure and persistence status were estimated using Cox proportional hazards model.

Results: it was about 314 women (52 %) and of 291 men (48 %). The median age 
was of 36 years.
The cumulative incidence of virologic failure one year after having maintained a LLV 
for 6 months was 19 % (95%CI: 10.5- 30.6) for 50-199 copies/mL, 27.4%(95%CI: 
14.9-33.6) for 200-499 copies/mL and 45.3%(95%CI:39.2-70.3) for 500-999 
copies/mL, compared to 5.7% (95%CI:4.3-7.2) when remaining undetectable. 
Even after adjustment for potential confounders, persistent LLV of 50-199 cop-
ies/mL for 6 months doubled the risk of virologic failure (Hazard Ratio=2.22, 
95%CI:1.60-3.09) when compared to undetectable viral loads for the same dura-
tion. Similar results have been found for persistent LLV of 9 or 12 months.
Conclusions: In this cohort, all sub-categories of persistent LLV between 50-999 
copies/mL were associated with an increased risk of virologic failure. The results 
shed new light for the management of patients with LLV, especially with regards to 
LLV of 50-199 copies/mL. 

MOPEB0309
Efficacy and cost-effectiveness of reducing drug burden in 
patients with cART ≥ 4 drugs regimen in the Infectious Disease 
Department of Pitié-Salpêtrère Hospital: the Ecovir study
M.-A. Valantin1,2, L. Durand3, M. Wirden4, L. Assoumou2, G. Peytavin5,  
G. Kunapalan2, F. Caby1,2, C. Soulié4, T.T.-T. Nguyen4, R. Tubiana1,6, M. Kirstetter1,  
I. Dosda3, H. Junot3, A.-G. Marcelin2,4, P. Tilleul3, C. Katlama1,2 
1AP-HP, Hôpital Pitié-Salpêtrière, Service de Maladies Infectieuses et Tropicales, Paris, 
France, 2Sorbonne Universités, INSERM, UPMC Univ Paris 06, Institut Pierre Louis 
d’Épidémiologie et de Santé Publique (IPLESP UMRS 1136), Paris, France, 3AP-HP, 
Hôpital Pitié-Salpêtrière, Pharmacie Hospitalière, Paris, France, 4AP-HP, Hôpital 
Pitié-Salpêtrière, Service de Virologie, Paris, France, 5AP-HP, Hôpital Bichat Claude-
Bernard, Service de Toxicologie, Paris, France, 6Sorbonne Universités, INSERM, 
UPMC Univ Paris 06, Institut Pierre Louis d’Èpidémiologie et de Santé Publique 
(IPLESP UMRS 1136), Paris, France 
Presenting author email: marc-antoine.valantin@aphp.fr

Background: Patients with experience of virological failure (VF) have accumulated 
drugs to achieve viral suppression (VS). New drugs offer opportunity to reduce 
drug burden in patients suppressed a multi-cART.
Methods: ECOVIR is a prospective, single center, intervention study aiming at 
evaluating whether drug reduction in virologically suppressed patients, could main-
tain VS over 48 weeks. Patients were included with a cART ≥ 4 drugs regimen (4-
DR) for ≥24 weeks, a pVL ≤ 50copies/ml for ≥12 months. Intervention based on 
a multidisciplinary expert advice consisted in discontinuation of genotypically less 
susceptible drugs (based on the ART history, cumulative drug resistance (ANRS-
algorithms), intolerance and drug-drug interactions) to reach a final optimized 
antiretroviral treatment (OAT) with ≤ 3-DR for a Genotypic Susceptibility Score 
≥2. Primary end point was maintenance of viral suppression at W24. The study was 
designed to show an efficacy >80% assuming a success rate of >92% with a power 
of 90%.
Results: From 146 individuals with cART ≥4-DR, 89 were enrolled. OAT was 
proposed in 82 (92%) patients, 11 patients did not switched (physician decision 
9/11, patient decision 2/11) leaving 71 (80%) patients switching to OAT. Baseline 
characteristics (median, IQR) were: age: 57(51-63) years, CD4: 584(416-758)/
mm3, duration of treatment: 20.8(18.2-23.0) years, viral suppression: 5.4(2.8-8.1) 
years. Cumulative resistance profile showed full/intermediate resistance: lamivu-
dine/emtricitabine (92%), abacavir (76%/14%), tenofovir (41%/32%), efavirenz/ne-
virapine (72%), rilpivirine (54%), etravirine (20%/18%), atazanavir (72%/4%), da-
runavir-QD (42%/6%), raltegravir (13%), dolutegravir-QD (0%/7%). Intervention 
led to decrease the use of NRTI (from 93% to 21%, p<0.001), PI (from 75% to 
52%, p<0.001) and maraviroc (from 32% to 17%, p<0.001). Use of INI raised from 
66% to 76% (p=0.020). Overall, 24% of patients switched from ≥4-DR to a 3-DR 
and 76% to a 2-DR. Success rate of OAT at W24 was 93.9% (95%CI: 84.4-97.6, 
Kaplan-Meier estimate). Four patients experienced VF (at W4, 8, 12 and 24), all 
with VL <600cp/ml and no emergence of resistance mutations and were subse-
quently resuppressed. ART monthly cost decreased from 1745.00€ to 1120€ 
(-36%, p<0.001).
Conclusions: Even in multi-cART treated patients with high level resistance, indi-
vidualized strategies can offer 2-DR options with a significant economic impact and 
ensure virological success. 
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MOPEB0310
Dual therapy with dolutegravir plus darunavir/cobicistat  
as salvage therapy regimen. Results at 24 weeks
S. De La Fuente1, A. Gutierrez2, A. Gomez2, A. Díaz-de Santiago1, Á. Anula1,  
I. Pintos1, F. Roque1, J. Sanz1, A. Ángel-Moreno1 
1Hospital Universitario Puerta de Hierro Majadahonda, Internal Medicine, Madrid, 
Spain, 2Hospital Universitario La Princesa, Internal Medicine, Madrid, Spain 
Presenting author email: ddsalbertorubio@hotmail.com

Background: HIV-1 infected patients with suspected or confirmed resistance to 
one or more families of antiretroviral drugs receive complex and expensive salvage 
regimens. Dual therapy with dolutegravir (DTG) plus darunavir/cobicistat (DRV/c) 
is especially attractive as a salvage regimen due to the absence of analogues, high 
genetic barrier and simplicity. The aim of this study was to evaluate the efficacy and 
safety of this dual therapy in pretreated HIV patients with virological failure (VF) 
or suppressed under other antiretroviral salvage therapy.
Methods: Retrospective study of HIV-1 infected patients on treatment with DTG-
DRV/c for at least 24 weeks. We describe baseline characteristics, treatment his-
tory, and reasons for the change. Efficacy, tolerability and durability of this therapy 
were analyzed, as well as economic impact.
Results: We analyzed 44 patients (72.2% males), mean age 50.73 years, with a 
mean length of HIV infection of 18.6 years. Most of them had a nadir CD4 cell 
count below 200 cells/mm3 and 24 patients (54.5%) had experienced a CDC Class 
C event. All patients had received NRTI, 35 (79.5%) NNRTI, 41 (93.2%) protease 
inhibitors and 25 (56.8%) ISTI, and 18 patients had confirmed resistance to one or 
more families. Thirty-one patients (70.4%) received salvage regimens with more 
than 4 drugs or 2 families. The reasons for switching were: empiric salvage regimen 
in 16 patients with VF or low-grade viremia, and simplification of salvage regimen in 
28 virologically suppressed patients. At 24 weeks, out of 28 patients who switched 
for simplification, 26 remained with undetectable viremia. Patients who started 
DTG-DRV/C as a salvage regimen (n=16) were all undetectable or showed an ap-
propriate decline at 24 weeks. Mean duration of therapy is currently 13.8 months. 
No adverse effects have been observed. Regimen was only changed in two patients, 
due to potential interactions. Cost savings were a mean of 1687 euros/patient per 
year. Considering only simplification cases, cost savings rise to 2468 euros.
Conclusions: Dual therapy with DTG plus DRV/c seems efficacious and well-tol-
erated as an empiric salvage regimen or simplification of more complex therapies, 
sparing NRTIs and allowing a substantial reduction of the number of pills per day 
and cost savings. 

MOPEB0311
Switch to 3TC+Darunavir/ritonavir (DRV/r) dual  
therapy. Subgroup analysis of DUAL clinical trial  
(GESIDA-8104-RIS-EST45)
F. Pulido1, E. Ribera2, M. Lagarde1, I. Perez-Valero3, J. Santos4, J.A. Iribarren5,  
J. Sanz6, P. Domingo7, A. Payeras8, M.J. Tellez9, F.J. Rodriguez10, O. Bisbal1,  
M. Cervero11, B. Alejos12, M. Yllescas13, J.R. Arribas3, GESIDA-8014-DUAL 
Study Group 
1Hospital Universitario 12 de Octubre, i+12, HIV Unit, Madrid, Spain, 2Hospital Vall 
d’Hebron, Barcelona, Spain, 3Hospital La Paz, idiPaz, Madrid, Spain, 4Hospital Virgen 
de la Victoria, Málaga, Spain, 5Hospital Donostia, San Sebastian, Spain, 6Hospital 
Principe de Asturias, Alcala de Henares, Spain, 7Hospital Santa Creu i Sant Pau, 
Barcelona, Spain, 8Hospital Son Llatzer, Palma de Mallorca, Spain, 9Hospital Clinico 
San Carlos, Madrid, Spain, 10Hospital Infanta Elena, Huelva, Spain, 11Hospital Severo 
Ochoa, Leganes, Spain, 12Centro Nacional de Epidemiologia, Instituto de Salud Carlos 
III, Madrid, Spain, 13Fundación de Investigación SEIMC-GESIDA, Madrid, Spain 
Presenting author email: joser.arribas@salud.madrid.org

Background: Dual Therapy (DT) with 3TC+DRV/r could be as efficacious as triple 
therapy based on DRV/r to maintain viral suppression in selected patients.
Methods: DUAL is a multicenter, open label, randomized, 48 weeks clinical trial 
comparing the efficacy and safety of switching to 3TC+DRV/r in patients with 
HIV-RNA < 50 c/ml for > 6 months while on TDF/FTC (or ABC/3TC)+DRV/r. A 
subgroup analysis is presented. Multivariate linear or logistic regression were used 
to calculate p-values for interactions.
Results: 249 patients (75% TDF/FTC, 25% ABC/3TC) were randomized to switch 
to DT (n=126) or continue TT (n=123). In the primary analysis (snapshot, ITT-
exposed, 48 weeks) DT was non-inferior to continuing triple therapy (TT): 89% 
(112/126), vs. 93% (114/123), difference -3.8; 95%CI -11% to 3.4%. There were no 
significant differences in efficacy when different subgroups were analyzed: time 
with viral load < 50 c/ml > or < 12 months; Age > or < 50 ys; CD4+ nadir > or < 200; 
baseline CD4+ > or < 500; HCV seropositivity; HCV replication; and baseline 
nucleosides (TDF/FTC or ABC/3TC).
In the whole population, switching to DT was not associated with significant changes 
in e-GFR and TC/HDL ratio relative to maintaining TT. At baseline, patients treated 

with TDF/FTC had significantly lower total-cholesterol (tC): 178 vs 202 mg/dl, LDL-
cholesterol: 109 vs 122 mg/dl, triglycerides (Tg): 127 vs 146 mg/dl, but similar tC/HDL 
ratio: 4 vs. 4. In those patients switching from TDF/FTC, there was a non-significant 
trend towards higher increases in tC, LDL and Tg, without changes in Tc/HDL ratio. 
Changes in the estimated glomerular filtrate, or the proportion of patients with pro-
teinuria, or pathologic uric acid or phosphate excretion between arms were not differ-
ent when patients with TDF/FTC or ABC/3TC at baseline were compared.
Conclusions: Switching to 3TC+DRV/r dual therapy in patients with suppressed 
viral load for > 6 months maintains similar efficacy to triple therapy irrespective of 
the length of undetectability, age, nadir or baseline CD4+ count, HCV coinfection 
or baseline nucleosides. No differences were seen in changes of lipids or renal func-
tion between patients switching from TDF/FTC or ABC/3TC. 

MOPEB0312
Viral and immune effects of a dose-reduction strategy  
in suppressed HIV+ patients
A. C. Guardo1, A. Zarama1, T. González1, M.E. Bargalló1, J.F. Rojas2, E. Martínez2, 
M. Plana1, S. Sánchez-Palomino1 
1IDIBAPS- Hospital Clinic de Barcelona, Barcelona, Spain, 2Hospital Clínic of 
Barcelona, Barcelona, Spain 
Presenting author email: alcrespo@clinic.ub.es

Background: Dose-reduction strategies in HIV patients with long-term virologi-
cal suppression are of interest to avoid toxicity, to improve quality-of-life and to 
reduce cost. We aimed to comprehensively compare virological and immunological 
impact at 24 weeks of a reduced dose schedule (3-days a week; Mo/We/Fr) (n=30) 
relative to daily antiretroviral therapy (ART) (n=31) in HIV-1-infected patients. All 
of them treated with the fixed-dose combination efavirenz/emtricitabine/tenofovir 
with suppressed plasma viral load (VL) for more than 2 years.
Methods: VL (ultrasensitive RT-PCR), HIV-1 reservoir dynamics (measured as 
Total and Integrated DNA in CD4 T cells) and immunological profiles of activation 
(CD38 and HLA-DR), senescence (CD57 and CD28), apoptosis (annexin V), and 
the proportions of naive, Tscm and effector memory (CCR7, CD45RA, CD95 and 
CD27) T cells (flow cytometry) were measured at baseline, at 24 weeks, and in 
selected patients also at 48 weeks. Changes at 24 and 48 weeks and correlations 
between virological and immunological changes were assessed.
Results: From the immunological point of view no differences between arms were 
observed on activation, senescence or apoptosis of both CD4 and CD8 T cells during 
the 24-week follow-up. Only proportion of naïve CD4 T cells showed a significant 
decrease in the 3-days group (mean (SD); 24.6 (13.7) to 20.5 (12.9);**p=.002). VL 
levels and HIV-reservoir did not change in both arms during the 24-weeks follow-
up. In-depth review of clinical data revealed a higher VL zenith (5.5 vs 5.0 log10 
copies/ml;**p=.0048) and a tendency toward lower CD4 nadir (mean (SD); 203 
(134) vs 246 (90) cells/µl) in the 3-days ART relative to daily ART. Correlations 
between virological and immunological parameters showed that CD4 Tscm levels in 
the 3-days group correlated with basal integrated DNA and in an additional sample 
after 48 weeks. Nevertheless, no differences were detected in the daily ART group.
Conclusions: A reduced-dose strategy with the fixed-dose combination efavirenz/
emtricitabine/tenofovir did not significantly affect immunological or virological pa-
rameters. Only small differences, probably related with a bias in basal characteris-
tics between groups, were observed. These data are reassuring and support the need 
of future clinical trials with longer follow-up. 

MOPEB0313
Efficacy and safety of darunavir dose reduction from 800  
to 400 mg daily with ritonavir and TDF/FTC or ABC/3TC  
in virologically suppressed HIV-1-infected adults:  
an open-label study (ANRS-165 Darulight)
J.-M. Molina1, E.M. El Abassi2, S. Gallien3, M.-L. Chaix-Baudier4, C. Katlama5,  
F. Raffi6, N. Valin7, P. Delobel8, S. Messaoudene4, G. Peytavin9, J. Saillard10,  
S. Chevret11, ANRS-165 Darulight Study Group 
1University of Paris 7, Denis Diderot, Paris, France, 2University of Paris Diderot, Paris, 
France, 3Hopital Henri Mondor, Creteil, France, 4Hopital Saint-Louis, Paris, France, 
5Hopital Pitié Salpétrière, Paris, France, 6Hopiaux Universitaires de Nantes, Nantes, 
France, 7Hopital Saint-Antoine, Paris, France, 8Hopitaux Universitaires de Toulouse, 
Toulouse, France, 9Hopital Bichat, Paris, France, 10ANRS, France, France, 11Université 
Paris Diderot, Paris, France 
Presenting author email: jean-michel.molina@aphp.fr

Background: Protease inhibitors are key antiretroviral drugs but their high price 
limit their availability. Reducing their dose while maintaining efficacy could yield sig-
nificant cost savings and improve access. The optimum dose of darunavir (DRV) in 
patients without resistance-associated mutations (RAMs) has not been established.
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Methods: HIV-1 infected adults with a plasma HIV RNA level < 50 cp/ml for at least 
12 months, receiving a combination of 2 NRTIs + DRV 800 mg/ritonavir (r) 100 
mg once daily for at least six months, with no prior virologic failure (VF) and a pre-
treatment genotypic resistance test with no DRV or NRTI RAMs, were enrolled 
in this multicenter phase II single-arm open-label study and switched to once daily 
DRV 400/r with the same NRTIs. The primary study endpoint was the proportion 
of patients with a plasma HIV RNA level <50 cp/ml at 48 weeks without any change 
in the study regimen, in a modified intent-to-treat analysis.
Results: From March to October 2015, 113 patients (pts) were screened, 100 were 
enrolled and started the reduced DRV dosing regimen. At baseline, most patients 
were male (78%), with a median age of 44.3 years, a median duration of antiretro-
viral therapy of 43.6 months and a median CD4 T-cell count of 633 cells/mm3. 76% 
received TDF/FTC and 24% ABC/3TC. Three pts with major violations of entry 
criteria were excluded from the analysis. 
During follow-up, 1 pt withdrew consent (not considered a failure), 3 pts discon-
tinued the study regimen, and 6 experienced VF (confirmed HIV RNA level > 50 
cp/ml). The overall rate of virologic success at week 48 was 90.6% (87/96; 95% 
CI: 82.9-95.6). No RAM was detected in 3 amplifiable genotypes. Sixty-four pts 
(66%) presented a total of 213 adverse events, with only 14 (6.5%) grade 3 and 4 
AEs, and a single AE (grade 2 osteoporosis) deemed to be drug-related.
Conclusions: In HIV-infected patients virologically suppressed with DRV/r 
(800mg/100mg) and 2 NRTIs, a reduction of the DRV dose to 400 mg/d main-
tained virologic efficacy. This reduced dose now deserves to be assessed in a ran-
domized trial. 

MOPEB0314
Raltegravir/etravirine as maintenance strategy in  
HIV-1-infected virologically suppressed individuals aged over  
45 years on prior boosted protease inhibitor containing regimen: 
results at W48 of the ANRS163-ETRAL study
C. Katlama1, J. Reynes2, L. Assoumou3, M.A. Valantin4, L. Beniguel3, C. Soulié5, 
O. Bouchaud6, F. Raffi7, E. Martinez8, A.L. Argoud9, S. Gibowski9, G. Peytavin10, 
A.G. Marcelin11, D. Costagliola3 
1Sorbonne Universités, INSERM, UPMC University Paris 06, Institut Pierre Louis 
d’épidémiologie et de Santé Publique (IPLESP UMRS 1136) Paris, France 2 AP-HP,  
Hôpital Pitié-Salpêtrière Infectious Diseases Department Paris, France, Paris, 
France, 2CHU de Montpellier, Hôpital Gui de Chauliac, INSERM U1175, Montpellier, 
France, 3Sorbonne Universités, INSERM, UPMC University Paris 06, Institut Pierre 
Louis d’épidémiologie et de Santé Publique (IPLESP UMRS 1136), Paris, France, 
4Sorbonne Universités, INSERM, UPMC University Paris 06, Institut Pierre Louis 
d’épidémiologie et de Santé Publique (IPLESP UMRS 1136) Paris, France 2 AP-
HP, Hôpital Pitié-Salpêtrière Infectious Diseases Department Paris, Paris, France, 
5Sorbonne Universités, INSERM, UPMC UniversityAP-HP, Hôpital Pitié-Salpêtrière 
Service de Virologie, Paris, France Paris 06, Institut Pierre Louis d’épidémiologie et 
de Santé Publique (IPLESP UMRS 1136), Paris, France, 6AP-HP, Hôpital Avicenne, 
Université Paris 13 Bobigny, Paris, France, 7University Hôpital service des Maladies 
Infectieuses Nantes, Nantes, France, 8Infectious Diseases Unit Hospital Clínic 
University of Barcelona, Barcelone, Spain, 9ANRS, Service de Recherches Cliniques 
et Thérapeutiques VIH/Sida, Paris, France, 10APHP Hôpital Bichat Claude Bernard 
Laboratoire de pharmacologie et de toxicologie, IAME, UMR 1137, Université Paris 
Diderot Sorbonne Paris Cité and INSERM, Paris, France, 11Sorbonne Universités, 
INSERM, UPMC University AP-HP, Hôpital Pitié-Salpêtrière Service de Virologie, 
Paris, France 06, Institut Pierre Louis d’épidémiologie et de Santé Publique (IPLESP 
UMRS 1136), Paris, France  

Background: ART individualization with reduction of ARV drugs to minimize toxic-
ity is a clinical challenge in aging HIV population. Dual therapy combining integrase 
(INI) and non-nucleoside inhibitors (NNRTI) is an interesting approach in long-
term experienced patients.
Methods: The ANRS163-ETRAL trial (NCT02212379) is a 96-week multicentre, 
single-arm study designed to evaluate the capacity of the dual raltegravir(RAL)/
etravirine(ETR) regimen to maintain viral suppression in patients over 45 years, on 
a stable boosted PI-containing regimen, RAL and ETR naïve, with HIV fully suscep-
tible to these 2 drugs. All enrolled participants switched to RAL/ETR (400/200 
mg) BID. The primary endpoint was the proportion of participants maintaining 
plasma viral load (VL) ≤50 copies/mL up to week 48, estimated with the Kaplan-
Meier method. 
The study was designed to show an efficacy >90%, assuming a success rate >95%, 
with a power of 80% and a 5% type-one error.
Results: Overall, 170 participants were enrolled out of 219 screened in 20 sites; 5 
who never took RAL/ETR were not analyzed. Baseline characteristics for the 165 
analyzed participants were (median values; IQR): male (71%), age: 52 years (48-
58), duration of ART: 16.8 years (11.1-19.3), viral suppression: 6.9 years (3.4-9.3), 
CD4: 700/mm3 (525-904), CD4 nadir: 209/mm3 (93-286), ART consisted in PI/r 
monotherapy (21%), NNRTI+PI/r (7%), 2NRTIs+PI/r (65%) as QD (73%) or BID 
(27%) regimen and 26.7% were on lipid lowering agents. 

At W48, by ITT analysis, the rate of maintaining viral suppression was 99% (95%CI: 
96-100). One patient, with previous K103N mutation, experienced virological 
failure at W24 (VL: 11,607 and 18,472 cp/mL) with additional NNRTI-resistance 
(K101E+Y181C+G190A) but no resistance to RAL, and re-suppressed on resump-
tion of baseline ART. Seven participants discontinued the RAL/ETR regimen for 
AE, leading to a strategy success rate of 95% (95%CI: 91-98) and one participant 
discontinued with no AE. 18 SAE occurred in 17 participants of whom 4 were study 
drug-related. All lipid fractions and eGFR significantly improved at W48 (p<0.02).
Conclusions: RAL/ETR showed a potent and robust antiretroviral activity in 
virologically suppressed ageing patients, with an excellent safety profile. Longer 
follow-up including bone, fat tissue, and inflammation markers evaluations is on 
going. 

MOPEB0315
HIV-1 DNA ultra-deep sequencing analysis at initiation of the 
dual-therapy DTG+3TC in the maintenance DOLULAM pilot 
study
C. Charpentier1, B. Montes2, N. Meftah3, J. Reynes4 
1Hôpital Bichat-Claude Bernard, Paris, France, 2Montpellier University Hospital, 
Virology Lab, Montpellier, France, 3Montpellier Universiy Hospital, COREVIH, 
Montpellier, France, 4Montpellier University Hospital, Infectious Diseases, Montpellier, 
France 
Presenting author email: charlotte.charpentier@aphp.fr

Background: DOLULAM study assessed a dual-therapy, dolutegravir+lamivudine, 
to maintain virological suppression in treatment-experienced patients. In this sub-
study, we assessed the prevalence of M184I/V mutations at time of dual-therapy 
initiation using historical DNA/RNA genotypes and baseline DNA genotype ob-
tained by next-generation sequencing (NGS).
Methods: HIV-1 reverse transcriptase (RT) sequences were obtained from DNA 
and/or historical RNA with Sanger technology by using ANRS procedures. HIV-
1 DNA RT and integrase NGS was performed using Illumina® technology (cut-
off=1%). Resistance mutations were identified using the ANRS resistance algo-
rithm.
Results: Among the 27 patients enrolled in the DOLULAM study, HIV-1 DNA 
sample was available at initiation of the dual-therapy in 25, and NGS was successful 
in 22 and 19 for RT and integrase regions, respectively. Historical HIV-1 DNA and 
RNA Sanger sequences were obtained in a median time before dual-therapy initia-
tion of 2.8 years (IQR=1.0-4.0) and 9.8 years (IQR=6.6-11.0), respectively; and 
were available in 14 and 18 patients, respectively. Baseline DNA NGS genotypes 
showed that 10 (45%) and 5 (26%) patients harbored minority resistant variants 
(MRV) in RT and integrase, respectively.
Combining all available genotypes data, a M184I/V was observed in 16/27 patients 
(59%). Most M184V were detected in historical RNA genotypes (n=8/10), whereas 
M184I were exclusively detected in DNA genotypes (n=10, including 7 as MRV). 
Ten patients displayed defective viral genomes in cellular reservoirs with stop co-
dons, all including M184I, an APOBEC G-to-A induced mutation. M184V was 
observed in baseline DNA NGS in 4 patients, including one as MRV.
No difference was observed in the prevalence of integrase MRV between patients 
pre-exposed to RAL and INI-naïve patients (p=0.62).
No impact of M184I/V on the virological outcome could be assessed, since no vi-
rological failure (2 consecutive viral load >50 c/mL) occurred during the first two 
years of the dual-therapy.
Conclusions: These first NGS data on HIV-1 DNA at initiation of a switch study 
showed: (i) a high proportion of patients harboring defective viral genomes, whose 
mutation M184I is a marker, (ii) a low number of patients in whom M184V remains 
detectable in PBMC. These elements most likely contribute to the limited impact 
of the M184I/V on maintenance of virological suppression. 

MOPEB0316
High virological suppression rates regardless to the genotypic 
susceptibility score after switching to a dolutegravir-based 
regimen: W48 results in a prospective cohor
C. Charpentier1, G. Peytavin2, M. Lê2, V. Joly3, O. Cabras3, M. Perrier1, B. Phung3, 
Y. Yazdanpanah3, D. Descamps1, R. Landman3 
1Hôpital Bichat-Claude Bernard, Laboratoire de Virologie, Paris, France, 2Hôpital 
Bichat-Claude Bernard, Laboratoire de Pharmacologie, Paris, France, 3Hôpital Bichat-
Claude Bernard, Service de Maladies Infectieuses et Tropicales, Paris, France 
Presenting author email: charlotte.charpentier@aphp.fr

Background: To assess, in virologically-suppressed patients, based on the genotypic 
susceptibility score (GSS), the virological response after switching ARV-treatment 
to a dolutegravir (DTG)-based regimen.
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Methods: A prospective observational single-center cohort enrolling all patients 
with a plasma viral load (pVL)< 50 c/mL initiating a DTG-based regimen between 
September and December 2015. pVL were performed using CobasTaqman HIV-1 
V2.0 assay. GSS of the ARV regimen was calculated using the ANRS algorithm 
including DTG, translating the interpretations „susceptible“, „possible resistance“ 
and „resistance“ into scores of 1, 0.5 and 0, respectively.
Results: Among 254 patients who switched to a DTG-based regimen, 212 (83%) 
had historical available genotypes. Among them, 196 (92%) have a one-year follow-
up, and taking into account all historical genotypes, 27 (13%), 75 (35%) and 110 
(52%) had a total GSS equal to 1 or 1.5 (group 1), 2 or 2.5 (group 2) and 3 (group 3), 
respectively. Median time since the last genotype was 9 (IQR=4-11), 8 (IQR=4-12) 
and 5 (IQR=2-8) years in groups 1, 2 and 3, respectively. History of infection dif-
fered between the groups regarding duration of prior cART or CD4 cell count nadir.
Twenty patients (9.4%) discontinued DTG-based regimen in relation with occur-
rence of neuro-psychological adverse events (n=7), pregnancy (n=3), renal toxic-
ity (n=2), headaches (n=1), cutaneous adverse events (n=1), virological failure (VF) 
(n=1), patients´ decision (n=2) and others (n=3). No VF occurred in patients of 
groups 1 and 2. In group 3, one patient out of 110 (0.9%) experienced a VF. It was a 
highly pre-treated patient who had a previous history of VF under RAL without se-
lection of integrase mutations. Overall, 8.0% (17/212) of the patients experienced a 
viral blip with no difference between the three GSS groups.
Conclusions: In this observational cohort, we showed a high level of virological sup-
pression maintenance in the first year following the switch to DTG-based regimen, 
regardless to the baseline GSS. These data suggesting that DTG remains potentially 
able to maintain viral suppression when combined with fully or incompletely active 
drugs in these long-term virologically-suppressed patients need to be confirmed 
in clinical trials. 

MOPEB0317
HIV-1-infected patients under successful less-drug regimens 
have similar genital shedding and residual viremia than those 
under triple therapy
L. Hocqueloux1, C. Gubavu1, S. Lefeuvre2, B. De Dieuleveult1, J. Buret1, C. Mille1, 
C. Rouzioux3,4, T. Prazuck1, V. Avettand-Fènoël3,4 
1CHR d’Orléans - La Source, Infectious and Tropical Diseases, Orleans, France, 2CHR 
d’Orléans - La Source, Laboratory of Biology, Orleans, France, 3Hôpital Necker 
- Enfants Malades, APHP, Laboratory of Virology, Paris, France, 4Université Paris-
Descartes, Sorbonne Paris-Cité, Faculté de Médecine, EA 7327, Paris, France 
Presenting author email: laurent.hocqueloux@chr-orleans.fr

Background: There is a growing interest for less-drug regimens (LDR) to decrease 
side effects, toxicity and interactions of antiretrovirals. Although avoiding sexual 
transmission is a crucial issue in this setting only few small studies have evaluated 
the impact of LDR (with protease inhibitor monotherapy only) on genital shedding.
Methods: HIV-1-infected adults with plasma HIV-RNA (pVL) < 50 copies/mL re-
ceiving one among four evaluated LDR (cases) or a classic triple therapy (controls) 
were prospectively enrolled. Concomitant genital (i.e. sperm or cervico-vaginal la-
vage) and blood samples were taken to assess HIV-RNA and HIV-DNA levels using 
ultrasensitive assays adapted from Roche and Biocentric kits. Residual concentra-
tions (C24h) were measured in both compartments by using liquid chromatography-
tandem mass spectrometry. The primary objective was to determine the proportion 
of patients with undetectable (versus detectable or quantifiable) HIV-RNA and/
or HIV-DNA in genital secretions according to the strategies. We also looked for 
residual viremia.
Results: 56 patients (30 males; 26 females) were included and treated as follow: 
dolutegravir (DTG) monotherapy, n=14; tenofovir + emtricitabine, n=10; DTG + 
unboosted atazanavir (uATV), n=11; uATV + two nucleoside inhibitors, n=11; triple-
therapy, n=10. 
Overall, cases and controls shared similar characteristics (median): age (47), sex-
ratio, CDC staging, duration with pVL < 50 copies/mL (5.8 years), duration with 
current strategy (0.9 year), current CD4 (701/µL) and nadir (294/µL), highest 
pVL, HIV-DNA in PBMC. 
The LDR group had similar proportions of patients with undetectable genital HIV-
RNA (88%), HIV-DNA (76%), both items (67%) and no residual viremia (34%) 
than the triple-therapy group (90%, 80%, 80% and 50% respectively; all p-values 
>0.4). 
In the LDR group, no factor was predictive to find HIV-RNA and/or HIV-DNA 
in the genital tract whereas, in a logistic-regression analysis, a high HIV-DNA in 
PBMC was positively correlated (per increased quartile) with the frequency of re-
sidual viremia (OR = 2.6; 95%CI: 1.2-5.6, p=0.01). Neither the number of drugs 
nor C24h were predictive of viral control in both compartments.
Conclusions: In our study, patients under various LDR with sustained viral sup-
pression had similar genital shedding and residual viremia than those under a classic 
triple-therapy. These conclusions have to be validated in larger groups. 

MOPEB0318
Analysis and impact of ultra sensitive viral load on virological 
failure in 3 protease inhibitor monotherapy trials as 
simplification regimen (ANRS and IMEA Studies)
S. Lambert-Niclot1, M. Grude2, J.-L. Meynard3, A.-G. Marcelin4,  
M.-A. Valantin3, J. Izopet5, L. Moinot6, V. Bouteloup7, V. Calvez4, C. Katlama3, 
P.-M. Girard3, L. Morand-Joubert1 
1Sorbonne Universités, UPMC Univ Paris 06, INSERM, Institut Pierre Louis 
d’Épidémiologie et de Santé Publique (IPLESP UMRS 1136), AP-HP, Laboratoire de 
Virologie, Hôpital Saint-Antoine, Paris, France, 2Pierre Louis Institute of Epidemiology 
and Public Health and Sorbonne Universités, UPMC Univ Paris 06, Paris, France, 
3APHP, Pité Salpetrière Hospital, Infectious Diseases Department, Paris, France, 
4INSERM UMR_S 1136, UPMC Univ Paris 06,AP-HP, Hôpitaux Universitaires Pitié 
Salpêtrière - Charles Foix, Laboratoire de Virologie, Paris, France, 5Laboratoire de 
Virologie, IFB, Hôpital Purpan, Toulouse, France, 6Univ. Bordeaux, INSERM, ISPED, 
INSERM U 1219, Bordeaux, France, 7CHU de Bordeaux, Pole de Sante Publique, 
Service d’Information Medicale, INSERM, ISPED, Centre INSERM U 1219-Bordeaux 
Population Health, Bordeaux, France 
Presenting author email: anne-genevieve.marcelin@aphp.fr

Background: Protease inhibitor monotherapy is a potential approach to anti-
retroviral treatment simplification. Using 3 randomized studies: Kalesolo (LPV/r 
200/50mg bid versus 1NRTI/3TC/PI or NNRTI), Dream (LPV/r 200/50mg 
bid versus EFV/FTC/TDF) and Monoi (DRV/r 600/100mg bid versus DRV/r + 
2NRTIs), we performed a pooled-analysis. Our objective was to determine in PI 
monotherapy and standard tritherapy : 1) distribution of ultrasensitive viral load 
(USVL) at week 96 (W96); 2) virological and clinical characteristics associated with 
virological failure (VF) at W96 and 3) impact of baseline USVL on VF.
Methods: VF was defined as 2 consecutive measurements of HIV-1 RNA viral 
load>50 copies/mL and analysed in Intention-To-Treat. Patient’s characteristics 
were defined as median and interquartile range for continuous variables and as per-
centages for categorical variables. A logistic model was used to investigate which 
variables were predictive of a VF. Fisher test was used to investigate differences in 
USVL at W96.
Results: Among 637 patients, 71% were male and the median age was 44.6 years 
(IQR 40.3-52.3), treatment duration was 4.1 years, (IQR 2.4-7.8), baseline CD4/
CD8 ratio was 0.78 (IQR 0.56-1.10), baseline CD4 was 564/mm3 (IQR 422-707) 
and 60% presented a baseline USVL< 1 copy/mL. At W96, the proportion of USVL< 
1 copy/mL was significantly different between PI monotherapy and standard tri-
therapy in pooled-analysis (65% versus 74%; p=0.04) with significant difference in 
Dream and Kalesolo but no difference in Monoi. Overall, baseline USVL< 1copy/mL 
and tritherapy regimen were associated with USVL< 1 copy/mL at W96 (p=0.0003 
and 0.05). In PI monotherapy receiving DRV/r rather LPV/r was associated with 
USVL< 1 copy/mL at W96 (p=0.002). Factors associated to VF at W96 were base-
line CD4/CD8 ratio< 0.6 (p<0.0001), baseline USVL>1 copy/mL (p=0.0004) and 
to receive PI monotherapy rather than tritherapy (p=0.04).
Conclusions: Pooled-analysis of 3 PI monotherapy trials showed better efficacy 
of tritherapy in terms of USVL at W96. Furthermore regarding USVL at W96, to 
receive LPV/r seems to be more deleterious than DRV/r. To be on PI monotherapy 
and to have a lower baseline CD4/CD8 ratio were associated with VF at W96. 
Baseline USVL impacts VF at W96 in PI monotherapy and tritherapy. 

MOPEB0319
TDF-associated tubular dysfunction might not be reversible 
after discontinuation
Y. Mutoh, T. Nishijima, K. Teruya, Y. Kikuchi, H. Gatanaga, S. Oka 
National Center for Global Health and Medicine Hospital, ACC, Shinjuku, Japan  

Background: Use of TDF will phase out because of the advent of TAF in resource-
rich settings. However, whether kidney tubular dysfunction (KTD) due to TDF is 
reversible after discontinuation of TDF is unknown.
Methods: This cross-sectional study enrolled 943 HIV-infected patients to inves-
tigate the association between KTD and duration of TDF exposure, regardless of 
current TDF use. Tubular function was comprehensively examined and KTD was 
predefined as the presence of at least two abnormalities in the following five bio-
markers: urine β2-microglobulinuria, high urinary N-acetyl-beta-glucosaminidase, 
fractional excretion of phosphate, fractional excretion of uric acid, and non-diabetic 
glycosuria. Logistic regression model was used to examine the association between 
KTD and duration of TDF exposure.
Results: 94% of study patients were male (median age 45, median eGFR 75 ml/
min/1.73m2). 99% were on antiretroviral therapy (median CD4 575 cells/mm3). 
64% had history of TDF use and 39% was currently using TDF. 29% used TDF for 
>5 years. 114 (12%) patients met definition of KTD. In adjusted multivariable model, 
compared to patient without history of TDF exposure, patients with >5 years of 
TDF exposure and current TDF use (OR4.3, 95%CI2.39-7.65), >5 years of TDF 
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exposure and no current TDF use (OR2.4, 95%CI1.08-5.26), <5 years of TDF ex-
posure and current TDF use (OR2.5, 95%CI1.24-4.86), <5 years of TDF exposure 
and no current TDF use (OR2.4, 95%CI1.23-4.66) were all significantly associated 
with KTD (Table). 
Furthermore, in another model, longer exposure of TDF was significantly associ-
ated with KTD (per one year of exposure, OR1.1, 95%CI1.04-1.19) whereas in the 
same model, current TDF use was not associated with KTD.

Adjusted OR 95% CI P-value

Without history of TDF exposure ref ref ref

>5 years of TDF exposure and current TDF use 4.28 2.39-7.65 <0.001

>5 years of TDF exposure and no current TDF use 2.38 1.08-5.25 0.010

<5 years of TDF exposure and current TDF use 2.46 1.24-4.86 0.031

<5 years of TDF exposure and no current TDF use 2.39 1.23-4.66 0.010

Age (per one year increment) 1.05 1.03-1.07 <0.001

Body weight (per one kg increment) 0.97 0.95-0.99 0.001

CD4 cells (per one/mm3 increment) 1.00 1.00-1.00 0.038

eGFR (per one ml/min/1.73m2 increment) 0.99 0.97-1.00 0.094

Hypertension 1.44 0.89-2.35 0.140

OR: odds ratio   CI: confidence interval   eGFR: estimated glomerular filtration rate

[Table. The association between kidney tubular dysfunction and duration of TDF 
exposure: multivariate analysis]

Conclusions: Regardless of current TDF use, TDF exposure is associated with KTD, 
and for patients with longer exposure of TDF, the association is more robust. KTD 
may be irreversible for patients with history of TDF exposure even after discontinu-
ation of TDF. 

MOPEB0320
Successful switch to once-daily single-tablet regimen (STR) 
containing elvitegravir (EVG) or dolutegravir (DTG) in 
virologically suppressed HIV-1-infected patients despite 
archived resistant quasispecies
C. Pronier1,2, A. Maillard1, P. Comacle1, C. Cameli3, J. Rohan3, T. Jovelin3,  
G. Lagathu1, M. Dupont4, F. Fily4, M. Baldeyrou5, J.-M. Chapplain5, P. Fillatre5, 
M. Revest5, F. Souala5, P. Tattevin5, C. Michelet5, C. Arvieux3,5, V. Thibault1,2 
1CHU Pontchaillou, Virology, Rennes, France, 2Rennes 1 University, IRSET, Rennes, 
France, 3COREVIH Bretagne, Rennes, France, 4GHT Rance Emeraude, Infectious 
Disease, Saint-Malo, France, 5CHU Pontchaillou, Infectious Disease, Rennes, France 
Presenting author email: charlotte.pronier@chu-rennes.fr

Background: The main objective of this study was to assess switches with integrase 
strand-transfer inhibitor (INSTI)-based regimen STR therapy in ARV-treated pa-
tients with undetectable HIV-1 viral load (VL).
Methods: A retrospective analysis was conducted on 75 HIV-1 infected, treatment-
experienced adults from 2 French centers (Rennes, Saint-Malo). The inclusion cri-
teria were:
i) treatment-experienced, 
ii) VL≤ 50 copies/mL at baseline and
iii) switch to an INSTI-based STR. 
Patients were divided into two groups: previous genotypic(s) test(s) performed on 
plasma HIV RNA and/or cellular HIV DNA (group 1; n=51, 68%) and no historical 
genotypic test available (group 2; n=24, 32%). Following data were collected: de-
mographic, treatment prior to STR, reasons for STR switch and immuno-virological 
data. Virological failure (VF) was defined by 2 consecutive VL >50 copies/mL. 
Antiretroviral susceptibility and genotypic susceptibility scores (GSS) were deter-
mined according to the ANRS v26 algorithm.
Results: Seventy-five patients were included, mostly men (n=47, 63%), median 
age of 52 years. EVG or DTG-based STR were prescribed in 38 and 37 patients, 
respectively. Patients were heavily pre-treated for a median duration of 18 years 
and virological success since a median of 7 years. Main reasons for switch were sim-
plification (n= 47, 63%) and tolerability (n=26, 35%). Patients were followed-up 
for a median period of 13 months [range 1-84] after switching. Median CD4 count 
remained stable (701 vs 681 cells/mm3) at month 12. Seven patients discontinued 
the new regimen due to side effects (EVG; n=3, DTG; n=2), death (hepatocellular 
carcinoma; DTG) and VF (EVG), one patient each.
Twenty-seven out of 50 patients (54%) in group 1 displayed virus with ≥1 drug re-
sistance substitution on reverse-transcriptase gene (M184V; n=22, K65R; n=4, 
L74I/V; n=5, ≥2 TAMs; n=13) and 3 out of 14 on integrase gene (T97A). 

All patients, except one, remained virologically suppressed. VF was observed at 
month 28 in one patient (group 1), with a baseline GSS =2 and N155H substitution 
selected at VF.
Conclusions: This study reflecting routine clinical practice confirms the efficacy of 
INSTI-based STR in virologically suppressed, ARV-experienced patients, with a low 
prevalence of viral failure despite archived resistant quasispecies. 

MOPEB0321
No increase in HIV-1 reservoir and inflammation markers  
in four days a week short-cycles maintenance therapy:  
the ANRS162-4D trial
P. de Truchis1, L. Assoumou2, R. Landman3, J. Izopet4, D. Mathez5, E. Abe6,  
J.-C. Alvarez6, J. Bellet2, J. Leibowitch1, C. Perronne1, D. Costagliola2,  
P.-M. Girard3,7 
1APHP Hôpital Raymond Poincare/University Versailles-St-Quentin, Garches, France, 
2Sor, Paris, France, 3Institut de Médecine et Epidemiologie Appliquée, APHP Hopital 
Bichat-Claude Bernard, Paris 7 University, Paris, France, 4CHU Purpan, Toulouse 
University, Department of Virology, Toulouse, France, 5APHP Hôpital Raymond 
Poincare, Department of Virology, Garches, France, 6APHP Hopital Raymond 
Poincare, Universite Versailles-St-Quentin, Department of Pharmacology, Garches, 
France, 7APHP Hopital St Antoine, Paris 06 University, Paris, France 
Presenting author email: p.de-truchis@aphp.fr

Background: After the randomized BREATHER study demonstrating efficacy of a 
5 days-a-week maintenance therapy in children/young adults, the ANRS-162-4D 
trial has demonstrated the feasibility of a maintenance short-cycles 4 days-on/3 
days-off regimen in adults with controlled HIV infection under a PI/r or NNRTI-
based antiretroviral therapy (ART). The aim of the present analysis is to assess the 
impact of this strategy on inflammation markers and the size of the viral reservoir.
Methods: Patients included in the ANRS162-4D trial were HIV-1 infected adults 
with controlled viral load (VL< 50 c/ml) for more than 1 year under ART with 2 
nucleoside analogs and either a PI/r or a NNRTI. Maintenance therapy used the 
same regimen, taken 4 consecutive days of each week, evaluation was conducted up 
to 48 weeks. Success was defined as VL< 50c/ml at each visit until W48. Viral res-
ervoir measured by total HIV-1 DNA in PBMCs, and plasma inflammation markers 
(CRPus, IL-6, CD14s, IP-10, MIG-1) were assessed at D0, W24, and W48. Plasma 
ARV drug concentrations (Ctrough) were measured at all time-points to assess ad-
herence to the study strategy.
Results: 100 participants were enrolled in the study, aged 47 years [IQR:40-
53], receiving ARV therapy since 5.1[IQR:2.9-9.3] years with VL< 50 since 
4.1[IQR:2.3-6.4] years, and median CD4 count =665/mm3 [IQR:543-829]. 
Current regimen included tenofovir-DF+FTC (n=89) or abacavir+3TC/x (n=11), 
combined with a PI/r (n=29) or a NNRTI (n=71). Overall success rate was 96% 
[Kaplan-Meier 95%CI: 90-98]. Residual ART concentrations showed a good ad-
herence (>90%) to the study strategy. No significant difference was shown for 
total HIV-1 DNA, stable between D0 (2.4±0.7 log10.copies/106PBMCs), W24 
(2.4±0.7 log10.copies/106PBMCs) and W48 (2.4±0.7 log10.copies/106PBMCs)
(p=0.765), and for inflammation markers with stable values for CRPus, IL-6, MIG-
1, IP-10. A decrease in CD14s was observed between D0 (1019±749ng/mL) and 
W48 (820±393ng/mL)(p=0.004).
Conclusions: Over 48 weeks, maintenance ARV therapy with 4 days a-week regi-
men was effective in these adults with suppressed VL under ART, resulting in a suc-
cess rate of 96%. The intermittent short-cycles therapy was associated neither with 
increase in viral reservoir nor with increase in inflammatory markers. 

MOPEB0322
Dual regimen with dolutegravir and lamivudine maintains 
virologic suppression even in heavily treatment experienced 
HIV-infected patients: 96 weeks results from maintenance 
DOLULAM study
J. Reynes1,2, N. Meftah3, E. Tuaillon4, C. Charpentier5, B. Montes4 
1Montpellier University Hospital, Infectious Diseases, Montpellier, France, 2IRD 
UMI 233/INSERM U 1175, Montpellier, France, 3Montpellier University Hospital, 
COREVIH, Montpellier, France, 4Montpellier University Hospital, Virology, 
Montpellier, France, 5Hôpital Bichat-Claude Bernard, Virology, Paris, France 
Presenting author email: j-reynes@chu-montpellier.fr

Background: Novel antiretroviral combinations may be needed for HIV-infected 
patients with long term toxicity. We aimed to assess the efficacy and safety of dual 
therapy with dolutegravir (DTG) and lamivudine (3TC).
Methods: DOLULAM is a prospective cohort study. Patients on a stable antiretro-
viral regimen with HIV RNA <50 copies/ml for >12 months, with problems of toler-
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ability and without resistance to integrase inhibitors, were given the opportunity to 
switch to dolutegravir 50 mg plus lamivudine 300 mg once daily. 
Visits and laboratory tests including plasma HIV-1 RNA levels (VL)( Roche Cobas 
Ampliprep / Taqman HIV-1 v.2.0.; limit of detection, 20 copies/mL) were scheduled 
at baseline (BL), W6, W12, W24, W36, W48, then every 12-24 weeks.
Results: We enrolled 27 patients (20 men, 7 women, median age: 59 years, plasma 
HIV-1 RNA zenith > 100 000 copies/ml: 56%, median nadir CD4:167/mm3, me-
dian baseline CD4: 601/mm3). 
Before switching to dual therapy, patients had been taking antiretroviral therapy for 
a median of 215 (range 22-329) months and the last HAART (TDF: 48%, PI/r: 81%, 
RAL: 26%) for a median of 51 (13-108) months. Ten (37%) patients had a history of 
genotypic test prior swich with M184V mutation.
After a median of follow up of 96 weeks (2362 patients-week) no patient experi-
enced virologic failure (defined as confirmed VL > 50 copies/ml) or severe clinical 
or laboratory adverse event, or was lost to follow-up. Two patients experienced one 
blip (52 and 66 copies/mL at week 12 and 36). Three patients wanted to discontinue 
DTG+3TC combination (2 at week 16 and week 24 for fatigue, one at week 18 after 
blip at W12 visit). 
There was a small decrease from baseline in estimated glomerular filtration rate 
(eGFR) at first on-treatment assessment (median BL-W6 evolution: - 9 mL/
min/1.73m2) but remained stable over the 96-week follow-up (median BL-W96 
evolution: -6).
Conclusions: These results suggest that, in this population of heavily treatment-
experienced patients without or with history of M184V mutation, dolutegravir plus 
lamivudine dual therapy is an attractive strategy of maintenance. 

MOPEB0323
CD4/CD8 ratio in patients who switch cART therapy: triple 
drug regimen could be better than mono/dual?
C. Mussini1, P. Lorenzini2, A. Cozzi-Lepri3, G. Marchetti4, S. Rusconi5, A. Gori6, 
S. Nozza7, A. Antinori2, A. d’Arminio Monforte4, for the Icona Foundation Study 
Group 
1Università di Modena e Reggio Emilia, Modena, Italy, 2IRCCS Spallanzani, Roma, 
Italy, 3University College London, London, United Kingdom, 4S.Paolo Hospital, 
University of Milan, Milan, Italy, 5Sacco Hospital, University of Milan, Milan, Italy, 
6’San Gerardo’ Hospital - University of Milano-Bicocca, Milan, Italy, 7IRCCS San 
Raffaele, Milan, Italy 
Presenting author email: cristina.mussini@unimore.it

Background: A low CD4/CD8 ratio has been associated to AIDS and non-AIDS 
associated events. Long-term side effects have led to non-conventional NRTI- 
sparing regimens. Aim of the study was to evaluate if the switch to mono/dual 
therapy could determine a change in CD4/CD8 ratio.
Methods: naïve patients from Icona cohort who started a triple cART regimen and 
switched to another triple regimen or to dual- or mono-therapy and maintained it 
till 12 months during virological suppression. End-points: patients who at 12 months 
increased 1) CD4/CD8 ratio of at least 10% and 2) CD8 of at least 25% respect to 
baseline value. Logistic regressions were used to evaluate associated factors.

[Table. Multivariable logistic regression models to estimate the probability of: 
a) CD4/CD8 and b) CD8 increase respect to baseline value.]

Results: 905 patients included, 104 switched to mono/dual regimen (51 monoPI, 
53 dual), while 801 switched to triple regimen. 76.1% males, mean age: 43 years, 
9.9% migrants, 17.2% HCV positive, median time of viral suppression of 20 months 
(range 10-37). Patients who switched to mono/double therapy were more fre-
quently MSM, HCV-Ab negative. At switch, there were no difference concerning 
duration of viral suppression and CD4, while CD4/CD8 ratio was lower in those 
who switched to triple therapy (0.65 vs 0.77; p< 0.013). At 12 months patients 
on triple regimen showed a median ratio increase +0.10(+0.01;+0.20) vs +0.05(-
0.03;+0.14) (p=0.007) in triple and mono/dual respectively. 
The difference was not due to CD4 increase: median increase 63 vs 99 cells/uL at 
12 months (p=0.45), but to CD8 change. Indeed, at 12 months the median change 
was -20 cells/uL (-172;+127) in the triple and +28(-98;+166) (p=0.018) in double/
mono. At multivariable (tab) pts on mono/dual therapy were independently associ-
ated with reduced probability of ratio gain and higher probability of CD8 increase 
at 12 months. 
Conclusions: Patients who switch to a dual/mono therapy, despite viral suppression, 
could not completely benefit of immune-reconstitution as those who remained on 
a triple regimen. 

MOPEB0324
Switching to rilpivirine from first-line regimens is safe  
and effective in resource-limited settings
S. Gatechompol1, A. Avihingsanon1,2, T. Apornpong1, S.J. Kerr1,3, K. Ruxrungtham4 
1HIV-NAT, The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 
2Chulalongkorn University, Division of Allergy and Immunology, Bangkok, Thailand, 
3Kirby Institute, University of New South Wales, Sydney, Australia, 4Chulalongkorn 
University, Research and Innovation, Bangkok, Thailand 
Presenting author email: sivaporn.k@hivnat.org

Background: Life-long suppressive therapy is required for HIV-infected patients. 
Maintaining success in the long term is facilitated by avoiding long-term toxicities 
and convenient regimens. There are a limited number of studies looking at switching 
to RPV-based regimens in resource-limited settings. This study assessed the ef-
ficacy and safety of switching from a first-line NNRTI or boosted protease inhibitor 
(PI)-based regimen to RPV-based regimens in virologically suppressed patients liv-
ing in an Asian resource-limited setting.
Methods: From January 2011 to December 2015, we conducted a prospective co-
hort study in Bangkok, Thailand. Participants without history of NNRTI failure with 
current plasma HIV-RNA <50 copies/mL and receiving PI- or NNRTI-based regi-
mens were switched to RPV-based regimens. The primary endpoint was the pro-
portion of patients with plasma HIV-1 RNA level <50 copies/mL after 12 months 
of RPV treatment. 
The secondary endpoint was safety profile, defined by changes in the kidney func-
tion and lipid results from baseline to the12-month time point.
Results: A total of 170 participants switched NNRTI or boosted PI to RPV. 7 par-
ticipants stopped RPV within 3 months due to adverse event (rash, and hepatitis). 
Only 136 who completed 12 months of follow-up were included in this analyses. 
Baseline regimens were NNRTI 79 (58%) or PI-based 57(42%). The rationale for 
switching to RPV was due to toxic adverse-effects (63%) or simplification of cART 
(35%). Ninety-five (56%) participants were male with a median age of 45 (IQR 
40-50) years. At 12 months, 134 (98%) participants maintained virological sup-
pression (HIV RNA <50 copies/ml) and another 2 participants had viral loads < 100 
copies/mL. Significant improvements from baseline to month 12 were seen for total 
cholesterol (median change -18.7 (IQR -41 - 7) mg/dL; p<0.001) and triglycerides 
(-40.3 (IQR -73.5 - 11.5) mg/dL; p<0.001). 
There was no difference in the reduction of the lipid profiles between PI- and 
NNRTI-pre-treated groups. And a small increase in serum creatinine 0.03 mg/dL 
(p<0.001) was also found.
Conclusions: RPV-based regimen is a viable switching option from other first-line 
therapy for maintaining virological suppression and improving the lipid profile for 
HIV-positive people living in a resource-limited setting. 
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MOPEB0325
MONODO: peripheral blood and cerebrospinal fluid viremia 
of 24-weeks MONOtherapy of DOlutegravir in HIV-1 
virologically suppressed patients
T. Doco Lecompte1, D. Sculier1, S. Yerly2, L. Decosterd3, O. Nawej1, Y. Dimitrova1, 
A. Calmy1 
1University Hospital of Geneva, Infectious Diseases, HIV Unit, Geneva, Switzerland, 
2University Hospital of Geneva, Laboratory of Virology, Geneva, Switzerland, 3CHUV, 
Clinical Pharmacology, Lausanne, Switzerland 
Presenting author email: thanh.lecompte@hcuge.ch

Background: Current recommendations for the treatment of HIV infection are 
based on a combination of antiretroviral drugs (cART). Simplified HIV treatment 
maintenance regimen is strategical to ease retention of care, to improve treatment 
satisfaction and to reduce healthcare costs. 
We aim to assess the feasibility and efficacy of dolutegravir maintenance mono-
therapy in patients who were virologically suppressed with conventional triple 
cART for at least 24 months prior to baseline by confirming that viral load is 
undetectable(HIV-RNA < .50 copies/ml) in peripheral blood and HIV reservoirs, 
including cerebrospinal fluid (CSF) and sperm.
Methods: Interventional, open label, single arm, 24-week pilot study. Eligible pa-
tients were virologically suppressed (HIV-RNA < .50 copies/ml) for at least 24 
months and had no history of previous ART failure nor documented antiretroviral 
drugs resistance. 
Primary outcome: Number of patients completing 24 weeks of dolutegravir mono-
therapy without experiencing virological failure defined as plasma HIV-1 RNA ≥ 
200 copies/ml on two consecutive measurements or positive HIV-1 RNA level in 
CSF at week 24.
Results: Eight patients were enrolled, including two women. Mean age was 47 years 
(range 36-66 years), mean follow up since HIV diagnosis was 12 years (range 2-26 
years), mean nadir CD4 count was 301/µl (range 21-555/µl ) and, mean CD4 count 
at baseline was 800/µl (range 345-1511/µl). Three patients so-far had a lumbar 
puncture at baseline and at week 24. HIV-RNA in the peripheral blood and in the 
CSF was< 50 copies/ml in all tested samples. Results of HIV-RNA in the sperm 
at baseline and week 24 will be available at the end of the study. Seven patients 
reached week 12, all with HIV-RNA below the detection level of 20 copies/ml.
Conclusions: Treatment maintenance with dolutegravir monotherapy seems to be 
feasible in rigorously selected HIV-suppressed patients and presents good penetra-
tion in the CSF compartment. However closer follow-up is needed and results from 
larger randomized clinical trials are expected. 

MOPEB0326
Pharmacokinetics of dolutegravir and darunavir qd in  
HIV-patients: the DUALIS study
C. Spinner1,2, T. Kümmerle3, I. Krznaric4, O. Degen5, M. Lee1,6, A. Zink7, E. Wolf8, 
H. Klinker9, C. Boesecke2,10, The DUALIS Study Group 
1University Hospital rechts der Isar, Department of Internal Medicine II, Munich, 
Germany, 2German Center for Infection Research, Braunschweig, Germany, 
3University Hospital Cologne, Department of Medicine I, Cologne, Germany, 4ZIBP, 
Private Practice, Berlin, Germany, 5University Medical Center Hamburg-Eppendorf 
(UKE), Hamburg, Germany, 6German Center for Infectious Research, Braunschweig, 
Germany, 7University Hospital Klinikum rechts der Isar, Department of Dermatology, 
Munich, Germany, 8MUC Research GmbH, Munich, Germany, 9University of 
Wuerzburg Medical Center, Department of Internal Medicine II, Division of Infectious 
Diseases, Wuerzburg, Germany, 10Bonn University Hospital, Department of Medicine 
I, Bonn, Germany 
Presenting author email: christoph.spinner@tum.de

Background: With successful antiretroviral therapy (ART) life-expectancy of HIV-
patients has substantially increased, but ART-related long-term toxicities have led 
to the emergence of novel treatment strategies. The combination of the integrase 
inhibitor dolutegravir (DTG) and the boosted protease inhibitor darunavir (DRV/r) 
may play a key role in this setting. However, pharmacokinetic (PK) data is sparse 
to date.
Methods: Prospective, randomized, non-blinded pharmacokinetic sub-study of the 
DUALIS study (Eudra-CT: 2015-000360-34). Virologically suppressed HIV in-
fected patients under ART were randomized and either kept on DRV/r plus NRTI 
backbone or switched to DTG 50 mg qd in combination with DRV/r 800/100 mg 
qd. Samples for PK analysis were obtained 4 weeks after switch at a single day (be-
fore and 1, 2, 4, 8 and 12 hours after intake of DTG plus DRV/r with food) and 
plasma levels were determined using HPLC.
Results: A total of 10 patients (pts) (7 male, 3 female) with a median (IQR) age of 
46 (37-50) years, a Body Mass Index of 24.6 (23.2-25.2), HIV RNA of 39 (19-44) 
cps/ml and a CD4-count of 715 (450-860) /µL were included in the sub-study. 
HIV RNA remained < 50 cps/mL in all patients. 9/10 pts had detectable plasma 

levels prior to intake (Ctrough). Median (IQR) Ctrough levels were 637 (483-923) ng/
mL for DTG and 1245 (575-1818) ng/mL for DRV. Maximum levels measured were 
3427 (2964-4048) ng/mL for DTG and 6170 (5708-8950) ng/mL for DRV ( 
Fig_A). Ctrough remained 4-17-fold above the protein-adjusted IC90 (64 ng/mL) for 
DTG and 1-22-fold above the protein-adjusted EC90 (200 ng/mL) for DRV (ex-
cluding the patient with undetectable DTG and DRV Ctrough levels), respectively. 
Median (IQR) AUC12 DTG was 26,809 (22,441-28,459) ng∙h/mL and for DRV 
49920 (36,729-56,234) ng∙h/mL, respectively. No drug-related adverse events 
(AEs) or serious AEs (SAEs) have been observed.
Conclusions: Overall drug levels showed an increase in DTG and DRV plasma levels 
after ART intake with Ctrough levels for DTG and DRV above the protein-adjusted 
IC90 and EC90 levels, respectively, without evidence of virologic failure. 
Switching to once-daily dual therapy with dolutegravir in combination with ritona-
vir-boosted darunavir appears to be safe and effective with regard to their pharma-
cokinetic profiles. 

MOPEB0327
High peak plasma level of dolutegravir in patients with ABCG2 
genetic variants
K. Tsuchiya1, T. Hayashida1, A. Hamada2,3, S. Oki4, S. Oka1,5, H. Gatanaga1,5 
1National Center for Global Health and Medicine, AIDS Clinical Center, Tokyo, Japan, 
2National Cancer Center Research Institute, Department of Clinical Pharmacology, 
Tokyo, Japan, 3Kumamoto University, Department of Medical Oncology and 
Translational Research, Kumamoto, Japan, 4National Center for Global Health and 
Medicine, Department of Pharmacy, Tokyo, Japan, 5Kumamoto University, Center for 
AIDS Research, Kumamoto, Japan  

Background: The ATP-binding cassette transporter B1 (ABCB1) and the ATP-
binding cassette transporter G2 (ABCG2) are both expressed in the intestines, 
which are efflux transporters of drugs. Dolutegravir (DTG) was recently identified 
to be a substrate of both ABCB1 and ABCG2. In this study, we analyzed the rela-
tions between single nucleotide polymorphisms of ABCB1 and ABCG2 genes and 
plasma DTG concentrations.
Methods: HIV-1-infected patients treated with DTG-containing regimens (DTG 
50 mg once daily with two nucleotide/nucleoside reverse transcriptase inhibitors 
and/or protease inhibitors) were recruited at the AIDS Clinical Center, National 
Center for Global Health and Medicine, Tokyo, Japan. Blood samples were with-
drawn into heparinized tubes, and the plasma and peripheral blood mononuclear 
cells were separated and stored at -80°C. The Ethics Committee for Human 
Genome Studies at the National Center for Global Health and Medicine approved 
this study (NCGM-A-000243-01) and each patient provided a written informed 
consent. Plasma samples were obtained from HIV-1-infected patients treated with 
DTG-containing regimens 0.5-4 hours after DTG dosing. Plasma DTG concentra-
tions were measured by the liquid chromatography-mass spectrometry (LC-MS) 
method. Genomic DNA was isolated from peripheral blood mononuclear cells. 
Genotyping of allelic variants of ABCB1 1236 C>T (rs1128503), 2677 G>T/A 
(rs2032582), 3435 C>T (rs1045642), 4036 A>G (rs3842) and ABCG2 421 C>A 
(rs2231142) were carried out using the TaqMan Drug Metabolism Assays.
Results: Plasma samples were collected from 42 patients and used for measure-
ment of DTG concentrations. None of the genotypes in ABCB1 1236 C>T, 2677 
G>T/A, 3435 C>T and 4036 A>G showed a correlation with plasma DTG concen-
tration. On contrary, the mean peak plasma concentration of DTG was significantly 
higher in the genotypes of ABCG2 421 AA (5,002 ng/ml, n=3), compared to the 
genotypes of ABCG2 421 CC (2,569 ng/ml, n=22) and CA (2,479 ng/ml, n=17) 
(P=0.0005, one-way ANOVA).
Conclusions: The peak level of plasma DTG concentration was significantly higher 
in ABCG2 genetic variant holders which may be explained by low expression of ef-
flux transporters in the intestines associated with these genetic variants. 
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MOPEB0328
Correlation between UGT1A1*6 and *28 genotypes, and plasma 
dolutegravir concentrations in Japanese HIV-1-infected patients
H. Togami1, H. Yagura2, A. Hirano1, M. Takahashi3, M. Yoshino4, K. Abe5, Y. Oishi6, 
S. Takematsu7, S. Kakigoshi8, Y. Yamamoto9, T. Ito10, M. Yamamoto11, Y. Mizumori12, 
O. Kanei13, M. Utsumi14, D. Watanabe15, Y. Yokomaku16, T. Shirasaka15 
1National Hospital Organization Nagoya Medical Center, Pharmaceutical, Nagoya, 
Japan, 2National Hospital Organization Osaka Medical Center, Pharmaceutical, 
Osaka, Japan, 3National Hospital Organization Suzuka Hospital, Pharmaceutical, 
Suzuka, Japan, 4National Hospital Organization Osaka Minami Medical Center, 
Pharmaceutical, Kawachinagano, Japan, 5National Hospital Organization Sendai 
Medical Center, Pharmaceutical, Sendai, Japan, 6National Hospital Organization 
Kyushu Medical Center, Pharmaceutical, Fukuoka, Japan, 7National Hospital 
Organization Kyoto Medical Center, Pharmaceutical, Kyoto, Japan, 8National Hospital 
Organization Higashinagoya Hospital, Pharmaceutical, Nagoya, Japan, 9National 
Hospital Organization Himeji Medical Center, Pharmaceutical, Himeji, Japan, 
10National Hospital Organization Sendai Medical Center, Infectious Diseases, Sendai, 
Japan, 11National Hospital Organization Kyushu Medical Center, Infectious Diseases, 
Fukuoka, Japan, 12National Hospital Organization Himeji Medical Center, Respratory 
Medicine, Himeji, Japan, 13National Hospital Organization Kyoto Medical Center, 
Respiratory Medicine, Kyoto, Japan, 14National Hospital Organization Higashinagoya 
Hospital, Infectious Diseases, Nagoya, Japan, 15National Hospital Organization Osaka 
Medical Center, AIDS Medical Center, Osaka, Japan, 16National Hospital Organization 
Nagoya Medical Center, Infectious Diseases, Nagoya, Japan 
Presenting author email: htogami@nnh.hosp.go.jp

Background: Dolutegravir (DTG) is metabolized mainly by glucuronidation via 
UDP-glucuronosyltransferase 1A1 (UGT1A1). Several UGT1A1 polymorphisms have 
been correlated with the UGT1A1 expression level and enzymatic activity. In these 
polymorphisms, *6 and *28 alleles are associated with reduced levels of UGT1A1. In 
particular, the *28 allele accounts for most of the UGT1A1 polymorphisms in the 
population. On the other hand, in Asian patients, the *6 alleles are more commonly 
found in comparison with white patients. So we compared the effects of the two 
polymorphic alleles, UGT1A1*6 and *28, on plasma DTG concentrations in Japanese 
HIV-1 infected patients.
Methods: We recruited 179 Japanese HIV-1 infected patients (male:female=171:8) 
in the National Hospital Organization, Japan. Next, we measured DTG plasma 
trough concentrations using LC-MS, and performed UGT1A1 genetic screening (*6 
and *28). This study was reviewed and approved by the Institutional Review Board 
of the National Hospital Organization, and each subject provided written informed 
consent.
Results: Among 179 patients, the frequencies of UGT1A1 genotypes were 13 pa-
tients (*6/*6, 7%), 
38 patients (-/*6, 21%), 4 patients (*28/*28, 2%), 24 patients (-/*28, 13%), 8 pa-
tients (*6/*28, 4%). The trough concentrations of plasma DTG were significantly 
higher in patients homozygous for UGT1A1*6 (n=13, 1.44 µg/ml; p< 0.001 ) and 
compound heterozygous for UGT1A1*6/*28 (n=8, 1.23µg/ml; p=0.003) than in 
patients carrying the normal allele (n=92, 0.73 µg/ml). The trough concentrations 
of DTG in patients homozygous for UGT1A1*28 (n=4, 0.92 µg/ml), heterozygous 
for UGT1A1*6 and *28 
(n=38, 0.86 and n=24, 0.95 µg/ml, respectively) were not significantly different 
from those in patients homozygous for the normal allele.
Conclusions: There were significant correlations between *6 allele and the plasma 
DTG concentrations. Therefore, UGT1A1*6 polymorphisms are predictive of high 
plasma concentrations of DTG in Asian patients. To prevent side effects of DTG, it 
is important to analyze UGT1A1*6 genotypes for Asian each patient. 

MOPEB0329
Pharmacokinetic modelling of darunavir/ritonavir dose 
reduction (800/100 mg to 400/100mg once daily) containing 
regimen in virologically suppressed HIV-infected patients as 
maintenance treatment: ANRS-165 DARULIGHT sub-study
M.P. Lê1,2, J.-M. Molina3, V. Madelain2, F. Raffi4, M.-L. Chaix5, S. Gallien6,  
E.M.B. El Abbassi7, C. Katlama8, P. Delobel9, Y. Yazdanpanah10, J. Saillard11,  
G. Peytavin1,2, ANRS 165 DARULIGHT Study Group 
1AP-HP, Hopital Bichat-Claude Bernard, Laboratoire de Pharmaco-Toxicologie, Paris, 
France, 2IAME, UMR 1137 INSERM Université Paris Diderot, Paris, France, 3AP-
HP, Hôpital Saint Louis, Service de Maladies Infectieuses et Tropicales, - INSERM 
U941- Université Denis Diderot Paris VII, Paris, France, 4CHU Hotel Dieu, Service 
de Maladies Infectieuses et Tropicales, Nantes, France, 5AP-HP, Hôpital Saint Louis, 
Laboratoire de Virologie, Paris, France, 6AP-HP, Hopital Henri Mondor, Service 
d’immunologie clinique & maladies infectieuses, Créteil, France, 7AP-HP, Hôpital 
Saint Louis, SBIM-URC, Paris, France, 8AP-HP, Hôpital Pitié-Salpêtrière, Service 
de Maladies Infectieuses et Tropicales, Paris, France, 9Hopital Purpan, Service de 
Maladies Infectieuses et Tropicales, Toulouse, France, 10AP-HP, Hopital Bichat-
Claude Bernard, Service de Maladies Infectieuses et Tropicales, Paris, France, 11France 
Recherche Nord & Sud Sida-hiv Hépatites (ANRS), Paris, France 
Presenting author email: gilles.peytavin@aphp.fr

Background: Several strategies aiming at simplifying maintenance antiretroviral 
therapy without jeopardizing efficacy are being explored to improve long term tol-
erability, adherence and reduce costs. 
This sub-study was conducted in the setting of the ANRS-165 Darulight trial to 
evaluate DRV and RTV plasma pharmacokinetic parameters in patients switching 
from DRV/RTV (800/100mgQD) containing regimen to DRV/RTV (400/100mg 
QD).
Methods: Patients enrolled in this multicenter, open-label, phase II single arm trial 
with plasma HIV-RNA (pVL)< 50c/mL for ≥12 months while receiving stable DRV/
RTV (800/100mg QD)+2 NRTIs were offered to participate in this pharmacoki-
netic sub-study. Intensive 24h pharmacokinetic blood sampling was performed at 
D0 (before the switch) and 12 weeks after switching to DRV/RTV (400/100 mg 
QD) (W12). Total and unbound (DRV) and total (RTV) plasma concentrations were 
determined by UPLC-MS/MS. Steady-state pharmacokinetic parameters (AUC, 
Cmin, Cmax, t1/2) were determined by a non-compartmental analysis. Paired 
Geometric Mean Ratio (GMR; IC90%) (W12/D0) was calculated (Wilcoxon test). 
Apparent Clearance (Cl/F) and distribution volume (Vd/F) and effect of RTV AUC 
were assessed by a non-linear mixed effects modelling approach, using Monolix 
software.
Results: Fifteen men were included and 12 full pharmacokinetic pairs (W12/D0) 
were available. Median age was 42 years (IQR, 41-47). Pharmacokinetic param-
eters are presented in Table. DRV and RTV half-lives remained unchanged. DRV 
and RTV Cl/F and Vd/F were determined using one-compartment model with 
first order absorption and linear elimination. DRV Cl/F and Vd/F were 28.4L/h 
(RSE (relative standard error) 22%) and 199L (RSE16%). RTV Cl/F and Vd/F were 
21.3L/h (RSE7%) and 171L (RSE9%). RTV AUC did not appear to be of significant 
effect on Cl/F.
Conclusions: In HIV-infected patients receiving maintenance therapy with DRV/
RTV (800/100mg QD)+2 NRTIs, a reduction of DRV/RTV to 400/100mg QD 
was associated with non-significant decreases of total DRV AUC and total/un-
bound DRV Cmin and a small decrease of unbound DRV AUC. Unexpectedly, RTV 
exposure slightly increased with the reduced DRV dosing regimen. 

MOPEB0330
Exposure of darunavir (DRV), ritonavir (RTV), emtricitabine 
(FTC), and tenofovir (TFV) in duodenal tissue: implications  
for gastrointestinal (GI) immune reconstitution among  
HIV-infected patients undergoing antiretroviral treatment
K. Garrett1, S. Mann2, T. Sainz Costa3,4, S. Serrano Villar5,6, J.-C. Garcia2,  
P. Troia-Cancio2, X.-D. Li2, R. Pollard2, T. Yotter2, A. Kashuba1, D. Asmuth2 
1University of North Carolina, Department of Pharmacotherapy and Experimental 
Therapeutics, Chapel Hill, United States, 2University of California Davis, Department 
of Internal Medicine, Sacramento, United States, 3University Hospital La Paz, 
Department of Infectious Diseases, Madrid, Spain, 4IdiPAZ, Madrid, Spain, 5University 
Hospital Ramon y Cajal, Department of Infectious Diseases, Madrid, Spain, 6IRYCIS, 
Madrid, Spain 
Presenting author email: garrettk@email.unc.edu

Background: Despite viral suppression, immune recovery in GI tissue lags behind 
peripheral blood, particularly in the small intestines. Whether poor antiretroviral 
penetration into GI tissue is a contributing factor for blunted GI immune reconsti-
tution remains controversial.
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Methods: 18 HIV+ men (pts) initiating daily DRV/RTV (800/100 mg) and FTC/
tenofovir disoproxil fumarate (200/300 mg) underwent duodenal biopsy before 
and 1-year after starting therapy. Peripheral blood mononuclear cell (PBMC) pel-
lets, plasma, and duodenal tissue (homogenate of snap-frozen tissue or collagenase-
digested, single-cell pellets (DMC)) were analyzed by LC-MS/MS methods to 
quantify TFV, FTC, TFV diphosphate(-dp), and FTC triphosphate(-tp) concentra-
tions. Published IC50 values were used for comparisons. 
The area under the concentration time curve (AUC) was calculated in Phoenix® 

WinNonlin v6.4. The tissue penetration and cellular ratios (TPR/CR) were calcu-
lated as tissue/DMC AUC ÷ plasma/ PBMC AUC. Values are medians (minimum, 
maximum) unless stated otherwise.
Results: Median age was 40.5 (23-59) years, baseline CD4+ count and HIV RNA 
were 431 (93-809) cells/mm3 and 40.5 (10-358) x103 copies/mL, respectively. 
Pts became undetectable by 3 months and CD4+ rose to 742 (124-1024) cells/
mm3 at one year. In 100% of samples, DRV and RTV tissue concentrations and 
TFV-dp in DMCs were >IC50. In 61% of DMC samples, FTC-tp was > IC50. TPRs 
were 421 (TFV), 25.1 (RTV), 1.71 (FTC), 1.09 (DRV). CRs were 43 (TFV-dp) and 
0.01 (FTC-tp). Half-lives were similar across compartments. Concentrations were 
higher in tissue than plasma (Table 1). 
Intracellular TFV-dp and FTC-tp correlated between snap-frozen tissue and DMCs. 
(Spearman r=0.59 and r=0.81, respectively).
Conclusions: Active drug concentration was >IC50 in tissue for three or more agents 
in 100% of patients. These data provide evidence to suggest poor GI immune recon-
stitution may not be due to lack of local pharmacologic activity. 

 Darunavir Ritonavir Tenofovir Emtricitabine
 Plasma Tissue Plasma Tissue Plasma Tissue Plasma Tissue

Cmax 
(ng/mL)

5,580 8,004 862 43,567 308 225,947 1,704 4,251

Cmin 
(ng/mL)

1,337 570 55.1 1,275 54.1 10,244 71.4 139

T1/2 (h) 8.16 4.66 4.57 5.13 7.76 6.65 5.86 4.61

AUC0-τ 
(ng*h/mL)

91,358 99,486 7,842 196,933 2,695 1,135,878 11,835 20,254

TPR - 1.09 - 25.1 - 421 - 1.71

[Pharmacokinetic Parameters]

MOPEB0331
Predator effects of nevirapine on dolutegravir pharmacokinetics 
after switching
M. Grégoire1, C. Allavena2, E. André-Garnier3, M. Morrier4, E. Billaud2,  
V. Reliquet2, S. Bouchez2, N. Hall2, E. Dailly1, F. Raffi2 
1Nantes University Hospital, Pharmacology, Nantes, France, 2Nantes University 
Hospital, Infectious Diseases, Nantes, France, 3Nantes University Hospital, Virology, 
Nantes, France, 4La Roche-sur-Yon Hospital, Infectious Diseases, La Roche-sur-Yon, 
France 
Presenting author email: clotilde.allavena@chu-nantes.fr

Background: Co-administration of dolutegravir (DTG) 50 mg QD and nevirapine 
(NVP) 400 mg QD resulted in significant changes in DTG pharmacokinetics as a 
consequence of the enzymatic induction by NVP. Current study aimed to evaluate 
the duration of NVP predator effect on DTG pharmacokinetics when patients were 
switched from NVP to DTG.
Methods: SWAD study evaluated the efficacy, safety and satisfaction of switch-
ing from abacavir/lamivudine (600 mg/300 mg QD) + NVP (400 mg extended-
release tablets QD) (ABC/3TC+NVP) to ABC/3TC/DTG (600mg/300 mg/50 
mg QD). Fifty-three patients were included in this prospective, bicentric, single-
arm, open-label switch study (NCT02067767). A PK substudy was conducted in 
43 patients to evaluate DTG trough concentrations (Cmin), as well as NVP residual 
concentrations. DTG and/or NVP plasma concentrations were measured at switch 
and at W1, W2, W4 and W12. Patient receiving concomitant therapy modifying 
DTG pharmacokinetics were excluded.
Results: At inclusion, patients were virologically suppressed for a median duration 
of 9.6 years and receiving an ABC/3TC+NVP regimen for a median duration of 6 
years. 
Mean DTG Cmin [Standard Deviation (SD), number of subjects (n)] were 666 ng/
mL [355; 35] at W1, 947 ng/mL [585; 38] at W2, 1130 ng/mL [571, 38] at W4 and 
1439 ng/mL [923, 38] at W12. All patients were maintained above DTG IC90 (64 
ng/mL) at all sample times. Mean NVP concentrations [SD, n] were 3435 ng/mL 
[1063, 35] at switch, 43 ng/mL [107, 35] at W1, 1 ng/mL [8, 38] at W2 and were 
undetectable at W4 and W12. NVP terminal half-life after switch was 27 hours. All 
patients were maintained above NVP IC90 (40 ng/mL) at switch. At W1, 27/35 
patients were measured below NVP IC90 and 38/38 at W2. 
At W12, all the patients maintained plasma HIV-1 RNA below 20 copies/mL.

Conclusions: After switching from ABC/3TC+NVP to ABC/3TC/DTG, DTG 
reached steady-state by W4/W12 when expected by D5/D10. All patients were 
maintained above DTG IC90 at all sample times without virological failure. 
Moreover, terminal half-life of NVP after switch was comparable to expected val-
ues. These PK data support switch from a NVP-based regimen to a DTG-based 
regimen without DTG adjustment. 

MOPEB0332
A study evaluating the pharmacokinetics, safety, and  
tolerability of the bictegravir/emtricitabine/tenofovir 
alafenamide (B/F/TAF) single tablet regimen (STR)  
in Japanese subjects
H. Zhang1, S. West2, A. Vu3, R. Humeniuk1, D. Xiao4, H. Graham5, H. Martin5,  
J. Custodio1 
1Gilead Sciences, Clinical Pharmacology, Foster City, United States, 2Gilead Sciences, 
Biometrics, Foster City, United States, 3Gilead Sciences, Clinical Operations, Foster 
City, United States, 4Gilead Sciences, Bioanalytical Chemistry, Foster City, United 
States, 5Gilead Sciences, Clinical Research, Foster City, United States 
Presenting author email: jcustodio@gilead.com

Background: Bictegravir (BIC) is an investigational, once-daily, unboosted HIV in-
tegrase strand transfer inhibitor (INSTI) with a high barrier to resistance and potent 
in vitro activity against most INSTI-resistant variants. BIC, coformulated with the 
NRTI backbone of emtricitabine/tenofovir alafenamide (FTC/TAF), is currently 
in development for treatment of HIV-1 infection. This study evaluated the phar-
macokinetics (PK), safety, and tolerability of BIC/FTC/TAF (B/F/TAF) in HIV-
uninfected Japanese and Caucasian subjects.
Methods: Japanese subjects (n=25) were born in Japan, had not lived outside Japan 
>5 years, and had traceable maternal and paternal Japanese ancestry of parents 
and grandparents. Caucasian subjects (n=25) were not of Japanese or Asian de-
scent. All subjects received a single, oral dose of B/F/TAF (50/200/25 mg) under 
fasted conditions. Intensive PK sampling was performed and statistical comparisons 
of the exposures of BIC, FTC, TAF, and TAF metabolite, TFV, were conducted by 
geometric mean ratios (GMR), associated 90% confidence intervals (CI), and no-
effect boundary of 70-143%, with Japanese subjects as the test and Caucasian sub-
jects as the reference. Safety was monitored throughout the study and follow-up.
Results: Table 1 shows the primary BIC, FTC, TAF, and TFV PK parameters (AUCinf, 
AUClast, Cmax) and statistical comparisons. The PK of all components of B/F/TAF 
was similar in Japanese and Caucasian subjects and the GMR and corresponding 
90% CIs of all parameters were contained within the protocol-defined no-effect 
boundary of 70%-143%. B/F/TAF was well tolerated and all subjects completed the 
study except one Caucasian subject who discontinued due to adverse events (AEs) 
of Grade 2 nausea and Grade 1 vomiting. No Grade 3, 4, or serious AEs and no clini-
cally relevant laboratory abnormalities were observed. 

PK Parameter
Japanese Subjects 
(n=25) Mean (%CV)

Caucasian Subjects 
(n=25) Mean (%CV)

GMR (%)
(90% CI)

BIC
AUCinf (ng*h/mL)
AUClast (ng*h/mL)

Cmax (ng/mL)

115,000 (21)
114,000 (21)
6,560 (18)

103,000 (31)
102,000 (31)

5,220 (21)

114 (100, 130)
115 (101, 131)
126 (115, 139)

FTC
AUCinf (ng*h/mL)
AUClast (ng*h/mL)

Cmax (ng/mL)

11,200 (18)
11,000 (19)
2,680 (40)

10,600 (14)
10,400 (14)
2,450 (22)

105 (96.6, 113)
105 (97.0, 114)
103 (88.2, 121)

TAF
AUCinf (ng*h/mL)
AUClast (ng*h/mL)

Cmax (ng/mL)

175 (52)
170 (52)
301 (58)

171 (41)
167 (41)
262 (42)

97.4 (78.6, 121)
95.9 (77.3, 119)
106 (85.4, 113)

TFV
AUCinf (ng*h/mL)
AUClast (ng*h/mL)

Cmax (ng/mL)

325 (24)
267 (24)
12.0 (30)

324 (24)
267 (20
11.0 (24)

100 (89.5, 113)
99.3 (89.2, 111)
107 (93.4, 123)

[Table 1. B/F/TAF PK Parameter Summary]

Conclusions: Following administration of B/F/TAF, equivalent pharmacokinetics 
and similar safety and tolerability were observed in Japanese and Caucasians sub-
jects supporting the use of the 50/200/25 mg dose of B/F/TAF in HIV-infected 
Japanese patients. 
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MOPEB0333
Characteristics of dolutegravir protein binding in human 
and nonhuman primate: a first approach for the study of 
pharmacologic sanctuaries
T. Gelé1,2, D. Desjardins1, V. Furlan3, N. Dereuddre-Bosquet1, A.-M. Taburet1,2, 
O. Lambotte1,2, R. Le Grand1, A. Barrail-Tran1,2 
1Paris-Sud University-CEA-Inserm U 1184, IDMIT Infrastructure, Fontenay aux Roses, 
France, 2Assistance Publique-Hôpitaux de Paris, Paris-Sud University Hospitals, 
Bicêtre Hospital, Clinical Pharmacy Department, Le Kremlin Bicêtre, France, 
3Assistance Publique-Hôpitaux de Paris, Paris-Sud University Hospitals, Bicêtre 
Hospital, Pharmacology Department, Le Kremlin Bicêtre, France 
Presenting author email: thibaut.gele@aphp.fr

Background: The unbound concentration of a drug is considered the active moi-
ety, which is available to cross cell membranes. This study aimed to characterize 
dolutegravir (DTG) protein binding to human serum albumin (HSA) and to plasma 
proteins in plasma of human and nonhuman primate (NHP, Macaca fascicularis).
Methods: DTG protein binding was measured in vitro in blank human plasma from 
the Blood Bank and in blank NHP plasma which were spiked with DTG to final 
concentrations of 800 and 1,600ng/mL. DTG HSA binding was measured using a 
40g/L HSA solution prepared in pH 7.4 phosphate-buffered saline and spiked with 
DTG to yield 8 final concentrations from 25 to 25,000ng/mL. The influence of 
pH on DTG binding was studied in a 40g/L HSA solution spiked with DTG at 800 
and 1,600ng/mL at pHs ranging from 7.0 to 7.8. Each experiment was run in trip-
licate. Bound and unbound fractions were separated by ultrafiltration (Centrifree 
devices). Total and unbound DTG concentrations were measured by quality controls 
validated assays (LC- MS/MS). A graphical Scatchard plot method was used to esti-
mate the albumin binding characteristics.
Results: At the 800 and 1,600ng/mL DTG total concentrations, mean DTG plasma 
protein bindings were 99.4% (CV, 4.4%) and 99.1% (CV, 6.6%) respectively in hu-
man plasma and 98.9% (CV, 8.5%) and 98.5% (CV, 3.1%) respectively in NHP 
plasma. The mean binding of DTG to HSA was 89.6% (range, 83.2%-94.7%), and 
independent of DTG total concentration. DTG was found to bind to two classes 
of albumin sites: one with high affinity and one nonsaturable with low affinity. 
Interestingly in the pH range from 7.0 to 7.8, a 0.2U decrease in pH led to a 2% 
decrease in DTG albumin binding (P< 0.0001).
Conclusions: DTG binding is high mainly with HSA and is pH sensitive that could 
influence diffusion in some biological fluid and cells. As characterization of binding 
of DTG is similar in human and in NHP, the NHP model could be an adequate model 
for studying tissue distribution, particularly in inaccessible human tissues. 

MOPEB0334
Co-administration of doravirine with an aluminum/magnesium 
containing antacid or pantoprazole, a proton pump inhibitor, 
does not have a clinically meaningful effect on doravirine 
pharmacokinetics
S. Khalilieh1, K.L. Yee1, R.I. Sanchez1, K. Vaynshteyn1, K. Deschamps1, L. Fan1, 
M. Martell2, R. Pop2, H. Jordan3, M. Iwamoto1 
1Mer, Kenilworth, United States, 2Pha, Mississauga, Canada, 3Pharma Medica 
Research, St. Charles, United States 
Presenting author email: sauzanne.khalilieh@merck.com

Background: Doravirine is a novel, potent, HIV-1 non-nucleoside reverse transcrip-
tase inhibitor currently being evaluated in Phase 3 trials for treatment of HIV-1 
infection in combination with other antiretroviral therapy. As many patients with 
HIV-1 infection are treated with antacids or acid-reducing agents, this study was 
conducted to evaluate the effect of these agents on doravirine pharmacokinetics 
(PK).
Methods: This was an open-label, 3-period, fixed-sequence drug-interaction study 
in healthy adult subjects. In Period 1, a single dose (SD) of a doravirine 100mg 
tablet was administered. In Period 2, a SD of a doravirine 100mg tablet was co-
administered with a SD of 20mL of an antacid suspension containing 1600mg of 
each aluminum hydroxide and magnesium hydroxide and 160mg of simethicone. In 
Period 3, a pantoprazole sodium 40mg delayed-release tablet was administered on 
Days 1-5 and a SD of a doravirine 100mg tablet was administered on Day 5. There 
was a washout of 10 days between each period. Blood samples to measure doravirine 
plasma concentrations were collected predose and through 72 hours post dose in 
all periods.
Results: Fourteen subjects (8 male and 6 female) were enrolled and 13 completed 
the study; one subject discontinued for personal reasons. Following co-adminis-
tration with an aluminum/magnesium containing antacid, doravirine PK was not 
affected to a clinical meaningful extent. The geometric mean ratios (GMR) (90% 
confidence intervals) [doravirine + antacid/doravirine] for Cmax, AUC0-∞, and 
C24 were 0.86 (0.74,1.01), 1.01 (0.92,1.11), and 1.03 (0.94,1.12), respectively. 

Following co-administration with pantoprazole, there was no clinically significant 
effect on doravirine PK. The GMR (90% confidence intervals) [doravirine + pan-
toprazole/doravirine] for Cmax, AUC0-∞, and C24 were 0.88 (0.76,1.01), 0.83 
(0.76,0.91), and 0.84 (0.77, 0.92), respectively. There were no serious adverse 
experiences (AEs) and all AEs were mild in intensity. Overall, 3 (21%) subjects 
reported at least one AE during the study. The most common AE was headache 
reported by 3 subjects.
Conclusions: Doravirine is generally well tolerated when administered alone or with 
an aluminum/magnesium containing antacid or with the proton pump inhibitor, 
pantoprazole. Coadministration of either of these agents with doravirine does not 
have a clinically meaningful effect on doravirine PK. 

MOPEB0335
Bioequivalence of a darunavir-based single-tablet complete 
HIV-1 regimen compared to the separate agents
H. Crauwels1, B. Baugh2, E. Van Landuyt1, S. Vanveggel1, A. Hijzen1, M. Opsomer1 
1Janssen Pharmaceuticals NV, Beerse, Belgium, 2Janssen Research and Development 
LLC, Raritan, United States 
Presenting author email: hcrauwel@its.jnj.com

Background: DCFTAF is the first once-daily, single-tablet complete HIV-1 regimen 
containing darunavir (DRV, D 800mg), cobicistat (COBI, C 150mg), emtricitabine 
(FTC, F 200mg) and tenofovir alafenamide (TAF, 10mg). The efficacy and safety 
of DCFTAF is being investigated in two large, international, randomized Phase 3 
studies AMBER (NCT02431247) and EMERALD (NCT02269917). The present 
study (NCT02578550) evaluated if the DCFTAF tablet is bioequivalent to 
combined intake of the separate agents.
Methods: This was a Phase I, open-label, randomized, 2-sequence, 2-period 
crossover study in healthy volunteers (n=96). In two treatment sessions, participants 
received a single oral dose of the DCFTAF tablet (test) or combined intake of a 
single oral dose of DRV (one 800-mg tablet), FTC/TAF (one 200/10-mg tablet), 
and COBI (one 150-mg tablet) (reference), under fed conditions (standardized 
regular-calorie, regular-fat breakfast), with a ≥7-day washout period in between. 
Bioequivalence was evaluated when taken with food in line with other DRV-based 
treatment regimens. Pharmacokinetic profiles were determined over 72 hours after 
dosing (8 hours for TAF). Plasma concentrations of DRV, COBI, FTC and TAF 
were determined using validated LC-MS/MS assays. Pharmacokinetic parameters 
were determined using non-compartmental analysis, and treatments compared 
using geometric mean ratios (GMR) with 90% confidence intervals (CIs). Safety 
and tolerability were assessed throughout.

[DRV, COBI, FTC and TAF pharmacokinetic parameters]
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Results: No major differences were observed in the pharmacokinetic profiles for 
DRV, COBI, FTC and TAF between the DCFTAF complete HIV-1 regimen and the 
separate agents. The 90.14% CIs of the GMRs of all main pharmacokinetic param-
eters were within the 80.00%-125.00% bioequivalence limits for all four compo-
nents (DRV, COBI, FTC and TAF) (Table). DCFTAF was generally well tolerated. 
No new safety issues, Grade 3/4 or serious AEs, deaths or discontinuations due to 
AEs occurred.
Conclusions: The DCFTAF 800/150/200/10-mg single-tablet complete HIV-1 
regimen is bioequivalent to the combined administration of the separate agents 
DRV, FTC/TAF and COBI. 

MOPEB0336
Low concentrations of darunavir once daily when coadministered 
with maraviroc + raltegravir, Optiprim-ANRS 147 trial
C. Pressiat1,2, D. Hirt1,2, J.-M. Treluyer1,2, Y. Zheng1,2, P. Morlat3, A. Naqvi4,  
L. Tran5, J.-P. Viard6,7, C. Rouzioux7,8, L. Meyer5, A. Chéret7,9,  
Optiprim-ANRS 147 Trial 
1Paris Centre Hospital Group, Clinical Pharmacology Department, Paris, France, 
2Paris Descartes University, EA 7323, Paris, France, 3Saint-André Hospital, Infectious 
Diseases Unit, Bordeaux, France, 4Nice Hospital, Infectious Diseases Unit, Nice, 
France, 5University Paris Sud, AP-HP Hopital de Bicêtre, INSERM, CESP U1018, 
Le Kremlin Bicêtre, France, 6Hôtel-Dieu Hospital, AP-HP, UF de Thérapeutique en 
Immuno-Infectiologie, Paris, France, 7Paris-Descartes University, EA 7327, Paris, 
France, 8Necker Hospital, AP-HP, Virology Laboratory, Paris, France, 9Bicêtre 
Hospital, AP-HP, Internal Medecine, Paris, France 
Presenting author email: claire.pressiat@gmail.com

Background: The OPTIPRIM-ANRS 147 trial compared intensive combination an-
tiretroviral therapy-darunavir/ritonavir (DRV/RTV), tenofovir disoproxilfumarate/
emtricitabine (TDF/FTC), raltegravir and maraviroc - started early during primary 
HIV-1 infection to standard tritherapy with DRV/RTV/TDF/FTC. A poorer per-
centage of undetectable viral load (< 50 cp/mL) was reported in the pentatherapy 
versus tritherapy arm from month 6 to 18. This pharmacokinetic sub-study aimed 
to compare antiretroviral drug concentrations in the 2 arms.
Methods: Plasma samples were collected from 50 patients at variable times from 
drug administration. To compare ART level between groups, for each patient a 
concentration just before intake (trough concentrations Ctrough) and an exposure 
(area under the concentration-time curve AUC) was predicted using a maximum 
a posteriori probability (Bayesian estimation) from published population pharma-
cokinetic models. These parameters were compared between the tritherapy and 
pentatherapy arms using a mixed linear regression.
Results: Published models adequately described data and could be used to predict 
trough concentrations and exposures. No significant difference was evidenced for 
tenofovir, emtricitabine and ritonavir between the tritherapy and the pentatherapy 
arms. However, darunavir Ctrough and AUC were significantly lower in the penta-
therapy arm than in the tritherapy arm (p=0.03 and p=0.04 respectively). Due 
to the small number of patients enrolled in this sub-study, no pharmacodynamics 
relationship between viral load and AUC or Cthrough could be demonstrated.

[Figure. Exposures of darunavir, ritonavir, tenofovir and emtricitabine in combination 
therapy and pentatherapy arm.]

Conclusions: An interaction between maraviroc and darunavir could be involved. 
Indeed, there are more pharmacological arguments to attribute this interaction to 
maraviroc than to raltegravir. We can therefore assume that this interaction had an 

impact on the kinetics of viral decay in the pentatherapy arm. A combined maravi-
roc/darunavir regimen can be an option in particular situations at the chronic stage: 
it would be relevant to prospectively evaluate an increased darunavir/ritonavir dos-
age to 600/100 mg twice daily in such situations.

MOPEB0337
Drug concentrations and HIV-1 RNA in CSF in patients 
switching to ritonavir-boosted atazanavir (ATV/r) plus 
lamivudine (3TC) dual therapy
A. Imaz1, J. Niubó1, A. Amara2, S. Khoo2, E. Ferrer1, J.M. Tiraboschi1, L. Acerete1, 
B. Garcia1, A. Vila1, D. Podzamczer1 
1Bellvitge University Hospital, L’Hospitalet de Llobregat, Spain, 2University of 
Liverpool, Liverpool, United Kingdom 
Presenting author email: aimaz@bellvitgehospital.cat

Background: Simplification to ATV/r + 3TC dual therapy in virologically suppressed 
patients has shown non-inferior efficacy compared to triple therapy. Since the pen-
etration of ATV/r in CSF may be suboptimal, the aim of this study was to assess 
HIV-1 RNA and drug concentrations in CSF in patients who switched to ATV/r + 
3TC.
Methods: Cross-sectional study including HIV-1 infected adults with suppressed 
plasma HIV-1 RNA and no history of resistance or failure to ATV/r and 3TC who 
switched from ATV/r+TDF/FTC to ATV/r+3TC. Total ATV and 3TC concentrations 
at the end of the dosing interval (C24h) and HIV-1 RNA were measured in paired 
CSF and plasma samples 12 weeks after switching to ATV/r+3TC. Validated LC-
MS/MS methods were used to quantify drug concentrations, and HIV-1 RNA was 
determined by real-time PCR.
Results: Ten patients were included, 4 male, 6 female. Median (range) age was 42.5 
years (33-70), time on ART 39.5 months (11-197), time with plasma HIV-1 RNA < 
40 c/mL 15.5 months (6-46), nadir CD4 count 289 cells/µL (79-580) and cur-
rent CD4 count 740 cells/µL (357-1380). All had HIV-1 RNA < 40 c/mL in CSF 
at baseline. Twelve weeks after switching to ATV/r+3TC, 9/10 patients maintained 
HIV-1 RNA < 40 c/mL in both plasma and CSF. One patient with suboptimal adher-
ence to ART had HIV-1 RNA rebound in both plasma (2658 c/mL) and CSF (1233 
c/mL) although she was asymptomatic. The median CSF-to-plasma concentration 
ratios of ATV and 3TC were 0.013 and 0.417 respectively. Median ATV C24h in CSF 
was 10.39 (3.71-33.45) ng/mL (in vitro ATV IC50 range for wild type HIV-1, 1-11 ng/
mL). Median 3TC C24h in CSF was 43.42 (16.20-99.33) ng/mL (in vitro 3TC IC50 
range for wild type HIV-1, 0.68-20.6 ng/mL).
Conclusions: Twelve weeks after switching to ATV/r+3TC most patients maintained 
HIV-1 RNA < 40 c/mL in CSF despite CSF ATV C24h close to or within the IC50 
range in a proportion of them. The good CSF penetration of 3TC may have con-
tributed to HIV-1 RNA suppression in this compartment. Nevertheless, a rigorous 
patient selection and optimal adherence is advisable to assure effective CSF viral 
suppression with this dual ARV simplification regimen. 

MOPEB0338
The effect of fostemsavir on methadone and buprenorphine 
pharmacokinetics
H. Sevinsky1, M. Magee2, P. Ackerman3, M. Chang4, S. Lubin4, E. Myers4,  
W. Wu5, C. Llamoso3, T. Eley5 
1ViiV Healthcare, Upper Providence, United States, 2GlaxoSmithKline, Upper Merion, 
United States, 3ViiV Healthcare, Wallingford, United States, 4Bristol-Myers Squibb, 
Hopewell, United States, 5Bristol-Myers Squibb, Lawrenceville, United States 
Presenting author email: heather.j.sevinsky@viivhealthcare.com

Background: Fostemsavir is a prodrug of temsavir, a first-in-class attachment in-
hibitor that binds directly to HIV-1 gp120, preventing initial viral attachment and 
entry into host CD4+ T cells. This study assessed the impact of fostemsavir on the 
pharmacokinetics (PK) of the opioids methadone (R-, S-, and total) or buprenor-
phine/norbuprenorphine when coadministered.
Methods: AI438068 was a Phase 1, open-label study in subjects on methadone 
maintenance therapy (40 - 120 mg QD, Part 1, N=16) or buprenorphine/naloxone 
maintenance therapy (8/2 - 24/6 mg QD, Part 2, N=16). HIV- and HBV-positive 
subjects were excluded; a positive test for HCV antibodies with documentation of 
anti-HCV therapy was acceptable. In Part 1, subjects received methadone on Day 1 
and methadone QD with fostemsavir 600 mg BID on Days 2-9. In Part 2, subjects 
received buprenorphine/naloxone on Day 1 and buprenorphine/naloxone QD with 
fostemsavir 600 mg BID on Days 2-9. Serial blood samples were collected up to 
24 hours post-dose Day 1 and Day 9. Plasma concentrations were quantified by 
validated LC/MS/MS methods. Geometric mean ratios (GMRs) and 90% confi-
dence intervals (CI) were derived for dose-normalized methadone (R-, S-, total), 
buprenorphine and norbuprenorphine PK using linear mixed-effects models. The 
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effect of fostemsavir was deemed clinically insignificant if the 90% CI fell within 
0.70-1.43 for methadone and 0.50-2.00 for buprenorphine and norbuprenor-
phine. Adverse events were monitored throughout the study, including signs of 
withdrawal or toxicity.
Results: Methadone exposures (R-, S-, and total) increased 9-15% and buprenor-
phine/norbuprenorphine exposures increased 24-39% when coadministered with 
fostemsavir. In subjects on a stable regimen of methadone or buprenorphine/nalox-
one, coadministration of fostemsavir was safe and generally well tolerated with no 
reported symptoms of overdose or withdrawal. 

Analyte Cmax GMR 
(90% CI)

AUC(TAU) GMR 
(90% CI)

C24 GMR 
(90% CI)

R-methadone 1.15 
(1.11, 1.20)

1.13 
(1.07, 1.19)

1.09 
(1.01, 1.17)

S-methadone 1.15 
(1.10, 1.19)

1.15 
(1.09, 1.21)

1.10 
(1.02, 1.19)

total methadone 1.15 
(1.11, 1.19)

1.14 
(1.09, 1.20)

1.10 
(1.02, 1.18)

buprenorphine 1.24 
(1.06, 1.46)

1.30 
(1.17, 1.45)

1.39 
(1.18, 1.63)

norbuprenorphine 1.24 
(1.03, 1.51)

1.39 
(1.16, 1.67)

1.36 
(1.10, 1.69)

[Cmax, AUC(TAU), and C24 GMR (90% CI)]

Conclusions: Methadone and buprenorphine may be coadministered with fos-
temsavir without dose adjustment. Consistent with recommendations for other 
antiretrovirals, monitoring for clinical signs of sedation with buprenorphine may be 
warranted. 

MOPEB0339
The effect of fostemsavir on the pharmacokinetics of a 
combined oral contraceptive (OC) containing ethinyl estradiol 
(EE) and norethindrone (NE) in healthy female subjects
M. Magee1, H. Sevinsky2, P. Ackerman3, R. Adamczyk4, A. Griffies4, E. Myers4, 
W. Wu5, C. Llamoso3, T. Eley5 
1GlaxoSmithKline, Upper Merion, United States, 2ViiV Healthcare, Upper Providence, 
United States, 3ViiV Healthcare, Wallingford, United States, 4Bristol-Myers Squibb, 
Hopewell, United States, 5Bristol-Myers Squibb, Lawrenceville, United States 
Presenting author email: mindy.2.magee@gsk.com

Background: Fostemsavir is a prodrug of temsavir, a first-in-class attachment inhib-
itor that binds directly to HIV-1 gp120, preventing initial viral attachment and entry 
into host CD4+ T cells. Women of child-bearing potential represent a significant 
proportion of the heavily-treatment experienced HIV-infected population; effec-
tive and convenient contraception is important. This study assessed the impact of 
fostemsavir on the pharmacokinetics (PK) of a combined OC containing EE and 
NE (Loestrin 1.5/30; 1.5 mg NE, 30 µg EE).
Methods: AI438019 was a Phase 1, open-label, single-sequence, 4-cycle, 4-treat-
ment study in 26 healthy female subjects. Serial blood samples for PK up to 24 
hours post-dose and single samples for serum progesterone were collected. Plasma 
concentrations were quantified by validated LC/MS/MS methods. Geometric 
mean ratios (GMRs) and 90% confidence intervals (CI) were derived for EE and 
NE PK using linear mixed-effects models. Adverse events (AEs) were monitored 
throughout the study. 

Cycle 1 Cycle 2 Cycle 3 Cycle 4
Days 1-8 Days 1-28 Days 1-28 Days 1-21

Day 1 = 21st day of 
existing OC once daily 

(QD) (Treatment A)

Existing OC QD Days 
1-21 (Treatment B)

Loestrin 1.5/30 QD 
Days 1-21 

(Treatment C)

Loestrin 1.5/30 QD Days 
1-11 Loestrin 1.5/30 

QD + fostemsavir 600 
mg BID Days 12 - 21 

(Treatment D)
serial PK collection 

Day 1
serial PK collection 

Day 21
serial PK collection 

Day 10 and 21
serial PK collection 

Day 21
serum progesterone 

Day 1
serum progesterone 

Day 21
serum progesterone 

Day 11, 15 and 21
serum progesterone Day 

11, 15 and 21

[Study Design]

Results: Only comparisons of EE and NE PK between Treatment D and Treatment 
C are presented. Fostemsavir coadministration increased EE exposures ~40%. 
The 90% CIs for NE Cmax and AUC(TAU) GMRs were within 0.80-1.25. Serum 
progesterone levels suggested fostemsavir did not negatively impact suppression 
of ovulation. Most study drug-related AEs were mild; 1 subject (3.8%) reported a 
moderate AE of headache (Treatment D). 

Parameter Treatment C Day 21 
Adjusted Geometric Mean

Treatment D Day 21 
Adjusted Geometric Mean

GMR (90% CI) 
Treatment D vs. C

EE Cmax (pg/mL) 108 150 1.39 (1.28, 1.51)
EE AUC(TAU) 

(pg.h/mL) 1083 1514 1.40 (1.29, 1.51)

NE Cmax (pg/mL) 23629 25582 1.08 (1.01, 1.16)
NE AUC(TAU) 

(pg.h/mL) 170293 184302 1.08 (1.03, 1.14)

[EE/NE Cmax and AUC(TAU)]

Conclusions: Fostemsavir, in the absence of a pharmacoenhancer, may be coad-
ministered with combined oral contraceptives containing NE and a reduced dose 
of EE. 

MOPEB0340
Eight weeks safety results of high-dose rifampicin  
in HIV-tuberculosis co-infected patients in Uganda: 
RIFAVIRENZ-ANRS 12292 trial
D. Atwine1,2, E. Baudin3, W. Muyindike2,4, K. Kananura1, D. Nyehangane5,  
P. Orikiriza5, D. Nanjebe5, S. Logoose1, R. Arinaitwe6, J. Mwanga-Amumpaire1,2,  
T. Anne-Marie7, B. Maryline1,8 
1Epicentre Mbarara Research Centre, Clinical Research, Mbarara, Uganda, 2Mbarara 
University of Science and Technology, Mbarara, Uganda, 3Epicentre, Clinical Research, 
Paris, France, 4Mbarara Regional Referral Hospital, Mbarara, Uganda, 5Epicentre 
Mbarara Research Centre, Laboratory, Mbarara, Uganda, 6Epicentre Mbarara 
Research Centre, Data Managment, Mbarara, Uganda, 7Bicetre Hospital, APHP and 
Inserm UMR 1184, Clinical Pharmacy, Paris, France, 8IRD UMI 233 TransVIHMI-
UM-INSERM U 1175, Montpellier, France 
Presenting author email: atwine.daniel@epicentre.msf.org

Background: Despite the reported safety of high-dose Rifampicin (R) among HIV 
negative tuberculosis (TB) patients, no data exists among HIV-TB co-infected pa-
tients. We report the safety results from a high-dose rifampicin (20mg/kg) and 
efavirenz (EFV)-based ART (600 and 800mg) drug interaction study in HIV-TB 
co-infected patients by week-8 of TB treatment.
Methods: In a phase-2, randomized, open-label therapeutic trial (NCT01986543), 
newly diagnosed, XpertMTB/RIF positive and rifampicin-susceptible active pulmo-
nary TB, HIV positive, ART-naïve, adult patients were enrolled and randomized to 
3-study regimens (SR): SR1: 8 weeks R20mg/Kg + Isoniazid(H) + pyrazinamide(Z) 
+ ethambutol(E) and EFV600mg/J; SR2: 8 weeks R20mg/Kg + H+Z+E and 
EFV800mg/J; Control regimen (CR): 8 weeks R10mg/Kg + H+Z+E and 
EFV600mg/J. EFV was given with tenofovir-lamivudine for all patients 2 weeks 
after starting anti-TB treatment(ATT). At 8 weeks, all patients were switched to 
standard R and EFV doses. Treatment was observed at home by a domiciliary treat-
ment monitor. Weekly clinical assessments and bi-weekly biochemistry and full 
blood count monitoring was done.
Results: We enrolled 98 patients (SR1: 33, SR2: 32 and CR: 33), median age 33.6 
years, 26.5% were females. Baseline median BMI, CD4 count and ALT were 19.5kg/
m2, 142 cells/L and 19.5IU/L respectively. One and four patients were co-infected 
with hepatitis B and C respectively. Six patients; 2 from each arm had grade 3 or 
4 increases in ALT or AST within the first 8 weeks: 1 during ATT alone vs 1 during 
ATT+ART for both SR1 and CR, and 2 during ATT alone vs 0 during ATT+ART for 
SR2. Only 4 patients (CR: 1, SR1: 1, SR2: 2, p = 0.780) had grade 2 neuropsychi-
atric AEs. No grade 3 or 4 neuropsychiatric AEs were noted. Fifteen patients, 5 
from each arm had SAEs, with 2 of which resulting in death unrelated to treatment 
and 2 with their treatment arm changed from 20mg/kg-10mg/kg of R dose due to 
increase in hepatic transaminases.
Conclusions: Co-administration of a double-dose of rifampicin with efavirenz (600 
or 800mg) among HIV/TB co-infected patients was well tolerated with very few 
severe transaminitis and no severe neuropsychiatric disorders. 

MOPEB0341
Rare emergence of resistance in treatment-naive patients 
receiving E/C/F/TAF for 144 weeks
N. Margot, S. Cox, M. Das, S. McCallister, M. Miller, C. Callebaut 
Gil, Clinical Virology, Foster City, United States 
Presenting author email: christian.callebaut@gilead.com

Background: Tenofovir alafenamide (TAF) is a novel tenofovir (TFV) prodrug 
achieving higher levels of TFV-diphosphate in lymphocytes at a lower dose com-
pared to tenofovir disoproxil fumarate (TDF). The single-tablet regimen (STR) el-
vitegravir/cobicistat/emtricitabine/TAF (E/C/F/TAF) was compared to the STR of 
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E/C/F/TDF in clinical studies. High proportions of patients achieved HIV-1 RNA 
<50 copies/mL at weeks 48, 96, and 144, and the response at week 144 (84.2% vs. 
80.0% for E/C/F/TAF and E/C/F/TDF groups, respectively) favored the E/C/F/
TAF group in a statistically significant manner. The final Week 144 integrated resis-
tance analysis across two completed Phase 3 clinical studies is described.
Methods: HIV-1 genotypic testing was conducted pre-treatment using commercial 
population sequencing (Monogram Biosciences) to assess HIV-1 PR/RT/IN sen-
sitivity to study drugs. For patients with HIV-1 RNA ≥400 copies/mL at time of 
virologic failure (VF) or early discontinuation, genotypic analysis and phenotypic 
antiretroviral susceptibility were evaluated.
Results: HIV-1 subtypes identified in the 1733 enrolled patients included A, A1, A2, 
AE, AG, B, BC, BF, C, D, F, F1, and G. Pre-existing primary resistance-associated 
mutations (RAMs) were observed pre-treatment in 7.4% (NRTI-RAMs), 18.1% 
(NNRTI-RAMs), and 3.3% (PI-RAMs) of enrolled subjects. Baseline HIV-1 sub-
type or NRTI- or NNRTI-RAMs did not affect E/C/F/TAF treatment response at 
week 144. VF resistance analyses were conducted for 28/866 (3.2%) and 30/867 
(3.5%) patients in the E/C/F/TAF and E/C/F/TDF arms, respectively. Over the 
3-year study, the rate of resistance emergence remained low at 1.4% in each treat-
ment group (12/866 in E/C/F/TAF, and 12/867 in E/C/F/TDF). Resistant virus 
emerged in a total of 24 patients who developed primary resistance to antiretrovi-
rals in the STRs (E/C/F/TAF: INSTI-RAMs [n=8], M184V/I [n=11], K65R/N [n=2]; 
E/C/F/TDF: INSTI-RAMs [n=8], M184V/I [n=9], K65R/N [n=4]). Overall, simi-
lar patterns of emergent mutations were observed in both treatment groups, with 
M184V/I being the most prevalent RAM (1.2% overall).
Conclusions: E/C/F/TAF achieved a high level of virologic suppression in HIV-1 
treatment-naïve patients through 144 weeks of treatment. Resistance develop-
ment was rare with comparable genotypic changes across the E/C/F/TAF (1.4%) 
and E/C/F/TDF (1.4%) treatment groups. 

MOPEB0342
Prevalence and transmission dynamics of HIV-1 transmitted 
drug resistance in central North Carolina
S. Levintow1, N.L. Okeke2, L. Mkumba2, A. Virkud1, T. Davy-Méndez1,  
S. Napravnik1, J. Sebastian3, S. Hué4, W. Miller5, J. Eron1, A. Dennis1 
1University of North Carolina, Chapel Hill, United States, 2Duke University, Durham, 
United States, 3LabCorp, Cary, United States, 4London School of Hygiene and Tropical 
Medicine, London, United Kingdom, 5Ohio State University, Columbus, United States 
Presenting author email: levintow@email.unc.edu

Background: Transmitted drug resistance (TDR) compromises clinical management 
and outcomes. TDR surveillance and identification of growing transmission clusters 
is needed in the Southeast, the epicenter of the US HIV epidemic. We investigated 
prevalence and transmission dynamics of TDR in North Carolina (NC).
Methods: We analyzed surveillance drug resistance mutations (SDRM) using 
partial pol sequences among antiretroviral therapy (ART)-naïve patients with 
available genotypes presenting to two large HIV outpatient clinics from 1997-2014. 
We used logistic regression to compare TDR prevalence (SDRM among ART-naïve 
patients) by demographic and clinical factors, sequencing year, and transmission 
clusters. Transmission clusters were identified using maximum-likelihood trees and 
Bayesian methods including background pol sequences (n=15,247).
Results: 1,658 patients had a pre-ART genotype; 73% were men, 62% black, and 
47% identified as MSM. Overall, ≥1 SDRM was identified in 199 patients, with an 
aggregate TDR prevalence of 12% (95%CI: 10-14%), increasing over time (p=0.04, 
Figure). Of 229 transmitted SDRM, most were NNRTI-associated mutations 
(58%), followed by NRTI (31%) and PI (12%). Sequences with mutations to two 
(n=20) and three drug classes (n=5) were uncommon. Compared to those without 
TDR, patients with TDR were more likely to be MSM (OR=1.39, 95%CI: 1.04-
1.88), white (OR=1.42, 95%CI: 1.03-1.96), have higher CD4 counts (median 374 
vs. 306 cells/mm3, p< 0.01), and identified in a cluster (OR=1.64, 95%CI: 1.17-
2.30). In our phylogenetic analysis, TDR was identified in 106 clusters. Of these 
clusters with TDR (range 2-26 members, 546 total sequences), 53% had K103N. In 
75% of clusters, the majority of sequences shared an identical SDRM, and in 35%, 
all sequences had the same SDRM. 

[Increasing TDR prevalence by year and drug class (N=1,658)]

Conclusions: Moderate TDR prevalence persists in NC predominantly driven by 
NNRTI resistance. Most TDR cases were identified in transmission clusters, signi-
fying multiple local transmission networks and suggesting TDR circulation among 
ART-naïve persons. Continued TDR surveillance may help detect transmission net-
works for targeted prevention. 

MOPEB0343
HIV-1 acquired drug-resistance during first-line regimens 
does not impact virological outcome after long-term second-
line protease-based therapies in resource-limited countries: 
genotyping is not required for the reverse-transcriptase 
inhibitors-selection during treatment switch
C.J. Villabona Arenas1, S. Eymard Duvernay1, A. Aghokeng Fobang1,2,  
E. Guichet1, C. Toure Kane3, G. Bado4, S. Koulla Shiro5, E. Delaporte1,  
L. Ciaffi1, M. Peeters1 
1Institut de Recherche pour le Développement, UMI 233, INSERM U 1175, Université 
de Montpellier, Montpellier, France, 2Centre de Recherche sur les Maladies Emergentes 
er Réemergentes, Yaounde, Cameroon, 3Université Cheikh Anta Diop, Dakar, Senegal, 
4Hôpital Souro Sanou, Bodo Dioulasso, Burkina Faso, 5Université de Yaoundé, 
Yaounde, Cameroon 
Presenting author email: cj.villabona@gmail.com

Background: Viral load (VL) quantification is not widely available in resource-
limited countries (RLCs) and diagnosis of a failing treatment may be delayed 
leading to the accumulation of drug resistance mutations. HIV-1 drug-resistance 
testing is not recommended for treatment switch and it is thus important to assess 
if genotyping may improve therapy optimization. 
Here, we investigated the association between acquired resistance during first-
line regimens and virological outcome after long-term second-line protease-based 
therapy in RLCs.
Methods: A total of 387 patients from the 2LADY-study (a randomized, open-
label trial of three different second-line PI-based regimens in Burkina Faso, 
Cameroon and Senegal) were followed for 104 weeks. We model the relationship 
between treatment resistance data at baseline of second-line treatment initiation 
(genotypic susceptibility scores, resistance scores calculated for the observed 
mutations, number of Reverse-transcriptase inhibitors-mutations (RTIs) by drug 
class and duration of first-line treatment) and virological failure (three thresholds: 
≥50, ≥200 or ≥1000  copies/ml) at week 104 using logistic regressions. Additional 
covariates included demographic (sex, age and country), biological (baseline HIV-1 
VL and CD4+ count) and adherence (measured using standard questionnaires at 
week 4, 104, and average adherence) data.
Results: Overall, 193 (49.9%), 150 (38.8%) and 44 (11.4%) patients had respectively 
low/none, intermediate and high-predicted RTI-activity in their prescribed second-
line regimen. The average number of mutations by RTI drug class and proportion 
of patients by genotypic susceptibility scores category were statistically similar 
irrespective of treatment outcome. No resistance, demographic or adherence 
data were consistently associated with successful response. VL at switch was the 
only consistent prognostic factor (OR>1) for virological failure after multivariate 
adjustment. Findings did not differ when the second-line regimens or data on the 
patients with incomplete adherence information were included.
Conclusions: Genotypic resistance tests are not required to guide RTIs choice 
for second-line PI-based regimens in RLCs and probably NRTIs may be recycled. 
However, VL quantification during first-line treatment is crucial to promptly 
detect failure and avoid a greater VL increase, which may compromise future 
treatment outcome. Our findings stress the need for more studies on the drug 
resistance mutation-selection dynamics when a drug from a new class is added to 
the treatment. 
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MOPEB0344
Correlates and outcomes of transmitted drug resistance  
among adults starting first-line therapy in rural Uganda
S. McCluskey1,2, G. Lee1,2,3, K. Kamelian3, N. Musinguzi4, R. Harrigan3,  
J. Haberer1,2, P. Hunt5, J. Martin5, Y. Boum II6, D. Bangsberg7, M. Siedner1,2,4 
1Massachusetts General Hospital, Boston, United States, 2Harvard Medical School, 
Boston, United States, 3BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 
4Mbarara University of Science and Technology, Mbarara, Uganda, 5University of 
California, San Francisco, United States, 6Epicentre Mbarara Research Centre, 
Mbarara, Uganda, 7Oregon Health Sciences University, Portland, United States 
Presenting author email: smccluskey@partners.org

Background: Transmitted drug resistance (TDR) is increasing globally. However, 
correlates of TDR in sub-Saharan Africa are not well defined and could assist with 
risk stratifying patients initiating antiretroviral therapy (ART) in the absence of 
resistance testing. We sought to identify correlates of TDR and characterize its ef-
fects on mortality and loss to follow-up in Uganda.
Methods: We analyzed data from the Uganda AIDS Rural Treatment Outcomes 
study, a cohort of adults initiating first-line ART (2005 to 2015). We retrospec-
tively sequenced reverse transcriptase on pre-ART specimens. We defined TDR 
as any WHO 2009 surveillance mutation and classified TDR level using Stanford 
susceptibility scores. We fit univariable logistic regression models with clinical 
characteristics as correlates and TDR as outcome. We then fit Cox proportional 
hazards models to assess whether TDR was associated with mortality and/or loss 
to follow-up.
Results: 643 subjects had pre-ART sequences. Median age was 34, and 69% were 
female. TDR was rare (N=21; 3.3%), and frequency seemed to increase over time, 
though trend was not significant (2.9% in 2005-2009 versus 4.4% in 2010-2013; 
P=0.36). Resistance to NRTIs (2.6%) was more common than NNRTIs (1.1%). Of 
those with TDR, 81% (17/21) had intermediate or high-level resistance to first-pre-
scribed regimens. Female sex, no education, and each decrease in baseline log10 HIV 
RNA were significant correlates of TDR (Table). We identified a non-significant 
trend that TDR to first-prescribed ART regimen increased hazard of loss to follow-
up (HR 2.75, 95% CI 0.85-8.84, P=0.09) but not mortality, though power was 
limited by low rates of TDR.
Conclusions: Female sex, no education, lower baseline viral load, and year (though 
non-significant) are correlates of TDR in rural Uganda. Further studies are needed 
to evaluate PMTCT practices as a potential factor in higher TDR risk in women. 
Greater vigilance is needed in the region if increasing rates of TDR are confirmed. 

Variable OR 95% CI P value
Female 4.37 1.01-18.95 0.049
Age at ART initiation 0.95 0.90-1.01 0.107
Log10 viral load at ART initiation 0.45 0.26-0.79 0.005
CD4 at ART initiation 1.00 1.00-1.00 0.907
Year of ART initiation    

2005-2009 (reference)    
2010-2013 1.55 0.61-3.90 0.356
No education 3.05 1.13-8.25 0.028
Distance from clinic (km) 1.00 0.99-1.01 0.615

[Univariable Regression Models for TDR Correlates]

MOPEB0345
Surveillance of HIV-1 subtype and antiretroviral resistance  
in Cuban individuals failing therapy during 2009-2016
V. Kouri Cardella1, L. Perez1, Y. Aleman1, Y. Martinez1, J. Perez2, C. Fonseca2,  
Y. Pintos1, L.M. Ortega2, Y. Baños1, Y. Soto1 
1INS, STD Lab. Virology Department, Havana, Cuba, 2INS, Clinical Department, 
Havana, Cuba 
Presenting author email: vkouri@ipk.sld.cu

Background: In Cuba, more than 70% of patients are currently under antiretroviral 
(ARV) therapy. In the year 2009 ARV resistance and subtype surveillance was 
introduced in clinical practice. This work aims to investigate the level and profile 
of ARV resistance and subtype distribution among HIV-1 patients failing therapy.
Methods: The study compiled data of subtype and genotypic resistance analy-
sis performed to 756 samples of HIV-1 patients taken between April 2009 and 
December 2016 in Cuba. HIV-1 subtype was determined with Rega Subtyping Tool 
v.3. Drug resistance interpretation was conducted using the resistance algorithm 
Rega v9.1.0. For statistical analysis, the package SPSS v.19 was used.
Results: The most prevalent HIV-1 genetic forms were subtype B (30.6%), BG 
recombinants (22.7%) and CRF19_cpx (19.3%). Subtype B was more prevalent in 
MSM (p<0.001). Subtypes A, C, F, G and H prevailed among individuals diagnosed 

with HIV between the years 1986-1990 (p<0.05), while BGs recombinants in-
creased over the other subtypes after the 2000 (p≤0.0001). Interestingly, viral 
variant CRF19_cpx, associated with rapid progression to AIDS in Cuba, significantly 
increased after the year 2011(14.9% in 2009-2011 to 21.3% in 2012-2016, p=0.01). 
The average of acquired drug resistance to NRTI, NNRTI and PI was 51.8%, 55.1%, 
24.1% respectively and increased in patients with ≥48 months of treatment. The 
highest drug resistance levels against NRTIs, were detected for 3TC/FTC (76.9%); 
against NNRTIs were for NVP (71.2%) and EFV (70.9%); against PI for NFV 
(33.2%). Full-class resistance (FCR) to NRTI, NNRTI, PI, and MDR was detected 
in 19.0%, 32.8%, 10.0%, and 6.9% of the patients, respectively. When compared 
the period 2009-2011 with 2012-2014, a significant declining trend of NRTI- FCR 
(27.0 vs 13.4%), PI-FCR (15.2% vs2.0%) and MDR (21.1% vs 5.3%) incidence was 
noticed (p<0.05) Worrisome, during 2016 the incidence of FCR and MDR was 
increased again (23.2%, 22.3% and 19.6% respectively).
Conclusions: The genetic diversity of HIV in Cuba is high and the circulation of 
some local recombinant forms is increasing. The high level of resistance emphasizes 
the need of a therapy change for first line and a further integral analysis of this 
situation. 

MOPEB0346
No impact of PI minority resistant variants on the virological 
response of a first-line PI-containing regimen
M. Perrier1, B. Visseaux1, R. Landman2, C. Rodriguez3, V. Joly2, L. Regad4,  
A.-C. Camproux4, Y. Yazdanpanh2, V. Calvez5, A.-G. Marcelin5, D. Descamps1,  
C. Charpentier1 
1Hôpital Bichat-Claude Bernard, Laboratoire de Virologie, Paris, France, 2Hôpital 
Bichat-Claude Bernard, Service de Maladies Infectieuses et Tropicales, Paris, France, 
3Hôpital Henri Mondor, Laboratoire de Virologie, Paris, France, 4Université Paris 
Diderot, MTi (Molécules Thérapeutiques in silico), Paris, France, 5Hôpital Pitié-
Salpêtrière, Laboratoire de Virologie, Paris, France 
Presenting author email: marine.perrier@aphp.fr

Background: We assessed, in a clinical cohort of HIV-1-infected patients, the im-
pact of minority resistant variants (MRV) harboring PI-resistance mutations at 
baseline on the virological response to a first-line PI-based regimen.
Methods: In an observational single-center cohort, all ARV-naïve patients initiat-
ing a first-line including 2 NRTI and DRV/r or ATV/r between January 2012 and 
March 2015, were enrolled. A virological failure (VF) was defined as two consecu-
tive VL >50 c/mL following VL < 50 c/mL or absence of VL < 50 c/mL after six 
months of ARV. Protease (PR) ultra-deep sequencing was performed at baseline 
using Illumina® technology (cut-off=1%). PR mutations were identified using the 
WHO transmitted drug resistance list and IAS-USA major PI resistance mutations 
list. Supervised data mining analysis was performed to identify PR mutations as-
sociated with virological outcome. PR structural modeling analysis was performed 
using Fold-X software.
Results: Ninety-four and 16 patients initiated a DRV/r- or an ATV/r-based regi-
men, respectively, were assessed. Overall, median baseline VL and CD4-cell-count 
were 5.61 log10 c/mL and 345/mm3, respectively. Twenty-eight percent of the pa-
tients were HIV-1 subtype B, 39% CRF02_AG and 33% other “non-B” subtypes. 
Thirteen patients (13.8%) in the DRV/r group and three (18.8%) in the ATV/r group 
experienced a VF, occurring at the median time of 15.5 months. Overall, 17 (15.5%) 
subjects had baseline PI-MRV at the median proportion of 1.3% (IQR=1.1-1.8), 
mainly G73C (n=5, 4.5%), M46I
(n=3, 2.7%) and M46L (n=2, 1.8%). The proportion of patients harboring baseline 
PI-MRV was similar between those in virological success (14.9%) and those expe-
riencing VF (18.8%) (p=0.71). No difference was observed in the prevalence of PI-
MRV by viral subtype (p=0.56) or by PI (p=0.27). Supervised data mining analysis 
identified three mutations significantly more prevalent in patients experiencing 
VF: T4A, E21D and I72M/T (p=0.02 for all). Structural modeling analysis showed 
that all these mutations induced some conformational changes of some PR side-
chain residues located near mutated residues.
Conclusions: These findings, including for the first time DRV, showed the limited 
impact of baseline PI-MRV on virological response of a first-line PI-based regi-
men. In addition, we identified some new positions that could be involved in HIV-1 
susceptibility to PI. 
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MOPEB0347
Resistance profile of GSK3532795
I. Dicker1, B. Nowicka-Sans1, S. Zhang1, N. Ray2, B. Beno2, A. Regueiro-Ren2,  
S. Joshi1, M. Cockett1, M. Krystal1, M. Lataillade1 
1ViiV Healthcare, Wallingford, United States, 2Bristol-Myers Squibb, Wallingford, 
United States 
Presenting author email: ira.x.dicker@viivhealthcare.com

Background: HIV-1 maturation inhibitors (MIs) disrupt the final step in the HIV-1 
protease cleavage of the Gag polyprotein between capsid (CA) and spacer pep-
tide 1 (SP1), leading to the production of non-infectious virus. In vitro studies 
were conducted with the MI GSK3532795 in order to understand its resistance 
profile.
Methods: Selection for in vitro resistance was performed in MT-2 cells with NL4-3 vi-
rus or recombinants containing polymorphisms in the gag gene. Gag/pr genes from 
selected viruses were sequenced and recombinant viruses with the selected changes 
were analyzed for susceptibility to ‚795 and a newer generation MI. Selected amino 
acids were mapped to recently described structures of the purported region of MI 
binding to immature Gag capsids in order to better understand the mechanism for 
decreased susceptibility. 
In vitro results were also correlated with genotypes and phenotypes observed in the 
10 day Ph2a monotherapy proof of concept study.
Results: In cell culture, GSK3532795 primarily selected for the Gag changes 
A364V or V362I (with additional secondary substitutions in concert with V362I). 
In some cases, V362I was initially selected, but later replaced by A364V. Secondary 
substitutions observed in vitro in the capsid C-terminal domain (CTD) included 
R286K, A326T, T332S/N and I333V. By themselves, these changes imparted ≤ 
2-fold reductions in susceptibility; however combinations of these changes, with 
V362I or V370A alone, or with V362I/V370A, exhibited 1.7- to >1000-fold re-
duced GSK3532795 susceptibility. A next generation MI with expanded polymor-
phic coverage retained complete activity toward ‚795 selected viruses, except for 
A364V. The in vitro results with GSK3532795 correlated with genotypic substitu-
tions observed in the Ph2a proof of concept study, with certain individuals exhibit-
ing changes at V362, A364 or V370 showing a reduced antiviral response.
Conclusions: Reduced susceptibility to GSK3532795 in vitro and in the clinic 
mapped to defined amino acid changes within Gag. These changes occurred in 
the capsid CTD region or in or nearby SP1, and potentially reduced susceptibility 
through destabilization of a six-helix bundle structure involved in virus maturation. 
With the exception of A364V, a next generation MI retained activity against the 
emergent changes selected by GSK3532795. 

MOPEB0348
Epidemiology of HIV drug resistance in HIV patients with 
virologic failure in the country of Georgia
E. Karkashadze1, N. Dvali2, M. Karchava1, O. Chokoshvili1, L. Sharvadze1,  
P. Gabunia1, T. Tsertsvadze1, N. Chkhartishvili1 
1Infectious Diseases, AIDS and Clinical Immunology Research Center, Tbilisi, 
Georgia, 2Infectious Diseases, AIDS and Clinical Immunology Research Center, Viral 
Laboratory, Tbilisi, Georgia 
Presenting author email: nc@aidscenter.ge

Background: HIV drug resistance is a major threat to sustained impact of anti-
retroviral therapy (ART). We studied epidemiology of HIV drug resistance in the 
Eastern European country of Georgia.
Methods: Study included all adult patients who experienced virologic failure on first 
line ART and received HIV drug resistance testing between 2004-2016. HIV pol 
gene sequences were examined for the presence of resistance-associated muta-
tions. Stanford HIV Sequence Database was used for interpretation of resistance 
data. Patient-level data were extracted from the national AIDS health information 
system.
Results: Of 447 patients included 75.3% were men, leading routes of transmission 
were injection drug use (52.8%) and heterosexual contact (40.7%), 87.8% harbored 
Subtype A virus, 8.3% - subtype B, 3.0% - G, other subtypes were less than 1%. The 
most frequent first-line regimens were Tenofovir/Emtricitabine/Efavirenz (28.9%), 
Zidovudine/Lamivudine/Efavirenz (26.7%) and Abacavir/ Lamivudine/Efavirenz 
(15.9%). The majority (85.0%) of patients with treatment failure developed at least 
one drug resistance mutation affecting susceptibility to ART. The most commonly 
detected NRTI mutations were M184V (65.3%), K65R (19.7%) and L74V (17.0%). 
At least three thymidine analogue mutations were detected in 6.2%. 
From NNRTI mutations G190S was shown to be the most prevalent (49.4%), fol-
lowed by K101E (27.0%), K103N (24.4%) and Y181C (23.3%). G190S and K101E 
were more common in subtype A as compared to non-A viruses (G190S - 46.9% vs. 
2.5%, p=0.0002; K101E - 25.5% vs. 1.5%, p=0.02). 
On the other hand, K103N was more frequent in non-A subtypes (36.9%) com-
pared with subtype A (22.2%), p=0.01.

Conclusions: Majority of persons failing on ART had HIV drug resistance. Subtype 
A may have distinct NNRTI drug resistance pattern with higher prevalence of 
G190S and K101E mutations. Prevalence of K65R mutation remains below 20% 
and given the high use of Tenofovir both for treatment and prevention, efforts are 
needed to prevent increase in resistance to this drug. 

[Distribution of the mutations by subtypes]

MOPEB0349
Virologic suppression and emerging resistance on first-line 
antiretroviral therapy following universal test and treat:  
the ANRS 12249 cluster randomised trial
C. Iwuji1, S. Pillay2, A. Derache2, J. Manasa3, S. Danaviah2, K. Baisley2,  
T. de Oliveira4, F. Dabis5, K. Porter6, D. Pillay2, for the ANRS 12249 TasP  
Study Group 
1University College London, Infection and Population Health, London, United Kingdom, 
2Africa Health Research Institute, Durban, South Africa, 3Africa Centre for Population 
Health, Somkhele, South Africa, 4University of KwaZulu-Natal, Durban, South Africa, 
5INSERM U1219, Bordeaux Population Health, Université de Bordeaux, Bordeaux, 
France, 6University College London, London, United Kingdom 
Presenting author email: ciwuji@yahoo.com

Background: Poor virologic outcomes on antiretroviral therapy (ART) and HIV 
drug resistance pose the biggest threats to the success of ART scale-up for the in-
dividual and public health. We assessed virological response and emergence of drug 
resistance in a cluster randomised trial of universal test and treat strategy in South 
Africa comparing immediate ART initiation versus CD4-guided national guidelines.
Methods: HIV-positive individuals enrolled March 2012-June 2016 on ART ≥6 
months were included and data from both trial arms were combined. Participants 
either transferred care from the public ART programme (Transferees; N=1389 
or were new ART initiators within the ANRS 12249 trial (Initiators; N=983). A 
1.3kb region of the pol gene was amplified, sequenced using the Sanger method, 
assembled in Geneious V9.1.5 and interpreted using the Stanford Drug Resistance 
algorithm. Chi-Squared or Mann-Whitney tests were used for comparisons as ap-
propriate. Logistic regression was used to estimate odd ratios (OR) and their 95% 
confidence intervals (CI)
Results: 96% of Initiators were on fixed-dose combination of tenofovir+emtricit
abine+efavirenz vs. 16% of Transferees. 6 months viral load (VL) was available for 
908 Initiators; of whom 94% (851) achieved virologic suppression [VS] (VL<400 
copies/mL). Amongst Transferees, 80% had VS at their first trial clinic visit after a 
median ART duration of 4.0years (IQR 2.2-6.0). For both groups, the probability 
of VS increased with every 100 cells/mm3 increase in CD4 at initiation [adjusted 
OR=1.30 (95%CI=1.07-1.58) and 1.33 (1.14-1.55) for Initiators and Transferees 
respectively]
Of all 2372 individuals on ART ≥6 months, 227 (9.6%) experienced virologic failure 
[VF] (VL>1000 copies/mL ≥6 months on ART). Of 135 (59%) for which resistance 
testing was possible, 119 (88%) had ≥1 drug resistance mutation at VF: M184V/I 
(76%); K103N/S (56%); K65R (25%). The median plasma VL at VF was similar in 
individuals with and without the K65R mutation [35,504 copies/mL (IQR 4961-
109,278) vs. 19,699 copies/mL (3,969-80,064); p=0.96, respectively].
Conclusions: Despite good levels of VS, we observed high levels of tenofovir resis-
tance in individuals failing the recommended first-line ART. K65R did not confer 
a reduced infectivity (VL). Our data suggest that drug resistance may continue to 
emerge and spread during a test and treat strategy. 
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MOPEB0350
The application of artificial intelligence to predict response  
to different HIV therapies, without a genotype: new models  
for therapy optimisation in resource-limited settings
A. Revell1, R. Hamers2, C. Morrow3, R. Wood3, P. Reiss2,4, A. van Sighem4,  
M. Johnson5, L. Ruiz6, G. Alvarez-Uria7, J. Sierra-Madero8, J. Montaner9,  
H.C. Lane10, B. Larder1, RDI Data and Study Group 
1RDI, London, United Kingdom, 2Amsterdam Institute for Global Health and 
Development, Department of Global Health, Amsterdam, Netherlands, 3Desmond 
Tutu HIV Centre, Cape Town, South Africa, 4Stichting HIV Monitoring, Amsterdam, 
Netherlands, 5Royal Free Hospital, London, United Kingdom, 6Institut de Recerca 
del Sida IrsiCaixa, Badelona, Spain, 7Rural Development Trust (RDT) Hospital, 
Bathalapalli, India, 8Instituto Nacional de Ciencias Médicas y Nutrición Salvador 
Zubirán, Mexico, Mexico, 9BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 
10National Institute of Allergy and Infectious Diseases, Bethesda, United States 
Presenting author email: andrewrevell@hivrdi.org

Background: Optimisation of antiretroviral therapy in resource-limited settings 
(RLS) can be challenging without access to the newest drugs, or genotyping to help 
tailor therapy for the individual. Computational models have been developed to 
predict virological response to therapy but many require a genotype and have been 
developed using western data. 
Here we describe the development of new models that do not require a genotype, 
using a large data set that includes substantial data from RLS and including, for the 
first time, tipranavir, maraviroc and elvitegravir.
Methods: Random forest (RF) models were trained to predict the probability of 
virological response (viral load < 50 copies/ml) to a new regimen following viro-
logical failure, using baseline viral load, CD4 count, treatment history, new drug 
regimen and time to follow-up from 52,270 treatment change episodes (TCEs), 
including 5,329 from RLS (4,190 from South Africa). The models were assessed 
during cross-validation, with an independent test set (n=3,000 including 461 from 
South Africa). The area under the ROC curve (AUC) was the main outcome. The 
predictive accuracy of the models was compared to genotyping using three rules-
based interpretation systems to derive genotypic sensitivity scores (GSS).
Results: The models achieved a mean AUC of 0.83 during cross validation and 
0.81 with the 3,000 TCE test set. Sensitivity was 73%, specificity 76% and overall 
accuracy 75%. For the South African test cases the models achieved an AUC of 
0.76, sensitivity of 72%, specificity of 69% and overall accuracy of 70%. The AUC 
values for cases involving tipranavir, maraviroc and elvitegravir, ranged from 0.75 
to 0.89. Of the 3,000 test TCEs, 634 had genotypes and the AUC for the GSS 
ranged between 0.55 and 0.57 - significantly inferior to the accuracy of the models 
(p<0.0001).
Conclusions: These new models, trained with our largest dataset so far, were able 
to predict response to HIV therapy significantly more accurately than genotyping 
with rules-based interpretation. They were accurate for cases from South Africa 
and cases involving new drugs. The models are freely available online at www.hivrdi.
org/treps and have the potential to predict and avoid treatment failure by identify-
ing potentially effective, alternative regimens. 

MOPEB0351
Favorable drug-resistance background for successful use  
of dolutegravir in Botswana
S. Gaseitsiwe1,2, S. Moyo1, M. Zahralban-Steele2, D. Maruapula1, B. Mokaleng1,  
S. El-Halabi3, J. Theu4, E. Raizes5, S. Lockman6,7, M. Essex2,6, V. Novitsky2,6 
1Botswana Harvard AIDS Institute Partnership, Laboratory, Gaborone, Botswana, 
2Harvard T H Chan School of Public Health, Immunology and Infectious Diseases, 
Boston, United States, 3Botswana Ministry of Health and Wellness, Gaborone, 
Botswana, 4Botswana Ministry of Health, Gaborone, Botswana, 5Center for Disease 
Control (CDC), Gaborone, Botswana, 6Botswana Harvard AIDS Institute Partnership, 
Gaborone, Botswana, 7Harvard T H Chan School of Public Health, Immunology and 
Infectious Diseases, Boston, Botswana 
Presenting author email: sgaseitsiwe@bhp.org.bw

Background: Botswana is the first country in sub-Saharan Africa to use dolute-
gravir (DTG)-based cART as the first-line regimen on the national level. This study 
aims to survey the background prevalence of viral mutations associated with INSTI 
resistance before the national scale-up of DTG in Botswana starts in June 2016.
Methods: Blood samples were collected from HIV-positive participants in the 
Botswana Combination Prevention Project (BCPP) residing in 15 communities. A 
long-range HIV genotyping protocol was applied regardless of ART history. In ad-
dition to viral RNA, proviral DNA was used as an alternative template which makes 
HIV genotyping possible in individuals on ART. 
INSTI resistance mutations were analyzed according to the IAS-USA 2015 list with 
the addition of H51Y and G118R mutations described recently. All viral sequences 
were screened for hypermutations (HM). Mutations in sequences with adjusted 

HM rate and HM ratio values above the 3rd quartile of the subset of viral sequences 
without mutations were considered to be generated by HM, and were not counted 
toward drug-resistant INSTI.
Results: The majority of genotyped individuals, 413 of 665 (62.1%; 95% CI 58.3-
65.8%), were receiving ART and 405 (60.9%; 95% CI 57.1-64.6%) had undetect-
able HIV-1 RNA £400 copies/mL. After adjustment for HM, the proportion of 
individuals with any INSTI mutation was low, 0.75% (95% CI 0.24-1.75%). This 
included H51Y (0.15%), L74M (0.30%), E138A (0.15%), and Q148H (0.15%). 
Without adjustment for HM, the proportion of individuals with any INSTI mutation 
could be inflated: 5.41% (95% CI 3.82-7.42%) due to added mutations related to 
HM at amino acid positions G118R (0.46%) and R263K (1.20%), and an increase at 
position E138A (3.55%).
Conclusions: This is the first large study surveying the prevalence of INSTI resis-
tance mutations on a population level in Botswana. A low prevalence, below 1%, of 
INSTI resistance mutations in Botswana provides a strong rationale for use of DTG 
as the first-line regimen nationally. Adjustment for HM seems to be an important 
step toward proper interpretation of viral mutations associated with HIV drug resis-
tance, particularly if proviral DNA is used for amplification. The clinical significance 
of INSTI resistance in HM sequences needs further investigation. 

MOPEB0352
Long-acting ibalizumab susceptibility in multi-drug resistant 
HIV patients
S. Weinheimer1, C. Marsolais2, Z. Cohen2, S. Lewis1 
1TaiMed Biologics USA, Irvine, United States, 2Theratechnologies Inc, Montreal, Canada 
Presenting author email: sweinheimer@taimedbiologics.com

Background: Ibalizumab (IBA) is a humanized monoclonal antibody that binds CD4 
domain 2 and blocks HIV-1 entry. TMB-202 was a Phase IIb clinical trial investigat-
ing the safety, efficacy and tolerability of IBA administered by intravenous (IV) 
infusion every 2 or 4 weeks in patients with triple-class resistant HIV-1 infections. 
Viral resistance testing was performed to assess the activity of IBA against multi-
drug resistant (MDR) HIV.
Methods: 113 patients with MDR HIV were treated with IV IBA in combination with 
an optimized background regimen. Baseline resistance test results for n=105 pa-
tients were evaluated to assess the IBA susceptibility of MDR HIV and of HIV with 
reduced susceptibility to the approved HIV entry inhibitors enfuvirtide (ENF) and 
maraviroc (MVC). IBA susceptibility was determined by maximum percent inhibi-
tion (MPI) and ICHALFMAX Fold Change (ICHMFC) in the PhenoSense HIV Entry 
assay (Monogram Biosciences).
Results: There was no significant difference in IBA MPI or ICHMFC between pa-
tient HIV isolates with wild-type susceptibility to nucleoside reverse transcriptase 
inhibitors (NRTIs), non-nucleoside reverse transcriptase inhibitors (NNRTIs), or 
protease inhibitors (PIs) (median MPI = 98%, 96%, and 97%, respectively; me-
dian ICHMFC = 1.1, 1.1, and 1.0, respectively) and isolates that were resistant to all 
NRTIs, NNRTIs, or PIs (median MPI = 99%, 99%, and 97%, respectively; median 
ICHMFC = 1.0, 1.0, and 0.9, respectively). 
No difference in IBA susceptibility between patient HIV isolates with wild-
type susceptibility to integrase inhibitors (INSTIs) (median MPI = 97%; median 
ICHMFC = 0.9) and those with resistance to INSTIs (median MPI = 95%; median 
ICHMFC = 0.9) was observed (n=17). IBA susceptibility was similar for patient iso-
lates with wild-type susceptibility to ENF (median MPI = 96%, median ICHMFC = 
1.0) and for those with reduced susceptibility to ENF (median MPI = 94%, median 
ICHMFC = 1.0). IBA susceptibility was similar for patient isolates with wild-type 
susceptibility to the coreceptor antagonist MVC (median MPI = 99%, median 
ICHMFC = 1.0) and for those with reduced susceptibility to MVC (median MPI = 
98%, median ICHMFC = 0.8).
Conclusions: Ibalizumab is effective despite resistance to all other antiretrovirals. 
Ibalizumab is a potent new tool for treatment of MDR HIV. 
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MOPEB0353
Differential antiretroviral localization and drug transporter 
expression within gut-associated lymphoid tissue of HIV+ 
subjects: comparison to pre-clinical species
C.G. Thompson1, H.A. Prince2, J.K. Fallon1, E.P. Rosen1, C. Sykes1, M. Mathews3, 
S. Arora2, E.S. Dellon2, A. Peery2, N.J. Shaheen2, C. Gay2, P.A. Luciw4,  
R. Akkina5, J.V. Garcia2, P.C. Smith1, A.D.M. Kashuba1,2 
1University of North Carolina at Chapel Hill, Pharmaceutical Sciences, Chapel Hill, 
United States, 2University of North Carolina at Chapel Hill, School of Medicine, 
Chapel Hill, United States, 3University of North Carolina at Chapel Hill, School of 
Public Health, Chapel Hill, United States, 4University of California, Department 
of Pathology, Davis, United States, 5Colorado State University, Department of 
Microbiology, Immunology, and Pathology, Fort Collins, United States 
Presenting author email: thompscg@email.unc.edu

Background: Inadequate antiretroviral (ARV) exposure within gut-associated lym-
phoid tissue (GALT) may contribute to HIV persistence, but traditional LC-MS 
techniques cannot fully address this hypothesis. Mass spectrometry imaging (MSI) 
shows heterogeneous ARV distribution in GALT in animal models, which may be 
affected by drug transporters. However, application of these findings are limited 
without comparing these data to humans. Here, we assess ARV localization and 
drug transporter expression in HIV-infected subjects and make novel inter-species 
comparisons.
Methods: Ileum and rectum biopsies (n=10 each) were collected from five HIV-
infected females receiving combination ARVs (Truvada® + raltegravir (RAL), 
efavirenz (EFV), atazanavir (ATV), or maraviroc (MVC)). Co-localization analy-
sis of ARVs (measured by MSI) and T cells (measured by immunofluorescence) 
was performed in Matlab using Pearson correlation (r). Drug transporter protein 
concentration was measured from replicate biopsies by LC-MS/MS proteomics. 
Human data were compared to our previously generated animal data in non-human 
primates (n=12) and humanized mice (n=49) using ANOVA on ranks.
Results: ARV localization was heterogeneous within tissue and across therapeutic 
classes (Figure 1; rectum).

[Figure 1]

After correction for heme signatures, MVC and EFV showed the best ARV-T cell 
co-localization, which was 5-fold higher in the rectum versus ileum, and not signifi-
cantly different (p>0.05) from data in primates or mice. Human drug transporter 
concentration was in better agreement with mice (1 to 9-fold difference) versus 
primates (1 to 21-fold difference), with 4-fold lower P-gp expression in primates.
Conclusions: We show that ARV distribution within biopsies is heterogeneous and 
may not co-localize with HIV target cells. This is consistent with animal data and 
may implicate ARV tissue exposure in the propagation of HIV GALT replication. 
Human drug transporter concentrations agreed with humanized mice better than 
primates, suggesting that the former may be a better animal model for developing 
novel ARV therapies targeted at GALT, particularly for P-gp substrates. 

MOPEB0354
Can we talk about cost when choosing antiretroviral therapy?  
A 6 months survey with people living with HIV and prescribers 
in France
E. Papot1,2, M. Doumergue3, D. Rojas Castro3,4, Y. Yazdanpanah1,2,  
N. Kalampalikis3, M. Préau3, ANRS-GOTA Study Group 
1INSERM, Paris Diderot University, Sorbonne Paris Cité, IAME UMR 1137, DeSCID 
Team, Paris, France, 2Bichat-Claude Bernard University Hospital, APHP, Infectious 
Diseases Clinic, Paris, France, 3Lumière Lyon 2 University, Institute of Psychology - 
GRePS, Bron, France, 4AIDES, Paris, France 
Presenting author email: emmanuelle.papot@inserm.fr

Background: With more efficient and better tolerated antiretroviral therapies 
(ART), when various regimens with similar efficacy and adverse events profile are 
available national and international recommendations now discuss ART cost. 
The aim of this study is to evaluate the PLHIV’s (People Living with HIV) and pre-
scribers’ perception of talking about ART cost in PLHIV’s management.
Methods: We proposed a community-based approach to assess the knowledge, 
beliefs and representations of ART cost among PLHIV followed-up in a French 
University Clinic and among HIV-specialists providing care. 
The 2 questionnaires were built on data collected during focus groups with PLHIV 
and HIV-specialist prescribers of this North of Paris HIV-clinic. The pilot question-
naires were discussed in a multidisciplinary team of HIV activist organisations, social 
psychologists and clinical researchers. 
Questionnaires were proposed to PLHIV coming in the clinic for their follow-up 
appointment between January-April 2016, and HIV-specialist prescribers were 
reached through email between March-June 2016.
Results: The 129 PLHIV and 79 prescribers who answered broadly represented our 
cohort of more than 4,700 PLHIV and local and national HIV-specialists respec-
tively. Among PLHIV on ART, 80% (102/128) declared they know the cost of their 
ART, 65% (83/128) gave a fair estimation of the cost of their current regimen when 
24% (19/79) of the prescribers thought that most of their patients precisely know it; 
75% (97/129) PLHIV thought their prescribers should know ART cost. 
Finally, 56% (72/129) of the PLHIV declared they could consider asking their 
HIV-specialist to switch to a less expensive ART regimen if effectiveness and side-
effects would be the same. 
Though: 67% (86/129) would not change if the number of pills or the dosing fre-
quency would increase, 37% (48/129) if pills were bigger, while 64% expressed fear 
of more adverse events occurrence when switching (17% of prescribers thought 
PLHIV felt bad about switches).
Conclusions: PLHIV knowing ART cost seems unexpected by HIV-specialists; 
openly discussing the issue between them appears interesting. Our multidisci-
plinary research group works on guidelines for shared decision-making in ART 
regimen choice using these results. Their pilot implementation will be monitored in 
terms of medical, psycho-social and economic outcomes, with constant feedback 
from PLHIV and HIV-associations. 

MOPEB0355
Factors associated with recruitment to antiretroviral therapy 
trials in a large London clinic
L. Haddow1, R. Matthews1, J. Stockton2, N. Brima1, A. Severn1, S. Tariq1 
1University College London, Research Department of Infection and Population Health, 
London, United Kingdom, 2University College London, Epidemiology and Public Health, 
London, United Kingdom 
Presenting author email: lewis.haddow@ucl.ac.uk

Background: Some demographic groups are likely to be under-represented in anti-
retroviral therapy (ART) trials. We aimed to determine whether gender, ethnicity, 
or other factors were associated with non-participation in randomised controlled 
trials (RCTs) at a large HIV clinic in the UK.
Methods: Age, sex, ethnicity, country of birth, mode of transmission and home 
postcode were obtained from clinic databases on adult patients with >1 clinic visit 
at least 1 year apart in 2012-2016. Participation in ART trials running during the 
study period was ascertained from recruitment logs. Distance from clinic and so-
cioeconomic indices were determined from postcodes. Associations between RCT 
participation and demographic variables were estimated using logistic regression.
Results: Of 5371 patients, mean age was 45.6 years (standard deviation [SD] 
10.6). 947 (18%) were women. Of men, 3862 (87%) were men who have sex with 
men (MSM). The largest ethnic groups were white UK-born (1711, 32%), white 
non-UK-born (1841, 34%) and black African (950, 18%). Mean duration of clinic 
attendance was 11.5 (7.8) years, median distance from clinic was 6.2 km (inter-
quartile range [IQR] 3.8-11.1), and median Index of Multiple Deprivation was in 
the third-lowest national decile (IQR 2nd- to 5th-lowest deciles). One hundred and 
fifty-four patients (2.9%) had participated in a RCT. RCT participation was posi-
tively associated with longer duration of clinic attendance (OR 1.45 per decade, 
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95% CI 1.20-1.76, p<0.001) and older age (OR 1.33 per decade, 95% CI 1.14-1.54, 
p<0.001). Associations with broad ethnicity and gender categories are shown in 
the table. 

Ethnic category Gender / orientation Odds ratio (95% 
confidence interval) p

White, UK-born MSM Reference category  
 Heterosexual men 0.74 (0.23-2.42) 0.62
 Women 0.32 (0.04-2.34) 0.26

White, non-UK-born MSM 0.86 (0.59-1.26) 0.44
 Heterosexual men 0.93 (0.28-3.02) 0.90
 Women 0.44 (0.11-1.81) 0.25

Black or other minority ethnic group MSM 0.52 (0.29-0.94) 0.029
 Heterosexual men 0.49 (0.22-1.07) 0.074
 Women 0.41 (0.22-0.77) 0.006

[Gender, ethnic factors and trial participation]

Conclusions: Women, those of black or minority ethnicity, younger patients and 
newer clinic attendees were less likely to participate in ART trials. We cannot ascer-
tain if this is due to clinician- or patient-led factors. Ongoing qualitative work will 
explore research participation among HIV+ women. Meanwhile, efforts should be 
made to involve under-represented patient groups in trials. 

Cure and Other Strategies

MOPEB0356
Use of herbal drugs by PLHAs: data from cross-sectional survey 
done at National AIDS Research Institute, Pune, India
A. Kadam, R. Bagul, V. Chinchkar, N. Gurav, M. Ghate, R. Gangakhedkar 
National AIDS Research Institute, Pune, India 
Presenting author email: akadam@nariindia.org

Background: Proportion of people living with HIV and AIDS (PLHAs) on antiret-
roviral therapy (ART) and PLHAs not on ART using Herbal drugs is not known in 
India. In this cross sectional survey we analyzed the frequency and reasons for use of 
herbal drugs,source of information about herbal drugs and reasons for not inform-
ing the use of herbal drugs to health care providers.
Methods: We screened 794 PLHAs on ART and 600 PLHAs who were not on ART 
attending our clinics in Pune for use of herbal drugs. PLHAs reporting use of herbal 
drugs were interviewed with a semi-structured questionnaire after taking written 
informed consent during September 2015 to November 2015.
Results: Use of Herbal drugs was reported by 11.3% (90/794) PLHAs on ART and 
9.04% (56/600) PLHAs who were not on ART. Female to male ratio was 1.1:1 and 
median age was 43 years in both the groups. Herbal drugs were used to improve 
immunity and CD4 count in 45% of PLHAs on ART and 40% PLHAs not on ART. 
Herbal drugs were also used for co-morbid conditions like hemorrhoids, gastritis, 
hair fall, weight loss. Use of more than one herbal drug formulation was more com-
mon among PLHAs on ART (55.5%) rather than PLHAs not on ART (29%).
“Triphala churna “was the most common ingredient (n=45) in branded herbal drug 
formulations PLHAs used followed by herbal powder (n=36) and liquid (n=24)
with unknown ingredients packed and dispensed in unlabeled paper envelopes and 
bottles.
28.8% PLHAs on ART and 25% PLHAs not on ART had not informed the use of 
herbal drugs to health care provider since nobody asked them about use of herbal 
drugs
Internet and local news papers were the source of Information for 57% of PLHA 
using herbal drugs rather than qualified Ayurvedic professionals (12%).
Conclusions: Herbal drugs are considered safe hence are neither taken under ex-
pert guidance nor the use is informed to health care providers. Immunomodulatory 
activities of herbal drugs need to be evaluated in clinical trials to generate evidence 
based results. There is a need to create awareness regarding use of herbal drugs 
among PLHAs as well as health care providers. 

MOPEB0357
IPT (isoniazid preventive therapy) uptake among HIV-infected 
patients attending ART clinics in Southeastern Nigeria: a CQI 
initiative
E. Onu1, V. Enejoh2, J. Olarewaju1, I. Saliu1, L. Igwegbe1, M. Uwaezuoke1,  
P. Igweike1, C. Eze1, E. Ugwu1, A. Mpamugo1, I. Olajide1, M. Mukiibi1, B. Awesu1,  
T. Madubuko1, A. Olutola1, B. Gobir3, V. Nwandu4, K. Onu5, E. Ezeanolue6,  
A. Nwandu7 
1Center for Clinical Care and Clinical Research Nigeria (CCCRN), Clinicals, Abuja, 
Nigeria, 2Center for Clinical Care and Clinical Research Nigeria, Community Based 
Activity, Abuja, Nigeria, 3Maryland Global Initiative Corporation (MGIC), Clinicals, 
Abuja, Nigeria, 4Center for Clincal Care and Clinical Research Nigeria, Trainings, FCT, 
Nigeria, 5AIDS Health Care Foundation (AHF), Clinicals, Abuja, Nigeria, 6University 
of Las Vegas, Implementation Science, Las Vegas, United States, 7University of 
Maryland, Institute of Human Virology, Baltimore Maryland, Infectious Diseases, 
Mayland, United States 
Presenting author email: eaconu.ihvar@gmail.com

Background: Nigeria bears a major brunt of global HIV and TB burden with a preva-
lence of 4.1% and ratio of 323/100000 cases (National HIV sero prevalence survey 
2010 and first National TB prevalence survey 2012). WHO recommends IPT as an 
effective TB prevention strategy to reduce the burden of TB among PLHIV (WHO 
1998). A 12 month retrospective CCCRN ART program data revealed the rate of 
IPT uptake was low at 3.1%. The goal of this initiative was to increase rate of IPT 
uptake at CCCRN PEPFAR supported ART Clinics in SE Nigeria to reduce the 
burden of TB.
Methods: Capacity to implement IPT was evaluated at 49 PEPFAR supported 
treatment sites in three southeastern states in Nigeria. Criteria for evaluation in-
cluded - Availability of clinician to evaluate for active TB; Access to TB Microscopy 
and Chest X-ray ;Capacity to prescribe and manage INH stock. A root cause analy-
sis was conducted to identify reasons for low uptake. Interventions were identified 
and prioritized. A 3 day facility based IPT training for clinic providers was con-
ducted; reporting tools were provided;’ stick on ‚reminder notes with the clinical 
screening algorithm were provided at strategic facility points. The primary outcome 
was defined as proportion of newly enrolled HIV patients who received IPT over a 
12 month period from October 2014 to September 2015 and measured quarterly
Results: 40 sites (82 %) were eligible for IPT implementation. During study period, 
5,045 newly diagnosed HIV positive clients were enrolled and 4,623 were found to 
be eligible for IPT. Patients receiving IPT increased from 3.1% in the first quarter 
to 24% in the last quarter. Most cited barrier to IPT uptake was isoniazid stock out 
and inadequate human resource at facilities to implement multiple parallel health 
initiatives.
Conclusions: Simple interventions can be used to scale up IPT in resource limited 
settings. To further strengthen IPT uptake, efforts should be dedicated towards re-
tention of trained staff, positive reinforcement towards increased staff productivity 
and task shifting of non-essential duties from skilled staff to trained lay workers. 

MOPEB0358
Sequential Vacc-4x/GM-CSF and romidepsin during 
combination antiretroviral therapy (cART): Vacc-4x/GM-CSF 
induced immune effects and changes in HIV reservoirs
G. Tapia1, J.F. Højen2, M. Ökvist3, R. Olesen2, S. Leth2, S.K. Nissen2,  
J.D. VanBelzen4, U. O’Doherty4, A. Mørk3, K. Krogsgaard5, O.S. Søgaard2,  
M. Tolstrup2, G. Pantaleo1, M. Sommerfelt3 
1Lausanne University Hospital, Lausanne, Switzerland, 2Aarhus University Hospital, 
Aarhus, Denmark, 3Bionor Pharma AS, Oslo, Norway, 4University of Pennsylvania, 
Philadelphia, United States, 5KLIFO, Glostrup, Denmark 
Presenting author email: giuseppe.pantaleo@chuv.ch

Background: The REDUC clinical study (NCT02092116) Part B investigated 
Vacc-4x/GM-CSF therapeutic vaccination prior to HIV latency reversal using ro-
midepsin. Main findings showed statistically significant reductions from baseline in 
total DNA (39.7%; n=17, p=0.012) and in the inducible replication competent HIV 
reservoir (38%; n=6, p=0.019). Reductions in integrated DNA were not statisti-
cally significant (19%; n=15, p=0.123). Plasma HIV RNA remained undetectable 
throughout romidepsin treatment in 9/17 participants. Here we evaluated func-
tional T-cell responses following Vacc-4x/GM-CSF immunotherapy in relation to 
virological outcomes on HIV reservoir measurements.
Methods: This single center study conducted in Aarhus, Denmark, enrolled partici-
pants (n=20) with CD4>500 cells/mm3 on cART. Eligible participants received six 
Vacc-4x (1.2mg) intradermal (i.d) immunizations using rhuGM-CSF (60µg) i.d as 
local adjuvant at week (wk) 0,1,2,3,11,12 followed by 3 weekly intravenous infusions 
of romidepsin (5mg/m2) at weeks 15,16 and 17. Immune responses were determined 
by IFN-γ ELISPOT and T-cell proliferation to p24 15-mer peptides at weeks 0, 15, 
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17 and 25. Participants showing a >2 fold increase in T-cell proliferation from base-
line were defined as ‚responders’. Intracellular cytokine staining and viral inhibition 
were also determined.
Results: Participants (14/16; 87.5%) had robust ELISPOT responses at baseline. 
We observed the frequency of participants with positive CD8+ T-cell proliferation 
assay responses increased from 8/16(50%) at baseline to 11/15(73%) post-vaccina-
tion (wk15), a slight decrease during romidepsin (6/14(43%)) before recovering at 
wk25 (9/15(60%). These modest changes were not statistically significant. Positive 
CD8+ T-cell proliferation assay responses post-vaccination showed significant 
changes from baseline in total HIV DNA post-vaccination (wk15; p=0.00585) and 
after latency reversal (wk23; p=0.00506), and a change in CA-RNA post-vacci-
nation (wk15; p=0.0152) unlike those with negative assay responses. The proportion 
of participants that showed increased CD8+ T-cell proliferation compared to base-
line was 6/15(40%). These ‚responders’ showed a statistically significant reduction 
in CA-RNA post vaccination from baseline (wk15; p=0.0277). There was a trend 
towards increased viral inhibitory capacity post-vaccination (wk15;p=0.08) and an 
increase in dual-functional (IFN-γ/TNF-α) CD8+ T-cells to HIVGag from baseline 
to post-romidepsin (p=0.039).
Conclusions: This study provides the first data supporting a relevance for including 
immune-based therapies in HIV ‚shock and kill’ approaches to reduce HIV reser-
voirs during ART. 

MOPEB0359
Predictors of HIV reservoir size in peripheral blood of 
perinatally HIV-infected children: preliminary results from 
EPIC4 (Early Pediatric Initiation, Canada Child Cure Cohort 
Study)
A. Bitnun1, F. Kakkar2, J. Brophy3, L. Samson3, M.T. Hawkes4, S.E. Read1,  
D.G. Ransy5, P. Sandstrom6, J. Kim6, C. Lavigne6, S. Lavoie6, P.A. Wender7,  
H. Soudeyns8, for the EPIC4 Study Group 
1Department of Pediatrics, Hospital for Sick Children, University of Toronto, Toronto, 
Canada, 2Department of Pediatrics, Centre de Recherche du CHU Sainte-Justine, 
University of Montreal, Montreal, Canada, 3Department of Pediatrics, Children’s 
Hospital of Eastern Ontario, University of Ottawa, Ottawa, Canada, 4Department 
of Pediatrics, Sollery Children’s Hospital, University of Alberta, Edmonton, Canada, 
5Unité d’Immunopathologie Virale, Centre de Recherche du CHU Sainte-Justine, 
Montreal, Canada, 6National HIV & Retrovirology Laboratory, Public Health Agency 
of Canada, Winnipeg, Canada, 7Department of Chemistry, Stanford University, 
Stanford, United States, 8Unité d’Immunopathologie Virale, Centre de Recherche du 
CHU Sainte-Justine, University of Montreal, Montreal, Canada 
Presenting author email: ari.bitnun@sickkids.ca

Background: EPIC4 is a multicenter Canadian study investigating the impact of 
early initiation of combination antiretroviral therapy (cART) on HIV reservoirs and 
HIV-specific immune responses in perinatally infected children. Preliminary results 
on predictors of HIV reservoir size are described.
Methods: Cross-sectional analysis of children enrolled in EPIC4 with sustained vi-
rologic suppression (SVS) after initiation of their first cART regimen; children with 
intermittent virologic blips were included if SVS was subsequently achieved without 
cART regimen change. HIV reservoir size estimated by measuring viral load in cell 
culture supernatants following stimulation of CD4+ T-cells with a synthetic pros-
tratin analog. HIV serologic responses were quantified using the Architect HIV-1/2 
Ag/Ab combination screening test, expressed as signal-to-cutoff value (S/CO).
Results: Twenty-nine children with median age 10.7 years (range 4.2-18.4 years) 
were included; 62% were female. Median age at cART initiation was 1.3 years (range 
1 day-16 yrs), age at SVS was 2.4 years (range 89 days-17.6 years), and duration of 
SVS was 6.5 years (91 days-14.5 years). Median reservoir size (copies/106 CD4 
T-cells) was significantly lower for children initiated on cART prior to 6 months of 
age (n=10) compared to those started later (n=19) (median 3.4 copies/106 CD4 
T-cells [IQR 0, 48.1] vs. 67.4 copies/106 CD4 T-cells [IQR 30.3, 287.3]; p=0.02). 
Five children had no detectable virus, three of whom initiated cART within 72 hours 
of birth. Reservoir size correlated directly with age at cART initiation (Spearman 
correlation, p<0.01) and age at virologic suppression (p=0.04) and inversely with 
proportion of life on cART (p=0.02); all correlations were more robust in analysis 
restricted to those without virologic blips (n=23; p<0.01). The magnitude of HIV 
serologic response (n=20) correlated directly with age at cART initiation and age at 
virologic suppression and inversely with proportion of life on cART and proportion 
of life with SVS (all p<0.001).
Conclusions: In perinatally HIV-infected children, earlier initiation of cART is as-
sociated with reduced HIV reservoir size in peripheral blood as estimated by the 
prostratin stimulation assay. Other potential predictors of reservoir size include age 
and duration of SVS, and magnitude of HIV-specific humoral immune response. 

MOPEB0360
HIV-1 viral outgrowth during ART and rebound viremia during 
an analytical treatment interruption originate from genetically 
different proviruses
A. Winckelmann1,2, V. Morcilla2, W. Shao3,4, M.H. Schleimann1, S. Leth1,  
P.W. Denton1,5,6, L. Østergaard1,5, O.S. Søgaard1,5, M. Tolstrup1,5, S. Palmer2 
1Aarhus University Hospital, Dept. of Infectious Diseases, Aarhus, Denmark, 2The 
Westmead Institute, The University of Sydney, Centre for Virus Research, Westmead, 
Australia, 3Leidos Biomedical Research, Inc, Advanced Biomedical Computing Center, 
Frederick, United States, 4HIV Dynamics and Replication Program, National Cancer 
Institute, Frederick, United States, 5Institute of Clinical Medicine, Aarhus University, 
Aarhus, Denmark, 6Aarhus Institute of Advanced Studies, Aarhus, Denmark 
Presenting author email: anniw@clin.au.dk

Background: Integrated HIV-1 proviruses are a barrier to cure and cause viral re-
bound when antiretroviral therapy (ART) is interrupted. Most of the integrated 
HIV-1 DNA is known to be defective, however it remains unclear which intact HIV-
1 proviruses have the capacity to produce infectious virions. Here we investigate 
the phylogenetic relationship between circulating proviruses, stimulated outgrowth 
viruses and rebound viremia.
Methods: In a clinical trial, 17 participants on suppressive ART were treated with six 
doses of the therapeutic HIV gag peptide vaccine Vacc-4x (Bionor Pharma) over 
12 weeks, then three doses of romidepsin over three weeks followed by an analyti-
cal treatment interruption (ATI). Viral outgrowth assay (VOA) was performed at 
baseline, after the immunization phase and at follow-up. Four of the participants 
with a positive VOA were selected for sequencing analysis. CD4+ T cells were ob-
tained from baseline, once during and after the immunization phase, twice during 
romidepsin therapy and at follow-up (total of six time points). 
We performed single-genome/proviral sequencing of a 2.1 kb region spanning the 
p24-RT region on HIV-1 DNA and cell-associated (CA) RNA from peripheral 
CD4+ T cells, VOA supernatants and plasma HIV-1 RNA from the treatment in-
terruption.
Results: One participant had a viral diversity of 0.1% and was excluded from phy-
logenetic analysis. In the remaining three participants we observed no instances of 
intermingling between stimulated outgrowth viruses and rebound viremia. In one 
participant we identified a viral outgrowth sequence from baseline that was identical 
to an expansion of 14 identical proviruses sampled from four time points as well as 
one CA RNA sequence sampled during romidepsin therapy. In another participant, 
we found an ATI plasma HIV-1 RNA sequence that was identical to an expansion of 
36 identical proviruses sampled from all six time points. Notably this expansion was 
not identified in any of HIV-1 CA RNA sequences.
Conclusions: These results emphasize that expansions of identical proviruses may 
have the capacity to produce virions and are activated by romidepsin to produce 
cell-associated RNA. Furthermore, there was no overlap between the viral out-
growth and ATI sequences representing replication-competent virus, suggesting 
that activation of replication-competent provirus is a unique, random event. 

MOPEB0361
Pharmacokinetics and pharmacodynamics of disulfiram  
on inducing latent HIV-1 transcription in a phase 2b trial
S. Lee1, J. Elliott2, J. McMahon2, W. Hartogenesis1, N. Bumpus3, J. Lifson4,  
R. Corelick4, P. Bacchetti1, S. Deeks1, S. Lewin5, R. Savic6 
1University of California San Francisco, Medicine, San Francisco, United States, 
2Alfred Hospital and Monash University, Department of Infectious Diseases, Monash, 
Australia, 3Johns Hopkins University, Pharmacology and Molecular Sciences, 
Baltimore, United States, 4Frederick National Laboratory for Cancer Research, AIDS 
and Cancer Virus Program, Frederick, United States, 5The University of Melbourne, The 
Peter Doherty Institute for Infection and Immunity, Melbourne, Australia, 6University 
of California San Francisco, Bioengineering and Therapeutic Sciences, San Francisco, 
United States 
Presenting author email: sulggi.lee@ucsf.edu

Background: Disulfiram was well tolerated and activated viral transcription (cell-
associated unspliced [CA-US] and plasma HIV RNA) in a phase 2 dose-escalation 
trial in HIV-infected individuals on suppressive antiretroviral therapy (ART). Here, 
we investigated whether exposure to disulfiram and its metabolites predicted these 
changes in HIV transcription.
Methods: The participants in a dose-escalation study of disulfiram at 500 mg 
(N=10), 1000 mg (N=10), and 2000 mg (N=10), given daily for 3 consecutive days 
were enrolled in the sub-study. Disulfiram and four metabolites were measured by 
ultra-performance liquid chromatography-tandem mass spectrometry on dosing 
days 1-3 as well as days 4, 8, and 31. Changes in CA-US HIV RNA in CD4+ T cells 
and plasma HIV RNA were quantified by PCR. Data were analyzed using the non-
linear mixed effects approach in NONMEM. Pharmacokinetics of the metabolites 
were linked to the pharmacodynamics endpoints using an indirect response model.
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Results: Disulfiram and four metabolites were simultaneously described using a 
seven-compartment PK model. The pharmacokinetics of disulfiram was not dose-
proportional; its metabolites demonstrated non-linear elimination. The cumulative 
area under the curve (AUCtotal) for disulfiram given at 500, 1000, and 2000 mg 
were 3,420, 8,942, and 23,834 mg*hr/L, respectively. Higher PK exposure was 
associated with greater increases in CA-US HIV RNA (Emax=134%, AUC50=844 
mcg*hr/L, P< 10-5). There was no identifiable exposure-response for plasma HIV 
RNA, except for a suggestive association at day 31 (5.0-fold increase in plasma HIV 
RNA per fold-increase in AUCtotal, P=0.050). We also observed that participants 
with higher pre-disulfiram plasma HIV RNA had higher post-disulfiram plasma HIV 
RNA, and that participants in the lowest dose (500 mg) cohort had higher median 
baseline plasma HIV RNA.
Conclusions: Despite considerable inter-individual variability in PK, there were 
statistically significant increases in CA-US HIV RNA with increasing exposure to 
disulfiram. A similar trend was seen with plasma HIV RNA at day 31, but higher 
observed responses in participants with greater baseline plasma HIV RNA may have 
confounded the overall interpretation. Given the toxicity of other latency reversing 
agents (LRAs) currently being tested in HIV cure trials, these results provide ratio-
nale for further development of disulfiram as a safe and potentially effective LRA. 

MOPEB0362
Immunovirological evolution in HIV-infected patients treated 
with anti-PD1 therapy
A. Samri1, A. Lavolé2, S. Even1, S. Lambert-Niclot3, G. Le Garff4, J. Cadranel2, 
J.-P. Spano5, B. Autran6, A.-G. Marcelin3, A. Guihot6 
1INSERM U 1135, Paris, France, 2AP-HP Hôpital Tenon UPMC Univ Paris 06, Paris, 
France, 3INSERM, UMRS 1136, AP-HP Service de Virologie, Paris, France, 4Service 
de Pneumologie, CH Yves Le Foll, Saint-Brieuc, France, 5Department of Medical 
Oncology, Hôpital Pitié Salpêtrière, Paris, France, 6INSERM U 1135 / CIMI / UPMC 
Paris VI, APHP, Hôpital Pitié Salpêtrière, Département d’Immunologie, Paris, France 
Presenting author email: amelie.guihot@aphp.fr

Background: Immune checkpoint-blocking antibodies can reverse T cell anergy, 
boost immune responses against tumors, and has become the new standard of care 
for second-line treatment of advanced non-small cell lung cancer (NSCLC). The 
question of whether anti-PD-1 could be a tool for HIV-cure is still pending. Here we 
report for the first time the clinical experience in 12 HIV-infected patients treated 
with the anti-PD-1 antibody nivolumab, and the detailed immunovirological evolu-
tion in one patient with lung cancer.
Methods: Twelve HIV-infected patients (10 male, 1 female, 1 transgender) re-
ceived nivolumab as a second line therapy for NSCLC (n=11) or melanoma (n=1). 
Ultrasensitive plasma viral load (US-VL), HIV-cell associated DNA, phenotypic 
and functional T cell analysis, intracellular-cytokine-staining assay against 15-mer 
HIV peptides, and plasma IL-6 levels were quantified at all time points (D0, D14, 
D30, D60, D120) in one patient.
Results: In the 12 patients, best tumoral response was partial response (n=3), sta-
bility (n=5), or progression (n=4). All plasma HIV viral load were undetectable at 
D0, and no viral rebound was further observed. CD4 and CD8 cell counts were 
slightly modified upon nivolumab in only 5/12 patients (median 338 and 674/mm3 
at D0; 351 and 525/mm3 after 3 or 4 nivolumab injections). In one patient, US-
VL was undetectable and stable, but a slight 2-fold increase in HIV-cell associated 
DNA levels was observed (116 at D0 vs 213 copies/106 PBMC at D30). IL-6 plasma 
levels peaked at D14 (539 pg/mL) and returned to normal beyond D60. PD-1 and 
LAG3 expression on total CD4 and CD8 T cells decreased at D30. PD-1 expres-
sion remained low at D120 whereas LAG3 expression returned to D0 level. HIV-
specific IFNg+CD8+ cells increased from 0.1% at D0 to 0.4% at D30. Finally, the 
total transitional-memory (CD8+CCR7-CD27+CD45RA-, TM) CD8 population 
increased (+64%) while the RA-re-expressing effector-memory cells decreased 
(-41%) at D120.
Conclusions: Our data suggest that nivolumab is well tolerated in HIV-infected 
patients, is successful at enhancing the capacities of HIV-specific CD8 TM cells to 
proliferate and to secrete cytokines, expanding the PD-1low T cell subset, with no 
or little impact on HIV replication or reservoirs. 

MOPEB0363
Implementation of routine multivitamin supplementation 
decreases mortality and improves treatment outcomes for 
Tanzanian HIV-infected adults enrolled in care
C. Sudfeld1, A. Buchanan2, N. Ulenga1,3, D. Spiegelman1, E. Mtisi3, E. Hertzmark1, 
A. Muya3, D. Sando1, E. Mungure1, M. Mizinduko4, W. Fawzi1 
1Harvard T H Chan School of Public Health, Boston, United States, 2University of 
Rhode Island, Kingston, United States, 3Management and Development for Health, 
Dar es Salaam, Tanzania, United Republic of, 4Muhimbili University of Health and 
Allied Science, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: csudfeld@hsph.harvard.edu

Background: Randomized trials indicate that multivitamin supplementation may be 
an effective intervention to reduce mortality and slow HIV progression. The objec-
tive of this study was to evaluate implementation of routine multivitamin supple-
mentation on mortality and health outcomes within a large HIV care and treatment 
program in Tanzania.
Methods: The urban Dar es Salaam HIV care and treatment program provided adult 
patients with multivitamin supplements (containing vitamins B-complex, C, and E) 
as routine care during 2004-2012; however, stockouts and other implementation 
issues did not afford universal coverage. We present a prospective cohort study of 
the 67,707 adult program participants during this period and use multivariate Cox 
proportional hazard models to assess the time-varying association of multivitamin 
supplement provision with mortality and HIV progression outcomes.
Results: The study cohort was seen at 1,731,385 clinic visits and contributed 
170,855 person-years of follow-up time. Multivitamins were provided at 86% of 
all ART-naïve clinic visits and at 55% of all ART clinic visits. Among 48,207 ART-
naïve adults, provision of multivitamins significantly reduced the risk of mortality 
(adjusted hazard ratio (aHR): 0.67; 95% CI: 0.58-0.78), incident tuberculosis (TB) 
(aHR: 0.78; 0.72-0.85), and reaching ART eligibility criteria (aHR: 0.75; 95% CI: 
0.70-0.80) after adjustment for possible confounding. Similarly among 46,977 
ART-experienced patients, multivitamin provision reduced the risk of mortality 
(HR: 0.87; 95% CI: 0.82-0.93), incident TB (aHR: 0.86; 95% CI: 0.80-0.92), 
and immunologic failure (aHR: 0.76; 0.73-0.78). There was no indication multivi-
tamin provision increased the risk of hepatotoxicity.
Conclusions: In the context of a large urban adult HIV treatment program in 
Tanzania, implementation of routine pre-ART and ART-adjunct multivitamin 
supplementation was a simple, effective, and safe intervention to improve survival, 
reduce incidence of TB, and improve treatment outcomes. 

MOPEB0364
Impact of serum-derived bovine immunoglobulin (SBI) on 
vitamin D metabolite levels in subjects with HIV enteropathy 
measured by a novel sensitive method using mass spectrometry
D. Wan1, J. Yang1, S. Mann2, J.C. Garci2, P. Troia-Cancio3, T. Yotter3, R.B. Pollard3, 
B.D. Hammock1, D.M. Asmuth3 
1University of California Davis, Department of Entomology, Davis, United States, 
2University of California Davis School of Medicine, Internal Medicine/Gastrointestinal 
Diseases, Sacramento, United States, 3University of California Davis School of 
Medicine, Internal Medicine/Infectious Diseases, Sacramento, United States 
Presenting author email: dasmuth@ucdavis.edu

Background: The mechanism(s) for vitamin D (VitD) deficiency and the optimal 
metabolites that should be measured are controversial. SBI is an oral medical food 
the neutralizes bacterial antigen in gastrointestinal (GI) tract, improves mucosal 
immunity, and reduces systemic inflammation in patients with HIV enteropathy. 
We measured VitD metabolites by a novel methodology in patients receiving SBI to 
explore correlations with immune reconstitution and inflammation.
Methods: Eight virologically-suppressed patients on multiple stable regimens with 
HIV enteropathy received SBI 500 mg orally twice daily for eight-weeks with a 
4-week washout period. We validated a novel derivatization reagent (PyrNO) to 
abrogate isomeric endogenous-species interferences for mass spectrometry ac-
cording to FDA guidance using DEQAS reference samples. 1,25-vitaminD3 (the 
active metabolite), 25-vitD3, C3-epi-25 vitD3, 25 vitD2, C3-epi-25 vitD2, and 
24,25 vitD3 were measured at weeks 0, 7 and 12 from plasma. GI immune reconsti-
tution was measured from duodenal biopsies and plasma biomarkers for inflamma-
tion and microbial translocation were measured by ELISA. Values are reported as 
medians (range)(Wilcoxon signed-rank p-value). Correlations between parameters 
were calculated by dividing the timepoint in question by the baseline value and per-
forming Pearson correlations.
Results: Resolution of GI symptoms, duodenal immune reconstitution, and im-
proved systemic inflammation/microbial translocation have been previously pub-
lished. Levels increased from baseline to week 7 and continued to rise to week 
12. 25VitD3 went from 12.45 (10.8-32.5) to 23.99 (16.7-39.9) (p=0.055) and 
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1,25VitD3 went from 0.026 (0.012-0.052) to 0.034 (0.021-0.078) at week 12 
(p=0.039). Correlations between increased duodenal CD4 density and 25VitD3 
(R2=0.54, p=0.04) and 1,25VitD3 (R2=0.74, p=0.006) were observed at week-7. 
We also observed correlations between decreased MCP-1, a biomarker of monocyte 
activation and 25VitD3 (R2=0.77, p=0.004) and 1,25VitD3 (R2=0.82, p=0.002) 
and between decreased BPI, a biomarker of gram-negative microbial translocation, 
25VitD3 (R2=0.89, p=0.0004) and 1,25VitD3 (R2=0.93, p=0.0001), all at the 
week 0-7 timepoints.
Conclusions: In this small exploratory cohort, VitD metabolites improved dur-
ing treatment with SBI due either to improved absorption or the impact of SBI on 
inflammatory pathways that impacted improved immune reconstitution, reduced 
systemic inflammation and/or microbial translocation. This novel PyroNO method 
for measuring the most relevant metabolites of VitD in HIV patients can be used 
in future research into the association between VitD and immune reconstitution. 

Prevention of HIV Transmission from Mother  
to Child and in Other Populations

MOPEC0595
High rates of mother to child HIV transmission among  
pregnant and breastfeeding women with delayed HAART 
initiation in Kenya
I. Mutisya1, L. Ng’ang’a1, C. Muriithi2, A. Njoroge2, A. Katana1, M. Muchiri2,  
I. Waithera2, J. Motoku2, K. M. De Cock1 
1Centre for Disease Control and Prevention, Nairobi, Kenya, 2Eastern Deanery AIDS 
Relief Program, Nairobi, Kenya 
Presenting author email: yry1@cdc.gov

Background: Despite rapid scale up of highly active antiretroviral therapy 
(HAART) among pregnant and breastfeeding women, mother to child HIV trans-
mission (MTCT) remains high in Kenya at 7% at 6 weeks and 17% at 18 months. The 
study evaluated MTCT rates among women receiving routine prevention of mother 
to child HIV transmission (PMTCT) services at Eastern Deanery AIDS Relief 
Program (EDARP) sites in Nairobi, Kenya.
Methods: A retrospective chart review of mother-infant pairs enrolled in all 14 
EDARP sites for PMTCT between January 2013 and January 2015 was done. 
HIV-infected women who received HAART (defined as 2NRTI +1NNRTI or PI) 
were included. Five percent of charts with incomplete information were excluded. 
Quantitative data were analyzed using STATA. Timing of HAART initiation, mater-
nal viral suppression, and 6 week and 18 month MTCT rates were obtained using de-
scriptive statistics. We controlled for confounding factors for MTCT and obtained 
odds ratios at bivariate and multivariate analyses.
Results: We reviewed 1,440 mother-infant pair charts. Median maternal age was 
29 years (IQR 25-34 years). Timing of maternal HAART was: 55% pre-pregnancy, 
17% at 1st and 2nd trimester, 8% in 3rd trimester and 20% postpartum. There were 
395 maternal viral load (VL) results: 82% < 1000 copies/ml and 18% >1000 cop-
ies/ml. Uptake of infant ARV prophylaxis was 94%. MTCT rates were 2.7% at 6 
weeks and 4.5% at 18 months. HAART initiated in third trimester or post -delivery 
was associated with higher MTCT rates compared to pre- pregnancy or 1st or 2nd 
trimester, adjusted odds ratio (AOR) 3.2 (95% CI, 1.6 -6.3), p-value=0.001. Lack 
of, or undocumented infant ARV prophylaxis was independently associated with 
higher MTCT rate, AOR 3.4 (95% CI, 1.6-7.3) p= 0.001. MTCT rates were higher 
among women with a VL > 1000 copies/ml, crude Odds Ratio 4.5 (95% CI, 0.6 
-32.5) p= 0.135; VL sample size was underpowered to detect a statistically signifi-
cant difference.
Conclusions: High MTCT rates are associated with delayed HAART initiation for 
PMTCT and lack of infant prophylaxis. To achieve virtual elimination of MTCT ef-
forts should be made to improve case identification and early initiation of HAART 
in the pre-partum or intrapartum period 

MOPEC0596
Male partner HIV testing is associated with maternal HIV 
retesting in pregnancy: a prospective cohort study
A. Osoti1, J. Kinuthia2, D. Krakowiak3, J. Mark3, B. Betz3, V. Asila4, S. Parikh5,  
M. Gone6, M. Sharma3, C. Farquhar7 
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Obstetrics and Gynecology, Nairobi, Kenya, 3University of Washington, Epidemiology, 
Seattle, United States, 4Kenyatta National Hospital, Research and Programs, 
Obstetrics and Gynecology, Nairobi, Kenya, 5University of Washington, Computer 
Science, Seattle, United States, 6Kenyatta National Hospital, Research and Programs, 
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Background: World Health Organization recommends maternal HIV retesting in 
pregnancy for timely identification of HIV-negative women who seroconvert so as 
to offer interventions that minimize risk of mother-to-child HIV transmission. We 
evaluated whether couple-based male partner HIV testing, an elimination of moth-
er-to-child HIV transmission (EMTCT) strategy, increased maternal HIV retesting
Methods: This was a prospective cohort study nested within a randomized con-
trolled trial comparing effectiveness of home-based versus clinic-based couple 
education and HIV testing on maternal and perinatal outcomes in Nyanza, Kenya. 
Eligible HIV negative women in stable relationships were enrolled antenatally and 
followed until 6 weeks postpartum from September 2013 to June 2014. Using fa-
cility records and study data, we defined association between male partner HIV 
testing and maternal HIV retesting and determined if the association was modified 
by the venue of male partner testing or the woman’s awareness of male partner 
testing before pregnancy. Odds ratios (OR) for associations were obtained using 
logistic regression. Adjusted OR were estimated in a multivariable regression model 
adjusting for potential confounders. In stratified analyses, we assessed modification 
of the association between male partner HIV testing and maternal HIV retesting.
Results: Among 408 HIV negative women, 103 (25%) underwent couple-based 
male partner HIV testing. Baseline characteristics were similar between women 
who tested alone and those who tested with partners. The majority of women 
were young, with median age 24 years, in second trimester (median 20, IQR 17-
25 weeks), and during follow-up most (81%) delivered in government institutions. 
Overall, 311 (76%) of women were retested for HIV. Maternal retesting was higher 
if women tested with their male partners (n=94 of 103, 91%) compared to testing 
alone (n=217 of 305, 71%). In the crude analysis, male partner testing was associated 
with four-fold greater odds in maternal HIV retesting OR 4.24; 95% Confidence 
interval (CI) [2.05-8.77]; P <0.001). This association persisted in adjusted analy-
sis (OR 4.95; 95% CI [2.29-10.72]; p<0.001), and did not vary by either venue 
(p=0.734) or pre-pregnancy knowledge (p=0.483) of male partner testing
Conclusions: Couple-based male partner HIV testing during pregnancy is asso-
ciated with increased maternal HIV retesting and may contribute to accelerated 
progress towards EMTCT 

MOPEC0597
Effects of PMTCT-interventions and feeding-options on the 
HIV vertical transmission in Yaoundé-Cameroon: targeting 
areas for improved implementation
C.L. Mekue Mouafo1,2, C. Nkenfou1,3, J. Fokam1, M.N. Ngoufack1, V. Colizzi4,  
J. Thèze5, A. Ndjolo1, B. Dambaya1 
1Chantal BIYA International Reference Center, Yaoundé, Cameroon, 2University 
of Dschang, Dschang, Cameroon, 3University of Yaounde 1, Yaoundé, Cameroon, 
4University of Tor Vergata, Rome, Italy, 5Institut Pasteur, Paris, France 
Presenting author email: josephfokam@gmail.com

Background: The advent of antiretrovirals has significantly contributed in eliminat-
ing mother to child transmission of HIV (eMTCT) in high-priority countries, with 
a rate from 12.10% in 2010 to 5.6% in 2015 MTCT in Cameroon. Though countries 
are transitioning to option B+, there are settings where prophylaxis is still applied, 
thus indicating the need to evaluate the extent to which such PMTCT-intervention 
might contribute in eMTCT. Our study aimed at assessing the effect of different 
PMTCT-interventions and feeding options on eMTCT.
Methods: A cross-sectional study was conducted among 218 HIV+ mothers and 
their infants at the Chantal BIYA International Reference Centre for research on 
HIV/AIDS prevention and management (CIRCB) in Yaoundé-Cameroon from 
January 2013 to September 2015. A standard questionnaire was used to collect 
data on the maternal PMTCT-regimen; and early infant diagnosis of HIV was per-
formed using the roche PCR amplicor kit version 1.5. Statistical analysis were per-
formed using Mann Whitney U test, with p< 0.05 considered significant.
Results: The overall rate of MTCT was 19.9% (42/218), with a statistically sig-
nificance between the four groups (triple antiretroviral therapy [ART] (9%) vs. 
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biprophylaxis (11%) vs. monoprophylaxis (19%) and ARV-naïve (37% for) group 
(p<0.0002). Specifically, the group of mothers exposed to triple ART or mono-
prophylaxis exhibit significant reduction in MTCT compared to ARV-naive mothers 
(p<0.0001 or p=0.04 respectively). According to feeding options, infants exposed 
to mixed feeding had the highest rate of MTCT (43%) compared to those on exclu-
sive breastfeeding (20.1%) or formula feeding (12.5%), p=0.005.
Conclusions: The present finding underscores the necessity of scaling-up option 
B+, including at primary healthcare levels in all PMTCT high-priority countries. 
Similarly, efforts to limit the practice of mixed feeding would be of great relevance 
in eMTCT. Thus, strategies supporting the wide implementation of these policies 
would greatly contribute to the virtual eMTCT and an AIDS-free generation in 
children. 

MOPEC0598
Mother to child transmission of HIV and retention in care 
of HIV-exposed children enrolled in Malawi’s national HIV 
program
A.D. Haas1, J.J. van Oosterhout2,3, L. Tenthani1,4, A. Jahn4,5, M. Zwahlen1,  
M.T. Msukwa1,6, M.-A. Davies7, K. Tal1, N. Phiri1, A. Spoerri1, F. Chimbwandira5,  
M. Egger1,7, O. Keiser1, for Malawi’s Ministry of Health & International 
Epidemiologic Databases to Evaluate AIDS-Southern Africa (IeDEA-SA) 
1University of Bern, Institute of Social and Preventive Medicine (ISPM), Bern, 
Switzerland, 2Dignitas International, Zomba, Malawi, 3College of Medicine, University 
of Malawi, Department of Medicine, Blantyre, Malawi, 4International Training 
& Education Center for Health Malawi, Lilongwe, Malawi, 5Ministry of Health, 
Department of HIV and AIDS, Lilongwe, Malawi, 6Baobab Health Trust, Lilongwe, 
Malawi, 7University of Cape Town, Centre for Infectious Disease Epidemiology and 
Research, Cape Town, South Africa 
Presenting author email: andreas.haas@ispm.unibe.ch

Background: In Malawi, HIV-infected pregnant and breastfeeding women receive 
antiretroviral therapy (ART) according to Option B+ and HIV-exposed children 
are enrolled in the national HIV program. We examined retention and risk of HIV 
mother-to-child transmission among HIV-exposed children enrolled in Malawi’s 
HIV program.
Methods: We abstracted data from routine patient records at 21 health facilities, 
and included HIV-exposed children enrolled into care between September 2011 and 
June 2014. We used competing risks models to estimate the probability of reten-
tion, loss to follow-up, discharge, ART initiation, and death, and used pooled logistic 
regression and inverse probability of censoring weighting to estimate the mother-
to-child transmission risk at the end of breastfeeding.
Results: More than 80% of 11,285 children were born to women who initiated ART 
during pregnancy. By the time children were 30 months old, 57.9% were lost to 
follow-up; 36.5% were discharged HIV-free (Figure 1). Loss to follow-up was high-
est among children who enrolled late, who did not receive nevirapine prophylaxis, or 
whose mothers were not on ART. We projected that 5.3% (95%-confidence interval 
4.7-5.9) of the children who enrolled were HIV-infected by the age of 30 months, 
but only 2.6% (95%- confidence interval 2.3-2.9) were diagnosed (Figure 2).
Conclusions: Mother-to-child transmission rates were low, but due to poor reten-
tion, less than half of the projected total number of HIV-infected children were 
diagnosed. We recommend implementation of infant defaulter tracing and HIV 
testing of children in immunization centers and out-patient clinics to ensure that all 
HIV-positive children have access to early ART.

[Figure 1: HIV care outcomes]

[Figure 2: Cumulative incidence of HIV infection]

MOPEC0599
“Real life” use of raltegravir during pregnancy in France:  
the Coferal-IMEA048 retrospective study
J. Ghosn1, B. Sylla2, L. Morand-Joubert3, P. Frange4, G. Pialoux5, K. Lacombe6, 
M.-A. Khuong7, C. Duvivier8,9, M. Karmochkine10, C. Arvieux11, A. Menard12,  
L. Piroth13, D. Trias14, S. Matheron15, G. Peytavin16, R. Landman17,  
COFERAL-IMEA048 Study Group 
1Hopital Hotel Dieu de Paris, Paris, France, 2IMEA, Paris, France, 3Sorbonne 
Universités, UPMC Univ Paris 06, INSERM, Institut Pierre Louis d’épidémiologie et 
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Saint-Antoine, Paris, France, 4Hopital Necker, Service d’Immuno-Hématologie 
Pédiatrique, Paris, France, 5Hopital Tenon, Department of Infectious Diseases, Paris, 
France, 6INSERM UMR-S 1136, IPLESP, AP-HP, Hôpital Saint Antoine, Department 
of Infectious Diseases, Paris, France, 7Hopital Delafontaine, Department of 
Infectious Diseases, Saint Denis, France, 8AP-HP, Hôpital Necker-Enfants-Malades, 
Department of Infectious Diseases, Paris, France, 9Centre d’Infectiologie Necker - 
Pasteur, Paris, France, 10AP-HP, Hôpital Européen Georges Pompidou, Department of 
Clinical Immunology, Paris, France, 11COREVIH-Bretagne - CHU de Rennes, Rennes, 
France, 12Institut Hospitalo-Universitaire (IHU) Méditerranée Infection, Marseille, 
France, 13CHU Dijon, Dijon, France, 14Merck Sharp Dohme, Paris, France, 15APHP, 
Hopital Bichat Claude Bernard, Department of Infectious Diseases, Paris, France, 
16APHP, Hopital Bichat Claude Bernard, Paris, France, 17IMEA, CHU Bichat Claude 
Bernard, Paris, France 
Presenting author email: jade.ghosn@aphp.fr

Background: Few “real life” data on raltegravir use during pregnancy are available.
Methods: Data on women receiving raltegravir during pregnancy between 2008 
and 2014 in ten selected clinical centers across France were collected retrospec-
tively. The primary objective was to describe the proportion of women who received 
raltegravir anytime during pregnancy and achieved an HIV-RNA < 50 copies/ml at 
delivery. Secondary objectives were to describe demographic and immune-virolog-
ical characteristics, timing of raltegravir initiation during pregnancy and pregnancy 
outcome.
Results: Ninety-four women were included: median age was 33 years, 80/94 
originated from Sub Saharan Africa, 15/94 did not have a regular health insurance 
coverage, 16/94 were antiretroviral treatment (ART) naïve (HIV diagnosis at a me-
dian of 30 weeks of gestation)and 78/94 were already on ART before pregnancy 
(40% of them had an HIV-RNA <50 copies/ml). In those with an HIV-RNA >50 
copies/ml before pregnancy, median HIV-RNA was 9823 copies/ml (range 63 - 
638388). 33/94 were already on a raltegravir-based ART before pregnancy, and 
raltegravir was initiated during the second trimester in 11/94 (2 switch for intol-
erance of boosted-protease inhibitor and 9 intensification because HIV-RNA was 
>50 copies/ml) and during the third trimester in 50/94 (34 intensification and 16 
ART initiation in naïve late-comers pregnant women). Raltegravir was well tolerated 
during pregnancy with no discontinuation due to adverse event. Overall, at the time 
of delivery, HIV-RNA was <50 copies/ml in 70% and <400 copies/ml in 84% of 
women. Interestingly, at delivery, HIV-RNA was <50 copies/ml in 82%, 54.5% and 
56% of cases when raltegravir was started before pregnancy, during the second or 
during the third trimester of pregnancy, respectively. Median term was 38 weeks of 
gestation (20% before 37 weeks), with vaginal delivery in 49% and C-section in 51% 
of cases. Median newborns’ weight was 3.1 kg, no defect was reported and all were 
HIV-negative at Month 6.
Conclusions: Raltegravir appears safe and efficacious in this “real-life” study, with 
the achievement of an undetectable HIV-RNA at delivery in 70% of pregnant 
women overall: 82% when started before pregnancy and 56% when started during 
the third trimester. No defect was reported in newborns and all were HIV-negative. 



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Poster
Exhibition

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

101 101

MOPEC0600
Viral suppression at delivery among pregnant women newly 
initiated on antiretroviral therapy (ART) during pregnancy: 
PMTCT Option B+ in Malawi
M.B. Chagomerana1,2, W.C. Miller3, I.F. Hoffman1,4, B.C. Mthiko1, J. Phulusa1,  
M. John1, A. Jumbe1, M.C. Hosseinipour1,4 
1UNC Project Malawi, Lilongwe, Malawi, 2University of North Carolina at Chapel Hill, 
Institute for Global Health and Infectious Diseases, Chapel Hill, United States, 3Ohio 
State University, Division of Epidemiology, College of Public Health, Columbus, United 
States, 4University of North Carolina at Chapel Hill, Department of Medicine, Chapel 
Hill, United States 
Presenting author email: mchagomerana@unclilongwe.org

Background: Effective ART for PMTCT reduces HIV viral load in pregnant women 
to minimize vertical transmission during pregnancy, labor or delivery. In PMTCT 
Option B+ programs, HIV-infected pregnant women who are not on ART are start-
ed on ART during pregnancy and continued for life. As women may present late in 
their pregnancy for first antenatal care, whether women achieve viral suppression 
by delivery and how suppression varies with time on ART is unclear.
Methods: We conducted a prospective cohort study of HIV-infected pregnant 
women initiating ART for the first time under PMTCT Option B+ program at Bwaila 
Hospital in Lilongwe, Malawi from June 2015 to November 2016. We used multi-
variable Poisson models with robust variance estimators to estimate risk ratios (RR) 
and 95% confidence intervals (CI) of the association between duration of ART and 
both viral load (VL) ≥1000 copies/ml and VL ≥40 copies/ml at delivery.
Results: Among 300 women enrolled, the median gestation age at first antenatal 
visit was 22 weeks (Interquartile rage (IQR): 18.2 - 26). The median duration of 
ART prior to delivery was 17 weeks (IQR: 13 - 21). Of the 253 women (84%) who 
had viral load test at the time of delivery, 40 (16%) and 78 (31%) had VL ≥1000 
copies/ml and VL ≥40 copies/ml respectively. 
Compared to women who were on ART ≤12 weeks at the time of delivery, women 
who were on ART 13 - 20 weeks (RR = 0.52; 95% CI: 0.36 - 0.74) or 21 - 35 weeks 
(RR = 0.26; 95% CI: 0.14 - 0.48) were less likely to have VL ≥40 copies/ml. 

 Viral load at delivery  

Duration of ART
≥1000 copies/ml 

(N=40)
<1000 copies/ml 

(N=213 )
Unadjusted RR 

(95% CI)
Adjusted RR † 

(95% CI)

≤ 12 weeks 15 (37.5) 42 (19.7) 1.00 1.00

13 - 20 weeks 19 (47.5) 106 (49.8) 0.58 (0.32, 1.05) 0.67 (0.37, 1.22)

21 - 35 weeks 6 (15.0) 65 (30.5) 0.32 (0.13, 0.78) 0.36 (0.15, 0.90)

 
≥40 copies/ml 

(N=78)
<40 copies/ml 

(N=175
  

≤ 12 weeks 32 (41.0) 25 (14.3) 1.00 1.00

13 - 20 weeks 35 (44.9) 90 (51.4) 0.49 (0.35, 0.72) 0.52 (0.36, 0.74)

21 - 35 weeks 11 (14.1) 60 (34.3) 0.28 (0.15, 0.50) 0.26 (0.14, 0.48)

†Adjusted for age, BMI, baseline CD4 cell count, baseline viral load, education, marital status, 
parity, and HIV WHO clinical stage

[ART duration at delivery and viral suppression]

Conclusions: Women with longer duration of ART during pregnancy had lower risk 
of non-suppressed viral load at delivery. Countries implementing PMTCT Option 
B+ should encourage early ANC attendance in pregnancy to facilitate prompt ART 
initiation for HIV-positive women. 

MOPEC0601
Prevalence of antiretroviral therapy (ART) treatment failure 
among HIV-infected pregnant women at first antenatal care: 
PMTCT Option B+ in Malawi
M.B. Chagomerana1,2, W.C. Miller3, I.F. Hoffman1,4, B.C. Mthiko1, J. Phulusa1,  
M. John1, A. Jumbe1, M.C. Hosseinipour1,4 
1UNC Project Malawi, Lilongwe, Malawi, 2University of North Carolina at Chapel Hill, 
Institute for Global Health and Infectious Diseases, Chapel Hill, United States, 3Ohio 
State University, Division of Epidemiology, College of Public Health, Columbus, United 
States, 4University of North Carolina at Chapel Hill, Department of Medicine, Chapel 
Hill, United States 
Presenting author email: mchagomerana@unclilongwe.org

Background: ART treatment failure can lead to the development of HIV drug re-
sistant (HDR) strain. For HIV-infected pregnant women, the HDR strain can be 
transmitted to the child, resulting in impaired ART efficacy in both mother and 
child. In Malawi ś PMTCT Option B+ program, HIV-infected pregnant women who 

are already on ART are continued on therapy without testing for treatment failure 
at the first antenatal care (ANC). As women are not tested for treatment failure, 
the prevalence of treatment failure among women who are already on ART at first 
ANC is unknown.
Methods: We conducted a cross-sectional study of HIV-infected pregnant women 
who were on ART at the first ANC under PMTCT Option B+ program at Bwaila 
Hospital in Lilongwe, Malawi from June 2015 to December 2016. We used logistic 
regression models to investigate predictors of ART treatment failure.
Results: A total of 434 women were tested for ART treatment failure and their 
median age was 30.8 years (interquartile range: 26.9 - 34.2). Of the women tested 
402 (93%) were married, 343 (82%) were in HIV-WHO stage 1, and 353 (82%) at-
tended first ANC during the 2nd trimester. The overall prevalence of ART treatment 
failure was 7.1% (95% confidence interval (CI): 5.1 - 10.0). Compared to women 
with none or primary education, women with secondary or tertiary education had 
an indication of reduced odds of having developed treatment failure, odds ratio 
(OR) = 0.67, 95% CI: 0.27 - 1.70. For women who knew their partners’ HIV sta-
tus, women with HIV-infected partners had an indication of reduced odds of having 
developed treatment failure (OR = 0.45, 95% CI: 0.10 - 2.03) compared to those 
with HIV-uninfected partners.
Conclusions: A notable number of pregnant women who were already on ART at 
first ANC had ART treatment failure. Countries implementing PMTCT Option B+ 
but have limited resources for HIV-RNA screening at first ANC should develop 
mechanisms that will identify women at risk of having developed ART treatment 
failure to prompt switch to an alternative and effective ART regimen during preg-
nancy. 

MOPEC0602
Level and predictors of receiving essential mother-infant 
PMTCT services in Tanzania: maternal ART adherence, infant 
ARV prophylaxis and early diagnosis
G. Antelman1, G. Mbita2, T. Machalo2, A. Maijo2, P. Njau3, J. van ‚t Pad Bosch2,  
R. van de Ven2, G. Woelk4 
1Elizabeth Glaser Pediatric AIDS Foundation, Strategic Information and Evaluation, 
Dar es Salaam, Tanzania, United Republic of, 2Elizabeth Glaser Pediatric AIDS 
Foundation, Dar es Salaam, Tanzania, United Republic of, 3Ministry of Health, 
Community Development, Gender, Elderly and Children, PMTCT Unit, Dar es 
Salaam, Tanzania, United Republic of, 4Elizabeth Glaser Pediatric AIDS Foundation, 
Washington, United States 
Presenting author email: ga_zzz@yahoo.com

Background: Full PMTCT service adherence, including maternal ART, HIV-
exposed infant (HEI) nevirapine (NVP) dosing, and early infant diagnosis (EID), 
is not routinely measured in Tanzania’s PMTCT program. This secondary cohort 
analysis from 27 PMTCT clinics describes the level and predictors of full PMTCT 
adherence.
Methods: The Supporting Attendance for Facility Delivery and Infant Health study 
recruited HIV-positive pregnant women, administering interviews at enrollment 
and 12-weeks postpartum, with medical-record-abstraction of outcomes. Mother-
infant PMTCT adherence--defined as maternal ARV adherence (zero self-reported 
missed ARV doses in past seven days and not missing two consecutive days of ARV 
dosing in past six months) HEI NVP birth/6-week dosing, and EID--is described 
among 584 women-infant pairs. Generalized-estimating-equation regression 
methods were used to predict PMTCT adherence, adjusting for age, education and 
site cluster. Hypothesized predictors included known/new HIV-positive, phone ac-
cess/contact with health providers, ART/MTCT knowledge, facility delivery and 
clinic volume.
Results: Among HEI overall, 75% received the full NVP regimen; and 70% received 
both NVP and EID. Maternal ART adherence was 83%, and predicted receipt of 
HEI services. Eighty-one percent of ART-adherent mothers’ HEI received NVP 
and EID compared to only 51% of non-adherent mothers (p<0.0001). Overall, 67% 
of mother-infant pairs were PMTCT adherent. 
Factors reducing PMTCT adherence were pre-ART status compared to women on 
ART before pregnancy (known-positive, pre-ART: adjusted odds ratio [AOR] 0.28, 
p<0.0001; newly diagnosed HIV-positive, pre-ART: AOR 0.25, p<0.0001); and 
loss of mobile phone access (AOR 0.48, p=0.006) compared to maintaining access 
from baseline to follow-up. Factors positively associated with PMTCT adherence 
included knowing that ARVs reduce MTCT risk (AOR 3.18, p<0.0001), delivering 
in a facility (AOR 2.90, p<0.0001), having phone contact with a health provider 
(AOR 2.33, p<0.0001), and attending a low-volume ANC facility compared to a 
high-volume ANC (AOR 5.28, p<0.0001;  <90 new patients/quarter vs. >=200).
Conclusions: Increased client-provider interaction may improve PMTCT adher-
ence through promoting ART/PMTCT knowledge and access to facility delivery. 
Special attention should be focused on newly diagnosed and newly ART-initiated. 
Facilitating provider-client communication using mobile phones may enhance ef-
fectiveness of PMTCT service models. Further investigation is needed to under-
stand why lower volume ANC clinics are associated with better adherence. 
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MOPEC0603
Risk factors for loss to follow-up before delivery:  
identifying those most in need of retention interventions
G. Antelman1, L. Mutasingwa1, G. Mbita1, C. Makoko1, J. van ‚t Pad Bosch1,  
R. van de Ven1, P. Njau2 
1Elizabeth Glaser Pediatric AIDS Foundation, Dar es Salaam, Tanzania, United 
Republic of, 2Ministry of Health, Community Development, Gender, Elderly and 
Children, PMTCT Unit, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: roland@pediads.org

Background: Cohort monitoring of prevention of mother-to-child HIV transmis-
sion (PMTCT) retention under Option B+ often begins at ART initiation, rendering 
vulnerable newly-diagnosed pregnant women who delay or refuse ART uncounted. 
Understanding factors linked to early non-retention among all HIV-positive preg-
nant women (PW) can improve retention interventions.
Methods: A retrospective cohort study using medical record abstraction of 917 
HIV-positive pregnant women receiving any PMTCT services from January 2012 
to June 2015 was conducted at 12 clinics in four regions of Tanzania. Data sources 
included ANC/HIV clinic registers and HIV medical charts which documented 
testing status, ART initiation or pre-ART status, pregnancy/delivery, and clinic at-
tendance history. The outcome of interest was early PMTCT retention, defined as 
having a documented antenatal entry visit and a documented delivery.
Results: Overall, early PMTCT PW retention was 70% (95% CI: 67,73), and did 
not differ before or after the introduction of Option B+ in October 2013 (p=.66). 
PMTCT PW retention among ART-initiated was 85% (CI:82,87), compared to 
only 22% (CI:17,28) among PW who did not initiate ART during pregnancy. High 
PMTCT PW retention (93%) was observed among women who started ART before 
pregnancy, while only 76% of those starting ART during pregnancy were retained 
(p<0.0001). Among known-positive PW whose partners tested, 94% were retained 
to delivery compared to 78% whose partners did not test (p<0.04). After introduc-
tion of Option B+, 19% of newly-diagnosed PW were lost prior to ART initiation, 
which represented 48% of all non-retained PW.
Conclusions: Option B+ policies have not resulted in universal ART initiation 
among PW in Tanzania. One-in-five PW delay or refuse initiation of ART, contrib-
uting to sub-optimal early PMTCT-PW retention and accounting for nearly half of 
PW lost prior to delivery. The high proportion of PW lost during pregnancy who 
never started ART necessitates programs to adapt service delivery models to bet-
ter prepare PW for ART initiation, and develop specific interventions that actively 
counsel, support and track newly-diagnosed PW who initiate ART, delay/refuse 
ART, or who do not report their partner has tested for HIV. 

MOPEC0604
Systematic HIV-testing in delivery rooms is crucial, even when 
mothers are tested during pregnancy: a pilot program through 8 
624 consecutive deliveries in Burundi, East Africa
H. Leroy1,2, B. Ninyibutse3, S. Manyundo-Risase3, A. Mambaleo3,  
J. Biziragusenyuka4, C. Arvieux1 
1University of Rennes, Infectious Diseases, Rennes, France, 2Reseau Louis Guilloux, 
Rennes, France, 3Hopital Prince Regent Charles, Bujumbura, Burundi, 4ESTHER-
Burundi, Bujumbura, Burundi 
Presenting author email: cedric.arvieux@chu-rennes.fr

Background: Burundi associates high HIV prevalence (1,3% in 15-49 years old, 
2012) and limited resources. Since april 2012, systematic HIV-testing has been 
proposed for all women in the delivery room of Bujumbura ś main hospital. If a 
woman is diagnosed HIV-positive, she is proposed immediate lamivudine/tenofo-
vir/efavirenz intake and a free 72H hospitalization. More than 98% of women are 
tested.
Methods: As free HIV testing during pregnancy is recommended by national 
guidelines, more and more women know their status before delivery. To know if 
systematic HIV-testing in delivery rooms is necessary, we describe the women who 
have been tested and their previous tests results.
Results: From June 2014 to November 2016, 7570 women were tested for HIV 
during delivery : the median age was 26 years, 75% were married. It is the first 
pregnancy for 32%, the median number of children is 2 per woman. Only 48 women 
(0,6%) have never been tested for HIV, 37% have been tested one time, 56% two, 
5% three, with an average of 1,7 tests. The median duration between the test in 
delivery room and the previous one is 75 days (IC25,75 [47;112]). 37 first tests and 
34 confirmation tests were positive, and the prevalence of newly positive tested 
women is 0,45%. Among these 34 positive women, 19 have previously been tested 
HIV negative (56%), 17 during this pregnancy. The 15 other positive assert no prior 
HIV-test, which represents a HIV-seroprevalence of 31% within the group of wom-
en with no prior test. 55% of women know the HIV negative status of their partner, 
0,5% the HIV positive one. Among the newly positive women, only 3 knew the HIV 
status of their partner who are all HIV-negative.

Conclusions: Systematic testing in delivery rooms is feasible and useful to decrease 
mother-to-child-transmission as a third of women who say having never been tested 
are positive. Despite a good rate of HIV testing during pregnancy, a majority of 
women tested newly positive in delivery room have been infected during the current 
pregnancy, and very few are aware of their partner HIV-status. Further efforts are 
needed to test men during their partner’s pregnancy. 

MOPEC0605
Prevention of mother to child transmission of HIV:  
trends in strategies and outcomes over 30 years in the French 
perinatal cohort
J. Warszawski1,2,3, S. Blanche4,5, P. Frange4, R. Tubiana6,7, J. Le Chenadec8,  
J. Sibiude8, C. Dollfus9, I. Leymarie8, T. Wack8, C. Rouzioux4,10, A. Faye11,12,  
L. Mandelbrot13,14,15, ANRS‐EPF CO1/CO10/CO11 Study Group 
1INSERM CESP U 1018 Team HIV/Pediatry, Public Health, Paris, France, 2Univ 
Paris-Saclay, Le Kremlin Bicêtre, France, 3Hopital Bicêtre AP-HP, Le Kremlin Bicêtre, 
France, 4Hôpital Necker Enfants‐Malades, AP‐HP, Paris, France, 5Univ Paris-
Descartes, Paris, France, 6Hôpital Pitié Salpetrière, AP‐HP, Paris, France, 7INSERM 
U 943, Paris, France, 8INSERM CESP U 1018 Team HIV/Pediatry, Le Kremlin Bicêtre, 
France, 9Hôpital A. Trousseau, AP-HP, Paris, France, 10Univ Paris Descartes, Paris, 
France, 11Hôpital R. Debré, AP‐HP, Paris, France, 12Univ Denis Diderot, Paris, France, 
13Uni, Paris, France, 14INSERM, CESP 1018, VIH/Pediatry Team, Le Kremlin Bicêtre, 
France, 15Hôpital L. Mourier, AP‐HP, Colombes, France 
Presenting author email: laurent.mandelbrot@aphp.fr

Background: We aimed to describe trends over 30 years of the strategies of preven-
tion of perinatal HIV transmission, and of neonatal and infant outcomes in France.
Methods: The ANRS-EPF-CO1/CO11 cohort prospectively enrolls pregnant HIV-
infected women in 90 centers throughout France. Children are followed until 2 
years old, and more if infected.
Results: Between 1984 and 2014, 20 619 mother-infant pairs with delivery ≥ 22 
gestational weeks were included. Since 1997, the proportion of undetectable viral 
load (VL) near delivery increased in parallel with early exposure to combined an-
tiretroviral therapy (cART) (Fig 1a). Elective cesarean section peaked in 2000 to 
sharply decrease since 2013, with a majority of vaginal deliveries. Among the 4967 
women who delivered in 2010-14, 58% were already treated at time of conception, 
95% received cART during pregnancy, and 84% had a VL < 50 cp/mLnear delivery.
Premature delivery in singletons increased from 10% before 1996 to around 15% 
after 2000, with a non-significant lower rate in 2010-14 (14%) (Fig 1b). Stillbirths 
and pregnancy terminations increased from 0.8% in 1997-2004 to 1.3% in 2005-
14 (p=0.009). Infant mortality did not significantly differ over these two periods 
(0.8% and 0.6% p=0.24). The transmission rate continuously decreased through 
0.3% [95% confidence interval: 0.2-0.5] in 2010-14.
Conclusions: The use of early and highly effective cART tends to eradicate perina-
tal HIV transmission in France. The short and long term monitoring must be main-
tained for other adverse perinatal outcomes.

[Fig. 1 Trends of PTME outcomes - ANRS EPF 1984-2014]



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Poster
Exhibition

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

103 103

MOPEC0606
Sexual risk behaviors and alcohol use among HIV-infected  
and -uninfected pregnant and postpartum women in Cape 
Town, South Africa
D. Joseph Davey1,2,3, E. Farley3, Y. Gomba3, L.-G. Bekker4, J.D. Klausner2,  
P. Gorbach1, T. Coates2, L. Myer3 
1University of Californa, Fielding School of Public Health, Department of 
Epidemiology, Los Angeles, United States, 2University of California, David Geffen 
School of Medicine, Los Angeles, United States, 3University of Cape Town, School of 
Public Health and Family Medicine, Centre for Infectious Disease Epidemiology and 
Research, Cape Town, South Africa, 4Desmond Tutu HIV Foundation, Cape Town, 
South Africa 
Presenting author email: dvoradavey@gmail.com

Background: HIV prevention efforts have focused separately on reducing HIV 
acquisition risk and perinatal HIV transmission among pregnant and breastfeed-
ing women. However, there is limited knowledge of behavioral risk in HIV-infected 
(HIV+) and -uninfected (HIV-) pregnant and postpartum women.
Methods: We conducted a mixed method study among pregnant and postpartum 
women. We investigated demographic, substance use and sex behaviors through 
interviewer-administered questionnaires as well as in-depth interviews (n=25) to 
evaluate and contextualize factors associated with sexual risk behaviors and alcohol 
use.
Results: We surveyed 226 HIV- and 151 HIV+ women (52% pregnant; mean age, 
29y). Sexual risk behaviors and alcohol use differed significantly by serostatus. 
Overall 46% of HIV+ women and 42% of HIV- women were married/cohabiting 
with the father of the index pregnancy/child (FOC). 1 HIV- woman reported hav-
ing a HIV+ partner, and 35% didn’t know; 21% of HIV+ women reported being in 
serodiscordant relationships with the FOC, and 38% didn’t know. 51% of HIV- and 
45% of HIV+ women who didn’t know the FOC’s status reported condomless sex at 
last sex. HIV- women reported more condomless sex (21% vs. 45% of HIV+ women 
at last sex), sex partners (16% vs. 14% of HIV+ women), and anal sex, but less alcohol 
use during pregnancy. One-third of pregnant women reported alcohol use during 
pregnancy (32% HIV+; 27% HIV-) of whom 66% HIV+ and 57% HIV- women re-
ported >6 drinks on >1 occasion. Results from in-depth interviews demonstrated 
common themes including: lack of control over decisions in sex and condom use, 
high prevalence of substance use during pregnancy, beliefs around condom use dur-
ing pregnancy (e.g. sex is good for baby) and fear of discussing HIV testing/disclo-
sure with partner(s) (Table 1). 

Theme
Select results from in-

depth interviews (n=25)
Select ultivariate regression results

Heavy alcohol use 
during pregnancy

“When you are drunk, you 
don’t think that if I have 

sex with this person I can 
get HIV.”

Alcohol use during pregnancy was associated 
with increased odds of reporting =>1 

partner (aOR=3.06;95%CI=1.10-8.49) and 
serodiscordant FOC (aOR=2.39; 95% CI=1.29-

4.45) adjusted for age

Condomless sex 
during pregnancy/
postpartum period

“I once suggested we use a 
condom, he got angry and 
asked why I am saying we 
should use a condom….he 
asked if I have a disease.”

Condomless sex was associated with: 
pregnancy vs. postpartum period (aOR=3.24; 

95% CI=2.03-5.17) & serodiscordant vs. 
seroconcordant FOC (aOR=3.16; 95% CI=1.39-

7.19) adjusted for age

Lack of knowledge 
of partner’s 
serostatus

“When you go to test, they 
say they are also (HIV) 

negative because you tested 
negative”

HIV+ mothers (vs. HIV- mothers) had increased 
odds of not knowing their FOC’s serostatus 
(aOR=3.27, 95% CI=2.09, 5.14) adjusted for 

education and age

[Table 1]

Conclusions: We identified significant HIV transmission and acquisition risk dur-
ing pregnancy and postpartum periods including alcohol use, multiple partners, 
condomless sex, serodiscordance and lack of knowledge of partner’s serostatus. 
Primary and secondary prevention of sexual HIV transmission in pregnant and 
postpartum women is a neglected but important area for reducing horizontal and 
vertical HIV transmission. 

MOPEC0607
Maternal humoral immune correlates of mother to 
child transmission of HIV-1 in the setting of peripartum 
antiretrovirals
C. Mutucumarana1,2,3, J. Eudailey1, E. McGuire1, N. Vandergrift1, G. Tegha4,  
C. Chasela5, S. Ellington6, C. van der Horst7, A. Kourtis6, S. Permar1, G. Fouda1 
1Duke University, Duke Human Vaccine Institute, Durham, United States, 2Duke 
University School of Medicine, School of Medicine, Durham, United States, 3Doris 
Duke Charitable Foundation, New York, United States, 4University of North 
Carolina, UNC Project, Lilongwe, Malawi, 5University of Witwatersrand, Division of 
Epidemiology and Biostatistics, Parktown, South Africa, 6Centers for Disease Control 
and Prevention, Division of Reproductive Health, Atlanta, United States, 7University 
of North Carolina School of Medicine, Division of Infectious Diseases, Chapel Hill, 
United States 
Presenting author email: cpm24@duke.edu

Background: More than 150,000 annual pediatric HIV-1 infections occur due 
to mother to child transmission (MTCT) despite the availability of antiretrovirals 
(ARVs). In the pre-ARV era U.S. Women and Infants Transmission study (WITS), 
we previously reported that maternal HIV envelope-specific anti-V3 IgG, CD4 
binding site antibodies, and tier 1 virus neutralization predicted reduced HIV-1 
MTCT. As the majority of pediatric HIV infections occur in clade C HIV-infected 
populations with increased access to ARVs, we studied a Malawian HIV-infected 
pregnant women cohort from the Breastfeeding, Antiretrovirals, and Nutrition 
(BAN) study. We sought to determine if immune factors in the setting of ARVs 
predict reduced MTCT and help eliminate pediatric HIV-1.
Methods: Plasma from a subset of BAN clade C HIV-infected Malawian mothers 
(n=88, 45 transmitting and 43 non-transmitting) and their infants were studied. 
Women and infants received ARVs at delivery, and the majority of peripartum 
MTCT was during pregnancy (91%). Binding antibody multiplex assays, HIV-1 neu-
tralization assays, and soluble CD4 blocking ELISAs measured plasma IgG against 
multiclade HIV Env antigens, neutralizing capacity, and CD4 binding site antibod-
ies, respectively. 
A multivariable logistic regression model analyzed the association of maternal and 
infant immune responses with peripartum MTCT risk.
Results: No significant association was detected between maternal anti-clade C 
V3 IgG (OR 0.57, p=0.42) or tier 1 neutralization (OR 1.37, p=0.70) and MTCT. 
Surprisingly, plasma blocking of the CD4 binding site (OR 1.06, p=0.03) and ma-
ternal anti-clade C V1V2 IgG (OR 1.62, p=0.04) were associated with increased 
MTCT independent of maternal viral load. Maternal anti-V1V2 IgG transfer effi-
ciency to infants was not associated with transmission (OR 1.00, p=0.67).
Conclusions: This study revealed an association between high maternal CD4 bind-
ing site antibodies and anti-V1V2 IgG and transmission. Distinct humoral immune 
correlates of MTCT in the BAN and previous studies could be due to differences 
between transmission mode, virus clade, or maternal antiretroviral use. The asso-
ciation between specific maternal antibody responses and in utero transmission, 
distinct from potentially protective maternal IgG in the WITS cohort, underlines 
the importance of investigating additional cohorts with well-defined transmission 
modes to understand the role of maternal antibodies during HIV-1 MTCT. 

MOPEC0608
Reducing paediatric HIV transmission in Northern Namibia
P. Kalimugogo1, N. Hamunime2, A. Zegeye3, P. McQuide1, J. Mdala1, S. Ndhlovu4, 
T. Gwande4, R. Mulang4, T. Lazarus4, A. Kudumo4 
1IntraHealth International, Windhoek, Namibia, 2Ministry of Health and Social 
Services, Windhoek, Namibia, 3USAID, Windhoek, Namibia, 4USAID HIV Clinical 
Services Technical Assistance Project, Windhoek, Namibia 
Presenting author email: pkalimugogo@intrahealth.org

Background: USAID’s HIV Clinical Services Technical Assistance Project (UTAP), 
led by IntraHealth International, supports Namibia’s Ministry of Health and Social 
Services in HIV high-burden districts in Northern Namibia by increasing capacity 
to provide high-quality HIV prevention, care, and treatment services. With expand-
ed prevention of mother-to-child transmission (PMTCT) of HIV and accessibility of 
HIV testing for children, UTAP observed an increase in HIV-exposed children test-
ing HIV-positive. UTAP conducted a case study of HIV-positive children to identify 
missed opportunities to reduce HIV-positivity in HIV-exposed children.
Methods: The study analyzed cases of HIV-exposed and HIV-positive children from 
July-September 2016 in eight districts. Quantitative data were derived from pa-
tient care booklets and clinic reports. Qualitative analysis was obtained through 
interviews with parents/guardians.
Results: UTAP traced 63 (80%) of 79 infants and children testing HIV-positive. 
Children ranged from five months to eight years old, and were tested using age-
appropriate HIV testing algorithm. Further review revealed 22 of the 63 were later 
confirmed HIV-negative using the DNA/PCR test. The remaining 41 children were 



ABSTRACT BOOK • www.iAS2017.ORg 104

Monday
24 July
Poster

Exhibition

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July

105

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

104

confirmed HIV-positive; 33 (80%) were born to known HIV-positive women. Six 
were born to women who tested HIV-negative during the antenatal period but 
did not undergo HIV testing during the breastfeeding period. Recently expanded 
provider-initiated HIV testing and counseling (in clinics and hospitals) identified 
26 (63%) HIV-positive children. Fourteen children (34%) received inadequate 
Nevirapine prophylaxis.
Noteworthy characteristics of mothers included: HIV-positive and defaulted or 
refused to take HIV treatment; HIV-negative during antenatal period; did not at-
tend antenatal care; and/or had a home delivery. During this same period 6,839 
pregnant, labor and delivery women were tested in these same districts; 17.5% were 
known or new HIV-positive.
Conclusions: Delivering a full package of PMTCT services and strengthening ad-
herence and retention of pregnant and breastfeeding women who are on ART are 
needed. A concerning number of women seroconverted in breastfeeding period 
(15%) highlighting the importance of continued HIV prevention interventions for 
HIV-negative women during postnatal and breastfeeding periods. Universal treat-
ment for pregnant and breastfeeding women works best when adherence and re-
tention of known HIV-positive pregnant and breastfeeding women are improved 
and HIV-exposed children receive comprehensive, integrated HIV services. 

MOPEC0609
Pregnancy and neonatal outcomes following prenatal exposure 
to dolutegravir
C. Thorne1, G. Favarato1, H. Peters1, T. Soriano-Arandes2, M. Floridia3,  
A. Colbers4, T. Goetghebuer5, L. Ragone6, D. Burger4, A. Pozniak7, C. Giaquinto8, 
K. Aebi-Popp9, V. Vannappagari6, European Pregnancy and Paediatric Cohort 
Collaboration (EPPICC) 
1UCL Great Ormond Street Institute of Child Health, Faculty of Population Health 
Sciences, London, United Kingdom, 2Hospital Vall d’Hebron, Barcelona, Spain, 3Istituto 
Superiore di Sanita, Rome, Italy, 4Radboud University Nijmegen Medical Centre, 
Nijmegen, Netherlands, 5Hôpital Saint-Pierre, Brussels, Belgium, 6ViiV Healthcare, 
Research Triangle Park, United States, 7Chelsea and Westminster Hospital, London, 
United Kingdom, 8University of Padova, Padova, Italy, 9Bern University Hospital, Bern, 
Switzerland 
Presenting author email: claire.thorne@ucl.ac.uk

Background: Dolutegravir (DTG) is an integrase strand inhibitor approved for the 
treatment of HIV in adults and adolescents since 2013. There is minimal informa-
tion on use of DTG in pregnant women. Our aim was to assess maternal and fetal 
outcomes following DTG use during pregnancy in real-world European settings.
Methods: A retrospective analysis of individual patient data prospectively col-
lected in observational studies of pregnant women living with HIV and their infants 
within the European Pregnancy and Paediatric HIV Cohort Collaboration was con-
ducted. All women with any prenatal exposure to DTG and reported to studies by 
September 2016 were included.
Results: A total of 81 pregnancies in 81 women were identified. Median mater-
nal age at conception was 33.1 years (interquartile range [IQR], 26.7-37.1 years), 
and 44/81 (54.3%) born in sub-Saharan Africa. Most (62/74, 83.8%, 7 unknown 
acquisition) women had heterosexual acquisition of HIV, 9 women were vertically 
infected and 3 had injecting drug use acquisition. Most women had been diagnosed 
with HIV before conception (70/75, 6 unknown), 48 conceived whilst on any ART 
and 28 conceived on a DTG-based regimen. There were two twin pregnancies (all 
live births). Pregnancy outcomes were known for 64 pregnancies (1 moved to an-
other country before delivery, 16 continuing): 61 ended in live births (29 with 1st 
trimester DTG exposure), 1 in stillbirth (without 1st trimester DTG exposure), 1 in 
termination (with 1st trimester DTG exposure) and 1 in spontaneous abortion (with 
1st trimester DTG exposure). Birth outcomes for the 63 delivered liveborn infants 
(including 2 twin pairs) and 1 stillborn infant (62 pregnancies) are in the Table. The 
congenital abnormalities with 1st trimester DTG exposure were: patent foramen 
ovale; bilateral hexadactyly of hands (familial) and hypospadias (both in 1 child); in 
2nd trimester: ankyloglossia.

 1st trimester 
earliest DTG exposure

2nd / 3rd trimester 
earliest DTG exposure

First prenatal CD4 count 
(median, IQR)# 525 cells/mm3 (323-660) 338 cells/mm3 (218-591)

Preterm delivery (<37 weeks)* 2/27 (7.4%) 9/33 (27.3%)
Low birth weight (<2500g)* 8/25 (32.0%) 13/33 (39.4%)
Very low birth weight (<1500g)* 0/25 (0.0%) 0/33 (0.0%)
Congenital abnormality 
(livebirths) 2/29 (6.9%) (2 missing) 1/32 (3.1%) (0 missing)

# available for 58 of 62 
pregnancies

* calculated for the 60 singleton 
deliveries (59 livebirths, 

1 stillbirth) only
 

[Characteristics by trimester of DTG exposure]

Conclusions: Although this is the largest study to date, small numbers preclude firm 
conclusions regarding safety of DTG in pregnancy and further prospective monitor-
ing is required. 

MOPEC0610
Prevention of mother to child transmission of HIV: postpartum 
adherence to Option B+ until 18 months in Western Uganda
S. Theuring1, S. Decker1, E. Rempis1, A. Schnack1, V. Braun1, J. Rubaihayo2,  
P. Busingye3, N. Tumwesigye4, G. Harms1 
1Charité-Universitätsmedizin, Institute of Tropical Medicine and International Health, 
Berlin, Germany, 2Mountains of the Moon University, Public Health Department, Fort 
Portal, Uganda, 3Virika Hospital, Fort Portal, Uganda, 4Makerere University, School of 
Public Health, Kampala, Uganda 
Presenting author email: stefanie.theuring@charite.de

Background: Since 2012, the WHO has recommended Option B+ for the preven-
tion of mother-to-child transmission of HIV. This approach entails the initiation of 
lifelong antiretroviral therapy in all HIV-positive pregnant women, also implying 
protection during breastfeeding for 12 months or longer. Research on long-term 
adherence to Option B+ throughout breastfeeding is scarce to date. Therefore, we 
conducted a prospective observational cohort study in Uganda to assess adherence 
to Option B+ until 18 months postpartum.
Methods: We recruited 67 HIV-positive, Option B+ enrolled women six weeks after 
giving birth in Fort Portal, Western Uganda and scheduled them for study follow-up 
after six, twelve and 18 months. Two adherence measures, self-reported drug intake 
of the previous month and rate of drug refill visits, were combined to define adher-
ence, and were assessed together with feeding information and infants´ HIV status 
at all study visits. Risk factors for postpartum adherence were analyzed.
Results: At six months postpartum, 51% of the enrolled women were considered to 
be adherent, and 91% of the babies had been exclusively breastfed for 6 months. 
Until twelve and 18 months postpartum, adherence for the respective follow-up in-
terval decreased to 19% and 20.5% respectively. No woman was completely adher-
ent until 18 months. At the same time, 76.5% of the women breastfed for 12 months 
or beyond. Longer breastfeeding duration was not linked with higher adherence. 
Risk factors for postpartum adherence to Option B+ were older age of the mother 
(p< 0.01), higher travel costs (p=0.02), and higher number of previous deliveries 
(p=0.04). We found no case of vertical transmission in our cohort.
Conclusions: Our results imply that postpartum long-term adherence is a challenge 
in Option B+ implementation, while at the same time, prolonged breastfeeding un-
til 12 months or beyond is widely applied. This needs to be taken into serious ac-
count by healthcare providers, because poor postpartum adherence might eventu-
ally cause a setback in prevention of vertical transmission during the breastfeeding 
period. HIV-positive mothers require intense support for postpartum adherence to 
Option B+. Effectiveness in terms of low transmission despite suboptimal adher-
ence needs to be verified in further research. 

MOPEC0611
Serological and nutritional outcome of infants born to  
HIV-positive mothers undergoing option B + therapy in 
Guédiawaye
J.B.N. Diouf 
Centre Hospitalier Roi Baudouin Guédiawaye, Dakar, Senegal 
Presenting author email: jeanniokhor@yahoo.fr

Background: As part of its Plan to eliminate mother-to-child transmission of HIV, 
Senegal has adopted since 2012 WHO ś B + option, which consists of systematic 
triple therapy for HIV-positive pregnant women associated with breastfeeding and 
antiretroviral (ARV) prophylaxis for their infants. Our study aims to analyze the 
risks of mother-to-child transmission of HIV and the nutritional outcome of infants 
undergoing B + option.
Methods: We conducted a descriptive, retrospective study at the Roi Baudouin 
hospital in Guédiawaye from 1 September 2012 to 30 April 2015. All infants whose 
mothers were on triple therapy, undergoing protected breastfeeding, ARV prophy-
laxis and serological test at 14th months were included in the study.
Results: Out of the 126 infants undergoing PMTCT program, 42 or 33.33% of in-
fants following the B + guidelines were included in the study. The age of mothers 
ranged from 15 to 42 years, with an average age of 31 years. The majority of mothers 
(88.1%) carried type 1 virus and 11.9% carried type 2 virus; 20 couples (47.62%) 
were sero-concordant, 14 were serodifferent, while the serological status was un-
known or not investigated in 8 fathers (19.05%). A significant difference between 
fathers´ serological profile and the sharing status (p < 0.05) was found. The majority 
of infants (88.1%) were born at term via vaginal delivery (95.2%), with an aver-
age birth weight of 2880 grams. In relation to prophylaxis, the majority of infants 
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received prophylactic monotherapy, 27 (64.28%) received Nevirapine, 4 (9.52%) 
received Zidovudine, while 11 (26.19%) received triple combination of Zidovudine + 
Lamivudine + Nevirapine. The exclusive breastfeeding was effective in 80.9% of in-
fants and weaning began at 12 months in 80.9% of infants. In relation to nutritional 
status, at 6 months 12% and 7.1% of infants had moderate acute malnutrition and 
severe acute malnutrition respectively. At 12 months, 19.1% of infants had moder-
ate acute malnutrition. Retroviral serology was negative in all the 42 infants at 14 
months.
Conclusions: B + option is an effective strategy to reduce the MTCT rate. However, 
early malnutrition in children requires nutritional support for breastfeeding moth-
ers as well as a good psychosocial Support. 

MOPEC0612
Improvement in viral suppression among women up to one-year 
post-partum after implementation of universal ART in the 
SEARCH test-and-treat trial
L. Brown1, D. Kwarisiima2,3, F. Mwangwa2, J. Ayieko4, A. Owaraganise2,  
T. Ruel5, E. Bukusi4, E. Charlebois6, T. Liegler1, T. Clark1, M. Petersen7, D. Havlir1,  
C. R. Cohen8 
1University of California, Division of HIV, Infectious Diseases & Global Medicine, 
San Francisco, United States, 2Infectious Diseases Research Collaboration, Kampala, 
Uganda, 3Makerere University, Kampala, Uganda, 4Kenya Medical Research Institute, 
Kisumu, Kenya, 5University of California, Division of Pediatric Infectious Diseases, 
Department of Pediatrics, San Francisco, United States, 6University of California, 
Center for AIDS Prevention Studies, San Francisco, United States, 7University of 
California, School of Public Health, Biostatistics, Berkeley, United States, 8University 
of California, Department of Obstetrics, Gynecology & Reproductive Services, San 
Francisco, United States 
Presenting author email: fmwangwa@idrc-uganda.org

Background: The WHO’s “Option B+” strategy calls for lifelong ART for pregnant 
women; however, a substantial proportion of women on ART at delivery are lost 
from care during the post-partum period. Post-partum women may be more likely 
to remain in care and on ART when universal test-and-treat is implemented at a 
population level. We evaluated viral suppression among HIV-infected women who 
were up to one-year post-partum living in communities with universal ART as part 
of the SEARCH (NCT01864603) test-and-treat trial.
Methods: Women age 15-49 years who were residents of 16 SEARCH interven-
tion communities in Uganda & Kenya were tested for HIV at baseline and annually 
through engagement in hybrid mobile testing between 2013-2016, which reached 
93%, 94%, and 87% at baseline, one year (FUY1), and two years (FUY2). Among 
HIV-infected women who reported a live birth within the previous 12 months at 
testing, the proportion with viral suppression (HIV RNA< 500 copies/ml) was 
calculated at baseline, FUY1, and FUY2; a missing viral load (VL) was considered 
non-suppressed. Predictors of non-suppression at FUY1 and FUY2 were assessed 
using logistic regression. Multivariate models included age, region, marital status, 
education, number of previous pregnancies, and years since HIV diagnosis
Results: Among HIV-infected women who reported a live birth in the previous 12 
months 72% (443/609) at FUY1 and 76% (384/503) at FUY2 were virally sup-
pressed in comparison to 35% (335/944) at baseline prior to the SEARCH inter-
vention. Younger women (15-24 years) were more likely to have detectable VL at 
FUY1 than women ≥24 years (aOR 1.78; 95% CI 1.06-2.97). Women diagnosed 
with HIV within the previous year were more likely to have detectable VL at both 
FUY1 (aOR 2.45; 1.48-4.05) and FUY2 (aOR 1.89; 1.24-2.87) compared to HIV+ 
women with an earlier diagnosis. Among women with detectable VL, 94% had HIV 
RNA >1000 copies/mL.
Conclusions: Among post-partum women seen at annual hybrid mobile campaigns, 
the proportion virally suppressed doubled after two years of community-wide uni-
versal ART. Young women and those recently diagnosed are at highest risk for vire-
mia that may result in poorer maternal health outcomes and ongoing transmission 
in the post-partum period. 

MOPEC0613
Experiences and perceptions of community-based mentor 
mothers (cMM) supporting HIV-positive pregnant/postpartum 
women on lifelong antiretroviral therapy in Southwestern Kenya
A. Helova1, L.L. Abuogi2, M. Onono3, E.A. Bukusi3, I. Wanga3, G.O. Odhiambo3, 
E. Akama3, W.Z. Nalwa4, T.A. Odeny3,5, P. Musoke1, J.M. Turan1 
1University of Alabama at Birmingham School of Public Health, Health Care 
Organization and Policy, Birmingham, United States, 2University of Colorado Denver, 
Department of Pediatrics, Aurora, United States, 3Kenya Medical Research Institute, 
Centre for Microbiology Research, Nairobi, Kenya, 4Kenya Ministry of Health, Migori 
County Referral Hospital, Nairobi, Kenya, 5University of Washington, Department of 
Epidemiology, Seattle, United States 
Presenting author email: ahelova@uab.edu

Background: Community-based mentor mothers (cMM) are HIV-positive mothers 
providing peer support to HIV-positive pregnant/postpartum women in the com-
munity with the aim to enhance lifelong antiretroviral therapy (ART) adherence 
and retention in care.
Methods: To explore the perceptions of cMMs on their role in supporting HIV-
positive pregnant/postpartum women, we completed 24 in-depth interviews with 
cMMs from ten communities in Kenya between April-May 2016. Transcripts were 
coded with Dedoose software using a coding framework based on the literature, 
interview guides, and emerging themes from transcripts, and fine-coded using an 
inductive approach. Main themes were explored in longitudinal questionnaire data 
collected by cMMs during their home visits for 159 women and their infants at 
6-weeks postpartum.
Results: cMMs expressed high acceptability of their work in the community and 
health facilities, and emphasized their positive impact on HIV-positive women and 
their infants. They described provision of health education; making linkages to HIV 
care, prevention of mother-to-child transmission (PMTCT) and maternal and child 
health (MCH) services. The cMMs reported serving as role models and confidantes, 
supporting acceptance of HIV status, providing encouragement about the potential 
of having an HIV-negative child; assisting with partner disclosure/communication, 
and providing tangible support (development of birth plans, picking up medica-
tions). Additionally, cMMs described personal benefit through self-empowerment 
and increased income. Reported challenges included possible inadvertent disclo-
sure of clients’ HIV status, transportation, and cultural barriers/myths. Positive 
impact of home visits described by cMMs was reflected in questionnaire data. At 
6-weeks postpartum, 96% of women visited at home self-reported 100% adher-
ence to ART as well as increase in disclosure to male partner to 96% from 84%; all 
infants were on preventive HIV regimen and 99% were properly adhering, 94% of 
infants had been tested for HIV, 89% were delivered at the hospital, and 99% were 
exclusively breastfed and immunized.
Conclusions: Kenya, similar to other countries, is in a need of innovative approach-
es to overcome challenges associated with the scale-up of lifelong ART services. 
This study suggests that a cMM strategy may play an important role in enhanc-
ing PMTCT as well as MCH in Kenya and may have positive effects on the cMMs 
themselves. 

MOPEC0614
Preliminary results of prevention of mother to child 
transmission of hepatitis B virus through treatment of mothers 
and vaccination of newborns at Ouagadougou, Burkina Faso
A.N. Guingane1, N. Meda2, R. Sombié3, I. Guiraud4, A. Bougouma3 
1Centre Hospitalier Universitaire Yalgado Ouédraogo, Médecine, Ouagadougou, 
Burkina Faso, 2Centre Muraz, Bobo-Dioulasso, Burkina Faso, 3Centre Hospitalier 
Universitaire Yalgado Ouédraogo, Ouagadougou, Burkina Faso, 4Research Institute of 
Health Sciences, Ouagadougou, Burkina Faso 
Presenting author email: aliceguingane@yahoo.fr

Background: Vaccination practices alone are not enough to control the HBV epi-
demic. Treatment of women in the third trimester of pregnancy with tenofovir, if 
the maternal DNA level of hepatitis B virus is >106 IU / ml, has also been con-
firmed as an effective strategy but very little evaluated in sub- Saharan Africa. The 
objective of this study was to assess the effectiveness of these two strategies in 
Ouagadougou.
Methods: The data collection took place from 01/09/2014 to 01/09/2015 during a 
prospective study with regular monitoring of pregnant women and their newborns. 
Pregnant women were infected with hepatitis B with or without HIV / HCV co-
infection and were followed for their infection at Yalgado Ouedraogo University 
Hospital. Women at high risk of transmission (DNA >106 IU / ml) were all on treat-
ment and vaccination in the first 24 hours of life was offered to all newborns. The 
effectiveness of the strategy was evaluated at 7 months of life by the assays of Ag 
HBs and Ac anti HBs in all newborns.



ABSTRACT BOOK • www.iAS2017.ORg 106

Monday
24 July
Poster

Exhibition

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July

107

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

106

Results: A total of 266 pregnant HBs positive HBs were followed. Co-infections 
HBV / HIV and HBV / HCV were found in six patients (2.26%) and two patients 
(0.75%), respectively. During our study 190 babies were born alive including one 
twin pregnancy. There were 5 (2.63%) deaths born or miscarriages. The perinatal 
mortality rate was 1.58% or 3 cases. Ten women had a viral load greater than 106 IU 
/ ml, and all were put on treatment in the third trimester of pregnancy. Among the 
190 children, 96 or 50.52% had their serological status at 7 months and 92 of them, 
95.84% were HBs Ag-negative compared with 4 positive (4.16%). The mothers of 
these infected infants had in 3 cases a viral load greater than 106 IU / ml and 2 of 
them were Ag HBe positive. In all infants the anti-HBs antibody assay was positive 
and protective.
Conclusions: In the prevention of mother-to-child transmission of hepatitis B virus, 
the combination of these two strategies gives us a success rate of 95.84% even in 
the absence of immunoglobulins. 

MOPEC0615
Barriers and facilitators for men obtaining HIV voluntary 
counseling and testing during prenatal care in Brazil
N. Yeganeh1, M. Simon2, D. Mindry3, K. Nielsen-Saines1, M.C. Chavez2,  
B. Santos2, M. Melo2, P. Gorbach4 
1David Geffen School of Medicine at UCLA, Pediatrics, Los Angeles, United States, 
2Hospital Conceicao, Infectologia, Porto Alegre, Brazil, 3UCLA Center for Culture 
and Health, Department of Psychiatry and Behavioral Sciences, Los Angeles, United 
States, 4Fielding School of Public Health at UCLA, Epidemiology, Los Angeles, United 
States 
Presenting author email: nyeganeh@mednet.ucla.edu

Background: Providing HIV voluntary counseling and testing (VCT) to men who 
attend their partner ś prenatal care is an intervention with potential to reduce HIV 
transmission to women and infants during the vulnerable period of pregnancy. Little 
is known about the acceptability of this intervention in global settings outside of 
Africa.
Methods: We conducted in-depth qualitative interviews to evaluate potential barri-
ers and facilitators to male prenatal care attendance for HIV VCT with 20 men who 
did and 15 men who did not attend prenatal care with their partners in Porto Alegre, 
Brazil. Men were recruited at the labor and delivery unit via a scripted invitation 
while visiting their newborn infant. Interviews lasted from 35-55 minutes and were 
conducted by a trained local resident. All interviews were transcribed verbatim, 
translated, and then analyzed using thematic coding in Atlas.ti.
Results: If offered HIV testing during prenatal care, all men in both groups stated 
they would accept this intervention. Yet, individual, relationship and systemic fac-
tors were identified that affect these Brazilian men ś decision to attend prenatal 
care, informing our final conceptual model. The men interviewed had a general un-
derstanding of the value of prevention of mother to child HIV transmission. They 
also described open and communicative relationships with their significant others 
and displayed a high level of enthusiasm towards optimizing the health of their ex-
panding family. The major barriers to attending prenatal care included perceived 
stigma against HIV infected individuals, men’s lack of involvement in planning the 
pregnancy as well as inconvenient scheduling of prenatal care, due to conflicting 
work schedules.
Conclusions: Brazilian men displayed high levels of HIV-related knowledge as well 
as open communication about HIV testing; especially when compared to findings 
from African studies. Future efforts should reorient prenatal care towards providing 
care to the entire family with a clear focus on protecting the infant from prevent-
able diseases. 

MOPEC0616
Late diagnosis of HIV and shorter duration of antiretroviral 
drug exposure in HIV-infected mothers in PMTCT program, 
Mandalay, Myanmar
K.W.Y. Kyaw1, N.T.T. Kyaw2, T.K. Aung3, J. Moe3, K.H. Phyo3, A.A. Mon3,  
T. Htun4, H.N. Oo5, A.M. Kumar6 
1Internaionl Union Against Tuberculosis and Lung Disease (The Union), Department of 
Operational Research, Mandalay, Myanmar, 2Internaionl Union Against Tuberculosis 
and Lung Disease, Department of Operational Research, Mandalay, Myanmar, 
3International Union Against Tuberculosis and Lung Disease (The Union), HIV Unit, 
Mandalay, Myanmar, 4International Union Against Tuberculosis and Lung Disease 
(The Union), Meal Unit, Mandalay, Myanmar, 5Ministry of Health and Sports, 
National AIDS Program (NAP), Nay Pyi Taw, Myanmar, 6International Union Against 
Tuberculosis and Lung Disease (The Union), Center of Operational Research, Paris, 
France 
Presenting author email: thurainhtun@theunionmyanmar.org

Background: Longer duration of antiretroviral treatment (ART) before delivery is 
critical to reduce viraemia during pregnancy, delivery and postpartum breastfeed-
ing and reduce the chances of mother to child transmission (MTCT). We aimed 
to determine the duration of ART/ antiretroviral drugs (ARV) received by HIV-
positive pregnant mother and factors associated with unfavourable outcomes (non-
initiation or late ART; duration of ART/ARV ≤12 week) in prevention of MTCT 
(PMTCT) program in Mandalay, Myanmar.
Methods: This is a retrospective cohort study on routinely collected data.
Results: Of 671 ART naïve HIV-positive mothers newly enrolled in PMTCT pro-
gram between March 2011 and November 2016, 570 (85%) have delivered as of 
November 2016. Only 80% of them (461/570) got ART/ARV before delivery in 
which 60% has ≤12 week duration of ART before delivery. The median (Interquartile 
range, IQR) duration of ART/ARV before delivery was 9 week (4-15). The median 
(IQR) time to initiate ART/ARV since diagnosis and since enrolment to PMTCT 
program were 3 week (1-6) and 1 week (0-3). Figure shows positive correlation (r 
0.72, P< 0.001) between earlier diagnosis of HIV before delivery and longer dura-
tion of ART before delivery.

[Figure. Plot of weeks of ART/ARV before delivery]

HIV-infected mothers lived outside Mandalay and unknown spouse HIV status 
were significantly associated with late ART (duration of ART/ARV ≤12 week) and 
no ART/ARV before or after delivery.

Characteristics Total
Unfavourable 

ART/ARV 
status n (%)

Unadjusted 
Rate Ratio 
(95% CI)

p 
value

Adjusted 
Rate Ratio 
(95% CI)

p 
value

Total 570 384(67)     
Age 
group ≤20 32 22(69) 1    

 20-30 311 201(65) 0.94(0.73-1.2) 0.627   
 >30 227 161(71) 1.03(0.8-1.32) 0.806   

Patients 
resident

Outside 
Mandalay 134 102(76) 1.18

(1.05-1.32) 0.007 1.18
(1.05-1.33 0.005

 In Mandalay 436 282(65) 1  1  
Spouse 
HIV 
status

Unknown 
Spouse HIV 
status

259 194(75) 1.23
(1.09-1.37) <0.001 1.23

(1.1-1.38) <0.001

 
Known 
Spouse HIV 
status

311 190(61) 1  1  

[Characteristics and factors associated with Unfavo]
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Conclusions: There is an urgent need to increase early uptake of antenatal care 
and early diagnosis of HIV in pregnant mothers to maximize the duration of ART 
before delivery to prevent mother to child transmission of HIV by addressing the 
challenges. 

MOPEC0617
Retesting in pregnancy at Zambian Defense Force (ZDF) health 
facilities: an important strategy for preventing new infections 
and achieving the 90-90-90 UNAIDS targets
C.J. Mwale1, L. Aladesanmi2, J. Banda2, E. Banda3, E. Lifuka4, L. Oseni5,  
K. Grabbe5, K. Asiedu2, N. Kasonka2 
1Jhpiego, Affliate of Johns Hopkins University, Lusaka, Zambia, 2Jhpiego, Lusaka, 
Zambia, 3Zambia Defense Force, Lusaka, Zambia, 4United States Department of 
Defense, Lusaka, Zambia, 5Jhpiego, Baltimore, United States 
Presenting author email: joyce.mwale@jhpiego.org

Background: In Zambia, provider-initiated HIV testing is conducted routinely for 
pregnant women during their first antenatal care (ANC) visit, as part of prevention 
of mother-to-child HIV transmission (PMTCT). Per Zambia national guidelines, 
HIV-positive women immediately initiate antiretroviral treatment (ART; Option 
B+), and HIV-negative women irrespective of risk profile, retest every 3 months, at 
delivery or postpartum, due to the high risk of infection during pregnancy.
Methods: We assessed the degree of adherence to national HIV testing guidelines 
at 14 ZDF ANC clinics supported by Jhpiego through DOD PEPFAR funding. 
Retesting coverage for 6,808 pregnant women from October, 2015 to September, 
2016 was reviewed and health care providers were interviewed to determine retest-
ing barriers.
Results: 6,808 pregnant women attended ANC during the review period; 6,684 
(98%) tested for HIV at first ANC visit (known positives were not tested). 6,404 
(96%) tested HIV-negative and 280 (4%) tested HIV-positive. 1,380 (22% of 
negatives) retested, leaving a high proportion (78%) failing to retest. 348 (25%) 
seroconverted and were initiated on ART. Barriers to retesting included women not 
attending all four ANC visits (4th Visit Rate: 60%); providers experiencing heavy 
workloads and failing to check for retest eligibility; and stock outs of test kits. The 
reasons for the high seroconversion among retested women could however not be 
determined from routine data. 

[Resting Cascade 2]

Conclusions: Retesting HIV-negative pregnant women is an important strategy 
for identifying women who have seroconverted during pregnancy, who can benefit 
from ART, PMTCT, oral PREP for partner, and early infant diagnosis. The high rate 
of seroconversion among the re-testers (though only 22% of initial negatives) sug-
gests a need to not just improve retesting for pregnant women but to also offer 
testing to male partners at subsequent ANC visits, thus preventing transmission 
during pregnancy and contributing to achieving the UNAIDS 90-90-90 targets. 

MOPEC0618
Reasons for lost to follow-up and levels of HIV sero-status 
disclosure among traced patients receiving routine care in urban 
Uganda
A. Kiragga, P. Nyakato, M. Ssuuna, E. Katunguka, B. Castelnuovo, J. Kigozi 
Infectious Diseases Institute, Makerere University, Kampala, Uganda 
Presenting author email: akiragga@idi.co.ug

Background: Retention in HIV care remains critical in achievement of the UNAIDS 
90-90-90 goals for the HIV continuum of care. Understanding the reasons for 
dropping out of care is crucial and HIV sero-status disclosure may be associated to 
low retention levels. We sought establish the reasons of LTFU and level of disclosure 
among patients who dropped out of HIV care.
Methods: Data was from 6 Kampala City Council HIV public clinics in Uganda. We 
included last seen >90 days, and traced between September 2012 and April 2016. 
Information collected at tracing included reasons for LTFU and HIV sero-status 
disclosure. Clinical data was obtained from the electronic medical records.
Results: From a total of 33850 patients registered in care, 4161 were LTFU, and 
2766 were successively traced. Among traced patients, 2104(76.1%) were female, 
984(35.6%) enrolled into HIV care through Option B-Plus, 1176(42.5%) through 
Out Patient department (OPD) and 606(21.9%) from other mechanisms. 
Reasons for LTFU included structural 75.7%, psychosocial 29.5% and facility-relat-
ed 11.2%. At the time of tracing, 197/662(29.8%) of the males had disclosed their 
HIV status compared to 542/2104(25.7%) women, (P=0.043). 
Women on Option B-Plus had lower disclosure rates compared to OPD (24.6%ver-
sus 29.7%, P=0.018). HIV disclosure was low (11.1%) among women aged 15-19 
years on B-Plus (see Figure). 
B-Plus women spent least time in care 1.6 months (IQR:0.0, 8.9) compared to 
3.3 months (IQR:0.5 - 16.9) from OPD, P<0.001. Disclosure was low among the 
early dropouts; with 18.7% disclosure among patients who stayed in care <6 months, 
34.6% for those in care 6-12 months, and 39.8% >12 months in care.

[Disclosure among HIV positive women by age group]

Conclusions: We observed very low levels of HIV sero-status disclosure especially 
among young women on Option B-Plus. Strategies for disclosure during HIV care 
among young women on Option B-Plus are important in the global fight against 
HIV/AIDS. 

MOPEC0619
“The co-authors of pregnancy”: leveraging men’s sense of 
responsibility and other factors to tailor male involvement 
interventions in antenatal and pregnancy-related services  
in Kinshasa
M.M. Gill1, J. Ditekemena2, V. Ilunga2, F. Fwamba3 
1The Elizabeth Glaser Pediatric AIDS Foundation, Washington, United States, 2The 
Elizabeth Glaser Pediatric AIDS Foundation, Kinshasa, Congo, Democratic Republic 
of the, 3Programme National de Lutte contre le SIDA DRC, Kinshasa, Congo, 
Democratic Republic of the 
Presenting author email: mgill@pedaids.org

Background: Despite efforts to improve male involvement (MI) in EGPAF-
supported facilities in Kinshasa, few male partners attend antenatal care (ANC), 
PMTCT, and delivery services. MI has been shown to increase acceptability of and 
adherence to PMTCT interventions and is an entry point for partner HIV testing. 
The study aimed to describe barriers and facilitators to partners’ attendance and 
identify MI interventions considered effective within a Congolese context.
Methods: This exploratory study involved two women-only and two men-only focus 
group discussions (FGD) conducted with 8-10 participants, in high-ANC volume 
facility catchment areas in Kinshasa. Pregnant women and men of reproductive 
age were recruited from ANC clinics and surrounding communities. Key informant 
interviews were conducted with purposively selected participants from health facil-
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ity leadership and central government HIV and reproductive health departments. 
FGD and interviews took place in June 2016. Topics included factors influencing MI 
in ANC/PMTCT, experiences with male HIV testing and couples’ ANC attendance 
and perspectives and recommendations on current or proposed MI interventions. 
Qualitative thematic analysis of barriers, facilitators and interventions was con-
ducted using in MAXqda (V10).
Results: Thirty-five FGD participants and three key informants participated. The 
table lists the most promising interventions participants identified (invitation let-
ters, service quality improvement, peer-to-peer outreach) linked to frequently 
reported MI facilitators and barriers. Only men identified responsibility, referring 
to themselves as “authors of the pregnancy,” and wanting to be tested for HIV as 
facilitators. Receipt of clinic staff advice was the most commonly-reported facilita-
tor. No time off work was the most commonly-reported barrier. 

Most Promising Intervention 
Identified by Participants

Facilitating MI factors 
addressed by intervention

Barriers to MI addressed 
by intervention

Improvements to the male partner 
invitation letter, with content 
referring to men’s responsibility 
as father, love for his family and a 
need to understand progression 
of pregnancy and expectations 
for delivery. HIV testing should 
not be specifically mentioned but 
addressed once at the clinic.

• Sense of male responsibility 
• Desire to receive counseling/
information from clinic staff 
• Assess partner’s pregnancy 
or delivery 
• Love of wife and child 
• Authority conveyed by doctors

• Consider pregnancy to be 
the woman’s domain 
• Men’s fear of HIV testing 
• Men’s ill-preparedness at 
time of delivery

Improvement to quality of ANC/
delivery services for men and 
couples, such as the addition of 
male-specific services and more 
inclusion of men during ANC/
delivery, expanded clinic hours, 
separate spaces for couples and 
health workers who are sensitive to 
couples’ needs.

• Desire to receive counseling/
information from clinic staff 
• Assess partner’s pregnancy 
or delivery 
• To be tested for HIV

• Time/work commitment 
• Unwelcoming facility 
environment for male 
partners 
• Consider pregnancy to be 
woman’s domain 
• Men’s ill-preparedness at 
time of delivery

“Expert” Peer to Peer Community 
Outreach, in which peers would 
serve as a conduit to the clinic 
and refer men for counseling and 
services, discuss importance of 
attending ANC and what to expect 
during delivery. This would provide 
men with opportunities to discuss 
pregnancy and other issues without 
women present.

• Sense of male responsibility 
• Desire to receive counseling/
information from clinic staff 
• Assess partner’s pregnancy 
or delivery

• Time/work commitment 
• Unwelcoming facility 
environment for male 
partners 
• Consider pregnancy to be 
the woman’s domain 
• Men’s ill-preparedness at 
time of delivery

[MI Interventions, Facilitators and Barriers]

Conclusions: This study moved beyond an identification of MI barriers and facili-
tators by eliciting feedback from program recipients and planners on existing and 
proposed MI interventions. Men expressed responsibility for their partners’ preg-
nancies and their unborn children. They indicated that greater information and a 
clinic setting more conductive to couple’s needs would result in improvement in 
male attendance at pregnancy-related services. 

MOPEC0620
Factors influencing HIV-testing practice in Zambia:  
a systematic review
S. Qiao1, Y. Zhang2, X. Li1 
1University of South Carolina, Health Promotion Education and Behavior, Columbia, 
United States, 2University of South Carolina, Columbia, United States 
Presenting author email: shanqiao@mailbox.sc.edu

Background: HIV-testing is a critical entry-point of HIV treatment cascade es-
pecially for countries with high HIV prevalence including Zambia. There is no re-
cent literature review to address its latest HIV-testing practices shaped by evolving 
government strategies and application of new testing approaches. This study aims 
to systematically review multi-level factors that influence HIV-testing in Zambia.
Methods: Literature was searched among six electronic datasets using the algo-
rithm “(HIV OR “human immunodeficiency virus”) AND Zambia* in [Title]”. After 
screening, 35 empirical studies published in English in peer-reviewed journals prior 
to November 2016 with a focus on HIV-testing in Zambia were included. Two re-
searchers independently extracted key information using structured summary 
table. The disagreements were discussed and resolved in coding process.
Results: Multi-level factors that influenced HIV-testing practices including so-
cio-demographic characteristics, family structure and relationship, sociocultural 
context, health facility, and government policies. Generally, adults with higher 
perceived risk and higher education attainment were more likely to accept and 
take HIV-testing. The impacts of age and marital status were fixed and dependent 
on the sub-population. Family relationship was a significant factor influencing 

decision-making regarding HIV-testing for women and adolescents. Fear of part-
ner reaction and lack of family support hindered women’s uptake of HIV-testing 
service. Discussion with family was positively associated with HIV-testing among 
adolescents. Gender inequality, HIV-related stigma, and traditional health beliefs 
remained as barriers. The lay belief that knowing HIV-positive status led to rapid 
physical deterioration of death resulted in delayed HIV diagnosis. Trust of coun-
sellor, confidentiality issues, quality of post-testing counselling and care, distance 
to clinics, supply of testing kits, training and supervision of lay healthcare workers 
shaped the acceptance and practice of HIV-testing. Integration of HIV-testing with 
immunization service for infants and home-based testing service suggested promis-
ing outcomes.
Conclusions: HIV-testing intervention needs individualized strategies for diverse 
populations. The success of task-shift strategy depends on appropriate training 
and supervision of lay healthcare workers and capacity building of health facili-
ties. Novel HIV-testing approaches may promote uptake of HIV-testing but need 
to address challenges in sociocultural changes (family structure, gender equality, 
health beliefs) since modernization and introduction of new medicine technology 
in Zambia. 

MOPEC0621
Rate and causes of mortality in the first 12 months of life  
among HIV-exposed infants in rural Nigeria: results of an 
adapted verbal autopsy
C. Isah1, M. Bathnna1, G. Nwanne1, S. Erekaha1, N.A. Sam-Agudu1,2 
1Institute of Human Virology Nigeria, International Research Center of Excellence, 
Abuja, Nigeria, 2Institute of Human Virology, University of Maryland School of 
Medicine, Epidemiology and Prevention, Baltimore, United States 
Presenting author email: cisah@ihvnigeria.org

Background: At 71.2/1,000, Nigeria has one of the highest infant mortality rates 
(IMR) globally. Leading causes of infant mortality in sub-Saharan Africa are pre-
term birth, pneumonia, birth asphyxia, diarrhea, malaria and HIV/AIDS. Little is 
known about HEI mortality in Nigeria, especially in rural areas. We present data 
on HEI mortality from a prospective PMTCT study in rural North-Central Nigeria.
Methods: Perinatal and fetal/infant mortality data was collected from mothers, 
relatives and healthcare workers using a 21-item mini verbal autopsy (VA) form. VA 
was conducted within 2-4 weeks of loss; in English or local language by trained mul-
tilingual research staff. Data on miscarriages at < 20 weeks gestational age (GA)), 
stillbirths (>20 weeks GA), neonatal (1-28 days) and postneonatal (>28 days-12 
months) deaths were abstracted. IMR was calculated as number of infant deaths per 
1,000 live births. VA data were systematically organized into attributable cause-of-
death categories based solely on data available.
Results: Data from 445 women revealed 408 (89.7%) livebirths and 455 products 
of conception. By 12 months post-delivery, there were 75/455 (16.5%) fetal and 
infant losses, of which 37/75 (49.3% ) were live-born infants. Approximately 50% 
of fetuses/infants deceased were delivered at a health facility; 43% at home, and 7% 
elsewhere. IMR for the 408 live births was 90.7/1,000. Table 1 presents detailed 
results. 

Timing/Cause of Death n %
Miscarriage:9.3% of losses (N=7) Not otherwise specified 6 85.7

 Known (anencephaly) 1 14.3
Stillbirth: 41.3% of losses (N=31) Not otherwise specified 28 90.3

 Known (maternal infection, labor 
complications) 3 9.7

Neonatal: 25.3% of losses (N=19) Not otherwise specified 5 26.3
 Birth asphyxia 5 26.3

 Other known causes (hyperbilirubinemia, 
SIDS, infection) 9 47.4

Post-neonatal: 24.0% of losses 
(N=18) Not otherwise specified 7 38.9

 Known (diarrhea, febrile illness, infection, 
electrolyte imbalance, poisoning) 11 61.1

[Causes of Fetal/Infant Losses among HEI (N=75)]

Conclusions: IMR among rural HEI in our study was higher than national, how-
ever our small sample size warrants cautious interpretation. Nevertheless, crude 
mortality among study HEI appears high, despite targeted Maternal-Child Health 
programming for this population. Most in utero deaths could not be assigned an at-
tributable cause. Birth asphyxia was the single most common attributable cause of 
neonatal death. Neonatal death accounted for more than 50% of infant deaths. To 
improve HEI infant survival in rural areas, general obstetric, perinatal and neonatal 
care and relevant documentation has to be improved. 
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MOPEC0622
Empowering rural women to prevent mother to child 
transmission (PMTCT) of HIV through WORTH
C. Isiugo1, K. Oyeniyi2, S. Ojemuyide1 
1Pact Nigeria, Programs/Monitoring and Evaluation, Yenagoa, Nigeria, 2Pact Nigeria, 
Programs, Yenagoa, Nigeria 
Presenting author email: koyeniyi@pactworld.org

Background: The uptake of PMTCT and ANC services have been affected by bar-
riers such as poor health seeking behavior, poverty and other factors at community 
level in Bayelsa, Nigeria (WHO, 2007) Researches have shown that women and 
children are the most vulnerable groups in sub Saharan Africa. For example, women 
and girls are less likely to receive formal education, have generally low income and 
at higher risk of HIV infection and death than men. Evidence has also shown that 
women made significant contributions to the overall wellbeing of their families. This 
paper reviews the role Women Empowerment Program (WORTH) plays in provid-
ing access to ANC/ PMTCT services for women in Southern Ijaw, Bayelsa, Nigeria.
Methods: The WORTH model is tied to the community based PMTCT project de-
signed to increase PMTCT uptake, prevent new pediatric HIV infections and mo-
bilize community and government support for prioritizing and sustaining PMTCT 
in Bayelsa. This intervention focuses on promoting health care seeking behaviors 
among women of reproductive age (15 - 49 years). WORTH aims to serve people 
whose fragile economic position prevents them from meeting their basic needs. 3 
WORTH literacy volunteers,15 management committees and 85 WORTH mem-
bers have been trained and participates the group savings and loans.
Results: Preliminary findings have shown that WORTH groups despite the pre-
vailing harsh economic situation, have started weekly mandatory savings and have 
contributed for more than 10 weeks. These self-contributions assist group members 
with loans for small scale businesses with little interest as low as 5% per month. 
Women acquired shared understanding on improved income generation and de-
veloped a savings culture to pay for ANC/PMTCT services. Available records show 
increase in uptake of PMTCT/ ANC services by 5 pregnant women resulting from 
referrals in one of the communities - Anyama, Ijaw. Integrating WORTH into com-
munity based prevention of mother to child transmission (PMTCT) has a strong 
potential of improving uptake of PMTCT/ANC services among women of repro-
ductive age.
Conclusions: Onsite mentoring support is required to ensure women channel and 
utilize a certain percentage of their savings to access PMTCT/ ANC services. Health 
facility records will be strengthened to showcase evidence based intervention. 

MOPEC0623
Mother to child HIV transmission in adolescents and young 
women: findings from an 18-month prospective observational 
cohort of a nationally representative sample of mother-infant 
pairs, Zimbabwe, 2013-2014
A.B. Burrage1, A. Mushavi2, R.W. Shiraishi1, B.A. Barr3, G. Shambira4,  
J. Nyakura4, S. Balachandra3, P.H. Kilmarx1,3, T.-H. Dinh1 
1US Centers for Disease Control and Prevention, Center for Global Health, Division 
of Global HIV & TB, Atlanta, United States, 2Ministry of Health & Child Care of 
Zimbabwe, AIDS & TB Department, Harare, Zimbabwe, 3US Centers for Disease 
Control and Prevention, Center for Global Health, Division of Global HIV & TB, 
Harare, Zimbabwe, 4University of Zimbabwe, Division of Community Health, Harare, 
Zimbabwe 
Presenting author email: wcx2@cdc.gov

Background: Mother-to-child transmission (MTCT) of HIV accounts for 90% of 
pediatric HIV cases. Mother-to-child transmission is observed to be higher in ado-
lescents than older mothers; however, understanding of the reasons is limited. We 
assessed 18-month cumulative MTCT risk and prevention service coverage among 
HIV-positive adolescents aged ≤19 years and young women aged 20-24 years.
Methods: We analyzed data from a prospective cohort that used multistage sam-
pling to recruit a nationally-representative sample of 6051 mothers and their 4-12 
week-old infants from 151 immunization clinics in Zimbabwe from February to 
August 2013. HIV-exposed infants were followed until HIV diagnosis, death, or 
age 18 months. Infant HIV infection was defined by positive HIV DNA polymerase 
chain reaction test. We analyzed data collected from maternal interviews, child-
health cards, and infant HIV test results. Findings were weighted and adjusted for 
complex survey design and non-response. Data were analyzed with STATA version 
14.1.
Results: Among mothers, 16.3% were adolescents and 29.8% were young women. 
HIV prevalence was 7.5% (95% confidence interval [CI]: 6.1%-9.3%) and 14.8% 
(95% CI: 12.8-16.9), respectively. In both age groups, 95% of mothers had ≥1 an-
tenatal care (ANC) visit, 97% had ≥1 HIV test, and 99% knew their HIV status. 
No difference in gestational age at first ANC visit was found. A higher proportion 

of HIV-positive adolescents, compared to HIV-positive young women, reported 
no ARV use during pregnancy (20.6%, 95% CI: 12.6-31.7 vs. 13.5%, 95% CI: 9.9-
18.1). Infant ARV prophylaxis did not differ between adolescents and young women 
(95%). The cumulative 18-month MTCT was 12.1% for adolescents and 7.5% for 
young women; however, these values were not significantly different (p=0.22). At 
age 4-8 weeks, the first of six timepoints measured, MTCT was 8.4% for adoles-
cents and 3.2% for young women (p=0.056).
Conclusions: Uptake of maternal ARVs in pregnancy is lower in adolescents than 
young women. Although 18-month MTCT is not significantly higher among ado-
lescents compared to young women, our findings suggest a trend towards higher 
early MTCT among adolescents. Targeted approaches to increase ARV use among 
pregnant adolescents could further reduce MTCT in this vulnerable age group. 

MOPEC0624
Importance of antenatal care attendance and mother’s 
awareness of status on early childhood HIV testing in a cohort  
of female sex workers living with HIV in Cameroon
A. Rao1, S. Schwartz1, S. Billong2, G. Fouda3, F. Ndonko3, I. Njindam1, D. Levitt4, 
A. Bissek5,6, O. Njoya5, S. Baral1 
1Johns Hopkins Bloomberg School of Public Health, Epidemiology, Baltimore, United 
States, 2University of Yaounde, Yaounde, Cameroon, 3CARE Cameroun, Yaounde, 
Cameroon, 4CARE USA, New York, United States, 5University of Yaounde, Faculty of 
Medicine and Biomedical Sciences, Yaounde, Cameroon, 6Ministry of Public Health, 
Division of Operational Research in Health, Yaounde, Cameroon 
Presenting author email: arao24@jhu.edu

Background: Female sex workers (FSW), many of whom are mothers, are dispro-
portionately affected by HIV and have limited access to treatment. Testing for 
HIV-exposed infants is crucial in monitoring for and reducing vertical transmission. 
This study explores associations between antenatal care attendance(ANC) and 
early childhood HIV testing among FSW in Cameroon.
Methods: This is a secondary analysis of a cross-sectional study of 2272 FSW in 
Cameroon between Dec/2015-Dec/2016. Women were included in these analyses 
if they were living with HIV and had ≥1 child. Characteristics of FSW by ANC at-
tendance were compared using Fisher’s exact tests. Ordered logistic regression was 
used to model proportional odds ratios for number of a woman’s children who had 
been tested for HIV before age 5, categorized as none, some, or all tested.
Results: A total of 481 FSW living with HIV who had ≥1 child were included with a 
median age of 35(IQR 30-41). 18% of FSW did not report any form of contracep-
tion, with those attending ANC being more likely to use long-acting reversible con-
traceptives than those not attending(p=0.005). Nearly 70% reported none of their 
children had been tested for HIV before age 5(326/481), and 17(3.5%) reported 
one or more of their children had been diagnosed with HIV. ANC (OR 3.49[1.66, 
7.38]), knowledge of HIV status (OR 3.94[2.62, 6.16]), and higher education (OR 
3.94[2.62, 6.16]) were all independently associated with increased odds of women 
having a greater number of children tested before age 5.

 Proportional Odds Ratio 
[95% CI]

Adjusted Proportional Odds 
Ratio [95% CI]

Antenatal care attendance 
Did not attend
Attended during last pregnancy

ref
4.00 [1.93, 8.23]***

ref
3.49 [1.66, 7.38] ** 

Age 
18-24
25-34
35+

ref
1.03 [0.70, 1.53]
0.89 [0.61, 1.31]

ref
0.63 [0.30, 1.35]
0.66 [0.31, 1.41]

Education 
Primary or less
Some secondary
Secondary or more

ref
0.81 [0.55, 1.18]
2.92 [1.38, 6.19]**

ref
0.82 [0.53, 1.26]
2.50 [1.03, 6.05]*

Pregnancy Intentions 
No future intentions
Has future intentions

ref
1.37 [0.93, 2.01]

ref
1.49 [0.94, 2.37]

Knowledge of HIV status 
No knowledge
Has knowledge of HIV status

ref
3.73 [2.45, 5.68]***

ref
3.94 [2.62, 6.16]***

Proportional odds ratios were estimated using ordered logistic regression. aEighteen women were 
excluded from analysis due to missing data on proportion of children tested before age 5 (n=4) or 
not applicable pregnancy intentions (n=13).*Statistically significant at p <0.05; **p <0.01; ***p<0.001. 
Bolded results represent results that are statistically significant at least at the p<0.05 level.

[Proportion. odds ratios of children tested for HIV]

Conclusions: While exact timing of mother’s diagnosis was unknown, vertical trans-
mission of HIV was high and testing among children low. ANC and promotion of 
mother’s health were associated with better testing outcomes. For women at high 
risk of HIV and for whom engagement in the health care system low, finding unique 
strategies to promote and ensure ANC is essential. 
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MOPEC0625
Early mother to child HIV transmission risk amongst young 
women: findings from three national surveys, South Africa, 
2010, 2011-12 and 2012-13
T. Ramraj1, D. Jackson2,3, T.-H. Dinh4, S. Olorunju5, C. Lombard5,6, G. Sherman7,8, 
A. Puren7,9, V. Ramokolo1, N. Noveve1, Y. Singh1, V. Magasana1, W. Chirinda1,  
N. Ngandu1, S. Bhardwaj10, M. Cheyip11, M. Mogashoa11, Y. Pillay12, A.E. Goga1,13, 
for SAPMTCTE Team 
1South African Medical Research Council, Health Systems Research Unit, Cape Town, 
South Africa, 2University of the Western Cape, School of Public Health, Cape Town, 
South Africa, 3UNICEF, New York, United States, 4US Centers for Disease Control 
and Prevention, Center for Global Health, Division of Global HIV and Tuberculosis, 
Atlanta, United States, 5South African Medical Research Council, Biostatistics Unit, 
Cape Town, South Africa, 6University of Cape Town, School of Public Health and 
Family Medicine, Cape Town, South Africa, 7National Institute of Communicable 
Diseases, Centre for HIV and STI, Johannesburg, South Africa, 8University of 
Witwatersrand, Department of Paediatrics and Child Health, Faculty of Health 
Sciences, Johannesburg, South Africa, 9University of the Witwatersrand Medical 
School, Division of Virology and Communicable Diseases, School of Pathology, 
Johannesburg, South Africa, 10UNICEF, Pretoria, South Africa, 11US Centers for 
Disease Control and Prevention, Center for Global Health, Division of Global HIV and 
Tuberculosis, Pretoria, South Africa, 12National Department of Health, Pretoria, South 
Africa, 13University of Pretoria, Department of Paediatrics, Pretoria, South Africa 
Presenting author email: trisha.ramraj@mrc.ac.za

Background: Adolescents and young women (15-24 years) contribute to 20% of 
all new HIV infections globally and seroconvert 5-7 years earlier than their male 
peers, making them a high-risk population for mother-to-child transmission of HIV 
(MTCT). In the context of global goals to eliminate MTCT the differential risks of 
MTCT amongst adolescents, young women and adults was quantified using nation-
ally representative data from South Africa, where HIV prevalence amongst women 
15-24 years is 11.4%. We previously reported MTCT amongst adolescents versus 
other women, without disaggregating other women into young (≤24 years) versus 
older.
Methods: A secondary analysis was performed using data collected from three 
facility-based, nationally representative cross-sectional surveys conducted in 
2010, 2011-12 and 2012-13 in South Africa. Mothers with infants aged 4-8 weeks 
receiving their six week immunization, were enrolled and interviewed to collect 
data on maternal socio-demographics, antenatal and postnatal care and uptake of 
prevention of MTCT services. Infant dried blood spots were collected and tested 
for HIV exposure and infection. Weighted analysis, accounting for sample ascer-
tainment, South African livebirths, and survey design was conducted to determine 
early MTCT risk amongst adolescents (≤19 years), young women (20-24 years) and 
adults (≥25 years).
Results: Data from 4814 adolescents, 9190 young women and 16525 adults were 
analysed. Early MTCT percentage (95% confidence interval, with a p-value for 
comparison with adults), among adolescents, young mothers and adults, respec-
tively, was 7.2% (4.1-12.1,p=0.040), 3.6% (2.4-5.5,p=0.538) and 3.1% (CI:2.4-
3.9) in 2010; 5.8% (3.3-10.1,p=0.031), 3.5% (2.3-5.3,p=0.079) and 2.1% (1.5-2.9) 
in 2011-12; 6.8% (3.4-13.4,p=0.034), 4.4% (2.8-6.7,p=0.008) and 1.7% (1.1-2.5) 
in 2012-13. Pooled analysis using data from all three surveys revealed significant as-
sociations between early MTCT and age ≥25 years (adjusted odds ratio, AOR: 0.04 
(0.01-0.21,p< 0.0001) and gestational age at first ANC booking: every one week 
delay in gestational age at first ANC booking increased early MTCT by 9% (AOR 
1.09 (1.01-1.18,p=0.025).
Conclusions: In a high HIV prevalence setting like South Africa, mother’s ≤24 years 
have higher early MTCT compared with mother’s ≥25 years, and the MTCT differ-
ence between adult and adolescent/young mothers seemed to increase with time. 
Targeting women ≤24 years is critical to achieve elimination of MTCT. 

MOPEC0626
Prevention of mother to child transmission of HIV in Tanzania: 
the case of pregnant adolescents in Morogoro region
H. Lila1,2 
1Hope Centre for Children, Girls and Women in Tanzania, Dar Es Salaam, Tanzania, 
United Republic of, 2Tanzanian Training Centre for International Health, Morogoro, 
Tanzania, United Republic of 
Presenting author email: 2658808@myuwc.ac.za

Background: In Tanzania youth aged 15 - 24 years account for 60 percent of new 
HIV infections. Adolescents age 15-19 have higher birth rate of 116 per 1000. HIV 
prevalence for women who attended antenatal care is 6.9%. The burden of HIV 
extends deeply to children having children. HIV contributes to a high portion of 
maternal deaths in Tanzania. Transmission rates of HIV from mother to infant is 
8.6%. In Morogoro 38.5% of adolescents age 15-19 have begun child bearing and 

the prevalence of HIV infections is 3.8%. The objective of this study is to show the 
need of PMTCT amongst pregnant adolescent in rural, Morogoro.
Methods: Mixed research approach. Qualitative research approach used in order to 
get in-depth interview from the 5 health centre selected. The study reached 50 ad-
olescents mothers. In quantitative research approach, the study used 2016 Tanzania 
Demographic and Health Survey and 2016 Tanzania National Road Map Plan II.
Results: Some participants didn’t know about the PMTCT services and only got 
tested for HIV during the first clinic visit. Over half of the participants said they 
came late for the clinic because of the traditional and norms that limits early clinic 
attendance, no friendly services and lack of knowledge to prevention services. The 
TDHS shows 38.5% adolescents age 15-19 have begun childbearing; 9.9% of 15-19 
adolescents are pregnant with their first child and that teenagers with no education 
and those in the lowest income tend to start childbearing earlier than others and this 
increase risk of HIV. TNRMPII suggests that male involvement in PMTCT is very 
low and comprehensive knowledge of HIV prevention is still low among adolescents.
Conclusions: This study revealed important unmet prevention needs for female 
adolescents in Morogoro. Adolescent requires access to services to prevent HIV. 
Adolescents need to be educated; awareness of the importance of educating girls 
should be priority and provided in the communities. Safe corners and mobile ser-
vices is urgently needed. Engagement of boys and men in sexual health and rights 
initiatives is key for prevention. 

MOPEC0627
Assessing the implementation status of programmes for the 
prevention of mother to child transmission of HIV in three 
sub-Saharan african countries between 2013 and 2016: findings 
from sequential heath facility surveys
J. Renju1, J. Ambrie2, P. Mee2, J. Todd1, E. Geubbels3, M. Urassa4, M. Crampin5, 
N. Chimbindi6, X. Gomez-Olive7, B. Zaba1, M.A. Nyamhagatta8, A. Wringe1 
1London School of Hygiene and Tropical Medicine, Population Health, London, United 
Kingdom, 2London School of Hygiene and Tropical Medicine, London, United Kingdom, 
3Ifakara Health Institute, Dar es Salaam, Tanzania, United Republic of, 4National 
Institute for Medical Research, Mwanza, Tanzania, United Republic of, 5MEIRU, 
Lilongwe, Malawi, 6AHRI, Durban, South Africa, 7Witwatersrand, Johannesburg, 
South Africa, 8Ministry of Health, Community Development, Elderly and Children, 
Department of Preventive Services, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: mukomen@yahoo.com

Background: In 2012, the World Health Organisation recommended the immedi-
ate initiation of anti-retroviral therapy (ART) for all HIV-positive pregnant women 
(Option B+). Countries adopted different roll-out approaches: Malawi, an early 
adopter, implemented it across the whole country in 2011; Tanzania, a mid-term 
adopter, chose a staggered scale-up beginning in 2013 at the tertiary level then 
decentralising to peripheral facilities. South Africa, a late adopter, also used a stag-
gered approach starting in 2015, but implemented one province fully at a time. We 
aimed to assess the implementation status of these prevention of mother-to-child 
transmission (PMTCT) programmes.
Methods: Two rounds of health facility surveys took place in 43 health facilities 
situated within health and demographic surveillance sites in Karonga, Malawi (n=6), 
Ifakara and Kisesa, Tanzania (n=14) and Hlabisa and Agincourt, South Africa (n=23). 
A standardised questionnaire was used in 2013/2014 (round 1) and 2015/2016 
(round 2). Descriptive statistics were used to compare key indicators of PMTCT 
implementation across the rounds.
Results: Overall, 43 (96%) of facilities offered PMTCT in round 1; by round 2, 100% 
offered Option B+. The proportion of facilities offering free PMTCT, reporting no 
ART stock-outs and offering same-day ART initiation increased or remained at 
100% across the rounds and in all sites (Figure 1). 

[Figure 1: Changes to selected PMTCT indicators]
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However, in Tanzania and South Africa, some facilities imposed charges for PMTCT 
services and stock-outs still occurred. In Tanzania, same-day ART initiation at ante-
natal clinics was not fully implemented. 
Conclusions: Regardless of the strategy chosen for Option B+ implementation, 
all countries demonstrated improvements in service delivery illustrated by 100% 
achievement of key PMTCT indicators in many settings. However sub-optimal 
implementation, particularly in charging for “free” services or in ensuring ART sup-
plies jeopardizes access and availability. As countries strive for universal access, care 
needs to be taken to consolidate these impressive gains. 

MOPEC0628
Efficacy of option B-plus in a cohort of mothers with high 
retention in averting paediatric transmission: low rates of 
transmission but high proportion of unreported outcomes
B. Castelnuovo, F. Mubiru, I. Kalule, S. Nakalema, H. Mackline, A. Kiragga 
Infectious Diseases Institute, Research, Kampala, Uganda 
Presenting author email: bcastelnuovo@idi.co.ug

Background: Since 2012, the WHO recommend start of lifelong ART constituted 
by TDF+FTC/3TC+EFV for all HIV-positive pregnant and breast feeding women 
(Option B-plus). There is limited information on the infants’ sero-status due to poor 
documentation and high rates of lost to program, up to 68% in sub-Saharan Africa. 
In this analysis we describe proportion of early and late transmission in a cohort of 
mothers with high (92%) retention.
Methods: At the Infectious Diseases Institute, Kampala, Uganda, women found to 
be pregnant are referred to the HIV-Sexual Reproductive Health integrated clinic 
to receive both HIV and antenatal care. We included women enrolled from January 
2012 to August 2014 with a follow-up extended to August 2016, and retained up to 
the end of the pregnancy. We extracted data on baseline demographics and clinical 
information. Infants HIV-DNA PCR tests at week 6, month 6 and 18 were traced 
in the clinic files.
Results: Seven hundred women were included, median age 34 years (IQR: 26-35), 
36.3% in WHO stage 3 /4, median CD4 count was 447(IQR:301-651)cells/µL; 
76% joined during the 1st or 2nd trimester, the parity was >2 for 36.3%, and 73.3% 
were already on ART for a median time of 28(IQR:10-57) months; 48% of the 
infants were female, median weight was 3.2 Kg (IQR:2.5-3.5). 
Table 1 shows the sero-status of the babies; 22 (3.1%) infants died, all with unknown 
sero-status; 3 tested positive at week 6, and 1 additional at month 12 and 18. Two 
of the mothers of the 4 HIV-positive infants were ART-naïve at the time of the 
pregnancy. 

Time of HIV test Total number N(%)Positive N(%) Negative N(%) Unknown
6 weeks 700 3 (0.4) 562 (80.3) 135 (19.2)
12 Months 675 4 (0.6) 469 (69.5%) 202 (29.9)
18 Months 655 4 (0.6) 437 (66.7) 216 (32.7)

[Serostatus of babies at week6, month 12, month18]

Conclusions: We report very low documented HIV transmission comparable with 
those reported in clinical trials settings (PROMISE study, 13 sites in sub-Saharan 
Africa: 0.6% at month 12); however demonstrating the efficacy of Option B-plus in 
terms of averted transmission in routine settings is challenging since high propor-
tion of infants don’t have a documented HIV tests due to lack of traceable docu-
mentation, or mothers attending clinic visits without their babies. 

MOPEC0629
Increasing contraceptive uptake by people living with HIV 
through integration of family planning and HIV service delivery: 
the center for integrated health programs’ experience in Benue 
and Kaduna states, Nigeria
A.C. Ajibola1, I. Jolaoso2, O. Akagwu2, C. Imarhiagbe3, A. Inedu2,  
P. Christopher-Izere2, V. Odutuga4, E. Izato5, P. Jwanle6, U.B. Igbaji7, O. Ezebuka8,  
F. Alo8, F. Oronsaye8, B. Oyeledun9 
1Center for Integrated Health Programs, Clinical Services Unit, Abuja, Nigeria, 2Centre 
for Integrated Health Programs (CIHP), Clinical Services Unit, Abuja, Nigeria, 
3Centre for Integrated Health Programs (CIHP), Strategic Information Unit, Abuja, 
Nigeria, 4Centre for Integrated Health Programs (CIHP), Clinical Services Unit, 
Kaduna, Nigeria, 5Centre for Integrated Health Programs (CIHP), Clinical Services 
Unit, Makurdi, Nigeria, 6Centre for Integrated Health Programs (CIHP), State 
Coordination, Makurdi, Nigeria, 7Centre for Integrated Health Programs (CIHP), 
State Coordination, Kaduna, Nigeria, 8Center for Integrated Health Programs, 
Strategic Information Unit, Abuja, Nigeria, 9Centre for Integrated Health Programs 
(CIHP), Chief Executive Officer, Abuja, Nigeria 
Presenting author email: aajibola@cihpng.org

Background: The use of family planning services is reportedly low among HIV 
positive women in Nigeria. Traditionally, HIV and Family planning services function 
as parallel programs even in the same hospital, resulting in missed opportunities 
for family planning services uptake by People Living with HIV (PLHIV). In order 
to increase use of family planning services among PLHIV, Centre for Integrated 
Health Programs, Nigeria with funding from Centre for Disease Control (CDC) 
implemented Family Planning/HIV (FP/HIV) integration program in Benue and 
Kaduna States, Nigeria. The aim of this study was to assess the utilization of family 
planning methods amongst People Living with HIV (PLHIV) in Kaduna and Benue 
States, Nigeria.
Methods: Using a pre-defined criteria, a structured questionnaire was used to 
assess 187 health facilities where100 health facilities were selected. 349 trained 
HIV counsellors were trained on FP methods focusing on short term methods 
(pills,injectables) Long Acting Reversible Contraceptives (LARC) and integration 
of services. 200 PLHIVs were selected using purposive sampling to create demand 
for family planning. In the HIV clinics, spaces for family planning service were cre-
ated and equipped with instruments and FP commodities. FP services were inte-
grated into HIV Testing Services (HTS), the ART clinic and Prevention of Mother 
to Child Transmission of HIV (PMTCT) services. Tools to capture data for FP 
methods were developed and distributed to the health facilities. Data was collected 
between April and September, 2016. The collected data was collated and compared 
with the baseline data.
Results: Compared to 172 PLHIV accessing FP methods at baseline, a total of 
17,009 (9,888%) PLHIV were reached with various FP methods in the HIV clinics 
within a space of 6months of data collection. Out of which 11677(68.7%) women 
accepted short term methods while 5332 (31.3%) women accepted long term 
methods.
Conclusions: This finding revealed integration of Family planning into HIV services 
greatly improves access and uptake of Family Planning services among PLHIV. 

MOPEC0630
An economic evaluation of the integrated approach for triple 
elimination of mother to child transmission of HIV, hepatitis B 
and syphilis
L. Zhang1, Y. Tao1, J.V. Woodring2, M. Nagai2, L. Ferradini3, Y.-R. Lo4, N. Ishikawa4

1Monash University, School of Public Health, Melbourne, Australia, 2World Health 
Organization, Regional Office for the Western Pacific, Reproductive, Maternal, 
Newborn, Child and Adolescent Health, Division of NCD and Health through Life-
Course, Manila, Philippines, 3WHO Cambodia, Phnom Penh, Cambodia, 4World Health 
Organization, Regional Office for the Western Pacific, HIV, Hepatitis and Sexually 
Transmitted Infections Unit, Division of Communicable Diseases, Manila, Philippines
Presenting author email: ferradinil@who.int

Background: The prevention and ultimate elimination of mother-to-child transmis-
sion (EMTCT) of HIV, hepatitis B and syphilis share a common platform of maternal 
and child health services and related interventions. An integrated framework for 
triple elimination of mother-to-child transmission of HIV, hepatitis B and syphilis 
in Asia and the Pacific is under development aiming at proposing an integrated and 
coordinated approach to achieve elimination in an efficient and sustainable manner. 
The study aims to develop an economic evaluation tool to assess the cost-effective-
ness of the integrated approach.
Methods: Based on existing frameworks for the EMTCT for each individual infec-
tion, we constructed an integrated framework that combines infection prevention 
procedures with routine antenatal care (ANC). The integrated approach provides 
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the same services to pregnant women and exposed children. We then evaluated 
the potential reduction in the investment of the integrated approach as a result of 
resource pooling and improvements in service coverage and coordination, based on 
a decision tree analysis. We further conducted an economic evaluation to assess the 
cost required to avert one infection in exposed infants. The tool was constructed 
using Microsoft Excel and ratified on simulated epidemiological data that resemble 
epidemics in Asia-Pacific countries.
Results: The tool provided detail estimates on the number of pregnant women and 
children on each stage of continuum of care. Based on this, it demonstrated that 
coverage of ANC and provision of screening are crucial to the reduction of mother-
to-child transmission of these infections. The integrated approach substantially 
reduces 30-55% personnel costs and maximizes the screening coverage by allow-
ing pregnant women to be screened for all three infections in a single antenatal 
visit. The integrated approach was shown to be cost-saving in most simulated cases. 
Sensitivity analyses on the model parameters indicated the evaluation tool was ro-
bust and findings were reliable.
Conclusions: We developed a feasible and reliable economic evaluation tool and 
demonstrated the integrated approach using maternal, perinatal and postnatal care 
as a platform for triple elimination of HIV, hepatitis B and syphilis is highly cost-
effective. 

MOPEC0631
Prevention of mother to child transmission of HIV in an urban 
area of the USA: are we doing too much?
N. Ellenberger1, C. Griffith1, K. Ferrer1, N. Hussein1, A. Matulich2, N. Chamma2, 
N. Rakhmanina1,2,3 
1Children’s National Medical Center, Washington, United States, 2George Washington 
University, Washington, United States, 3Elizabeth Glaser Pediatric AIDS Foundation, 
Washington, United States 
Presenting author email: nellenbe@childrensnational.org

Background: Special Immunology Services (SIS) at Children’s National Medical 
Center serves the majority (>95%) of perinatally HIV-exposed infants (HEIs) in 
the high HIV prevalence (2%) metropolitan Washington, DC area, USA. The study 
aimed to analyze the current approaches to and outcomes of prevention of mother-
to-child transmission (MTCT) in the DC area.
Methods: This was a retrospective cohort analysis of SIS HEIs referred for HIV 
testing, care and treatment. We collected maternal demographics, antiretroviral 
treatment (ART) during pregnancy and delivery, HIV viral load (VL) pre-delivery 
and delivery type; infant data included post-partum ART prophylaxis and final HIV 
status. Descriptive statistics were used for analysis.
Results: Data were abstracted from 262 records of 328 HEIs referred to SIS during 
2013-2015. Mean maternal age was 30 years (range 15-48) and 94% (n=245) were 
Black. The majority (96%; n=252) received ART during pregnancy. The most fre-
quently used backbone was fixed dose combination (FDC) of zidovudine+lamivudine 
(35%; n=89) and emricitabine+tenofovir (41%; n=103), with lopinvair/ritonavir 
(37%; n=92), and atazanavir/ritonavir (34%; n=86). A small proportion of moth-
ers took novel ART including rilpivirine (10%; n=24), dolutegravir (0.4%; n=1) and 
raltegravir (4%; n=9). A majority (75%; n= 196) of mothers received intravenous 
zidovudine during labor and 98% (n=258) of infants received zidovudine prophylaxis 
postpartum. Only 15% (n=40) of mothers were considered high-risk based on high 
(>1000 copies/mL) or unknown pre-delivery VL; 13 HEIs (5%) received triple and 
13 HEIs (5%) dual ART prophylaxis. More than half of all deliveries (58%; n=152) 
were conducted via C-section; 111 (73%) of which occurred in low-risk mothers with 
mean VL < 20 copies/mL (range 0-767). One infant (0.38%) was confirmed HIV-
infected and initiated on ART.
Conclusions: Low MTCT risk was observed among the majority of HEIs; however, 
a majority of mothers (75%) received intravenous zidovudine and more than half 
(58%) had a C-section. Evaluation of indications for the C-section is ongoing to 
identify whether it was based on MTCT risk assessment. Despite national USA 
guidelines recommending intravenous zidovudine in labor for high-risk deliveries 
only, we observed frequent use of intrapartum zidovudine prophylaxis within our 
cohort of HEIs in urban settings in the USA. 

MOPEC0632
Retention of mother/baby pairs along the PMTCT cascade: 
a systematic review and meta-analysis of current evidence of 
options B and B+ strategies
L.N. Ahoua, S. Arikawa, R. Becquet, F. Dabis 
ISPED, INSERM U1219, Bordeaux, France 
Presenting author email: laurence_ahoua@yahoo.fr

Background: Since 2010, a growing number of sub-Saharan African (SSA) coun-
tries have revised their national PMTCT guidelines to include either Option B or 
Option B+ to phase out Option A. A comprehensive PMTCT program must guar-
antee follow-up, care and antiretroviral treatment (ART) / prophylaxis for HIV+ 
mothers and their exposed infants until 18 months post-partum. 
This study aims to systematically review published literature to estimate retention 
and lost-to-follow up (LTFU) rates of mother/infant pairs from maternal ART initia-
tion to Early Infant Diagnosis (EID) and to explore reasons of poor retention under 
B/B+ strategies.
Methods: We searched electronic databases for relevant quantitative and quali-
tative studies, published between January 2010 and December 2016, reporting 
retention and/or LTFU of mother/infant pairs as a primary outcome. To increase 
sensitivity, we reviewed gray literature databases and reports. The review was per-
formed according to the Preferred Reporting Items for Systematic Review and 
Meta-Analysis (PRISMA) guidelines. Quality of evidence was assessed using the 
GRADE strategy. Heterogeneity was appreciated by the I2 statistic.
Results: Of the 96 records identified, 25 articles were included (analysis in prog-
ress), the majority being from sub-Saharan Africa. For HIV+ pregnant and breast-
feeding women, pooled retention estimates were 81% [95%CI: 73-87; I2=88%] at 6 
months and 70% [95%CI: 62-77; I2=98%;] at 12 months on ART. Pooled estimates 
of LTFU were 20% [95%CI: 16-25; I2=85%] at 6 months and 17% [95%CI: 3-35; 
I2=98%] at 12 months on ART. Pooled proportion of HIV-exposed infants tested 
for HIV by PCR at 6-8 week post-partum was 66% [95%CI: 57%-75%; I2=86%]. 
Frequent reported reasons for poor retention were initiation of ART on the same 
day as HIV diagnosis, facility resource constraints (e.g. long waiting hours, staff and 
drug shortages) and high-volume health facilities.
Conclusions: Retention of mother/infant pairs under Option B/B+ is affected at 
each step of the PMTCT care cascade, especially after birth. PMTCT national and 
sub-national programs should be aware of the potential negative impact of low re-
tention rates on the effectiveness of option B/B+ in reducing HIV transmission. 
Enhanced patient-oriented pre-ART counseling, referral to smaller sites for ART 
initiation should be considered to maximize follow-up of the mother/infant pairs. 

MOPEC0633
Induced abortion, migration and HIV: an analysis of migrants 
from sub-Saharan Africa living in Île-de-France, France
F.B. Pilecco1, A. Ravalihasy2, A. Guillaume2, A. Desgrées du Loû2,  
the Parcours Study Group 
1Universidade Federal de Minas Gerais, Department of Preventive and Social Medicine, 
Belo Horizonte, Brazil, 2Centre Population et Développement (UMR 196 - Université 
Paris Descartes/IRD), Paris, France 
Presenting author email: a.ravalihasy@ceped.org

Background: Migration can strongly affect fertility due to adaptation to new so-
cioeconomic and cultural context. The aim of this study was to examine abortion 
practice in regard to migration in women living with HIV/Aids (WLHA) and women 
not living with HIV/Aids (WNLHA).
Methods: Data analyzed came from the ANRS Parcours study, a retrospective life 
event survey conducted in health facilities with two groups of migrant women born 
in sub-Saharan Africa and living in Île-de-France: WLHA (HIV group) and women 
attending primary care centers (reference group). Association between migration 
and induced abortion was evaluated through Generalized Estimating Equation in 
unadjusted and adjusted models. Adjustment considered variables linked to women 
(age, level of education and practice of religion at the survey) and to the pregnancy 
(before/after migration, age at pregnancy, contraceptive use at the beginning of 
pregnancy, intendedness, type of relationship and history of previous abortions). 
A clustered chi square was used to evaluate association between intendedness of 
pregnancy and migration.
Results: A total of 1,822 pregnancies at HIV and 1,377 at reference groups were 
analyzed. In the HIV group, 22.8% of pregnancies occurred before and 16.1% oc-
curred after migration were ended by induced abortion, same situation for 15.6% 
and 11.0% of pregnancies in the reference group. These proportions differed for 
HIV and reference groups, both, before (p=0.010) and after (p=0.012) migration. 
In both groups, probability that a pregnancy was ended by abortion decreased after 
migration in unadjusted analysis (HIV group: OR 0.66, CI95% 0.51-0.85; refer-
ence group: OR 0.59, CI95% 0.42-0.84). 
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However, after the inclusion of intendedness of pregnancy, this association was un-
done (HIV group: OR 0.82, CI95% 0.56-1.19; reference group: OR 1.52, CI95% 
0.91-2.54). For both groups, there is a statistically significant decrease of un-
planned and unwanted pregnancies after migration.
Conclusions: Although the determinants of abortion are virtually the same for 
WLHA and WNLHA, its practice is more frequent among the firsts, and it is espe-
cially motivated by their greater social and programmatic vulnerability. After mi-
gration in France, abortion practice decreases among African sub-Saharan women, 
due to a decrease of unplanned and undesired pregnancies, either in WLHA or 
WNLHA. 

MOPEC0634
Maternal health and ART use at 4-26 weeks postpartum  
in Option B+ in Malawi
M. Landes1,2, M. van Lettow2, E. Schouten3, H. Phiri3, J.J. van Oosterhout2,  
A. Jahn4,5 
1University of Toronto, Department of Family and Community Medicine, Toronto, 
Canada, 2Dignitas International, Malawi, Malawi, 3Management Sciences for Health, 
Malawi, Malawi, 4Ministry of Health, Department of HIV/AIDS, Malawi, Malawi, 
5I-TECH, University of Washington, Seattle, United States 
Presenting author email: mclandes@gmail.com

Background: The PMTCT Option B+ rationale proposed that lifelong ART reduces 
mortality and morbidity in pregnant/breastfeeding HIV-infected women. We re-
port factors associated with maternal health of a cohort of HIV-infected women 
at 4-26wks postpartum at enrollment in the National Evaluation of the Malawi 
PMTCT Programme (NEMAPP).
Methods: In a cross-sectional study, structured interviews collected socio-de-
mographics, ART use, and self-reported health status and function (ie.Karnofsky 
scale). We measured BMI, CD4 and HIV1 RNA for intensified clinical monitoring 
in a nested cohort.
Results: Of 1307 Option B+ women, most were 6-12wks postpartum (n=879;67.3%) 
and on ART (n=1151;88.1%). 
For self-reported health status at ART initiation, 171 (13.1%) women had minor ill-
ness and 51 (3.9%) major illness; most reported improved health status at study 
enrollment (155/171 (90.6%) and 47/52 (90.4%), respectively). 
Of the 580 in the nested cohort, the following functional health status was mea-
sured at enrollment: 545 (94.0%) normal, 21 (3.6%) minor illness not affect-
ing normal activities and 4 (0.7%) major illness requiring daily assistance. In the 
3 months before enrollment, women reported the following conditions: malaria 
(n=53;9.1%), pneumonia (n=32;5.5%), diarrhea (n=40;6.9%), TB (n=11;1.9%) and 
hospitalizations (n=7;1.2%). Twenty-six(4.5%) women had BMI< 18.5, 326 (56.2%) 
had a CD4>500 and 417 (71.9%) had viral loads< 50 copies.
More women on ART reported normal functional health than women who stopped 
ART (95.6% vs 87.5%, p< 0.001), and more women with CD4 >500 reported nor-
mal functional health than those with CD4 < 500 (97.2% vs 92.8%, p=0.02). No 
associations were seen between ART status or CD4 count and recent malaria, TB, 
pneumonia, diarrhea or hospitalization. 
In multivariable analysis, poor functional health was associated with CD4< 500 
(aOR2.6,p=0.03) when controlled for ART status and duration of known HIV-
status.
Conclusions: Overall, women had low mortality and morbidity at 4-26 weeks post-
partum consistent with increased ART uptake in asymptomatic women via Option 
B+. ART use was high amongst this cohort and ART was associated with improved 
self-reported health status, affirming the rationale for implementing Option B+ in 
Malawi. Further research should explore maternal health and ART use over time to 
inform long-term benefits of Option B+. 

MOPEC0635
Retention and viral suppression of newly diagnosed  
and known HIV-positive pregnant women on Option B+  
in Kenya
L. Abuogi1, E. Akama2, A. Nimz3, C. Blat4, C. Cohen4, P. Oyaro2 
1University of Colorado, Denver, Pediatrics, Aurora, United States, 2Kenya Medical 
Research Institute, FACES, Research Care and Training Program, Kisumu, Kenya, 
3University of Colorado, Denver, School of Medicine, Aurora, United States, 
4University of California, Obstetrics, Gynecology and Reproductive Sciences, San 
Francisco, United States 

Background: Kenya introduced continuous antiretroviral treatment (ART) for all 
pregnant women living with HIV (Option B+) in 2014. We describe the uptake of vi-
ral load (VL) testing and outcomes, comparing newly diagnosed HIV positive (NP) 
and known positive (KP) pregnant women in western Kenya.

Methods: This is a retrospective cohort study among 164 HIV-positive pregnant 
women presenting for antenatal care (ANC) at five clinics September to November 
2014 and followed through February 2016. Virologic testing was conducted per 
Kenyan National Guidelines for pregnant women six months after (ART) initiation 
or six months from last VL if already on ART. KPs (n=92, defined as women with 
HIV diagnosis prior to current pregnancy) were compared to NPs (n=72) regarding 
virologic suppression and retention in care.
Results: At first ANC visit, NP were younger (24.2 years (SD 4.6) vs. 28.2 years 
(SD 5.6), p<0.001) compared to KP (Table 1). The majority of NP (96%) were initi-
ated on Option B+ while over half of KP (58%) started ART for clinical/immuno-
logical criteria (p<0.0001). KPs were more likely than NPs to have a VL performed 
following guidelines (64% vs. 33%; p< 0.001). Among those tested, virologic sup-
pression was high in both groups (92% KP vs. 100% NP; p=0.31). More KPs (83%) 
vs. NPs (66%) remained active in care at end of the follow up (p=0.02). Uptake of 
infant testing was higher among KP (87%) vs. NP (69%) (p<0.01). Two (2%) infants 
were HIV infected at six weeks, both from newly diagnosed mothers (p=0.15).
Conclusions: Women newly diagnosed with HIV during pregnancy show poorer 
uptake of VL and worse retention in care than those diagnosed prior to pregnancy. 
Elimination of mother-to-child transmission targets will require a greater focus on 
women newly diagnosed with HIV in pregnancy.

[Table 1. Characteristics and outcomes of known and newly diagnosed HIV positive 
pregnant women and the infants]

MOPEC0636
Food insecurity and intimate partner violence among  
HIV-infected pregnant women in Western Kenya
M.A. Onono1, S.M. Collins2, G.O. Boateng2, P.N. Wekesa1, S.L. Young2 
1Kenya Medical Research Institute, Nairobi, Kenya, 2Northwestern University, 
Department of Anthropology, Chicago, United States  

Background: Potential interactions between pregnancy, food insecurity (FI), inti-
mate partner violence (IPV) and HIV have not been well characterized. The aim of 
this study was to explore associations between FI and IPV among a mixed cohort of 
HIV infected and uninfected women in pregnancy. We hypothesized that FI would 
be associated with IPV, probable depression, adverse birth outcomes among all 
women and decreased adherence among HIV-infected women.
Methods: Pregnant Kenyan women (n=368) of mixed HIV status were enrolled into 
the Pith Moromo observational cohort study and were surveyed on demography, 
FI, physical and psychosocial health and any type of violence. IPV was operational-
ized as any physical, sexual or psychological harm by a current or former partner 
within the incident pregnancy. Maternal probable depression was measured using 
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the Center for Epidemiological Studies Depression Scale (CES-D 20). Adverse 
birth outcomes comprised of miscarriage (< 22wk), stillbirth (≥22 wk), and infant 
death. Multivariate logistic-regression analysis was conducted to analyze factors 
that were independently associated with IPV.
Results: The mean age of the 368 participants was 24.8 years. Of these, 
333(90.49%) were married or cohabiting. One hundred and eighty three (49.73%) 
were HIV-infected and on antiretroviral therapy. At baseline, the proportion of 
those with FI was 67.93% and did not differ by HIV status. In the index pregnancy, 
IPV (any type) was reported by 104 women (28.26%). Approximately 11.48% was 
emotional, 4.92% physical and 4.1% was sexual violence. IPV did not differ by HIV 
status (30.05% vs. 26.49%). In multivariate analysis, we found that among HIV-
infected women reporting IPV, there were: i)high odds of moderate and severe 
FI (aOR 3.06, 95%CI: 1.29-7.26); ii)high odds of maternal probable depression 
(aOR 2.26, 95%CI: 1.06-4.81); iii)no evidence of non-adherence to HAART dur-
ing pregnancy (aOR 0.86, 95%CI: 0.28- 1.40 and; iv)no evidence of adverse birth 
outcomes (aOR 1.86, 95%CI: 0.63-5.50).
Conclusions: Almost two in three women had FI and one in three suffered IPV in 
the index pregnancy. Having IPV and mental health screenings coincide with nutri-
tion assessments during pregnancy may help identify women who would benefit 
from resources designed to increase physical safety, psychological well-being, and 
food security. 

MOPEC0637
Pregnant and breastfeeding women healthcare seeking  
in a high HIV prevalence area, Ndhiwa sub-county, Kenya:  
a qualitative study
K. Ondeng’e1, V. Akelo1, W. Hennequin2, S. Wanjala2, A. VandenBulcke2,  
W. Omwoyo3, A. Nikuze4, V. Opollo1, D. Maman4 
1Kenya Medical Research Institute, HIV Research Branch, Kisumu, Kenya, 2Medecins 
Sans Frontieres, Nairobi, Kenya, 3Ministry of Health, Goverment of Kenya, Homa 
Bay, Kenya, 4Epicentre, Intervention Epidemiology and Training Department Southern 
Africa Medical Unit (SAMU) - Médecins Sans Frontières, Cape Town, South Africa 
Presenting author email: kondenge@gmail.com

Background: The number of newly infected children per year in Kenya is still high 
at 13,000 despite increased provision and uptake of prevention of mother to child 
(PMTCT). Better understanding of health seeking is critical to improve and design 
PMTCT programs. We assessed women’s healthcare seeking during pregnancy and 
breastfeeding.
Methods: Individual in-depth interviews were conducted with 40 pregnant and 
breastfeeding women and 20 men. Key informant interviews were conducted with 
20 healthcare workers across antenatal care facilities in Ndhiwa sub-county. This 
qualitative data collected between March and June 2016 was managed using Nvivo 
8.0. A descriptive, exploratory and explanatory approach was used in the analysis of 
healthcare seeking behavior.
Results: Main sources of healthcare included both alternative (trusted traditional 
birth attendants (TBA), faith healers, herbalists and traditional healers) and mod-
ern (public and private hospitals, chemists, shops and market pill vendors). TBA 
was consulted mainly because they were trusted and allowed convenient modes of 
payments not necessarily monetary. Alternative sources of healthcare were pre-
ferred for conditions that were believed to be not understood by modern medicine. 
Hospitals was preferred for monitoring the safety of the baby, health education, 
availability of complications and emergency resources (e.g. blood) and to acquire 
the antenatal care card as proof of compliance and symbol of a being a good patient 
in case of future need. Barriers to seeking facility care included distance to the 
facility, transport costs, costs of facility care, long queues, time spent waiting, poor 
provider’s attitude, perception of the illness, and fear of HIV test.
Conclusions: It may be useful for health providers to appreciate the full reality of 
medical pluralism and its implications on healthcare utilization. Involving alternative 
care providers through education and training programs can be used for prevention, 
referral and linkages to requisite skilled care. 

MOPEC0638
A retrospective study on still birth rate of HIV-infected 
pregnancy and related contributory factors in West Bengal, 
India
S. Ganguly1, P. Sarkar2, K. Sachdeva3, A. Hegde4, P. Sujith3 
1West Bengal AIDS Control Society, Basic Services, Kolkata, India, 2Department 
of Health and Family Welfare, HIV, Kolkata, India, 3National AIDS Control 
Organisation, Basic Services, Delhi, India, 4National AIDS Control Organisation, 
Basic Services, Thane, India 

Background: In HIV infected pregnancies, pregnancy does not seem to alter the 
course of HIV infection significantly but HIV apart from vertical transmission may 
result in adverse obstetric outcomes. Several factors like maternal immunological 
status, status of Anti Retroviral treatment and adherence , Literacy status, family 
support, etc may also be contributory.
Methods: A retrospective cohort study was carried out through analysis of second-
ary data from 252 Integrated Counselling and Testing Centres across the state of 
West Bengal from April’ 2012 to March’2016. A total number of 1729 HIV infected 
pregnancies were followed up and financial year wise still birth rate was calculated 
and it was compared with still birth rate of the state among all pregnancies as per 
SRS figure of 2012. Year wise trend analysis was done and test for statistical signifi-
cance was undertaken to substantiate probable association between HIV infected 
pregnancy and still birth. 
Z Tests (Two Tailed) for two means and two proportions were performed to find out 
the effects of other contributory factors like maternal baseline CD4 count during 
pregnancy, whether on Anti Retroviral treatment or not during pregnancy, age of 
conception, literacy status of mother, family involvement in terms of spouse test-
ing for HIV.
Results: Still Birth Rate was found significantly higher (28 per 1000) in HIV in-
fected pregnancies compared to all pregnancies (5 per 1000) in West Bengal. With 
initiation of anti retroviral treatment still birth rate was found to be reduced signifi-
cantly and if the spouse of HIV positive pregnant woman was tested for HIV which 
was considered indirectly related to family involvement in PPTCT (Prevention of 
Parent to Child Transmission) / PMTCT (Prevention of Mother to Child Transmis-
sion) / program, adverse obstetric outcomes were minimized significantly.
Conclusions: Since HIV infection may cause adverse obstetric outcomes, early 
initiation of antiretroviral treatment and ensuring family involvement in PPTCT/
PMTCT program can decrease the still birth rate significantly. 

MOPEC0639
Prevention of HIV transmission among young girls under 19  
in Boulmiougou, Burkina Faso: backtracking
T. Aminata Hambougnan1, O. Roger2 
1Association Dounia Solidarité+, Ouagadougou, Burkina Faso, 2Association Dounia 
Solidarité, Ouagadougou, Burkina Faso 
Presenting author email: aminata_taro@yahoo.fr

Background: - Determine the prevalence of risk behaviors among girls under 19 
years of age
- Evaluate residual risk factors
- Assess the prevention coverage of the target group in the area
Methods: - This is a survey that involved 1000 girls under 19 years of high schools 
and colleges
- A free screening counseling with specific maintenance guide was administered 
followed by a blood sample and delivery of the results after a post-test
- An analysis of the results was carried out which allowed to characterize the dy-
namics of risk behaviors
- A survey on the services offered by the health structures and the associations has 
been carried out
Results: - This survey involved 1000 girls aged 14-18, 67% of whom were sexually 
active,
- Of the 670, 85% came out with older men for economic reasons and occasionally 
protected themselves, 65% had multiple partners, 75% poorly defined modes of 
transmission and means of prevention or planning, 16% Already practiced a volun-
tary abortion,
- The prevalence of risk behaviors reported in the target group is much higher than 
among adults (2.8 vs. 1.6)
- 100% of the positive cases were referred to the medical and psychosocial care 
structures
- Coverage of the target group for prevention is zero
- Highlighting potential contradictions between strong political mobilization and 
program sustainability
- A preventive program in schools is awaiting implementation provided that it re-
ceives funding
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Conclusions: Our findings highlight the current lack of prevention among young 
girls in the area. It is clear that the TFPs are abandoning prevention, which explains 
the lack of coverage and the silent rebound of the epidemic among young people. 
There is a need for intensive and specific strengthening of prevention programs 
for girls. New strategies for the involvement of partners and prevention programs 
should be developed. 

MOPEC0640
“Key” yet marginalised: an analysis of the HIV prevention 
response and “Key” populations in Zambia - a case study of the 
Southern province
P. Mbozi 
University of Zambia, Institute of Social and Economic Research (INESOR), Lusaka, 
Zambia 
Presenting author email: pmbozi5@yahoo.com

Background: Zambia’s and southern province adult HIV prevalence measured 
at 14.3% and 14.5% respectively. Recent data suggests that Key populations are 
disproportionately infected with HIV compared to the general population. The 
Measure Know Your Response (KYR) study took place from September 2013 to 
July 2014 in the Southern Province of Zambia with support from USAID. The aim 
was to map and characterize the HIV response and to identify gaps in the response, 
in particular to key populations - MSM, migrants, incarcerated, PLWHIV, trans-
gender and sex workers.
Methods: Mixed method - survey and FGDs - were used to collected data on: 
1. broad view of the policy environment for HIV prevention vis key populations and 
gender; 
2. Interventions of Government and NGOs; strategic information to help iden-
tify high risk groups and geographical areas where HIV and associated problems 
are common;
3 extent district-level health facilities provided health services to a range of groups; 
4. HIV-prevention interventions by the Government sectors other than health; 
and, 
5 interventions of NGOs and their services. Data from the quantitative question-
naires was analysed using SPSS.
Results: There are no specific policies to guide program implementers on dealing 
with key populations. Activities of key populations - MSM, sex workers and trans-
genders are illegal in Zambia, hence major key populations and sexual minorities 
excluded from both government and NGO HIV prevention programs. Limited ad-
vocacy to amend policies and laws. No data routinely collected on key populations 
due to lack of policy guidance. No government health facilities in the 12 districts 
targeted key populations and none of the three prisons provided condoms to prison-
ers as a means of HIV prevention. 
Fewer than three of the 93 organizations surveyed targeted key populations. Few 
catered for sex workers.
Conclusions: Key populations remain marginalized in HIV prevention interventions 
of both government and NGOs in Southern Province of Zambia. Implementers 
prohibited by law and policies from providing services for some key populations and 
no data are collected on key populations. Legal and policy environment needs to be 
changed to allow implementers to cater for key populations. Activities needed to 
reduce stigma around sexual minorities and key populations. 

MOPEC0641
PMTCT program utilization and HIV transmission rates in young 
and adolescent mothers compared to adult mothers: a nationally 
representative sample of women screened at 4-26 weeks 
postpartum in Malawi
M. van Lettow1, M. Landes1, J.J. van Oosterhout1, E. Schouten2, H. Phiri2,  
E. Nkhoma2, T. Kalua3, A. Jahn4 
1Dignitas International, Zomba, Malawi, 2Management Sciences for Health, Lilongwe, 
Malawi, 3Ministry of Health, Lilongwe, Malawi, 4ITECH, Lilongwe, Malawi 
Presenting author email: m.vanlettow@dignitasinternational.org

Background: Evidence from limited studies indicate that prevention of mother-to-
child-transmission (PMTCT) outcomes in young and adolescent women are worse 
than for adult women. In this study we compare utilization of PMTCT services (up-
take of antenatal testing and antiretroviral treatment (ART)) and mother-to-child 
transmission (MTCT) rates between young (< 25yrs) or adolescent (< 20yrs) moth-
ers, and adult mothers (>25yrs) in a national PMTCT evaluation in Malawi.
Methods: Mothers were consecutively consented and screened in 54 under-5 clinics 
with their 4-26 week old infant between October 2014 and May 2016. Structured 
interviews with mothers confirmed uptake of antenatal testing and ART. Maternal 

HIV rapid-testing was conducted at site. Exposed infants underwent infant virologi-
cal HIV testing. Weighted survey design analysis was conducted using SPSS.
Results: A total of 33,744 mother-infant-pairs were included; 17,928 (53.8%) were 
young (12-24yrs), 6,427 (20.5%) were adolescent (12-19yrs) mothers. Among all, 
33,276 (97.8%) reported being tested for HIV before or during last pregnancy. 
Young mothers had more likely missed antenatal HIV testing than adult mothers 
[OR 1.8(95%CI1.2-2.7)]. Overall, 3,233 (11.3%) mothers were identified HIV-
infected before or during pregnancy; this prevalence was lower in young (4.6%) 
and adolescent (2.8%) mothers. At time of study, 286 new infections were iden-
tified (244 previously negative; 42 previously unknown). Adolescents were less 
likely newly identified infected (previously negative) then young and adult mothers 
[OR 0.5(95%CI0.2-0.9)]. However, newly identified HIV-infected (previous un-
known) young mothers may have missed earlier diagnoses than adult mothers [OR 
3.5(95%CI0.9-14.4)]. Among the known HIV-infected women, 3,034 (94.7%) 
reported being on ART, with no difference between young or adolescent and adult 
mothers. Overall MTCT rate at 4-26 weeks was 4.7%, with no difference between 
young or adolescent and adult mothers.
Conclusions: Over half of mothers attending under-5 clinics in Malawi are under 25 
years. Utilization and effectiveness of PMTCT services in Malawi is high and MTCT 
rates are relatively low. HIV prevalence is much lower among young and adolescent 
compared to older mothers, but the risk of missing antenatal HIV testing appears 
higher among younger and adolescent women. There appears little difference in 
PMTCT outcomes between younger and older mothers in Malawi. 

MOPEC0642
Beliefs and practices underlying “undetectable = uninfectious” 
in a study of serodiscordant couples enrolled in the Positive Plus 
One study in Canada
S.L. Bullock1, L. Calzavara1, J. Iveniuk1, J. Mendelsohn2, D. Tan3,4, A. Burchell5,  
J.-P. Routy6, B. Lebouche6,7, A. Daftary8, D. Allman1, T. Thompson9, T. Myers1,  
R. Masching10, B. Conway11, and The Positive Plus One Team 
1University of Toronto, Dalla Lana School of Public Health & Social Research Centre 
in HIV Prevention, Toronto, Canada, 2Pace University, College of Health Professions, 
New York, United States, 3St. Michael’s Hospital, Division of Infectious Diseases 
and Centre for Urban Solutions, Toronto, Canada, 4University of Toronto, Dept. of 
Family Medicine, Toronto, Canada, 5St. Michael’s Hospital, Dept. of Community 
and Family Medicine and Li Ka Shing Knowledge Institute, Toronto, Canada, 6McGill 
University Health Centre, Division of Hematology and Chronic Viral Illness Service, 
Montreal, Canada, 7McGill University, Dept. of Family Medicine, Montreal, Canada, 
8McGill University, Dept. of Epidemiology, Biostatistics & Occupational Health, 
Montreal, Canada, 9Western University, School of Health Studies, Faculty of Health 
Sciences, London, Canada, 10Canadian Aboriginal AIDS Network, Vancouver, Canada, 
11Vancouver Infectious Disease Centre, Vancouver, Canada 
Presenting author email: s.bullock@utoronto.ca

Background: The idea that “undetectable=uninfectious” has increasingly received 
endorsement from HIV experts and AIDS Service Organizations (ASOs). Yet con-
troversy remains, with many advising continued condom use to ensure the greatest 
protection. We examine whether the behavior of people in serodiscordant relation-
ships is in keeping with this message - namely whether they use condoms at a lower 
rate when the positive partner’s viral load (VL) is undetectable.
Methods: People were recruited via 143 Canadian ASOs and clinics to participate in 
a survey of serodiscordant couples. Both partners were asked to complete a survey 
addressing sociodemographics, HIV-transmission management, health status, and 
more. Descriptive statistics and ordered logistic regressions (OLR) were used.
Results: A total of 244 current HIV-serodiscordant relationships were represented 
in the data; 115 relationships were male-female, 116 were male-male, and 13 were 
a mix of gender identities. Sixteen percent of couples reported no sexual activ-
ity, 8.5% reported sex but no intercourse, 27.1% reported intercourse always us-
ing condoms, 24.5% sometimes used condoms, and 23.9% never used condoms. 
When asked if they agreed/disagreed with the statement: “when a person’s VL is 
undetectable VL they can safely have intercourse without a condom, 47.2% agreed. 
There were no significant differences in agreement by HIV status or relationship-
type; those who were neutral were more likely to have abstained from sex. The 
positive partner’s latest VL was: undetectable in 81.9%, detectable in 10.1%, and un-
known in 8% of couples. In an OLR of condom use, when the HIV-positive partner 
was insertive, controlling for relationship-type and socio-demographics, we found 
condoms were less likely to be used by those with an undetectable VL (AOR=0.11, 
95%CI 0.020—0.64). Condom use was also lower when the HIV-positive partner 
was receptive and undetectable (AOR=0.23, 95%CI 0.060—0.87).
Conclusions: Although VL suppression is high and many support the idea that 
“undetectable=uninfectious” Canadian serodiscordant couples are cautious in 
avoiding transmission. Couples with undetectable VL are less likely to use condoms; 
however, as many as a quarter reported no sex or no intercourse. For serodiscordant 
couples discussions on this issue may be most effective including both partners so 
they are encouraged to assess the complexity of their relationship risk factors. 
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MOPEC0643
Sexual behaviour among people with HIV in Brazil according  
to antiretroviral treatment and viral load status
R. Reis1, J.D.S. Caliari1, E. Gir1, E.S. Melo1, M. Antonini1, J.G.M. Argolo1,  
G.J. de Jesus1, B. Spire2 
1College of Nursing at Ribeirao Preto of Universty of São Paulo, General and 
Specialized, Ribeirão Preto, Brazil, 2Aix-University Marseille, Faculty of Medicine, 
Marseille, France 
Presenting author email: rkreis@eerp.usp.br

Background: Transmission of HIV in the Brazil continues to be high with average of 
41,1 thousand cases of AIDS per year in the last five years being the sexual transmis-
sion the main route. Since 2013, the country has adopted the combined prevention 
strategy as treatment as prevention, with the early use of ART for all persons diag-
nosed regardless of CD4 count, with a view to reducing transmissibility of HIV and 
achieve the 90-90-90 treatment target. Objective : To evaluate the association 
between the condomless sex self-reported with HIV-serodifferent partner and viral 
load status and sociodemographic factors.
Methods: The cross-sectional study was conducted on HIV adults in Brazil, in 2014 
to 2015. A standardized questionnaire was administered, socio-behaviour and clini-
cal data were collected. The condomless sex in the past 12 months self-reported and 
the latest documented viral load were analysed using the laboratory examination 
control system (SISCEL). The HIV-transmission risk was defined as condomless sex 
with HIV-serodifferent partner with clinic-recorded viral load more than 40 copias/
ml in the last 12 months.
Results: A total of 258 participants and 57.4% had a sexual partner in the last 12 
months, in which 67.6% had a partner with negative or unknown serology. The con-
domless sex were self-reported by 41.9%, 40.6% and 31.8% among men, women 
and men who have sex with men, respectively and viral load were detectable (more 
than 40 copies/ml/detectable) betwen 39.9% of individuals. The HIV-transmission 
risk was 10.1 % and 66.7% were associated with age ranging from 20 to 39 years (p 
= 0.005).
Conclusions: The goal of ART is to reduce viral load, ideally to an undetectable level, 
however, optimal treatment adherence is required. Support to improve adherence 
to HAART are needed as well as counseling for the use of HIV transmission preven-
tion guidelines for HIV-infected PLHIV and use of condom with HIV seronegative 
partner. Understanding patterns of sexual behavior accord to antiretroviral treat-
ment use among people diagnosed with HIV has implementation for clinical care 
and public health. 

MOPEC0644
Disclosure of HIV-serodiscordant relationships to healthcare 
providers is associated with viral suppression in the HIV-positive 
partner: preliminary findings from the Canadian Positive Plus 
One Study
J. Mendelsohn1, L. Calzavara2, S. Bullock2, J. Iveniuk2, A. Daftary3, D. Allman2,  
A. Burchell4, L. Bisaillon5, B. Lebouché6, T. Myers2, D. Tan7, R. Masching8,  
M. Loutfy9, the Positive Plus One Team 
1Pace University, College of Health Professions, New York, United States, 2University 
of Toronto, Dalla Lana School of Public Health & CIHR Social Research Centre in HIV 
Prevention (SRC), Toronto, Canada, 3McGill University, Department of Epidemiology, 
Biostatistics and Occupational Health, Montreal, Canada, 4St. Michael’s Hospital, 
Department of Community and Family Medicine & Li Ka Shing Knowledge Institute, 
Toronto, Canada, 5University of Toronto Scarborough, Department of Anthropology 
& Health Studies, Toronto, Canada, 6McGill University & Royal Victoria Hospital, 
Montreal, Canada, 7St. Michael’s Hospital, Department of Medicine & Li Ka Shing 
Knowledge Institute, Toronto, Canada, 8Canadian Aboriginal AIDS Network, 
Dartmouth, Canada, 9Women’s College Hospital, Women’s College Research Institute, 
Toronto, Canada 
Presenting author email: jmendelsohn@pace.edu

Background: Although disclosure of one’s HIV-status to sexual partners is well 
studied, less is known about associations between disclosure of HIV-serodiscordant 
relationships by both partners to healthcare provider(s) and HIV outcomes. As 
many as 23% of people living with HIV in Canada may be in an HIV-serodiscordant 
relationship. In this investigation, we hypothesized that HIV-positive partners 
would be more likely than HIV-negative partners to disclose their relationship to 
their respective healthcare provider(s) and that relationship disclosure by either 
partner would be associated with HIV viral suppression.
Methods: We used data from a Canadian national sample of people currently en-
gaged in HIV-serodiscordant relationships in online and telephone-based surveys. 
Analyses used generalized estimating equations with a logistic link function to ad-
dress non-independence of individuals within dyads and Firth logistic regression to 
address small-sample bias.

Results: At the time of writing, the study has recruited N=331 participants (138 
HIV-negative; 193 HIV-positive; 87 dyads), all in current relationships. Compared 
with HIV-negative partners, HIV-positive partners had twice the odds of disclosing 
their relationship to healthcare provider(s) (AOR=2.0; p=0.02). For HIV-positive 
partners, disclosure of the relationship was less likely for those diagnosed after 
their relationship began, compared to those diagnosed prior to the relationship 
(AOR=0.09; p<0.001). While HIV-positive partners who had disclosed their rela-
tionship to healthcare provider(s) had 3x greater odds of reporting viral suppression 
compared with those who had not disclosed (AOR=2.98; p=0.05), HIV-negative 
partners who had similarly disclosed their relationship had 7.5x greater odds of re-
porting that their HIV-positive partner had attained viral suppression when com-
pared with those who had not disclosed (AOR=7.46; p=0.004).
Conclusions: Disclosure of HIV-serodiscordant status by HIV-positive and HIV-
negative partners to their respective healthcare provider(s) was associated with 
viral suppression. Although HIV-negative partners were less likely to disclose their 
relationship, their disclosure was associated with more than twice the odds of viral 
suppression when compared with disclosure by HIV-positive partners. These re-
sults suggest that HIV-negative partners represent an important HIV-prevention 
opportunity within HIV-serodiscordant relationships. Future work should consider 
the reasons for (non)disclosure and ways to incorporate HIV-negative partners in 
activities that help their partners sustain viral suppression. 

MOPEC0645
Psychological wellbeing of children orphaned by HIV/AIDS: 
a comparative study in public primary schools of Jimma town, 
Southwest Ethiopia
M. Tadesse1, M. Tigistu2, D. Seyoum3 
1Jimma University, Medical Laboratory Sciences, Jimma, Ethiopia, 2Jimma University, 
Psychology, Jimma, Ethiopia, 3Jimma University, Statistics, Jimma, Ethiopia 
Presenting author email: mulualem.tadesse@ju.edu.et

Background: In developing countries the number of children orphaned by AIDS is 
growing rapidly. Consequently, the psychological well-being of these children has 
become a serious concern. This study explored and compared the psychological sta-
tus of orphan and non-orphan children in Jimma town, Ethiopia.
Methods: A comparative cross-sectional study was employed on 270 children who 
were between 10-18 years of age. Eighty five orphaned children (those who lost at 
least one parent due to HIV/AIDS) and 185 non-orphaned children (control, who 
had two parents alive) were selected by systematic sampling technique from child 
clubs of selected schools. The psychological wellbeing of the orphans and non-or-
phans was measured using the psychological wellbeing scale. The scale consists of a 
series of statements reflecting the six areas of psychological well-being: autonomy, 
environmental mastery, personal growth, positive relations with others, purpose in 
life and self-acceptance. Higher scores on each scale indicate greater wellbeing on 
that dimension.
Results: A total of 270 children (85 orphaned and 185 non-orphaned children) 
were included in the study. About 61.2% (52/85) of orphaned and 60.5% (112/185) 
of non-orphaned children were females. Interims of age, 62% of orphaned and 
80% of non-orphaned (controls) were found between age groups of 10-14 years. 
Our findings demonstrated that orphaned children (children from HIV/AIDS-
affected families) showed significantly lower total psychological wellbeing (t=6.05, 
p=0.001), autonomy (t=3.06, p=0.002), environmental mastery (t=3.7, p=0.001), 
positive relation with others (t=4.32, p=0.000), and self acceptance (t=5.58, 
p=0.000) than those from unaffected families (non-orphaned). The main psycho-
logical problems of orphaned children included lack of confidence in their opinions, 
lacks sense of control over external world, frustrated in interpersonal relationships 
and feeling dissatisfied with self.
Conclusions: The psychological wellbeing of orphaned children was lower than 
those of non-orphans (controls). Our study illustrates that HIV/ AIDS has impact-
ed negatively on the psychosocial wellbeing of children. Thus, a new type of orphan 
support project which provides not only material support but also psychosocial sup-
port is required to improve the quality of life of children orphaned by HIV/AIDS. 
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MOPEC0646
Identifying pathways between depression, substance use and 
sexual risk practices can inform HIV and sexually transmitted 
infections prevention strategies for young women in the 
northwest territories, Canada
C.H. Logie1, C. Lys2, M. Okumu1, N. MacNeill2, C. Leone1, G. Adrian3 
1University of Toronto, Toronto, Canada, 2Fostering Open Expression Among Youth, 
Yellowknife, Canada, 3University of Windsor, Windsor, Canada 
Presenting author email: adrian.guta@uwindsor.ca

Background: There are profound sexual and mental health disparities in the 
Northwest Territories (NWT), with youth sexually transmitted infections (STI) 
rates 10-fold higher, and youth suicide rates double, the Canadian average. Despite 
these co-occuring epidemics, little is known about syndemics of mental health and 
HIV/STI vulnerabilty in the NWT. This study examined associations between de-
pression and multiple sex partners among young women in the NWT, Canada.
Methods: We conducted a cross-sectional study with a venue-based sample of 
young women aged 14-17 in secondary schools in 14 NWT communities. We ex-
amined factors associated with multiple sex partners (2 or more past year sex 
partners). We tested a multi-step mediation analysis model with 10,000 bootstrap 
samples to examine the effects of depression (X) on multiple sex partners (Y), with 
peer support (M1) and substance use (M2) as mediators.
Results: Among 199 participants (mean age: 13.8, SD: 1.27), 77.4% (n=154) iden-
tified as Indigenous, one-fifth (20.5%; n=39) as sexual minority, one-quarter 
(26.6%, n= 53) were currently dating, and 16.1% (n=32) reported multiple sex part-
ners (MSP). Depression symptoms were higher among sexual minorities than het-
erosexuals, and among those dating vs. not dating. Substance use was higher among 
Indigenous vs. non-Indigenous participants, and among those dating vs. not dating. 
There was a direct relationship between depression and MSP (B=0.13, p<0.001, 
CI 95%: 0.37-0.264). Substance use (M2) significantly mediated the effect of X 
on Y (X→ M2→Y). Depression was directly associated with substance use (B=0.2, 
p<0.05, CI 95%: 0.04-0.36), in turn substance use predicted MSP (B=0.451, 
p<0.001, CI 95%: 0.22-0.68). When controlling for substance use, the beta for 
the relationship between depression and MSP reduced from 0.29 to 0.13, suggest-
ing partial mediation. Depression was negatively significantly associated with peer 
support (B= -0.25, p<0.01, CI 95%: -0.47- -0.023). However, peer support did 
not predict MSP (B= -0.14, p= -0.136, CI 95%: -0.31- 0.04).
Conclusions: Depression was associated with MSP, and substance use partially me-
diated the effect of depression on MSP. Findings highlight the need for HIV and 
STI prevention interventions to focus on syndemics of depression, substance use 
and sexual risk among young women in the NWT, Canada. 

MOPEC0647
A randomized trial of brief assessment interventions to reduce 
HIV/STI sexual risk and drug use among young adults who use 
drugs
S. Kurtz1, M. Buttram1, M. Pagano2, H. Surratt3 
1Nova Southeastern University, Center for Applied Research on Substance Use 
and Health Disparities, Miami, United States, 2Case Western Reserve University, 
Department of Psychiatry, Cleveland, United States, 3University of Kentucky, 
Department of Internal Medicine, Lexington, United States 
Presenting author email: steven.kurtz@nova.edu

Background: Although the intersections of drug use and sexual HIV/STI risk behav-
iors and infections are well documented within the social context of clubs, raves, and 
circuit/dance parties, efficacious interventions to reduce HIV/STI risk behaviors 
and drug use for club drug using populations are not apparent in the literature. We 
tested interviewer- (CAPI) and self-administered (ACASI) comprehensive health 
and social risk assessments as distinct interventions compared to waitlist control, 
hypothesizing that those assigned to the assessment conditions would reduce their 
sexual risks and drug use to a similar degree and to a significantly greater extent 
than waitlist control.
Methods: 750 men and women ages 18-39 with multidrug use and heterosexual be-
havior were recruited between September 2011 and November 2014 using respon-
dent driven sampling, and randomized in equal proportions to the three conditions. 
Instrumentation included well-tested measures of condomless sex, drug use, men-
tal distress and substance dependence. Hierarchical linear models (HLMs) exam-
ined the effects of study condition on sexual HIV/STI risk, drug use, and comorbid 
health outcomes, measured as effect size (Cohen’s d) differences.
Results: The sample was 56% male; mean age=25; 65.7% Hispanic; 20.4% Black, 
11.6% White and 2.3% other race/ethnicity. HLM analyses showed a significant 
main effect of assigned condition on all outcomes. CAPI participants had greater 
reductions in sexual HIV/STI risk, drug use, and mental distress and substance 
dependence symptoms, compared to ACASI intervention or control participants 

at 12 months, except that the CAPI and ACASI conditions had similar efficacy 
for reductions in drug use. Effect sizes for CAPI versus ACASI participants were 
d=0.2-0.3, and between CAPI and controls d=0.2-0.4. Effect sizes for improved 
outcomes between ACASI compared to controls were small to non-significant.
Conclusions: The study established the therapeutic benefit of interviewer interac-
tion in reducing HIV/STI sexual risk behavior and drug use among young adults who 
use drugs. The study is the first to demonstrate the efficacy and acceptability of a 
low threshold intervention in reducing HIV/STI sexual risk, drug use, and related 
co-morbidities among a not-in-treatment young population that exhibits severe and 
complex levels of drug use, but that is also highly resistant to intervention. 

MOPEC0648
Reasons for not using PrEP in a national on-line sample of U.S. 
men who have sex with men (MSM)
K.H. Mayer1,2,3, K. Biello1,4, D.S. Novak5, D. Krakower1,2,3, M.J. Mimiaga1,4 
1Fenway Health, The Fenway Institute, Boston, United States, 2Harvard Medical 
School, Medicine, Boston, United States, 3Beth Israel Deaconess Medical Center, 
Medicine, Boston, United States, 4Brown University, Epidemiology, Providence, United 
States, 5On-, Cambridge, United States 
Presenting author email: kmayer@fenwayhealth.org

Background: Although the CDC estimates that >400,000 U.S. MSM could ben-
efit from oral PrEP, many have not initiated it, prompting this analysis
Methods: An on-line survey was mounted on 2 popular MSM sexual networking 
sites during March 2016 to assess socio-demographics, HIV risk, PrEP knowledge, 
attitudes and use. Factors independently associated with never using PrEP were 
evaluated using multivariable logistic regression with backward selection.
Results: Of 4,698 respondents, 21% were 18 to 24 y.o. and 38% were 40 or older. 
Almost half (47%) were White, 25% Black, 11% Hispanic/Latino, and were from all 
U.S. states. Almost 12% were born outside the U.S. Nearly 60% had private health 
insurance; 12% had none. About two-thirds reported condomless anal intercourse 
(CAI) at least once in the prior 3 months. Most (85%) had not used PrEP previous-
ly, with 22% unaware of PrEP. Among 2,926 PrEP-informed non-users, the most 
common reasons cited for non-use were: concerns about costs (40%), side effects 
(31%), not knowing where to access PrEP (31%), worries about effects on insurance 
(20%), and/or not feeling at risk (19.3%). Older MSM were more likely to cite side 
effects, and less likely to cite access concerns as reasons for non-use. Black MSM 
were also more likely to cite access concerns, but less likely to cite insurance barri-
ers than other MSM. Less educated MSM were more likely to report access issues 
but less likely to cite cost, insurance or anticipated side effects, as barriers to using 
PrEP. MSM born outside of the U.S. were more likely to identify access as a ma-
jor barrier to PrEP use. MSM who reported monogamous relationships were more 
likely to report low risk as a reason for PrEP non-use, whereas those who reported 
more than 2 CAI acts in the prior 3 months, or a history of syphilis, were less likely 
to cite low risk as a PrEP barrier.
Conclusions: The major barriers to PrEP uptake endorsed by U.S. MSM included 
structural factors (cost, access, insurance), anticipated side effects, and low per-
ceived risk, and their importance differed between subgroups. Additional programs 
to educate at-risk MSM about how to address these issues are warranted. 

MOPEC0649
Crystal methamphetamine initiation among HIV-positive 
and HIV-negative men who have sex with men in Vancouver, 
Canada: a longitudinal analysis
N.J. Lachowsky1,2,3, Z. Cui2, J. Zhu2, H. Armstrong2,4, M. Taylor5, J. Edwards5,  
G. Olarewaju2, R. Hogg2,6, E.A. Roth3,7, D.M. Moore2,4, Momentum Health Study 
1University of Victoria, School of Public Health and Social Policy, Victoria, Canada, 
2British Columbia Centre for Excellence in HIV/AIDS, Division of Epidemiology 
& Population Health, Vancouver, Canada, 3Centre for Addictions Research BC, 
Victoria, Canada, 4University of British Columbia, Faculty of Medicine, Vancouver, 
Canada, 5Health Initiative for Men, Vancouver, Canada, 6Simon Fraser University, 
Faculty of Health Sciences, Burnaby, Canada, 7University of Victoria, Department of 
Anthropology, Victoria, Canada 
Presenting author email: nlachowsky@cfenet.ubc.ca

Background: Crystal methamphetamine is associated with HIV acquisition among 
HIV-negative men who have sex with men (MSM) and unsuppressed viral load 
among HIV-positive MSM. We used prospective behavioural cohort data from 
MSM to measure temporal trends and initiation predictors of crystal methamphet-
amine use.
Methods: Sexually-active MSM aged ≥16 years were recruited using respondent-
driven sampling (RDS) and from 02/2012-02/2016 they completed study visits 
every six months, which included a computer-assisted self-interview and nurse-
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administered HIV/STI screening. We used multi-level generalized estimating equa-
tions to evaluate temporal trends in crystal methamphetamine use and univariable 
survival analysis to identify predictors of crystal methamphetamine initiation (haz-
ard ratios [HR]; 95% confidence intervals [95%CI]).
Results: Over the 4-year study period, 581 participants completed at least 1 follow-
up visit for a median follow-up of 2.49 years. At baseline, 20.1% of MSM reported 
recent crystal methamphetamine use, which was significantly higher among HIV-
positive (44.3%) than HIV-negative MSM (10.3%, p< 0.001). Route of use did not 
differ by HIV status (all p>0.05): 79.3% smoking, 55.0% snorting, 27.9% inject-
ing, and 26.4% hooping. Frequency of use did not differ by HIV status (p=0.237): 
43.6% used less than monthly, 20.7% used monthly, and 35.7% used at least week-
ly. There were no statistically significant temporal trends overall (p=0.069) or for 
HIV-negative (p=0.179) or HIV-positive (p=0.087) MSM.
During follow-up, 32 HIV-negative MSM (8.5%) and 14 HIV-positive MSM (15.2%) 
initiated crystal methamphetamine use (no difference by HIV status, p=0.10). This 
table presents predictors of initiation: 

 HIV-Negative HR 
(95%CI)

HIV-Positive HR 
(95%CI)

Number of recent male anal sex partners, per partner 1.01 (1.01-1.02)* 1.02 (1.00-1.05)*
HIV treatment optimism scale score, per point 1.07 (1.00-1.15)* 0.98 (0.89-1.09)
Self-esteem scale score, per point 1.11 (1.03-1.20)* 1.10 (0.99-1.09)
Anxiety scale score, per point 1.08 (1.00-1.17)* 0.98 (0.87-1.11)
Sought sex online at least monthly (ref: none) 4.66 (2.15-10.11)* 2.91 (0.69-12.25)
Recent escort/sex work (ref: none) 5.05 (1.53-16.68)* 2.97 (0.38-23.62)
Recent group sex participation (ref: none) 2.72 (1.31-5.65)* 3.51 (1.23-10.03)*
Recent STI diagnosis (ref: none) 3.23 (1.24-8.45)* 1.63 (0.21-12.67)

Recent anal sex behaviour (ref: none) NB: only levels 
of categorical variable with statistically significant 
associations shown

Any condomless 
anal sex with an HIV 

serodiscordant or 
unknown status partner: 

3.45 (1.16-10.26)*

Any condomless 
anal sex with an 
HIV seroconcor-

dant partner: 10.30 
(1.24-85.74)*

[*denotes statistical significance at p<0.05]

Despite initiators reporting greater objective HIV risk (i.e. more anal sex partners, 
group sex, condomless sex), they did not self-perceive this risk: 100% of HIV-
positive MSM and 78.1% of HIV-negative MSM self-assessed their risk of transmit-
ting or acquiring HIV as “low”, respectively.
Conclusions: Crystal methamphetamine use was prevalent, stable over time, and 
initiation was common. Renewed population-specific interventions and health pro-
motion efforts are desperately needed. 

MOPEC0650
High HIV incidence among married couples in fishing 
communities: implications for achieving epidemic control
Z.A. Kwena, C. Makokha, D. Angawa, E.A. Bukusi 
Kenya Medical Research Institute, Center for Microbiology Research, Kisumu, Kenya 
Presenting author email: kwena.zachary@gmail.com

Background: Global efforts to achieve HIV epidemic control by 2030 focus on 
identifying and shutting down sources of new infections through targeted inter-
ventions. We sought to establish HIV incidence and associated risk factors among 
married people in the fishing communities on Lake Victoria.
Methods: We conducted a 3-year resurvey of 545 couples who had previously 
been enrolled in a cross-sectional survey conducted between September 2011 and 
June 2014. Although the target was to trace and re-interview all couples, we only 
contacted 903 individuals of whom 89.5% were couples. Among those contacted 
were 371 men and 356 women who had tested HIV negative during the first survey. 
On contact, the individuals or couples were asked to return to the study clinic to 
participate in a follow-up survey. Returning couples were consented and invited for 
concurrent face-to-face interviews in private rooms. We invited them for HIV test 
using Kenyan rapid HIV testing protocol. For those testing positive, we assumed in-
fection to have occurred midpoint between first and second surveys. We calculated 
incidence rates and factors associated with new infections using Cox regression.
Results: Fifty three new infections occurred between the surveys; 23 in men and 30 
among women; giving an overall HIV incidence of 4.5% (95% CI: 3.4%-5.9%) with 
no significant difference between men 3.8% (2.5-5.7) and women 5.2% (3.6-7.4) 
(p=0.27). The majority of the people who participated in second survey as couples 
were concordant negative (68%) with 15% being concordant positive and, 9% discor-
dant women positive and 8% discordant men positive. For men, new HIV infection 
was associated with being recently married (aOR 0.11; 95%CI: 0.02-0.84); uncir-
cumcised (aOR 2.93; 95%CI: 1.03-8.37), polygynous (aOR 0.18; 95%CI: 0.05-
0.61) and reporting protected sex (aOR 0.26; 95%CI: 0.07-0.97). For women, 
new HIV infection was associated with increasing income (aOR 0.98; 95%CI: 0.95-
0.99); and being separated from spouse (aOR 4.39; 95%CI: 1.47-13.10).

Conclusions: Married people in the fishing communities on Lake Victoria have high 
HIV incidence. This HIV hotspot need to be targeted with appropriate interven-
tions such as PrEP rollout to shut down new infections. 

MOPEC0651
High prevalence of syphilis, hepatitis B and HIV among men 
who have sex with men in Tanga region, Northern Tanzania
H. Kigumi1,2, S.E. Msuya3, Men who Have Sex with Men 
1Local Government Training Institute, Health, Dodoma, Tanzania, United Republic 
of, 2Kilimanjaro Christian Medical University College, Community Health, Moshi, 
Tanzania, United Republic of, 3Kilimanjaro Christian Medical University College 
(Tumaini University), Community Health, Moshi, Tanzania, United Republic of  

Background: Whilst studies have shown a high prevalence of HIV and sexually 
transmitted infections (STIs) among men who have sex with men (MSM) globally 
and in Africa, few studies have been conducted in Tanzania.
Methods: A cross sectional study was conducted between April and June 2015 in 
four districts of Tanga region in north-east Tanzania. Interviews were conducted 
with 266 MSM followed by serological testing for syphilis, hepatitis B surface an-
tigen and HIV.
Results: The mean age of the participants was 27.2 (SD 6.7) years, 48% were mar-
ried or cohabiting, with median of 20 lifetime male partners and 23% reported con-
sistent condom use. The prevalence of Hepatitis B, syphilis and HIV were 28.2%, 
31.2%, and 33.8% respectively. Syphilis seropositivity was significantly higher in 
HIV-positive (54%) compared to HIV-negative men (24.6%), p< 0.001.
Conclusions: An effective response is needed in this setting to address the high 
prevalence of both sexually transmitted infections (STIs) and HIV amongst MSM. 
Programs that reach MSM and offer systematic screening for HIV and STIs, early 
entry in HIV antiretroviral treatment and effective treatment for STIs are urgently 
required to reduce HIV transmission among MSM themselves and in the general 
population. 

MOPEC0652
The comparative ability of two network interventions to locate 
undiagnosed positives and recently infected individuals in 
Odessa, Ukraine: the TRIPLE (TRIP-LitE) intervention, 
designed for improved implementation feasibility
L. Williams1, A. Korobchuk2, P. Smyrnov3, G. Nikolopoulos4, S. Friedman1 
1National Development and Research Institutes (NDRI), Institute for Infectious 
Disease Research, New York, United States, 2Alliance for Public Health, Odessa, 
Ukraine, 3Alliance for Public Health, Kyiv, Ukraine, 4University of Cyprus, Medical 
School, Nicosia, Cyprus 
Presenting author email: lwilliams@ndri.org

Background: The TRIP study showed that a complex network intervention was ef-
fective at locating recently infected HIV+ individuals (at its Athens, Greece site) 
and previously undiagnosed HIV+ individuals (at Athens; Chicago; and Odessa 
sites). Since TRIP is labor-intensive and might be difficult to translate to large-scale 
public health practice, we developed the lower-cost TRIP-LitE (TRIPLE), and com-
pared it to TRIP on its ability to locate/recruit undiagnosed positives and recent 
infections.
Methods: Recruitment started with recently-HIV-infected (in last six months, as 
determined based on Limiting Antigen Avidity (LAg) assay, testing history, and vi-
ral load) “seeds.” Members of seeds’ sexual and injection networks were recruited 
for two network “steps”: seeds’ direct network connections (Step 1), and the direct 
connections of those in Step 1 (Step 2). Network members received the same inter-
vention (TRIP or TRIPLE) as the seeds whose networks precipitated their recruit-
ment. TRIP seeds and Step 1 network members were asked to name all individuals 
they personally had sex with and/or injected drugs with, and all venues where they 
met people to have sex and/or inject drugs. We attempted to recruit all named in-
dividuals to the study using recruitment coupons given to the seeds or Step 1 mem-
bers. TRIPLE participants received brief education from intervention staff about 
recent infection and its associated risks and prevention. TRIPLE seeds and Step 1 
network members were asked to name anyone they knew who they thought might 
have been recently infected (regardless of whether they personally had direct sexu-
al/injection ties). We asked them not to name/recruit people they thought had been 
infected a long time. Finally, TRIPLE participants were given five extra recruitment 
coupons to give to anyone they had forgotten or deliberately not named who might 
have been recently infected.
Results: TRIPLE was not significantly different from TRIP in its ability to recruit 
undiagnosed positives (see Table), and recruited a larger proportion (n.s.) of recent 
infections. 
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Intervention Type N Previously Undiagnosed Positives 
(OR = 0.94; 95% CI 0.67, 1.30)

Recently Infected 
(OR = 2.23; 95% CI CI 

0.84, 5.87)
TRIPLE (03/2016-12/2016) 399 55 (13.8%) 7 (1.8%)
TRIP (11/2013-03/2016) 1131 165 (14.6%) 9 (0.8%)

[Comparing Network Yields from TRIPLE and TRIP]

Conclusions: TRIPLE is an appropriate choice for regular public health practice 
since it does as well or better at meeting its goals and is easier to implement. 

MOPEC0653
The high-risk sexual practices among adolescents accessing 
HIV/AIDS care services in the central region of Uganda
C. Ntulume Kyesswa1,2 
1Kyambogo University, Sociology, Kampala, Uganda, 2Sim’s Medical Centre, Clinical, 
Kampala, Uganda 
Presenting author email: cephasntulume@yahoo.com

Background: HIV positive adolescents in Uganda are sexually active just like their 
uninfected peers and with the availability of Antiretrovirals, the surviving popula-
tion of adolescents perinatally infected with HIV is increasing and they are becom-
ing sexually active with most of them engaging in unprotected sex. 
Objectives: This study aimed at determining whether HIV positive adolescents dis-
close their HIV status to sexual partners, identifying factors associated with sexual 
activity among them, finding out if they practice safe sex and determining age at 
first sex debut among them.
Methods: A descriptive cross-sectional study with an analytical component. 
Quantitative data was collected from a probability selected sample of 330 HIV 
positive adolescents aged 14- 19 years using interview schedules and qualitative data 
from 4 key informants. Data was analysed using both quantitative and qualitative 
methods.
Results: Overall, 47.7% of them have ever been in a sexual relationship with a higher 
likelihood among females (RR 1.51; p =0.0014). Peer pressure was the major cause 
of the sexual relationships (54.6%). 16.6% of them had non penetrative sexual ac-
tivities only. HIV positive adolescents in urban areas had a higher likelihood of not 
engaging in sexual relationship than those from rural areas (OR 0.41; p =0.0032). 
Over 35% of the respondents were sexually active with females showing a greater 
likelihood (RR 1.65; p =0.0035). About 66.7% had disclosed their HIV status to 
sexual partners, 84.3% were of the same HIV status as their sexual partners (p 
=0.002). 36% of those who had not disclosed to their partners felt guilty. HIV posi-
tive males had a higher likelihood of having sexual partners of the same HIV status 
(RR 1.39; p =0.02). Only 41.9% used condoms during last sexual activity and 87.2% 
had one sexual partner. About 33.6% had first sexual debut when they were below 
15years with (females 25.2%, males 8.4%, p =0.87).
Conclusions: HIV positive adolescents were sexually active especially females, 
more in rural areas. There was low condom use which was likely to propagate the 
spread of HIV and AIDS in Uganda. This calls for reproductive health needs of HIV 
positive adolescents to be addressed and integrated into HIV care programs. 

MOPEC0654
Clinical, psychosocial and structural reasons for disengagement 
in routine HIV care in urban Uganda: results of a cohort study
P. Nyakato1, A. Kiragga1, M. Ssuna2, J. Kigozi2 
1Infectious Diseases Institute - Makerere University, Research, Kampala, Uganda, 
2Infectious Diseases Institute - Makerere University, Outreach, Kampala, Uganda 
Presenting author email: pnyakato2@gmail.com

Background: The recent WHO test and Start guidelines recommend all newly di-
agnosed HIV patients initiated on ART irrespective of CD4 count. These guidelines 
are also a way of pushing the global effort to reach the 90-90-90 UNAIDS target. 
However, loss to follow up (LTFUP) still remains a big set back in the successful 
implementation and achievement of the goals. We sought to ascertain the clinical, 
psychosocial and structural reasons for LTFUP in six Kampala clinics in Uganda.
Methods: This was a prospective cohort study carried out between January 2013 
and August 2016. Patients who were ≥3 months late for their visits were outreached 
through telephone calls and/or home visits. Reasons for disengagement, disclosure 
status were sought from all the patients successfully traced and interviewed. Socio-
demographic and clinic variables were obtained from the clinics. Reasons for LTFUP 
were categorised into 3 broad groups; structural (lack of transport, moving homes), 
clinical (long waiting hours, drug stock out) and psychosocial (doubtful of HIV 
status, stigma and discrimination). Comparisons of socio-demographic and clinic 
variables with the categories of LTFUP and point of entry into care (PMTCT/ out 
patients department (OPD)) were examined.

Results: From a total of 33,850 registered patients, 4,161 were lost and 2,767 
traced. 2,107 (76%) were females with a median (IQR) age in years; 27 (23, 32). 
The median CD4 count cells/uL at enrolment was 480 (IQR 300, 675) with 71% 
on ART. 986 (46%) registered into clinics through PMTCT and 1,176 (54%) via the 
OPD. Structural barriers were the major reason reported for stopping care (76%) 
followed by psychosocial barriers (29%) and clinical barriers (11%). Patients com-
pletely disengaged from care reported more psychosocial reasons compared to 
those self-transferred and in care elsewhere (81% vs 19%, p< 0.0001). Women on 
PMTCT reported more psychosocial reasons compared to those entering through 
OPD (54% vs 46%, p=0.015). Patients reporting psychosocial and clinical reasons 
for disengagement were less likely to have disclosed compared to those reporting 
structural reasons (p=0.021).
Conclusions: In order to achieve the 90-90-90 target, there is need to address 
the structural, and psychosocial barriers to engagement in HIV care, particularly 
among women. 

MOPEC0655
Linkage to HIV care among transgender women in Lima, Peru
R.H. Novoa1, K.A. Konda2,3, J. Chow4, L.R. Carrera3, S.R. Leon3, G.M. Calvo3,  
B. Brown5, J.D. Klausner4, C.F. Caceres3 
1Universidad Peruana Cayetano Heredia, Public Health, Lima, Peru, 2David Geffen 
School of Medicine, University of California Los Angeles, Medicine, Division of 
Infectious Diseases, Lima, Peru, 3Universidad Peruana Cayetano Heredia, Center for 
Interdisciplinary Investigation in Sexuality, AIDS, and Society, Lima, Peru, 4University 
of California, Medicine, Division of Infectious Diseases, Los Angeles, United States, 
5University of California, Social Medicine and Population Health, Riverside, United 
States 
Presenting author email: rommy.h.novoa@gmail.com

Background: The prevalence of HIV infection in transgender women (TW) in Peru 
reaches up to 30% and their needs are not adequately addressed by current HIV 
care programs. Our objective is to explore if being a male-to-female TW is an ob-
stacle to linkage to HIV care in Lima, Peru.
Methods: We evaluated cross-sectional relationships between self-definition as a 
TW and linkage-to-care. The data collected from two sexually transmitted infec-
tion (STI) clinics that provide specialized services for men who have sex with men 
(MSM) and TW. Linkage-to-care was defined as having at least one self-report visit 
with the national HIV care program after HIV diagnosis. Associations with linkage-
to-care were analyzed using Poisson regression to estimate adjusted prevalence 
ratios.
Results: The study included 101 MSM and 29 TW living with HIV whose mean age 
was 31.4 ± 9 years. College education was reported by 30.0% of participants and 
56.7% had a monthly income greater than the local minimum wage ($250/month). 
A recent STI was diagnosed in 55 (42.3%) participants. In the adjusted multivari-
able model, the probability of linkage-to-care was 23% lower among TW (aPR = 
0.77; 95% CI 0.61-0.98). Among the 31 MSM/TW participants diagnosed during 
the study, 21 (67.7%) were linked to care and linkage took an average of 3.1 months. 
Among all participants, 93 (71.5%) received HAART at some period during the 
study. 

Characteristic Crude PR 95% CI Adjusted PR* 95% CI p-value

Transgender woman 0.84 0.65 - 1.09 0.77 0.60 - 0.99 0.040

Age (years) 1.01 1.01 - 1.02 1.01 1.00 - 1.01 0.002

Diagnosis of STIs, last 6 months 0.87 0.72 - 1.05 0.86 0.73 - 1.02 0.090
Time of diagnosis of HIV      
Before starting the study Ref.  Ref.   

At baseline 0.68 0.50 - 0.93 0.67 0.49 - 0.90 0.010

During the study 0.75 0.58 - 0.97 0.80 0.63 - 1.01 0.062
*Adjusted for self-definition as transgender, age and STI diagnosis in the last 6 months.

[Factors associated with linkage-to-care among MSM]

Conclusions: These findings shed light on the need for additional interventions to 
improve linkage-to-care among TW as a part of achieving the WHO’s „90-90-90 
objective“. 
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MOPEC0656
Condom use behaviour among people living with HIV:  
A 7-country community-based participatory research in the 
Asia-Pacific region
K. Deuba1, V. Kohlbrenner2, S. Koirala3, G. Marrone1, A.M. Ekström1 
1Karolinska Institutet, Department of Public Health Sciences, Stockholm, Sweden, 
2Programme to Foster Innovation, Learning and Evidence in HIV and Health 
Programmes of German Development Cooperation, GIZ, Bonn, Germany, 3Asia Pacific 
Network of People Living with HIV/AIDS, Bangkok, Thailand 
Presenting author email: keshab.deuba@ki.se

Background: Sexual transmission still drives HIV incidence among key populations 
in the Asia-Pacific region. Thus, understanding current risk factors and patterns of 
sexual risk behaviour among people living with HIV (PLHIV) is important for effec-
tive prevention. We examined the prevalence of inconsistent condom use and its 
correlates among PLHIV in the Asia-Pacific region.
Methods: Between 1 October 2012 and 31 May 2013, a total of 7 843 PLHIV 
aged 18 to 50 years were recruited using targeted and venue-based sampling in 
Bangladesh, Indonesia, Lao, Nepal, Pakistan, Philippines and Vietnam. Condom 
use behaviour in the past six months was assessed both at sexual intercourse with 
a regular partner and at sex with a casual partner (“In the past six months, how 
frequently did you use condoms when you had sex?”). Condom use behaviour was 
dichotomized into consistent use (“always”) and inconsistent use (“never”, “some-
times” or “most of the time”). Logistic regression was used to explore the associa-
tion between condom use behaviour and demographics, social support, stigma and 
discrimination, HIV-related literacy and various health-related variables.
Results: Overall, 43% of 3 827 PLHIV practised inconsistent condom use at 
sexual intercourse with their regular partner. An even higher proportion, 46% of 
2 044 PLHIV admitted that they practised unprotected sex with a casual partner. 
Participants from Lao reported the lowest prevalence of inconsistent condom use 
for both regular and casual partners, while participants from the Philippines had the 
highest risk behaviour. Inconsistent condom use was significantly associated with 
belonging to a key population (drug user, sex worker or refugee sub-population), 
not knowing that condoms are still needed if both partners are HIV positive, having 
a regular partner whose HIV status was either positive or unknown, having experi-
enced physical assault as well as with not receiving antiretroviral treatment.
Conclusions: This large 7-country study highlights a high prevalence of inconsistent 
condom use among PLHIV in the Asia-Pacific region. In addition to knowledge im-
parting interventions, the adoption and expansion of the ‚Test and Treat’ strategy 
(most of the countries in the Asia-Pacific region still use CD4 criteria for treat-
ment) could help to maximise the prevention benefits of antiretroviral treatment. 

MOPEC0657
The potential effect of initiating combination antiretroviral 
therapy with integrase Inhibitors on HIV transmission risk  
in British Columbia, Canada
I. Rozada, M. Lu, J.S.G. Montaner, V.D. Lima 
British Columbia Centre for Excellence in HIV/AIDS, Vancouver, Canada 
Presenting author email: irozada@cfenet.ubc.ca

Background: Integrase Inhibitors (IIN) represent one of the most efficacious class-
es of antiretroviral drugs currently available to achieve virologic suppression. Our 
objective was to estimate possible reductions in HIV forward-transmission risk from 
antiretroviral-naïve individuals initiating combination antiretroviral therapy (cART) 
with IIN-based regimens.
Methods: The change in plasma viral load (pVL) levels from cART initiation to vi-
rologic suppression, defined as < 200 HIV-1 RNA copies/mL, was calculated from 
a cohort of 1426 individuals who initiated cART between 2011 and 2014 with at 
least one year of follow-up; of those, 191 individuals initiated IIN-based cART. 
Cumulative risk of HIV transmission (CRHT) between the time of cART initia-
tion and virologic suppression was estimated from the area under the pVL curves 
(Figure1A), using a mathematical formula derived from the Rakai study. CRHT de-
pended on the stage of HIV at cART initiation, and was measured as the number of 
days at-risk based on the chronic stage of HIV, (one acute day corresponds up to 26 
days at-risk; one suppressed day corresponds to 0.04 days at-risk).
Results: Time to virologic suppression for IIN regimes was 35.4 days (95% con-
fidence interval (CI) 30.7-40.7), compared to 73.9 days (95% CI 69.3-78.7) for 
non-IIN. CRHT when initiating cART in the chronic stage was estimated to be 
equivalent to 6.4 days at-risk for IIN regimens, compared to 10.7 days for non-IIN. 
If cART were initiated in the acute stage, CRHT can be up to 243.4 days at-risk for 
IIN, compared to 402.6 days for non-IIN (Figure1B).
Conclusions: IIN regimens achieve faster virologic suppression, but the difference 
in cumulative risk with respect to other regimens is small in patients initiating cART 
in the chronic stage of HIV. The difference in cumulative risk is much greater for 
patients that start cART in the acute stage. 

[Figure 1. A) Cohort pvl trajectories, in the background, were aggregated to generate 
population-wide pVL curves. Non IIN regimes include Boosted and Non-Boosted 
Protease Inhibitors and Non-Nucleoside Reverse Transcriptase Inhibitors.  
B) The number of days at-risk, from cART initiation to virologic suppression, based on 
the stage of HIV at cART initiation.]

MOPEC0658
Reducing sexual risk and promoting acceptance of MSM living 
with HIV in India: outcomes and process evaluation of a pilot 
randomised multi-level intervention
V. Chakrapani1,2, P.P. Vijin1, T. Subramanian3, T. Kershaw4, R. Nelson1, M. Rajan3, 
A. James1, M. Shunmugam1 
1Centre for Sexuality and Health Research and Policy (C-SHaRP), Chennai, India, 
2Postgraduate Institute of Medical Education and Research (PGIMER), Chandigarh, 
India, 3National Institute of Epidemiology (NIE), Chennai, India, 4Yale School of Public 
Health, Yale University, New Haven, United States 
Presenting author email: cvenkatesan@hotmail.com

Background: MSM living with HIV (MSMLH) in India require culturally-relevant 
interventions to promote safer sex and reduce stigma. We developed and tested 
a theory-based (social personal model) multi-level intervention among MSMLH: 
one-to-one counselling intervention using motivational interviewing techniques to 
promote safer sex, and a community-level intervention to promote acceptance of 
MSMLH among MSM communities.
Methods: In 2015/16, we conducted a 2x2 factorial randomised controlled trial 
(RCT) with 119 MSMLH randomised to receive either individual-level intervention 
(ILI), community-level intervention (CLI), a combination of ILI+CLI, or standard-
of-care. MSMLH were recruited through community agencies in Tamil Nadu. In 
ILI, MSMLH received a 4-session tailored sexual risk reduction counselling; and 
in CLI, activities included community events to promote acceptance of MSMLH 
and speeches by MSMLH role models. Participants completed assessment at 
baseline (pre-intervention) and at 3rd and 6th months (endline). The primary 
outcome measure was sexual risk (e.g., unprotected anal/vaginal sex) in the past 
1/3 month(s). Mixed ANOVA analysis was conducted with standard-of-care, ILI, 
CLI, ILI+CLI conditions as between-subjects factor, and time (baseline/endline) as 
within-subjects factor. CLI’s effectiveness on community stigma was assessed by a 
cross-sectional pre-/post-CLI survey among 300 ‚general’ MSM. Process evalu-
ation included activities to assess intervention fidelity and post-intervention sat-
isfaction survey.
Results: Participants´ mean age was 38.4 (SD 9.1) and monthly income was INR 
7602 (~USD 126). Self-identification of participants were: kothis=57.1%; double-
deckers=24.4%; panthis=7.6%; bisexuals=6.7%, and gays=4.2%. Out of the 119 
MSMLH randomized, 105 (88%) completed pre- and post-intervention assess-
ment. Intent-to-treat analysis showed a decrease in sexual risk across all four condi-
tions (Time effect: F=32.5, p=.001), although only the three intervention groups 
showed a significant decrease. The ILI+CLI group showed a marginally significant 
decrease in sexual risk over time compared to the standard-of-care group (p=.08). 
Further, effect sizes are medium/large (d>.50) for the ILI+CLI group and CLI 
group. High intervention fidelity and high satisfaction were found among interven-
tion participants.
Conclusions: This pilot RCT among MSMLH has demonstrated feasibility and po-
tential effectiveness of theory-based interventions to reduce sexual risk. A combi-
nation of individual (motivational interviewing-based counselling) and community 
level (stigma reduction) interventions could effectively reduce sexual risk among 
MSMLH. 
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MOPEC0659
Associations between HIV-related discrimination, sexual 
stigma, internalised HIV stigma and depression: testing an 
extended minority stress model among HIV-positive MSM  
in India
V. Chakrapani1,2, P.P. Vijin1,2, T. Subramanian3, T. Kershaw4, R. Nelson1, M. Rajan3, 
M. Shunmugam1 
1Centre for Sexuality and Health Research and Policy (C-SHaRP), Chennai, India, 
2Postgraduate Institute of Medical Education and Research (PGIMER), Chandigarh, 
India, 3National Institute of Epidemiology (NIE), Chennai, India, 4Yale School of Public 
Health, Yale University, New Haven, United States 
Presenting author email: vijinpandara@gmail.com

Background: Limited data is available on the associations between stigma and men-
tal health outcomes among men who have sex with men living with HIV (MSMLH) 
in India. In line with Meyer’s minority stress model and prior research, we tested 
the hypothesis that HIV-related enacted stigma and sexual stigma will predict de-
pression, and their effects on depression will be mediated through internalised HIV 
stigma. Based on our qualitative formative research findings that MSMLH might 
blame their same-sex sexuality for having become HIV positive, we also hypoth-
esised that HIV-related discrimination experiences could heighten sexual stigma 
(See Figure), thus extending the minority stress model.
Methods: In 2015/16, we conducted a baseline survey among 119 MSMLH as part 
of a multi-level intervention to promote safer sex and reduce community stigma. 
Standardised scales measured: two key predictors - HIV-related enacted stigma 
(discrimination due to HIV) and sexual stigma (stigma due to same-sex sexuality); 
a mediator - internalised HIV stigma; and an outcome variable - depression. Path 
analysis was conducted with SPSS Amos-22.
Results: Participants´ mean age was 38.4 (SD 9.1) and mean monthly income was 
INR 7602 (~USD 126). A majority identified as kothis (57.1%) or double-deckers 
(24.4%), with others identifying as panthis/bisexuals/gays. Internalised stigma sig-
nificantly mediated the effects of HIV-related stigma (indirect effect=.24, p=.02) 
and sexual stigma (indirect effect=.09, p< .001) on depression. Sexual stigma sig-
nificantly predicted internalised stigma (direct effect=.36, p<0.001) and depres-
sion. HIV-related stigma did not significantly predict depression. As hypothesised, 
HIV-related stigma significantly predicted sexual stigma (direct effect=.18, p=.03). 

[Testing an extended minority stress model - MSMLH]

Conclusions: The findings offer evidence for the influence of both HIV-related 
stigma and sexual stigma on depression, and the influence of HIV-related stigma 
on sexual stigma, supporting an extended minority stress model among MSMLH. 
Interventions to prevent/reduce depression among MSMLH need to target inter-
nalised stigma, in addition to reduction/elimination of HIV-related discrimination 
and sexual stigma. 

MOPEC0660
Substance use and high-risk sexual behaviour in PLWH  
in France: results of the EQUIPIER study
M. Duracinsky1, P. Carrieri2, C. Goujard3, C. Duvivier4, P. Sellier5, L. Bodard6,  
L. Weiss7, S. Herrmann8, C. Lalanne1, O. Chassany1 
1EA 7334 REMES, Patient-Centered Outcomes Research, University Paris-Diderot, 
Sorbonne Paris Cite, Paris, France, 2INSERM, Marseille, France, 3AP-HP, Bicetre 
Hospital, Internal Medicine & Infectious Disease Department, Kremlin Bicêtre, 
France, 4Hôpital Necker, Paris, France, 5Hôpital Lariboisière, Paris, France, 6Institut 
Montsouris, Paris, France, 7Hôpital Européen George Pompidou, Paris, France, 
8Murdoch University, Murdoch, Australia 
Presenting author email: duracinsky.m@gmail.com

Background: Substance use and associated risk behaviors are common in PLWH 
and require harm reduction interventions. We aimed to better understand how they 
relate to health-related quality of life, anxiety / depression, and to personality traits 
among French PLWH.
Methods: French PLWH were enrolled from hospitals or the community using a 
web-based survey. Addictive behaviors included specific psychoactive substance 
use and consumption modes. Health-Related quality of life (HRQL) was measured 

using the PROQOL-HIV four dimensions: physical, mental, social health and 
treatment impact (scores ranging from 0 to 100, 100 reflecting better HRQL). 
Anxiety/depression was measured by HADS (2 dimensions). Temperament and 
Character Inventory questionnaire (TCI) assessed the personality traits.
Results: 517 PLWH were recruited (mostly in hospitals: 81%). 30% were women, 
mean age was 48 years, 89% had undetectable viral load. 15% reported daily alco-
hol use and 34% binge drinking at least once per month. One third of the sample 
smoked. Most commonly used drugs were cannabis (16%), poppers (14%), cocaine 
(6%), ecstasy (4%) and GHB (4%). Injecting drug use (IDU) was associated with 
lower HRQL : physical (64 vs 73), mental (62 vs 70) , social (58 vs 61) and higher 
anxiety (8,5 vs 7,3) and depression (6,8 vs 5,4) scores. 34% of patients reported 
unprotected sex and 5% sex for money. Most consumed substances during sex were 
poppers (18%), alcohol (12%), and cocaine (7%). From the entire sample 12% re-
ported always or often using drugs or alcohol during sex. Use of these substances 
was significantly associated with unprotected sex (65% vs 35%, p 0.001). Risk-
seeking behaviour and personality trait was significantly associated with alcohol, 
tobacco smoking and drug use but not with unprotected sex.
Conclusions: In EQUIPIER study, risky sexual behaviour was seen to be predomi-
nantly associated with drug and alcohol use; while IDU was associated with lower 
HRQL and increased depression/anxiety. Interventions to reduce rates of sub-
stance use continue to be needed for this population. 

MOPEC0661
Mass incarceration, prison release, and HIV incidence in the  
US South
B. Ojikutu1, S. Srinivasan2, L. Bogart3, K. Mayer4 
1Brigham and Women’s Hospital, Division of Global Health Equity, Boston, United 
States, 2Tufts University, Medford, United States, 3RAND Corporation, Santa Monica, 
United States, 4The Fenway Institute, Boston, United States 
Presenting author email: bojikutu@partners.org

Background: In the United States, the prevalence of HIV among incarcerated indi-
viduals is 5 times greater than among the non-incarcerated. The southern region of 
the US has the highest rates of incarceration, HIV incidence, poverty and economic 
inequality. Individuals living with HIV frequently cycle in and out of prison with 
return to home communities. We sought to determine the impact of prison release 
on HIV incidence in the US South.
Methods: Using 5-year cumulative case counts for new HIV diagnoses (2010-
2014), we calculated HIV incidence rates at the ZIP code level for nine cities in the 
US South: Atlanta, Houston, Miami, Orlando, Tampa, Jacksonville, Columbia, New 
Orleans and Baton Rouge. Regression models were estimated for HIV incidence 
rates. Independent variables included number of people released from prison per 
1000 population (prison release rate), economic inequality (GINI index), % popula-
tion living in poverty, % Black residents in the population, and a spatial variable to 
control for clustering of HIV.
Results: Mean incarceration rate across all 9 jurisdictions was 560 per 100,000 
adult population. Mean 5-year HIV incidence across all cities in the analysis (600 
ZIP codes) was 215 per 100,000 population. Across the nine cities, HIV incidence 
was significantly associated with prison release overall (r=0.43, p< 0.01) and for 
each city: Atlanta (r=0.46, p< 0.01), Houston (r=0.58, p< 0.01), Miami (r=0.59, 
p< 0.01), Orlando (r=0.40, p< 0.01), Tampa (r=0.41, p< 0.01), Jacksonville 
(r=0.67, p< 0.01), Columbia (r=0.45, p< 0.01), New Orleans (r=0.64, p< 0.01), 
and Baton Rouge (r=0.88, p< 0.01). In multivariate analysis including all nine cit-
ies, controlling for economic inequality, % living in poverty and % Black population, 
prison release rate remained significantly associated with HIV incidence. A 10 per-
son increase in prison release rate was associated with a 4.8% increase in overall HIV 
incidence—approximately 10 additional cases per 100,000 population.
Conclusions: In the US South, prison release is significantly associated with HIV 
incidence. HIV prevention interventions should promote timely linkage to ongoing 
treatment for released inmates living with HIV, as well as HIV testing, condoms, 
pre-exposure prophylaxis and safer injection equipment for all inmates and their 
partners to decrease onward HIV transmission post-release. 
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MOPEC0662
Short message service communication between HIV patients 
and their health care providers in a randomized controlled trial 
in Nairobi, Kenya
S. Muhula1, M. Lisa van der Kop2, K. Smille2, S. Karanja3, P. Nagide3, B. Abunah3, 
R. Gichuki3, R. T Lester2 
1Amref Health Africa in Kenya, Monitoring, Evaluation and Research, Nairobi, Kenya, 
2University of British Columbia, Department of Medicine, Vancouver, Canada, 3Amref 
Health Africa in Kenya, Nairobi, Kenya 
Presenting author email: samuel.muhula@amref.org

Background: Weekly short message service (SMS) conversation between people 
initiating ART and their health care providers (HCP) lead to improved ART ad-
herence and viral load supression, and provides and opportunity for outpatient 
support. We conducted an analysis of weekly SMS conversation between patients 
newly diagnosed with HIV and thier HCPs in the intervention arm of a randomized 
controlled trial (Weltel Retain NIH R01 MH097558-01) on retention in HIV care. 
Aims: to assess reasons for patients’ non-respondence to weekly SMS and docu-
ment health and psychosocial related problems reported by patients who respond 
to the SMS.
Methods: Trial participants were randomly allocated to intervention and control 
groups at a ratio of 1:1 at two HIV clinics in informal urban settlements in Nairobi. 
Those in the intervention arm received weekly SMS to check in on how they were 
doing by asking “Mambo?”and provide them the opportunity to identify whether 
assistance is required within 48 hours by responding “Sawa”or “Shida”. A HCP ex-
perienced in HIV care followed-up all patients who responded “Shida” for appropri-
ate advice. Those who did not respond within 48 hours were called by the HCP. 
The participants were followed-up for one year and all phone conversation from 
the SMS and voice calls recorded in the WelTel automated technology platform 
and clinic charts.
Results: The 352 intervention arm participants were followed-up for an average of 
49 weeks. Almost all (98%, n=346) the participants failed to respond at least once 
to the weekly texts; 94% (n=332) ever responded “Sawa” and 43% (n=151) ever re-
ported “Shida”. Main reasons for non-responce were; lack of airtime, responce with 
unrecorgnized text, no phone and difficulty operating phone to send SMS. Some of 
the health and psychosocial issues reported include: abdominal pains, body itchines, 
chest pains, diarrhoea, misplacement of drugs, not able to get time off work, termi-
nation of employment because of positive HIV status and lack of bus fare to clinic.
Conclusions: SMS communication may be an effective way to engage patients 
newly diagnosed with HIV for timely identification of communication challenges, 
health and psychosocial related problems faced for appropriate medical and social 
engagement. 

MOPEC0663
How can we improve development, implementation and 
evaluation of HIV prevention interventions in sub-Saharan 
African schools? A qualitative study with researchers
A.S. Sadiq1, C. Abraham1, S. Denford1, C. Mathews2 
1University of Exeter, University of Exeter Medical School, Exeter, United Kingdom, 
2South African Medical Research Council, Health Systems Research Unit, Cape Town, 
South Africa 
Presenting author email: a.sadiq@exeter.ac.uk

Background: To date, trials have shown limited effectiveness of school-based sex-
ual health interventions on prevention of sexually transmitted infections including 
HIV. Limitations in content, implementation or evaluation are some of the reasons 
for the limited effectiveness. We explore facilitators and challenges to designing, 
implementing and evaluating sexual health interventions in sub-Saharan African 
Schools from the perspectives of researchers.
Methods: We conducted 27 semi-structured interviews with researchers that have 
developed, implemented or evaluated a school-based sexual health intervention in 
sub-Saharan Africa. Researchers were purposely selected based on a published in-
terventions and suggestions by experts. Interviews were conducted face-face or via 
Skype video call, lasted 30-60 minutes and audio recorded. Interview audios were 
transcribed verbatim and analysed thematically. Intervention Mapping framework 
was used to organise themes that emerged from our data.
Results: Researchers interviewed are international experts with 2 to over 30 years 
of experience and were involved in at least one intervention in one of the follow-
ing countries- Kenya, Niger, Nigeria, Rwanda, South Africa, Tanzania, Uganda, 
Zambia and Zimbabwe. We identified 33 themes that mapped onto the six steps 
of Intervention Mapping framework. During development, social factors such as 
poverty and school infrastructures including quality of teaching, in addition to 
sexual health needs, should be addressed. School-based HIV prevention interven-
tions should be culturally sensitive, address inter-generational and open commu-

nications on sexual issues, and clearly state aims to avoid any misunderstanding. 
Curriculum should also address contemporary issues in HIV prevention (Treatment 
as Prevention, Pre-exposure Prophylaxis, Voluntary Medical Male Circumcision 
and Gender-Based Violence). During implementation, interventions should be 
prepared for oppositions at various levels for which we have also identified effective 
approaches for overcoming them. Due to limited teachers’ training in sub-Saharan 
Africa, provisions of simple but detailed facilitators’ manual together with sup-
portive supervisions may be critical in ensuring delivery fidelity. During evaluation, 
computerised audio devices and qualitative interviews with participant observations 
may facilitate collection and improve validity of adolescents’ sexual behaviours data 
respectively.
Conclusions: We identified specific recommendations useful for improving design, 
implementation and evaluation of school-based sexual health interventions in sub-
Saharan Africa. 

MOPEC0664
The crystal meth factor in the dynamic of HIV epidemic
N. Machouf1, J.-G. Baril1, E. Huchet1, J.-C. Brière2, E. Lefebvre1, S. Vézina1,  
S. Dufresne1, B. Lessard3, B. Trottier1, P. Coté1 
1Clinique Médicale du Quartier Latin, Research, Montréal, Canada, 2Université de 
Montréal, École de Santé Publique, Montréal, Canada, 3Nadaal Médicale du Quartier 
Latin, Research, Montréal, Canada 
Presenting author email: btrottier@cmql.ca

Background: We are on the way of reducing considerably the transmission of HIV in 
Canada since effective strategies to impede the epidemic, including TasP, PEP and 
PrEP are multiplying and easy to access here. However, chemsex (using new syn-
thetic drugs, including crystal-methamphetamine in a sexual context) raises con-
cern about reaching this goal. The objective of this study was to assess the impact of 
crystal use on risk factors of HIV transmission.
Methods: We conducted a single site, clinical based, anonymous survey at Clinique 
Médicale du Quartier Latin in Montreal, from Oct to Dec 2016. Information was 
self-reported through a questionnaire and all patients consulting at the clinic were 
eligible to the study. Data were analysed by ANOVA, Chi2-test and HIV determi-
nants were assessed by logistical regression, using SPSS.
Results: 529 patients filled the questionnaire, 73% were male, 65% MSM, mean 
age was 48 (IQR 36-60). Lifetime drug experience was high: cannabis (75%), co-
caine (46%), speed (37%), ecstacy (35%), ketamine (20%), GHB (25%) and crystal 
(15%). 45% of crystal users were HIV+ (compared to 18% of other drugs users and 
19% of non drug users, p< 0.001). As shown in the table, crystal users have distinct 
behaviour compared to other participants. 

 total 
(N=529)

No drug 
(N=112)

Drug other than 
Crystal (N=234)

Crystal 
(N=77) p-value

HIV-positive 111 19% 18% 45% < 0.001

Often/sometime combine 
Sex&drug

98 - 19% 56% < 0.001

Use drug to have a different 
sexual experience

80 - 16% 59% < 0.001

Number of sexual partners x 
last12months (mean,IQR)

9 4 (1 - 3) 8 (1 - 6) 51 (1 - 
38) < 0.001

Had STI x last 12months 86 9% 18% 34% < 0.001

Use ALWAYS condom with 
occasional partners

196 45% 45% 14% < 0.001

Use NEVER condom with 
occasional partners

83 16% 17% 38%  

MSM/Bisexual 309 53% 64% 89% < 0.001

Found sexual Partner by apps 130 18% 38% 71% < 0.001

[Table. Bivariate analyses for lifetime drug use]

HIV infection was 10 time more prevalent in recent crystal users (OR=9.14; 
95%CI= 3.55-23.55) even after controlling for other major risk factors (IDU, num-
ber of sexual partner, anonymous sexual partner, MSM).
Conclusions: A particular attention should be given to the assessment of crystal-
methamphetamine use in patients who come for STI screening, HIV prevention and 
also HIV care. Crystal users have high number of sexual partners; low condom use 
consistency; sexual intercourse with person they don’t know; high rate of STIs and 
high rate of HIV. Crystal specific harm reductions strategies should be developed 
rapidly to avoid losing the control over HIV epidemic. 
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MOPEC0665
Barriers of HIV testing in health care facilities, knowledge, 
attitude and practice of health care providers in the country  
of Georgia
K. Shermadini1, N. Badridze1, O. Chokoshvili1, A. Abutidze1, M. Tsintsadze1,  
T. Tsertsvadze1, K. Nelson2 
1Infectious Diseases, AIDS and Clinical Immunology Research Center, Tbilisi, Georgia, 
2Johns Hopkins Blumberg School of Public Health, Baltimore, United States 
Presenting author email: shermadinik@yahoo.com

Background: Georgia is a small country with HIV prevalence less than 0.5%. There 
is universal access to HIV treatment and care; however 50% of all HIV infected 
persons are not diagnosed until late in their infection. 
In order to evaluate the knowledge, attitude and practice of health care providers 
and barriers to HIV testing, we surveyed health care providers to develop recom-
mendations for improving the current strategies for HIV testing in health care fa-
cilities in Georgia.
Methods: Anonymous interviews were conducted of 330 randomly sampled phy-
sicians from June 1 to November 30, 2016. They were asked multiple questions 
concerning their knowledge, attitudes and practices concerning HIV and their 
perceived barriers to HIV screening. Data were analyzed using Epi_Info 7 survey 
module.
Results: Mean age of physician respondents was 43; 71% (234) were women with 
the mean work experience of 19 years. 44% (144) reported having received training 
on HIV and 87.5% (289) were aware of the national free HIV testing program. 79% 
(261) of providers reported that in their clinical settings HIV testing is performed. 
Clinical symptoms of HIV/AIDS were incorrectly identified by 65% (216) of re-
spondents and 16% (52) did not know the means of HIV transmission. Disclosure 
of patients HIV status to ensure physicians safety was considered mandatory by 
84% (277). Among respondents 32% (106) considered stigma, 48% (157) lack of 
information and 58% (190) financial resources and governmental and administra-
tive support as barriers for HIV testing.
Conclusions: The main barriers of HIV testing in health care facilities of Georgia 
include: low level of knowledge on HIV testing, treatment and prophylactic strate-
gies; poor motivation; HIV related stigma among health care workers; lack of HIV 
training programs, and insufficient financial or administrative support. Based on 
these findings, we suggest the need to improve HIV testing performance in health 
care facilities, in order to increase the early diagnosis and effective treatment of 
HIV patients, education of health care providers concerning the importance of 
screening for early diagnosis and treatment to preserve the health of HIV patients 
and prevent transmission is critically needed.
Acknowledgment: Study is supported by the International Science and Technology 
Center. 

MOPEC0666
Reported impact of intimate partner relationships on adherence 
to the vaginal ring in the MTN 020/ASPIRE trial
E. Pleasants1, T. Tauya2, K. Reddy3, B.G. Mirembe4, K. Woeber5,  
T. Palanee-Phillips3, E.T. Montgomery6 
1RTI International, Women’s Global Health Imperative, San Francisco, United States, 
2University of Zimbabwe-University of California San Francisco Collaborative 
Research Program (UZ-UCSF), Harare, Zimbabwe, 3University of the Witwatersrand, 
Wits Reproductive Health and HIV Institute (Wits RHI), Johannesburg, South Africa, 
4Makerere University - Johns Hopkins University Research Collaboration (MU-
JHU), Kampala, Uganda, 5South African Medical Research Council (SAMRC), HIV 
Prevention Research Unit, Durban, South Africa, 6RTI International, Women’s Global 
Health Imperative, San Francisco, United States 
Presenting author email: epleasants@rti.org

Background: Two recent trials have demonstrated that the dapivirine vaginal ring 
is a safe and effective method of female-initiated HIV prevention whose efficacy 
increases with adherence. A variety of factors impact product adherence, including 
intimate partner relationship dynamics and male partner support.
Methods: In-depth and focus group interviews were conducted with 214 partici-
pants in Malawi, South Africa, Uganda, and Zimbabwe during the nested qualitative 
component of the MTN-020/ASPIRE trial, a phase III placebo-controlled trial of 
a dapivirine vaginal ring. Women were asked about their intimate partner relation-
ships (type and number), the impact of ring use on their relationships, disclosure, 
perceptions of partners’ attitudes and support of ring use, partner engagement with 
the study, and challenges associated with ring use. Interviews were conducted in 
local languages, transcribed and translated into English, and coded and analyzed 
thematically using Nvivo.
Results: Intimate partnerships of ASPIRE participants varied in power dynamics 
and levels of traditionalism, trust, and commitment. The dynamics of each rela-
tionship, particularly the balance of power between participants and male partners, 

shaped their influence on adherence. Women whose narratives suggested higher 
independence from male partners, either because their relationships were casual or 
egalitarian, were more likely to describe using the ring without pre-emptively gain-
ing partner acceptance. They also reported fewer partner-related barriers to adher-
ence, often emphasizing that ring use was their decision alone. By contrast, among 
women who described engaging in relationships aligned with culturally-traditional, 
gender-imbalanced norms, there were more reports of challenges to ring use re-
lated to partners, including experiences of physical violence or forced ring remov-
als. The majority of women described being in stable, non-casual partnerships that 
were neither fully equitable nor inequitable. These women commonly discussed a 
dual sense of obligation and interest in sharing decisions about ring use with their 
partners, with some facing barriers in the process of disclosing and negotiating ring 
within their partnership.
Conclusions: The ways in which gender equality and dynamics are experienced 
individually by a woman, her partner, and within each relationship are important 
factors influencing women’s adherence. Strategies to involve men, and to address 
gender norms and relationship barriers more proactively could positively impact 
ring adherence. 

MOPEC0667
Keeping HIV status secret from steady partners: gender 
differences among migrants from sub-Saharan Africa living  
in France
J. Pannetier, A. Ravalihasy, A. Desgrées du Loû 
CEPED, Gender & Health, Paris, France 
Presenting author email: julie.pannetier@ceped.org

Background: Gender roles induce gender differences in keeping HIV status se-
cret from steady partners that should be considered in HIV prevention. In Europe, 
sub-Saharan African migrants are a key population for HIV infection. The aim of 
this study was to assess the prevalence and determinants of HIV status secrecy to 
steady partners among sub-Saharan African migrants living with HIV in France.
Methods: The ANRS-PARCOURS study is a life-event survey conducted in 2012 
in health-care facilities in the Paris region among a random sample of sub-Saharan 
migrants living with HIV (N=926). Migrants were retrospectively asked whether 
they had disclosed their HIV status to all their steady partners (i.e. a partner for 
at least a year) since HIV diagnosis to data collection. Characteristics associated 
with HIV secrecy were identified using mixed-effects logistic regression models, 
including time and place of diagnosis (i.e. before or since migration), relationships’ 
characteristics (their duration, whether partners were married, had a child; lived 
in different countries or had other partners during the relationship) and partners’ 
characteristics (their age, educational level and nationality).
Results: Keeping HIV status secret from steady partners was more frequent among 
men than among women (31.3% versus 24.8%, p=0.05). Among men, keeping HIV 
status secret from steady partners was associated with transnational relationships 
(ORa=1.75[1.06-2.91]) and steady partners with no or primary educational level 
(ORa=2.09[1.00-4.37]). Among women, keeping HIV status secret from steady 
partners was associated with not being married to partners (ORa=3.77[1.73-
8.20]), to the fact that partners had other partners during the relationships 
(ORa=1.91[1.11-3.29]) and to the fact that partners had no or a primary educational 
level (ORa=4.20 [1.93-9.15]).
Conclusions: Our study shows gender differences in level and determinants of HIV 
secrecy within the couple. Secrecy was higher among men and must be related to 
norms of masculinity that prevent men from seeking testing, care and talk about 
their HIV infection. Secrecy was linked to physical distance for men and social 
distance with the partner for women in contexts of polygamy, whether formal or 
informal. 
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MOPEC0668
Social oppression, sexual coercion and marital duty: the drivers 
of HIV among immigrant Afro-Caribbean women in Canada
E. Amoako1, A. Daftary2, L. Calzavara3, W. Tharao4, T. Mbulaheni5, L. Leonard6,  
M. Loutfy7, R. Kaul8, S.T. Ryan9, A. Burchell10 
1University of Toronto, IHPME, Toronto, Canada, 2McGill University, Department of 
Epidemiology, Biostatistics and Occupational Health, Montreal, Canada, 3University 
of Toronto, Dalla Lana School of Public Health, Toronto, Canada, 4Women’s Health 
in Women’s Hands CHC, Toronto, Canada, 5African and Caribbean Council on HIV/
AIDS in Ontario (ACCHO), Toronto, Canada, 6University of Ottawa, School of 
Epidemiology, Public Health and Preventative Medicine, Ottawa, Canada, 7Women’s 
College Hospital, Department of Medicine, Toronto, Canada, 8University of Toronto, 
Department of Medicine, Toronto, Canada, 9Black Coalition for AIDS Prevention, 
Toronto, Canada, 10St. Michael’s Hospital, Li Ka Shing Knowledge Institute, Toronto, 
Canada 
Presenting author email: elsieamoako@hotmail.com

Background: Afro-Caribbean women account for the largest number of new HIV 
infections in women in Canada, especially those emigrating from countries with 
generalized HIV epidemics. The MSAFIRI Study uses mixed methods to charac-
terize the social drivers of HIV acquisition in African, Caribbean and Black (ACB) 
immigrants post-migration to Ontario, Canada. We present a novel analysis of the 
relationship dynamics leading immigrant women to acquire HIV.
Methods: In-depth interviews were conducted with a purposive sample of ACB par-
ticipants enrolled in the MSAFIRI study, who identified their source partner and 
were infected post arrival. Analysis based in grounded theory.
Results: Participants included 21 women (4 Canadian born) of median 41 years´ age 
(range, 28-63); 52% were from Africa and 42% from the Caribbean. Participants 
had immigrated at diverse time-points; median time to HIV diagnosis post-migra-
tion was 14.5 years (range, 2-38). Participants´ source partners were either their 
immigration sponsors, or men still residing in participants´ countries of origin 
(whereupon infection occurred post-migration during a trip „home“). Relationship 
dynamics - many marital - were governed by women’s precarious immigration sta-
tus, and financial and emotional dependence on the source partner, which disem-
powered them from asserting any dominance or decision-making capacity in the 
relationship and in their social environment. This lack of control surfaced in partici-
pants’ accounts of sexual activities that led to HIV acquisition, ranging from their 
partner’s infidelity to subtle sexual pressures, but also more overt oppressive acts 
such as rape and incest. Sexually coercive acts were consistently reported by study 
participants, regardless of socio-demographic characteristics, acts that they were 
seldom able to openly acknowledge or resist.
Conclusions: HIV acquisition among Afro-Caribbean immigrant women is reflect-
ed in a culture of social oppression, marital duty and silent sexual coercion. The 
hierarchal structure of participants’ intimate relationships, coupled with fear, trust 
and dependence upon their partners - all tied to their immigration status - left them 
in a state of HIV vulnerability. There is cause to explore culturally competent HIV 
prevention strategies for this racialized population by addressing gender inequality, 
and delivering sustainable programming that builds immigrant women’s capacity to 
resist the oppressive dynamics that drive their risk for HIV. 

MOPEC0669
Trust issues: perspectives of male and female partners 
navigating dapivirine vaginal ring (VR) use in dyadic 
relationships; formative research outcomes from the 
CHARISMA study in Johannesburg, South Africa
L.D. Wagner1, A. Ayub2, F. Mathebula3, T. Palanee-Phillips3, S. Tenza3,  
M. Hartmann4, S. O’Rourke4, E.T. Montgomery4 
1RTI International, Women’s Global Health Imperative, San Diego, United States, 2RTI 
International, Child and Adolescent Research and Evaluation Program, Waltham, 
United States, 3Wits Reproductive Health and HIV Institute (WRHI), Johannesburg, 
South Africa, 4RTI International, Women’s Global Health Imperative, San Francisco, 
United States 
Presenting author email: wagner@rti.org

Background: Research suggests that women prefer to seek male partner agree-
ment to use microbicides, and partners’ knowledge and acceptance of microbicide 
use promotes product acceptability and self-reported adherence. To inform de-
velopment of the CHARISMA intervention to address gender inequalities in ring/
prevention use, we aimed to better understand how partners influenced disclosure 
and support for use.
Methods: Using semi-structured guides, we conducted 42 in-depth interviews with 
former participants of the MTN-020/ASPIRE trial of the dapivirine vaginal ring 
and their male partners in Johannesburg, South Africa, to explore how ring use and 
partnership dynamics interacted. We purposively sampled women who reported so-

cial harms or partner non-support (n=14; 33%) and women with supportive partners 
(n=14; 33%). We recruited a convenience sample of male partners (n=14; 33%). 
Interviews explored participants’ intimate partner relationships and their partner’s 
interaction with the trial. Thematic analysis of interview data was conducted using 
Dedoose software.
Results: Male and female narratives suggested that relationship trust was a key fac-
tor influencing HIV testing and partner disclosure and acceptance of study partici-
pation/ring use. Women’s perception of HIV risk was influenced by the level of trust 
within their relationships, and several women sought sharing HIV test results (by 
both partners) as a method of building or maintaining trust. Women reported that 
partner-related mistrust motivated ring use, and some male partners worried that 
ring use indicated their partner’s mistrust in them. ASPIRE participation also had 
negative and positive impacts on men’s trust in their partners. Some men indicated 
ring use strengthened their partnership, while more commonly, men suggested 
women may have used the ring to safely have side partners. The risk of generating 
male partner mistrust made some women apprehensive about disclosing ring use to 
their partner. Key elements influencing trust were communication style, tracking 
whereabouts, perceived in/fidelity, and dynamics around socializing.
Conclusions: Results indicate trust is an important factor impacting open commu-
nication and male partner acceptance of ring use. As the dapivirine ring proceeds 
closer to licensure, interventions supporting women’s agency to use microbicides 
safely and effectively are a priority, and trust issues are an important topic to ad-
dress in counseling directed to ring users. 

MOPEC0670
Free HIV tests on public spaces: a strategy which allows easy 
access to diagnose in the Autonomous City of Buenos Aires 
(CABA)
A.L. Arévalo1, A. Durán1, E. Carrizo1, L. Betti2, L. Marachlian2, F. Vulcano2,  
M. Nan3, M.L. Carones2, D. Serantes2, B. Carrozzi2, S. Vulcano2, P. Orge2,  
C. Hirsch2, G. Minissale2, L. Goldin2, F. Portnoy2 
1Ministerio de Salud, Coordinación Salud Sexual, Sida e ITS, Buenos Aires, Argentina, 
2Ministerio de Salud, Buenos Aires, Argentina, 3Ministerio da Saude, Buenos Aires, 
Argentina 
Presenting author email: ana_lucia@live.com.ar

Background: To reduce the negative impact caused by late HIV diagnoses in CABA 
(44% in men), since 2013, 25 testing centres and a new diagnose method, consist-
ing in the use of a rapid test in the screening and viral load in the confirmation, were 
created. Different campaigns took place on public areas to promote the quick HIV 
test and increase the demand of diagnose.
Methods: In 2015, the Ministry of Health started the campaign “Rapid HIV test on 
your neighbourhood”. This campaign consists in the use of sanitary trailers where 
the test is offered voluntarily, free and confidential with pre and post-test advice. 
For preliminary positive cases, the patient is transferred to the nearest hospital. The 
trailers are located in strategic points of the City of Buenos Aires.
We analysed the surveys for the people who took the test between 2015 and 2016.
Results: A total of 3847 tests were executed - 2087 men (54%) and 1760 women 
(46%) around 33 years of age on average. 48% of the total had never had an HIV 
test before (45% women and 52% men). 28% showed low level of instruction (in-
complete high school education or lower), no mayor difference between men and 
women. 
There were 49 preliminary positive results (38 men and 11 women, from which 9 
and 4 were tested for the first time respectively) with a global prevalence of HIV 
infection of 1.27%. 
The prevalence according to sexual practices in the male population was: MSM 
6.75% and HTS 0.71%.
In most of the cases, people who took the test said they approached the trailer by 
seeing it while they were walking, by reading about it in articles on the media or in 
social networks.
Conclusions: The results of the campaign showed a greater influx of males than 
usual in the health system. Compared to the general population data (0,4%), there’s 
a higher prevalence of HIV infection in heterosexual men (0.71%). This reaffirms 
the importance of continuing with the promotion of rapid tests on public areas. 
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MOPEC0671
HIV risks among Thai transgender women and potential 
technology-based HIV prevention interventions
T. Anand1, C. Nitpolprasert1, S.J. Kerr2,3,4, T. Nakpor5, W. Champa6,  
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P. Phanuphak1,2, N. Phanuphak1, on behalf of the Adam’s Love Study Team 
1The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2HIV-NAT, The Thai 
Red Cross AIDS Research Centre, Bangkok, Thailand, 3Kirby Institute, University of 
New South Wales, Sydney, Australia, 4University of Amsterdam, Institute for Global 
Health and Development, Department of Global Health, Academic Medical Center, 
Amsterdam, Netherlands, 5Sisters Foundation, Chon Buri, Thailand, 6Caremat 
Organization, Chiang Mai, Thailand, 7Rainbow Sky Association of Thailand, Bangkok, 
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Presenting author email: tarandeepsinghanand@gmail.com

Background: Transgender women (TG) in Thailand with HIV prevalence ranging 
between 10-17%, experience unique health inequities and face multiple barriers to 
accessing HIV services. A paucity of research exists on their HIV vulnerability and 
how interventions should be designed to address TG-specific needs. We examined 
HIV risk characteristics and elicited strategies for HIV prevention interventions 
from a sample of Thai TG.
Methods: TG participants were randomly recruited from community-based or-
ganizations (CBOs), TG-focused and gender-friendly clinics, websites, and online 
TG networks. Self-administered survey links, containing questions on socio-demo-
graphic, stigma, risk behaviors, technology use and preferences for technology-
based interventions, were distributed via e-mail, instant-messaging (IM) applica-
tions and social media networks to interested participants.
Results: Of 541 TG recruited, 212 (39.2%) responded to the survey from CBOs 
(45.3%), clinics (21.2%), websites (24.5%) and TG online networks (9%). Median 
age was 25 years (IQR: 22-30), 7.7% reported HIV-positive status, and 59.4% re-
ported previous STIs. Mean HIV/AIDS knowledge score was 9.56 (SD = 3.4) out of 
16. Mean age at first sex was 14.1 years (SD = 6.75). 
In the past 6 months, 23.6% had >5 partners and 47.2% inconsistently used con-
doms. In the past 3 months, 35.5% had exchanged sex for money, 18.8% used rec-
reational drugs, and 10.3% had group sex. Gender identity had caused fear among 
45.8% to receive health care and 39.1% had ever been rejected from providers. 
More than half (54.7%) spent >8 hours using Internet per day and 43.4% had 
sought sex online in the past 3 months. 
To optimize HIV prevention, a credible website featuring TG-friendly HIV test-
ing sites (61.3%), TG-specific health videos (51.9%), health forums (57.6%) and 
eCounseling (56.2%) was desired. A TG counselor (63.2%) was the most preferred 
eCounselor, followed by a woman (18.4%), and a man (10.4%). Personalized HIV 
and health-related reminders were acceptable for 84.4% with IM applications 
(44.7%) and SMS (21.8%) being the most preferred platforms.
Conclusions: Among Thai TG who were mainly young, at high-risk, and felt stigma-
tized by health care system, technology-based interventions proved to have very 
high potential to deliver needed support in non-stigmatizing settings and link TG 
from online to offline HIV clinical services. 

MOPEC0672
Factors that promote occupational substance use and related 
HIV risk: a qualitative assessment among female sex workers  
in Tijuana, Mexico
M. Salazar1,2, K. Brouwer1, L. Urada2, B. West1, M.G. Rangel-Gomez3, E. Reed2 
1University of California, San Diego, Medicine, La Jolla, United States, 2San Diego 
State University, San Diego, United States, 3Commission de Salud Fronteriza, Tijuana, 
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Presenting author email: marissa.m.salazar@gmail.com

Background: HIV prevalence among Female Sex Workers (FSW) in Tijuana, Mexico 
is 5-8% and as high as 14% among FSW who inject drugs. Factors related to work 
environment are primary in contributing to HIV risk among FSW. Occupational 
substance use (i.e., use of drugs/alcohol while working) is a critical work-related risk 
factor associated with inconsistent condom use with clients and increased HIV risk. 
However, more work is needed to better understand the factors promoting occu-
pational substance use and the pathways by which such use heightens HIV risk. 
Thus, the present study aimed to investigate the specific scenarios and factors in 
the work environment that promote occupational substance use and how such use 
increases HIV risk among FSW.
Methods: Qualitative data were from substance-using FSW (n=30) participating 
in a longitudinal study assessing HIV risk environments among a venue-based (e.g., 
bars, clubs) sample of FSW in Tijuana. Qualitative interviews were conducted to ex-
plore the specific scenarios of occupational substance use and how such use height-
ens risk for violence and HIV among FSW. Atlas Ti was used to code interviews for 
themes related to occupational substance use.

Results: Factors promoting occupational substance use among FSW included: a) 
making more money for sex trades that involve substance use with clients, b) using 
substances to facilitate working longer hours in sex work and c) substance use as a 
means to cope with stressors associated with sex work, particularly experiences of 
client violence. Factors identified by FSW to explain how occupational substance 
use increases HIV risk included: a) heightened experiences of client violence during 
sex trades when clients and/or FSW were using substances, and b) reports that sub-
stance use (either with clients or while working) prior to sex with clients decreased 
condom use negotiation power among FSW.
Conclusions: Findings highlight economic motivations and emotional coping as 
primary in contributing to occupational substance use among FSW, and violence 
was identified as a primary mechanism explaining the link between occupational 
substance use and HIV risk. Findings suggest that reducing economic vulnerability 
and violence will be critical to address occupational substance use and related HIV 
risk among FSW. 

MOPEC0673
Masculinity and uptake of HIV testing: validity of the 
conformity to masculine norms inventory-22 in Malawi  
and Zambia
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Lusaka, Zambia, 4Liverpool School of Tropical Medicine, Liverpool, United Kingdom, 
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Background: Men across sub-Saharan Africa are less likely to test for HIV or link 
to care than women. Qualitative research has highlighted the potential influence 
of masculine norms. We explored the Conformity to Masculine Norms Inventory 
(CMNI) scale in Malawi and Zambia, aiming for a validated scale to investigate as-
sociations between masculinity and previous HIV testing.
Methods: We reviewed psychometric scales measuring constructs related to mas-
culine norms, behaviours or attitudes. The CMNI was selected based on previous 
validation in Kenya, reported association with health-seeking outcomes, and sim-
plicity. The short version (CMNI-22) was amended for applicability, translated 
and back-translated into local languages, and piloted in Malawi. The scale was ad-
ministered as part of a baseline household questionnaire to men in rural Malawi 
(n=485) and periurban Zambia (n=334). Iterated principal factor analysis was used 
with oblique rotations. Factor loadings below 0.3 were disregarded. Eigenvalues and 
variance captured were used to select retained factors.
Results: Sampling adequacy (Kaiser-Meyer-Olkin) was 0.80 and 0.65 in Zambia, 
respectively. Cronbach’s alpha (scale reliability) was 0.75 and 0.68 in Malawi and 
Zambia. In Malawi, three factors were retained based on items relating to virility, 
violence and power over women; items associated with dominance and winning; and 
items pertaining to pursuit of status. In Zambia, two factors were retained. The first 
was associated with virility, violence and winning; the second, emotional control, 
dominance and power over women.
Conclusions: The interpretability of the items loading onto the retained factors was 
mixed and the tool performed differently in Malawi and Zambia, suggesting poor 
performance of the short-form scale. No masculinity-related scales have been vali-
dated in a rural or peri-urban African context. More research is needed to develop 
locally validated and generalizable scales for African settings: successful develop-
ment would facilitate investigation of masculine norms and their effect on uptake 
of HIV services. 

MOPEC0674
High HIV test yield among older men testing for the first 
time in Zimbabwe: implications for reaching 90-90-90 and 
preventing incident infections in young women
K. Webb1, V. Chitiyo1, S. Page-Mtongwiza1, D. Patel1, J. Murungu2, T. Maphosa1,  
B. Engelsmann1 
1Organisation for Public Health Interventions and Development, Harare, Zimbabwe, 
2Ministry of Health and Child Care, AIDS & TB, Harare, Zimbabwe 
Presenting author email: kwebb@ophid.co.zw

Background: Recent evidence highlights how sexual networks between young 
women and older men are driving HIV transmission in sub Saharan Africa. With 
a national HIV prevalence of 14.6%, reaching 90-90-90 in Zimbabwe will require 
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supporting undiagnosed individuals to know their status and initiate ART. Our ob-
jective was to explore HIV testing rates and yields by age, sex and health service 
entry points at 29 health facilities in Zimbabwe.
Methods: We conducted a retrospective cohort analysis of de-identified data from 
clients accessing HIV testing services at 29 purposively selected PEPFAR priori-
tised health facilities in 3 Districts of Zimbabwe (Bulilima, Mangwe, Mutare). All 
clients accessing HIV testing services from May-Aug 2016 were traced through 
multiple registers to document HIV test result and subsequent access to HIV Care 
and treatment services. Proportions were compared using Chi-squared tests in 
STATA V12.
Results: From May-Aug 2016, 7,027 HIV tests were conducted with a prevalence 
of 10.4% (95%CI:9.7-11.2). The majority of tests were conducted among women 
(67.3%; n=4,717), in antenatal care (28.3%; n=1,991). Men aged 25 and above had 
significantly higher HIV test yields than women of the same age (15.8% vs. 9.7%, 
p<0.0001).

[HIV test rate, new positives and test yield (%)]

Older men (45+yrs) HIV testing for the first time had the highest test yield (22%). 
Due to higher test rates, females accounted for 57.7% (n=423; 95%CI:54.0-
61.3) of new positives identified. Men testing HIV positive presented at older 
median[IQR] age (37[30-43] vs. 31[27-39]), had significantly lower ART initiation 
rates (75% vs. 82%, p=0.05), and lower median CD4 cell count[IQR](186 cell/
µL[101-316] vs. 334 cell/µL[186-519] than their female counterparts.
Conclusions: We observed lower HIV test rates, higher yields and lower linkages to 
HIV care among adult men. Reaching 90-90-90 and preventing new infections in 
Zimbabwe will require investment in evidence-based differentiated models of care 
to support timely uptake of HIV testing and treatment among adult men with un-
known HIV status. 

MOPEC0675
Qualitative findings of an HIV prevention intervention  
that empowers young women: Rise club case studies of social 
cohesion
L. Letsela, S. Goldstein, P. Kodisang 
Soul City Institute Social Justice, Monitoring and Evaluation, Johannesburg, South 
Africa 
Presenting author email: lebohang@soulcity.org.za

Background: Soul City Institute Social Justice introduced the RISE Young 
Women’s Clubs to build social cohesion, self-efficacy and resilience and access to 
health, social and economic services. The clubs are a space for young women (15 
-24 years) to support each other, work as a group to undertake projects in the com-
munity and, ultimately, prevent HIV through addressing structural drivers of HIV 
including discriminatory gender norms and gender based violence. Over 1000 clubs 
with 15000 members were established across 6 provinces.
Methods: A qualitative study was conducted with young women across 6 provinces. 
This was in the form of a series of case studies that utilised focus group discussion 
and in-depth interviews with stakeholders to measure the success of clubs in build-
ing social cohesion, resulting in young women being linked to required services to 
prevent HIV. Data was analysed thematically on Atlas Ti.
Results: Young women were linked to services such as social grants, access to con-
doms, health services including access to Sexual and Reproductive Health and HIV 
testing. The girls talked about having fun together. They felt empowered with life 
skills to protect themselves from HIV, substance abuse, violence and intimidation. 
Activities included, fundraising and gardening to support poverty stricken club 
members and families, as well as discussions about career guidance, tertiary studies 
and bursaries, dealing with finances and how to become leaders and role models in 
their communities. 
The girls reported how clubs foster an environment for supporting each other, 
thereby building social cohesion and resilience around health, social and educational 
outcomes.
Conclusions: The Rise clubs play an important role in building self-esteem and 
social cohesion among young women, and often fill a gap in their social support 

structures. Together addressing gender based violence, poverty and positive peer 
pressure are some of the ways that the clubs function to enable young women to 
remain HIV free. 

MOPEC0676
Changing the game for girls: encouraging results from a 
longitudinal study of a soccer-based HIV and SGBV prevention 
programme for adolescent girls in South Africa
B. Sanders1, C. Barkley1, N. Advani1, M. Das2, A. Cooper3, B. Moolman3,  
C. Coakley1, R. Banciu4 
1Grassroot Soccer, Cape Town, South Africa, 2International Center for Research on 
Women (ICRW), New Delhi, India, 3The Human Sciences Research Council (HSRC), 
Cape Town, South Africa, 4Grassroot Soccer, Lusaka, Zambia 
Presenting author email: ccoakley@grassrootsoccer.org

Background: More than a third of women in South Africa experience violence be-
fore the age of 18. Women are at a much higher risk of HIV infection than men, 
with young women aged 15-24 accounting for 60% of all new infections among 
young people. Gender inequality and intimate partner violence have been linked 
to increased risk of HIV. Grassroot Soccer (GRS) designed SKILLZ Street Plus 
(SSP), a programme that combines girls’ soccer with educational activities meant to 
empower at-risk adolescent girls to form gender-equitable attitudes and negotiate 
healthy relationships; respond better to violence in their lives and gain HIV-related 
knowledge, thus reducing the chances of risky sexual relationships and HIV infec-
tion. A longitudinal study and external evaluation measured changes in knowledge, 
attitudes and experiences of violence among girls before and after SSP.
Methods: Baseline and endline questionnaires were administered to girls (n=146, 
average age = 13.6) in two intermediate and two secondary schools in Soweto over 
an 18-month period. Project monitoring data were collected, including uptake of 
HIV testing and disclosure of experiences requiring follow-up. An external evalu-
ation investigated quantitative results through rapid ethnographies, focus group 
discussions (n=6) and interviews (n=19) with staff, coach mentors, SSP participants 
as well as male participants in mixed-sex GRS programmes.
Results: We observed increased percent of girls who reported intimate partner vio-
lence (IPV) as unacceptable (70% baseline; 89% endline) and reported decreases in 
justification and experiences of IPV. Some girls chose to leave physically and emo-
tionally abusive relationships. HIV testing uptake (ever tested for HIV and tested 
for HIV in last 3 months) increased from 12.3% to 43.9% and from 4.8% to 27.4% 
respectively. Girls reported greater confidence, self-efficacy and improved deci-
sion making. Disclosure of violence doubled from baseline to endline.
Conclusions: The SSP intervention has the potential to empower girls to pursue 
healthy and gender equitable partnerships and leave violent relationships, which put 
them at higher risk of HIV. It highlights the important role that families, friends and 
other support systems play, including schools, police and clinical services. GRS will 
use these encouraging findings to develop a more robust programme that tackles 
violence at multiple levels. 

MOPEC0677
Lessons learned: employing Indigenous methodologies and 
women-centred approaches to understand Indigenous women’s 
experience of HIV prevention and care in Quebec, Canada
N. O’Brien1,2, C. Martin3, D. Peltier4, A. Kaida5, M. Becker6, C. Bourassa7, S. 
Bruce8, M. Loutfy9, A. de Pokomandy1,2, on behalf of the CHIWOS-PAW Team 
1McGill University Health Center, Chronic Viral Illness Service, Montreal, Canada, 
2McGill University, Family Medicine, Montreal, Canada, 3Native Women’s Shelter 
of Montreal, Montreal, Canada, 4Canadian Aboriginal AIDS Network, Dartmouth, 
Canada, 5Simon Fraser University, Faculty of Health Sciences, Burnaby, Canada, 
6University of Manitoba, Centre for Global Public Health, Winnipeg, Canada, 7First 
Nations University of Canada, Indigenous Education, Regina, Canada, 8University 
of Manitoba, Community Health Sciences, Winnipeg, Canada, 9Women’s College 
Hospital, Women’s College Research Institute, Toronto, Canada 
Presenting author email: obrien.nadia@gmail.com

Background: Approaches to HIV-prevention and care with Indigenous Women 
in Canada must integrate and address challenges, and build on this population’s 
strengths. For Indigenous women (First Nations, Métis, Inuit), vulnerability to 
HIV is structured by gender inequity, colonization, racialization and social immobil-
ity (poverty, education). These structural inequities lead to disproportionate HIV 
rates; although Indigenous women are 4.3% of the Canadian female population, 
they represent 30.6% of new female diagnoses. Importantly, these vulnerabilities 
coexist with resilience, cultural continuity and strength. This abstract details lessons 
learned for prevention and care programming, drawn from our process conducting 
four full-day workshops with Indigenous women in Quebec, Canada.
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Methods: The research is embedded within the Canadian HIV Women’s Sexual 
and Reproductive Health Cohort Study - Prioritizing the Health Needs of Positive 
Aboriginal Women (CHIWOS-PAW). In Quebec, the purpose was to understand 
Indigenous women’s perspectives regarding women-centered strategies to improve 
HIV prevention, care and overall health. Between December 2015 and December 
2016, under the direction of an all-female team of Indigenous leaders, and drawing 
on Indigenous Methodologies, two research retreats, a community analysis work-
shop, and a celebration event were conducted with 14 Indigenous women.
Results: From our process we draw the following recommendations for the creation 
of accessible and acceptable prevention and care strategies for Quebec Indigenous 
women. Lessons learned included:
1) incorporating women-centered, culturally-adapted sharing circles, arts, and cer-
emony, encouraged participation, safety and comfort; 
2) conducting numerous workshops with the same women was valuable to partici-
pants and facilitators to build trust and adapt subsequent workshops to participants 
needs; 
3) confirming findings with participants was essential to ensuring that the knowl-
edge, experience, and priorities of Indigenous women were respected. 
Facilitators to our process included:
1) existing networks with Indigenous Elders, art-therapists, musicians; 
2) a strength-based, neutral space to conduct the workshops (e.g. Aboriginal Art 
Gallery); 
3) experienced Indigenous researchers with facilitation skills; and 
4) sufficient funds and coordination support to carry out multiple events.
Conclusions: Adopting a women-centered, strength-based, culturally adapted, 
peer-lead approach is essential to ethical, effective and appropriate prevention and 
care for Indigenous women. Further work by and with Indigenous women is needed 
to address HIV in Canada. 

MOPEC0678
Barriers to care and non-prescribed sex hormone use among 
trans women in São Paulo, Brazil
L.F. Maschião1, A.B.M. Rocha1, B.R.L. Redoschi1, T.P. Pinto1, C. Turner2,  
E.C. Wilson2, W. McFarland2, M.A. Veras1, Muriel Study Group 
1Santa Casa de São Paulo School of Medical Sciences, São Paulo, Brazil, 2San 
Francisco Department of Public Health, San Francisco, United States 
Presenting author email: lucafm@icloud.com

Background: Transwomen face significant discrimination and barriers to health-
care worldwide. Lack of trans-specific care has not only been associated with HIV-
related risk behaviours as gender affirming coping practices, but often results in 
non-prescribed sex hormone use and other medically unsupervised transition 
methods, leading to significant health complications. However, little is known about 
barriers to trans-specific care among transwomen in Brazil, where few facilities pro-
vide such services. To address this research gap, we analyzed factors associated with 
non-prescribed sex hormone use by transwomen in 7 municipalities of São Paulo 
state in Brazil.
Methods: Muriel Project was a cross-sectional consecutive snowball sampling study 
conducted from November 2014 to October 2015. A total of 673 transgender per-
sons were recruited through health care and social welfare services and answered a 
face-to-face interviewer-administered survey. This analysis focused on transwomen 
(n=616 out of 673). Descriptive statistics and poisson bivariable and multivariable 
regression models with robust variance were employed to assess, respectively, 
sample characteristics and non-prescribed sex hormone use associations with so-
ciodemographic factors, discrimination experiences, gender identity, transition 
procedures, sex work and health care access.
Results: Overall, 90.7% (n= 559) transwomen reported ever taking sex hormones, 
with mean age for starting at 17 years. Most (79.2%; n=444) of those who took 
sex hormones detailed non-prescribed use, which was associated with sex work (ad-
justed Prevalence Ratio [aPR]=1.23; CI95%=1.12-1.35) and medically unsupervised 
filler use (aPR=1.11; CI95%=1.01-1.21). Furthermore, use of chosen name in public 
health services (aPR=0.87; CI95%=0.76-0.99), and gender identity of woman 
(aPR=0.77; CI95%=0.65-0.91) or transsexual (aPR=0.89; CI95%=0.80-0.98) 
were found to be protective against medically unsupervised sex hormone use.
Conclusions: A high unsupervised sex hormone use prevalence was observed in our 
sample, possibly underestimated given the high proportion of participants recruited 
from health care services. Such findings may indicate barriers to trans-specific care 
and resort to medically unsupervised transition procedures, which might be exac-
erbated for sex workers. Ensuring social rights and providing adequate health and 
trans-specific care services may lessen non-prescribed sex hormone use and other 
unsupervised transition procedures, preventing subsequent risk behaviours and en-
suing better health outcomes for transwomen. 

MOPEC0679
Social Network Analysis of Women with HIV in South India
H. Tamir1, A.L. Rodriguez2, D.P. Stephens2, P. Madhivanan2, B. Melendrez2 
1Columbia University, ICAP- Epidemiology, Brooklyn, United States, 2Florida 
International University, Miami, United States 
Presenting author email: ht2453@columbia.edu

Background: Stigma is a global challenge to the prevention and treatment of HIV. 
Intersectionality, or layered stigma has compounded these barriers for women. 
Previous literature suggests health disparity among women with HIV compared to 
their male counterparts, with women reporting less support and greater stigma. In 
order to disentangle various contributors to stigma and its impact on mental health 
and overall wellbeing it is necessary to first understand the support systems and 
social networks in the general population compared to those of people living with 
HIV. The objective of this study was to map ego-networks of Indian women with 
HIV and demonstrate differences when compared to women without HIV. It also 
sought to uncover alters (people) providing primary support and substitutes who 
replaced traditional support-givers.
Methods: This study used a mixed-method design.
Four hundred South Indian women (300 HIV-negative and 100 HIV-positive) be-
tween the ages of 18-40 (m=24) completed surveys on support, quality of life, and 
social networks. Sixty of these women (30 HIV-negative and 30 HIV-positive) also 
joined semi-structured focus group discussions (6-8 women per group) on social 
networks, support, and HIV-knowledge. The following statistical tools were used 
for analyses: Atlas.ti for qualitative analysis, EgoWeb2.0 for social network analysis, 
and SPSS-21 for Anovas and multiple regressions.
Results: Preliminary results demonstrate significant between group differences, 
with women identifying as HIV-positive reporting fewer and weaker links in the be-
tween alters (people) in their networks when compared to HIV-negative counter-
parts. Furthermore women with HIV reported significantly less friends, but greater 
support from their adult children, particularly daughters and substitute alters, such 
as HIV-support group members.
Conclusions: HIV-related stigma may impact social and support network struc-
tures. It is necessary to further research this topic in order to improve prevention 
and intervention programs to include social awareness and support, with the even-
tual goal of improved mental health outcomes for people living with HIV. 

MOPEC0680
Psychological challenges and coping strategies among pregnant 
HIV-positive women aged 15-24 years in Lagos state
P.A. Utah1, I.P. Okafor1, C.S. Ejekam2 
1University of Lagos, Department of Community Health, Lagos, Nigeria, 2Lag, 
Community Health, Lagos, Nigeria 
Presenting author email: bfchioma@yahoo.com

Background: in Sub-saharan Africa, 76% of young people (15-24) living with HIV 
are female. an unplanned pregnancy can be an emotionally wrenching experience 
for woman and can be especially frightening for an unmarried adolescent, who may 
be unprepared to raise a child. Given the combination of stressors that are likely, 
the need for information about the psychological impact of HIV infection during 
pregnancy is imperative. The objective of this study is to identify the psychologi-
cal challenges and coping strategies adopted among pregnant HIV positive young 
women aged 15-24 years.
Methods: The study design was descriptive cross-sectional. Two hundred and three 
young women aged 15-24 PLWHA from PMTCT centers located across the urban 
Lagos state in Nigeria were consecutively selected. A structured interviewer-ad-
ministered questionnaire was used to collect data on socio-demographics, assessed 
psychological challenges using adapted WHOQOL-HIV and coping strategies us-
ing adapted Ways of Coping. Data was analyzed with SPSS version 20. Quantitative 
data were analyzed using inferential statistics and qualitative variables using per-
centage.
Results: Two hundred and three pregnant HIV positive young women were con-
fronted with various negative experience including: shame, confusion, anxiety over 
non-disclosure, poverty, lack of employable skill, interrupted education, lack of 
access to age appropriate sexual health information and services, social isolation 
and stigma and depression. A significant proportion of respondents were in psy-
chological distress (40%). Findings showed that,respondents who were married or 
co-habiting with a partner or in supportive relationships experienced less psycho-
logical distress. Employment status and income of respondents were significantly 
associated with the experience of psychological distress. In response to these chal-
lenges, majority of them 72.9% adopted problem focused coping strategy while 
about 27.1% used emotion focused strategy. They reported relatively high use of 
accepting responsibility and distancing but poor use of social support , self control-
ling and positive reappraisal which are positive constructs. The negative constructs 
used were confrontative coping and escape-avoidance coping.
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Conclusions: HIV infected pregnant young adults faced many serious psychological 
and social challenges. These challenges elicit both positive and negative coping and 
survival strategies. The coping strategies selected highlights need for interventions 
to aid healthier coping choices among those experiencing psychological distress. 

MOPEC0681
Relationship power imbalance and history of partner HIV 
testing among pregnant women in Uganda
C. Vrana1, J. Korte1, J. Matovu2, E. Buregyeya2, H. Chemusto3, W. Musoke3,  
R. Wanyenze2 
1Medical University of South Carolina, Public Health Sciences, Charleston, United 
States, 2Makerere University, School of Public Health, Kampala, Uganda, 3Mildmay 
Uganda, Kampala, Uganda 
Presenting author email: korte@musc.edu

Background: In some societies, a power dynamic is shifted towards greater power 
and resources given to males over females, and this imbalance can have a negative 
impact on health, including HIV prevention. Here we investigate the association 
between gender power imbalance and male partner testing for HIV among preg-
nant women attending antenatal care (ANC) in central Uganda.
Methods: This analysis uses baseline data from a cluster-randomized HIV self-test-
ing intervention from three ANC clinics in central Uganda. Pregnant women with 
HIV- male partners were recruited and randomized by day into standard of care or 
intervention (HIV self-testing kits for the male partner). Screening and baseline 
interviews were conducted using REDCap software on electronic tablets. Women 
were asked about history of partner testing, characteristics of their relationship, 
and other factors. Analyses were performed in SAS (9.4), with chi-square tests and 
a p-value <0.05 for significance.
Results: 1,473 women were recruited across the three sites between July and 
November of 2016 (698 in the standard of care arm, 767 in the intervention arm). 
Only 17.7% of the women’s partners had ever accompanied them to ANC (17.7%) 
and of the women who asked, only 39.6% of male partners had ever tested for HIV. 
Among women under 26, women’s contributions to household expenses were dif-
ferent by partner testing (overall p<0.001), with 36.3% of women whose partners 
tested making no contribution to expenses compared to 64.2% of women whose 
partners did not test. Relationship status also differed by partner testing (overall 
p=0.03), but 11.95% of women whose partners tested had a sometimes difficult 
relationship with their partner vs. only 5.6% of women whose partners did not test. 
Among women aged 26+, decision making for visiting family differed by partner 
testing (overall p=0.002), with 54.6% of women making joint decisions with part-
ners who tested compared to 36.9% whose partners did not test.
Conclusions: A higher relationship power balance is significantly associated with 
increased HIV testing among male partners testing when measured by household 
expenses and decision making, but not relationship status. Interventions aiming 
to increase relationship power balance could increase HIV testing among males in 
Uganda. 

MOPEC0682
Sociodemographic factors related to relationship power 
imbalance among pregnant women and their partners in Uganda
J. Korte1, C. Vrana1, J. Matovu2, E. Buregyeya2, H. Chemusto3, W. Musoke3,  
R. Wanyenze2 
1Medical University of South Carolina, Charleston, United States, 2Makerere University 
School of Public Health, Kampala, Uganda, 3Mildmay Uganda, Kampala, Uganda 
Presenting author email: korte@musc.edu

Background: In relationships where the power dynamic is shifted to males, the 
female partner may have numerous disadvantages, including lack of self-efficacy 
to prevent adverse health outcomes and obtain health care. We investigated so-
ciodemographic variables related to relationship power imbalance among pregnant 
women and their male partners in central Uganda.
Methods: We have completed recruitment into a cluster-randomized trial of HIV 
self-testing to increase partner testing in central Uganda. We recruited pregnant 
women from three ANC clinics. Women enrolled had a male partner aged 18+ 
whom she saw at least once a week, who she believed to be HIV-, and who did not 
test for HIV in the previous 6 months. We sought to determine at baseline, the 
relationship between sociodemographic factors and measures of relationship power 
imbalance within the couple.
Results: 1,473 women were recruited from July to November 2016 (698 standard 
of care, 767 intervention). Among women aged 25 and under, decision-making re-
garding her health care differed by her education status (overall p=0.0463), with 
12.15% of women with secondary education making joint decisions versus 6.49% of 
women with less education. Decisions on use of the woman’s income differed by 

partner’s education (overall p<0.001), with the man alone making the decision in 
11.37% of couples where the man had secondary education or higher, versus 26.64% 
among couples where the man had less education. Among women aged 26 and 
older, decisions regarding visiting family differed by the woman’s education level 
(overall p=0.004), with 50.98% of women with secondary education making joint 
decisions, versus 36.62% of women with less than secondary education.
Conclusions: While higher educational attainment in the male partner was related 
to increased decision making by the male only, we found that higher educational at-
tainment by the female was related to more joint decision making. Educational par-
ity within the couple, and in particular higher educational attainment by the woman, 
may help improve gender equity and health outcomes among couples in Uganda. 

MOPEC0683
Effect of adding TB/HIV referral coordinators on TB and HIV 
screening: a programme evaluation in Benue state, Nigeria
J. Okpala1, J. Sagay2, I. Kuku1, P. Christopher-Izere1, I. Abutu1, B. Oyeledun2 
1Centre for Integrated Health Programs, Abuja, Nigeria, 2Centre for Integrated Health 
programs, Abuja, Nigeria 
Presenting author email: janychino@yahoo.com

Background: Nigeria has the fourth largest TBHIV burden in the world. Benue 
state, in North Central, Nigeria has a high TB burden attributable to its high HIV 
prevalence of 5.6%.An assessment of the implementation of ICF among PLHIV 
in HIV care and treatment settings in Benue state by the US Centre for Disease 
Control revealed significant drop offs in the cascade from TB screening to treat-
ment of co-infected patients. 
We assessed the impact of introducing TBHIV referral coordinators on the number 
of people screened as well as diagnosed and started on TB treatment in five Local 
Government Areas (LGAs) of Benue State, Nigeria supported by the Centre for 
Integrated Health Programs.
Methods: 59 TBHIV volunteers and 5 LGA referral coordinators were trained in 
cough triaging, presumptive case identification, data management and linkages to 
comprehensive ART sites and were provided with monthly stipend. PLHIV were 
symptomatically screened for TB, Presumptive TB cases were referred to the 
DOTS clinic for sputum sample collection and follow up. The LGA coordinators 
supervised the volunteers. 
Data from four months (October 2015-January 2016) before implementation 
of the TB referral coordinators and four months after implementation (February 
-May 2016) were analysed using three TB indicators (PLHIVs screened for TB, 
Number of presumptive TB cases identified, number of TB cases diagnosed and 
placed on TB treatment) to evaluate the impact of the intervention.
Results: The number of clients offered TB screening increased by 91% within the 
period under review from 10,676 to 20,444 this was accompanied by a significant 
increase in number of presumptive TB cases identified (934 vs. 2567, p=0.00) 
However, there was no statistically significant increase in the case detection rate 
amongst the screened cases (5.8% vs. 7.1%, p >0.05).
Conclusions: The use of TBHIV referral coordinators improved TB screening and 
referrals in the LGAs.Additional measures need to be put in place to improve the 
case detection rate. 

MOPEC0684
Tuberculosis intensified case finding among people living with 
HIV in Côte d’Ivoire: coverage, caveats and way forward
A.F. Ouffoue1, F. Traore-Toure1, G.D. Etheredge2, G. Morineau3, K. Abo4,  
B.Y. Adja4 
1Family Health International (FHI 360), Abidjan, Cote D’Ivoire, 2Family Health 
International (360), Washington, United States, 3Family Health International (FHI 
360), Gaborone, Botswana, 4Ministry of Health, Abidjan, Cote D’Ivoire 
Presenting author email: fouffoue@fhi360.org

Background: Intensified case finding (ICF) for tuberculosis (TB) among people liv-
ing with HIV (PLHIV) is not performed routinely by health staff in Côte d´Ivoire 
(CI) despite being a mandatory routine practice since 2010. Implementation of TB-
ICF in 39 CDC-sponsored HIV care centers (HCC) was assessed to quantify the 
extent of the application of national guidelines and to provide recommendations 
for improvement.
Methods: A retrospective cohort study extracting data from PLHIV medical re-
cords was conducted. PLHIV were selected through two-stage cluster sampling. 
First, HCC were selected proportional to the current number of PLHIV on treat-
ment. Second, a fixed number of PLHIV medical records were selected among 
those aged 15 or older who had attended the HCC between September 2014 and 
March 2015. Data from selected patients’ last visit during the study period were 
recorded.
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Results: A total of 4410 patient records were used from 39 HCC spread nation-
wide. PLHIV had a mean age of 42.0 years and 72.6% were women. TB-ICF was 
performed for 79.0% of PLHIV. A multivariate logistic regression was used and odds 
ratios were estimated with 95% confidence intervals. Predictors of the absence of 
TB screening (p< 0.001) included attending facilities with more than 50 PLHIV 
per health care provider (HCP) (OR: 0.3583; 0.3075-0.4173) and HCC located 
in Abidjan (OR: 0.4353; 0.3730-0.5078), being older (>40 years; OR: 0.9824; 
0.9755-0.9895), having a higher CD4 count (OR: 0.9995; 0.9992-0.9997), and 
attending HCC with greater numbers of PLHIV (OR: 0.9998; 0.9998-0.9999). 
The implementation of TB-ICF was not associated with the existence of a diagnostic 
and treatment center for TB in the HCC (p=0.146).
Conclusions: TB-ICF in CI is hampered by understaffing at HCCs, and elderly peo-
ple are less likely to receive TB screening, possibly because they require lengthier 
consultation time than younger patients or because of a possible impact of survivor 
bias. Task shifting TB-ICF to lower level cadres at the HCC or community has the 
potential to improve coverage. Mentoring HCP on the need to attend to all pa-
tients, regardless of their CD4 count, and to older PLHIV are possible strategies 
for improving health service delivery in the short term. 

MOPEC0685
Access to and utilization of health and social services for people 
who inject drugs (PWID) in two urban areas of Mozambique, 
2013: results from a formative assessment
L.C. Dengo Baloi1, M. Boothe2, I. Sathane3, C. Sema Baltazar4, K. Ngale5,  
C. Inguane3, E. Fazito6, R. Horth2 
1Instituto Nacional de Saúde, Moçambique, Health Surveillance, Maputo, Mozambique, 
2University of California, San Francisco (UCSF), Maputo, Mozambique, 3Global 
Programs for Research and Training, Maputo, Mozambique, 4Instituto Nacional de 
Saude, Maputo, Mozambique, 5Pathfinder International, Maputo, Mozambique, 
6UNAIDS, Maputo, Mozambique 
Presenting author email: liliana.dengo.baloi@gmail.com

Background: Prior to the 2014 Integrated Biological and Behavioral Survey (IBBS) 
among PWID in Mozambique, data about health seeking behaviors or service up-
take for PWID did not exist. We present the results from the formative assessment 
component of the IBBS.
Methods: Standardized interview guides were used during key informant interviews 
(KII) and focus group discussions (FGD) in Maputo and Nampula/Nacala to discuss 
issues related to risk behaviors and access to and utilization of health and social ser-
vices by PWID. The target sample size was not defined a priori, but instead KII and 
FGD were conducted until responses reached saturation. Data analysis was based 
on the principles of grounded theory related to qualitative research. Transcripts 
were double coded and analyzed using NVivo (QSR International Pty Ltd. v10).
Results: Eighty-four respondents, ages 15 to 60, participated in KIIs and FGDs. 
Participants were majority male from diverse income levels and included current 
and former PWID, non-injection drug users, health and social service providers, 
peer educators, and community health workers. Respondents reported that PWID 
engage in high-risk behaviors such as needle and syringe sharing, exchange of sex 
for drugs or money, and low condom use. According to participants, PWID would 
rather rent, share or borrow injection equipment at shooting galleries than purchase 
them due to stigma, fear of criminalization, transportation and purchase costs, re-
stricted pharmacy hours, personal preference for needle sharing, and immediacy 
of drug need. Barriers to access and utilization of health and social services include 
distance, the limited availability of programs for PWID, lack of knowledge of the few 
programs that exist, concerns about the quality of care provided by health provid-
ers, lack of readiness as a result of addiction and perceived stigma related to the use 
of mental health services.
Conclusions: Mozambique urgently needs to establish specialized harm reduction 
programs for PWID and improve awareness of available resources. Services should 
be located in hot spot areas to address issues related to distance, transportation and 
the planning required for safe injection. Specific attention should go to the creation 
of PWID-focused health and social services outside of state-sponsored psychiatric 
treatment centers. 

MOPEC0686
The risk of HIV transmission at each step of the HIV  
care continuum among people who inject drugs
D. Escudero1, M. Lurie2, K. Mayer3, M. King2, S. Galea4, S. Friedman5, B. Marshall2 
1Harvard University, Epidemiology, Boston, United States, 2Brown University, 
Epidemiology, Providence, United States, 3Fenway Health, Boston, United States, 
4Boston University, Boston, United States, 5National Development and Research 
Institutes, New York, United States 
Presenting author email: escudero@hsph.harvard.edu

Background: People who inject drugs (PWID) are at continued risk for HIV in the 
US, and experience disparities across the HIV care continuum compared to other 
high-risk groups. Estimates of the risk of HIV transmission at each stage of the care 
continuum may assist in identifying public health priorities for averting incident 
infections among PWID, and sexual transmissions to those outside this risk group.
Methods: We created an agent-based model simulating HIV transmission and the 
HIV care continuum for PWID in New York City (NYC) in 2012. Using surveil-
lance data and estimates from the National HIV Behavioral Surveillance system, 
we simulated a dynamic sexual and injecting network. We estimated the propor-
tion of HIV transmission events attributable to PWID in the following categories, 
those: without an HIV diagnosis (‚Undiagnosed’); diagnosed but not on antiretro-
viral therapy (ART) (‚Diagnosed−not on ART’); those who initiated ART but were 
not virally suppressed (‚Unsuppressed’); and, those who achieved viral suppression 
(‚Suppressed’).
Results: We estimated HIV incidence among PWID to be 113 per 100,000 person-
years in 2012. The main results are presented in Figure 1; despite accounting for 
only 33% of the HIV-infected PWID population, the Undiagnosed were associated 
with 52.6% (95% simulation interval [95% SI]: 47.1-57.0%) of total transmission 
events. The Diagnosed−not on ART population contributed the second-largest pro-
portion of HIV transmissions, with 36.6% (95% SI: 32.2-41.5%). The Unsuppressed 
population contributed 8.7% (95% SI: 5.6-11.8%), and Suppressed 2.1% (95% SI: 
1.1-3.9%), relatively little of overall transmission.

[Figure 1. Population size and transmission attributable to HIV care continuum steps 
among people who inject drugs in New York City, 2012]

Conclusions: Among PWID in NYC, more than half (53%) of transmissions were 
from those who were unaware of their infection status and more than 36% were due 
to PWID who knew their status, but were not on treatment. Our results indicate 
the importance of early diagnosis and interventions to engage diagnosed PWID on 
treatment to further suppress population-level HIV transmission. 
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MOPEC0687
Regional differences in injection drug use behaviors: baseline 
results from the HPTN 074 vanguard HIV prevention trial
W. Miller1, S. Rose2, I. Hoffman3, E. Piwowar-Manning4, B. Hanscom5, D. Burns6, 
T.V. Ha7, Z. Djoerban8, K. Dumchev9 
1The Ohio State University, Epidemiology, Columbus, United States, 2FHI360, 
Science Facilitation, Durham, United States, 3University of North Carolina, School of 
Medicine, Chapel Hill, United States, 4Johns Hopkins University, Patholody, Baltimore, 
United States, 5SCHARP-FHCRC, Biostatistics, Seattle, United States, 6US NIH, 
Division of AIDS, Bethesda, United States, 7UNC Chapel Hill, Bioinformatics, Chapel 
Hill, United States, 8University of Indonesia/Cipto Mangunkusumo Hospital, Faculty of 
Medicine, Jakarta, Indonesia, 9Ukrainian Institute on Public Health Policy, Research, 
Kiev, Ukraine 
Presenting author email: srose@fhi360.org

Background: High-risk sharing practices among people who inject drugs (PWID) 
are thought to be primary sources of HIV transmission in several parts of the world, 
including Eastern Europe and Southeast Asia. PWID in these regions face signifi-
cant barriers to HIV testing and engagement in care. Understanding regional dif-
ferences among PWID is essential to developing effective intervention strategies.
Methods: The HPTN 074 trial is a two-arm, randomized, vanguard study designed 
to determine the feasibility of an integrated intervention combining psychosocial 
counseling and supported referral for antiretroviral therapy and substance use 
treatment for HIV-infected PWID in Vietnam, Ukraine and Indonesia. Network 
units consisting of an HIV-infected index with VL >= 1000 copies/ml and up to five 
of his/her HIV-uninfected injection partners were randomly assigned to the inter-
vention or standard of care. Here we evaluate baseline demographic and behavioral 
data by country.
Results: Between April 2015 and June 2016, 504 networks (504 indexes and 656 
partners) were enrolled. The majority of enrollees were men (87%), with 82% of the 
enrolled women coming from Ukraine. The overall mean age was 34. Drug use and 
injection practices varied substantially by country. In Vietnam heroin was almost 
exclusively used (99%), while in Indonesia participants reported using both heroin 
(82%) and buprenorphine (38%). In Ukraine there was little reported heroin use 
(9%) but significant injection of diverted methadone (84%), homemade opioids 
(75%), and amphetamines (36%). In Indonesia 73% reported using non-injectable 
stimulants, compared to 28% in Ukraine and 18% in Vietnam. Risky injection prac-
tices also varied, with 42% of HIV-negative partners in Ukraine reporting using a 
needle after someone else, compared to 33% in Indonesia and only 18% in Vietnam. 
Over 70% of partners in Vietnam reported no needle sharing in the past three 
months, compared to 45% in Ukraine, and 0% in Indonesia. Ukrainian indexes re-
ported an average of seven injection partners, compared to four in Indonesia and 
three in Vietnam.
Conclusions: Demographics and drug-use behaviors differ dramatically across the 
three HPTN 074 sites. These differences highlight the heterogeneity of substance-
use-related HIV epidemics and suggest the need for flexible, region-specific strat-
egies for combating HIV among PWID. 

MOPEC0688
Predictors of HIV seroconversion in people who inject drugs  
in Ukraine
A. Meteliuk1, A. Mazhnaya2, S. Filippovych1, F.L. Altice3 
1ICF Alliance for Public Health, Kyiv, Ukraine, 2Johns Hopkins Bloomberg School of 
Public Health, Department of Health, Behavior and Society, Baltimore, United States, 
3Yale University School of Medicine, Section of Infectious Diseases, AIDS Program, 
New Haven, United States 
Presenting author email: meteliuk@gmail.com

Background: While there were 39,664 people who inject drugs (PWID) officially 
registered with drug addiction clinics in 2016, WHO estimates 310,000 PWID 
in Ukraine. Even though harm reduction services for PWID were introduced in 
Ukraine in 2001, national surveillance studies show that in 2015 the prevalence of 
HIV in PWID was 20.1%. The objective of this analysis was to assess the level of HIV 
seroconversion in PWID in Ukraine and its predictors.
Methods: The data were collected in 2014-2015 within ‘Access to Medication 
Assisted Therapy’ project implemented in partnership with Yale School of 
Medicine. Respondent-driven sampling was used to recruit current PWIDs (n=521) 
and random sampling was used to recruit opioid antagonist treatment (OAT) pa-
tients (n=434) in 5 regions of Ukraine. Interviews were followed by rapid HIV test-
ing. Seroconversion was defined as present if the respondent stated he had been 
tested HIV-negative before and was tested HIV-positive after the interview. The 
predictive model using logistic regression weas built with HIV seroconversion as 
the outcomes. Potential confounders included demographics, risky sexual behavior, 
risky injecting behavior, length and frequency of injecting, alcohol intake, and his-
tory of incarceration.

Results: Mean age of participants was 37.3 years (s.d.8.2); most of respondents 
were male (73.8%); lived with their partner (40.5%); mean length of injecting was 
22.2 years (s.d.9.1). Prevalence of HIV in the sample was 47.7%. Prevalence of se-
roconversion was 4.1%(n=39). The mean interval for HIV seroconversion was 2.9 
years (s.d.3.3; range: 1-20). The results of logistic regression showed that OAT had 
a protective effect against HIV(OR=0.45, 95%CI=0.26-0.78) seroconversion. 
Neither risky injecting behavior nor length/frequency of injecting were statistically 
significant.
Conclusions: Despite large coverage of PWID with harm reduction services coun-
trywide, the prevalence of HIV seroconversion in this key population remains very 
high. As of January 2017, OAT programs cover only 22.5% of PWID officially regis-
tered with drug addiction clinics. Given the low coverage of PWID with OAT, transi-
tion to governmental funding of OAT programs as well as OAT being proved to be 
effective in HIV prevention, there is an urgent need in large OAT programs scaling 
up in Ukraine on national level. 

MOPEC0689
Injecting drug use and sex work: two interconnected risky 
behaviors in Egypt
C. Khoury1, Y. Elkei1, M. Abdel Malak1, S. Elkamhawi1, W. Elbeih2, N. Elkot3,  
N. Sanan4, E. Elkharrat5, H. Ramy6, S. Kozman7, C. Soliman1 
1FHI 360, Cairo, Egypt, 2Drosos Foundation, Cairo, Egypt, 3Hayat, Cairo, Egypt, 
4Befrienders, Cairo, Egypt, 5Freedom, Cairo, Egypt, 6Ain Shams University, Cairo, 
Egypt, 7YAPD, Alexandria, Egypt 
Presenting author email: ckhoury@fhi360.org

Background: Injecting drugs and involvement in sex work are often interrelated 
and populations involved in both behaviors are at higher risk of acquiring HIV. 
According to the Bio BSS conducted in 2010, an estimated 13.1% in Cairo and 
10.8% in Alexandria of Male Injecting Drug Users (IDUs) had sex with commercial 
sex workers. The Drosos and Ford Foundations, in collaboration with FHI 360, have 
established the Network of Associations for Harm Reduction (NAHR) in Egypt in 
an attempt to reduce risky behaviors among key populations.
Methods: Biological and behavioral data were collected from six NAHR Compre-
hensive Care Centers (CCCs) in Greater Cairo and Alexandria between March 2013 
and August 2016. The population sample was selected using two main indicators; 
males ever injecting drugs and ever having sex in exchange for money or goods.
Results: NAHR CCCs received 934 male IDUs involved in sex work. The major-
ity was between the ages of 25 and 35 (64.4%). About one quarter were married 
(24.7%), 44.0% received some university education, and 53.1% were employed. 
More than two thirds of the sample started injecting drugs between the ages of 
16 and 24 (71.3%). Ever sharing needles or syringes was reported by 82.4% while 
91.5% ever shared paraphernalia. Injection of Heroin last month was reported by 
67.1% whereas 76.8% had sex last month. Exchanging sex for drugs in the last six 
months was reported by 37.1% of the visitors. During the last sex, only 3.1% and 
3.0% used condoms with steady and non-steady partners respectively while 59.3% 
expressed their willingness to use condoms. The HIV prevalence was 3.3% among 
the studied population.
Conclusions: Given the high rate of drug injection and needle sharing, coupled with 
extremely low condom use, there is a need to integrate a double faceted approach 
in Harm Reduction projects targeting populations at risk. An interlocked method of 
safe sex safe injection should lead the new era of an HIV-free generation. 

MOPEC0690
Large scale respondent driven sampling among persons who 
inject drugs in Haiphong, Vietnam: involvement of peer-support 
groups is key for success
H. Duong Thi1, D. Des Jarlais2, T.H.O. Khuat3, M.K. Pham1, J.P. Moles4,  
G. Hoang1, T.T. Nham3, V. Vu Hai5, J. Feelemyer2, K. Arasteh2, R. Vallo4,  
C. Quillet4, D. Rapoud4, L. Michel6, T. Hammett2,7, D. Laureillard4,8, N. Nagot4 
1Hai Phong University of Medicine and Pharmacy, Hai Phong, Vietnam, 2Icahn School 
of Medicine at Mount Sinai, New York, United States, 3Supporting Community 
Development Initiatives, Ha Noi, Vietnam, 4Inserm U 1058, Etablissement Français 
du Sang, University of Montpellier, Montpellier, France, 5Viet Tiep Hospital, Dept of 
Infectious and Tropical Diseases, Hai Phong, Vietnam, 6CESP/Inserm U 1018, Pierre 
Nicole Centre, French Red Cross, Paris, France, 7Abt Associates, Cambridge, United 
States, 8Caremeau University Hospital, Infectious Diseases Department, Nîmes, France  

Background: Haiphong has seen a high prevalence of HIV and HCV infections 
among persons who inject drugs (PWID); recruitment of drug users can often be 
difficult due to the stigmatized nature of their behavior. In this study, we assess 
the efficiency and obstacles of respondent driven sampling (RDS) survey in Hai 
Phong, Vietnam.
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Methods: Using RDS we enrolled participants into a large HIV care and preven-
tion intervention. The PWID peer support groups acted as Community-Based 
Organizations (CBO). The RDS participants were recruited in 2 offices of CBOs, 
who were also critical in the RDS implementation, by examining sensitive topics 
such as the amount of the honorarium, the use of the fingerprint reader (to avoid 
participating multiple times in the study) and on-site urine analysis (to confirm re-
cent drug use eligibility criterion). In addition, CBO members also were involved in 
adapting RDS procedures to the increased police pressure on traditional hot spots 
and its subsequent changes in the drug scene. Initially, a total of 20 seeds were used 
to launch the RDS and enroll participants from two sites, both CBO offices. An 
additional estimation of coupon distribution was conducted to understand locating 
PWID.
Results: RDS recruitment was particularly efficient, with 1385 subjects recruited 
in 13 weeks; the average age of participants was 39 (SD 9) years and 94% were male. 
The rate of recruitment was most affected by the changing drug “market” among 
PWID in Hai Phong. Changes in the RDS procedures included increased number of 
coupons given to participants, recruitment of new seeds and increased participation 
fees. Among the coupons distributed to participants, approximately 50% were giv-
en to other potential participants. The main reasons participants could not distrib-
ute their coupons included difficulties in locating PWID, the clearing of hot spots 
by the police and PWID being uncomfortable with disclosing their injection status.
Conclusions: RDS is still efficient for recruitment of PWID, but modification of 
RDS procedures will require adaptation of RDS network analyse. The involvement 
of CBO members well connected with the drug milieu is crucial for this purpose. 

MOPEC0691
Increased methamphetamine use among persons injecting 
heroin in Vietnam: time to rethink harm reduction and 
addiction care for HIV control? ANRS 12299/NIDA 
P30DA011041 DRIVE-IN study
H. Duong Thi1, L. Michel2, O. Khuat Thi Hai3, G. Hoang Thi1, K. Pham Minh1,  
M. Peries4, T. Nham Thi Tuyet3, V. Vu Hai5, R. Vallo4, C. Quillet4, T. Nguyen Thi6,  
J.P. Moles4, T. Hammett7, K. Arasteh7, J. Feelemyer7, D. Laureillard4,8,  
D. Des Jarlais7, N. Nagot4 
1Hai Phong University of Medicine and Pharmacy, Haiphong, Vietnam, 2CESP/
Inserm U 1018, Pierre Nicole Center, French Red Cross, Paris, France, 3Supporting 
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Français du Sang, University of Montpellier, Montpellier, France, 5Viet Tiep Hospital, 
Department of Infectious and Tropical Diseases, Haiphong, Vietnam, 6Provincial 
AIDS Center, Haiphong, Vietnam, 7Icahn School of Medicine at Mount Sinai, New 
York, United States, 8Caremeau University Hospital, Infectious Diseases Department, 
Nîmes, France 
Presenting author email: duonghuong2001@gmail.com

Background: In Vietnam, HIV and HCV epidemics are much concentrated among 
persons who inject drugs (PWID). A national control program including combined 
interventions have decreased the rate of new HIV infections. However, recent 
increase in methamphetamine (Ice) use is alarming, since it has been associated 
with HIV/HCV risky behaviors and therefore could alter the program efficacy. The 
objective of this survey is to assess Ice use and associated HIV/HCV risks among 
intravenous heroin users.
Methods: A respondent driven sampling (RDS) survey was first conducted to 
identify drug use and characterize HIV risky behaviors among PWID in Haiphong, 
Vietnam, through a face-to-face questionnaire, urine testing for drug use and HIV/
HCV testing. A sample of PWID was then included in a one-year cohort study to 
describe community-based organization (CBO)-supported access to care (metha-
done treatment) and the evolution of drug use over time. Methamphetamine and 
cannabis use were based on self-report or urine detection.
Results: Among the 603 PWID included in the RDS survey, all were injecting 
heroin with 2.6 injections per day on average, 186 (30.9%) were also using meth-
amphetamine (Ice) including 3 injectors. In multivariable analyses, not having a 
medical insurance (OR=1.70, 95%CI: 1.01-2.85), having a household registration 
in Hai Phong (OR=2.33, 95%CI: 1.09-5.01), having methadone in urine (OR=1.70, 
95%CI: 1. 12-2.59), having several sexual partners during the last 3 months 
(OR=2.28, 95%CI: 1.43-3.65), having their syringes used by others (OR=2.15, 
95%IC: 1.06-4.37), number of injections in a typical day (OR=1.34 per 1 injection 
increase per day, 95%IC: 1.10-1.63) and having ever been tested for HIV (OR=1.78, 
95%CI: 1.17-2.68) were associated with a higher risk of methamphetamine use (self-
report+urine test). Among the 250 RDS participants enrolled in the cohort, Ice use 
increased dramatically from 30.4% to 49.0% at one year, and was clearly associated 
with not starting methadone during follow-up (OR=3.34, 95%IC: 1.92-5.79).
Conclusions: Ice use increased dramatically among PWID in Vietnam. PWID using 
heroin together with Ice had a higher-risk profile and a lower likelihood to enroll in 
the methadone program, despite CBO support. Current HIV harm reduction strat-
egies should be tailored for this subpopulation in a comprehensive way. 

MOPEC0692
New strategy to implement HIV, HCV and HBV screening and 
surveillance in Centers for Drug Addiction, Italy North-West
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Background: In spite of excellent results to decrease new HIV infections, as dem-
onstrated by the national HIV surveillance system, in the last 20 years in the Italian 
Drug Addiction Services (DAS), due to educational and preventive programs, drug 
users (DU) remain a vulnerable population. Recent data shows a generally low cov-
erage of screening testing for the major drug-use-related infections in DAS. In this 
context, a project aimed to increase HIV, HCV and HBV testing coverage and build 
up specific recommendations was conducted over two years (2014 and 2015) in-
volving the 66 local DAS in Piemonte, Italy North-West.
Methods: Four key points were focused and developed: 
1) educational and testing training of about 180 health care providers; 
2) set up of an electronic database to monitor testing activity (SPEDI); 
3) offering oral HIV rapid test in the so called “refractory” patients (i.e. person 
repeatedly not compliant to HIV testing; 
4) linkage to care for new infected people. 
DUs with a least one visit were included and offered HIV, HCV and HBV testing 
with conventional serology.
Results: The DUs population consisted of 16,931 people (20% females, median age 
42.5). The global testing rate significantly increased from 2014 to 2015 (from 25.1 
% to 30.7 % for HIV; 33.7% to 44.3 % for HCV and 37.6 to 44.3 % for HBV). The 
percentage of “never tested” people fell down by about 10% for each virus (from 
50.5 % to 40.6 % for HIV, 61.7 % to 51.9 % for HCV and 50.2 % to 40.4 % for 
HBV). The prevalence rate of HIV, HCV and HBV infections was 4.1 %, 28.2 and 
14.7 %, respectively. Regional recommendations on HIVand Hepatitis screening in 
DAS setting were developed considering critical issues such as testing in not com-
pliant clients.
Conclusions: The project was successful in enhancing HIV and Hepatitis testing in 
DAS; HIV rapid testing on oral fluid helped to screen difficult-to test clients. The 
prevalence HIV, HCV and HBV infection was significantly high, thus justifying new 
strategies of testing coverage for disease prevention and linkage to care of patients. 

MOPEC0693
Testing and linkage to care for injecting drug users (TLC-IDU) 
in Kenya: a baseline assessment in western region
J. Lizcano1,2, A. Kurth1, C. Cleland3, H. Musyoki2, P. Cherutich2 
1Yale University, New Haven, United States, 2Ministry of Health, Nairobi, Kenya,  
3New York University, New York, United States 
Presenting author email: john.lizcano@yale.edu

Background: HIV infections in sub-Saharan-Africa increasingly occur among 
people who inject drugs (PWID). The World-Health-Organization (WHO) recom-
mends antiretroviral-therapy (ART) to enhance viral-suppression among persons at 
high-risk of transmission including PWID. We present data from an behavioral and 
biomedical study of a baseline-assessment in the Western region in Kenya among 
PWID.
Methods: We used respondent-driven-sampling (RDS) to reach PWID for HIV-1 
and Hepatitis-C-virus (HCV) prevalence and viral load determination, using estab-
lished procedures from the parent TLC-IDU study done in Nairobi and Coast. In 
western Kenya we collected study data in a six-month period in PWID service sites, 
including behavioral data collected using computer tablets, rapid HIV and HCV 
testing, point of care (POC) CD4 determination and referral to HIV clinics for 
HIV-positives for follow-up and early ART initiation for those with CD4 < 500/µL, 
before the recent change of ART guidelines.
Results: 655 have been screened with 649 found eligible (99.1%). Most eligible 
participants are male (97.1%). Median age is 30 years. Median age at first injection 
is 26 years. Median number of injections per day is 2. Use of marijuana is common 
(42.6%). 24.3% had vaginal or anal sex without a condom in the past 12 months. 
Most men are circumcised (89.3%). 4.3% (n = 28) are HIV positive. 80% of those 
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with HIV infection reported having been prescribed anti-HIV medication. 10.7% of 
those with HIV infection were newly diagnosed by our study. 0.5% (n = 3) are HCV 
reactive/PCR confirmed. 1 of those screened (0.2%) participated in the study in an 
earlier survey period in Nairobi.
Conclusions: Current Kenyan guidelines have facilitated access to ART among 
PWID. The combination of RDS and rapid HIV testing has been an effective strat-
egy for finding PWID with HIV and HCV infection in the Western region of Kenya, 
including those not previously diagnosed. POC CD4 was helpful in terms of early 
ART-initiation for those who are HIV-positive; under the new guidelines every-
one should initiate ART right after testing HIV-positive regardless of CD4 count. 
HCV-prevalence among PWID appears to be still low in the western Kenya region, 
presenting an important opportunity to avoid further HCV (and HIV) transmis-
sion. 

MOPEC0694
Differences in characteristics by preferred point of access  
for sterile injection equipment among people who inject drugs 
(PWID) in Washington, DC
A. O’Rourke1, M. Ruiz2, S. Allen3 
1American University, Department of Sociology, Washington, United States, 2George 
Washington University, Milken Institute School of Public Health, Washington, United 
States, 3Johns Hopkins University Bloomberg School of Public Health, Baltimore, 
United States 
Presenting author email: sallen63@jhu.edu

Background: Research indicates that people who inject drugs (PWID) who use sy-
ringe service programs (SSPs) engage in fewer risky injection behaviors and have 
lower rates of HIV and Hepatitis C. Those who engage with SSPs receive additional 
wrap around services (i.e. HIV testing, referrals for PrEP, etc.) which are not avail-
able through other methods of syringe access, such as intermediaries who distribute 
sterile injection equipment obtained at SSPs among other PWID, also known as 
secondary syringe exchange (SSE). We examined the demographic and substance 
use characteristic differences of PWID in Washington, DC by preferred method of 
accessing sterile injection equipment.
Methods: Surveys were collected from 514 PWID between March and April 2014. 
Variables included demographic and drug use information. Of those sampled, 345 
participants reported a preferred method for accessing syringes: 236 preferred 
SSPs, 76 preferred SSE, and 33 indicated no preference (NP). Qualitative data 
describing participant preference provided context for understanding preference 
and bivariate analyses identified characteristic differences between groups.
Results: When asked why they preferred their specified method for obtaining clean 
syringes, both SSP and SSE PWID reported trust and ease of access/convenience 
as primary reasons for their preference. Those preferring SSP also used words like 
safe and clean while those preferring SSE used the word privacy to describe their 
preference. Bivariate analysis found that compared to those preferring SSPs, SSEs 
were significantly (p<0.05) younger, preferred injecting heroin and cocaine com-
bined, reported less preference for heroin injection alone, and reported more illicit 
drug use (particularly cocaine and marijuana). Compared to SSEs, those with NP 
were significantly (p<0.05) older, reported using more channels to obtain clean 
syringes, and more alcohol use (but less cocaine and marijuana use).
Conclusions: These data shed valuable insights into HIV prevention among PWID 
populations. Specifically, SSPs can use this information to devise new strategies for 
gaining access to marginalized segments of PWID populations and provide more 
intensive services (e.g., PrEP) that support their HIV prevention needs (includ-
ing linkage to treatment for HIV+ PWID). SSPs should strive to understand client 
preferences for service delivery and the factors that characterize different prefer-
ence groups. 

MOPEC0695
Assessment of the risky behavior among female PWIDs  
at harm reduction program in Georgia
M. Gogia1, K. Stvilia2, G. Jikia1, S. Asatiani2, I. Khonelidze3 
1Georgian Harm Reduction Network, HIV Prevention, Tbilisi, Georgia, 2National 
Center for Disease Control and Public Health, HIV Management, Tbilisi, Georgia, 
3National Center for Disease Control and Public Health of Georgia, Tbilisi, Georgia 
Presenting author email: marine_gogia@yahoo.com

Background: Needle sharing practice remains the main factor for spreading HIV 
(47.3%) among PWIDs in Georgia. In spite of 5 times increased coverage of female 
IDUs by Needle and Syringe program (NSP) women IDUs remain hard to reach 
population. The objective of this study was to analyse risky injection/sexual behavior 
of PWIDs/female IDUs who are the clients of NSP, if there is a difference in behav-
ior of male and female PWIDs.

Methods: Consecutive sampling was used to recruit PWIDs during 5 months in 
2015. The selection criteria was: 
a) Drug injection practice during last month; 
b) Being a beneficiary of NSP program for more than 6 month; 
c) Age more than 17 years. 
Sample size was 1032, among them females were 129 (12,5%). Structured question-
naire of Risk Assessment Battery (RAB) was used to assess Drug Risk and Sex Risk 
Items separately and calculate RAB Score.
Results: Female IDUs reported not using drugs in a close environment. They in-
ject drugs with more than 2 person and mostly don’t share injectable equipment 
(94.9%) While 38% of male PWIDs stated needle sharing practice at least once 
during last month, among them 43.8% shared with one person and 56.1% with more 
than 2 persons (p< 0.05). As referring to sexual practice, 15.97% female IDUs had 
more than 2 sexual partners during the last 6 months with whom 22.7% use con-
doms regularly, 21.1% sometimes and 32.3% always. It was meaningful to find that 
10.08% of female study participants (2 times less than men) never had an HIV test 
and 34.45% of them had HIV test a year ago. Total RAB Scale Score for female 
PWID study participants was 0.26 (Range=0-1).
Conclusions: The study results demonstrate that female IDUs practice risky be-
havior but their practice is less risky than men IDUs. This refers to both sexual and 
injection behaviors. HIV testing rate is low among female PWIDs and reasons be-
hind this need further investigation. The findings of this study will be used to address 
the risks female IDUs face, to modify program according to their needs, to develop 
and test new approaches for attracting, retaining and increasing safe behaviors of 
female IDUs. 

MOPEC0696
PrEP interests among people who inject drugs in Baltimore, 
Maryland, USA: A missed opportunity in prevention
S. Sherman1, J. Park2, S. Allen1, P. Chaulk3, B. Weir4 
1Johns Hopkins Bloomberg School of Public Health, Department of Health Behavior 
and Society, Baltimore, United States, 2Johns Hopkins Bloomberg School of Public 
Health, Department of Epidemiology, Baltimore, United States, 3Baltimore City 
Health Department, Baltimore, United States, 4Johns Hopkins Bloomberg School of 
Public Health, Health Behavior and Society, Baltimore, United States 
Presenting author email: ssherman@jhsph.edu

Background: PrEP is indicated for those most at risk of HIV including people 
who inject drugs (PWID). In the U.S., there has been a lag in engaging PWID in 
PrEP initiation and maintenance compared to other high-risk populations. Among 
PWIDs (N=298) in Baltimore, Maryland, USA, we examined PrEP knowledge, 
interest, and uptake among HIV-uninfected participants (n=267), as well as cor-
relates of PrEP interest.
Methods: Interviews were administered via CAPI to PWIDs who were recruited 
from the Baltimore Syringe Exchange Program (SEP). Demographic, drug use, and 
PrEP-related frequencies were explored and multivariate associations with ever 
having heard of PrEP.
Results: Study participants reported being a median of 45 years old, were 31% fe-
male, 55% Black, and 36% White. The sample was socioeconomically vulnerable 
with 82% reporting having <high school degree and 58% currently homeless. The 
majority (87%) reported daily injection, 14% reported having engaged in receptive 
syringe sharing, and 38% reported primarily injecting in public (e.g., street, park, 
stairwell, car, bathrooms, shooting gallery, abandoned house). HIV infection was 
reported by 11%. Among HIV-negative uninfected participants, 83% had tested for 
HIV in the past year, 25% had ever heard of PrEP, 62% were interested in being 
on PrEP, and 86% endorsed that they could easily take a pill daily. The majority 
of those interested in PrEP reported that they would use sterile needles (94%) or 
condoms (90%) while on PrEP. In a multivariate model, being interested in PrEP 
was associated with receptive syringe sharing (AOR 3.3: 95%CIs: 1.4-8.2) and pri-
marily injecting in a public place in the past 30 days (AOR 1.9, 95%CIs: 1.1-3.4).
Conclusions: In an urban US city, HIV-uninfected PWIDs are largely unaware yet 
interested in receiving PrEP. As with ART roll-out and coverage, PWID have been 
largely underserved in regards to PrEP. Their PrEP interest was driven by the risky 
injection practices of receptive syringe sharing and public injection. Three decades 
into their HIV epidemic, HIV persists at high rates. Programs are needed to pro-
mote PrEP to PWID and engage them in PrEP care. Their ritual drug use potentially 
bodes well for taking oral PrEP daily. 
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MOPEC0697
A comprehensive HIV and stimulant use prevention 
intervention for Cambodian female entertainment and sex 
workers reduces psychological distress and improves economic 
well-being
A. Carrico1, J. Evans2, E. Stein2, C. Sophal3, Y. Neak4, M. Sokunny5, S. Ngak5,  
M.-C. Couture6, C. McCulloch2, L. Maher7, K. Page8 
1University of Miami, Public Health Sciences, Miami, United States, 2University 
of California, San Francisco, San Francisco, United States, 3Ministry of Health, 
Department of Mental Health and Substance Abuse, Phnom Penh, Cambodia, 
4National Authority for Combating Drugs, Phnom Penh, Cambodia, 5FHI 360 
Cambodia, Phnom Penh, Cambodia, 6University of San Francisco, San Francisco, 
United States, 7UNSW Australia, Kirby Institute for Infection and Immunity, Syndey, 
Australia, 8University of New Mexico, Albuquerque, United States 
Presenting author email: adamwcarrico@icloud.com

Background: HIV prevention services for female entertainment and sex workers 
(FESW) could function as a platform for targeting key risk factors for HIV infec-
tion, including amphetamine-type stimulant (ATS) use and economic distress. We 
examined the effectiveness of sequentially delivered interventions to decrease ATS 
use and improve economic well-being for addressing psychiatric as well as structural 
outcomes relevant to HIV prevention with FESW.
Methods: This cluster randomized stepped-wedge trial in 10 Cambodian provinces 
enrolled 1,198 FESW to test the effectiveness of a comprehensive HIV and ATS use 
prevention package leveraging SMARTGirl, an existing HIV prevention platform 
for Cambodian FESW. The prevention package included a conditional cash transfer 
with cognitive-behavioral aftercare (CCT+AC) intervention to reduce ATS use fol-
lowed by a microenterprise (ME) opportunity. Outcomes assessed in 600 FESW 
purposively targeted for the 18-month follow-up were: 
1) clinically significant distress (≥ 25 on the Kessler -10);
2) monthly income 3) housing instability; and 
4) food insecurity. After baseline, FESW with problematic patterns of ATS use 
were allocated to receive a 4-month CCT+AC intervention. All FESW who were 
abstinent from ATS at six months were allocated to receive a ME opportunity, which 
included a 3-day financial literacy training and optional microloan application.
Results: At 12 months, relative to baseline participants had 79% lower odds 
of reporting clinically significant psychological distress (Adjusted Odds Ratio 
[AOR]=0.21; 95%CI 0.07-0.64; p=.006) and 68% lower odds of any housing 
instability AOR=0.32; 95%CI 0.13-0.78; p=0.01). At 18 months, FESW had 
89% lower odds of any food insecurity (AOR=0.11; 95%CI 0.02-0.53; p=0.006) 
but significant reductions in psychological distress and housing instability were 
not maintained. There were no concurrent increases in monthly income over the 
18-month follow-up (p’s>0.14). 

 Psychological 
Distress Monthly Income Any Housing 

Instability 
Any Food 
Insecurity 

 AOR (95% CI) ARR (95% CI) AOR (95% CI) AOR (95% CI)

6 Months 0.43 (0.22 - 0.83)* 1.12 (0.91 - 1.39) 0.67 (0.41 - 1.12) 0.55 (0.28 - 1.08)

12 Months 0.21 (0.07 - 0.64)* 1.21 (0.94 - 1.56) 0.32 (0.13 - 0.78)* 0.18 (0.05 - 0.59)*

18 Months 0.26 (0.06 - 1.18) 1.08 (0.79 - 1.49) 0.63 (0.19 - 2.12) 0.11 (0.02 - 0.53)*

[Table. Intent-to-treat analyses (N = 1,198 at Baseline)]

Conclusions: Integrating interventions to reduce ATS use and improve economic 
well-being with HIV prevention services can address psychiatric as well as structural 
risk factors for HIV with Cambodian FESW. 

MOPEC0698
Cost-utility analysis of a national six-site retention in care 
program
C. Maulsby1, B. Enobun1, K. Jain1, B. Weir1, M. Riordan2, M. Werner2,  
D.R. Holtgrave1 
1Johns Hopkins Bloomberg School of Public Health, Health, Behavior and Society, 
Baltimore, United States, 2AIDS United, Washington, United States 
Presenting author email: cmaulsby@jhsph.edu

Background: Engaging people living with HIV (PLWH) into ongoing, high-quality 
HIV primary care is critical for the health of PLWH and a key strategy for United 
States (U.S.) HIV prevention policy. 
However, little is known about the costs associated with implementing HIV reten-
tion in care programs, especially in real-world settings and with vulnerable popula-
tions. This abstract presents findings from the cost-utility analysis the six Retention 
in Care (RiC) intervention sites. RiC was a national multi-site program implement-
ed from 2011-2016.

Methods: This cost-utility analysis used standard methods from the U.S. Panel on 
Cost-effectiveness in Health and Medicine. We modeled the cost per quality ad-
justed life year (QALY) saved using the formula (R=C-AT (AQ)) where R was the 
cost-utility ratio. The cost for implementing the program (C) was estimated from 
the societal perspective and thus took into consideration costs to the participant. 
The number of HIV infection averted (A) was estimated based on changes in viral 
suppression among program participants. T, the lifetime cost for HIV care, came 
from the HIV literature. Q included both discounted QALYs saved for improve-
ments in individual quality of life associated with HIV viral suppression as well as 
QALYs saved through each averted HIV infection. The return on investment (ROI) 
was calculated using the formula: ROI = TA/C.
Results: The cost-utility ratio estimated the net cost per QALY. The cost-utility 
ratio ranged from $-42,242.34 to $126,570.23. All Retention in Care programs 
were cost-effective, as the cost utility ratio for all programs was less than the 
threshold of $163,889, or the amount society is will to pay per QALY. Four pro-
grams were cost-saving. The return on investment ranged from $0.28 to $1.80.
Conclusions: The findings from the cost-utility analysis overwhelming support the 
assertion that retention in care programs are a productive use of resources. Despite 
varying program models, RiC programs were cost-effective and the majority were 
cost-saving. 

MOPEC0699
Addressing the ‚risk environment’: changes in substance use 
patterns amongst people living in an HIV-specific housing 
facility in Vancouver, Canada
A. Collins1,2, S. Lyndon2, K. Salters1,2, K. Stacey3, Z. Cui2, J. Zhu2, S. Parashar1,2 
1Simon Fraser University, Burnaby, Canada, 2BC Centre for Excellence in HIV/AIDS, 
Vancouver, Canada, 3McLaren Housing Society of British Columbia, Vancouver, 
Canada 
Presenting author email: sparashar@cfenet.ubc.ca

Background: Housing stability has been shown to decrease substance use and im-
prove health outcomes for people living with HIV (PLHIV) who use drugs. However, 
little is known about how HIV-specific housing impacts substance use, as well as so-
cial-structural factors in ‚risk environments’. We examined changes in drug use for 
PLHIV after entry into an HIV-supportive housing facility in Vancouver, Canada.
Methods: Surveys were conducted with participants at baseline (after admission to 
housing facility) and 12-18 month follow-up from March 2015 to October 2016. The 
biviariate analysis compared socio-demographic and drug use differences between 
those with reported decrease in drug use versus those without decrease in drug use 
at follow-up. Fisher’s exact test was used for categorical values and Wilcoxon rank 
sum test for continuous variables.
Results: Among the 69 participants who completed both interviews, 27 (39.1%) re-
ported a decrease in drug use at follow-up, 25 (36.2%) reported either an increase 
in drug use or no change in drug use since moving, and 16 responded not applicable. 
Comparatively, those reporting a decrease in drug use at follow-up (n=27) were 
more likely to be living at the housing facility for fewer months (median 33 vs. 35, 
p=0.019) and lived alone before entry into the facility (77.8% vs. 40.0%, p=0.010). 
Feeling emotionally supported (56.0% vs. 20.0%, p=0.034), having a better sense 
of community (81.5% vs. 40.0%, p=0.004), and having no depressive symptoms 
(66.7% vs. 24.0%, p=0.003) were also more likely among those reporting decrease 
in drug use at follow-up.
Conclusions: Despite nearly 40% of our sample reporting a decrease in drug use 
after entry into supportive housing, a large proportion reported an increase in drug 
use or no impact at all. This suggests that supportive housing facilities must consider 
social, as well as physical, aspects of housing as determinants of health, and work 
to address the complex and interrelated challenges faced by this population within 
their immediate risk environments. 

MOPEC0700
Knowledge of human rights and uptake of social protection 
schemes: findings from a community mobilization intervention 
for female sex workers in Southern India
D. Ganju1, S.K. Patel1, B. Mahapatra1, P. Prabhakar2, N. Saggurti1 
1Population Council, HIV/AIDS, New Delhi, India, 2India HIV and AIDS Alliance, 
Hyderabad, India 
Presenting author email: deeganju@gmail.com

Background: Female sex workers (FSWs) experience extreme health and gender 
inequities and rights violations, elevating HIV risk. Promoting knowledge of rights 
and saturating social protection coverage can address the multiple structural de-
terminants of the HIV epidemic and reduce vulnerability. In India, HIV prevention 
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interventions for FSWs are promoting access to government-provided social pro-
tection schemes, such as pension, nutrition, livelihood and shelter, in an effort to 
address individual and household vulnerability; however, little is known about their 
effectiveness. This study examines knowledge of human rights, uptake of social pro-
tection schemes, and the association between rights knowledge and uptake of pro-
tection schemes among FSWs who are part of a community mobilization program 
in Andhra Pradesh, a high HIV prevalence state in India.
Methods: Data are drawn from a cross-sectional survey (2014) among 2400 FSWs 
who are community organization members. Human rights knowledge was deter-
mined based on knowledge of any of the following five rights: Health; Dignity/
Equality; Education; Property; Freedom from Discrimination. Univariate and mul-
tivariate analyses were used.
Results: Most FSWs were 30 years or older, had no formal education, were cur-
rently married, and living with spouse /family. Overall, 22% of FSWs were not 
aware of any human right and 43% had not availed a social protection scheme in 
the past year. Awareness of human rights was significantly associated with uptake 
of social protection schemes. Compared to those not aware of any right (46.9%), 
FSWs aware of any one right (62.7%; adjusted odds ratio [AOR] 1.88; 95% CI 1.51-
2.33), any two rights (59.6%; AOR 1.71; 95% CI 1.34-2.19) and three of more rights 
(55.5%; AOR 1.52; 95% CI 1.15-2.00) were significantly more likely to have re-
cently availed a protection scheme.
Conclusions: Findings highlight that despite intensive program efforts, not all 
FSWs are aware of their basic human rights or have recently availed any social pro-
tection scheme. As rights knowledge is positively associated with access to social 
protection schemes, future interventions must prioritize strategies to make all 
FSWs aware of their rights, including their right to access multiple social protection 
schemes. Additionally, programs must support FSWs to access these schemes to 
reduce vulnerability and mitigate their HIV risk. 

MOPEC0701
Measuring strength of community organizations implementing 
large scale HIV focused intervention using Community 
Organizations Preparedness Index
B. Madhusudana, S.K. Patel, B. Mahapatra 
Population Council, HIV/AIDS Programs, New Delhi, India 
Presenting author email: battalamadhusudana@gmail.com

Background: Measuring impact of community mobilization is always challenging 
as the process often driven participatory practices. Assessing strength of COs is 
crucial for sustained organization to delivery programs effectively. The study aims 
to measure the strength of COs.
Methods: Baseline data collected as part of evaluation of community mobiliza-
tion of Avahan phase III program from 87 COs (COs) during May- July 2015 has 
been used. Community Organizations Preparedness Index (COPI) tool was ad-
opted to measure strength of COs in seven domains; Board meetings(BM), events 
conducted(EV), financial security(FS), social protection(SP), Social security & 
justice (SSJ), resource mobilization (RM) and second line leaders (SL) domains. 
Each domain further classified into six categories; basic, foundation, promising1&2 
and vibrant 1&2. Univariate and bivariate analysis was done. Association between 
strength of COs by typology, age, size and TI implementation status were examined.
Results: Higher proportion of COs, were in vibrant category in the domains of 
BM, board meetings (72.4%), SP (58.6%), SSJ (60.9%), in promising stage for 
FS(59.7%) and EV (80.3%) and in basic/foundation for domains-SL (57%), RM 
(52.9%). By topology, higher proportion of COs were in vibrant stage for BM (52% 
FSW, 92% MSM), (59% FSW, 58% MSM), and in SSJ (70% FSW, 75% MSM). 
Looking at the TI implementation status; non TI COs are more in vibrant in case of 
all COPI domains except in resource mobilization. Higher proportion of COs aged 
less than 5 years are in vibrant stage in most of the COPI domains except in second 
line leaders. With respect to CO size, it was evident that higher proportion of larger 
COs (>1200 members) are in vibrant categories in domains of EV, SSJ, RM and SL 
while younger COs in FS and SP.
Conclusions: Though majority of the COs demonstrated their strength in domains 
of BM and EV, they are yet to reach promising levels in other components. Given 
that most of the COs irrespective of their characteristics were in very initial stage 
(Basic/foundation) in domains of SL and RM domains which are crucial in strength-
ening COs. Grouping of smaller COs into cooperatives, assigning implementation 
of TI programs may lead to strengthen COs. 

MOPEC0702
Impact of supportive housing on immunological and virological 
status and antiretroviral therapy adherence amongst people 
living with HIV and at risk of homelessness in Vancouver, 
Canada
S. Parashar1,2, A. Collins1,2, K. Salters1,2, A. Enjetti1, P. Sereda1, A. Palmer1 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2Simon Fraser University, 
Burnaby, Canada 
Presenting author email: sparashar@cfenet.ubc.ca

Background: Despite advances in antiretroviral therapy, people living with HIV 
(PLHIV) who are homeless or unstably housed continue to experience poor clinical 
outcomes compared to their stably housed counterparts. We sought to characterize 
antiretroviral therapy adherence levels, plasma viral load, and CD4 cell counts for 
a sample of previously homeless or housing insecure PLHIV following entry into 
an HIV-specific supportive housing facility in a Canadian setting offering universal 
access to HIV treatment and care.
Methods: The 100 residents of the HIV-specific supportive housing facility were 
invited to participate in baseline interviewer-administered surveys after admission 
to the housing facility with the objective of assessing the impact of housing on HIV 
outcomes. Self-reported demographic and behavioural survey data were linked with 
clinical data made available through a linkage with the provincial HIV treatment 
registry at the BC Centre for Excellence in HIV/AIDS.
Results: Between March and August 2015, 95 participants completed the base-
line survey, of which 88 participants had available clinical data. The median age at 
baseline survey was 51 years (Q1-Q3: 48-57). Of the 88 participants, 73.9% were 
male, 55.1% identified as gay, and 51.5% self-reported Indigenous ancestry. History 
of injection drug use and homelessness were common in the cohort (72.5% and 
84.1%, respectively). At baseline interview, 83% of participants were receiving anti-
retroviral treatment and 56.8% had achieved optimal adherence (adhering to ≥95% 
of prescribed treatment). Clinical data nearest to baseline interview suggest that 
78.4% of participants achieved a viral load < 50 copies/ml and 68.2% had a CD4 cell 
count of ≥350 cells/µl. Overall, 67.2% of participants reported improved access to 
health services and 69.4% perceived an improvement in physical health.
Conclusions: Baseline data suggest that access to this HIV-specific housing facil-
ity may improve virological and immunological status and self-reported improved 
health amongst participants with a history of injection drug use and homelessness, 
known barriers to care. Preliminary findings suggest that supportive housing is a 
structural intervention that may facilitate access to care and treatment, and im-
prove health outcomes amongst PLHIV at risk of homelessness. Follow-up data 
(after 12-18 months from move in) will be available for future longitudinal analyses. 

MOPEC0703
Intimate partner violence, sex work-related stigma, and risk  
of HIV acquisition among female sex workers in Zambia
C. Oldenburg1, M. Chanda2, K. Ortblad3, M. Mwale2, S. Chongo2,  
N. Kamungoma2, C. Kanchele2, T. Bärnighausen3,4,5 
1University of California, San Francisco, F.I. Proctor Foundation, San Francisco, 
United States, 2John Snow, Inc., Lusaka, Zambia, 3Harvard T H Chan School of Public 
Health, Boston, United States, 4University of Heidelberg, Heidelberg, Germany, 
5Africa Health Research Institute, Somkhele, South Africa 
Presenting author email: catherine.oldenburg@ucsf.edu

Background: Intimate partner violence (IPV) and dimensions of stigma are thought 
to increase HIV risk by increasing stress and changing power dynamics that may 
lead to reduced self-protected behaviors. These factors may be especially impor-
tant among members of groups with historically elevated HIV risk, including female 
sex workers (FSW). We report IPV and sex work stigma among FSW in Zambia and 
their association with HIV risk-related factors.
Methods: In September-October 2016, a quantitative survey was conducted with 
965 HIV-uninfected FSW in Livingstone, Chirundu, and Kapiri, Zambia. IPV was 
measured by asking if participants had been physically or sexually abused in the 
previous 12 months, or if they had had sex because they were afraid not to. Sex 
work-related stigma was measured by a scale consisting of six questions measuring 
experiences of stigma related to sex work. The scale was summed and had a range 
of 1-24 (higher numbers indicate more stigma). Factors affecting HIV risk included 
HIV testing history and condom use with clients. Multivariable logistic and linear 
regression models were built to determine the association between 1) HIV testing 
and 2) condom use with clients and IPV and sex work stigma, adjusted for sociode-
mographic variables.
Results: Median age was 25 years (IQR 21-30 years) and 560 (59.0%) reported a 
monthly income of < 500 ZMK (~USD$50). Most participants (61.1%) reported at 
least one form of IPV in the previous 12 months. Median stigma score was 18 (IQR 
14-21). Most participants reported inconsistent condom use with clients (74.6%), 
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and most had tested for HIV at least once (79.3%). IPV and sex work stigma were 
associated with decreased odds of HIV testing (IPV: aOR 0.59, 95% CI 0.41-0.85; 
sex work stigma: aOR 0.94, 95% CI 0.89-0.99). IPV (aOR 1.73, 95% CI 1.34-
2.23) but not sex work stigma (aOR 1.04, 95% CI 0.99-1.09) were associated with 
non-condom use with clients.
Conclusions: Experiences of IPV and sex work-related stigma were high in this 
population, and may contribute substantially to HIV acquisition risk. Interventions 
mitigating IPV and stigma may be an important component of comprehensive HIV 
prevention programs for FSW in Zambia. 

MOPEC0704
Prevalence and circumstances of forced sex after  
migration among sub-Saharan migrant women living  
in France and post-migration acquisition of HIV
J. Pannetier1, A. Ravalihasy1, F. Lert1, N. Lydié2, A. Desgrées du Loû1 
1CEPED, Gender & Health, Paris, France, 2Santé Publique France, Saint-Maurice, 
France 
Presenting author email: julie.pannetier@ceped.org

Background: Studies on sexual violence on migrant women in destination countries 
are scarce and the impact of this violence on their sexual health, especially HIV 
infection, is even more rarely assessed.
This study evaluates the prevalence of forced sex after migration and its association 
with post-migration acquisition of HIV among sub-Saharan African women living in 
France. It also investigates the associations between forced sex after migration and 
sexual partnerships, housing, economic and administrative situations after migra-
tion.
Methods: The ANRS-PARCOURS study is a retrospective life-event survey 
(2012-2013) conducted in health-care facilities in the Paris region, among two ran-
dom samples of sub-Saharan migrant women: 570 receiving HIV care and 407 not 
diagnosed with HIV consulting in primary health-care facilities. The frequencies 
of forced sex from 15 years old onwards after migration were compared between 
women who acquired HIV after migration and women not diagnosed with HIV using 
a multivariate design-based Poisson regression model. Associations between hav-
ing experienced forced sex from 15 years old onwards each year since migration 
and sexual partnerships, housing, economic and administrative situations each year 
since migration were computed using a mixed-effects generalized structural equa-
tion model.
Results: Forced sex from 15 years old onwards after migration was more frequent 
for HIV infected women who acquired HIV after migration than women not diag-
nosed with HIV (15.1% versus 3.5%, p<0.001). Women were significantly more at 
risk of being subjected to forced sex when hosted by family or friends [β=0.95(0.19-
1.72)] and when they had no stable housing [β=1.10(0.17-2.03)]. Administrative in-
security was related to forced sex through the mediation of sexual partnerships. 
Having no resident permit was significantly associated with casual and concurrent 
relationships, (respectively: [β=0.61(0.22-1.01)]; [β=0.90(0.53-1.27)]), which 
both increase the likelihood of being subjected to forced sex [β=1.54(0.81-2.27)]; 
[β=2.17(1.31-3.03)].
Conclusions: Among sub-Saharan migrant women living in France, the prevalence 
of forced sex after migration is high and related to post-migration acquisition of HIV. 
Being hosted by family and friends and having no stable housing expose women to 
sexual pressures and violence. Having no resident permit exposes women to forced 
sexual intercourse through the engagement in casual and concurrent partnerships. 

MOPEC0705
Assessment of prevalence of HIV, hepatitis C,  
HIV/hepatitis C co-infection and risk behaviours among  
female injecting drug users in Nepal
J. Damas1, K. Deuba1, U. Shrestha2, B. Rawal2, T. Paudel2, M. Storm1,  
G. Marrone1 
1Karolinska Institutet, Public Health Sciences, Stockholm, Sweden, 2National Centre 
for AIDS and STD Control, Ministry of Health, Kathmandu, Nepal 
Presenting author email: gaetano.marrone@ki.se

Background: Injecting drug users (IDU) are at the greatest risk of being infected 
with HIV and Hepatitis C (HCV). Most of the studies on IDU have been performed 
on men, but evidence related to the burden of HIV, HCV and its co-infection is 
scarce among female IDU. One of the barriers researchers face for this hidden key 
population is prejudice and stigma affecting women who inject drugs, especially in 
low and middle-income countries. The aim of this study is to investigate the preva-
lence of HIV, HCV, HIV/HCV co-infection, and associated risk factors among 
female IDU in Nepal.

Methods: A total of 160 female IDU were recruited using modified network sam-
pling from the capital city of Nepal from April to May 2016. The inclusion criteria 
was female at least 16 years old who had been injecting drugs for at least three 
months before the survey period. Serum samples were collected and all tested for 
HIV and HCV by the WHO certified rapid test kit.
Results: The prevalence of HIV and HCV was respectively 8.8% and 21.9%, with 
a co-infection rate of 5.6%. Almost one in every five participant (19.1%) declared 
to have used shared syringes in the past month, while only 31.9% declared to have 
used condoms during the last sexual intercourse. As many as 68.1% of female IDU 
reported ever getting an HIV Test, 89.0% of them did it voluntarily. Only 31.3% 
acknowledged receiving some treatment or help from any organization, without sig-
nificant difference in condom use or needle exchange behavior between those who 
have received treatment or help and those who did not.
Conclusions: The prevalence of HIV and Hepatitis C was much higher among 
female IDU than the official national figures previously reported among male 
IDU. Regardless many health care centres for key populations are available in the 
Kathmandu Valley, a low uptake of their service and a high-risk behaviour were 
found among female IDU. A better understanding of the reach and performance 
on these help and support services must be assessed to mitigate the high prevalence 
of HIV and especially of Hepatitis C among this group. 

MOPEC0706
Burden and determinants of violence and negative police 
interactions among young women who self-identify as sex 
workers in Mombasa, Kenya
E. Mountain1, M.-C. Boily1, P. Bhattacharjee2,3, M. Becker3, S. Mishra4,  
E. Cheuk3, S. Isac2,3, J. Blanchard3, M. Pickles1,3 
1Imperial College London, London, United Kingdom, 2Karnataka Health Promotion 
Trust, Bangalore, India, 3University of Manitoba, Winnipeg, Canada, 4University of 
Toronto, Toronto, Canada 
Presenting author email: elisa.mountain08@imperial.ac.uk

Background: Human rights violations (HRVs) against sex workers (SWs) are wide-
spread, and associated with HIV risks. We determined the burden and determinants 
of three HRVs among young female SWs in Kenya: sexual violence (SV), physical 
violence (PV) and negative police interactions (NPI; including assault/arrest).
Methods: We conducted a cross-sectional survey of 408 self-identified SWs aged 
14-24 years in Mombasa, Kenya. We estimated the prevalence of HRVs by time 
period (lifetime and since self-identifying as SWs). We used multivariate logistic 
regression to identify individual, interpersonal and structural determinants of life-
time SV, PV and NPI; and conducted univariate logistic regression to examine the 
association between HRVs experienced in the first month and most recent month 
of sex work.
Results: 30%, 30%, and 45% of SWs reported SV, PV, and NPI in their lifetime, 
respectively, with 65% reporting any HRV and 10% reporting all three. Prevalence 
of any HRV increased from 12% to 24% between the first and most recent month of 
sex work (about 2 years apart). 50% of SWs reported their first SV experience be-
fore self-identifying as SWs whereas most SWs (78%) reported PV after self-iden-
tifying as SWs. In multivariate analysis, lifetime SV was associated with being co-
erced/deceived into sex with your first 10 clients (AOR=2.5; 95%CI=1.4-4.6) and 
lifetime PV (AOR=6.9; 95%CI=4.0-12.1). Lifetime PV was associated with daily 
alcohol use (AOR=2.5; 95%CI=1.1-6.0), regular income (AOR=0.5; 95%CI=0.3-
0.9), and lifetime SV (AOR=6.6; 95%CI=3.6-12.0). Lifetime NPI was associated 
with being inebriated 1-3 times (AOR=2.7; 95%CI=1.5-5.1) or 7+ times (AOR=4.1; 
95%CI=1.3-12.5) per month, ≥ 3 years in sex work (AOR=1.7; 95%CI=1.0-2.7) and 
≥ 1 non-paying partner in the past week (AOR=0.5; 95%CI=0.3-0.8). SWs who ex-
perienced HRVs in the first month of sex work had higher odds of experiencing the 
same HRV in the most recent month of sex work (ORs 7.5-15.9; p-values< 0.001).
Conclusions: Self-identified young SWs in Mombasa have high burdens of SV, PV 
and NPI. Violence prevention and response for these women is crucial and should 
focus on those with prior history of HRVs and heavy alcohol use. Programmes aim-
ing to reach young SWs could use violence prevention and response as an entry 
point to reach them. 
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MOPEC0707
Use of social name in the antiretroviral treatment system  
as the identification of transgender people living with HIV  
in Brazil
M. de Queiroz, A. Krüger, M. Meireles, A. Benzaken, A.R. Pascom 
Brazilian Ministry of Health, Department of STIs, HIV/AIDS and Viral Hepatitis, 
Brasília, Brazil 
Presenting author email: alicia.kruger@aids.gov.br

Background: Studies suggest that transgender women are a high burden population 
for HIV. Despite that, they are often classified as men who have sex with men in 
epidemiological studies, which leads to a poor understanding of HIV epidemics in 
this population group. However, Brazilian government has granted the use of social 
name by transgender people. A 2016 law recognizes every person’s right to be ac-
knowledged according to their gender identity. 
We assessed data for social name available in the national antiretroviral therapy 
(ART) database to analyze the use of social name before and after the law enforce-
ment, and its impact on ART data.
Methods: We analyzed records from the national ART dispensation system from 
2009 to 2016. We considered as transgender people those whose registries con-
tained a social name that differed from the birth name. For the analysis, we included 
individuals aged 18 and over.
Results: Between 2009 and 2016 we observed an annual average increase of 10% 
in the identification of transgender people on ART. In 2016 the number of trans-
gender people on ART was 137% higher than the previous year, representing 2.3% 
of all people living with HIV on ART in Brazil. In the same year, the registration of 
transgender persons initiating ART was 860% higher than in 2015, representing 
8.4% of all new antiretroviral treatments.
Conclusions: Gender identity is part of every person ś dignity and humanity, and 
its recognition is a human rights matter. The increasing number of data regarding 
transgender people in ART systems shows a gradual improvement in quality of in-
formation, very likely to be associated with the law enforcement in 2016. The more 
we know about transgender people within the HIV scenario, the better we can de-
sign prevention and assistance policies. The main limitation of this analysis is not 
being able to distinguish between transgender men and women in this population 
stratum. 

MOPEC0708
Sexual partner violence and HIV treatment and care 
among female sex workers participating in a multilevel HIV 
intervention in Santo Domingo, Dominican Republic
A. Rock1, C. Barrington2, H. Gomez3, M. Perez3, Y. Donastorg3, D. Kerrigan4 
1UNC Gillings School of Global Public Health, Health Behavior, Washington, United 
States, 2UNC Gillings School of Global Public Health, Health Behavior, Chapel Hill, 
United States, 3Instituto Dermatológico y Cirugía de Piel Dr. Huberto Bogaert Díaz, 
Santo Domingo, Dominican Republic, 4The Johns Hopkins Bloomberg School of Public 
Health, Health, Behavior and Society, Baltimore, United States 
Presenting author email: ameliacr@live.unc.edu

Background: Female sex workers (FSW) are 13.5-times more likely to be living 
with HIV than other women in low and middle income countries, and globally, up to 
75% ever experience sexual partner violence (SPV). Among FSW living with HIV 
in Santo Domingo, Dominican Republic (DR) who participated in the Abriendo 
Puertas intervention, our team found that 18% had experienced SPV within the 
last six months. Experiencing SPV—more commonly perpetrated by non-paying 
partners than clients-- was associated with multiple negative HIV treatment and 
care outcomes, which limit treatment-as-prevention (TasP) effectiveness. Here we 
identify the context of SPV, pathways through which it negatively affected treat-
ment and care, and how intervention participation influenced factors along these 
pathways.
Methods: Abriendo Puertas is a multi-level intervention including individual coun-
seling, peer navigation, clinician sensitivity training, and community mobilization 
among FSW living with HIV in the DR. In 2013-2014, 250 women enrolled in a 
10-month pilot study and scale up with 90 women in three government-sponsored 
HIV clinics occurred in 2015-2016. In 2016, we conducted in-depth interviews with 
20 original cohort members and 20 scale up participants regarding the interven-
tion, treatment, substance use, and violence. Textual data was coded and analyzed 
using thematic content analysis.
Results: Participants perceived alcohol and jealousy to cause SPV, and economic 
dependency to prevent women from ending abusive relationships. Some experi-
enced stigma from partners upon HIV status disclosure; others avoided disclosure, 
fearing violence. Violence caused stress and depression, which decreased treat-
ment adherence and care engagement, and produced negative immunologic ef-
fects. Participation in Abriendo Puertas - especially counseling-- intervened in this 

cascade of effects by greatly improving their sense of well being, self-esteem, and 
resilience feelings, which enabled some to leave violent relationships. Participants 
recommended peer support groups focused on SPV within community mobilization 
activities for aiding SPV survivors.
Conclusions: Multilevel interventions for FSW that address SPV’s mental health 
impacts through counseling and peer support, and increase FSWs’ economic in-
dependence hold promise for reducing undermining effects of SPV on HIV treat-
ment, care and TasP. Intervening upon contextual factors enabling SPV perpetra-
tion against FSW, namely alcohol, gender norms, and stigma, will also be necessary 
for reducing these effects. 

MOPEC0709
Preventing intimate partner violence in the context of the  
HIV response: the MAISHA study in Tanzania
S. Harvey1, S. Kapiga2,3, A. Khalie Muhammad3, H. Stöckl1, G. Mshana4,  
R. Hashim3, C. Hansen2, S. Lees1, C. Watts1 
1London School of Hygiene & Tropical Medicine, Global Health and Development, 
London, United Kingdom, 2London School of Hygiene & Tropical Medicine, Infectious 
Disease Epidemiology, London, United Kingdom, 3Mwanza Intervention Trials Unit, 
Mwanza, Tanzania, United Republic of, 4National Institute for Medical Research, 
Mwanza, Tanzania, United Republic of 
Presenting author email: sheila.harvey@lshtm.ac.uk

Background: There is increasing evidence linking women’s experience of intimate 
partner violence (IPV) and enhanced risk of acquiring HIV. In a study conducted 
in rural communities in Uganda, the adjusted population attributable fraction of 
incident HIV attributable to IPV was 22.2% (95% CI 12.5-30.4). With increasing 
interest in addressing violence against women in the context of the HIV response, 
we are conducting the MAISHA study to evaluate the impact of two contrasting 
social and economic intervention approaches in northwest Tanzania
Methods: We are conducting trials to evaluate the incremental impact on partici-
pants’ experience of IPV of a participatory gender training curriculum for women 
in existing microfinance groups and for women in newly-formed groups not receiv-
ing microfinance. To date, we have enrolled 1021 women in microfinance groups 
and 1052 women not receiving microfinance. At baseline, ever partnered women 
were interviewed by trained, same sex interviewers about their lifetime and past 
12-month experience of IPV, economic abuse, emotional abuse and controlling be-
haviour.
Results: Among women enrolled into the study, 61% (95% CI: 58-64%) of women 
receiving microfinance and 67% (95% CI: 64-70%) not receiving microfinance re-
ported ever experiencing physical and/or sexual IPV with 27% (95% CI: 24-29%) 
and 36% (95% CI 33-39%) reporting IPV in the previous 12 months. Partner con-
trolling behaviour was the most prevalent type of abuse - 82% of women receiving 
microfinance and 78% not receiving microfinance reported having experienced it 
in their lifetime, while 63% and 64% reported experiencing it in the previous 12 
months. Other abuses were also common; more than one third (34% microfinance, 
39% non-microfinance) of women reported economic abuse and a high propor-
tion of women reported emotional abuse (39% microfinance, 56% non-microfi-
nance) during the previous 12 months. Higher prevalence rates were observed 
among younger women, women with young partners, and less educated women. 
Intervention delivery is ongoing, with the results expected in 2018.
Conclusions: Levels of violence and abuse are very high in this study population, 
particularly among younger women, who are also at highest risk of HIV infection 
in Tanzania. These findings underline the importance of developing and testing ap-
propriate violence prevention interventions. 
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MOPEC0710
Sexual relationship power and periconception HIV-risk behavior 
among men living with HIV in serodiscordant relationships
H. Khidir1, K. Bennett2, C. Milford3, R. Greener3, N. Mosery3, A. Kaida4,  
C. Psaros5, S.A. Safren6, D.R. Bangsberg7,8,9, J. Smit3, L.T. Matthews1,7,8 
1Harvard Medical School, Boston, United States, 2Bennett Statistical Consulting 
Group, Ballston Lake, United States, 3MaTCH Research Unit (MRU), Department 
of Obstetrics and Gynaecology, University of the Witwatersrand, Durban, South 
Africa, 4Simon Fraser University, Faculty of Health Sciences, Burnaby, Canada, 
5Massachusetts General Hospital, Behavioral Medicine Program, Department of 
Psychiatry, Boston, United States, 6University of Miami, Department of Psychology, 
Miami, United States, 7Massachusetts General Hospital, Global Health, Boston, 
United States, 8Massachusetts General Hospital, Division of Infectious Diseases, 
Boston, United States, 9Oregon Health and Science University-Portland State 
University School of Public Health, Portland, United States 
Presenting author email: ltmatthews@mgh.harvard.edu

Background: The risk for HIV transmission within HIV-serodiscordant partnerships 
is high and and may be highest when couples try to conceive. Gender norms affect 
HIV risk and likely impact reproductive decision-making. We assessed sexual rela-
tionship power and its association with periconception HIV risk behaviors among 
men living with HIV (MLWH) in serodiscordant partnerships.
Methods: We conducted in-person surveys with MLWH reporting a recent part-
ner-pregnancy with an HIV-negative or unknown-serostatus partner in a township 
outside of Durban, South Africa. Surveys assessed partnership characteristics, 
Decision-making Dominance (DMD) subscale of the Sexual Relationship Power 
Scale, and HIV risk behaviors including disclosure, condom use, ART use, and sexual 
and reproductive health communication. The DMD subscale assesses whether the 
participant, his partner, or both partners make decisions in the relationship (e.g. 
Who has more say about whether you have sex?). Higher DMD scores indicate that 
the participant has more leverage in making decisions. Logistic regression models 
evaluated associations between DMD score and HIV-risk behaviors.
Results: 82 MLWH were median age of 34 (Range 22, 44) years, and 61 (74%) 
were employed. Fifty-three (65%) reported their recent pregnancy partner was a 
casual partner, 27 (33%) reported disclosing HIV-serostatus to their partner prior 
to the pregnancy and 23 (28%) reported condomless sex since pregnancy. The me-
dian DMD score was 3.06 (IQR 2.88, 4), and men in casual partnerships had higher 
DMD scores than those in stable partnerships (p≤0.01). Higher DMD scores were 
independently associated with non-disclosure of HIV-serostatus to pregnancy 
partner, not knowing partner’s HIV status, condomless sex since pregnancy, and 
poor reproductive health communication. 

Associations Between Higher DMD Score 
and HIV Risk Behaviors

Adjusted OR (95% CI) 
per point increase on 

Decision-making 
Dominance scale, n=82

P Value

Non-disclosure of HIV status to partner* 22.96 (3.45, 152.76) 0.001
Not knowing pregnancy partner’s HIV status* 4.65 (1.31, 16.49) 0.02
Condomless sex since pregnancy* 3.24 (1.06, 9.96) 0.04
Concurrent sexual partners* 4.59 (0.90, 23.37) 0.07
Rarely/ never discuss sex with partner** 13.53 (3.93, 46.60) <0.0001
Rarely/never discuss HIV prevention with partner* 10.00 (2.18, 45.70) 0.003
Rarely/never discuss having children with partner* 6.86 (2.43, 19.38) 0.0003
Rarely/never discuss contraception with partner** 8.85 (3.02, 25.93) <0.0001
*Adjusted for education, type of partnership: casual vs. stable (i.e. main partner), partner age 
**Adjusted for education, type of partnership

[Table 1]

Conclusions: MLWH dominate sexual and reproductive health decisions within 
partnerships. Efforts to minimize periconception HIV risk behavior must address 
gender norms and power inequities to promote the health of men, their partners 
and families. 

MOPEC0711
Addressing intimate partner violence in HIV testing services: 
positive results of a randomized controlled trial in Nairobi, 
Kenya
N. Haberland1, C. Ndwiga2, K. McCarthy1, J. Pulerwitz3, R. Kosgei4, 
M. Mak’anyengo5, S. Kalibala6 
1Population Council, New York, United States, 2Population Council, Nairobi, Kenya, 
3Population Council, HIV and AIDS Program, Washington, United States, 4University 
of Nairobi, Nairobi, Kenya, 5Kenyatta National Hospital, Nairobi, Kenya, 6Palladium, 
Washington, United States 
Presenting author email: jpulerwitz@popcouncil.org

Background: Intimate partner violence (IPV) undermines women’s uptake of HIV 
services, plus violates their human rights. This intervention study piloted enhanced 
HIV counseling and testing (HCT) sessions in a public hospital in Nairobi, Kenya to 
address IPV and gender-based power disparities in relationships.
Methods: A randomized controlled trial design was used to assess the efficacy of 
an integrated IPV-HCT pilot compared to HCT alone. Study participants were 
ANC clients aged 15-49 (N=698) interviewed immediately after the IPV-HCT or 
standard HCT session, and again at their subsequent ANC visit (N=545). In-depth 
interviews with providers were conducted before and after piloting the interven-
tion to assess feasibility and perceived utility of enhanced HCT. Quantitative data 
were analyzed using an intent-to-treat approach. Chi-square tests assessed cross-
sectional differences between study groups; generalized linear mixed modeling 
measured change over time, adjusting for repeated measures.
Results: In total, 35% of women reported experiencing IPV (physical, sexual or 
psychological) in the past year, 33% reported low power in their relationship, and 
6% were HIV+. Qualitative findings suggest integrated IPV-HCT counseling was 
well-accepted by providers, although it took on average 6.5 minutes longer to 
implement. Compared to women who received standard HCT, intervention group 
participants were more likely to report receiving IPV screening (86% vs. 21%) and 
disclose violence to the provider (32% vs. 7%) (p< 0.0001, respectively). Women in 
the intervention group scored higher on a 6-point IPV knowledge index (p=0.049); 
and were more likely to report that speaking with the provider made a positive dif-
ference to them (AOR 19.8; p< 0.0001). The study was not powered to detect 
statistically significant differences among subgroups, nonetheless, evidence sug-
gests positive health outcomes such as a greater percent of HIV+ women intending 
to adhere to their PMTCT regimen (62% intervention vs. 48% control, ns).
Conclusions: Results demonstrate the feasibility and positive intermediate out-
comes of integrated IPV-HCT counseling in an urban public ANC setting in Kenya. 
Given the high prevalence of IPV and its role in hindering HIV testing, treatment 
and retention in care, this strategy to address structural issues like IPV and power in 
relationships should be further tested through a larger evaluation. 

MOPEC0712
Peer counselor an essential position & effective strategy  
to improve the uptake of HIV services: meaningful involvement 
of drug users in generating demand for OST and uptake of ART 
adherence
G.C. Sharma1,2, V. Arumugam3, S. W Beddoe3, S. Mehta3 
1India HIV/AIDS Alliance, Program & Policy - Harm Reduction, New Delhi, India, 
2Manipur University, Health, Imphal, India, 3India HIV/AIDS Alliance, New Delhi, 
India 
Presenting author email: csharma@allianceindia.org

Background: The Indian government currently reports the population of PWID 
in India to be approximately 200,000 with an estimated HIV prevalence of 
9.19 (NACO, 2014-15). In the states where the Hridaya (Community Action on 
Harm Reduction) is being implemented, 58% (Bihar-49%; Haryana-50% and 
Uttarakhand-94%) of the PWID living with HIV are registered in ART centers of 
which 22% (59%-Bihar; Uttrakhand-26% and Haryana-11%) were initiated and on 
ART treatment. Among those registered with ART center, the regular follow up for 
CD4 testing and ART adherence is very low in comparison to other key population.
Methods: Dutch government-funded five-country Community Action on Harm 
Reduction (CAHR) initiative, India HIV/AIDS Alliance implements the Hridaya 
programme in Bihar, Haryana, Jammu, Uttarakhand and Manipur. The programme 
supplemented staffing for the government’s HIV prevention strategy for PWID 
and added Peer counsellor. Capacities of peer counsellors were developed through 
training, refresher training, mentoring and handholding support on harm reduction 
and service delivery. They educated PWID and their families mainly on treatment 
linkages and importance for retention on OST and ART - adherence for medication 
in addition education on safer sex and safer injecting practices, overdose prevention 
and management with provision of procurement of Naloxone and HIV/STI treat-
ment services.
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Results: 12,643 PWID and their family members were educated on harm reduction 
services including treatment linkages (ART and OST). There is significant increase 
in uptake of services (P <0.05); OST linkages increased from 46% to 51% and reg-
istration for HIV care increased from 86% to 92%, de-addiction services uptake 
increased from 47% to 57% as per Hridaya’s impact assessment study.
Conclusions: The Peer counsellor is an important position and role has been ac-
knowledged by PWID community and the project.Community Involvement direct-
ly supports enhancing harm reduction and services uptake. It is included in Phase-II 
of he project to increase the number of Peer Counselor for retention in prevention, 
care and support services. The whole process from identification, induction, capac-
ity building, ToR will be documented to share with national harm reduction program 
to sustain the position and ensure meaningful involvement PWID in direct service 
delivery 

MOPEC0713
A randomized controlled trial of a resilience-based intervention 
for children affected by HIV/AIDS in central China: effects at 
6- and 12-month follow-up
S. Harrison1, X. Li1, A. Fairchild2, P. Chi3, J. Zhao4, G. Zhao4 
1University of South Carolina, SC SmartState Center for Healthcare Quality/
Department of Health Promotion, Education, and Behavior, Columbia, United States, 
2University of South Carolina, Psychology, Columbia, United States, 3University of 
Macao, Psychology, Macao, China, 4Henan University, Psychology, Kaifeng, China 
Presenting author email: xiaoming@mailbox.sc.edu

Background: Global literature suggests that resilience-based interventions may 
yield improvements in wellbeing for vulnerable children. However, attempts to rig-
orously evaluate such approaches for children affected by HIV/AIDS have been 
limited. Thus, with the support of the National Institutes of Health, we devel-
oped a multi-level, resilience-based intervention for children affected by parental 
HIV/AIDS in central China. We then evaluated the efficacy of the intervention 
in improving psychosocial wellbeing and resilience-related outcomes at 6- and 
12-months post-intervention.
Methods: Seven hundred and ninety (N=790) children, 6 to 17 years of age were 
recruited from Henan Province. Children were either AIDS orphans or lived with 
a parent infected with HIV/AIDS. Children and primary caregivers were randomly 
assigned by community cluster to participate in a 4-arm trial to evaluate the Child-
Caregiver-Advocacy Resilience (ChildCARE) intervention. This psychosocial HIV 
intervention provides programming at three levels. At the child level, children af-
fected by parental HIV receive 20 hours of intervention to build a number of skills 
(e.g., positive thinking, emotional regulation, coping, problem solving). At the care-
giver level, caregivers receive 10 hours of programming to increase positive parent-
ing skills and to build the capacity for self-care and social support. At the com-
munity level, trained community advocates (e.g., teachers, village nurses) conduct 
home visits and organize activities to strengthen the capacity of local communities 
to offer support for HIV-affected families. 
Initial survey data were collected at baseline, 6-months, and 12-months. To assess 
the impact of the child-only and child+caregiver interventions, we ran a series of 
random effect difference score models to compare mean change over time across 
treatment arms from baseline to 6- and 12-month follow-ups.
Results: Intervention groups displayed improvements in several resilience-related 
outcomes at 6- and 12-month follow-ups, including self-reported coping skills, 
hopefulness, emotional regulation, and self-control. The child-only intervention 
arm showed some fading of intervention effects by 12-months.
Conclusions: Preliminary findings suggest that ChildCARE may be efficacious in 
promoting wellbeing for children affected by parental HIV/AIDS. Targeting both 
children and caregivers for psychosocial intervention may be effective in increasing 
resilience. Additional evaluation and modifications should be considered to further 
strengthen the program. 

MOPEC0714
Measuring the levels of HIV stigma in Buenos Aires, Argentina: 
development of a new instrument for stigma reduction 
programmes
P.D. Radusky1, V. Zalazar2, O. Sued2, I. Arístegui2,3, E. Fojo2, I.M. Mikulic1 
1Universidad de Buenos Aires, Department of Psychology, Buenos Aires, Argentina, 
2Fundación Huésped, Buenos Aires, Argentina, 3Universidad de Palermo, Buenos Aires, 
Argentina 

Background: Valid and reliable instruments are required to measure HIV stigma and 
the efficacy of stigma reduction programmes. The expression of stigma is cultur-
ally determined and has changed through decades, assuming more subtle, but still 
harmful forms. Therefore, measures should be periodically reviewed and new local 
instruments designed to capture particularities in specific contexts. Three dimen-
sions of stigma are recognized in most theoretical frameworks: internalized, antici-
pated (both internal) and enacted (external). 
The objective of this study was to describe the level of stigma among people living 
with HIV (PLWH) from Buenos Aires and to obtain evidence of validity and reli-
ability of a new measurement instrument.
Methods: Eighty eight items were designed based on interviews with PLWH, other 
valid instruments and main theories of stigma. Five experts evaluated this first set 
of items’ clarity, relevance and content validity. A depurated version of 77 items 
was administered. The statistical analysis included item analysis, Cronbach ś alpha 
to evaluate reliability and correlations with the Spanish short version of the HIV 
Stigma Scale, for criterion-related validity.
Results: The final sample consisted of 46 PLWH (67% men, 31% women and 2% 
transgender women). Mean age was 41 years (SD=10.68). More than half (52%) 
were men who have sex with men, 44% heterosexual and 4% homosexual/bi-
sexual women. Fifty items with adequate skewness, kurtosis and item-total cor-
relation were retained in the final version. Subscales showed adequate reliability 
(Cronbach’s Alphas: Internalized=.86; Anticipated=.85; Enacted=.86). Each sub-
scale significantly and positively correlated with its criterion (Internalized: r=.68; 
Anticipated: r=.81 and .47; Enacted: r=.79). Half of the sample (50%) had experi-
enced HIV stigma. Higher levels of anticipated stigma were observed (M=58.54, 
SD=13.72), followed by internalized (M=41.85; SD=13.02) and enacted stigma 
(M=33.76; SD=13.19).
Conclusions: PLWH showed higher levels of anticipated and internalized stigma 
compared to enacted stigma. The newly developed instrument, designed to mea-
sure HIV stigma considering local particularities, demonstrated adequate validity 
and reliability. This instrument can be useful to gather information about stigma 
to design more effective stigma reduction programmes for PLWH and assess their 
efficacy. The following step of this study will be a factor analysis with a larger sample 
to increase evidence of validity. 

MOPEC0715
Perceptions of community empowerment approaches for  
HIV among female sex workers in fishing villages in Uganda:  
a qualitative study
A. Kalbarczyk1, C. Kennedy1,2, N. Nakyanjo2, C. Payne1, V. Burke1, K. Grabowski2,3, 
L. Chang1,2,3, G. Nakigozi2, M. Wawer2,3, F. Nalugoda2, S.J. Reynolds4,5 
1Johns Hopkins Bloomberg School of Public Health, International Health, Baltimore, 
United States, 2Rakai Health Sciences Program, Entebbe, Uganda, 3Johns Hopkins 
Bloomberg School of Public Health, Department of Epidemiology, Baltimore, United 
States, 4Johns Hopkins University School of Medicine, Baltimore, United States, 5US 
National Institute of Allergy and Infectious Diseases, US National Institutes of Health, 
Division of Intramural Research, Bethesda, United States 
Presenting author email: jreynolds@niaid.nih.gov

Background: Community empowerment approaches have been found to be effec-
tive in responding to HIV among female sex workers (FSWs) in South Asia and Latin 
America. To date, little is known about the acceptability and effectiveness of these 
approaches in sub-Saharan Africa. One setting where community empowerment 
approaches might be beneficial is fishing communities along Lake Victoria in East 
Africa. HIV prevalence is as high as 44% in these communities overall and 74% 
among sex workers. 
We sought to better understand perceptions and acceptability of sex worker com-
munity empowerment programs in fishing communities to inform more effective, 
tailored strategies for the HIV response.
Methods: We conducted in-depth interviews with 18 FSWs in Kasensero, a Lake 
Victoria fishing community in south-central Uganda. Semi-structured interview 
guides covered personal experiences with and barriers to HIV services in addition 
to perspectives on community empowerment approaches among FSWs. Findings 
were analyzed for both inductive and deductive themes using a framework analysis 
approach.
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Results: Sex work was viewed as a common profession in fishing communities. 
FSWs were identified as home-based, bar-based, or lodge-based and could either 
be permanent members of the community or mobile (moving to and away from the 
community frequently and with little advanced planning). A few participants iden-
tified existing community groups which primarily provided financial support; none 
of these existing groups were formally established or affiliated with academic or 
non-governmental institutions. Participants identified potential benefits of com-
munity empowerment groups, which included financial (savings and loan) services 
and health and safety support. Important barriers to community empowerment 
groups included mobility of FSWs across communities and perceived competition 
between types of FSWs. Some participants also felt that FSWs of different ages 
could not form groups due to generational differences.
Conclusions: Mobility, perceived competition, and other occupational factors pres-
ent challenges to community empowerment approaches in Lake Victoria fishing 
communities, but FSWs also felt such approaches could provide benefits. Tailored 
community empowerment approaches should emphasize financial and health ben-
efits and consider the unique geographic, occupational, and social characteristics of 
FSWs in these hotspot communities. 

MOPEC0716
Synergistic impact of sexual stigma and psychosocial  
well-being on HIV testing among Nigerian men who have sex 
with men: a mixed methods study
C. Rodriguez-Hart1, C. Bradley2, D. German2, I. Orazulike3, B. Kayode4, H. Liu5, 
T.A. Crowell6,7, S. Baral2, M. Charurat4, R.G. Nowak4 
1University of Maryland Institute of Human Virology, Sunnyside, United States, 
2Johns Hopkins Bloomberg School of Public Health, Baltimore, United States, 
3International Center on Advocacy and Rights to Health, Abuja, Nigeria, 4Institute 
of Human Virology, University of Maryland School of Medicine, Baltimore, United 
States, 5University of Maryland School of Public Health, College Park, United States, 
6U.S. Military HIV Research Program, Walter Reed Army Institute of Research, Silver 
Spring, United States, 7Henry M. Jackson Foundation for the Advancement of Military 
Medicine, Bethesda, United States 
Presenting author email: rnowak@ihv.umaryland.edu

Background: Uptake of HIV testing is consistently low across studies of Nigerian 
men who have sex with men (MSM). Sexual stigma may explain low levels of HIV 
testing but the mechanisms by which this occurs remain poorly understood. The 
aim of this study was to explore how stigma and suicidal ideation impact HIV testing 
among MSM in Nigeria.
Methods: This study leveraged baseline data from 1,480 MSM in Abuja and Lagos 
recruited into the TRUST/RV368 cohort study from March/2013-February/2016. 
The study clinics are co-located with community-based organizations that provide 
non-stigmatizing services to MSM. Latent class analysis and structural equation 
modeling were used to develop stigma classes and assess whether suicidal ideation 
moderated the association between stigma and HIV testing. 24 semi-structured in-
depth interviews were conducted with participants who had experienced elevated 
stigma in the parent cohort in order to understand barriers and facilitators to HIV 
testing. Interviews were transcribed and coded using thematic analysis.
Results: Participants were classified into low(n=633), medium(n=663), and 
high(n=184) sexual stigma classes. While there was no association between stigma 
and HIV testing, there was a negative association between suicidal ideation and HIV 
testing. There was a synergistic negative interaction between stigma and suicidal 
ideation, with a combined effect greater than for suicidal ideation alone (Table). The 
qualitative data showed that prior stigma experiences often generated psychological 
distress and perceptions of feeling unsafe, which could in turn decrease willingness 
to disclose same-sex practices or receive health services and counseling appropriate 
to MSM, including the avoidance of HIV testing. In contrast, MSM reported feeling 
safe at the study clinic but still described a need for psychosocial support services.
Conclusions: Addressing unmet mental health needs among Nigerian MSM has 
the potential to mitigate stigma’s negative interaction with suicidal ideation and to 
improve feelings of safety in health settings. Such an approach may increase HIV 
testing and enhance existing stigma reduction approaches at MSM-friendly venues. 

Main effect of association between suicidal ideation and HIV testing and interaction effects 
of stigma´s assocation with HIV testing moderated by suicidal ideation, in a sample of 1,480 
Nigerian men who have sex with men.
Covariates of HIV Testing* AOR 95% CI p-value
Main Effect: HIV Testing on Suicidal Ideation 0.79 0.74 0.86 0.000
Interaction Effects: HIV Testing on Stigma, moderated by 
Suicidal Ideation     

High Stigma vs Low Stigma 0.65 0.20 2.11 0.543
Medium Stigma vs Low Stigma 0.46 0.39 0.55 0.000

*Class membership adjusted for age, gender, recruitment wave, and knowledge of riskiest sex 
position.

[Main effect of association between suicidal ideation]

MOPEC0717
Community level intervention among MSM to reduce stigma 
towards HIV-positive MSM in India: outcomes and process 
evaluation
V. Chakrapani1,2, P.P. Vijin1,2, T. Subramanian3, T. Kershaw4, R. Nelson1, M. Rajan3, 
M. Shunmugam1 
1Centre for Sexuality and Health Research and Policy (C-SHaRP), Chennai, India, 
2Postgraduate Institute of Medical Education and Research (PGIMER), Chandigarh, 
India, 3National Institute of Epidemiology (NIE), Chennai, India, 4Yale School of Public 
Health, Yale University, New Haven, United States 
Presenting author email: vijinpandara@gmail.com

Background: Little attention is given to stigma/discrimination faced by MSM liv-
ing with HIV (MSMLH) within MSM communities. Risk of discrimination prevents 
MSMLH from getting social/emotional support and accessing services. We imple-
mented and evaluated a theory-based (social-personal model) pilot community 
level intervention (CLI) to reduce stigma/discrimination faced by MSMLH from 
other MSM. CLI included cultural events, talks by positive speakers, and messages 
to promote acceptance of MSMLH in outreach educational sessions with MSM.
Methods: In 2016, as part of a multi-level RCT, we implemented this CLI in two cit-
ies (Chennai and Kumbakonam) in Tamil Nadu, India. Baseline and endline surveys 
were conducted among a total of 300 ‚general’ MSM. Based on the degree of expo-
sure to CLI, 150 endline participants were classified into three groups: Unexposed 
endline group (n=21); Low-exposure endline group (n=63); and High-exposure 
endline group (n=66). We conducted One-way ANOVA, with planned compari-
sons, among four groups (baseline and three endline groups), and t-test (baseline vs. 
endline groups). Survey measures included: sociodemographics, symbolic stigma, 
and negative attitudes towards sexual behavior of MSMLH. Process evaluation in-
cluded observations of CLI activities and satisfaction assessments among interven-
tion participants.
Results: Participants’ mean age was 31.8 years and mean monthly income was INR 
10,054 (~USD 166). There were no differences in sociodemographics of baseline 
(n=150) and endline (n=150) participants. Endline participants had lower mean 
scores in: negative attitude towards sexual behavior of MSMLH (22.6 vs. 20.5, p< 
.001), and symbolic stigma (7.6 vs. 5.5, p< .001). Scores on symbolic stigma (SS) 
and negative attitudes towards sexual behavior of MSMLH (NASB) were signifi-
cantly lower among Low-exposure and High-exposure endline groups (SS=21/20; 
and NASB=5.7/4.7, respectively), when compared to baseline group (SS=22.6/
NASB=7.6). Process evaluation found high intervention fidelity and high satisfac-
tion levels among intervention-exposed participants. No other interventions to 
reduce stigma faced by MSMLH were implemented during the period of this CLI.
Conclusions: The findings indicate the feasibility and effectiveness of a theory-
based community level intervention in reducing stigma faced by MSMLH from 
general MSM. As the intervention activities were conducted within the local com-
munities by community agencies working with MSM, this community level inter-
vention model can be easily scaled up. 

MOPEC0718
Effects on HIV stigma, homophobia and HIV testing of 
CHHANGE: challenge HIV stigma and homophobia and gain 
empowerment
V. Frye, CHHANGE Study Group 
City University of New York School of Medicine, Community Health and Social 
Medicine, New York, United States 
Presenting author email: vfrye@med.cuny.edu

Background: Reducing barriers to HIV treatment and prevention is critical to ad-
dressing the HIV epidemic in the United States (US) among gay, bisexual and other 
men who have sex with other men (MSM). This is particularly true for African-
American or Black MSM, who are disproportionately affected by HIV/AIDS. HIV 
stigma and homophobia are barriers to treatment and prevention, with stigma re-
ducing access to HIV testing, anti-retroviral treatment (ART), and uptake of bio-
medical HIV prevention technologies, such as pre/post-exposure HIV prophylaxis 
(PrEP/PEP). Homophobia, although less studied than HIV stigma, has also been 
identified as a barrier to prevention access. Project CHHANGE, Challenge HIV 
Stigma and Homophobia and Gain Empowerment, is a community-level, multi-
component intervention designed to reduce HIV stigma and homophobia and in-
crease access to HIV prevention, including testing. CHHANGE provided trainings/
workshops, space-based events and bus shelter ads in a high HIV prevalence, pri-
marily African-American, Black and Afro-Caribbean, neighborhood in New York 
City (NYC).
Methods: To evaluate CHHANGE we used a quasi-experimental, matched neigh-
borhood, pre- and post-intervention study design. Serial cross-sectional, street in-
tercept surveys among residents of the invention neighborhood and matched con-
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trol neighborhood were conducted before and after the intervention. Propensity 
score matching and generalized estimating equation regression models assessed the 
impact of CHHANGE on HIV stigma and homophobia. In addition, we analyzed 
post-intervention, street intercept survey data to assess relations among key inter-
vention components and self-reported HIV testing. Finally, we assessed adminis-
trative HIV testing data before and after CHHANGE.
Results: We did not find a significant treatment effect of CHHANGE on HIV 
stigma and homophobia among residents of the intervention neighborhood as com-
pared with control community residents. However, HIV testing increased by 350% 
at the testing site in the intervention community after the intervention implemen-
tation. Further, lower HIV stigma, attending an HIV stigma workshop and having 
friends or family living with HIV were independently associated with past six-month 
HIV testing among post-intervention respondents in both neighborhoods.
Conclusions: CHHANGE was feasible and acceptable to community residents. 
Our triangulated evaluation approach yielded conflicting results, which may be due 
study to design limitations. Further research is needed to understand whether and 
how CHHANGE affected HIV testing. 

MOPEC0719
Victim impact: analyzing dispartiies by race, gender,  
and sexuality under U.S. HIV exposure and disclosure laws, 
1992-2015
T. Hoppe 
University at Albany, SUNY, Sociology, Albany, United States 
Presenting author email: thoppe@albany.edu

Background: During the summer of 2014, an explosive arrest was splashed across 
Midwestern newspapers: A young gay Black man in a conservative county in 
Missouri and the accusations against him quickly became a flashpoint for racial and 
sexual politics - leading some critics to charge that HIV-specific criminal laws in the 
U.S. target gay Black men. This paper draws on an original dataset of convictions 
under HIV-specific criminal laws in 6 states to evaluate whether the enforcement 
of HIV exposure and disclosure laws has discriminatory effects.
Methods: Deidentified datasets describing cases in which a defendant was con-
victed under an HIV disclosure or exposure law were obtained from state agencies 
in Arkansas, Florida, Louisiana, Michigan, Missouri, and Tennessee. The defendant 
was subsequently identified in 431 cases between 1992 and 2015 using a variety of 
sources, including newspaper reports, online mugshot websites, and court records 
systems. Demographic data on each defendant was then collected. These data are 
compared against data obtained from state public health agencies describing the 
population of individuals diagnosed as HIV-positive during the same time period.
Results: Contrary to expectations, the analysis shows that heterosexual men and 
white female defendants are convicted at greater rates than expected. Heterosexual 
men are convicted at rates seven times that of men who have sex with men (MSM): 
146 convictions per 10,000 HIV diagnoses as compared to 23 for MSM. Black 
and white heterosexual men are convicted at similarly high rates (234 and 211, re-
spectively) as compared to Black and white MSM (16 and 15, respectively). White 
women are convicted at rates twice that of HIV-positive Black women (22 versus 
11, respectively).
Conclusions: Findings suggest that victim characteristics - rather than defendant 
demographics - shape uneven patterns in the application of the law. MSM and Black 
female defendants may be less likely to have been convicted because their potential 
accusers are less willing to make contact with law enforcement. Further, this study 
observes an inverse correlation between a demographic grouṕ s HIV prevalence and 
the conviction rate. This study finds that communities less impacted by HIV (name-
ly, heterosexual men and white women) are more impacted by criminalization. 

MOPEC0720
Incarceration history and HIV testing among female sex  
workers in Zambia
M. Chanda1, K. Ortblad2, M. Mwale1, S. Chongo1, N. Kamungoma1, C. Kanchele1, 
T. Bärnighausen2,3,4, C. Oldenburg5 
1John Snow, Inc., Lusaka, Zambia, 2Harvard T H Chan School of Public Health, Boston, 
United States, 3University of Heidelberg, Heidelberg, Germany, 4Africa Health 
Research Institute, Somkhele, South Africa, 5University of California, San Francisco, 
F.I. Proctor Foundation, San Francisco, United States 
Presenting author email: michael_chanda@zm.jsi.com

Background: Criminalization of sex work is thought to be a major structural driver 
of the HIV epidemic among female sex workers (FSW). Incarceration may lead to 
marginalization, which can reduce access to healthcare and HIV prevention servic-
es. Here, we investigated the association between incarceration history and recent 
HIV testing among FSW in three transit towns in Zambia.

Methods: A quantitative questionnaire was conducted among FSW without known 
HIV infection in Livingstone, Chirundu, and Kapiri Mposhi, Zambia. Participants 
were eligible if they were 18 years or older, reported exchanging sex for money or 
goods at least once in the past month, and were self-reported HIV uninfected or 
status unknown. Participants were asked if they had ever been arrested or incarcer-
ated, if they had ever had an HIV test, and if so, months since their last test. Logistic 
regression models were used to determine the association between incarceration 
history and HIV testing, adjusting for sociodemographic characteristics.
Results: Of 965 participants enrolled, median age was 25 years (interquartile range 
21-30 years), 722 (75.3%) were literate, and 560 (59.0%) reported a monthly in-
come of < 500 ZMK (~USD$50). Most (760, 79.5%) reported ever testing for 
HIV and 617 (65.1%) reported testing for HIV in the previous 12 months. More 
than one-quarter (275, 28.5%) had a history of incarceration. Most (89.8%) of 
women reporting incarceration reported that it was related to their engagement in 
sex work. In an adjusted model, incarceration was associated with 38% reduced odds 
of HIV testing in the previous year (aOR=0.61, 95% CI 0.45-0.83, P=0.002).
Conclusions: FSW with a history of incarceration significantly less frequently re-
ported recent HIV testing. In this population, incarceration may increase barriers 
to HIV testing, possibly through increased marginalization or fear of disclosure of 
sex worker status or police harassment for HIV testing. This may contribute to the 
disproportionate burden of HIV in this population. Decriminalization of sex work 
may increase accessibility of HIV testing, and could have profound effects on the 
HIV epidemic among FSW in Zambia. 

MOPEC0721
Predictors of police behaviors that shape the drug user HIV risk 
environment in Tijuana, Mexico: the role of occupational safety, 
legal knowledge and attitudes on harm reduction programs
J. Cepeda1, S. Strathdee1, J. Arredondo1, T. Rocha1, M.L. Mittal1, E. Clairgue1,  
E. Bustamante1, A. Banuelos2, M. Morales1, D. Abramovitz1, I. Artamonova1,  
L. Beletsky1 
1University of California - San Diego, Medicine, La Jolla, United States, 2Secretaría de 
Seguridad Pública Municipal, Department of Planning and Special Projects, Tijuana, 
Mexico 
Presenting author email: jacepeda@ucsd.edu

Background: The HIV epidemic in Tijuana, Mexico is concentrated among people 
who inject drugs (PWID). Policing practices, such as syringe confiscation and ar-
rest, are structural drivers of HIV transmission among PWID. Conversely, police 
referral of PWID to health/social services may protect against transmission. Little 
is known about drivers of police practices critical to HIV risk. Our objective was to 
evaluate how legal knowledge and harm reduction attitudes associate with police 
behaviors that shape the HIV risk environment among PWID in Tijuana, Mexico.
Methods: In a context of a department-wide police training initiative, between 
February 2015 - May 2016, 1751 municipal police officers self-administered a 
baseline survey on drug law enforcement practices, occupational safety, legal 
knowledge, attitudes related to harm reduction and drug user health. We used or-
dinal logistic regression to assess whether legal knowledge and attitudinal factors 
predicted syringe confiscation, arrest, and referral to health/social programs. The 
analysis focuses on respondents reporting any contact with syringes as part of their 
duties (N=1319).
Results: Respondent median age was 38 (IQR: 32-43), mostly male (88%, 
N=1150), and worked for a median of 11 years (IQR: 9-18). Thirty seven percent 
reported incorrect legal knowledge about syringe possession and 71% were unaware 
that small amounts of heroin were decriminalized under recent reforms. Officers 
who had ever been stuck by a needle were 1.39 (aOR: 1.03 - 1.88) times as likely 
to confiscate syringes. Those reporting favorable views of methadone maintenance 
were 1.26 times as likely to refer PWID to health/social programs (95% CI: 1.00 - 
1.57). Additionally, police who believed that their role is to refer PWID to health/
social programs were 2.52 (aOR: 2.04 - 3.12) times as likely to refer PWID to 
these programs. Male officers who believed that laws that treat addiction as a public 
health problem were 0.72 (aOR: 0.57-0.90) times less likely to arrest someone for 
heroin possession.
Conclusions: Police practices that shape HIV risk for PWID are independently as-
sociated with legal knowledge, needle stick injuries, and attitudes on harm reduc-
tion. These novel findings help rationalize interventions targeting police occupa-
tional safety, knowledge, and attitudinal factors as structural modalities to reduce 
PWID HIV risk. 
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MOPEC0722
Universal access? Legal and regulatory barriers to accessing  
HIV treatment across Europe that damage public health and 
hinder treatment as prevention
L. Power1, J. Hows2, S. Finne Jakobsen3, A. von Lingen4 
1OptTEST/EATG, Cardiff, United Kingdom, 2GNP+, Amsterdam, Netherlands, 
3University of Copenhagen, CHIP, Copenhagen, Denmark, 4EATG, Brussels, Belgium 
Presenting author email: mezzmezzrow@hotmail.com

Background: Universal HIV treatment access is a key tool in reducing ongoing 
transmission. Regulations in many countries restrict access to state-provided HIV 
treatment for one or more key populations, leaving people diagnosed but untreated, 
often with transmissible virus. GNP+ and EATG set out to map the extent and di-
versity of these barriers within Europe as part of the OptTEST project.
Methods: A questionnaire to assess legal and regulatory barriers across the WHO 
Europe region was developed. More than 160 individuals and organisations from 49 
countries provided responses which were analysed and cross-checked with other 
data sources. The resulting website “Barring The Way To Health” provides an updat-
able, searchable, cross-comparable database of the most common barriers to test-
ing and treatment access including key populations affected.
Results: Only 9/49 countries reported genuine, legal universal access to free HIV 
treatment. These included EU (6), EFTA (2) and non-EU/EFTA (1) countries. 
Restrictions reported related primarily to migrants, with 5/49 also excluding cur-
rent PWID.
Of EU countries, 9/27 had exceptions to free access for other EU nationals, 2/27 
had no legal access for non-EU migrants and 10/27 reported exceptions to access 
for some non-EU nationals. Refugees and asylum seekers had some restrictions in 
9/27 EU countries and no access in 2/27 countries (a further 2 could not answer).
Of the 3 EFTA countries, the only one not providing universal access excluded un-
documented migrants from treatment access.
Among non EU/EFTA countries, 5/19 gave no legal, free treatment access to any 
migrants; a further 3/19 had some exceptions. 5/19 gave no legal access to asylum 
seekers/refugees while a further 2/19 had exceptions to this and 5/19 could not an-
swer. Six did not give access to undocumented migrants while a further 5 could not 
answer.
Conclusions: Treatment access laws and regulations across Europe are complex, 
sometimes contradictory and often fall short of universal access. They particularly 
restrict migrant access to HIV treatment, often including those legally resident. 
This barrier to public health and preventing onward HIV transmission deserves 
closer scrutiny and challenge. 

MOPEC0723
Awareness of HIV non-disclosure case law among women living 
with HIV in Canada: a call to build women centered knowledge 
and support around HIV disclosure and the law
S. Patterson1, V. Nicholson1, M.-J. Milloy2, G. Ogilvie3, R. Hogg1,2, A. Carter1,2,  
E. Ding2, P. Sereda2, S. Greene4, A. de Pokomandy5, M. Loutfy6,7, A. Kaida1 
1Simon Fraser University, Burnaby, Canada, 2British Columbia Centre for Excellence in 
HIV/AIDS, Vancouver, Canada, 3University of British Columbia, Vancouver, Canada, 
4McMaster University, Ontario, Canada, 5McGill University Health Centre, Montreal, 
Canada, 6University of Toronto, Toronto, Canada, 7Maple Leaf Medical Clinic, Toronto, 
Canada 
Presenting author email: kangela@sfu.ca

Background: Canada has one of the strictest approaches to the use of criminal law 
against people living with HIV (PLWH) globally. In 2012, the Supreme Court of 
Canada (SCC) ruled that PLWH must disclose their HIV-serostatus to sexual part-
ners unless they use a condom and have a low viral load (VL) (< 1500 copies/mL). 
Awareness and understanding of this ruling remain undefined among women living 
with HIV (WLWH), who experience gendered barriers to healthcare engagement.
Methods: We analysed wave 2 cross-sectional data (June 2015-January 2016) 
from the peer-led Canadian HIV Women’s Sexual and Reproductive Health Cohort 
Study (CHIWOS). Participants were asked if they were aware of the 2012 SCC 
ruling. The law was then defined and those reporting awareness were asked how 
similar their understanding was to the provided definition. Existing and preferred 
sources of information about the law, and perceived impacts, were also assessed. 
Multivariable logistic regression identified correlates of ruling awareness.
Results: 584 of 1425 CHIWOS participants were included. Median age was 45 
(IQR: 37-52), and 84% reported an undetectable VL (<40 copies/ml). Overall, 
74% (n=431) were aware of the ruling, and of those, 47% (n=204) had accurate 
understanding of the legal obligation to disclose. Among the 431 aware, 36% had 
discussed disclosure and the law with healthcare providers. Regular HIV physi-
cians (61%), peer workers (25%), and community workers (25%) were identified 
as preferred providers with whom to discuss disclosure laws. Most participants 

(65%) believed disclosure laws might affect the type of information WLWH would 
share with providers. Participation in community HIV work (Adjusted Odds Ratio 
[AOR]: 1.74, 95% confidence interval [CI]:1.10,2.76) was positively associated with 
ruling awareness, whereas experience of violence in adulthood (AOR: 0.39, 95% 
CI:0.21,0.70), self-reporting a detectable/unknown HIV VL (AOR: 0.52, 95% 
CI:0.30,0.90) and lack of awareness of HIV prevention benefits of ART (AOR: 
0.59, 95% CI:0.38,0.91) were negatively associated with awareness.
Conclusions: Awareness and understanding of HIV non-disclosure law is subopti-
mal among WLWH. Women more socially marginalized were least likely to be aware 
of the law. Efforts are needed to build women centered knowledge and support 
around HIV disclosure and the law. 

MOPEC0724
Estimating the current and potential future impact of the 
Mexican drug law reform on HIV incidence among people who 
inject drugs (PWID) in Tijuana, Mexico, using mathematical 
modeling
A. Borquez1, L. Beletsky1,2, S. Strathdee1, D. Abramovitz1, C. Rafful1,3,  
P. Vickerman4, M.C. Boily5, N. Thomson6,7, N.K. Martin1,4 
1University of California San Diego, Medicine, La Jolla, United States, 2Northeastern 
University, School of Law & Bouvé College of Health Sciences, Boston, United States, 
3San Diego State University, San Diego, United States, 4University of Bristol, Bristol, 
United Kingdom, 5Imperial College London, London, United Kingdom, 6Johns Hopkins, 
Baltimore, United States, 7University of Melbourne, Melbourne, Australia 
Presenting author email: natasha-martin@ucsd.edu

Background: Mexico’s ‚Narcomenudeo reform’ depenalized possession of 
small amounts of drugs and instituted drug treatment instead of incarceration. 
Additionally, in Tijuana, the main hub for injecting drug use in Mexico, the federal 
government has funded non-evidence-based centers for involuntary drug treat-
ment. We used mathematical modeling to investigate potential impacts of this re-
form on HIV incidence among PWID in Tijuana.
Methods: We developed a deterministic model of injecting and sexual HIV trans-
mission among PWID disaggregated by sex, incarceration status, recent exposure 
to syringe confiscation, and exposure to drug treatment - either opioid agonist 
therapy (OAT) or involuntary drug treatment. We calibrated the model to HIV 
prevalence and incidence data among PWID in Tijuana, parameterized with local 
data on elevated syringe sharing among PWID exposed to recent (5.3 and 6.7-fold 
higher among men and women, respectively) and non-recent (1.4 and 1.6-fold high-
er among men and women, respectively) incarceration versus not, as well as recent 
syringe confiscation (1.9-fold higher among exposed men versus not), and involun-
tary drug treatment (1.7-fold higher versus never). We estimated the impact on HIV 
incidence of observed changes in policing since reform enactment 2012-2016 [i.e. 
significant decline in recent syringe confiscation, from 11% to 0%, but no change in 
recent incarceration] and predicted the impact of different levels of future reform 
enforcement (reduced incarceration by 80%, diversion to OAT, or to involuntary 
drug treatment) from 2017-2030.
Results: The model estimated that observed reductions in syringe confisca-
tion averted only 3%[95%Credible Interval (CrI): 0.5-7%] of new HIV infections 
among PWID between 2012-2016. If appropriate reform implementation addition-
ally reduces incarceration by 80%, then 14%[95%CrI: 4-28%] of the estimated 
784[95%CrI: 557-1017] new HIV infections between 2017-2030 could be averted, 
with 18%[95%CrI: 7%-31%] averted if PWID were referred to OAT instead of in-
carcerated. However, referral to involuntary (non-evidence-based) drug treatment 
would avert fewer infections (10%[95%CrI: -12% to 29%]), and could even increase 
incidence.
Conclusions: Current implementation of drug policy reform has had limited impact 
on the HIV epidemic among PWID in Tijuana. Appropriate enforcement has the 
potential to markedly reduce HIV incidence especially if linked to OAT referral, but 
expansion of involuntary drug treatment could increase transmission. 
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Infrastructure and Delivery Models for the Scale Up 
of HIV Services

MOPED1060
Modifications to ART service delivery models by health  
facilities in Uganda to accommodate increased patient volumes: 
a mixed-methods study
H. Zakumumpa1, S. Bennett2, F. Ssengooba3 
1Makerere University, School of Public Health, Health Policy Planning and 
Management, Kampala, Uganda, 2Johns Hopkins University, Bloomberg School of 
Public Health, Baltimore, United States, 3Makerere University, School of Public 
Health, Kampala, Uganda 
Presenting author email: zakumumpa@yahoo.com

Background: The rapid expansion in antiretroviral treatment (ART) coverage in 
resource-limited settings and the continually increasing demand for treatment will 
require modifications to traditional ART service delivery models. We identify modi-
fications to ART service delivery models by health facilities in Uganda to accom-
modate increased patient volumes over a ten-year period (2004-2014).
Methods: A mixed-methods approach involving two study phases was adopted. In 
the first phase, 
a survey of a nationally-representative sample of health facilities (n=195) in Uganda 
was conducted between February and April 2015. The second phase involved semi-
structured interviews (n=18) with ART clinic managers of 6 of the 195 health facili-
ties purposively selected from the first study phase. 
A thematic framework consisting of four categories of modifications (format, set-
ting, personnel and population)was adopted. Descriptive statistics were used for 
expansion of these four broad themes.
Results: The majority of health facilities 185 (95%) reported making modifica-
tions to ART interventions between 2004 and 2014.Of the 195 health facilities, 
157(81%) rated the modifications made to ART as ‚major’. Modifications to ART 
were reported under all the four themes. 
Format: Reducing the frequency of Clinic appointments and pharmacy-only refill 
programs were identified as important strategies for decongesting ART Clinics. 
Setting: Home-based care programs were introduced to reduce provider ART 
delivery costs. Personnel: Task shifting to non-physician cadre was reported in 
181(93%) of the health facilities. Population: Visits to the ART Clinic were rational-
ized in favor of the sub-population deemed to have more clinical need. Two health 
facilities focused on patients living nearer the health facilities to align with ART 
adherence targets set by funders.
Conclusions: Over the study period, health facilities in Uganda made several modi-
fications ART interventions to accommodate increased patient volumes. Further 
research evaluating the effect of these modifications on patient outcomes and per-
ceived reductions in ART delivery costs is recommended.

MOPED1061
Scale-up of treatment as Prevention® in British Columbia, 
Canada: opportunities and challenges identified by policy 
makers and service providers
R. Knight1,2, R. McNeil2,3, J. Shoveller2,4, W. Small1,2 
1Simon Fraser University, Faculty of Health Sciences, Burnaby, Canada, 2BC Centre 
for Excellence in HIV/AIDS, Vancouver, Canada, 3University of British Columbia, 
Department of Medicine, Vancouver, Canada, 4University of British Columbia, School 
of Population and Public Health, Vancouver, Canada 
Presenting author email: rodney.knight@sfu.ca

Background: The Canadian Province of British Columbia (BC) was among the first 
jurisdictions to scale up TasP to the population level, including funding and policy 
commitments that enhanced HIV testing efforts (e.g., expansion of routine, opt-
out testing; targeted testing campaigns among high-risk groups), while also ensur-
ing that all medically eligible persons living with HIV in BC have access to free anti-
retroviral therapy. As such, BC represents a critical context within which to identify 
the factors that influenced the scalability of TasP (e.g., acceptability, adoption, 
fidelity, equitable reach, sustainability), including key opportunities and challenges.
Methods: We draw on in-depth, semi-structured interviews regarding the scale up 
of TasP with 11 key stakeholders, including high-level policy makers, front-line ser-
vice providers, and representatives from ASOs. We use thematic analysis to iden-
tify the key themes identified within the interviews.
Results: Key factors that influenced scale up included:
(i) social and political factors that created opportunities to implement new ‚systems 
level’ approaches to HIV intervention;
(ii) organizational factors, including the capacity to adapt features of TasP program-
ming based on ‚real-time’ program data; 

(iii) provider-related factors, including training and resources for frontline service 
providers and community stakeholders; and 
(iv) innovation-related factors, including a growing body of scientific evidence sup-
porting the effectiveness of TasP in BC and elsewhere. 
Key challenges included:
(i) maintaining “nimble and evidence-informed” adaptations across a highly-decen-
tralized service delivery system; and
(ii) integrating TasP approaches with other aspects of the care deliver system, in-
cluding addictions medicine.
Conclusions: Based on our findings, we identify a set of TasP implementation tra-
jectories that have resulted in a highly adaptive approach to systems-level scale up 
of TasP. We show how the program continues to adapt to the evolving HIV land-
scape, including new funding mechanisms to respond to newly-identified HIV 
outbreaks (e.g., clusters of HIV-resistant strains) as well as new and revised clini-
cal guidelines and policies to better articulate HIV practice approaches with other 
related specialties (e.g., addictions medicine). 

MOPED1062
Strong preference for rapid oral over blood HIV testing among 
patients and providers at an urban public health facility in 
Kampala, Uganda
J. Nangendo1, E.A. Obuku1, I. Kawooya1, J. Mukisa1, A. Nalutaaya1, A. Musewa1, 
F.C. Semitala1,2, C.A. Karamagi1, J.N. Kalyango1 
1Makerere University, College of Health Sciences, Kampala, Uganda, 2Makerere 
University Joint AIDS Program, Kampala, Uganda 
Presenting author email: joannangendo@gmail.com

Background: The prevalence of HIV in Uganda is high at 7.3% and approximately 
40% of people living with HIV (PLHIV) are unaware of their HIV sero-status. 
Currently Uganda’s HIV testing policy is strictly blood-based. However, this meth-
od poses several challenges including demands for high level laboratory skills, strin-
gent waste disposal needs and invasive sample collection. Introducing a rapid, non-
invasive and painless alternative HIV oral-fluid test will likely increase the uptake 
of HIV testing. We determined the performance and preference of rapid HIV oral 
testing (versus blood-based testing) among clients and providers in Kisenyi Health 
Centre IV in Kampala, Uganda.
Methods: We conducted a cross-sectional study to assess the preference for and 
performance of the oral-fluid (OraQuick® Rapid HIV-1 antibody test) and blood-
based national HIV serial testing algorithm (Determine® through Statpak® and 
Unigold®, as a tiebreaker) among 440 consecutive adults at Kisenyi Health Centre 
IV from January to March 2016. We also assessed for patient and provider prefer-
ence of oral over blood HIV testing through three focus group discussions with the 
patients and seven key informant interviews with providers. The providers were also 
favorable since their reasons could be a little different.
Results: HIV prevalence among study participants was 14.8%. The blood and oral-
fluid results were 100% concordant in all 400 patients. The majority of partici-
pants; 87% (95%CI; 83.6 - 89.9) preferred oral to finger-prick blood HIV testing 
because it was painless (91%, n=399), did not require blood draw (82%, n=360), 
had an easy sample collection process (58%, n=257), convenient (41%, n=180) and 
could motivate more frequent testing (28%, n=124). Similar themes for preference 
of oral testing also emerged from the subsequent qualitative study.
Conclusions: Our data show that the performance of the oral was as good as the 
blood HIV test in our high HIV prevalence population. More importantly, our find-
ings suggest a strong preference for rapid HIV oral testing over blood among clients 
and providers. These attributes suggest that increased use of oral testing strategies 
may increase access to HIV testing services in Uganda. 
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MOPED1063
Gaps in care or data issues? The challenges to reaching the  
90-90-90 targets in South Africa
S. Pascoe1, M. Fox2, A. Huber1, J. Murphy1, M. Phokojoe3, M. Gorgens4,  
S. Rosen5, D. Wilson4, M. Ndhlalambi4, N. Fraser-Hurt4, G. Meyer-Rath6,7 
1Wits Health Consortium, Health Economics and Epidemiology Research Office, 
Jhannesburg, South Africa, 2Boston University, Departments of Epidemiology and 
Global Health, Boston, United States, 3National Department of Health, Pretoria, 
South Africa, 4World Bank, Washington, United States, 5Boston University, 
Department of Global Health, Boston, United States, 6Boston University, Center 
for Global Health and Development, Boston, United States, 7University of the 
Witwatersrand, Health Economics and Epidemiology Research Office, Johannesburg, 
South Africa 
Presenting author email: gesine@bu.edu

Background: To reach 90-90-90 targets requires strong healthcare systems, 
improved patient care and adherence and robust data systems to identify gaps. 
Preparations for an evaluation of South Africa’s national adherence guidelines pro-
vided insights into gaps in care and data issues.
Methods: Routine patient data collection systems were reviewed at 24 clinics in 
4 districts. Completion of viral load (VL) testing in the previous 18 months was 
assessed in TIER.Net (South Africa’s electronic HIV patient record) to identify 
patient and provider gaps. The number of VLs captured at the National Health 
Laboratory System (NHLS) (which records all labs done) and in TIER.Net (which 
represents facility records) were compared to estimate gaps in recording VL results.
Results: The proportion of ART patients with a VL in the last 18 months in TIER.
Net varied greatly by district (range 71-90% - Figure 1) and facility suggesting some 
patient/provider gaps in testing. 32,073 VL measures were recorded in the NHLS 
between April-August 2016, but only 27,598 (86%) were captured on TIER.Net 
with variation between districts (Table 1) and facilities, indicating that recording of 
results also needs improvement. 

[Figure 1. Viral load (VL) tests done and results at 24 facilities by province (TIER Net 
2015 data)]

District April 16 May 16 June 16 July 16 August 16 Total

Ekurhuleni 0.86 
(1331/1555)

0.89 
(1495/1686)

0.86 
(1421/1655)

0.8 
(1361/1691)

0.75 
(1282/1717)

0.83 
(6890/ 8304)

Mopani 0.91 
(842/ 921)

0.84 
(920/ 1092)

0.86 
(855/ 990)

0.88 
(1021/1166)

0.89 
(1020/1142)

0.88 
(4658/ 5311)

Bojanala 0.86 
(1222/1416)

0.92 
(1122/1214)

0.93 
(1821/1968)

0.91 
(1890/2087)

0.89 
(1498/1683)

0.9 
(7553/ 8368)

uThungulu 0.79 
(1527/1928)

0.89 
(1542/1736)

0.78 
(1316/1688)

0.86 
(1711/2000)

0.88 
(2401/2738)

0.84 
(8497/ 10090)

Total 0.85 
(4922/5820)

0.89 
(5079/ 5728)

0.86 
(5413/ 6301)

0.86 
(5983/6944)

0.85 
(6201/7280)

0.86 
(27598/32073)

[Table 1 - Ratio of VLs captured in TIER to NHLS]

Conclusions: Efforts to improve coverage of VL testing and recording of results is 
essential to achieving 90-90-90 targets as complex and diverse data systems and 
missing data impact our ability to measure patient status accurately. Comparison 
across the two data systems identifies gaps in VL recording on TIER.Net .which 
must be rectified to enable provision of quality care, and accurate tracking of viral 
suppression. Further research is needed to better understand reasons why VL cov-
erage often falls below the government target of 100%. 

MOPED1064
Implementation of interventions aimed at improving linkage, 
retention and adherence: lessons learned from Phase 1 of the 
roll out of the National Adherence Guidelines for Chronic 
Diseases in South Africa
M. Fox1, S. Pascoe2, A. Huber2, J. Murphy2, M. Phokojoe3, M. Gorgens4,  
S. Rosen5, D. Wilson4, M. Ndhlalambi4, N. Fraser-Hurt5, K. Clouse6,7 
1Boston University, Department of Epidemiology and Global Health, Boston, United 
States, 2Wits Health Consortium, Health Economics and Epidemiology Research 
Office, Johannesburg, South Africa, 3National Department of Health, Pretoria, South 
Africa, 4World Bank, Washington, United States, 5Boston University, Department 
of Global Health, Boston, United States, 6Vanderbilt Institute for Global Health, 
Nashville, United States, 7Vanderbilt University Department of Medicine, Division of 
Infectious Diseases, Nashville, United States 
Presenting author email: kate.clouse@vanderbilt.edu

Background: South Africa, which has integrated HIV into primary health care, 
recently introduced National Chronic Disease Treatment Adherence Guidelines 
(AGL) to improve patient linkage, retention and adherence. The guidelines include 
ART fast-track initiation counselling, enhanced adherence counselling, early pa-
tient tracing, adherence clubs and decentralized medication delivery.
Methods: In preparation for an evaluation of AGL implementation (matched 
cluster-randomized study in 24 clinics, 4 provinces), we identified routine prac-
tices for tracking patients, documented current adherence strategies, described 
AGL training, and interviewed clinic staff about routine data collection, patient 
care documentation and facility resources. We report on lessons learned from the 
preparation phase.
Results: Numerous paper and electronic registers are used to track patient infor-
mation including standardised government registers/stationery and non-standard 
registers developed locally each with varying degrees of completeness (Figure 
1). AGL training was conducted in 2015 and supporting tools disseminated; final 
guidelines were disseminated early 2016. Some adherence support models were in 
place prior to AGL (22/24 facilities had fast-track initiation; 20/24 patient tracing; 
10/24 adherence clubs; 13/24 counselling for unsuppressed patients) but imple-
mentation varied. Early implementation showed additional training needs resulting 
in partner-supported training for specific interventions and plans for staff mentor-
ing. Resource issues (e.g. staff and stationery shortages) were also identified and 
mitigation plans developed. 

[Figure 1: Databases and registers in use]

Conclusions: Early AGL implementation happened in the context of existing ad-
herence models, diverse patient tracking systems, and other policy initiatives in-
cluding universal test-and-treat. Balancing rationalisation of registers with collec-
tion of sufficient data to monitor health services in this context is challenging. The 
development of high-quality guidelines and supporting materials was well received 
by facilities although local interpretation and adaptation remains a challenge for 
standardisation. Optimal national-level implementation depends on sufficient staff 
(particularly non-clinical cadres), training, staff mentoring, and a clear communi-
cation strategy to support effective implementation of these guidelines and other 
strategies. 



ABSTRACT BOOK • www.iAS2017.ORg 144

Monday
24 July
Poster

Exhibition

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July

145

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

144

MOPED1065
Treat All: the magic bullet for the second “90”?!
B. Engelsmann, T. Maphosa, S. Page-Mtongwiza, P. Nesara, K. Webb 
Organization for Public Health Interventions and Development, Harare, Zimbabwe 
Presenting author email: bengelsmann@ophid.co.zw

Background: Attainment of the 90-90-90 goals is a priority for Zimbabwe. With 
62% of PLHIV receiving ART in 2015, the country embraces the roll-out of TREAT 
ALL. This presentation reviews the impact of TREAT ALL implementation on the 
uptake of HIV services in 90 PEPFAR-prioritized health facilities in six learning 
districts in Zimbabwe.
Methods: Sites were prepared for TREAT ALL in May 2016 through introduction of 
the concept to provincial, district and site level leadership, community sensitization, 
capacity building of HCWs, readying the supply chain and distribution of imple-
mentation tools. Routine program data for patients newly identified as HIV positive 
and ART initiations was compiled and cleaned. Program performance/district was 
compared pre- and post TREAT ALL implementation using paired t-tests.
Results: From April to December 2016, the learning sites initiated 9875 patients 
on ART. 
Before TREAT ALL was implemented, the numbers of patients initiated on ART are 
30 % lower than the number of patients newly identified as HIV positive represent-
ing patients either not yet being eligible or lost to follow-up. 
With the introduction of TREAT ALL, the mean number of ART initiations in-
creased by 130% (p=0.0013) from May to August 2016, exceeding the number of 
patients newly identified as HIV positive. This reflects the efforts of clinics to follow 
up on previously not eligible patients recorded in pre-ART registers. 
Five months post-introduction of TREAT ALL, initiation rates had declined and sta-
bilized at a level 78% higher than pre TREAT ALL (p=0.0051). 

[HIV service uptake pre-/post TREAT ALL]

Conclusions: TREAT ALL is an important strategy. In our dataset, as TREAT ALL is 
implemented, ART initiation increases sharply initially to stabilize at numbers only 
slightly lower (<10%) than the patients newly identified as HIV positive. Continued 
data collection will provide evidence whether the attainment of the second “90” 
can be sustained, whilst upholding the quality of service provision. 

MOPED1066
Mapping of health facilities is a prerequisite for saturating 
the coverage of positive pregnant with PMTCT services in the 
private sector in India
M.K. Suryadevara1, A. Hegde2, N. Joevalan1, J. Meloot1, K.S. Sachdeva2, 
K. Vaikundanathan1, K.V. Suma1, S. Yadav1, P. Mohanty1, S. Ebenezer1, L. 
Ramakrishnan1, L. Ramakrishnan3, S.S. Raghavan1, S.K. Angappan3, Project 
Svetana Implementing Team Members from 14 States / Union Territories in India 
1SAATHII, Project Svetana, Chennai, India, 2National AIDS Control Organisation, 
Department of Health & Family Welfare, Government of India, New Delhi, India, 
3SAATHII, Chennai, India 
Presenting author email: mahesh@saathii.org

Background: The national PMTCT program in partnership with GFATM and 
SAATHII, embarked on an ambitious expansion of PMTCT services in the private 
sector which accounts for 20% of the deliveries in India. First phase is focussed on 
scaling up in 14 states which accounts for 90% of the estimated HIV positive preg-
nant women in the private sector. 
A comprehensive database of the vast and diverse private sector, which is a prereq-
uisite for saturation of the coverage is lacking in the country. To address this gap, 
a rigorous mapping of private facilities was undertaken in 231 districts from the 14 
intervention states.

Methods: The processes of mapping entailed compilation and assessment of the 
facilities. The sources of data for facility listing included; District health officials; 
electronic and hard copy directories of obstetricians, pediatricians, physicians, 
laboratories and nursing homes; and street walks. Facility assessment entailed vali-
dation of the site functioning and obtaining information on required infrastructure, 
human resources and service availability,.
Results: A list of 23,739 facilities spread across 1769 towns in 231 districts of 14 
states was compiled; and 59% (13,987) of these were assessed. Among those as-
sessed, majority (78%) were nursing homes and hospitals, 10% were outpatient 
clinics and 12% were laboratories. Fifty five percent of the facilities offer delivery 
services, however only 4% deliver positive pregnant women. Ninety four percent of 
the assessed facilities expressed their willingness to participate in the program and 
54% of them were successfully enrolled in the PMTCT program. Facilities that offer 
delivery services were prioritized for enrollment for better yield.
Conclusions: Enlisting the universe of health facilities, prioritizing scale up at sites 
offering delivery services and periodic updation and validation are critical for satu-
rating the coverage of pregnant women with PMTCT services in context of the dy-
namic private sector in India. 

MOPED1067
Retention in care and deaths in a decentralized model for ART 
delivery: lessons from field
S. Chawla1, P.B. Verma1,2, V. Purohit3, M. Bamrotiya4, R.S. Gupta4, M. Bhura5 
1Gujarat State AIDS Control Society, Health and Family Welfare Department, 
Government of Gujarat, Ahmedabad, India, 2GMERS Medical College, Community 
Medicine, Gandhinagar, India, 3Independent Public Health Expert, New Delhi, India, 
4National AIDS Control Organization, New Delhi, India, 5ART Centre, Jamnagar, India 
Presenting author email: drsudhirchawla74@gmail.com

Background: The HIV Program in India started in 2004 and currently caters to 1.2 
million PLHIV under care. In state of Gujarat, there are 30 ART centers that provide 
ART services to > 50000 PLHIV. In 2007-08, the concept of link ART centers 
(LAC) was introduced in the program to decentralize sites for dispensing ART to sta-
ble PLHIV on ART as defined under the program. The primary aim was to decongest 
the ART centers and to provide ART closer to homes for PLHIV thereby reducing 
the travel time and cost that could influence regular follow-up. As the LAC caters 
to stable PLHIV, deaths were not expected to occur at LAC. The death rates at the 
LAC was assessed in the state as the intervention nears 9 years of implementation.
Methods: The monthly report of the link ART centers were reviewed along with the 
reports from the nodal ART center, in November 2016. The LFU and death rates 
were calculated for each LAC. An analysis of the possible causes of death identified 
by the LAC staff was done to get insight into it.
Results: The number of LAC in state have been scaled up from 1 in 2008 to 61 in 
2016. Total 4788 PLHIV on ART have been linked out to LAC of which 3012 are 
seeking care at LACs, there were 75 lost-to-follow-up and 147 deaths reported. 
52(35%) deaths had clear documentation of an associated OI with TB as commonest 
reported cause and 07(5%) had malignancies, which includes Hodgkin’s-lymphoma, 
cervical-cancer, brain-tumor, oro-pharyngeal caner. 64(44%) had non-HIV re-
lated natural death, of which 08(5%) reported as Myocardial Infarction, 3(2%)as 
respiratory diseases, while 02(1%)were due to accidents, 9(6%) PLHIV committed 
suicide and other reported causes of natural death were infection of gall bladder, 
COPD and bronchial asthma. The reason was not well established in 24(16%).
Conclusions: Decentralized care delivery model is effective and possible. However, 
there is need to address non HV related health needs and mental health of PLHIV. 
Capacity building of staff delivering decentralized care is essential. Adherence 
counseling should not be undermined while decentralizing services. 

MOPED1068
Is hospital care an outdated approach in HIV and TB 
programmes? A pre-implementation assessment of admissions 
to a rural district hospital in Malawi
A. Flores1, E. Goemaere2, P. Mazuru1, A. Chijuwa3, A. Shigayeva4, R. Ortuno4 
1Medecins Sans Frontieres, Nsanje, Malawi, 2Médecins Sans Frontières, Cape Town, 
South Africa, 3Ministry of Health, District Health Office, Nsanje, Malawi, 4Medecins 
Sans Frontieres, Blantyre, Malawi 
Presenting author email: eric.goemaere@joburg.msf.org

Background: Médecins Sans Frontières (MSF) has supported the Ministry of 
Health (MoH) in Nsanje District since 2011 in an effort to deliver improved HIV 
and TB services to the population. In 2016, a decision was made to extend support 
to the District Hospital (NDH) because of an observed high mortality rate among 
patients admitted due to advanced HIV disease and TB. In order to set priorities, we 
undertook a review of admissions and deaths.



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July
Poster
Exhibition

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

145 145

Methods: All adult HIV- and TB-related admissions as well as all-cause adult deaths 
at NDH from May to December 2016 were reviewed.
Results: There were 1183 adult admissions altogether. HIV-related admissions 
amounted to 25.6% of all admissions (n = 303), among which 65 (21% of all 
HIV-related admissions) were due to HIV/TB co-infection. Forty-one individu-
als of HIV-negative (n = 35) or unknown (n = 5) status were admitted due to se-
vere tuberculosis. Overall, there were 149 deaths (death rate, 12.5%). The pooled 
risk of death from HIV-related causes or TB, regardless of HIV status, was 27.3% 
(94/344) vs 6.6% (55/839) in patients admitted for all causes other than HIV or TB 
(p<0.0001). In addition, at death, HIV-infected patients were younger than their 
peers of negative or unknown status (median age, 40 years vs 51 years, p<0.001). 
Among the HIV-related admissions, 90.7% of the patients had a known positive 
status upon arrival and 76.9% were ART-experienced. Among the HIV-infected 
patients, CD4 count was done in 102 patients. Median CD4 count was 142 cells/
mm3 (IQR, 56-315) and 79.4% of these patients had a CD4 count lower than 350 
cells/mm3, whereas 18.6% presented with a CD4 count lower than 50 cells/mm3. A 
targeted viral load was ordered in 47 admissions, but no results were available at the 
time of outcome because of exceedingly long turnaround time.
Conclusions: HIV and TB are the main drivers of in-hospital mortality in Nsanje, 
Malawi and affect younger patients disproportionately. Despite treatment, ad-
vanced HIV disease was a frequent presentation to hospital. Investments in hospital 
care are needed to reduce mortality among defaulting and failing patients and thus 
put them back into the 90-90-90 loop. 

MOPED1069
Evaluation of a PMTCT program in a resource-constrained 
setting: are we near virtual elimination of mother to child 
transmission of HIV?
T. Nyamundaya1,2, B. Mutede1, A. Mahomva1, A. Mushavi3, M. Mungati2 
1Elizabeth Glaser Pediatric AIDS Foundation (EGPAF), Harare, Zimbabwe, 2University 
of Zimbabwe, Harare, Zimbabwe, 3Ministry of Health and Child Care (MOHCC), 
Harare, Zimbabwe 
Presenting author email: tnyamundaya@gmail.com

Background: In 2011, Zimbabwe developed a five-year national strategic plan 
to achieve virtual elimination of mother-to-chid HIV transmission (eMTCT). 
Zimbabwe’s AIDS Prevention Project (ZAPP), working as a sub-grantee to EGPAF, 
partnered with Gweru City to reach eMTCT to implement this plan. The approach 
focused on HIV service demand-creation and increasing retention in care. An as-
sessment of prevention of mother-to-child HIV transmission (PMTCT) sites was 
performed in Gweru in 2016 to ascertain whether eMTCT plan goals had been 
reached.
Methods: A logic framework processes-outcomes evaluation was conducted to as-
sess PMTCT program performance at ZAPP-supported sites in 2016. Site-based 
and community health workers were purposively recruited for the evaluation. 
Records of women and children enrolled in the PMTCT program in 2011-2015 at 
these sites were also pulled and reviewed. Confidentiality was assured and main-
tained through collection of de-identified data and secure storage of question-
naires. Data were collected from health workers using semi-structured interviewer 
administered questionnaires and health facility checklists. Microsoft Excel and 
Stata were used for data analysis. Qualitative data were manually sorted by the-
matic content. Verbal informed consent was obtained.
Results: Two program managers, 13 community health workers and eight nurses 
were interviewed. Average HIV testing in antenatal care was 98.4% versus a set 
target of 97% for the five program years evaluated. Average proportion of HIV-
positive pregnant women receiving ARV for PMTCT was 97% (higher than a set 
target of 95%). Average maternal retention rate at six months was 74% (below set 
target of 87%). Infant six-week DNA PCR positivity rates declined from 6.9% 
(19/267) in 2011 to 3.3% (19/582) in 2015. Seventy five percent (6/8) of all PMTCT 
sites had mechanisms to identify and track defaulters through use of PMTCT ap-
pointment diaries, mHealth and physical follow-up activities. Only two sites were 
fully implementing defaulter tracking mechanisms.
Conclusions: The eMTCT plan has been successful in Gweru at reducing the number 
of children infected in-utero and through delivery. Further evaluation of PMTCT 
rate at breastfeeding cessation is needed, but these results should help program 
implementers target implementation of defaulter tracing at all supported sites.

MOPED1070
Faith-based strategy for HIV sigma reduction: a Nigerian case 
study
I. Nwakamma1, K. Onu2, A. Erinmwinhe3, C. Talla4, G. Okoro5 
1Nigerian Network of Religious Leaders Living with or Personally Affected by HIV, 
Monitoring, Evaluation and Learning, Abuja, Nigeria, 2AIDS Healthcare Foundation, 
Clinical Services, Abuja, Nigeria, 3Nigerian Network of Religious Leaders Living with 
or Personally Affected by HIV (NINERELA+), Program Management, Abuja, Nigeria, 
4Catholic Caritas Foundation of Nigeria, Clinical, Makurdi, Nigeria, 5University of 
Benin, Nursing and Family Health, Benin, Nigeria 
Presenting author email: amolabora2@gmail.com

Background: Religion has come to be recognized as a strong force that shapes the 
beliefs and actions of people, particularly in Nigeria where majority see life from 
the religious spectrum. The erroneous association of HIV with sexual immorality 
and the resultant stigma attached to it has been, to a larger extent, propagated by 
Religious teachings. This study is an assessment of a faith based strategy for fighting 
HIV related stigma using structured messages disseminated in religious gatherings 
in forms of sermons and information leaflets.
Methods: A simplified version of the Nigerian HIV anti-discrimination Act 2014 
was produced with each component of the Act interpreted using relevant verses 
from the Bible and Quran. Twelve religious groups (7 churches and 5 mosques) were 
purposively selected and randomly grouped into intervention group (5 churches 
and 3 mosques) and control group (2 churches and 2 mosques). In the intervention 
group, the religious leaders (Pastors and Imams) were asked to share the informa-
tion leaflets containing the simplified anti-discrimination Act to their congrega-
tions and preach briefly about the messages in their sermons once every week, while 
the control group received leaflets containing summary of the Nigerian HIV anti-
discrimination Act 2014 with no religious interpretation. After six weeks, quantita-
tive data were collected from 310 respondents (47% female) and qualitative data 
from 12 religious leaders in the two groups using a semi structured questionnaire 
that addressed issues around knowledge of the anti-discrimination Act and stigma 
related attitude.
Results: From the data analysis, knowledge of HIV anti-discrimination Act was 
low in both groups; however, the intervention group expressed less stigmatizing at-
titudinal disposition with no significant difference between the Christian and the 
Muslim groups. The religious leaders were of the opinion that the simplified reli-
gious version of the anti-discrimination Act appeals more to the conscience and 
triggers more empathy than the original National Act that sounds more punitive.
Conclusions: This study has once again supported the call to engage religious lead-
ers and faith communities in initiatives targeted at behavioral change for social 
and public health importance. This is particularly true for developing countries like 
Nigeria where religion plays central role in the people’s lives. 

MOPED1071
Rapid initiation of antiretroviral treatment in newly diagnosed 
HIV at a London clinic
G. Whitlock1, S. Blackwell2, C. Michael2, S. Patel1, T. Suchak1, M. Mohabeer1,  
T. Barber1, A. McOwan1, N. Nwokolo1 
1Chelsea & Westminster Hospital, London, United Kingdom, 2Imperial College Medical 
School, London, United Kingdom  

Background: Achieving viral suppression is associated with a reduced risk of HIV 
transmission. In primary HIV, guidelines recommend offer of immediate antiret-
roviral therapy (ART). ART is also recommended in chronic HIV infection. In July 
2016, we increased capacity at our clinic to enable individuals with newly diagnosed 
HIV to have a first medical review within 48 hours of diagnosis rather than the 
standard 2 weeks. We set out the results from the first 6 months of the new service.
Methods: Case-note review of individuals newly diagnosed with HIV at a London 
clinic between 1st July and 31st December 2016 up to 3rd January 2017. Comparison 
data was taken from all new HIV diagnoses at our service between 1st May 2015 and 
30th September 2015, before the new service was introduced.
Results: There were 149 new HIV diagnoses. Median age was 33 y. Median baseline 
CD4 was 469 cells/mm3 and viral load was 71738 copies/mL. 53% (72/135) tested 
positive on the recent infection testing algorithm (RITA), suggesting HIV acquisi-
tion within 4 months.
Of 149 new diagnoses, 13 had no further follow-up (7 moved away, 6 lost to follow-
up) and 136 attended first doctor appointment, all were offered ART. Of these, 
78% (106/136) started ART at first doctor appointment. Of those starting ART 
at first appointment, 29% (31/106) did so within 2 days of diagnosis. To 3rd January 
2017, 96% (130/136) initiated ART.
Median time from HIV diagnosis to first doctor appointment decreased from 16 
days (IQR 14 -21 d) in 2015 to 6 days (IQR 2 -12 d) (p< 0.05). Median time from 
diagnosis to ART initiation decreased from 26 days (16 - 55 d) in 2015 to 7 days 
(IQR 3 -16 d) (p< 0.05).
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Early data suggest excellent outcomes at 6 months; of the 26 who initiated ART in 
July 2016, 24 had VL< 200 by 3rd January 2017 in median time from HIV diagnosis 
of 59 days.
Conclusions: Our new service has resulted in significantly shorter time to medical 
review and ART initiation. Uptake of ART is high suggesting that rapid initiation is 
acceptable and feasible for patients with newly diagnosed HIV. 

MOPED1072
The impact of an integrated adolescent youth centre and clinic 
on sexual reproductive healthcare utilization and HIV testing in 
the Western Cape
A. Mendelsohn, K. Gill, R. Marcus, C. Van De Venter, L. Mzukwa, E. Mendel,  
D. Robbertze, L.-G. Bekker 
University of Cape Town, Desmond Tutu HIV Centre, Cape Town, South Africa 
Presenting author email: rebeccamarcus7@gmail.com

Background: Despite the increasing HIV incidence among young South African 
women, HIV counselling and testing (HCT) rates remain unacceptably low. One 
in three young women has a pregnancy by age 20. Alternative strategies need to 
be explored in order to increase prevention and screening among high-risk ado-
lescents.
Methods: The Desmond Tutu HIV Foundation (DTHF) Youth Centre (YC) in 
Masiphumelele offers integrated health, educational and recreational programs 
in order to increase adolescent access to comprehensive sexual and reproductive 
health services (SRH). Participation is incentivized and clinic statistics tracked 
with a biometric data system. We compared HIV testing and contraception rates 
with data from a public clinic in Imizamo Yethu (IY), a community of similar demo-
graphics, to ascertain the impact of the YC on SRH and HCT utilisation rates for 
adolescents.
Results: In 2015, adolescent females under 18 had 3.74 times more contracep-
tion visits at the YC than adolescents at IY clinic. There was no difference in the 
type of contraception used, with both populations favouring injectable methods. 
Adherence to contraception was sub-optimal, with the average YC female using 
contraception for 6.1 months/year. Masiphumelele youth were 1.85 times more 
likely to have HCT at the YC than youth in IY. This difference was greater in boys, 
with those aged between 15-24 3.83 times more likely to test. Masiphumelele YC 
attendees were a third less likely to test HIV positive than their Imizamo Yethu 
counterparts. Female sex, older age, Clinic attendance for Family Planning and STI 
treatment, high incentive participation, and high Youth Centre attendance were all 
independent factors associated with increased HIV testing.
Conclusions: Adolescents from Masiphumelele were significantly more likely to ac-
cess SRH and HCT services at the YC in comparison to the city clinic in Imizamo 
Yethu that has made adolescent friendly accommodations. The differences were 
most dramatic in contraception coverage for females under 18 and HIV testing 
rates in males. Lessons from the DTHF YC may be applied to public clinics in order 
to increase adolescent healthcare utilisation rates. 

MOPED1073
Prevalence of testing and preference for self-testing in Malawi 
and Zambia: baseline data from the STAR (HIV self-testing in 
Africa) project
M. Neuman1, H. Ayles1,2, K. Fielding1, B. Hensen1, P. Indravudh3, C. Johnson4,  
P. Mkandawire5, E. Otte im Kampe1, E. Sibanda6, H.A. Weiss1, F.M. Cowan6,  
K. Hatzold7, E.L. Corbett1,3 
1London School of Hygiene and Tropical Medicine, London, United Kingdom, 2Zambart, 
Lusaka, Zambia, 3MLW, Blantyre, Malawi, 4World Health Organization, Geneva, 
Switzerland, 5PSI-Malawi, Blantyre, Malawi, 6CeSHHAR, Harare, Zimbabwe, 7PSI, 
Harare, Zimbabwe 
Presenting author email: melissa.neuman@lshtm.ac.uk

Background: Substantial barriers to accessing HIV testing services (HIVST) in 
Sub-Saharan Africa remain, but HIV self-testing (HIVST) is a promising new tool. 
The STAR (HIV Self-testing in Africa) study is assessing interventions to improve 
uptake of testing and linkage to care in Malawi and Zambia.
Methods: The impact of community distribution of HIV self-tests on testing and on 
ART initiation at local clinics is being evaluated in cluster-randomised trials. In 22 
rural communities in Malawi and 12 rural and peri-urban communities in Zambia, a 
population-based household survey was conducted at baseline. We describe base-
line prevalence of prior ever HIV testing and recent testing (past 12-months), and 
preference for self-testing among prior testers.
Results: Baseline data were collected from 5,682 and 5,878 respondents in Malawi 
and Zambia, respectively. The age and sex distribution in both samples was similar 

(Malawi: median 31 years, IQR: 22-44, 57.2% female; Zambia: median 32 years, 
IQR: 23-44, 55.7% female) Prior testing was high in both countries, but less com-
mon among young men (less than 25 years) than among older men or women (see 
table 1). Within the past 12 months, 53.1% of all respondents in Malawi had tested, 
both only 29.3% of young men. The pattern was similar in Zambia, with 66.1% of all 
respondents testing recently, and only 36.1% of young men. Before distribution of 
self-testing, self-testing was the preferred mode for next test for 20.9% of respon-
dents in Malawi and 33.3% in Zambia.

 
Younger 

men 
(<25 yrs)

Older 
men 

(25+ yrs)

All 
Men

Younger 
women 

(<25 yrs)

Older 
women 

(25+ yrs)

All 
Women

Total 
(N)

Total 
(%)

P-
value

Malawi - Total 
respondents 
(No.)

824 1463 2428 1158 1770 3254 5529 100 -

Malawi - Ever 
tested (% 
respondents)

64.1 78.1 73.1 85.1 84.9 84.9 4420 80.1 <0.001

Malawi - tested 
within past 
12 mos. (% 
respondents)

29.3 41.4 36.3 68.6 62.4 64.6 1244 53.0 <0.001

Malawi - 
Preferred mode 
of next test is self-
testing (% ever 
tested, extended 
survey n=1,387)

24.5 26.1 25.9 17.0 18.6 18.1 226 20.8 0.3324

Zambia - Total 
respondents 
(No.)

736 1791 2607 1080 2180 3271 5787 100 -

Zambia - Ever 
tested (% 
respondents)

61.4 83.6 75.4 82.8 89.7 87.3 3863 82.7 <0.001

Zambia - Tested 
within past 
12 months (% 
respondents)

36.1 65.6 53.1 68.7 78.4 74.6 1574 66.1 <0.001

Zambia - 
Preferred mode 
of next test is self-
testing (% ever 
tested, extended 
survey n=1,043)

31.2 30.7 30.9 34.9 34.1 34.4 280 33.3 0.8791

[Table 1. Testing and self-test preference]

Conclusions: Malawi and Zambia have made major progress towards scaling up HTS, 
but testing gaps remain, especially among men. Even before introduction, HIVST 
appears highly acceptable in these rural and peri-urban communities. 

MOPED1074
The impact of a universal test-and-treat policy on CD4 at ART 
initiation at an urban, public-sector HIV treatment facility in 
Johannesburg, South Africa
K. Shearer1,2, J. Golub3, L. Long2, M. Fox2,4,5 
1Johns Hopkins Bloomberg School of Public Health, Department of Epidemiology, 
Baltimore, United States, 2Health Economics and Epidemiology Research Office, 
Department of Internal Medicine, School of Clinical Medicine, Faculty of Health 
Sciences, Johannesburg, South Africa, 3Johns Hopkins University School of Medicine, 
Department of Medicine, Baltimore, United States, 4Boston University School of 
Public Health, Department of Epidemiology, Boston, United States, 5Boston University 
School of Public Health, Department of Global Health, Boston, United States 
Presenting author email: ksheare5@jhu.edu

Background: Prior to August 2016, antiretroviral therapy (ART) for people living 
with HIV (PLWH) was available in public sector facilities in South Africa for pa-
tients with CD4 < 500 cells/mm3. In September 2016, test-and-treat was imple-
mented, making all PLWH eligible for ART. We investigated whether this change 
resulted in an increase in baseline CD4 among initiating patients in an HIV treat-
ment facility in Johannesburg.
Methods: We included all adult (≥18) patients initiating first-line ART at the 
Themba Lethu Clinic in Johannesburg between January-December 2016 and pres-
ent the median (with interquartile range [IQR]) baseline CD4 count and the num-
ber of patients initiating with CD4 >500 cells/mm3 over time. Patients without a 
baseline CD4 count recorded were excluded.
Results: 865 patients were included. 55.6% were female and the median (IQR) age 
at ART initiation was 38.4 (31.3-46.5). From January-August, 514 people initi-
ated ART, 52 (10.1%) with CD4 >500 cells/mm3, with a median (IQR) baseline 
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CD4 count of 176.5 (56-344) cells/mm3. The median (IQR) baseline CD4 count 
increased to 266 (85-482) cells/mm3 in 351 patients (22.8% >500 cells/mm3) who 
initiated between September-December.
We observed differences in the impact of test-and-treat by sex and age: the median 
baseline CD4 count increased by approximately 71 cells/mm3 for female patients 
compared to 46 cells/mm3 for male patients (Figure). Patients ≥45 (n=259) in-
creased their median (IQR) baseline CD4 count from 146.5 (64-344) cells/mm3 
from January-August to 259 (77-491) cells/mm3 from September-December. The 
median baseline CD4 count increased by approximately 81.5 cells/mm3 for patients 
aged 30-44 (n=417) and by 22 cells/mm3 for patients < 30 (n=189). 

[Figure. Number of patients initiating ART monthly in 2016 with median baseline CD4 
count, disaggregated by sex]

Conclusions: The implementation of test-and-treat has resulted in a 90 cells/
mm3 increase in median baseline CD4 at this urban HIV treatment facility. 
Improvements were greatest in women and older patients, highlighting the need for 
further engagement of men and youths in HIV care in South Africa. 

MOPED1075
Strategies for rapid initiation of test and start: validated tools 
tested in the field
P.F. Mwala, M. Moloto, M. Gaula, M. Ndlovu, Z. Maseko, M. Mokoatle,  
P. Crozier, M. Wilson, P. Mahasha, N. Sigwebela, EQUIP 
Right to Care, EQUIP, Pretoria, South Africa 
Presenting author email: philip.mwala@equiphealth.org

Background: The 90-90-90 UNAIDS targets are aimed at ending the AIDS epi-
demic by 2030. This entails bringing HIV treatment to all who need it, a major chal-
lenge in resource limited countries often faced with the greatest burden of disease. 
These targets are expected to significantly impact the human, financial and com-
modity resource needs to meet the increased programmatic demands. Determining 
the capacity needs of Test and Start nationally can be a daunting challenge. Due 
to the urgency of need, effective tools are needed that can be rapidly applied by 
governments and health planners to identify key bottlenecks and enablers. EQUIP, 
a consortium of African Partners, developed and validated an assessment tool that 
is easily adaptable for this purpose.
Methods: The questions for the first “90” focused on achieving maximum yield 
from targeted HIV testing. The second “90”, addressed linkages to treatment, dif-
ferentiated models of drug delivery and retention strategies. The third “90” tar-
geted viral load scale-up and monitoring. The assessment in Lesotho was conducted 
on a sample of 85 facilities (public and private) across 10 districts.
Results: All facilities had at least one nurse trained in Test and Start and 39% trained 
in supply chain management. Pharmacy technicians and Records Officers were 
available in 34% and 33% of facilities, respectively. The average testing yield was 
12.2%, but linkages to treatment were not consistently documented. Community 
ART Groups were operating effectively in 22% of facilities and viral load records 
were available in 54% of facilities. To strengthen service delivery recommendations 
included developing and implementing a structured facility-level mentorship sup-
port program in clinical care, inventory and data management.
Conclusions: The assessment provides comprehensive baseline information that 
facilitate the development of appropriate implementation plans. Collaboration with 
other implementing partners eliminated duplications, promoted synergies, owner-
ship, efficiencies and decreased costs. The tool will support governments and stake-
holders to establish the state of readiness to implement rapid roll-out of Test and 
Start, expediting achievement of the 90-90-90 goals. 

MOPED1076
Entry point analysis of provider initiated HIV testing services: 
progress towards achieving the first 90 in Zimbabwe

V. Chitiyo1, K. Webb2, D. Patel1, T. Maphosa1, P. Nesara1, S. Page-Mtongwiza1,  
B. Engelsmann1 
1Organisation for Public Health Interventions and Development, Operational 
Research, Harare, Zimbabwe, 2Organisation for Public Health Interventions and 
Development, Knowledge Management and Impact Analysis, Harare, Zimbabwe 
Presenting author email: vchitiyo@ophid.co.zw

Background: An estimated 74% of adults >15 years living with HIV in Zimbabwe 
know their status. Although remarkable progress, there is need to scale up efforts 
towards reaching undiagnosed individuals considering prevalence remains dispro-
portionately high, 14.6%. Provider initiated testing and counselling (PITC) at every 
health service entry points has been a key strategy for HIV diagnosis. The evalua-
tion objective was to estimate and compare PITC coverage and yield by entry point.
Methods: Modified sampling approach for conducting enhanced monitoring 
was used to select eight health facilities in three Families and Communities for 
Elimination of HIV supported districts namely Bulawayo, Kwekwe and Makoni. 
Data on attendances and HTC services among adults >15 years were retrospectively 
abstracted for July to September 2016 from the outpatients (with TB and STI as 
subentry points) and inpatients (medical and surgical wards as subentry points) de-
partments. Descriptive and inferential analyses were conducted using STATA V12.
Results: Overall, 12050 adults accessed health services through the outpatients 
department and 3581 adults accessed services through inpatients department. 
Clients presenting with TB related symptoms had the highest proportion tested 
for HIV. The majority of new HIV+ cases, 76% were diagnosed through the OPD. 
While medical inpatients were more likely to be tested than surgical inpatients, 73% 
vs 36% (p<0.05), a higher proportion of medical inpatients tested positive when 
compared with surgical inpatients, 17% vs 8% (p<0.05). 

[Distribution of HIV Testing and new diagnosis ]

Conclusions: High yield entry points present an opportunity for early diagnosis 
and treatment subsequently reducing HIV transmission, morbidity, and mortal-
ity. Findings demonstrate that to achieve UNAIDS first 90 we need to strengthen 
PITC in OPD, with large patient volumes substantially contributing to our epidem-
ic. High HIV testing rates among medical inpatients demonstrate feasibility of in-
creased testing and should be replicated in other entry points. Further investigation 
is required on reasons for opting out of PITC. 
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MOPED1077
The acceptability and feasibility of community health  
worker-led home-delivery of antiretroviral therapy:  
early findings from a health systems trial in Dar es Salaam, 
Tanzania
J. Francis1,2,3, P. Geldsetzer2, N. Ulenga1, D. Sando2, I. Lema4, E. Mboggo4,  
M. Vaikath2, S. Lwezaula5, H. Koda4, J. Hu6, R. Noor2,7,8, I. Olofin2, W. Fawzi2,7,9,  
T. Bärnighausen2,10,11 
1Management Development for Health (MDH), Health Systems, Dar es Salaam, 
Tanzania, United Republic of, 2Harvard T H Chan School of Public Health, Global 
Health and Population, Boston, United States, 3National Institute for Medical 
Research, Muhimbili Centre, Dar es Salaam, Tanzania, United Republic of, 
4Management Development for Health, Health Systems, Dar es Salaam, Tanzania, 
United Republic of, 5National AIDS Control Program, Dar es Salaam, Tanzania, 
United Republic of, 6Duke University School of Medicine, Durham, United States, 
7Harvard T H Chan School of Public Health, Department of Nutrition, Boston, United 
States, 8Africa Academy for Public Health (AAPH), Dar es Salaam, Tanzania, United 
Republic of, 9Harvard T H Chan School of Public Health, Department of Epidemiology, 
Boston, United States, 10Institute of Public Health, Heidelberg University, Heidelberg, 
Germany, 11Africa Health Research Institute, Mtubatuba, South Africa 
Presenting author email: joelmfrancis@gmail.com

Background: Delivering antiretroviral therapy (ART) to patients’ homes using 
community health workers (CHWs) could reduce patient volumes at healthcare 
facilities, improve ART adherence and retention, and decrease patients’ out-of-
pocket health expenditures. This study uses baseline data from a randomized health 
systems trial in Dar es Salaam to ascertain the acceptability and logistical feasibility 
of CHW-led ART home-delivery in Dar es Salaam.
Methods: We randomized 48 healthcare facilities in Dar es Salaam to either the 
standard of care (facility-based ART care) or CHW-led ART home-delivery. The 
CHW cadre is a long-standing public sector cadre in Dar es Salaam, called home-
based carers. Patients had to be clinically stable on ART to be eligible for ART 
home-delivery. We present data from three questionnaires administered between 
March 1st 2016 and January 15th 2017: i) an enrolment questionnaire (n=1,572), ii) a 
patient exit questionnaire administered to a random sample of patients at the end 
of a HIV care visit (n=718), and iii) a healthcare provider questionnaire adminis-
terd to clinical personnel at the study healthcare facilities (n=102). In addition, we 
conducted semi-structured qualitative interviews with eight participants who were 
offered ART home-delivery but refused.
Results: Regarding acceptability, 14% (46/334) of participants who were offered 
ART home-delivery opted for standard facility-based care instead. The main reason 
for opting against ART home-delivery appeared to be confidentiality concerns, as 
suggested by both questionnaire and qualitative data. Regarding logistical feasibil-
ity, CHWs had conducted a total of 533 ART home-delivery visits by September 
30th 2016 and there had not been any reports of a CHW being unable to locate a 
participant. Eight participants complained to the study team that their ART had not 
been delivered on time.
Conclusions: The home-delivery of ART by CHWs appears to be logistically feasi-
ble in Dar es Salaam and socially acceptable to a majority of patients who are stable 
on ART. In general, programs that deliver ART to patients’ homes while minimizing 
the perceived risk of unintentional HIV-status disclosure would likely achieve the 
highest social acceptability in urban sub-Saharan Africa. 

MOPED1078
HIV testing and counselling (HTC) costs in public sector 
settings in Southern Africa: evidence from Malawi, Zambia  
and Zimbabwe
L. Mwenge1, L. Sande2, C. Mangenah3, N. Ahmed4, M. d’Elbée4, S. Kanema1,  
H. Maheswaran5, P. Indravudh2, E. Sibanda3, H. Ayles6, A. Mwinga7, L. Corbett6,  
C. Johnson8, K. Hatzold9, F. Terris-Prestholt4, PSI/UNITAID STAR Team 
1Zambart, Health Economics Unit, Lusaka, Zambia, 2Malawi-Liverpool Wellcome Trust 
Clinical Research Programme, Blantyre, Malawi, 3Centre for Sexual Health and HIV/
AIDS Research, Harare, Zimbabwe, 4Faculty of Public Health and Policy, London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 5Warwick Medical 
School, University of Warwick, Population Evidence and Technologies, Coventry, 
United Kingdom, 6Faculty of Infectious and Tropical Diseases, London School of 
Hygiene and Tropical Medicine, London, United Kingdom, 7Zambart, Lusaka, Zambia, 
8World Health Organization, Department of HIV/AIDS, Geneva, Switzerland, 
9Population Services International, Harare, Zimbabwe 
Presenting author email: lawrence@zambart.org.zm

Background: Though substantial progress has been made to achieve the UN 90-
90-90 targets, 27%-34% of people living with HIV (PLHIV) in Malawi, Zambia and 
Zimbabwe, are unaware of their status. We present the cost of HIV testing services 

(HTS) in 29 public facilities in these countries, and investigate throughput and HIV 
prevalence as potential causes of variance.
Methods: Standardised costing methods were collaboratively developed to ensure 
consistency across countries. Top-down and ingredient-based costing methods 
were applied from the provider’s perspective, identifying the full annual costs for 
each facility reported in 2016 US$. Facilities were both rural and per-urban, clinics 
and hospitals. Quantities and costs of resources were collected through interviews, 
expenditure and outcome review. Annual costs per: facility; test; and HIV-positive 
individual identified were estimated.
Results: The annual economic costs of providing HTS were US$6,142, US$10,263 
and US$11,521 per facility for Zimbabwe, Zambia and Malawi, respectively, with 
personnel being the largest category, driven by variations in staffing numbers and 
reimbursements. Facilities tested on average 1,552, 2,789 and 2,820 people in 
Zimbabwe, Zambia and Malawi, respectively. Reactivity rates ranged from 5% in 
Zimbabwe to 8% in Malawi and Zambia, with wide within country variation (1-14%). 
The cost per person tested was US$4-US$5 and US$58-US$108 per HIV-positive 
individual identified with wide variation across clinics (US$19-US$230). Economies 
of scale were evident, suggesting testing is more efficient in larger and/or high HIV 
prevalence facilities. 

[HTS Unit costs]

Conclusions: Though HTS can be provided at relatively low cost, supply- and 
demand-side constraints stand in the way of achieving this more generally. 
Complementarity between clinic- and community-based testing, including HIV 
self-testing must be explored as a means to alleviating barriers to uptake and reach-
ing untested populations. 

MOPED1079
Soccer & vocational training: moving out of health care settings 
to engage men in HIV care
M.J. Rotheram1, M. Tomlinson2, J. Bantjes2, A. Mayekiso2, J. Stewart2, K. Arfer3 
1University of California, Psychiatry & Biobehavioral Sciences, Los Angeles, United 
States, 2Stellenbosch University, Psychology, Stellenbosch, South Africa, 3University of 
California, Psychiatry, Los Angeles, United States 
Presenting author email: rotheram@ucla.edu

Background: Across Africa, men are not getting tested for HIV, are underutilizing 
HIV care and are less adherent to ARV than women. Rather than pushing men into 
care, placing prevention and care at soccer practices, games, and vocational training 
sites have the potential to attract men, destigmatize HIV, and increase HIV services 
uptake. A pilot study found significant increases in the uptake of drug testing over 
time and decreases of substance use over 6 months. This report focuses on a large 
randomized controlled study.
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Methods: : All men aged 18-25 years old in 18 communities (n=900) in Cape Town, 
South Africa were recruited and randomized by community to receive either: 1) 
soccer practices/games three times weekly for one year; 2) 6 months of soccer and 
6 months of vocational training; 3) or no intervention. At soccer, coaches provided 
HIV interventions, random rapid diagnostic tests (RDT) for alcohol/drugs once a 
week, and access to HIV testing and care. To date, outcomes have been monitored 
over the first six months.
Results: Over the first six months of soccer, attendance increased 250%, until an 
average of 75% of the communities’ young men attended regularly, three times 
weekly. Alcohol use rose from 62.5% on average during the first 3 months of soccer 
to 70% the next 3 months of play. However, other substances decreased signifi-
cantly between the first three months of soccer over the subsequent three months 
of practices. Marijuana use declined from 52% to 44%; methamphetamine use de-
clined from 20% to 11%. Over 6 months, about 15% of men entered jail. The uptake 
of HIV testing, concurrent sexual partners, and condom protected sexual risk acts 
will be reported at the conference.
Conclusions: Attendance increased dramatically over time, as well as negative drug 
tests of more serious drugs; these drugs appear to be replaced with an 8% increase in 
alcohol use. A negative RDT became a source of team pride and cohesion. To engage 
men, HIV services must go to the men, capitalizing on their interests, in order to 
meet the goals of eliminating HIV by 2030. 

MOPED1080
Improving relationships between needle and syringe programs 
and police: the potential role of in-service training
C. Strike1, T.M. Watson2 
1University of Toronto, Dalla Lana School of Public Health, Toronto, Canada, 2Centre 
for Addiction and Mental Health, Institute for Mental Health Policy Research, 
Toronto, Canada 
Presenting author email: carol.strike@utoronto.ca

Background: Training police on the public health benefits of needle and syringe 
programs (NSPs) is viewed as a best practice to facilitate more collaborative rela-
tionships between police and these programs. To date, while the limited published 
literature contains promising cases of harm reduction in-service training for police, 
evaluative evidence is preliminary.
Methods: Using an online survey, we asked NSP managers across Canada about 
their programs and the quality of their NSP-police relationships.
Results: We analyzed data from the responses of 75 program managers among 
whom 69% reported that their program had a “positive” or “mostly positive” rela-
tionship with the police. In-service training about topics such as needle-stick injury 
prevention and NSP effectiveness was provided by less than 50% of the programs 
surveyed. Seventy-five percent reported no established protocols to resolve con-
flicts between NSP staff and police. Four variables, all related to in-service training, 
were significantly related to positive NSP-police relationships, including training 
about: NSP program goals (OR 7.7; 95% CI 2.0, 33.1); needle-stick injury preven-
tion and basics of blood-borne virus transmission (OR 4.0; 95% CI 1.1, 15.34); the 
health and social concerns of people who use drugs (OR 3.9; 95% CI 1.1, 13.5); and 
evidence about the impact of injection equipment distribution (OR 3.9; 95% CI 
1.1, 13.5).
Conclusions: Development of in-service training for police that is focused on harm 
reduction goals and initiatives is a new and evolving area. We highly encourage NSPs 
to offer and evaluate any such in-service training programs. 

MOPED1081
Facility-level barriers to antiretroviral therapy experienced  
by men in Malawi
K. Dovel1,2, K. Phiri2, A. Schooley1,2, M. Mphande2, M. Chivwara2, R. Hoffman1,2 
1University of California, Department of Infectious Disease, Los Angeles, United 
States, 2Partners in Hope, Lilongwe, Malawi 
Presenting author email: kdovel@mednet.ucla.edu

Background: Men are underrepresented in antiretroviral therapy (ART) programs. 
In particular, facility-based services have failed to attract men. We examined the 
organization of ART services in Malawi to understand factors that may influence 
male participation and explored provider perceptions of facility-based barriers and 
facilitators to engaging men in ART programs.
Methods: A facility-level survey was conducted at 53 mid- and large-level health 
facilities across 4 districts in central and southern Malawi to assess the organization 
of ART programs within health facilities. Twelve focus group discussions were con-
ducted with ART providers (n=31), HIV counselors (n=19), and community-based 
staff (n=29) from 6 facilities to understand provider perceptions of barriers to ART 
care for men and strategies to improve male participation.

Results: Forty-three percent (n=23) of 53 ART sites were located in stand-alone 
buildings separate from other health services. Thirty-two present (n=17) lacked pri-
vacy, with ART waiting areas easily seen by general clients or community members. 
Twenty-one percent (n=11) of ART sites were located in female-focused sections of 
the facility, such as antenatal, family planning, and/or children’s clinics. Nine per-
cent (n=5) of health facilities only offered ART on clinic days when family planning 
and/or antenatal services were offered. None of the sites offered male-friendly or 
tailored ART services. 
In focus group discussions, providers believed the structure of ART programs in-
creased men’s risk of unwanted disclosure due to the location of ART sites, days 
of ART services that coincided with female-specific services, and health seeking 
behavior. Men are generally expected to attend health facilities during times of ill-
ness; therefore, men who seek regular facility-based care are assumed to be HIV+. 
Providers identified three strategies to address male-specific barriers to care: 
(1) improve privacy in ART waiting spaces;
(2) integrate ART with other health services such as care for non-communicable 
diseases; and 
(3) promote primary health care for men to reduce the assumption that men who 
regularly visit health facilities are HIV+.
Conclusions: Lack of privacy and male-friendly services are important barriers to 
increasing men’s use of ART. Additional studies are needed to explore strategies to 
decrease male-specific barriers to care within health facilities. 

MOPED1082
Provider perspectives on delivering HIV care in western Kenya: 
results of a qualitative study
B. Genberg1,2, J. Wachira2,3, C. Kafu3, I. Wilson1, N.C. Ware4, R. Kamene-Owino3, 
J. Akinyi3, B. Koech3, P. Braitstein2,3,5 
1Brown University, Health Services, Policy & Practice, Providence, United States, 2Moi 
University, College of Health Sciences, Eldoret, Kenya, 3Academic Model Providing 
Access to Healthcare (AMPATH), Eldoret, Kenya, 4Harvard University School of 
Medicine, Global Health and Social Medicine, Boston, United States, 5University of 
Toronto Dalla Lana School of Public Health, Toronto, Canada 
Presenting author email: becky_genberg@brown.edu

Background: Given the dramatic rise in the numbers of people being diagnosed 
with HIV, entering care, and starting antiretroviral therapy (ART) in sub-Saharan 
Africa, as well as the additional volume projected due to the shift towards test and 
treat approaches in many settings, the burden on inadequate health systems will 
continue to rapidly increase. Providers are critical to the delivery of high quality 
HIV care and optimal implementation of ART. The goal of this study was to examine 
provider perspectives on their abilities to deliver high quality care within an increas-
ingly over burdened system.
Methods: Sixty health care providers within the Academic Model Providing Access 
to Healthcare (AMPATH), a large HIV treatment and care program in western 
Kenya, were recruited to participate in this qualitative study. Providers included 
clinical officers, nurses, and support staff from three sites (Moi Teaching and 
Referral Hospital, Webuye, and Busia) selected to reflect a broad range of pro-
fessional experiences from both rural and urban settings. We conducted in-depth 
interviews focused on providers’ perspectives on facility and health system barri-
ers and facilitators for patients engaging in HIV care. Interview transcripts were 
inductively content-analyzed to derive a set of descriptive categories representing 
provider experiences delivering care in their respective facilities.
Results: Providers described inefficient and disorganized systems for managing pa-
tients amidst limited resources in this setting. Provider motivation and satisfaction 
were generally low with high levels of stress and frustration, influenced by their 
perceptions of lack of interest by program managers, insufficient opportunities for 
professional growth, and barriers to participation in problem solving. Overall, pro-
viders perceived that their high strain, low-control roles in the system negatively 
influenced their ability to focus on patient needs, potentially translating to lower 
patient engagement with care and ART.
Conclusions: Changes in system-level factors such as the organization of care and 
programs for improving provider satisfaction and motivation may improve provider 
motivation and job satisfaction in high prevalence, low-resource settings. Additional 
research is needed to determine if such system-level improvements increase pro-
vider satisfaction, in turn impacting patient engagement in care, adherence to ART, 
and clinical outcomes. 
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MOPED1083
HIV/AIDS patients’ perception of quality of service in  
Manaus, Brazil and its influence on treatment initiation  
and adherence to antiretroviral therapy
A. Schwartz Benzaken1, C. Raposo2, C. Leon3, T. Koosed3 
1Ministry of Health of Brazil, Department of STD, AIDS and Viral Hepatitis, Brasilia, 
Brazil, 2AIDS Healthcare Foundation, Sao Paulo, Brazil, 3MANAUS Consulting, Los 
Angeles, United States 
Presenting author email: cleon@manausconsulting.com

Background: The study aims to understand HIV/AIDS patients’ perception of qual-
ity of services provided in five health centers in Manaus, Amazonas, Brazil. It also 
evaluates the relationship between patient satisfaction and treatment initiation as 
well as adherence to antiretroviral therapy (ART). The study establishes a baseline 
of patient opinion ahead of a decentralization project led by Brazil’s Ministry of 
Health (MOH) and the AIDS Healthcare Foundation. The decentralization seeks 
to improve quality of care by relieving the city’s overburden main hospital, Fundação 
de Medicina Tropical Doutor Heitor Vieira Dourado (FMT), by routing patients to 
four HIV/AIDS-specialized health units (SAEs, for their acronym in Portuguese).
Methods: Researchers interviewed 812 patients (410 at FMT and 402 at the SAEs) 
between September and December 2016 during routine consultations. Samples in-
cluded men and women, 18 years old or older, living with HIV/AIDS. Data was col-
lected through a structured survey. Researchers also used viral load and CD4 count 
results obtained from government databases. Descriptive and inferential methods 
were used to analyze the data.
Results: Results validate the need for decentralization, showing lower patient sat-
isfaction, longer wait times, and worse perceptions of communication with health 
staff at FMT than at SAEs. The convenience of the health center location, short 
wait times, and respectful treatment from nurses were found to be associated with 
higher satisfaction. While the study found similar patient adherence to ART at FMT 
and SAEs, FMT had a higher proportion of patients with CD4 counts under 200/
mL, indicating late diagnosis/treatment initiation. 
Although overall satisfaction with health services did not have an effect on ad-
herence to ART, specific factors associated with patient satisfaction, such as wait 
times, time to reschedule appointments, and respectful treatment by doctors posi-
tively influenced ART adherence. Gender did not have a statistically significant in-
fluence on satisfaction levels.
Conclusions: Findings help the MOH understand patient satisfaction levels with 
health services and inform the decentralization process. Results also identify char-
acteristics of health services that can be improved to increase ART adherence. 
Lastly, the study establishes a reference to understand whether the decentraliza-
tion will effectively increase quality of service at FMT without creating adverse ef-
fects at the SAEs. 

MOPED1084
Key population risk factors associated with differentiated HIV 
care in Tanzania
C. Casalini1, D. Boyee2, M. Ndolichimpa1, N. Rutabanzibwa1, R. Bandio1,  
E. Mlanga3, K. Curran4 
1Jhpiego, Program, Dar es Salaam, Tanzania, United Republic of, 2Jhpiego, M&E, Dar 
es Salaam, Tanzania, United Republic of, 3United States Agency for International 
Development, Dar es Salaam, Tanzania, United Republic of, 4Jhpiego, Program, 
Washington, United States 
Presenting author email: caterina.casalini@jhpiego.org

Background: Recognizing the need to roll out differentiated care, Sauti project 
provides HIV combination prevention services to key population (KP) through 
mobile Community-Based HIV Testing and Counselling Plus (CBHTC+) sites and 
Drop-in Centers (DIC), both located at hotspots.
Methods: Between January and June 2016, data was collected from female sex 
workers (FSW: age 18 and above who exchange sex for cash or goods) and men who 
have sex with men (MSM), who accessed mobile CBHTC+ sites and 24 DIC in 11 
regions and 24 districts in the Sauti project. Chi square and Mantel-Haenszel tests 
were used for statistical analysis.
Results: The program reached 39,180 KP (35,185 FSW and 3,995 MSM), through 
CBHTC+ (37,112: 33,797 FSW; 3,315 MSM) and DIC (2,068: 1,388 FSW; 680 
MSM). Young KP were more likely to access DIC compared to CBHTC+ (p<0.001). 
The overall HIV prevalence was 3.5%, and KP accessing DIC were 2.4 times more 
likely to be HIV-infected compared to those at CBHTC+ (p <0.001), particularly 
for ages 25-49 (p <0.001). KP reporting alcohol or drugs use during sex in the last 
month were respectively 2.5 and 3.8 times more likely to access DIC compared to 
CBHTC+ (p <0.001). 
Among all MSM, 35% reported vaginal sex, of whom 63% accessed DIC. Overall, 
about half of the KP reported lack of condom use at the last vaginal sex, particularly 
MSM accessing DIC were more likely to never use condom compared to those at 

CBHTC+ (46% vs 59%; p <0.001); when asked about condom use at last anal sex, 
KP accessing CBHTC+ were more likely to had never used it (FSW 86% vs 79%,  
p <0.001; MSM, 31% vs 23%, p <0.05).
Conclusions: Drop-in centers represent the ideal venue to reach young KP (ages 
15-24), who use alcohol or drugs during sex, MSM in heterosexual relationships who 
do not use condom, and HIV-infected KP ages 25+. Such findings suggest that 
more investments could be channeled to drop-in centers, thus reaching higher risk 
populations, whose HIV acquisition and transmission can be prevented through 
HIV Testing Services, alcohol and drug risk reduction services, condom promotion 
and provision and pre-exposure prophylaxis. 

MOPED1085
The role of needle and syringe programs (NSP) in linking people 
who inject drugs (PWID) to the HIV clinical care continuum in 
Kyrgyzstan
A. Deryabina1, P. Patnaik2, A. Dooronbekova3, A. Isakova3 
1ICAP at the Columbia University, Central Asia, Almaty, Kazakhstan, 2ICAP at the 
Columbia University, New York, United States, 3ICAP at the Columbia University, 
Bishkek, Kyrgyzstan 
Presenting author email: anna@deryabina.com

Background: Although Kyrgyzstan has implemented NSPs in a range of settings 
since 1999, their role in facilitating access to HIV testing and care and treatment 
services (HCTS) for PWID had not been assessed.
Methods: We conducted surveys among 1153 PWID who use NSP services; 10 fo-
cus groups with 99 PWID (both users and non-users of NSP); interviews with 24 
NSP staff and a review of 7449 NSP program records from January 1, 2015 to June 
30, 2015. The assessment focused on 19 NSP sites (health facility-based, fixed 
NGO-based, and pharmacy-based sites) across six geographical areas.
Results: HIV Testing: Program data showed that on-site HIV testing was reported 
by only 3/19 (16%) NSPs and only 30% of NSP clients were referred for off-site 
HIV testing. Despite that, overall, 1140/1153 (99%) NSP clients surveyed reported 
ever being tested for HIV, 1089 of them (95.5%) knew the result of their last HIV 
test and 945 (82%) were tested ≤6 months ago. Among the 981 (90%) willing to 
disclose their HIV status, 90 (9%) reported being HIV-positive and 82 of them 
(91%) were enrolled in HIV care. 
HIV Care & treatment: Approximately half of HIV-positve respondents (40/82 
(49%) rated the support they got from NSP as being a factor that improved their 
adherence to HCTS in a manner that was “Very effective”, 35 (43%) rated the sup-
port they were getting as “Somewhat effective”, while 7 people (9%) did not receive 
any support from the NSP to access HCTS. Information on referrals from NSP to 
HIV services was not routinely collected or recorded. Many NSP staff reported 
not feeling sufficiently empowered or trained to counsel HIV-positive clients about 
HIV care and treatment. There were no differences detected between different 
types of NSP sites in linking and referring PWID to HIV testing, care and treat-
ment.
Conclusions: NSPs could be better utilized to facilitate access of HIV-positive 
PWID to HIV testing, care and treatment, given the positive perception of NSP 
by PWID. However, as a prerequisite, NSP staff must be empowered to counsel 
HIV-positive PWID about care, and treatment services. Linkages between NSP 
and HCTS need to be strengthened and formalized. 

MOPED1086
Forecasting the adoption of new antiretrovirals (ARVs)  
for first-line (1L) adults in generic accessible (GA) low- and 
middle-income countries (LMICs) through 2025
V.R. Prabhu, S. Nizami, S. McGovern 
Clinton Health Access Initiative, HIV Access Program, Boston, United States 
Presenting author email: vprabhu@clintonhealthaccess.org

Background: Several new generic ARVs will likely launch in LMICs by 2020, rep-
resenting a range of clinical and cost advantages. These include low-dose efavirenz 
(EFV400), and dolutegravir (DTG), and tenofovir alafenamide fumarate (TAF). 
Further clarity on potential adoption is needed.
Methods: CHAI’s annual forecast for currently available drugs in GA LMICs was 
used as baseline. Uptake curves based on historical analogs were used to model 
competition between new and current products. Country-specific launch years and 
uptake curves were chosen based on market intelligence from 12 countries repre-
senting ~75% of ART patients in GA LMICs in 2015. The “rest of world” population 
was modeled as one group, mirroring the least aggressive focal country. Forecast 
scenarios in 1L include EFV400 and DTG replacing EFV600 and nevirapine 
(NVP), and TAF replacing TDF.
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Results: Assuming launch as a triple in H2 2017, EFV400 is modeled to gain 23% 
share of the “third-position” drug market by 2020, but then slowly decline to 8% 
by 2025 in favor of DTG. With launch of singles in H1 2017 and triples in H2 2018, 
DTG is projected to reach 35% share of that market in 2020, growing to 84% by 
2025. Provided a H2 2019 launch, TAF is projected to gain 10% share of the “first-
position” drug market by 2020, growing to 74% by 2025. 

[Figure 1. Patient growth and share of first-line adult NNRTI/INSTI market in GA LMICs]

[Figure 2. Patient growth and share of first-line adult NRTI market in GA LMICs]

Conclusions: TAF, EFV400, and DTG are expected to disrupt the LMIC ARV mar-
ket. Coordinated work from governments, funders, and suppliers to match supply 
and demand is crucial to ensure patients have access to the new drugs. 

MOPED1087
Improving anal cancer screening rates among HIV-positive 
veterans: utilization of an electronic reminder tool
R. Plotzker1, S.T. Brown2,3, M. Gelman2,3 
1Icahn School of Medicine at Mount Sinai Hospital, Environmental Medicine and 
Public Health, New York, United States, 2James J. Peters Bronx VA Medical Center, 
Infectious Disease, Bronx, United States, 3Icahn School of Medicine at Mount Sinai 
Hospital, New York, United States 
Presenting author email: roz.plotzker@gmail.com

Background: Anal cancer rate among HIV infected individuals is 174/100,000 per-
son-years versus 2/100,000 person-years for the general population. This project 
assesses a site-specific intervention used to evaluate anal cancer risk factors, and 
increase appropriate screening with anal pap smear at a Veterans Affairs Medical 
Center HIV clinic.
Methods: Electronic medical record data were extracted from encounters for all 
HIV clinic patients seen from December, 2014 to June, 2016. Baseline anal pap 
smear rate was below expectation. An HIV inter-professional team including infec-
tious disease and public health physicians developed and implemented an electronic 
tool for anal cancer risk assessment and screening. Anal pap smear technique was 
reviewed with all HIV clinic providers. Anal pap smear rate was again analyzed three 
months post- electronic tool implementation. Electronic reminder tool usage was 
also evaluated with binary logistic regression.
Results: Data from 403 active HIV clinic patients (97.2% male) were included in 
pre-implementation analysis. Anal pap smear rate was 1.3/100-patient-years. Three 
months post-implementation, anal pap smear rate increased more than eight-fold 
to 10.6/100-patients year. 263 patients were seen during post-implementation pe-
riod. Of these, 188 (71.5%) had the anal cancer risk assessment performed; 160 of 
whom (85%) had no anal cancer risk factors. 
Risk factors for the remaining 28 included 22 reporting man who has sex with men 
(MSM), 15 reporting receptive anal intercourse (RAI), 9 with history of ano-genital 
condyloma, and 1 with a history of abnormal pap smear. 
Anal cancer risk assessment varied significantly among providers in multivariate 
analysis. In adjusted analysis, a significant difference was seen between providers 
who were inter-professional team members versus those who were not (OR 3.3; 
95% CI 1.3-8.3; p-vaue 0.0128). Neither patient socio-demographics nor recent 
CD4 count were associated with likelihood of provider electronic tool usage.
Conclusions: An electronic tool to screen improves anal cancer risk factor identifi-
cation and anal pap smear rate. Adjusted analysis suggests that including providers 
in the development and implementation of electronic medical tools enhances ap-
propriate tool usage. 

MOPED1088
Primary Health Care (PHC) clinical placement improve  
services offered to people living with HIV and TB in Lesotho
S.H. Phafoli1, J. Uysal2, S.C. Stender3, A. Christensen4, S. Reinhardt5, V. Kikaya6, 
N. Lebaka7 
1Jhpiego Lesotho, Senior Nursing and Midwifery Technical Advisor, Maseru, Lesotho, 
2Uni, MPH, Los Angeles, United States, 3Jhpiego, Senior Technical Advisor HIV/TB/
ID, Cape Town, South Africa, 4Jhpiego, Regional HIV and TB Advisor, Dar es Salaam, 
Tanzania, United Republic of, 5Jhpiego, Senior Program Officer, Baltimore, United 
States, 6Jhpiego, Country Office, Maseru, Lesotho, 7Ministry of Health, Nursing 
Services, Maseru, Lesotho 
Presenting author email: semakaleng.phafoli@jhpiego.org

Background: Lesotho has one of the highest burdens of HIV and TB in the world, 
with 25% of adults living with HIV and 75% of TB patients co-infected with HIV. The 
country also has severe shortage of human resources for health. Nurses and mid-
wives are the first, and often the only healthcare access point especially for more 
than 75% Basotho living in rural areas. It is therefore important that their pre-ser-
vice education equip them with the necessary skills to manage TB and HIV/AIDS. 
However, nurses and midwives receive most of their clinical education at late stage, 
when they are assigned to work at hospital level. To bridge this clinical education 
gap, Jhpiego supported nursing schools to implement PHC clinical placements for 
students to acquire key skills including those related to TB and HIV care, treatment 
and support.
Methods: We conducted an assessment to determine the effect of including PHC 
clinical placements on student competence and confidence. HIV related tasks were 
identified and tracked from the clinical placements’ logbooks for students that were 
placed in PHC settings during the academic year 2015-2016. Seventeen tasks re-
lated to TB and HIV were tracked for nursing and nine tasks for midwifery students. 
Analysis of data was done using Epi Info 7.
Results: A total of 226 students (179 nursing and 47 midwives) from six training 
institutions were placed for PHC clinical rotations throughout the country. The fol-
lowing HIV and TB related skills were performed at least once by 92% (N=165) of 
the nursing students: HIV counseling and testing, WHO HIV clinical staging, and 
TB screening. Tasks conducted frequently by midwives were: screening for symp-
toms of TB (91%, N=43) and HIV testing services (83%, N=39).
Conclusions: The evaluation concludes that PHC clinical placements significantly 
expose students to the range of TB and HIV skills they have to practice and master 
before their graduation. Pre-service education of nurses and midwives should in-
clude varied experiences to ensure students gain skills in all areas relative to deploy-
ment. In addition, students during PHC rotations assisted with service delivery in 
settings where there are inadequate human resources for health. 

MOPED1089
Adaptation of effective models to build capacity of health 
workers to increase disclosure of HIV to infected children,  
Dar es Salaam Tanzania: a quality improvement project
A. Minja1, H. Siril2,3, A. Kaale4, M. Makuchilo2, M. Somba4, A. Sariah2, S. Kaaya5, 
D. Urassa2, A.P. Mhalu2, J. Kamala4, Z. Aloyce4 
1African Academy for Public Health, Programs, Dar es Salaam, Tanzania, United 
Republic of, 2Management and Development for Health, Dar es Salaam, Tanzania, 
United Republic of, 3MDH, Dar es Salaam, Tanzania, United Republic of, 4African 
Academy for Public Health, Dar es Salaam, Tanzania, United Republic of, 5Muhimbili 
University of Health and Allied Science, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: agape_minja@yahoo.com

Background: Delays or not disclosing a HIV positive status to the infected child can 
cause depression, suicidal behavior, and refusal of ARVs, and poor school perfor-
mances if a child finds out accidentally or much later in life. Evidence shows that 
making decisions to disclose a HIV positive status to the infected child still remains 
a dilemma for both health care workers and guardians/parents. 
In Tanzania, the National guidelines requires child disclosure to be completed by age 
of 10 years, however, there are still many HIV infected children who do not know 
their status by the age 10 years thus increasing chances for accidental disclosures 
and the associated negative consequences. 
We report a quality improvement project implemented from 2015-2016 in Tanzania 
to address this gap.
Methods: In-depth interviews with 20 health workers (HW), chart reviews for 450 
HIV infected children and clinic flow observations were done. Based on this infor-
mation child disclosure training curriculum for HW was modified and piloted among 
52 HW for 3 months. Pre and post training tests were done, mean test scores were 
calculated and compared using student t-tests. Proportion of children supported 
for disclosure was compared before and after the intervention; chi square test was 
used to detect differences.
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Results: The mean age was 41years (SD=8.9), 85% were females, doctors (21%), 
nurses (52%), and others (27%). Mean scores of disclosure knowledge among 
HW were 37% and 79% for pre and post-tests respectively (P <0.0001). Doctors’ 
scored higher compared to other HW (P <0.001). 
At baseline only 48 (22%) children had support for disclosure. At the end of 3 
months 262 guardians/ parents were supported; 112 (43%) children were fully dis-
closed of their HIV positive status; 99 (38%) were partially disclosure and only 36 
(14%) remained undisclosed, (P <0.0001).
Conclusions: Using simple quality improvement approach to address gaps on dis-
closure knowledge and practice of HW improved support and disclosure of HIV 
positive status to the infected children. Scaling up this approach to similar sites and 
expanding to address other gaps that guardians/parents and children may be facing 
on disclosure could improve the health of HIV infected children. 

MOPED1090
State AIDS Clinical Expert Panel (SACEP): a mechanism  
to ensure rationale switch and clinical mentoring
M. Bamrotiya1, R.S. Gupta1, B. Rewari2, V. Purohit3, A. Sinha1, R. Rana4,  
M. Mhtre4 
1National AIDS Control Organization, New Delhi, India, 2SEARO-WHO, New Delhi, 
India, 3Independant Public Health Consultant, New Delhi, India, 4Former National 
AIDS Control Organization, New Delhi, India 
Presenting author email: bamrotiya.manish@gmail.com

Background: India’s ART programme which started in 2004, introduced second 
line treatment in 2008. With introduction of newer regimens in National pro-
gramme, a major concern remained ensuring rationale switch as well as regular clini-
cal mentoring of peripheral facilities. SACEP mechanism was established with aim 
to systemize and institutionalize early identification and treatment for failures and 
hence prevent emergence of drug resistance.
Methods: Selected Institutes with required capacity were identified and a panel was 
formed with specialist with varied expertize including program managers. This panel 
is trained specifically for management of treatment failure, difficult case scenarios 
and need based clinical mentoring. The panel regularly conducts meetings and ex-
amine patient’s referred from linked center and assess them for treatment failure. 
The number of SACEP panels were scaled up as lessons from program implementa-
tion were learnt.
Results: SACEP mechanism has scaled from less then 10 in 2008 to 106 centers in 
2016. Currently India has 106 centers with functional and trained SACEP covering 
528 ART centers. Till May 2015, 27027 PLHIV have been assessed by this panel 
which were suspected for treatment failure at ART centers, out of which only 16159 
(59%) were found eligible for second line and 15097 (93%) were initiated on ART. 
Though suspected as immunological or clinical failure by ART centers, 31% PLHIV 
did not meet the criteria for failure or had sub optimal adherence. 
The SACEP mechanism prevented undue exposure to second line in significant 
number of patients and also ensure high uptake of second line among those who 
required it.
Conclusions: With comparatively limited options for treatment it is essential that 
judicial use of regimens be ensured. At the same time early detection and switch is 
crucial for treatment failure cases to improve survival and avoid emergence of drug 
resistance. SACEP serves an effective mechanism and should be scaled up so that 
the benefits are maximized and patient travels are minimized. 

MOPED1091
Community perspectives on supporting the ethical scale-up 
HIV services among transgender women in Argentina in the 
context of treatment as prevention
V. Zalazar1, N. Cardozo1,2,3, M.E. Socías1,4, I. Arístegui1,5, C. Frola1, C. Antonini1,  
H. Beylis1, M. Romero2,3, O. Sued1, P. Cahn1, J. Montaner4, K. Shannon4, P. Duff4 
1Fundacion Huesped, Clinical Research, Buenos Aires, Argentina, 2Asociación de 
Travestis, Transexuales y Transgéneros de Argentina (A.T.T.T.A.), Buenos Aires, 
Argentina, 3REDLACTRANS, Buenos Aires, Argentina, 4British Columbia Centre 
for Excellence in HIV/AIDS, St. Paul’s Hospital, Vancouver, Canada, 5Universidad de 
Palermo, Buenos Aires, Argentina 
Presenting author email: virginia.zalazar@huesped.org.ar

Background: Transgender women (TGW) are the most affected group by HIV epi-
demic in Argentina and continue to have limited access to HIV services. Globally, 
the TGW community has expressed ethics-related concerns regarding targeted 
HIV scale-up strategies, the potential impact of discrimination by healthcare pro-
viders, and the need to tailor HIV services based on TGWs’ needs. This qualitative 
study aimed to understand TGW’s experiences and perspectives on ethical issues 
related to HIV services.

Methods: This community-based study explored the following ethical issues: au-
tonomy, informed consent, beneficence and equity across all stages of the HIV 
cascade, as well as knowledge and attitudes regarding the secondary prevention 
benefit of ART (i.e., treatment as prevention [TasP]). Interviews were conducted 
by a trained TGW peer research associated (PRA) and were on average 1 hour in 
duration. After obtaining informed consent, interviews were audio-recorded, tran-
scribed verbatim and analyzed using participatory coding techniques.
Results: Twenty-five TGW living with HIV were interviewed. We found that TGW 
lacked adequate information about HIV before being tested, and some did not re-
call an appropriate informed consent process. Regarding treatment, TGW felt dis-
regarded by health workers, who failed to explain even basic HIV concepts (e.g., the 
meaning of CD4 T cell, viral load, how ART works). Many participants suggested a 
peer-navigator within healthcare settings would help improving access and com-
fort with HIV services. None of the TGW interviewed were aware of the potential 
prevention benefit of ART, but after explaining the TasP concept, all agreed on the 
potential of this strategy.
Conclusions: Our study offers several community-driven suggestions to support 
patient rights and the ethical scale-up of HIV services needed to improve treatment 
outcomes. Given the communication barriers and lack of adequate information re-
ceived by patients along each step of the HIV cascade, patient education and the 
use of peer navigators are recommended to help improve TGWs’ access and experi-
ences with HIV services. In line with UNAIDS guidelines towards achieving the 90-
90-90 targets, specialized training for healthcare workers focused on respectful 
communication skills, ethics, gender-based stigma and discrimination is an essential 
step towards achieving comprehensive care for TGW and the 90-90-90 targets. 

MOPED1092
Reducing HIV-related stigma in healthcare settings through  
the development of an evidence-informed guideline
G.T. Feyissa1, C. Lockwood2, Z. Munn2, M. Woldie3 
1Jimma University, Department of Health Education and Behavioral Sciences, Jimma, 
Ethiopia, 2The University of Adelaide, School of Public Health, North Adelaide, 
Australia, 3Jimma University, Jimma, Ethiopia 
Presenting author email: garummatolu@yahoo.com

Background: HIV-related stigma has been an obstacle against the achievement of 
the global health priority targets by negatively impacting adherence to, and uptake 
of services. As an effort to improve the practice and service in HIV and related 
areas, this project sought to develop an evidence-informed guideline to reduce 
HIV-related stigma.
Methods: We used a mixture of guideline de novo and adaptation technique to de-
velop the guideline drawing upon the Knowledge to Action Model. First, we con-
ducted a systematic literature search for guidelines and systematic reviews. The 
units of evidence were then critically appraised. A content analyses of the units of 
evidences was then carried out to generate the list of working recommendations. 
Summaries of findings table were produced using Gradepro software package. 
Consensus was finally established through two rounds Delphi panel survey and two 
consensus meetings. Then, the feasibility and appropriateness of the recommenda-
tions were assessed through external panel review and seven in-depth interviews 
with health professionals and health managers.
Results: The literature search yielded a total of 1532 records. Based our inclusion 
criteria and the results of critical appraisal, we included 11 records (5 systematic 
reviews and 6 guidelines). Initially, 26 recommendations were drafted from the 
content analyses of the documents included. The recommendations were evaluated 
using a survey of Delphi panel and external experts. Based on these evaluations, 10 
recommendations were retained in the final draft. The Delphi panel, external re-
viewers and the key informants suggested that the guideline be introduced through 
training, workshops, availing hard copies, through a multidisciplinary team meeting 
of experts working on care and treatment of clients living with HIV and through 
HIV mentorship program. It was also suggested that the indicators be integrated 
into the hospital performance indicators. Participants reported that the guideline 
would help not only to achieve HIV-related goals, but also other health facility ini-
tiatives such as compassionate and respective care (CRC) and clean and safe health 
facility (CASH).
Conclusions: The current project has keep rigor and applicability of the evidence 
into current initiatives and practices. The current guideline can be integrated into 
new and existing health facility initiatives such as CRC and CASH. 
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MOPED1093
Setting research priorities for the intersection of alcohol  
and HIV/AIDS in low and middle income countries
S. Gordon1, M. Tomlinson1, S. Skeen1, C. Parry2, K. Bryant3,  
M.J. Rotheram-Borus4 
1Stellenbosch University, Department of Psychology, Stellenbosch, South Africa, 
2Medical Research Council, Alcohol, Tobacco and Other Drug Research Unit, Cape 
Town, South Africa, 3National Institute on Alcohol Abuse and Alcoholism, HIV/AIDS 
& Alcohol Research Program, Bethesda, United States, 4University of California, Los 
Angeles, UCLA Global Center for Children & Families, Los Angeles, United States 
Presenting author email: sarahg@sun.ac.za

Background: The harmful use of alcohol is a component cause for more than 200 
diseases. The association between alcohol consumption, risk taking behavior and a 
range of infectious diseases such as HIV/AIDS is well established. The prevalence 
of HIV/AIDS as well as harmful alcohol use in low and middle income countries is 
high. Alcohol has been identified as a modifiable risk factor in the prevention and 
treatment of HIV/AIDS. The objective of this paper is to define research priorities 
for the interaction of alcohol and HIV/AIDS in low and middle income countries.
Methods: The Child Health and Nutrition Research Initiative (CHNRI) priority 
setting methodology was applied in order to assess research priorities of the in-
teraction of alcohol and HIV/AIDS. A group of 171 global and local experts in the 
field of alcohol and or HIV/AIDS related research were identified and invited to 
generate research questions. This resulted in 205 research questions which have 
been categorized and refined by senior researchers into 48 research questions to 
be evaluated using five criteria: answerability, effectiveness, feasibility, applicability 
and impact, as well as equity.
Results: The 48 research questions will be sent out during the course of February 
2017 for independent evaluation and scoring. Each competing research question 
will receive a score on each of the five criteria ranging from 0 to 100%. The scores 
will represent a shared opinion of the experts independent scoring. Results follow-
ing scoring of research questions expected May 2017.
Conclusions: Recent research has shown the causal link between alcohol consump-
tion and the incidence of HIV/AIDS including a better understanding of the path-
ways through which alcohol use affects ARV adherence (and other medications to 
treat opportunistic infections) and CD4 counts. This paper will present potential 
research priorities relating to HIV/AIDS prevention, treatment, care and or sup-
port. These research priorities have implications for international funding organiza-
tions and policy makers. 

MOPED1094
Mapping and size estimation of key populations in Kosovo
D. Gexha Bunjaku1, E. Deva2, L. Gashi1, P. Kaçaniku Gunga1, F. Emmanuel3 
1National Institute of Public Health, Prishtina, Kosovo, 2Community Development 
Fund, Prishtina, Kosovo, 3University of Manitoba, Winnipeg, Canada 
Presenting author email: dafinagexha@gmail.com

Background: This is the first study of this nature in Kosovo. The objective of the re-
search was to conduct population size estimate at granular and national level, distri-
bution, settings and typologies of Female Sex Workers (FSWs), Men who have Sex 
with Men (MSM) and People Who Inject Drugs (PWID) in order to provide a sound 
platform to improve service delivery and suggest ways to scale up the response.
Methods: Cross sectional survey in 26 municipalities of Kosovo, Feb-April 2016 
through two sequential steps: systematic information-gathering from secondary 
key informants within each zone and validating each spot through primary key in-
formants. In addition internet sites and mobile apps were mapped for MSM in the 
similar way. KP size estimates were calculated for each spot and rolled up into mu-
nicipality estimates then aggregated into national estimates.
Results: Men who have sex with men is the largest key population identified with a 
total number of 6814 (range 6445 to 7117). MSM congregate at 141 geographical 
spots across six types of spots including geo and virtual mapping, with an overall 
national rate of 12 MSM per 1000 adult men. Fewer MSM operate at geographic 
spots, due to social norms MSM keep their activities hidden and mostly operate 
through internet and cell phones. An estimated number of FSW was 5037 (4213 to 
5860) with national rate of 8.9 FSWs per 1000 adult females. The study identified 
790 geographical spot with eight different spot typologies. An estimated 1/5th of 
the FSWs do not operate on geographical spots, while approximately 10% of FSW 
in Kosovo use websites to connect with clients. A total of 5819 (4777 to 6860) 
PWID were calculated with rates of 10.2 PWID per 1000 adult men spread over 
847 geographical spots with five spot typologies. No female PWID were identified 
at geographic spots.
Conclusions: These are size estimates which were calculated through involvement 
of key populations and finalized with their agreement. The information on the op-
erational structures and networks gathered through this study could be used to de-
velop targeted public health interventions. 

MOPED1095
Informing targeted HIV self-testing service delivery  
in Malawi and Zambia: a multi-country discrete choice 
experiment
M. d’Elbée1, P. Indravudh2, L. Mwenge3, B. Hensen1, M. Neuman1, A. Choko2,  
A. Muzumara3, M. Simwinga3, H. Ayles3, C. Johnson4, K. Hatzold5, L. Corbett1,2,  
F. Terris-Prestholt1 
1London School of Hygiene and Tropical Medicine, London, United Kingdom,  
2Malawi-Liverpool Wellcome Trust Clinical Research Programme, Blantyre, Malawi, 
3Zambart, Lusaka, Zambia, 4World Health Organization, Geneva, Switzerland, 
5Population Services International, Harare, Zimbabwe 
Presenting author email: marc.delbee@lshtm.ac.uk

Background: Adult HIV prevalence remains high in Southern Africa. HIV self-
testing (HIVST) is a new approach with potential to improve coverage. To inform 
HIVST implementation, we elicited user preferences to quantify the strength of 
preferences for alternative HIVST distribution and linkage options using discrete 
choice experiments (DCEs).
Methods: Four DCEs were implemented within representative household surveys 
in Malawi and Zambia. Adults (≥16 years) were randomly allocated to DCE on: 
HIVST distribution or linkage to confirmatory testing and care. We explored pref-
erence heterogeneity by country, age, gender and HIV testing experience.
Results: For distribution (n=1116), participants preferred to receive HIVST at home 
or at a distributor’s home to mobile clinics (and drugstores in Zambia only). Oral flu-
id tests were preferred to provider-administered or self-administered blood-based 
tests. HIVST distribution via sexual partner was viewed less favourably, especially 
among men. HIVST price had a strong negative impact on uptake.

[Figure 1 - HIVST distribution DCE - Malawi]

For linkage to care (n=843), phone call was preferred to SMS, a personal visit or no 
follow-up. The home of the HIV testing services (HTS) provider was preferred for 
confirmatory testing after a reactive self-test in Malawi only. Facility user fee and 
waiting time for confirmatory testing were strong disincentives. 
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[Figure 2 - Linkage to care DCE - Malawi]

Conclusions: The DCE results were consistent across these countries with similar 
HIV context and suggest community-based distribution and linkage are critical as-
pects of HIVST delivery. A next step is to explore preferences of populations among 
whom HTS uptake and linkage to care are known to be low, such as men, youth and 
key populations. 

MOPED1096
Building a telehealth intervention to facilitate engagement in 
HIV and related health services by transgender women of color 
in Washington, DC, U.S.A
M. Magnus1, E. Edwards1, A. Dright1, A. Brown1, L. Gilliam1, V. Criss1, M. Levy1,  
N. Sikka1, M. Siegel1, E. Machtinger2, C.C. Watson3, I. Kuo1 
1George Washington University, Washington, United States, 2University of California, 
San Francisco, San Francisco, United States, 3George Washington University (at Time 
of this Work), Washington, United States 
Presenting author email: manyadm@gwu.edu

Background: Transgender women of color (TWC) are an underserved population 
who often experience HIV and barriers to healthcare including stigma, violence, 
and trauma. Few mobile health applications or interventions are customized to serve 
TWC. The purpose of this study was to conduct qualitative research to inform de-
velopment of a TWC-specific telehealth intervention to increase access to care and 
HIV services.
Methods: TWC ≥18 years with at least one structural barrier to care, and clinicians 
who provide care to TWC (N=22), were recruited through peer referral and pro-
fessional contacts, respectively. Two focus groups of TWC (both living with HIV 
and at risk for HIV) were also convened. Semi-structured interviews asked how 
telehealth can be implemented to serve TWC with structural barriers. Transcripts 
were analyzed using thematic coding and content analysis and barriers for TWC 
were categorized into individual, organizational, and environmental levels, sublevels. 
Upon completion of data collection, several day-long meetings with the study team 
and key TWC stakeholders were convened to discuss the findings and propose the 
intervention and instrumentation.
Results: Saturation was reached on barriers to be addressed by the intervention 
for it to be effective. These included survival and instability, temporal discounting, 
and prioritizing hormone therapy over health care, HIV prevention or treatment as 
individual level barriers to services. Type of services needed versus those provided, 
congruence between providers and patients, pessimism about services and provider, 
and lack of provider cultural competency were identified as key organizational and 
environmental barriers. Illustrative text is shown in Table 1. 

Theme: Individual-level barriers
Summary: The telehealth intervention must not only focus on HIV-related services but 

must first address elements of survival which necessarily take priority over prevention. 
Where providers are unaware of patient prioritization of needs, the intervention can bridge 
a gap by supporting TWC to communicate needs to providers and/or identify priority care 

simultaneous with HIV-related care
Sub-Theme: Survival and general instability: “Because that’s really the issue when you’re homeless 
to the streets you’re in the shelters and sometimes you just forget [to take medications].” “The HIV 
I’m not too much worried about it’s the disease of addiction that I’m worried about that will kill me 
before anything else.”
Sub-Theme: Temporal discounting “Some [transwomen] have a preconceived notion that they have 
short life spans anyway so what’s the point in running to the doctor? Uh and they also fall prey to the 
ideology of ‚I feel fine so nothing can’t be wrong.’ ”
Sub-Theme: Prioritization of HIV care: “Their top needs were, say 1-5, and we’re talking about 
they’re homeless. You would be amazed - and we’ve done this before that you would be amazed to 
know that you would think that because a person’s HIV positive, they got mental health, and they 
homeless that those would be the top three. But it’s not. The top one is hormone therapy. And that’s 
what they seek for, the hormone therapy and number two would be housing, and then the health 
care would come in there as far as primary medical and all that and then the mental health, the 
mental health falls to the bucket and we’re talking people that’s sometimes severe mental health.”

Theme: Organizational and environmental-level barriers
Summary: The telehealth intervention must support TWC to identify service locations 

where providers are culturally-competent and available. Providers can then better address 
differences in priorities while ensuring all needs are being met, those both patient-identified 
and health-related. Referral to providers who have experience with transgender communities 

is needed so that stigma and insensitive practices are avoided.
Sub-Theme: Availability of services: “They [the clinics] schedule people so close to each other 
right I don’t feel as though I get my full medical care because here I am. I’m a transgender who has 
um, several illness, and even past HIV it’s like “you’ll have to come back for that,” “we’ll Schedule 
an appointment for that.” I got chronic bone disease, I got congestive heart failure and it’s like 
everything that I need, when I have to wait 90 days to see my doctor - my appointments are like 
every 90 days- and when get in with her after 15 minutes it’s like okay well your time is up, you know, 
whatever you don’t get within 15 minutes we’ll reschedule.”
Sub-Theme: Discordance in provider / patient priorities: “Where you’re worried about their 
cholesterol they may be worried about hormone management. Where you’re worried about their 
blood pressure, they may be worried about um, you know um, laser hair removal.” [provider]
Sub-Theme: Provider lack of cultural competency / transgender specific knowledge: “Oh, Mr. [name], 
this is [clinic] calling to remind you of your appointment on so and so so and so, that hurts. I mean 
I’m a seasoned transgender woman, if I say seasoned because I’m 55 years of age, I’m seasoned so 
you can imagine if I’m hurt, imagine the kid that’s 16, 17, those young transgenders. They can’t cope 
with that. But I manage to because I know how important health care is.”

[Illustrative Domains and Quotes]

Conclusions: These data enabled development of a telehealth intervention custom-
ized for TWC that was piloted in another study and found to be acceptable, feasible, 
and associated with improvements in routine, HIV service utilization and intention 
to seek care. This intervention, developed through a participatory process, offers an 
innovative solution to improve health outcomes for TWC. 

MOPED1097
Availability of antiretroviral medicines and characteristics of 
stock-outs in public facilities in Kinshasa, Democratic Republic 
of Congo
T. Gils1, C. Bossard1, A. Acma2, A. Mbala Seki2, M. Mashako2, F. Biayi3,  
I. Casteels2, G. Van Cutsem1, S. Spiers4 
1Medecins Sans Frontieres, Southern Africa Medical Unit, Cape Town, South Africa, 
2Medecins Sans Frontieres, Kinshasa, Congo, Democratic Republic of the, 3Programme 
National d’Approvisionnement de Médicaments, Kinshasa, Congo, Democratic 
Republic of the, 4Projet SIDA Médecins Sans Frontières, Kinshasa, Congo, Democratic 
Republic of the 
Presenting author email: msfocb-kinshasa-sida-pmr@brussels.msf.org

Background: Stock-outs of antiretroviral medicines (ARVs) are early warning in-
dicators for HIV resistance. This study aimed at analyzing the availability of ARVs 
in public pharmacies and characterizing the stock-outs in Kinshasa, Democratic 
Republic of Congo.
Methods: Data for this cross-sectional study were collected on a questionnaire 
during physical visits to antiretroviral treatment (ART) facilities and warehouses in 
Kinshasa between October and December 2016. All facilities in charge of over 200 
patients on ARVs were selected, as well as one facility with 100 to 200 and one with 
less than 100 patients per health zone. All warehouses in the corresponding health 
zones were selected. Stock-outs of ARVs were determined by physical verification 
during the visit and through verification on stock cards for a three-month period 
before the visit. For those items for which a stock card was available, the stock-
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out duration was collected. For four ARVs, stock cards were compared with physi-
cal stocks and considered as correct if the difference between the quantities was 
less than 10%. For all ARVs stock-outs, the pharmacy responsible reported coping 
mechanisms used.
Results: The survey included 94 facilities, covering 73% of people on ART in 
Kinshasa. Among facilities visited, there were 107 stock-outs of ARVs counted on 
day of visit and 92 reported in the preceding three-month period, of which 36% 
were not recorded on a stock card (33 facilities). Stock cards were correct for less 
than 75% of facilities and less than 50% of zonal warehouses; 50% of facilities had 
stock-outs of at least one ARV on visit day, with a median duration of 61 days [IQR 
= 23-82]. Second line and pediatric ARVs were most frequently out of stock. In 
31% of stock-out cases on visit day and in 38% of stock-outs in the previous three 
months patients had been sent away without ART. In 44% of stock-outs on visit day 
and 72% of stock-outs in the previous three months, the ARVs were available in the 
zonal warehouse in the same period.
Conclusions: This study shows that urgent action is needed to reduce stock-outs, 
focusing on the last mile delivery and on specific ART regimens. 

MOPED1098
Motivations of young Thai men who have sex with men to access 
HIV testing, 2015-2016
C. Ungsedhapand1, W. Wimonsate1, K. Pancharoen1, A. Sriporn1, P. Leuchai1,  
S. Winaitham1, S. Yafant1, P. Sirivongrangson2, T. Holtz1,3, E. Dunne1,3 
1Thailand Ministry of Public Health - U.S. Centers for Disease Control and Prevention 
Collaboration, HIV/STD Research Program, Nonthaburi, Thailand, 2Ministry of Public 
Health, Department of Disease Control, Nonthaburi, Thailand, 3Division of HIV/AIDS 
Prevention, Centers for Disease Control and Prevention, Atlanta, United States 
Presenting author email: tkh3@cdc.gov

Background: Young men who have sex with men (MSM) are a vulnerable popula-
tion who need access to regular HIV testing. Since December 2014, Thailand has 
had policies supporting HIV testing for minors without parental consent. We in-
vestigated the reasons adolescents and young adults aged 15-24 years old attended 
HIV voluntary counseling and testing (VCT) at Silom Community Clinic (SCC), 
Bangkok, from January 2015- June 2016.
Methods: During the initial VCT visit, we recorded the reasons reported by cli-
ents for the visit. For this analysis, we selected 322 cases (161 clients aged 15-17 
years and a random selection of 161 clients aged 18-24 years) for medical record 
extraction and qualitative review. We grouped the primary reason for the visit into 
two categories: self-motivation (to check or confirm HIV and STI status, to address 
symptoms of STI or need for treatment, to access post or pre-exposure prophy-
laxis [PEP/PrEP]) or peer-motivation (suggested or requested by provider, partner, 
friend, parents, community based-organization, or employer). We used Chi-Square 
test to evaluate the association between motivation for the visit and client charac-
teristics.
Results: From January 2015-June 2016, 2528 new clients attended VCT; 166 
(6.6%) were aged ≤18 years and 585 (23.1%) were aged 18-24 years. Among the 
322 clients evaluated, 296 (89%) self-identified as MSM, 222 (67%) were stu-
dents, and 191 (58%) had never been tested for HIV. Self-motivation was reported 
by 212 (64%); the primary reason was to check or confirm HIV and STI status 
(n=107, 33%). Among the 322 clients, 71 (21%) had HIV infection and 54 (16%) 
had an RPR titer ≥1:8. The motivation for the visit did not differ by age group. Self-
motivation was higher among those who had a history of HIV testing (77% versus 
54%, p< 0.001), those found with HIV infection (82% versus 59%, p< 0.001) and 
those found with RPR titer ≥1:8 (80% versus 61%, p=0.008).
Conclusions: Motivations for young Thai MSM attending a clinical setting for test-
ing suggest high self-perceived risk for HIV and STIs. In order to reach more young 
clients for HIV and syphilis testing, evaluation of motivation for testing can enable 
outreach efforts. 

MOPED1099
Strengthening the “last mile” distribution system of  
HIV-related commodities in two DRC provinces to improve 
product availability in support of the 90-90-90 goal
R. Tuala Tuala1, S. Saleeb2, M. Basua3, R. Mulongo3 
1Management Science for Health (MSH), Pharmaceutical and Health Technology, 
Kinshasa, Congo, Democratic Republic of the, 2Management Science for Health, 
Pharmaceutical and Health Technology, Arlington, United States, 3Management 
Sciences for Health, Pharmaceutical and Health Technology, Kinshasa, Congo, 
Democratic Republic of the 
Presenting author email: tualadavid@gmail.com

Background: Organizing an effective supply chain in DRC, where basic infrastruc-
ture is lacking, is challenging. Regional distribution centers (CDRs) cannot deliver 
antiretrovirals (ARVs) and related commodities to end-user facilities/communities. 
CDRs deliver these products to lower health zones (HZs), which often lack the re-
sources and logistical support to distribute ARVs to end-user facilities. This makes 
the “last mile” the most challenge for the supply chain in DRC. ARVs languish in 
HZ stores while end-user facilities/communities experience stock-outs and short-
ages. A lack of qualified staff to quantify orders and manage inventory and no ad-
equate information system further aggravate the problem. 
The US Agency for International Development-funded Systems for Improved 
Access to Pharmaceuticals and Services (SIAPS) Program implemented an inter-
vention package in DRC’s Haut-Katanga and Lualaba provinces, and this study as-
sessed the impact of that intervention by comparing baseline and postintervention 
data.
Methods: A rapid situation analysis identified factors that contribute to stock-
outs. Based on the findings and in collaboration with HZ management teams, the 
last-mile distribution strategy was modified so that ARVs are delivered directly to 
end-user facilities/communities. In addition, pharmaceutical management trainings 
were conducted for health workers involved in ARV management, and stock-man-
agement software was updated for use in CDRs to promote efficiency. The impact 
of this interventional package was assessed.
Results: A total of 184 health workers were trained on stock management for ARVs 
and other commodities. ARVs are now delivered to the end-user facilities/commu-
nities using the modified “last-mile” distribution strategy, and under and overstock-
ing rates have improved significantly: before the intervention, only 30% of facilities 
had an optimum level of ARV stock compare to 80% after the intervention—an 
improvement of 167% from December 2015 to September 2016. This resulted in 
improved patient care and health outcomes.
Conclusions: The study shows how the modified “last-mile” distribution strategy, 
staff capacity building, and an enhanced information system have improved the 
availability of and access to ARVs by patients in the Haut-Katanga and Lualaba 
provinces.
The replication of this intervention in similar environments has the benefit of 
bringing about results that can positively contribute to the Joint United Nations 
Programme on HIV/AIDS’ 90-90-90 goal. 

MOPED1100
Perceptions of introducing HIVST and peer-led delivery  
model amongst female sex workers in rural and urban districts  
in Southern Malawi
W. Lora1,2, M. Sambo3, M. Kumwenda2, L. Kayira2, W. Sibande2, M. Teagtmeyer4, 
E. Corbett2,5, N. Desmond2,4 
1Liverpool School of Tropical Medicine, International Public Health, Liverpool, United 
Kingdom, 2Malawi Liverpool Wellcome Trust, Blantyre, Malawi, 3Malawi Liverpool 
Wellcome, Blantyre, Malawi, 4Liverpool School of Tropical Medicine, Liverpool, United 
Kingdom, 5London School of Hygiene and Tropical Medicine, London, United Kingdom 
Presenting author email: wezzielora86@gmail.com

Background: Female sex workers (FSWs) are amongst the high-risk groups for HIV 
in Malawi. HIV prevalence amongst FSWs is estimated at 25% which is higher than 
in women of the general population (12.9%). Uptake of HIV testing among FSWs 
remains low. HIV self-testing (HIVST) is being promoted as private and convenient 
in the general population but there is a gap in knowledge in relation to development 
of HIVST interventions that can address HIV testing needs amongst FSWs. This 
study aimed to explore perceived benefits and harms of introducing of HIVST, and 
peer-led delivery model amongst female sex workers in Malawi.
Methods: A Rapid Ethnographic Assessment (REA) was employed amongst FSWs 
who are based at home, street or venue, and venue owners in two rural and one ur-
ban districts in Southern Malawi for a three-month period. Participant observations 
were conducted in bars, rest houses and clubs where FSWs hang out or reside for a 
period of one month in each district. 34 FSWs and 101 venue owners were involved 
in-depth interviews. Data analysis was done manually using a thematic framework 
simultaneous with data collection.
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Results: FSWs and venue owners believed HIVST could provide convenience and 
increase opportunity for regular testing for HIV, however, lack of immediate sup-
port after HIV positive diagnosis was identified as a potential social harm. Peer-led 
delivery model was perceived as an option for HIVST delivery to target the hard to 
reach FSWs but mistrust and storage of HIVST kits were observed as barriers to 
implementation of this model. FSWs and venue owners, therefore, suggested that 
health providers and venues owners should be incorporated in the model. FSWs 
also wanted the model to recognize and accommodate different types of sex work.
Conclusions: The benefits and harms of HIVST were consistent with those that 
have been established in the general population in Malawi. A multi-pronged ap-
proach of HIVST delivery amongst FSWs was perceived as an ideal strategy. REA 
was an important method of informing HIVST delivery model amongst sex workers 
in this setting. 

MOPED1101
Building Quality Improvement (QI) capacity to achieve the 
90:90:90 goals in sub-Saharan Africa: four years’ experience 
with a multi-country QI course
M. Rabkin1,2, G. Dougherty1, A. George1, L. Walker1, M. Panya3, I. Rondinelli1 
1ICAP at Columbia University, New York, United States, 2Columbia University 
Mailman School of Public Health, Department of Epidemiology, New York, United 
States, 3ICAP at Columbia University, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: mr84@columbia.edu

Background: The global scale-up of HIV programs has been remarkably success-
ful, but reaching the global 90:90:90 targets is challenging for many countries. 
Although the use of quality improvement (QI) methods can be an effective way to 
bridge the “know/do gap” between the identification of effective health interven-
tions and their successful implementation, a needs assessment conducted in 2013 
indicated that Ministry of Health (MOH) and US government (USG) staff in many 
PEPFAR focus countries lacked robust QI capacity. In response, ICAP at Columbia 
University (ICAP) and the US Centers for Disease Control and Prevention (CDC) 
designed an Introduction to Quality and Quality Improvement course for USG 
staff and their MOH counterparts.
Methods: Using the “backwards design” approach to curriculum development, we 
developed a three-phase course emphasizing practical skills, hands-on learning, and 
south-to-south exchange. Phase 1 is a five-day foundational workshop, in which 
country teams composed of MOH and USG staff learn key elements of the Model 
for Improvement and begin to design a QI project aligned with national priorities 
and the 90:90:90 targets. These activities continue in Phase 2, via webinars and 
email consultation. In Phase 3, teams present their project proposals for feedback, 
while continuing to learn QI methods and skills.
Results: 230 participants from 18 countries took the course from 2014-2016. 
Using Kirkpatrick’s four-level evaluation model, we assessed participant Reaction 
via surveys during and after the course; each year, at least 93% of participants rated 
the course as very good or excellent and at least 76% agreed that they had achieved 
all course learning objectives. Learning was assessed via pre- and post-tests, which 
consistently showed improvement. Behavior and Results were assessed via surveys 
given to alumni at 6, 19, and 27 months following the course; although response 
rates have been low, respondents indicate that they have continued to use the skills 
they learned during the course to further QI activities within PEPFAR programs.
Conclusions: The Introduction to Quality and QI course has served as PEPFAR’s 
flagship QI course, building QI competencies and fostering a south-to-south com-
munity of practice designed to improve the coverage, quality and impact of HIV 
services for sustainable epidemic control. 

MOPED1102
Strategies to improve Kaposi sarcoma outcomes in Zimbabwe: 
a community-based clinical trial of a training intervention for 
improved primary care of AIDS-KS (the SIKO study)
M.Z. Borok1, S. Mawhinney2, E. Simoes3, M. Matimba4, M. Mulvahill5, C. Moore6, 
S. Fiorillo7, F. Jaji8, I. Gudza1, T. Campbell7 
1University of Zimbabwe College of Health Sciences, Medicine, Harare, Zimbabwe, 
2Colorado School of Public Health Denver, Biostatistics, Denver, United States, 
3University of Colorado Denver, Paediatrics, Denver, United States, 4University of 
Zimbabwe, Clinical Research Centre, Harare, Zimbabwe, 5University of Colorado 
School of Medicine, Paediatrics, Denver, United States, 6University of Colorado, 
Biosttistics and Bioinformatics, Denver, United States, 7University of Colorado School 
of Medicine, Infectious Diseases, Denver, United States, 8University of Zimbabwe, 
Clinical Research Centre, Harare, United States 

Background: Zimbabwe is a predominantly rural country with approximately 80% 
of the population accessing medical care through a tiered system of local health 
centres. Over the past 5 years, antiretroviral therapy has been decentralized to pri-
mary care clinics staffed by generalist doctors and nurses. Little is known about how 
to improve Kaposi’s sarcoma (KS) treatment outcomes in these settings.
Methods: A package of interventions designed to improve KS care in primary care 
settings by early detection and improved clinical management was evaluated in a 
randomized step-wedge cluster design. The package included a standardized clini-
cal evaluation tool, palliative care integration, standardized KS treatment, and im-
proved consultative services for rural clinicians. The interventions were implement-
ed at 8 primary care sites (4 rural/4 urban) in Zimbabwe. All persons with suspected 
KS were eligible. Training modules incorporating KS recognition, particularly early 
KS, diagnosis and treatment, symptom control and palliative care were delivered 
during the intervention period at each site by a team of trained nurses and doctors 
experienced in KS patient care. The primary endpoint was the proportion with early 
stage (T0) KS pre- and post-intervention.
Results: Between February 2013 and January 2016, 1102 subjects (96% HIV+) with 
suspected KS were enrolled: 47%, 20% and 33% had incident, prevalent and false 
KS diagnoses, respectively, with 60%, 62% and 44% male; and 34%, 27% and 25% 
rural. For incident KS, median age (IQR) was 37 (32, 43). Incident KS One-year 
mortality (95% CI) was 37% (32%, 42%), over twice the previously observed rate 
(16%) in the university-affiliated tertiary referral KS clinic. Adjusted odds (aOR) 
of early diagnosis among incident cases, within clinic, before and after the SIKO 
intervention, were 1.48 (0.63, 3.49; P=0.37); for false diagnosis aOR was 1.83 
(1.16, 2.88; P=0.0096). Adjusted hazard ratio for time to death was 1.36 (0.85, 
2.20; P=0.20).
Conclusions: The SIKO package of interventions increased false positive KS diag-
nosis rate with no significant change in the proportion of early KS diagnosis. KS 
mortality in decentralized primary care clinics in Zimbabwe was higher than ex-
pected and was not affected by the SIKO intervention. 

MOPED1103
Extending perinatal care for mothers living with HIV (MLH) 
and their children through paraprofessional home visiting:  
RCT results over 5 years
M.J. Rotheram1, M. Tomlinson2, I. Le Roux3, T. Weichle1, A. Wynn1 
1University of California, Psychiatry, Los Angeles, United States, 2Stellenbosch 
University, Psychology, Stellenbosch, South Africa, 3Philani Nutrition Centers, Cape 
Town, South Africa 
Presenting author email: mrotheram@mednet.ucla.edu

Background: Uptake is high of ARV in pregnancy, but MLH do not maintain the 
multiple tasks required to maintain their own health and that of their children over 
time. Extending results from 18 months post-birth, the impact of perinatal home 
visiting to all community mothers and MLH was evaluated over 60 months post-
birth.
Methods: In 2009-2010, a RCT was mounted in 24 neighbourhoods of Cape 
Town townships. Matched neighbourhoods were randomized to standard clinic care 
(n=596 mothers; 12 neighbourhoods) or to receiving perinatal home visiting over 
time (n=644 mothers, 12 neighbourhoods), with visits declining substantially at 6 
months post-birth. Maternal and child outcomes, including MLH, were monitored 
during pregnancy, at 2 weeks post-birth, 6, 18, 36, and 60 months post birth, with 
follow-up rates from 83%-96%. The 354 MLH and their children (5.6% positive) 
were also monitored over time. Over 5 years, 9.9% of mother-child dyads had one 
death.
Results: All mothers, including MLH, who received home visiting, were signifi-
cantly less likely to be depressed at 36 months and to use alcohol or have prob-
lematic drinking at 60 months. Children of MLH were more likely to be shorter 
at 36 months and underweight at 60 months than children of uninfected mothers 
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- however, there was no intervention difference. While less than a third of MLH had 
been consistently linked to care from 6 months to 36 months, 87% of MLH were 
linked to care by 60 months; 79% were receiving ARV and 88% were adherent to 
ARV - similar across conditions. Children were similar in cognitive, behavioral, and 
social behaviors between intervention and control. However, children of MLH and 
HIV uninfected mothers scored almost 3 points lower on the Kaufman assessment 
at 60 months.
Conclusions: Perinatal visits must be extended over time in low and middle-income 
countries in order to sustain substantial gains observed early. MLH do not sustain 
consistent HIV care over time. Yet, benefits remain both to all community mothers, 
MLH, and to their children. 

MOPED1104
A quantitative study of workforce patterns and the PMTCT 
Option B cascade in Côte d’Ivoire
B. Huffstetler Rowan1, A. Granato1, J. Hughes2, E. Squires2, J. Robinson1,  
S. Kouyaté1, B. Doroux Aristide1, V. Kourai3, S. Gloyd1 
1Health Alliance International, Seattle, United States, 2University of Washington, 
Seattle, United States, 3Health Alliance International, Abidjan, Cote D’Ivoire 
Presenting author email: valerie.kourai@healthallianceinternational.org

Background: Côte d’Ivoire continues to face regionally high rates of mother-to-
child transmission of HIV despite implementation of a national program to prevent 
transmission (PMTCT). The aim of this study was to assess the impact of workforce 
factors (density, distribution and training of physicians, midwives, nurses, pharma-
cists, community health workers and other staff) on PMTCT program success.
Methods: Primary and secondary data were collected from a nationally representa-
tive sample of 50 PMTCT sites between June 2015 and February 2016. Assessment 
of the association between workforce factors and PMTCT outcomes (testing, treat-
ment and retention) were assessed using multivariate logistic regression with gen-
eralized estimating equations.
Results: Statistically significant positive associations were found between HIV 
testing and the following workforce densities (odds ratios presented are for a differ-
ence of 1 healthcare worker per 1000 new antenatal care patients): total healthcare 
worker density (OR = 1.01, 95% CI 1.01-1.01), physician density (OR = 1.03, 95% 
CI 1.01-1.05), density of trained staff (OR = 1.09, 95% CI 1.08-1.10) and midwife 
density (OR = 1.10, 95% CI 1.08-1.12). Negative associations were found between 
pharmacist density and testing and treatment (OR = 0.91 [0.86-0.96] and 0.83 
[0.69-0.99] respectively) and between community health worker density and test-
ing (OR = 0.96, 95% CI 0.95-0.97). No associations were found between work-
force indicators and retention in care.
Conclusions: While this study showed some statistically significant associations 
between workforce patterns and PMTCT service delivery, the effect size of these 
associations was small. For an average site, the largest positive association (OR of 
1.10) equates to increased testing for only 7.7 patients per year per additional mid-
wife per 1000 patients. The study’s complex results suggest that even in settings 
with a limited healthcare workforce, a greater density of healthcare workers does 
not necessarily correlate with better PMTCT outcomes. This highlights the need 
for additional research aimed at understanding more complex workforce factors, as 
well as non-workforce factors, impact PMTCT success. 

MOPED1105
Lay provider HIV testing: a promising strategy to accelerate 
90-90-90 in Vietnam
B. Vu Ngoc1, K. Green1, H. Phan Thi Thu2, M. Tran Hung3, S. Vo Hai2,  
H. Ngo Van1, A. Doan Hong1, L. Dang Hong3 
1PATH, Mekong Regional Program, Hanoi, Vietnam, 2VAAC, Hanoi, Vietnam, 
3CCIHP, Hanoi, Vietnam  

Background: The HIV epidemic in Vietnam is concentrated among key popula-
tions (KP), including people who inject drugs (PWID), men who have sex with men 
(MSM), and female sex workers (FSW). Although conventional testing services 
are available at all levels, annual KP uptake of HIV testing is low (~30%). In 2015 
Vietnam Ministry of Health (MOH) adopted the WHO recommended lay provider 
HIV testing strategy to accelerate the committed UN 90-90-90 targets. USAID/
PATH Healthy Markets project partnered with the MOH to pilot community-
based HIV testing through KP-led community-based organizations (CBO) and vil-
lage health worker networks (VHW) in four provinces (Ho Chi Minh City, Hanoi, 
Nghe An and Dien Bien).
Methods: Operations research was designed to evaluate the acceptability, feasi-
bility, and effectiveness of the models for increasing HIV testing, diagnosis and 
treatment among KP. We observed HIV testing using rapid diagnostic test kit 
(Determine HIV-1/2 Antibody) performed by 153 lay providers (78 CBO and 75 

VHW) through two rounds (3 clients per person each), interviewed with 918 clients 
before and after testing, and reviewed routine monitoring data on HIV testing from 
December 2015 to December 2016.
Results: Lay providers identified a higher proportion of positive cases (5% overall 
and 6.9% in urban areas, with false positive of 0.9%) than conventional HIV testing 
(0.9% according to national data). Among confirmed HIV cases, 93% were enrolled 
in treatment. Lay providers successfully reached and tested KP and sex partners 
(SP) who had never been tested for HIV before (72%), or tested infrequently (>12 
months): 49%. Reasons for choosing lay providers for HIV testing included con-
fidentiality (66%), receiving a rapid result (51%), and convenience (40%). Clients 
were highly satisfied with HIV testing by lay providers (91%), and would recommend 
this testing option to others (96%).
Conclusions: This study confirms that lay providers in Vietnam are capable of pro-
viding quality and satisfactory HIV testing services. Lay provider HIV testing is an 
effective approach to reach KP and their sex partners who otherwise would not test, 
or not as frequently. The MOH is supporting for scaling up this promising approach 
to reach 90-90-90 in Vietnam. 

MOPED1106
Innovating to improve health worker continuous professional 
development (CPD): challenges in evaluating utilisation of 
interactive online resources in Uganda
R. Kikonyogo1, J.W. Arinaitwe1, L. Namara1, U. Ssekabira1, P. Buyego1, S. Okware1, 
R. Parkes Ratanshi2 
1Infectious Diseases Institute, Training and Capacity Development, Kampala, Uganda, 
2Cambridge Institute of Public Health, University of Cambridge, Cambridge, United 
Kingdom 
Presenting author email: rkikonyogo@idi.co.ug

Background: Capacity building of health workers (HW) in Africa has traditionally 
relied on face-to-face training which is labor intensive and takes HW away from 
their workplaces for extended periods. E-Learning however is gaining popularity as 
an alternative means of training HWs in resource limited-settings, since it reaches 
more HW, is cheaper and causes less disruption of work. The Infectious Diseases 
Institute (IDI) was accredited by the Ministry of health to provide CPD for HW. 
Since 2002, IDI offered short classroom courses to over 23,680 health workers 
across 39 countries. We are now innovating with cost effective models to increase 
our reach and impact.
Methods: IDI launched the Ugandan Academy for Health Innovation and Impact 
program in 2015 aimed at improving outcomes in HIV and TB care through design 
and implementation of innovative projects. Through this, we established an open 
access clinical training website for development of HW capacity. The website is 
based on Moodle; a free online learning management system. The website presents 
real life patient complex cases from the IDI HIV clinic. These are converted into 
interactive presentations. Consent is sought from the patients but no identifying 
features are used. IDI is using Google analytics to track the number of HW who 
have accessed the website since its launch in May 2016.
Results: 2,638 sessions were downloaded and 16,984 had viewed the e-Learning 
page from 10 countries. User feedback requested a mobile phone based platform as 
well as computer interface and also certification for CPD.
Conclusions: Lessons-learnt and way forward: Google analytics captures internet 
protocol (IP) addresses unique to each computer. However this doesn’t capture 
individual users, and in some health centers, particularly rural, many HW use the 
same computer. We would also like to evaluate the impact of the training on practice 
of HW. We are establishing user accounts to track individual use to enable award of 
CPD points and e-certificates upon completion following a knowledge assessment. 
We aim to assess change in practice with questionnaires 6 months after completion 
of the online sessions. IDI aims to be the first training institute to provide online 
CPD to HW in Uganda. 
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MOPED1108
Development and assessment of a tablet-based clinical  
training approach for nurses providing Option B+ services  
in Mozambique
S. Gimbel1, J.L. Manuel2, F. Floriano3, G. Castro2, M. Pinho4, J. Zucule4,  
K. Sherr5, C. Soi5, J. Pfeiffer5, K. Asbjornsdottir5, C. Inguane6 
1University of Washington, Family and Child Nursing/ Global Health, Seattle, United 
States, 2National Institute of Health, Beira Operations Research Center, Beira, 
Mozambique, 3Health Alliance International, Beira, Mozambique, 4Ministry of Health, 
Sofala Provincial Health Department, Beira, Mozambique, 5University of Washington, 
Global Health, Seattle, United States, 6University of Washington, Anthropology, 
Seattle, United States 
Presenting author email: kasbjorn@uw.edu

Background: Introduction of Option B+, which has rapidly expanded in many 
sub-Saharan countries with high HIV burden and limited resources, including 
Mozambique, requires targeted strengthening of nurse clinical competencies to 
ensure adequate care and management of HIV-infected pregnant women. A tablet-
based training approach building core clinical competencies of nurses introducing 
Option B+ in pregnancy was designed and evaluated to strengthen routine supervi-
sion by nurse managers.
Methods: A standardized assessment tool measured nurse competency at baseline, 
endline and post 3 months across 30 health facilities (20 intervention, 10 control) 
to 90 nurses by six district nursing supervisors. Focus group discussions assessing 
acceptability were conducted at 3 clinics following implementation.
Results: From baseline to endline, nurses who received the intervention experi-
enced a three to four-fold greater improvement in Option B+ knowledge and 
skills assessment scores, compared to nurses at control facilities (10.2% vs 2.9%; 
p<0.014). In subgroup analyses, nurse managers at intervention facilities had on 
average a 14.5% improvement in assessment scores, while no change was noted in 
nurse managers at control facilities (p<0.025). During implementation, the tablet-
based training intervention was integrated into routine supervision, and was per-
ceived by MCH nurses to be easy to use, contextually appropriate, engaging, and 
with level-appropriate content.
Conclusions: Results demonstrated the feasibility and acceptability of this tablet-
based training approach in resource limited settings, and significant improvements 
in nurses’ knowledge and skills to implement Option B+. The study demonstrated 
that instructional videos and accompanying assessments can be built into tablet-
based modules, through Open Data Kit (ODK) (https://opendatakit.org/), to 
capture results centrally and be rapidly used to identify low-performing facilities. 
Ensuring maternal and child health nurses are adequately trained and supported to 
provide quality care is a priority to maximize the potential impact of this approach. 

MOPED1109
Perceived cost advantages and disadvantages of purchasing  
HIV self-testing kits (HIVST) among Tanzanian men:  
a qualitative analysis to inform demand generation
L. Jennings1, D.F. Conserve2, J. Merrill1, L. Kajula3, J. Iwelunmor4, S. Linnemayr5, 
S. Maman6 
1Johns Hopkins Bloomberg School of Public Health, Department of International 
Health, Baltimore, United States, 2University of South Carolina, Arnold School of 
Public Health, Department of Health Promotion, Education, and Behavior, Columbia, 
United States, 3Muhimbili University of Health and Allied Science, Dar es Salaam, 
Tanzania, United Republic of, 4Uni, Department of Kinesiology and Community 
Health, Champaign, Tanzania, United Republic of, 5RAND Corporation, Santa 
Monica, United States, 6University of North Carolina, Gillings School of Global Public 
Health, Chapel Hill, United States 
Presenting author email: dxc341@gmail.com

Background: Impoverished men have lower rates of HIV testing and higher un-
known HIV-positive status than women. Low socio-economic status can hinder 
demand generation of testing services. Yet, few studies have investigated men’s 
financial views regarding the benefits or drawbacks of HIVST. Economic theory 
suggests that individuals will obtain an HIV test if anticipated benefits are greater 
than anticipated costs. Therefore, we examined how poor men’s perceptions of the 
cost advantages and disadvantages of HIVST may influence demand.
Methods: Twenty-three interviews were conducted to qualitatively assess per-
ceived costs saved and incurred from use of HIVST kits in infrequently- or never-
tested Tanzanian men. All men were shown an HIVST kit and video. They were then 
asked about the costs associated with provider-led HIV testing, financial benefits 
and concerns of HIVST, and willingness to pay for HIVST. Data were coded and 
analyzed using inductive content analyses. We then grouped codes into perceived 
cost advantages and disadvantages and tabulated the range of prices men were will-
ing to pay for a self-test kit.
Results: Perceived cost advantages of HIVST were avoidance of spending money 
to test in facilities, omission of follow-up fees, affordability relative to private clin-
ics, and increased time for earning income and other activities. Men also discussed 
the imbalance of the financial benefit of accessing free, public HIV testing with the 
resources spent for transport, purchasing meals away from home, and long wait lines. 
Perceived cost disadvantages of HIVST were prohibitive kit costs, required prior 
savings to purchase kits, expenditures relating to death, and preferences for free 
provider-performed testing. Men were also concerned about the psychological costs 
of inaccurate results. HIVST demand was moderate with varied willingness to pay.
Conclusions: Men’s decisions to self-test for HIV takes into account expected fi-
nancial gains and losses. Demand generation for HIVST among men should consid-
er use of low fees or free HIVST, while emphasizing potential savings from reduced 
travel, clinical costs, or time way from work. Efforts are also needed to address 
anticipated emotional costs of HIVST, such as anxiety from kit errors, purchasing 
“death”, or testing alone, which for some men was a substantial barrier. 

MOPED1110
Innovative, targeted, evidence-based demand creation 
approaches for voluntary medical male circumcision (VMMC):  
a 3-month pilot in Zambia
A. Machinda1,2, B. Thurston1, G. Sishekanu2, S. Ellis1,2, M. Sundaram3, N. Chintu1,2 
1Population Services International (PSI), Washington, United States, 2Society for 
Family Health (SFH), Lusaka, Zambia, 3Bill and Melinda Gates Foundation, Seattle, 
United States 
Presenting author email: albertmachinda@gmail.com

Background: Although Zambia has seen an increase in VMMC since 2009, targets 
have not been achieved hence need for innovative demand creation methodologies 
including use of market research and human centred design (HCD). These meth-
ods should target the most impactful ages (15-29 years) and shorten the journey 
to circumcision. Utilizing findings from a 2014 journey mapping study conducted 
in Zambia, Society for Family Health (SFH) employed HCD strategies to analyse 
and translate findings into demand creation solutions. The process prioritized four 
of seven identified segments of men, created robust archetypes, and uncovered 
insights used to inform tailored messages and prototypes for new VMMC demand 
creation tools to be piloted for effectiveness, efficiency and usability.
Methods: A non-randomized implementation pilot was conducted in eight SFH 
supported public facilities in four districts. Twenty-three Community Health 
Workers (CHWs) (13 male, 10 female) and eight supervising CHWs were selected 
and trained on new messaging and tools. A similar number of CHWs continued to 
utilize standard demand creation methods in the same facilities.
CHWs conducted door-to-door mobilization activities using new tools and potential 
clients were classified into a specific segment, exposed to tailored messaging and 
tools, and recorded in the daily activity report (DAR). Clients interested in getting 
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circumcised were scheduled for an appointment and provided with a referral card. 
Clients who missed appointments were followed-up a maximum of three times by 
the CHW.
Results: Overall conversion rate (circumcisions/appointments) was 43% 
(1,461/3,421) during pilot compared to 35% (884/2,532) for standard methods. 
Conversion rate was higher amongst priority segments at 45% compared to 39% 
in non-priority segments. 68% of those circumcised were aged 15-29 years in 
both methods. On average, men took 42 days from first contact to circumcision. 
Younger CHWs were more effective whilst female CHWs’ conversion rate was 47% 
compared to 38% for male CHWs.
Conclusions: The use of segmentation to provide tailored messages and tools is as 
effective as established demand creation methods and has potential to improve 
and revolutionize approaches to demand creation for VMMC. Emphasis should be 
placed on mapping the cascade to VMMC and shortening a man’s journey to cir-
cumcision. 

MOPED1111
Optimising uptake of HIV testing among young people:  
a mixed-methods study on HIV self-testing preferences  
in Zimbabwe and Malawi
P. Indravudh1, E. Sibanda2, M. d’Elbee3, M. Kumwenda1, G. Maringwa2,  
M. Simwinga4, L. Nyirenda5, C. Johnson6, C. Lopez7, K. Hatzold8,  
F. Terris-Prestholt3, M. Taegtmeyer5, UNITAID/PSI Self-Testing Africa (STAR) 
1Malawi-Liverpool-Wellcome Trust Clinical Research Programme, Blantyre, Malawi, 
2Centre for Sexual Health and HIV/AIDS Research, Harare, Zimbabwe, 3London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 4Zambart, Lusaka, 
Zambia, 5Liverpool School of Tropical Medicine, Liverpool, United Kingdom, 6World 
Health Organization, Geneva, Switzerland, 7Population Services International, Harare, 
Zimbabwe, 8Population Services International (PSI) Zimbabwe, Harare, Zimbabwe 
Presenting author email: peach.indravudh@gmail.com

Background: HIV self-testing (HIVST) is a promising method for reaching young 
people underserved by standard HIV testing and unaware of their status. This study 
uses mixed methods to examine young people’s preferences for HIVST distribution 
and inform scale-up of youth-targeted HIVST services in southern Africa.
Methods: This study is nested within large-scale distribution of oral HIVST kits in 
Malawi and Zimbabwe (STAR). Twelve focus groups (n=107) and 15 interviews were 
undertaken with purposively sampled youth (16 to 25 years) exposed to distribu-
tion. Discrete choice experiments (DCE) on HIVST delivery were administered 
to randomly sampled household members. Multinomial logit models were used to 
identify preference strength and heterogeneity among young people in Malawi 
(n=245) and Zimbabwe (n=96).
Results: There was strong concordance between the two methods and countries. 
HIVST was highly accepted by young people, particularly young men. Self-testing 
was seen to address youth-specific barriers around conventional HIV testing, in-
cluding stigma of testing outside of marriage. Distribution of HIVST kits at home 
was the biggest driver of demand and valued as time and cost-saving. Alternative 
locations, such as mobile clinics and health facilities, were disliked. Compared to 
adults 26 years and older, batch distribution to the household was less preferred by 
young people, who reported decreased decision-making autonomy when offered in 
the presence of family members. Lay distributors were valued over HTC counsellors 
and intimate partners as HIVST providers, with qualitative participants also liking 
peer distribution. 
Free tests were important to young people, with small fees ($0.07-$1) acting as 
disincentives. First-time testers expressed a desire for support before and after 
testing, including by helpline or in person. The qualitative findings were mixed in 
terms of preferred testing methods, though DCE respondents highly valued oral 
fluid-based HIVST. Untested young people had similar utilities for oral and blood-
based HIVST, reflecting indifference for sample collection method and overall 
value for self-testing.
Conclusions: HIVST appealed to young people whom might not have otherwise 
tested. Young people are not a homogenous group and our findings supported 
proactive and low-cost distribution by lay providers, with more support needed for 
first-time testers. Concordance of results by method will also be presented. 

MOPED1112
Leveraging local intelligence: use of Volunteer Community 
Advocates (VCAs) leads to a five-fold increase in number of 
VMMCs in routine services in Tanzania
M. Makokha1, A. Christensen1, A. Hellar1, S. Mkungume1, K. Curran2,  
Z. Mwandi3, E. Njeuhmeli4, V. Kiggundu4, E. Mlanga5, G. Lija6, G. Msalale7,  
P. Luvanda8, E.C. Kessy9 
1Jhpiego, AIDSFree, Dar es Salaam, Tanzania, United Republic of, 2Jhpiego, 
Washington, United States, 3Jhpiego, AIDSFree, Nairobi, Kenya, 4USAID, Washington, 
United States, 5USAID, Dar es Salaam, Tanzania, United Republic of, 6MoHCDGEC 
Tanzania, National AIDS Control Program (NACP), Dar es Salaam, Tanzania, United 
Republic of, 7MoHCDGEC Tanzania, Tabora RHMT, Tabora, Tanzania, United Republic 
of, 8MoHCDGEC Tanzania, Iringa RHMT, Iringa, Tanzania, United Republic of, 
9MoHCDGEC Tanzania, Njombe RHMT, Njombe, Tanzania, United Republic of 
Presenting author email: maende.makokha@jhpiego.org

Background: Tanzania has been implementing VMMC services for HIV prevention 
since 2009. With PEPFAR and USAID support, AIDSFree through Jhpiego has 
supported the Ministry of Health to implement VMMC services in 27 routine sites 
providing service in the Iringa, Njombe, and Tabora regions. A variety of strategies 
have been employed to sensitize and recruit clients. Between October 2015 and 
March 2016, demand creation was led by a team of non-local Community Health 
Promoters (CHPs). Based on formative research findings, in April 2016 CHPs 
were replaced by Volunteer Community Advocates (VCAs) who are early VMMC 
adopters and live within the catchment area of the sites offering VMMC services. 
VCAs receive a 2-day training on VMMC and ongoing on-the-job support.
Methods: We conducted a retrospective review of the Jhpiego VMMC database, 
comparing the number of VMMCs conducted during routine services before VCAs 
were introduced (October 2015-March 2016) and after
(April-September 2016). No new routine VMMC sites were introduced during this 
time period. Statistical tests were used to analyze significance of the differences 
observed.
Results: A total of 13,618 clients were circumcised in the 27 static sites during the 
review period (October 2015-September 2016). Overall, there was a five-fold 
increase in VMMCs conducted across all static sites compared to the previous 6 
months from 2,322 to 11,296 VMMCs (Fig 1). The observed increase in the number 
of clients seen in the routine VMMC sites before and after VCAs were introduced 
was statistically significant (chi-square = 404.45, p-value <0.00001).

[Fig. 1: Impact of VCAs on Number of VMMCs]

Conclusions: The introduction of VCAs led to a significant increase of clients seen 
in VMMC routine sites across the three supported regions within the six month 
period. This demonstrates the important role that volunteers from the communi-
ties they serve play in educating and advocating for services and translating this to 
new VMMC clients. 
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MOPED1113
Spending to alleviate demand constraints lowers unit costs: 
a cost-effectiveness analysis of voluntary medical male 
circumcision to prevent HIV in Tanzania
S. Torres-Rueda1, H.A. Weiss1, M. Wambura2, H. Mahler3, K. Kripke4,  
J. Chilongani2, E. Kuringe2, R.J. Hayes1, M. Plotkin3, M. Makokha3, A. Hellar3,  
C. Schutte5, G. Mshana2, N. Larke1, G. Lija6, J. Changalucha2, J.M. Grund7,  
F. Terris-Prestholt1 
1London School of Hygiene and Tropical Medicine, London, United Kingdom, 2National 
Institute for Medical Research, Mwanza, Tanzania, United Republic of, 3Jhpiego, 
Baltimore, United States, 4Avenir Health, Washington, United States, 5Strategic 
Development Consultants, Durban, South Africa, 6Ministry of Health and Social 
Welfare, Dar es Salaam, Tanzania, United Republic of, 7Centers for Disease Control 
and Prevention (CDC), Atlanta, United States 
Presenting author email: fern.terris-prestholt@lshtm.ac.uk

Background: Although voluntary medical male circumcision (VMMC) reduces 
HIV acquisition and is widely considered cost effective, demand side constraints 
result in sub-optimal efficiency in service provision: campaign-style VMMC pro-
grammes have site-specific fixed costs, and uptake among men with the highest 
HIV incidence (20-34 years), is low. A cluster randomised controlled trial was con-
ducted to assess the effectiveness of a locally-adapted demand creation interven-
tion in increasing uptake of campaign-delivered VMMC among men aged 20-34 
in Tabora and Njombe regions. The intervention included messages targeting older 
men, use of peer promoters, age group-specific waiting areas, and information ses-
sions for female partners.
Methods: Cost data were collected on surgical, demand-creation and supervisory 
activities across all clusters in both trial arms. The DMPPT 2.1 was used to estimate 
the number of HIV infections averted and related cost savings given the number 
of VMMCs per cluster. DALYs were calculated and used to estimate incremental 
cost-effectiveness ratios (ICERs).
Results: The intervention resulted in large increases in VMMC uptake. Client load 
varied across clusters and was higher in the intervention arms (480-1187 in Tabora; 
218-500 in Njombe) than in the control arms (272-951 and 102-268, respectively). 
Despite the additional costs of tailored demand creation, demand increased more 
than proportionally: mean costs per VMMC in the intervention arms were $61 in 
Tabora and $130 in Njombe, and in the control arm $70 and $193, respectively. 
Sites with higher uptake had lower unit costs, suggesting economies of scale. More 
HIV infections were averted in Njombe (likely due to higher HIV incidence), in both 
control and intervention arms (102 and 164, respectively) than in Tabora (67 and 
123, respectively). Once averted treatment costs were considered, greater cost-
savings were observed in Njombe. Consequently, the intervention was more cost-
effective in Njombe (-$427/DALY) than in Tabora (-$331/DALY).
Conclusions: The number of clients in Tabora was 2.5 times higher, leading to lower 
unit costs. The achievement of cost savings attributable to spending more to ad-
dress local preferences successfully reduced demand constraints. However, in the 
case of Njombe, it was still worth spending more on increasing demand among hard-
to-reach men due to their higher HIV acquisition risk. 

MOPED1114
Preferences for models of HIV self-test kit distribution:  
results from a qualitative study and choice experiment in  
a rural Zimbabwean community
E.L. Sibanda1, G. Maringwa1, N. Ruhode1, C. Madanhire1, M. Tumushime1,  
C. Watadzaushe1, M. d’Elbée2, P. Indravudh3, C. Johnson4, K. Hatzold5,  
M. Taegtmeyer6, E.L. Corbett2,3, F.M. Cowan1,6, F. Terris-Prestholt2 
1Centre for Sexual Health and HIV/AIDS Research, Harare, Zimbabwe, 2London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 3Malawi-Liverpool 
Wellcome Trust Clinical Research Programme, Blantyre, Malawi, 4World Health 
Organization, Geneva, Switzerland, 5Population Services International, Harare, 
Zimbabwe, 6Liverpool School of Tropical Medicine, Liverpool, United Kingdom 
Presenting author email: euphemiasibanda@yahoo.co.uk

Background: New HIV testing models are needed to reach the UN’s 90-90-90 
testing target. HIV self-testing (HIVST) has potential to improve testing uptake, 
but optimal models of distribution are uncertain. We conducted a qualitative study 
and discrete choice experiment (DCE) to explore preferences for models of HIVST 
kit distribution in rural Zimbabwe.
Methods: Following door-to-door distribution of HIVST kits by community volun-
teers (CV) in Mazowe district, focus group discussions (FGDs) were held to explore 
views on distribution models. FGDs were analysed thematically and used to identify 
distribution attributes that might be important for HIVST scale-up. After piloting 
the pictorial and paper-based questionnaire, a DCE was used to estimate relative 
preferences for each attribute. Analysis used multinomial logit modelling.

Results: Between Apr-May 2016, we ran 8 gender-specific FGDs (n=81, 39 fe-
male). Participants favoured household HIVST distribution by CV because it re-
duced travel and time costs. Distribution by nurses or community health workers 
was viewed less favourably because they were thought to be too busy. In contrast to 
other testing models, CVs from the same village were preferred, being considered 
more likely to relate well to locals and able to support all households. Participants 
valued the confidentiality that is offered by HIVST. Most emphasized kits should 
not be sold because people would not afford them.
296 participants were surveyed in the DCE. The figure shows presented attributes 
and their relative preference. 

[Relative Utilities for HIVST Program Characteristics]

An optimum HIVST model is one where local CVs distribute kits door-to-door to 
whole households. Participants were strongly against selling of kits; even a small 
increase in price could offset some of the highly favoured attributes.
Conclusions: Door-to-door HIVST kit distribution is acceptable in rural communi-
ties. The mixed methods study allowed us to anticipate which service-delivery attri-
butes were important and the reasons thereof. The relative strength of preferences 
can also guide planning and implementation priorities. 

MOPED1115
Multi-disease community health campaigns: responding to 
community health priorities and reducing stigma for HIV 
testing in the SEARCH Study
N. Sang1, D. Kwarisiima2, J. Kabami3, K. Kadede1, M. Atukunda4, K. Snyman2,  
R. Burger5, T. Clark5, C. Camlin5, E. Charlebois5, M. Petersen6, E. Bukusi7,  
C. Cohen5, M. Kamya8, D. Havlir5, G. Chamie5, SEARCH Collaboration 
1Kenya Medical Research Institute, Suba, Kenya, 2Makerere University - University 
of California San Francisco Research Collaboration, Kampala, Uganda, 3Makerere 
University - University of California San Francisco Research Collaboration, Mbarara, 
Uganda, 4Makerere University - University of California San Francisco Research 
Collaboration, Mbale, Uganda, 5University of California, San Francisco, San Francisco, 
United States, 6University of California, Berkeley, Berkeley, United States, 7Kenya 
Medical Research Institute, Nairobi, Kenya, 8Makerere University, Kampala, Uganda 
Presenting author email: nortonsang@gmail.com

Background: Achieving the first 90-90-90 goal of >90% HIV-infected persons 
tested requires innovative approaches that address known barriers to HIV testing. 
The SEARCH trial (NCT:1864603) reached 97% testing coverage of stable adult 
residents after two years with an approach that aimed to incentivize participation by 
offering multi-disease services with HIV testing, and reduce stigma associated with 
accessing HIV testing alone, at community health campaigns (CHC). We sought to 
assess demand for non-HIV services and evaluative community attitudes towards 
this approach.
Methods: We advertised and offered multi-disease services (Table), at 2-week 
CHCs that provided HIV testing in Uganda and Kenya annually. We used finger-
prick for testing requiring blood draws. New diagnoses made were either treated 
on-site (e.g. malaria), or linked to care (often same-day; e.g. TB). We shared our 
findings with the Ministries of Health. We measured demand via service uptake by 
residents at three annual CHCs. We assessed attitudes via in-depth interviews and 
focus-group discussions with CHC participants and community leaders.
Results: Overall, 120,312 (76%) of 159,179 stable residents attended a CHC at 
least once over three annual campaigns. Among adults, 84% were screened for 
hypertension and 79% for diabetes. In eastern Uganda, 89% of adults underwent 
TB screening. Fever/malaria screening was performed in 84% of adults, and 92% 
of children, and 22% of adults accessed urgent care services. With high CHC par-
ticipation, local organizations partnered with SEARCH to provide medical male 
circumcision, cervical cancer screening, family planning and antenatal care, when 
available. Qualitative data showed CHC participants were drawn in by non-HIV 
services, and CHCs attracted individuals who reported prior reluctance to access 
HIV testing, and provided concealment for those seeking HIV testing.
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Service Method
Population 
accessing 
services

Demand: 
population uptake 

(%)

Demand: 
Population uptake 

% women vs. 
% men

Hypertension 
screening

Blood pressure once; 
with repeated measures 

x 2 if elevated
≥18 year olds 56911/68118 (84%) 88% vs. 78%

Diabetes 
screening

Random blood glucose ≥15 year olds 61,258/77,784 
(79%) 83% vs. 74%

Malaria 
screening

If fever present, offer 
rapid diagnostic testing All residents

≥15: 65,475/77,784 
(84%) 

<15: 74,864/81,395 
(92%)

≥15: 88% vs. 79%

TB screening
If cough >2 weeks, offer 

sputum fluorescence 
microscopy x 2

≥15 year 
olds; Eastern 

Uganda region 
only

22,269/25,126 
(89%) 90% vs. 86%

Urgent Care

On-site clinician 
to address urgent 
complaints (e.g. 
skin complaints, 

musculoskeletal pain, 
etc.)

All residents 17,058/77,784 
(22%) 25% vs. 18%

Men´s Health 
Tent

Group discussion & 
individual counseling 

for men’s health 
complaints

≥15 year old 
men, Eastern 

Uganda & 
Kenya regions 

only

7,274/21,251 
(34%) N/A

[Multi-disease services & population uptake at CHCs]

Conclusions: Demand was high for integration of multi-disease services into pop-
ulation-wide HIV testing, and inclusion of these services may have reduced stigma 
associated with HIV testing. A multi-disease approach to HIV testing is one way to 
achieve the 90% testing goal. 

MOPED1116
Knowns and unknowns: a review and mapping of existing, 
ongoing and planned research on adolescent girls and young 
women in sub-Saharan Africa as end users of HIV prevention 
products
E. Donaldson, A. Gomez, E. Gardiner, I. Halldorsdottir, R. Loar,  
HIV Prevention Market Manager 
AVAC, New York, United States 
Presenting author email: edonaldson@avac.org

Background: Adolescent girls and young women (AGYW) 15-24 account for 20 
percent of all new HIV infections globally.1 To address the disproportionate number 
of new infections in this population, a variety of HIV prevention products are need-
ed and need to be introduced to the market in a manner that supports use. Studies 
have shown oral pre-exposure prophylaxis (PrEP) is effective in preventing HIV; 
however, uptake and adherence pose potential limitations to use among AGYW. 
The HIV Prevention Market Manager analyzed completed, ongoing and planned 
work on AGYW in sub-Saharan Africa as the end users of HIV prevention products 
to assist prevention product introduction and marketing efforts. [1] UNAIDS, 2015
Methods: Focusing on AGYW ages 15-28 in sub-Saharan Africa three types of 
inquiry were used: 1) systematic review of existing literature, 2) landscape map-
ping of ongoing and planned research from 2010 to 2016 and 3) an analysis of the 
review and mapping. The review utilized key terms to screen relevant articles and 
the Ability-Motivation-Opportunity framework, combined with marketing’s four 
Ps—product, price, place, promotion—as the inquiry framework. The mapping, in-
formed by structured interviews with stakeholders and surveys, tracked research by 
study type, location, study size and intent. The analysis looked at stages of product 
adoption and mapped information against each stage.
Results: The mapping identified 34 organizations working on 53 end-user projects 
primarily in South Africa, Kenya and Zimbabwe, with acceptability and adherence 
the primary study areas and oral PrEP the primary product under study. The review 
of almost 80 articles identified factors which may influence AGYW’s acceptance, 
uptake and adherence to prevention products. Among other findings, literature 
shows cultural norms against adolescents’ sexual activity limit AGYW’s ability to 
negotiate HIV prevention. The analysis identified key gaps in research, including 
understanding an AGYW’s journey from awareness to the decision to use, and to 
adhere, to a prevention product.
Conclusions: While this is a crowded space, there are significant gaps in in research 
towards understanding how AGYW’s think, act and are influenced along the pre-
vention journey. The review, mapping and analysis provide a solid foundation for 
future research, marketing or intervention design. 

MOPED1117
Rapid scale-up of PMTCT program through public-private 
partnerships in 14 states/ UTs in India
L. Ramakrishnan1, K.S. Sachdeva2, J. Meloot1, A. Hegde2, M.K. Suryadevara1,  
J. Niranjan1, S. Yadav1, K. Suma1, K. Vaikundanathan1, S. Ebenezer1, P. Mohanty1,  
S.K. Angappan3, L. Ramakrishnan3, S.S. Raghavan1, Project Svetana Implementing 
Team Members from 14 States / Union Terirories of India 
1SAATHII, Svetana Program, Chennai, India, 2National AIDS Control Organization, 
Ministry of Health and Family Welfare, Government of India, New Delhi, India, 
3SAATHII, Chennai, India 
Presenting author email: lakshmir@saathii.org

Background: Twenty percent of 27 million deliveries (annual) take place in the 
private sector, yet the coverage of PMTCT services is limited. The National AIDS 
Control Organization (NACO), in partnership with GFATM and SAATHII, initiated 
Project Svetana to increase HIV counseling and testing of pregnant women in the 
private sector, and to link those diagnosed positive to care and treatment services.
Methods: The project was rolled out in 231 districts from 14 states that contribute 
to 90% of the estimated positive pregnant women in the private sector. The project 
employed a public-private partnership strategy, whereby the government, private 
facilities, and SAATHII shared resources and responsibilities. Private facilities were 
engaged through implementation (PPP) or referral site (RS) models. PPP sites 
entered into formal agreements, provided PMTCT services and maintained and 
shared data, whereas referral sites referred identified positive pregnant women for 
care and treatment services and shared data. District-level Interventions included: 
(i) compilation of lists of facilities; (ii) facility assessment of infrastructure, hu-
man resources and client load; (iii) sensitization of private providers in partnership 
with professional medical associations (PMAs); (iv) enrollment and sensitization of 
consenting sites; and (v) technical assistance for establishing PMTCT services and 
reporting.
Results: Between October 2015 and December 2016, 23,739 facilities were 
mapped, 54% of these were enrolled (2791 as PPP and 9946 as referral sites) and 
63% were functional. In addition, 4389 private providers were oriented on the na-
tional guidelines. The program reached 2.16 million pregnant women with testing 
services, accounting for 46% of estimated deliveries in the private sector. Among 
these 1,481 were positive, 91% (1352) received treatment, 147 opted for medical 
termination of pregnancy, 891 delivered and 854 were live births. 68% (554) of 
the 820 eligible infants underwent early infant diagnosis (six months) and 4 found 
to be positive (1%).
Conclusions: Strong government ownership, Public-Private Partnership mod-
els and technical assistance by interface agency enabled rapid scale-up. Diverse 
models of intervention facilitated engagement of over 50% of mapped facilities. 
Intensified involvement of PMAs and policy changes requiring mandatory report-
ing from the private sector are critical for elimination of pediatric HIV. 

Integration of HIV Services with Other Programmes 

MOPED1118
Uptake of HIV testing and counselling (HTC) among acutely 
malnourished children in rural and urban Blantyre, Southern 
Malawi: a retrospective comparative review
L.R. Kalumbi, F. Kamanga 
University of Malawi - The Polytechnic, Department of Environmental Health, 
Blantyre, Malawi 
Presenting author email: lkalumbi@poly.ac.mw

Background: Human Immunodeficiency Virus (HIV) is understood to contribute 
substantially to the increased burden of malnutrition-related morbidity and mortal-
ity in sub Saharan Africa. Fittingly, integration of HTC in Community Management 
of Acute Malnutrition (CMAM) services is envisioned to facilitate prompt identifi-
cation and referral into care. 
However, there is limited evidence to establish HTC uptake and location-specific 
variations which may exist in CMAM programmes. We aimed at assessing the up-
take of HTC in CMAM programme in Blantyre and compare these findings in rural 
and urban settings.
Methods: We conducted a retrospective review of CMAM monthly reports for 
2014 and 2015 from 6 urban and 12 rural health facilities. The population com-
prised acutely malnourished children aged 6 months to 12 years. A pre-tested data 
abstraction tool was used to extract data on location, new admissions, HTC referral, 
and HIV sero status. We used descriptive statistics, univariate and bivariate analysis 
to assess the associations between HTC referral/testing and covariables, expressed 
as odds ratio with 95% CI.
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Results: Of the total 4527 children newly admitted/enrolled in CMAM pro-
gramme, 2411 (53.5%) were referred for HTC. HIV test was done in 913 (92%) 
and 1346 (95%) children at urban and rural health facilities respectively. HIV 
prevalence was 23.7% and 17.3%, respectively, corresponding with a 49% (95%CI 
21-83%) higher level in urban relative to rural Blantyre. Level of HTC referral did 
not differ between rural and urban facilities (OR=1.09, 95%CI 0.97-1.23). Rural 
facilities were 68% more likely to test referred children compared to urban facilities 
(OR=1.68, 95%CI 1.21-2.34).
Conclusions: While HTC referral rates were similar across settings, urban facilities 
were less likely to test referred children for HIV and had higher HIV prevalence, 
compared to rural facilities. Interventions to increase CMAM HTC uptake should 
contextualise location. Future research ought to target factors leading to location-
specific variations in HIV testing and prevalence. Use of retrospective secondary 
data was a limitation in terms of level of analysis since CMAM reporting is grouped 
and not per child. 

MOPED1119
Successful results from TB/HIV integrated pilot model leading 
to national TB/HIV integration initiatives in Vietnam
H. Mai1, N. Nguyen1, P. Phan1, H. Pham1, N. Nguyen2, C. Pham2, P. Nguyen2,  
D. Bui3, H. Nguyen3, N. Nguyen4, M. Pham4, S. Nguyen5, L. Nguyen6 
1FHI 360 Vietnam, Hanoi, Vietnam, 2Vietnam National Tuberculosis Control Program 
(NTP), Hanoi, Vietnam, 3Vietnam Administration for HIV/AIDS Control (VAAC), 
Hanoi, Vietnam, 4USAID Vietnam, Hanoi, Vietnam, 5Nho Quan District Hospital, 
Ninh Binh, Vietnam, 6Hung Ha District Hospital, Thai Binh, Vietnam 
Presenting author email: thuhien@fhi360.org

Background: Tuberculosis (TB) is a leading cause of death among people living with 
HIV/AIDS (PLHIV), including in Vietnam where fragmented TB and HIV systems 
enable high attrition, mortality, and service inefficiencies. In July 2014, the USAID 
SMART TA project, implemented by FHI 360, and Vietnam Ministry of Health 
(MoH) began piloting an integrated TB/HIV service model in Nho Quan and Hung 
Ha District Hospitals in Thai Binh and Ninh Binh provinces. The pilot incorporated 
HIV services into two TB sites to deliver TB and HIV services by one healthcare team.
Methods: Two years (July 2014-June 2016) of service and staffing data for inte-
grated sites were reviewed and compared to those of standalone facilities.
Results: The integrated model reduced the number of room and staff required to 
deliver HIV and TB services from seven staffs and five rooms to three staffs and 
two rooms. The sites integrated TB and HIV services into hospital examination 
procedures and secured health insurance reimbursements for services. The model 
reduced the number of visits required to diagnose TB in HIV patients from three to 
one, and waiting time for diagnostic results from seven to two days. 
Integrated sites outperformed standalone facilities within the same provinces in 
proportion of (1) TB patients tested for HIV (Thai Binh: 100% vs. 95%; Ninh Binh: 
100% vs. 94%); (2) new HIV patients on IPT (100% vs. 75% in Thai Binh); and (3) 
AFB-positive new TB patients cured (Thai Binh: 95% vs. 94%; Ninh Binh: 100% 
vs. 91%). ART quality was comparable across sites, with similar proportions of on-
schedule patient re-examination, adherence assessment, and ART initiation. 
Pilot sites delivered services to 216 HIV and 404 TB patients, of whom 12 (12 male, 
0 female) were TB/HIV co-infected and treated for both TB and HIV. Eight of 
these completed treatment for and recovered from TB during the pilot. No new 
active TB cases were identified among HIV patients.
Conclusions: Although a modest sample size, the pilot yielded positive results. This 
prompted the MoH to expand the integrated model to 12 provinces, with plans for 
18 others, to improve treatment outcomes and sustainability as external funding 
declines. 

MOPED1120
Willingness to donate organs for transplants among persons 
living with HIV
A. Nguyen, S. Anjum, S. Halpern, K. Kumar, S. Rasmussen, A. Massie, A. Tobian, 
D. Segev, J. Sugarman, C. Durand 
Johns Hopkins University School of Medicine, Baltimore, United States 
Presenting author email: anguye44@jhmi.edu

Background: The HIV Organ Policy Equity (HOPE) Act was recently enacted and 
now permits persons living with HIV to donate organs in the US. HIV+ to HIV+ 
organ transplantation could shorten waitlist times among both HIV-infected and 
uninfected individuals. However, it is unknown whether people living with HIV 
(PLWH) are willing to donate organs.
Methods: We conducted a survey of willingness to donate among PLWH at an HIV 
clinic in an urban academic research hospital. Fisher ś exact and chi-squared tests 
were used to compare participants who were willing vs unwilling to donate.

Results: Among 114 survey participants, median age was 55 (IQR=49-58), me-
dian duration of HIV infection was 20 years (IQR=12-25), 52.2% were men, 96.4% 
were African American, 99.1% had government insurance, and 54.4% were hepa-
titis C-coinfected. Participants reported broad willingness to donate: 79.8% as 
deceased donors and 62.3% as living donors. Twenty one percent were registered 
organ donors. 
Participants unwilling to be deceased donors were more likely to report concerns 
about trusting the medical system (47.8% vs 7.7%, p <0.001) and whether HIV in-
fection would affect organ function in recipients (60.9% vs 20.9%, p <0.001) (Table 
1). Participants unwilling to be living donors were more likely to express concerns 
about going through surgery (46.5% vs 23.9%, p <0.01), worsened health post-do-
nation (55.8% vs 21.1%, p <0.001), changes in their HIV treatment (41.9% vs 18.3%,  
p <0.01), and poor health due to HIV (55.8% vs 21.1%, p <0.001) (Table 2).

Concerns with (%)
Willing to donate 

(N=92)
Not willing to donate 

(N=22)
P-value

Financial burden 4.4 8.7 0.6

Trusting the medical system 7.7 47.8 <0.001

Adequate organ function despite 
donor´s medical history

20.9 60.9 <0.001

Organs taken before death 25.3 17.4 0.6

Body disfigured before funeral 9.9 21.7 0.1

[Table 1. Concerns with being a deceased donor]

Concerns with (%)
Willing to donate 

(N=71)
Not willing to donate 

(N=43)
P-value

Undergoing surgery 23.9 46.5 0.01

Worse health post-donation 21.1 55.8 <0.001

Changing HIV treatment 18.3 41.9 <0.01

Poor health post-donation because of HIV 21.1 55.8 <0.001

[Table 2. Concerns with being a living donor]

Conclusions: A majority of PLWH surveyed expressed willingness to be deceased 
and/or living organ donors. This supports the feasibility of implementing HIV+ to 
HIV+ transplants, which can have a public health benefit. However, few PLWH 
were registered as organ donors indicating an opportunity for further education 
and outreach. 

MOPED1121
Therapeutic outcomes of TB-HIV co-infected patients in the 
Lualaba mining province in the DRC
D. Kashosi1, E. Mulowayi2 
1Management Sciences for Health, Kinshasa, Congo, Democratic Republic of the, 
2Management Sciences for Health (MSH), Integrated Health Project Plus, Medford, 
Congo, Democratic Republic of the 
Presenting author email: emulowayi@msh.org

Background: The Democratic Republic of Congo’s (DRC) limited infrastructure 
and weak health system help make it among the countries most deeply affected by 
TB-HIV co-infection globally. While the therapeutic success rate of HIV-negative 
TB patients is 85% in the DRC, there is little published research documenting the 
therapeutic success rate for TB/HIV co-infected patients. The objective of this 
retrospective study is to present the therapeutic outcome of TB in TB-HIV co-
infected patients in a southern DRC province characterized by high HIV preva-
lence (3.2%).
Methods: This study was conducted in the mining town of Kolwezi, in the Lualaba 
province of southern DRC, under the USAID-funded Integrated Health Project 
Plus (IHPplus). Co-infected patients from 23 HIV care sites were included in the 
study, and all health care providers were trained in the management of patients 
co-infected with TB-HIV. IHPplus provided TB commodities and tools for data col-
lection and transmission.
Data were collected retrospectively from routine programmatic data, patient medi-
cal records, and HIV testing registers for the period of October 2015 to September 
2016.
Results: Of 1,484 tuberculosis patients, 1,379 were counseled and tested (93%) 
during the study period. Of these, 324 were co-infected with TB-HIV (23.5%), 
and 314 of them were placed on TB treatment and ART (98.7%). 125 patients com-
pleted their TB treatment and were evaluated with the following outcomes: 60 pa-
tients were declared cured of TB (48%); 44 reported treatment completed for TB 
(35.2%); 11 were unevaluated at the end of their treatment (8.9%); 9 were reported 
to have died during treatment (7.2%); 1 was reported lost to follow-up (0.8%); and 
there were no cases of treatment failure. The therapeutic success rate was 104 out 
of 125 (83.2%), and mortality was 9 out of 125 (7.2%).
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Conclusions: The study results demonstrate that trained providers, regular monthly 
follow-up, and a steady supply of TB and HIV commodities improve therapeutic 
success for TB-HIV co-infected patients in underserved settings, although TB-HIV 
co-infection negatively affects the outcome of TB treatment. 

MOPED1122
Measuring integration of HIV and other primary care services  
in South African clinics: the challenges of using routine data
N. Lince-Deroche, S. Kgowedi, R. Mohamed, L. Long 
Health Economics and Epidemiology Research Office, Johannesburg, South Africa 
Presenting author email: nlince-deroche@heroza.org

Background: South Africa has the world’s largest HIV epidemic. The South African 
National Department of Health favors an integrated approach for provision of pri-
mary healthcare services. HIV and other healthcare needs must be addressed holis-
tically. However, there is limited effort to track integration in the country. Our aim 
was to assess whether facility-based registers used for routine data collection could 
be used to track integrated service provision.
Methods: We conducted a retrospective review of patient registers and electronic 
aggregate records at three primary healthcare clinics (PHCs) in Johannesburg. 
We identified all paper registers used in the PHCs. From February-August 2016, 
trained study staff transcribed service data representing one month (November 
2015) from the registers into an Excel workbook. Then we attempted to match 
patients across service registers using their name, age, gender, and national iden-
tification number. Services found to have been provided to the same individual on 
the same day-although noted in different registers-was a priori identified as a proxy 
for integration.
Results: According to publicly available electronic data a total of 13,780 patients 
(4,602, 4,605 and 4,573 per clinic) visited the three clinics during the month of 
November 2015. One register, called the “Comprehensive Tick Register” (CTR), 
was designed to allow for documentation of multiple services per individual patient. 
According to the CTR, 25.5%-37.5% of all patients obtained more than one health-
care service on a given day; 1.7%-10.0% received HIV testing plus another primary 
care service.
The clinics also maintained several other, individual service registers. Unfortunately, 
it was impossible to match patients across these registers. Patient identifiers were 
not consistently and adequately recorded. Where patients were required to be list-
ed in two or more registers, there were errors and missing information. Comparing 
electronic statistics derived from facility reports to the paper registers, including 
the CTR, there was over- and underreporting.
Conclusions: Data reviewed in the CTR and other registers in the study PHCs 
were inconsistent and incomplete. Plans for moving to an entirely electronic record 
keeping system may help; however, staff likely requires support and guidance re-
garding the importance and usefulness of high quality service data. 

MOPED1123
Increasing antiretroviral therapy initiation rates among people 
who inject opioids in Tanzania: the integration of methadone and 
antiretroviral therapy (IMAT) strategy
S. Hassan1, A. Cooke2, D. Mushi3, J. Mbwambo3, B. Lambdin1 
1RTI International, Behavioral and Urban Health Program, San Francisco, United 
States, 2Fielding School of Public Health, University of California, Community Health 
Sciences, Los Angeles, United States, 3School of Medicine Muhimbili University of 
Health and Allied Sciences, Psychiatry and Mental Health, Dar es Salaam, Tanzania, 
United Republic of 
Presenting author email: saria.hassan@gmail.com

Background: The prevalence of HIV among the population of people who inject 
opioids (PWIO) in Dar es Salaam is 42%, compared to 7% in the general popu-
lation of the city. Beginning in 2011, an opioid treatment program (OTP), using 
methadone, was established in Tanzania to reduce the risk and transmission of HIV. 
Enrollment of PWIO into the OTP program surged, but linking HIV-positive, eli-
gible OTP patients into anti-retroviral therapy faced many obstacles. To address 
these challenges, we engaged the community of OTP patients and providers to de-
sign an integrated methadone and anti-retroviral therapy (IMAT) program.
Methods: We conducted in-depth interviews with patients (n=20) and providers 
(n=12) and a cross-sectional survey (n=140) with HIV-positive OTP patients to un-
derstand perceived challenges and recommendations. Findings were presented and 
discussed at community engagement meetings with patients, providers and govern-
ment stakeholders to further refine IMAT. In October 2015, IMAT implementation 
began. Using routine, programmatic data, binomial regression was used to compare 
the probability of ART initiation before verses after IMAT, adjusting for eligibility 
status.

Results: Results showed that 93% of OTP patients thought integration would improve 
their satisfaction with services, but 34% were concerned that ART co-dispensed with 
methadone would disclose their HIV status to their peers. Providers were concerned 
about the potential increased workload. To accommodate these concerns, the IMAT 
strategy allowed for a private room for consultations, 3 ART dispensing options cho-
sen by the patient and flexible scheduling at the discretion of the HIV provider. 
After IMAT implementation, all 126 HIV-positive OTP patients received HIV care. 
ART initiation rates increased 38% (95% CI: 2-88%; p< 0.001) from 71% pre-IMAT 
to 97% post IMAT, adjusting for eligibility status. ART was dispensed as follows: 4% 
at pharmacy window with methadone, 18% directly observed therapy in a private 
room and 78% monthly supply from an OTP nurse.
Conclusions: We successfully integrated HIV care and treatment into an OTP 
program in Dar-Es-Salaam, Tanzania with increased rates of ART initiation. IMAT’s 
success was driven by the early consideration of perceived challenges by OTP pa-
tients and providers. Future work will address the ongoing concerns about stigma 
and scale-up without overburdening OTP clinics. 

MOPED1124
Mistimed and unwanted pregnancy among female sex workers 
in India: a potential marker of reproductive and HIV risk
B. Mahapatra1, S. Schensul2, S. Patel3, N. Saggurti4, D. Ganju1 
1Population Council, New Delhi, India, 2University of Connecticut Health Center, 
Farmington, United States, 3Population Council, Senior Program Officer, New Delhi, 
India, 4Population Council, Country Office, New Delhi, India 
Presenting author email: bbmahapatra@gmail.com

Background: While a number of studies of female sex workers (FSWs) have focused 
on HIV and other sexually transmitted infections, there has been less emphasis on 
reproductive health issues. Research from India shows a large proportion of FSWs 
getting pregnant with limited use of family planning methods. However, it is not 
known whether these births were planned on unintended and to what degree un-
intended pregnancies are evidence of risky sex. In this context, the current study 
examines the level of mistimed/unwanted pregnancy and explores the factors linked 
to wanted, mistimed and unwanted pregnancy among FSWs.
Methods: Data was collected using a two-stage sampling design from 4098 FSWs 
across five Indian states (Andhra Pradesh, Telangana, Karnataka, Maharashtra and 
Tamil Nadu) in 2015. FSWs were asked a series of questions related to pregnancy 
and their intent for last pregnancy. FSWs who indicated that they did not want their 
last pregnancy were classified as “unwanted”; those who wanted but not at that time 
were categorized as “mistimed” and rest were considered as “wanted”. We fitted a 
multinomial logistic regression to estimate predictors of mistimed and unwanted 
pregnancy among FSWs.
Results: About 62% of FSWs surveyed were ever pregnant; 8% of these identified 
their last pregnancy as mistimed, 40% as unwanted and 52% wanted. The relative 
risk ratio (RR) of mistimed pregnancy as compared FSWs who wanted pregnancy 
was higher among those who were literate (RR:1.46, P=0.019), mobile for sex work 
(RR:1.81, P< 0.001), currently married (RR:2.08, P< 0.001) and those having poor 
negotiation skills on condom use (RR:1.97, P=0.029). Similarly, RR of unwanted 
pregnancy was higher among FSWs who were 30 years or older, not-formerly mar-
ried, having occupation other than sex work, street based, mobile for sex work, and 
diagnosed as HIV positive.
Conclusions: Unwanted and mistimed pregnancy is prevalent among FSWs and can 
be an indicator of HIV risk, MTCT as well as the risk of bringing an unwanted child 
into a precarious living situation. These results indicate that reproductive health 
and HIV risk reduction program should not be looked in isolation; an integrated 
and comprehensive curriculum for FSWs is necessary to comprehensively reduce 
reproductive risks. 

MOPED1125
Cervical cancer screening outcomes among safer conception 
service clients, Johannesburg, South Africa
N.E.C.G. Davies1, N. Naidoo1, D. Pillay1, N. Sikhosana1, S. Mullick1, S. Schwartz1,2 
1University of the Witwatersrand, Wits Reproductive Health and HIV Institute, 
Johannesburg, South Africa, 2Johns Hopkins Bloomberg School of Public Health, 
Department of Epidemiology, Baltimore, United States 
Presenting author email: ndavies@wrhi.ac.za

Background: Cervical cancer is a leading cause of mortality amongst reproductive-
aged women. Despite effective antiretroviral therapy (ART), cervical cancer in-
cidence remains significantly higher amongst HIV-infected women. Integrating 
cervical cancer screening into HIV prevention and treatment programmes may ad-
dress unmet prevention and diagnostic needs. We report cervical cancer screening 
outcomes for safer conception clients in Johannesburg, South Africa.
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Methods: HIV-affected couples desiring pregnancy accessed an integrated safer 
conception service including HIV testing, ART and STI management, pre-con-
ception risk reduction counselling, PrEP for HIV-uninfected partners and cervical 
cancer screening. Females were eligible for a Papanikolaou smear if HIV-infected 
and last pap was >1 year ago, had unknown results or had never been done or if HIV-
uninfected, >30 years old and no pap smear in the last ten years. Clinical records 
and laboratory results were reviewed for smears done between June 2015-January 
2017.
Results: 361 females enrolled (median age 33yrs, IQR 30-37yrs). Pap smear cov-
erage was 82% with 221 of 271 eligible clients accessing a pap smear. Twenty-four 
eligible women were not offered, 18 declined the offer whilst eight conceived before 
a pap was performed. 
Of 221 smears performed, 15% of women required colposcopy, including 22 with 
high grade squamous intraepithelial lesions (HGSIL), eight atypia where HGSIL 
could not be excluded and four persistent atypia. Follow-up for abnormalities was 
indicated for a further 42% of women including 19 with atypical squamous cells of 
unknown significance and 71 low grade squamous intraepithelial lesions; 41% (90) 
were reported negative for intraepithelial lesions or malignancy, 2% had inadequate 
samples. Shift in flora suggestive of bacterial vaginosis was reported in 79 (36%) 
cases and seven had trichomonas vaginalis infection. Both infections may increase 
HIV transmission and miscarriage risks.
Conclusions: Women accessing cervical cancer screening via a safer conception 
service had high rates of cervical pathology requiring further management. This 
highlights the importance of improved sexual and reproductive health and HIV 
service integration to ensure WLH, including those already on ART, are routinely 
offered cervical cancer screening to reduce cervical cancer incidence. Women pre-
senting for preconception care require screening to ensure timely management of 
cervical pathology and infections before pregnancy is achieved. 

MOPED1126
Perceptions of living organ donation among people living with 
HIV
S. Van Pilsum Rasmussen, S. Seaman, M. Henderson, J. Sugarman, D. Segev,  
C. Durand 
Johns Hopkins University, Baltimore, United States 
Presenting author email: christinedurand@jhmi.edu

Background: The HIV Organ Policy Equity (HOPE) Act, passed with broad HIV 
community support, lifted the United States prohibition on transplanting HIV+ or-
gans into HIV+ recipients. However, using organs from HIV+ living donors remains 
controversial as the risks of living donation (LD) among people living with HIV 
(PLWH) is unknown. Although the HOPE Act requires protecting donors’ rights 
and interests, doing so requires information about the motivations and concerns of 
potential HIV+ donors.
Methods: We conducted semi-structured interviews with PLWH to assess their 
motivations for donating and perceived risks and benefits of LD. Ten participants 
who reported they would “definitely” be willing to be an LD in a quantitative survey 
were interviewed. Interviews were recorded, transcribed, coded, and reconciled by 
two coders using NVivo.

[Table 1. HIV-specific motivations for as well as perceived benefits and risks of HIV+ 
Living Organ Donation]

Results: Several themes emerged, including general and HIV-specific motivations 
and concerns about LD (Table 1). Most participants were motivated by a desire to 
save someone’s life. HIV-specific motivations for LD included solidarity with other 
PLWH and the stigma of HIV. Most participants described helping someone as a 
general benefit of LD; some participants identified “feeling normal” as an HIV-
specific benefit. Participants identified general and HIV-specific concerns about 
the risks of LD both for themselves and for the recipients, including the donor’s 
compromised immune system, the donor’s HIV-related health problems, and risk 
of HIV donor-to-recipient super-infection.
Conclusions: Some motivations, benefits and concerns raised by PLWH inter-
ested in LD were consistent with attitudes of HIV-uninfected LD in other studies. 
However, unique HIV-specific motivations and benefits included demonstrating 
solidarity among PLWH and overcoming stigma to confer a sense of normalcy. 
Participants were concerned about potential risks for both donor and recipient. 
HIV+ LD education should address these HIV-specific issues. The actualization of 
these expectations should be monitored as HIV+ LD is performed. 

MOPED1127
A comparative analysis between a community-based and a 
hospital-based model of HIV care for men who have sex with 
men in the city of Chicago
M.O. Brito, S. Khosla, A. Lubrano, L. Santana, J. Davila, T. Martinez, A. Eugeni, 
R.M. Novak 
University of Illinois, Medicine, Chicago, United States 
Presenting author email: mbrito@uic.edu

Background: Men who have sex with men (MSM) are disproportionately affect-
ed by HIV in Chicago. MSM who use drugs or are homeless are harder to retain 
in medical care. The University of Illinois Health Community Clinic Network 
(UCCN) operates 6 HIV storefront clinics throughout Chicago. These clinics are 
co-located with a University of Illinois (UIC) program that provides street outreach 
and harm reduction interventions to drug users. 
The purpose of this study was to compare the effectiveness of this community 
based model to the traditional hospital based model (HBM) for providing HIV care 
to MSM in Chicago.
Methods: This was a retrospective cohort study of HIV infected MSM treated at 
storefront clinics and at the UIC hospital in Chicago, Illinois, USA, from January 1, 
2010 to December 31, 2014. Data were extracted from electronic medical records. 
We generated descriptive statistics and calculated Chi squares and t tests to com-
pare variables. Main outcomes of interest were: aggregate time during which the 
HIV viral load was undetectable and proportion of AIDS related illnesses during 
the study period.
Results: A total of 290 men were included in the study. Half received care at 
UCCN (49%). Most of the clinics were staffed by nurses. Mean age was 39 (±12) 
years. UCCN served a higher proportion of uninsured or publicly insured (75% vs. 
54%, p< 0.01), active drug users (38% vs. 24%, p=0.01) and homeless patients (16% 
vs. 0%, p=< 0.01). UCCN patients missed more clinic visits (Median= 7 vs. 2.5, p=< 
0.01) and were more likely to interrupt antiretroviral therapy (39% vs. 19%, p=< 
0.01); however, there was no difference in the aggregate time in which the viral load 
was undetectable (1.3 yrs. vs. 1.3 yrs., p=0.88) or in the proportion of AIDS related 
illnesses (UCCN: 7% vs. HBM: 12%, p=0.15) during the study period.
Conclusions: Despite serving a more marginalized population and being staffed by 
mid-level providers our community clinic model is as effective as a hospital based 
clinic in providing care to HIV infected MSM. Sexual orientation- and drug abuse-
affirming services, intensive street outreach and targeted case management likely 
contributed to the success of this model. 

MOPED1128
Community-based integrated cervical cancer screening and 
HIV testing: experience from demand creation and community 
mobilization in rural Tanzania
D. Chalambo1, B. Kamala1,2, E. Musa1, L. Semanyesa1, D. Kisaka1 
1T-MARC Tanzania, Dar es Salaam, Tanzania, United Republic of, 2Stavanger 
University, Health Sciences, Stavanger, Norway 
Presenting author email: dchalambo@tmarc.or.tz

Background: In Tanzania, cervical cancer is the leading cause of cancer-related 
deaths in women, representing 38.4% of new cancer cases. Evidence show links 
between cervical cancer, Human Papilloma Virus (HPV) and HIV infections. 
T-MARC Tanzania conducted integrated community mobilization and demand cre-
ation to increase HIV and cervical cancer testing and screening respectively. We 
aim to describe VIA positivity rate in relation to HIV and age.
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Methods: A prospective cross section approach was used. Project activities were 
implemented in Iringa region through a network of trained team of 61 community 
volunteers and 33 village health workers. Mass screening was conducted across 
seven health facilities in three predominantly rural districts. Data on HIV testing, 
cervical cancer screening status by Visual Inspection with Acetic acid (VIA) and 
treatment offered were collected by trained personnel. Descriptive statistics and 
95% CI were calculated.
Results: A total of 2,869 women responded to sensitization across seven facilities. 
All of them (100%) were screened for cervical cancer and 85% were tested for HIV. 
Overall HIV prevalence and VIA positivity rate were 17.27% (95%; 95% CI: 15.8%-
18.8%) and 7.3% (95% CI: 6.1%-8.3%) respectively. VIA positivity rate was signifi-
cantly higher among HIV positive women (11.2%; 95% CI: 9.1%-15.3%) than HIV 
negative (6.2%; 95% CI: 5.2%-7.3%) and unknown status (8.1%; 95% CI: 5.9-11.1%). 
By age groups, the VIA positivity rate was higher among 20-29 years (10.7%; 95% 
CI: 8.5%-15.5%) compared to the rest of the groups i.e. < 20 years at 6.4%; (95% 
CI: 2.5%-15.4%), 30-39 years at 8.7% (95% CI: 7.2%-10.6%), 40-49 years at 5.3% 
(95% CI: 3.9%-7.2%) and 50 years and above at 2.1% (95% CI: 1.2%-3.8%).
Conclusions: VIA positivity rate was higher amongst HIV positive women irrespec-
tive of age. VIA positivity rate was higher amongst 20-29 years old women irre-
spective of their HIV status. The integration of cervical cancer screening services 
within existing PMTCT, HIV care and treatment, and other reproductive health 
programs will ensure that those most vulnerable to the disease are accessed cost 
effectively with a more comprehensive continuum of health care package. 

MOPED1129
Rapid scale-up of reflexed cryptococcal antigen (CrAg) 
screening across a CD4 laboratory network in South Africa
L.-M. Coetzee1,2, N. Cassim1,2, N. Govender3,4, S. Carmona2, D.K. Glencross1,2 
1National Health Laboratory Service (NHLS), National Priority Programme, 
Johannesburg, South Africa, 2University of the Witwatersrand, Molecular Medicine 
and Haematology, Johannesburg, South Africa, 3National Institute of Communicable 
Diseases, Mycology, Johannesburg, South Africa, 4University of the Witwatersrand 
(WITS), Johannesburg, South Africa 
Presenting author email: naseem.cassim@nhls.ac.za

Background: Cryptococcal meningitis (CM) is a major cause of HIV-related mor-
bidity and mortality preventable by early detection of cryptococcal antigenaemia 
(CrAg) using the lateral flow assay (LFA) followed by fluconazole treatment. In 
South Africa, a pilot study for reflexed CrAg detection against confirmed CD4 
samples with a count < 100 cells/µl was initiated in 2013 to include selected clin-
ics from eight CD4 testing laboratories. A national reflexed CrAg screening pro-
gram was introduced across the remainder of the CD4 laboratory network of the 
National Health Laboratory Service (NHLS) from July 2016. This study reports 
the implementation scale up of reflexed CrAg testing and its impact on test vol-
umes.
Methods: Retrospective data analysis was performed on CD4 and CrAg data from 
January to October 2016 to assess monthly CrAg test volumes, coverage and 
positivity rates. Data collected from January to June 2016 represents the pilot 
laboratories (n=8) serving pre-selected health facilities only. July to October data 
reflects implementation scale up across an additional 41 CD4 testing facilities to in-
clude all referring health facilities.Coverage is reported as the percentage of CrAg 
tests done divided by the total number of CD4 samples < 100 cells/µl. Statistical 
analyses were done using Excel and Stata software. Percentage CrAg positivity is 
also reported.
Results: Monthly CrAg volumes for the pilot period ranged from 4.5k-6.5k, rep-
resenting coverage of 15.6 to 23.6% (Jan to June 2016). After implementation of 
national CrAg screening between July and October 2016, monthly CrAg test vol-
umes increased from 11.5k to 29.6k respectively. This represents a 6-fold increase 
in CrAg test volumes by October.Coverage increased from 39.5 (July) to 98.2% in 
October. Positivity rates did not change significantly between pilot and implemen-
tation periods, at 5-6% of CD4< 100cells/µl.
Conclusions: This study demonstrates the rapid scale up of reflexed CrAg screen-
ing across the national CD4 laboratory network in South Africa over a four month 
implementation period made possible through the existing CD4 central support 
system. It is anticipated that reflexed CrAg screening would save lives base on pub-
lished cost-effectiveness study results. 

MOPED1130
Piloting the integration of routine maternal HIV screening  
in Malawi’s immunisation programme
C. Stillson1, J. Joseph2, L. Berman1, G. Nyirenda1, C. Banda1, M. Matchaya3,  
M. Murowa4, F. Chimbwandira5, G.Z. Chirwa6, R. Mwenda7, M. Eliya5, A. Gunda1 
1Clinton Health Access Initiative, Lilongwe, Malawi, 2Clinton Health Access Initiative, 
Boston, United States, 3Blantyre District Health Office, Blantyre, Malawi, 4Thyolo 
District Health Office, Thyolo, Malawi, 5Ministry of Health, Department of HIV and 
AIDS, Lilongwe, Malawi, 6Ministry of Health, EPI, Lilongwe, Malawi, 7Ministry of 
Health, Health Technical Support Services, Lilongwe, Malawi 
Presenting author email: cstillson@clintonhealthaccess.org

Background: There is a high risk of HIV seroconversion during pregnancy and post-
partum in the sub-Saharan African setting. While most pregnant women in Malawi 
are screened for HIV during antenatal care, there is no current requirement for 
maternal retesting postpartum. Given the risk of mother-to-child transmission via 
breastfeeding, it is critical to evaluate additional HIV screening points for moth-
ers postpartum. Additionally, a persistently low uptake of follow up HIV testing for 
known HIV exposed infants (HEIs) throughout breastfeeding has led to delays in 
initiation of antiretroviral therapy. To evaluate the viability of integrating maternal 
postpartum and HEI HIV screening at an existing highly-utilized health service, a 
pilot was conducted to screen mothers and infants attending clinics for routine in-
fant immunisations.
Methods: A cross-sectional, non-experimental implementation pilot was con-
ducted in 15 randomly selected health centres in two districts between June and 
November 2016. Mothers with an unknown HIV status, a previous HIV-negative 
result greater than 3 months prior to their visit, or a known HEI that had missed 
a scheduled HIV test were eligible for enrolment. Following routine immunisation 
services, eligible and consenting mothers were offered on-site referral for HIV 
testing and counselling for themselves and/or their infants.
Results: 3675 mothers were screened during immunisation visits at 15 health 
centres. Of these women, 1977 were eligible and 1400 enrolled in the pilot. Most 
mothers reported having a previous HIV test (94%), with a median time from last 
test of 6 months and median time since delivery of 3.3 months. Of those enrolled, 
96% received HIV testing and counselling, yielding 0.30% positive, 99% negative, 
and 0.37% indeterminate results. 54 eligible HEIs were identified and referred for 
testing, yielding 5.5% positive, 76% negative, and 18.5% unknown results.
Conclusions: While the testing yield for mothers with a previous HIV-negative 
or unknown status was less than expected, the high uptake of HIV testing among 
eligible women suggests that routine postpartum HIV screening at immunisation 
visits is both acceptable to mothers and feasible for health centres. Additionally, 
screening at this entry point for HEIs missing a testing milestone could be a viable 
supplement to existing PMTCT programs. 

MOPED1131
WHO clinical care recommendations to respond to children 
and adolescents who have been sexually abused including for 
preventing HIV and sexually transmitted infections (STIs)
A. Amin1, M. Reijnders1, C. Garcia-Moreno1, K. Scott2, Z. Shubber3, N. Ford4,  
P. Mayaud5, J. McTavish6, B. Matthews7 
1WHO, Reproductive Health and Research, Geneva, Switzerland, 2Johns Hopkins 
University, Bloomberg School of Hygiene and Public Health, Baltimore, United 
States, 3Imperial College, London, United Kingdom, 4WHO, HIV and AIDS, Geneva, 
Switzerland, 5London School of Hygiene and Tropical Medicine, London, United 
Kingdom, 6McMaster University, Toronto, Canada, 7Queensland University of 
Technology, Brisbane, Australia 
Presenting author email: amina@who.int

Background: Globally, 20% of girls and 8% of boys are estimated to have experi-
enced child sexual abuse (CSA). Such violence can lead to adverse mental health 
outcomes, STI and HIV acquisition, unwanted pregnancies and injuries. It is also 
associated with increased HIV risk-behaviours such as substance and alcohol use, 
engagement in sex work, and having multiple concurrent sexual partners later in life. 
Therefore, integrating interventions to address CSA including PEP and STI prophy-
laxis in primary or emergency care, sexual and reproductive health, HIV, child and 
adolescent health services is critical. We present evidence-based recommendations 
to provide clinical care to children and adolescents who have been sexually abused 
including for STI and HIV prevention.
Methods: The recommendations are based on the methods laid out for develop-
ing WHO guidelines and include evidence retrieval through systematic reviews and 
qualitative reviews, synthesis and quality appraisal for the following topics: provision 
of first-line support; PEP adherence support; STI prophylaxis; mental health sup-
port; and addressing police reporting obligations. Five reviews were conducted to 
address these topics, which were discussed by an international expert group to for-
mulate recommendations. Other topics are addressed through existing guidelines.
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Results: A review of barriers to PEP adherence highlighted common factors to be: 
fear of HIV, forgetfulness, traumatic associations and stigma linked with the as-
sault and mental health problems. The review on STI treatment highlighted that 
few sexual assault survivors come back for treatment. Reviews of mental health 
interventions highlighted the need to address post-traumatic stress disorder. 
Qualitative studies indicated that children and adolescents want care that is non-
judgmental, respects their preferences, assures them confidentiality and is timely. 
Requirements to report child sexual abuse to the police deterred care seeking and 
obtaining timely care.
Conclusions: Clinical care for sexual abuse of children and adolescents needs to 
be provided in a manner that supports their psychosocial wellbeing, respects their 
rights and addresses their physical health care needs, including for HIV, STI and 
pregnancy prevention. Barriers to PEP adherence and STI treatment follow up 
need to be addressed. Psychological interventions should ideally be part of the 
package of care. 

MOPED1132
Successful decentralisation and integration of cervical cancer 
screening and treatment in rural Swaziland
L. Pasipamire1, C. Edwards1, B. Kerschberger1, S. Sibanda1, G. Sibanda1,  
M. Pasipamire2, N. Staderini3, S. Kabore1, B. Rusch3, N. Lukhele2, I. Ciglenecki3,  
Z. Fakudze1 
1Medecins Sans Frontieres, Mbabane, Swaziland, 2Swaziland National AIDS Program 
(SNAP), Ministry of Health, Mbabane, Swaziland, 3Medecins Sans Frontieres, Geneva, 
Switzerland 
Presenting author email: drnomthi@gmail.com

Background: Cervical cancer is one of the leading causes of cancer deaths in 
women in resource limited settings. Cervical cancer screening aimed at detect-
ing and treating precancerous lesions is now recommended by the World Health 
Organisation (WHO) in both HIV negative and positive women to limit the burden 
of invasive cervical cancer. 
However, access to cervical cancer screening is limited in low to middle income 
countries due to programmatic constrains such as logistics and human resources 
for health. We aimed to introduce and decentralise cervical cancer screening in 
the public health sector in order to decrease morbidity and mortality from cervical 
cancer.
Methods: Medecins Sans Frontieres in collaboration with the Ministry of Health 
established a mobile screen and treat programme using visual inspection with acetic 
acid (VIA).Trainings were conducted for the mobile screening teams between July 
and August 2016. Since September 2016 the mobile teams visited 26 predomi-
nantly rural primary and secondary health care facilities to perform cervical cancer 
screening to sexually active women. If found positive, clients received onsite treat-
ment for cervical pre-cancerous lesions using cryotherapy. Those with advanced 
or extended lesion and suspicion of invasive cervical cancer were referred to the 
gynaecologist at the regional hospital. 
We used frequencies and proportions to describe the women who were screened 
and reported their outcomes.
Results: A total of 647 clients were screened using VIA method with a median age 
of 33 (IQR: 27- 42) and a median parity of 3 (IQR: 1-4). Of those screened 317 
(49%) were HIV positive. One hundred and twenty (18.5%) had positive VIA and 
of these 55 (45.8%) were HIV positive. The prevalence of pre-cancerous lesions 
among the HIV positive was 17.4% compared to 19.7% in HIV negative women 
(p=0.33). Among those VIA positive, 84 (70.0%) received onsite cryotherapy and 
10 (8.3%) were suspicious of invasive cervical cancer and were referred to gynae-
cologist for further treatment with 1 (10.0%) undergoing the loop electrosurgical 
excision procedure (LEEP) therapy.
Conclusions: Decentralisation of cancer screening is feasible in resource limited 
countries and offers the opportunity to detect and treat precancerous cervical le-
sions thereby reducing the burden of cervical cancer in these settings. 

MOPED1133
Prevalence of diabetes and hyper- cholesterolemia among  
adults on ART for more than 10 years in Malawi
S.C. Mathabire1,2, A. Tayea2, J. Bitilinyu-Bangoh3, E. Bermudez2, L. Salumu4,  
I. Amoros Quiles5, E. Szumilin4, Z. Chirwa6, F. Rick2, D. Maman1 
1Epicentre, Clinical Research Department, Paris, France, 2Medecins Sans Frontieres, 
Chiradzulu, Malawi, 3Queen Elizabeth Central Hospital, Laboratory, Blantyre, Malawi, 
4Medecins Sans Frontieres, Paris, France, 5Medecins Sans Frontieres, Lilongwe, 
Malawi, 6Ministry of Health, HIV and AIDS Department, Lilongwe, Malawi 
Presenting author email: cmathabire@yahoo.com

Background: Data on cardio-vascular disease (CVD) risk among patients receiving 
long term ART are critically needed in sub-Saharan Africa. We assessed prevalence 
of diabetes, hypercholesterolemia and evaluated Framingham Risk Score (FRS) 
among those on ART for more than 10 years in Chiradzulu, Malawi.
Methods: HIV positive patients receiving ART for more than 10 years (patients) 
and HIV-negative people living around the selected health centers (controls) were 
invited to participate. Following informed consent, a standardized questionnaire, 
clinical, and laboratory exams (HbA1c, and LDL Cholesterol) were performed and 
the Framingham Risk Score (FRS) calculated for each participant. Two multivariate 
logistic regressions were used to assess the association between high HBA1C level 
(≥6%) or hyperlipidemia and ART status.
Results: A total of 379 ART patients and 356 controls were included in the study. 
Median age was 48 years [IQR 42-57] and 73.2% (95%CI 69.9-76.3) were female. 
The median time on ART for patients was 11.6 years [IQR 10.6-12.4]. 
The prevalence of HbA1c ≥6.0% in the 30-44, 45-59, and ≥60 year’s age groups 
was 5.0%, 6.4%, and 13.2% among patients, and 3.4%, 4.2%, and 1.7% among 
controls respectively. Using the multivariate model with variables; HIV status, age 
group, gender, education, and BMI; patients were more likely than controls to have 
an HbA1c ≥6.0% (aOR 1.9; 95%CI 1.1-3.2, p=0.02). Prevalence of LDL Cholesterol 
>130mg/dl in the 30-44, 45-59, and ≥60 year’s age groups was 8.0%, 15.4% and 
23.7% among patients and 1.8%, 12.5% and 11.8% among controls respectively. 
Using the multivariate model with same variables as above, difference of having LDL 
>130mg/dl between patients and controls was only marginally significant (aOR 1.6; 
95%CI 0.9-2.7; p=0.1).
FRS increased with age and male gender, up to 41.2% and 53.9% of male patients 
and controls age≥60 years having a FRS≥20%, respectively. However, no signifi-
cant differences in FRS were identified between patients and controls.
Conclusions: The prevalence of diabetes and hypercholesterolemia were signifi-
cantly higher for patients on ART >10 years compared to controls. However, FRS 
was high for elder HIV-negative controls, suggesting that an approach focusing on 
decreasing CVD risk should target both HIV-positive and HIV negative at high risk. 

MOPED1134
High magnitude of under nutrition among HIV-infected adults 
who have not started ART in Tanzania: a call to include nutrition 
care and treatment in the test and treat model
B. Fokas Sunguya1, N. Ulenga2, H. Sirili2, E. Mtisi3, S. Puryear4, E. Aris2,  
E. Tarimo5, D. Urassa1, W. Fawzi6, F. Mugusi7 
1Muhimbili University of Health and Allied Sciences, Community Health, Dar es 
Salaam, Tanzania, United Republic of, 2Management for Development and Health, 
Dar es Salaam, Tanzania, United Republic of, 3African Academy of Public Health, Dar 
es Salaam, Tanzania, United Republic of, 4University of Washington, Global Health, 
Seattle, United States, 5Muhimbili University of Health and Allied Science, School of 
Nursing, Dar es Salaam, Tanzania, United Republic of, 6Harvard T H Chan School of 
Public Health, Department of Global Health and Nutrition, Boston, United States, 
7Muhimbili University of Health and Allied Science, Internal Medicine, Dar es Salaam, 
Tanzania, United Republic of 
Presenting author email: sunguya@gmail.com

Background: Undernutrition among people living with HIV (PLHIV) can be ame-
liorated if nutrition specific and sensitive interventions are integrated into their HIV 
care and treatment centers (CTC). Integrated care is lacking despite expansion of 
antiretroviral therapy (ART) coverage, representing a substantial missed oppor-
tunity. This research aims to examine nutrition status and associated risk factors 
among HIV-positive adults prior to ART initiation in Tanzania in order to character-
ize existing gaps and inform early integration of nutrition care into CTC.
Methods: We analyzed data from 3,993 pre-ART adult PLHIV enrolled in CTCs 
within the Trial of Vitamin (TOV3) and progress of HIV study in Dar es salaam, 
Tanzania.. Baseline data included demographics, feeding characteristics, clinical, 
psychological, and biological variables. The primary outcome for this analysis was 
nutrition status, measured as body mass index (BMI) below 18.5 kg/m2. We con-
ducted descriptive analyses of baseline characteristics and utilized multiple logistic 
regression to determine independent factors associated with pre-ART undernutri-
tion.
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Results: Undernutrition was prevalent in about 27.7% of pre-ART adults, with 
a significantly higher magnitude among males compared to females (30% vs. 
26.6%, p <0.025). Severe undernutrition (BMI <16.0kg/m2) was prevalent in one 
in four persons, with a trend toward higher magnitudes among females (26.2% vs. 
21.1% p=0.123). Undernutrition was also more prevalent among younger adults  
(p <0.001), those with lower wealth quintiles (p=0.003), and those with advanced 
HIV clinical stage (p <0.001) compared to their respective counterparts. Pre-ART 
adults presented with poor feeding practices, hallmarked by low dietary diversity 
scores and infrequent consumption of proteins, vegetables, and fruits. After ad-
justing for confounders and important co-variates, pre-ART undernutrition was 
associated with younger age, low wealth indices, advanced clinical stage, and low 
dietary diversity.
Conclusions: One in every four pre-ART PLHIV presented with undernutrition in 
Dar es salaam, Tanzania. Risk factors for undernourishment included younger age, 
lower household income, advanced HIV clinical stage, and lower dietary diversity 
score. Knowledge of the prevalence and prevailing risk factors for undernutrition 
among pre-ART PLHIV should guide targeted, early integration of nutrition in-
terventions into routine HIV care and treatment in high-prevalence, low-income 
settings such as Tanzania. 

MOPED1135
Key lessons from a low threshold, results-oriented medically 
assisted programme along Kenya ś coastline
S. Abdallah1, A. Baghazal2, F. Ibrahim3, M. Kirimo4, M. Hassan5, F. Sulliman6,  
E. Mwamburi7, M. Sirengo8, K. Shikely2, S. Bertrand9, S. Patta10, S. Swaleh2 
1United Nations Office on Drugs and Crime, ROEA, Health, Nairobi, Kenya, 2County 
Government of Mombasa, Dept of Health Services, Mombasa, Kenya, 3Kilifi County, 
Health, Kilifi, Kenya, 4Malindi Sub-County Hospital, MAT Clinic, Malindi, Kenya, 
5Kisauni Health Centre, MAT Clinic, Mombasa, Kenya, 6UNODC ROEA, Health, 
Nairobi, Kenya, 7USAID Kenya, Nairobi, Kenya, 8Ministry of Health, National AIDS 
and STI Control Programme, Nairobi, Kenya, 9United Nations Office on Drugs and 
Crime (UNODC), Regional Office East Africa, Nairobi, Kenya, 10County Government 
of Mombasa, Health services, Mombasa, Kenya 
Presenting author email: docbaghazal@gmail.com

Background: HIV prevalence among people who inject drugs (PWID) in Kenya is 
18.3% versus 5.6% for general adult population. Since 2014 Kenya’s Ministry of 
health and its partners has strived to scale up Medically Assisted Therapy (MAT- 
alias Opioid Substitution Therapy) to achieve national strategic goal of universal ac-
cess to HIV prevention, treatment and care for all by 2030. UNODC with USAID/
PEPFAR, supported national and county health authorities and CSOs partners to 
establish 3 MAT clinics in Kilifi and Mombasa Counties.
Methods: Retrospective records review performed to assess implementation pro-
cess and results of GOK-UNODC-USAID Coast MAT Programme. Findings ap-
praised against national guidelines and best practices.
Results: Total 1,020 opioid dependent persons enrolled for MAT from February 
2015, females 12.5%, median age of females 30 (IQR 26.5-34) versus males 
37(IQR 32-42) years. 75% not in union, 70% primary level education, 55% unem-
ployed, 40% lived alone. Average duration heroin use 12.2 years from median age 
20 years (IQR 18 to 25). 63% ever injected heroin average 7.3 years from heroin 
initiation. 14% HIV infected (females 35% versus males 11%), 8% HCV infected. 
50% ever incarcerated, 20% previous 30 days.
After 22 months, 85% MAT clients retained, 9% lost to follow up, 1% died (half 
in hospitals) from HIV/TB, meningitis, jaundice/liver failure; Dengue, Immuno-
suppressant Syndrome, overdose. Urine drug toxicology confirms decline in heroin 
use (12%) compared to cannabis (>40%) at 12 months. 5 MAT clients successfully 
weaned off due to economic migration, feel recovered, treatment fatigue. Another 
8% voluntarily tapering down, primarily males without co-morbidities. Improved 
behavior of MAT Clients and decline in community criminality increasing commu-
nity demand.
Conclusions: Within 2 years Kenya’s MAT program revealed notable impact at 
individual, family and community levels. MAT providers acquiring expertise with 
individualized results-oriented treatment approach, with optimal dosage, con-
current management of co-morbidities, and structured psychosocial support. 
Decentralization and integration of MAT services within primary health care vital 
for scale up. However, MAT coverage remains low - 10% PWID reached due to: 
scarcity of MAT sites, health worker shortages, distance/transport costs, miscon-
ceptions, limited family support and livelihood assistance. 

MOPED1136
High prevalence of postpartum suicidal ideation among women 
living with HIV in rural Zimbabwe
E.S. Comrie-Thomson1,2,3, Z. Kapamurandu4, P. Wata4, B. Madzima5, J. Davis1,2, 
M.-A. Nicholas1, D. Patel4, S. Luchters1,2,6, K. Webb4 
1Burnet Institute, Melbourne, Australia, 2Monash University, Department of 
Epidemiology and Preventive Medicine, Melbourne, Australia, 3Ghent University, 
Department of Obstetrics and Gynecology, Ghent, Belgium, 4Organisation for Public 
Health Interventions and Development, Harare, Zimbabwe, 5Ministry of Health and 
Child Care, Family Health, Harare, Zimbabwe, 6International Centre for Reproductive 
Health (ICRH), Ghent University, Department of Obstetrics and Gynecology, Ghent, 
Zimbabwe 
Presenting author email: liz.comriethomson@burnet.edu.au

Background: Available research indicates postpartum depression is widespread in 
low- and middle-income countries (LMICs), and suicide accounts for approximately 
20% of postpartum deaths worldwide. Psychosocial stressors of initial HIV+ diag-
nosis and living with HIV, together with shared social determinants of HIV+ status 
and depression, indicate postpartum mental morbidity is likely an important health 
concern for women living with HIV. Mental morbidities can constrain capacity to 
adhere to HIV treatment, yet mental health is rarely addressed in routine service 
delivery in LMICs. Prevalence data from rural Zimbabwe is used to assess the im-
portance of this gap in service delivery.
Methods: A cross-sectional baseline survey was conducted June-August 2016 for 
a community-based health program in rural Mutasa District, Zimbabwe. Trained 
non-clinical female enumerators administered the survey in eight health facil-
ity catchment areas with women who had given birth in the previous six months. 
The questionnaire included a Shona-language version of the Edinburgh Postnatal 
Depression Scale (EPDS), previously validated in Zimbabwe. Survey data was anal-
ysed with Stata 13.0, adjusted for clustering effects.
Results: A sample of 452 women was achieved, 12.4% of whom identified as HIV+. 
Mean age was 25.5 years, mean number of children 2.4, and mean age at first mar-
riage 19.1 years. Using the validated EPDS cutoff of 11, symptoms of clinically sig-
nificant depression and anxiety were common across all women, with no significant 
difference between HIV+ and HIV- women. Suicidal ideation as captured by EPDS 
was high in the total sample, but significantly more common among women living 
with HIV. 

Scale Prevalence, 
95% CI(%) N=452

Prevalence among HIV+ women, 
95% CI (%) N=56

OR HIV+ vs HIV-, 
95% CI

EPDS ≥ 11 31.86, 28.08-35.90 35.71, 27.05-45.43 1.24, 0.74-2.08
Suicidal ideation 18.58, 14.42-23.62 32.14, 23.67-41.97 2.37, 1.25-4.48

[Mental health outcomes]

Conclusions: These findings affirm growing evidence of the high burden of post-
partum mental morbidity in LMICs, and indicate substantially increased suicidal 
ideation among postpartum women living with HIV. Low-cost community and 
clinic-based interventions for women with postpartum mental morbidity have been 
proved effective and feasible. For the safety and care of HIV+ women and their 
newborns, including improved adherence to HIV treatment, the integration of 
mental health screening and referral with maternal-child health and HIV services 
across the continuum of care is a priority, particularly in high prevalence settings. 

MOPED1137
Managing HIV TB co-infection at HIV treatment centers:  
six months experience
R. S. Gupta1, N. Kadyan1, V. Purohit2, M. Bamrotiya1, A. Sinha1 
1National AIDS Control Organisation, Ministry of Health & Family Welfare, Delhi, 
India, 2World Health Organisation, New Delhi, India 
Presenting author email: nishakadyan@gmail.com

Background: HIV-TB Co-infection ranks high among the major public health 
challenges. Addressing dual burden has been a key priority for the National AIDS 
Control Organisation (NACO) and Central TB division (CTD). The joint aim of 
NACO and CTD is to reduce the HIV-TB burden as well as to reduce the morbidity 
and mortality associated with the dual infection. All PLHIV under care are routinely 
screened for TB at each visit as part of program guidelines.
Methods: Program records and reports between April-Nov 2016 were reviewed 
on the reported HIV TB co-infection. Data reported in monthly report as well as 
specifically collected from all states was compiled and analysed for the same period. 
Analysis of referrals from HIV to TB program as well as initiation on ART was un-
dertaken for the year 2016-17(April 2016-November 2016).
Results: 12,28,295 PLHIV were in active care and were getting HIV care services 
at 528 Centers across India and were screened for TB. 54,489 (4% of visits to 
ARTCs) PLHIVs were TB suspects and were referred for confirmation of diagnosis. 
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22,261 PLHIV were found to be confirmed HIV-TB positive. Amongst these, 34% 
were sputum positive, 34% sputum negative and 32% had extra pulmonary TB. Of 
the PLHIVs diagnosed with HIV-TB co infections 9819(44%) were already taking 
ART. Of the remaining 12471(56%) in Pre-ART Care, 8144(65%) were initiated 
on ART within one month of diagnosis and further 3457(28%) between one to two 
months of diagnosis while 1295(10%) did not start ART. Overall, 19187(91%) of the 
PLHIV with co-infection were started on ATT and 20607(93%) were initiated on 
CPT.
Conclusions: HIV-TB programmatic coordination at ART centers has yielded very 
good results with improved and timely initiation of treatment for both diseases and 
prophylaxis with co-trimoxazole. However, further efforts are needed to cover the 
last leg of co-infected individuals. Same cohort should be followed for treatment 
outcomes. 

MOPED1138
Integration of WASH service into HIV/AIDS care and 
treatment package for PLWHA: an effective way to improve 
HIV treatment outcomes
G. Kinaalwa1, R. Anguzu2, J. Arinaitwe3 
1Mityana Uganda Charity, Operations/Administration, Kampala, Uganda, 2Mityana 
Uganda Charity, WASH and Health, Kampala, Uganda, 3Mityana Uganda Charity, 
Monitoring and Evaluation Department, Kampala, Uganda 
Presenting author email: kinaalwajeff@gmail.com

Background: Globally, efforts to scale-up HIV care and treatment services dou-
bled. However, access to improved water and sanitation is still suboptimal. Many 
life threatening opportunistic infections are caused by inadequate access to safe 
drinking water, sanitation and hygiene (WASH). This paper presents strategies and 
key lessons from an integrated WASH and HIV/ADS service package to improve 
ART response in resource limited settings.
Methods: Mityana Uganda Charity (MUC) started implementing WASH project 
in 2015 to improve access to reliable sources of clean water and adequate sanita-
tion facilities in Mityana district. Priority was given to areas or households infected 
and affected by HIV. Individuals trained and given information on HIV prevention 
and treatment, safer behavioral practices, water purification and simple technol-
ogy water filtering systems. Water springs were protected and boreholes drilled 
in the project area. Model homes which comprised of HIV positive children were 
established which also acted as community reference points and water manage-
ment committees were established and trained for project sustainability and each 
committee had representation of PHA
Results: 
· A total of 538 Households with 4,476 individuals benefited from the project to 
access clean and safe water, of which 32% were HIV infected persons. 
· 20 Water management committees with 190 members (70% women) were estab-
lished and trained on safe water management of water purification systems 
· 10 model homes with specific focus to families with children living with HIV were 
established with adherence levels monitored to have increased to 90% from 60% 
at project inception. 
· 20 water sites (10 springs, 10 boreholes) were developed and protected to provide 
safe water the community
· Increasing access to safe water can result into improved nutritional status infected 
and affected people and reduce susceptibility to HIV.
· Development partners can contribute to a comprehensive response to HIV pre-
vention and care through by increasing access to safe water and adequate sanitation 
facilities as a human right. A community participatory approach is important for 
ownership and sustainability.
Conclusions: HIV and poverty eradication programs need to design integrated in-
terventions that account for social-economic and equity aspects to achieve better 
HIV treatment outcomes in resource limited settings. 

MOPED1139
Integrating pediatric HIV diagnosis with relevant health 
programs for optimal pediatric HIV uptake
D. Midiani1, E. Saka2, R. Bhairavabhotla3, J. Sherman4, I.L. Zungu5 
1Malawi Ministry of Health, HIV Department, Lilongwe, Malawi, 2UNICEF, HIV and 
AIDS Department, Lilongwe, Malawi, 3UNICEF, New York, United States, 4UNICEF, 
HIV & AIDS Department, Lilongwe, Malawi, 5Ministry of Health, Diagnostics 
Department, Lilongwe, Malawi 
Presenting author email: dalomidiani@gmail.com

Background: In Malawi, in 2015 an estimated 150,000 new pediatric infections 
occurred and 110,000 children living with HIV aged 0-14 years died from HIV-
related causes. In 2016, 65% of children were on ART as compared to 68% of the 

adult population. Identifying optimal HIV integration points with other child health 
service points may demonstrate the benefits of targeted case finding.
Methods: An analysis of HIV data from studies and program was conducted. The 
analysis included 2016 HIV Early Infant Diagnosis (EID) data generated using 
Point of Care (POC) devices placed in pediatric wards (Inpatient and outpatient) 
and ART/PMTCT/Mother Infant Pair (MIP) clinics in 8 health facilities over the 
period of 8 months, an analysis of 2016 Nutrition Rehabilitation Unit (NRU) data, 
and an analysis of the 2015 national laboratory management system (LMIS) data 
for HIV EID. Chi square and Fisher’s exact tests were used to determine if there 
were significant differences in HIV positivity at various service points of health 
centers.
Results: 76% of 6,570 children admitted in NRU were tested for HIV and 14% of 
total tested were found to be infected with HIV. When, 857 HIV exposed children, 
aged 6 weeks to 11.9 months, were tested using EID POC devices at various service 
delivery points, HIV positivity rates were 46% for the inpatient pediatric ward and 
2% for ART/PMTCT clinics. Analysis of the LMIS data for HIV EID revealed that 
45% of children tested in the pediatric ward were infected with HIV compared to 
30% of children tested through NRUs and 4% in ART/PMTCT/MIP clinics. A Chi-
square test of significance showed that HIV positivity varies between entry points 
at 5% level of significance.
Conclusions: Integrating HIV testing at Pediatric wards and NRU yielded the high-
est HIV positivity in children as compared to HIV testing at ART, PMTCT or MIP 
service delivery points. Integrating HIV EID and rapid HIV testing in these settings 
is strategic and optimum for identifying HIV-infected children and initiating life-
saving treatment at the earliest. 

MOPED1140
Expanding access to early infant diagnosis through integration 
of services at immunization service points in Rwenzori region, 
Uganda
H. Bitimwine1, F. Musiime2, A.S. Lutaaya2, P. Nahirya-Ntege2, P. Ajuna2,  
A. Kekitiinwa2 
1Baylor College of Medicine Children’s Foundation, Medical & Psychosocial, Kampala, 
Uganda, 2Baylor College of Medicine Children’s Foundation, Kampala, Uganda 
Presenting author email: bitimwine@gmail.com

Background: Coverage for early infant diagnosis (EID) remains low in Uganda with 
many HIV exposed infants receiving their first DNA PCR test beyond the second 
month of life. The EID coverage at 2 months i.e. percentage of the expected HIV 
exposed infants accessing a first DNA PCR test at 2 months is low(35%) and yet 
the immunization coverage for DPT1 is high (99%). Infants receive DPT1 vaccine at 
six weeks of age, coinciding with the time for the first DNA PCR test. 
Therefore, the high DPT1 coverage presents an opportunity to improve EID cover-
age at 2 months. 
Against this background, Baylor-Uganda implemented interventions to integrate 
EID into existing immunization services in four districts of Rwenzori region in an 
effort to improve EID coverage at 2 months.
Methods: The following interventions were implemented: 
1) Training of immunization workers and HIV testing services(HTS) providers at 
immunization service points on pro-active identification of HIV exposed infants 
(started July 2016) 
2) Rolling out of the ‚appointment’ stickers (started October 2016). The stickers 
were placed on the child health cards at immunization service points to alert health 
workers of infants’ HIV exposure status.
They also prompted health workers to determine HIV exposure status of the infants 
in the event that it had not been determined earlier. We abstracted consolidated 
data from the District Health Information system and summarized the EID cover-
age at 2 months in proportions for the period before and through the intervention.
Results: EID coverage at 2 months has steadily increased from the time of the in-
terventions from 33% to 48% (see figure 1). 

[Figure 1]
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Conclusions: Training of immunization workers and HTS providers at immunization 
service points and use of stickers enhanced EID coverage by 2 months in Rwenzori 
region. These interventions are recommended in low EID coverage areas with good 
DPT1 coverage. 

MOPED1141
Cost of integrating non-communicable disease (NCD) care  
into Ugandan HIV/medical clinics in the SEARCH study
S.B. Shade1, T. Osmand1, A. Luo2, S. Maddali3, B. Mwebaza4, R. Mwesigye4,  
E. Kwisera4, H. Imukeka4, D. Kwarisiima4, F. Mwanga4, J. Ayieko5,  
A. Owaraganise4, E.A. Bukusi5, C.R. Cohen6, E.D. Charlebois1, T.D. Clark3,  
M.L. Petersen7, M.R. Kamya8, D.V. Havlir3, V. Jain3 
1University of California, San Francisco, Division of Prevention Science, Department 
of Medicine, San Francisco, United States, 2University of California, San Francisco, 
Department of Epidemiology & Biostatistics, San Francisco, United States, 3University 
of California, San Francisco, Division of HIV, Infectious Disease & Global Medicine, 
San Francisco, United States, 4Infectious Disease Research Collaboration, Mbarare, 
Uganda, 5Kenya Medical Research Institute, Centre for Microbiology Research, 
Nairobi, Kenya, 6University of California, San Francisco, Department of Obstetrics, 
Gynecology and Reproductive Services, San Francisco, United States, 7University 
of California, Berkeley, School of Public Health, Berkeley, United States, 8Makere 
University College of Health Sciences, School of Medicine, Kampala, Uganda 
Presenting author email: starley.shade@ucsf.edu

Background: Changes in body weight, nutrition, exercise, smoking and ag-
ing in Sub-Saharan Africa have led to rising rates of non-communicable diseases 
(NCDs), including diabetes (DM) and hypertension (HTN). The SEARCH Study 
(NCT:01864603)—an HIV test-and-treat community-randomized trial—includes 
community censuses, community health campaigns (CHCs), and immediate link-
age to care. NCD screening (for DM/HTN) was included in CHCs to reduce stigma 
associated with HIV testing, and to improve NCD outcomes. We previously esti-
mated costs of HIV care in SEARCH communities at $275/patient/year. Here, we 
sought to estimate the incremental cost of adding NCD care for both HIV-positive 
and HIV-negative community members.
Methods: DM/HTN care was integrated into 10 Ugandan medical clinics serving 
SEARCH intervention communities from 08/2015-05/2016. Clinics provided 
NCD care for HIV-positive patients during HIV-related visits and for HIV-negative 
patients on one focus day/week. Quarterly visits included blood glucose/BP man-
agement and medication dispensation. We estimated the incremental cost/year/
patient with DM/HTN. We calculated costs using standard micro-costing tech-
niques, time-and-motion studies, interviews with management staff, and review of 
administrative/clinical records. Cost categories included staff salaries, fixed costs 
(e.g., facilities and equipment), recurring goods (e.g., medications) and services 
(e.g., laboratory tests).
Results: Overall, 107 HIV-positive patients and 2324 HIV-negative patients re-
ceived NCD care an average of 3.4 and 2.9 times, respectively, during the first 
year of implementation. Average incremental cost of NCD care was $11.34 per 
HIV-positive patient/year (a 4% marginal increase over HIV care), and $14.74 per 
HIV-negative patient/year (5% of the cost of HIV care). Key incremental costs for 
HIV-positive patients included medications ($9.66/patient/year; 85%) and labora-
tory testing ($1.68/patient/year; 15%). Key costs for HIV-negative patients includ-
ed medications ($8.24/patient/year; 56%) and clinic staff salaries ($3.09/patient/
year; 21%), while minor costs included laboratory testing ($1.43/patient/year; 10%), 
fixed ($1.55/patient/year; 11%) and other recurring costs ($0.43/patient/year; 3%).
Conclusions: For only 4-5% in additional costs, NCD care was added to HIV care, 
and also expanded to all HIV-negative patients in prototypic Sub-Saharan African 
clinics, demonstrating substantial cost synergy. These results should encourage ac-
celerated scale-up of NCD care in existing clinics to inexpensively improve man-
agement of DM/HTN, reduce stigma from HIV testing and care, and improve com-
munity health. 

MOPED1142
An example of integration with health system in India: screening 
for HIV at primary health centre
S. Swarankar1, A. Hegde2, P. Sujith1, T. Mulik1, M. Ansari1, R. Sindhu1, K. Sachdeva1 
1National AIDS Control Organisation, Basic Services, Delhi, India, 2National AIDS 
Control Organisation, Basic Services, Thane, India 
Presenting author email: drashahegde@gmail.com

Background: In India, the adult HIV prevalence is 0.27 and estimated number of 
people living with HIV (PLHIV) is around 2.1 Million. For early detection of HIV 
positive individuals, it is essential to s prioritize the population who need to be 
screened viz. High Risk Group, Pregnant Women, patients with TB, STI/RTI infec-

tion etc. To screen the majority of these population for HIV, the Facility Integrated 
Counselling & Testing Centres (FICTC) have been established in Government as 
well as Private Health Institutions. In facility Integrated Counselling centers, the 
existing health staff identified is trained to conduct HIV counselling and HIV 
screening through point of care testing kit. Individuals who found reactive to HIV 
through Point of care Test Kits are linked to Stand Alone ICTC for confirmation of 
HIV with three test strategy.
Methods: In year 2015, a total of 13,698 FICTCs have been established, which 
increased to 16,458 in year 2016. Out of these, 13,092 (80%) are located at 
Government health facilities at Primary Health Centers & Community Health 
Centers and 3,366 (20%) in private institutions. In year 2015, 2.17 & 3.98 Million 
Individuals & pregnant women respectively have been tested at FICTC, which is 14 
& 34% of total tested. This increased to 2.54 individuals & & 5.65 million pregnant 
women in the year 2016, which is 14.3 & 39% of total tested. The Individuals who 
found reactive to HIV are linked to SA ICTC with triplicate referral form.
Results: In year 2016, there is 20% increase in establishment of FICTC, which in 
turn increase in the HIV screening at FICTC, which is 17 & 42 % higher in general 
individuals & pregnant women respectively as compare to year 2015.
Conclusions: To screen the priority population for HIV in concentrated epidemic, 
it is essential to establish FICTC as screening centre at all Public Health service 
delivery points in the country. It will contribute towards achieving the target of 
elimination of Mother to Child Transmission of HIV and 90% (PLHIV who know 
their HIV status) of 90:90:90. 

MOPED1143
Can STI screening be suitably integrated into community-based 
HIV testing services for men in Cape Town, South Africa?
M. van Niekerk, H. Draper, S.-A. Meehan 
Stellenbosch University, Desmond Tutu TB Centre, Pediatrics, Faculty of Medicine & 
Health Sciences, Cape Town, South Africa 
Presenting author email: mbunting@sun.ac.za

Background: In sub-Saharan Africa, a 59% increase in new cases of curable STIs 
has been reported. Having an STI increases the chances of acquiring HIV infec-
tion. Men do not typically get screened for STIs because they do not access health 
services. 
Community-based HIV testing (CBHTS) services for HIV and other integrated 
services (STI; Condom promotion) offer early case detection and linkage to care 
for populations who do not typically access health services.
This study describes the proportion of clients (HIV infected & uninfected) with STI 
symptoms dis-aggregated by males and females.
Methods: Five CBHTS centres were established in HIV prevalent communities 
around Cape Town. Clients self-referred for HTS at either fixed sites/on a mobile 
basis; services were provided from a mobile van and tents set up at main thorough-
fares in the community. HIV rapid testing was conducted according to national 
guidelines. All clients were screened for STI symptoms, presentation of 1 or more 
symptoms would result in referral to a STI health facility. Data was collected be-
tween August 2013-August 2016 and entered into a Microsoft Access database 
& validated.
Results: Overall, 68 877 clients tested for HIV, 34 688(50.3%) were male.2 662 
(4%) were HIV+. Median CD4 POC test result was lower for males versus females 
(268-499vs 301-634). 6% of HIV+ females reported STI symptoms, 4% of HIV+ 
male clients reported STI symptoms. A higher proportion of HIV negative men re-
ported STI symptoms compared to HIV negative females (91%vs84%). HIV nega-
tive clients were more likely to link to a health facility for STI services compared to 
HIV+ clients (50%;47%vs 19%;10%).HIV+ men were more likely to link to a health 
facility for STI services compared to females (p< 0.001; 19%vs10%).
Conclusions: An integrated HIV and STI service within the community can iden-
tify men with STI symptoms and refer them to diagnostic services. Screening HIV 
negative male clients for STIs can identify those clients who still practice high-risk 
sexual behaviour. This data identifies the urgent need for the re-prioritisation of 
condom promotion and programs. 
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MOPED1144
“We need incentives!” Health care professionals’ reluctance to 
propose systematically HIV testing during general consultation 
in Cote d’Ivoire
S. Carillon1, A. Bekelynck2, N. Assoumou3, A. Kouadio3, H. Ouantchi3, C. Danel4, 
J. Larmarange1, DOD-CI ANRS 12323 
1Ceped UMR 196 (Paris Descartes IRD), SageSud ERL Inserm 1244, IRD, Paris, 
France, 2Pro, Abidjan, Cote D’Ivoire, 3Institut d’Ethno-Sociologie (IES), Abidjan, Cote 
D’Ivoire, 4INSERM 1219, Bordeaux, France 
Presenting author email: severine.carillon@ceped.org

Background: To increase access to HIV testing, WHO recommended in 2007 
provider-initiated HIV testing using a simplified but still exceptional approach in 
terms of pre-test counseling and consent. Cote d’Ivoire implemented in 2009 sys-
tematic HIV testing proposal in all medical consultations, irrespective of reasons. 
What are health care professionals (HCPs) perceptions and experiences related to 
testing proposal?
Methods: An ethnographic multi-site study was conducted in 3 general medical 
services (urban, semi-urban, rural) in 2 Ivorian health districts: 37 in-depth inter-
views with HCPs and 200 observed medical consultations (general medicine). A 
thematic analysis was performed on HCPs’ practices and discourses.
Results: The proportion of patients offered an HIV test was low (around 20%), due 
to HCPs’ reluctance to propose an HIV test in the absence of clinical suspicion. 
When offered, HIV test was more often prescribed than proposed. The analysis 
revealed 4 types of explanations in HCPs discourses.
(1) Due to stigma associated to HIV, HCPs feared a negative reaction from their 
patients: refusal, offence, distrust, loss of patients.
(2) Time-consuming specificity of HIV testing in terms of counseling, consent and 
administrative procedure (separate record and dedicated prescription) is perceived 
by HCPs as not useful and inducing a work overload that should be financially com-
pensated or realized by dedicated providers, as it was before 2009.
(3) In the absence of clinical suspicion, they considered that proposing an HIV test 
during a general consultation is not medically justified and not their priority.
(4) Finally, HCPs felt that they are not sufficiently trained.
Conclusions: HCPs experiences and perceptions are negatively affected by the 
legacy of the successive HIV policies implemented since the beginning of the ep-
idemy. Some complex procedures, historically implemented due to confidential-
ity and stigma issues, could maybe be simplified today. Integrating HIV testing in 
routine is a challenge considering that these activities were previously implemented 
with dedicated incentives, training and human resources. In a context of limited re-
sources and mixed epidemic, how to prioritize and reorganize HIV testing in general 
consultations while motivating HCPs and being efficient in terms of public health? 

MOPED1145
Low immunization coverage of the expanded immunization 
program in HIV-infected children initiated on ART and its 
determinants in Abidjan and Ouagadougou, Project MONOD 
ANRS 12206, 2011-2013
S. Atsé1, D. Dahourou2,3, C. Amani-Bosse4, C. Diméglio1,  
M. Amorissani-Folquet5, C. Yonaba6, K. Malateste7, D. Yé8, M. Timité-Konan9,  
S. Desmonde1, I. Ahoba10, V. Leroy1, MONOD ANRS 12206 Study Group 
1INSERM U 1027, University Toulouse 3, Toulouse, France, 2Centre Muraz, Bobo-
Dioulasso, Burkina Faso, 3INSERM U 1219, Bordeaux, France, 4Programme PACCi, 
Abidjan, Cote D’Ivoire, 5Service de Pédiatrie, CHU de Cocody, Abidjan, Cote D’Ivoire, 
6Service de Pédiatrie, CHU Yalgado Ouédraogo, Ouagadougou, Burkina Faso, 
7INSERM U 1219, Bordeaux University, Bordeaux, France, 8CHU Charles de Gaulle, 
Ouagadougou, Burkina Faso, 9CHU de Cocody, Abidjan, Cote D’Ivoire, 10Programme 
National de Lutte contre le SIDA, Abidjan, Cote D’Ivoire 
Presenting author email: valeriane.leroy@isped.u-bordeaux2.fr

Background: Thank to the access to antiretroviral treatment (ART), HIV-infected 
children survive, but their vulnerability to residual infectious diseases remains, jus-
tifying the National Expanded Program on Immunization (EPI) recommendations 
in this population. We assessed the vaccine coverage and its associated factors in 
HIV-infected children included in a research project in Abidjan, Côte d’Ivoire and 
Ouagadougou, Burkina Faso.
Methods: All confirmed HIV-infected children, less than two years of age, and 
whose parents have given their written consent were included from 2011 to 2013 in 
the ANRS 12206 MONOD therapeutic cohort to receive a lopinavir-based ART for 
12 months. At inclusion, all EPI immunizations planned at birth for BCG, at 6, 10, 
and 14 weeks for diphtheria-tetanus-pertussis -polio-Hib-HBV, and at 9 months for 
yellow fever measles, and its relative dates were recorded. Those, with incomplete 
vaccine program had catching-up doses. At baseline, the EPI immunization coverage 
was measured, and its associated factors studied using a logistic regression.

Results: Between 05/2011 and 01/2013, 161 children were initiated on ART at 
median age of 13.7 months. At inclusion, vaccination coverages were: BCG: 85% 
(95% Confidence Interval [CI]: 78% -90%); Oral polio vaccine coverage was 52% 
(CI: 41% -61%) in Abidjan and 81% (CI: 69% -90%) in Ouagadougou; 3-dose diph-
theria-tetanus-pertussis-polio: 70% (95%CI: 63% -77%), 3-dose Hepatitis B: 58% 
(95%CI: 50% -66%); 3-dose Haemophilus influenzae b: 56% (95CI: 48% -64%); 
yellow fever: 62% (95%CI: 52% -71%) and measles: 61% (95%CI: 51% -70%). Mother 
in charge of the child, living in a single dwelling rather than a common living-place, 
living in Abidjan rather than Ouagadougou and child ś mother having no mobile 
phone, were variables independently associated with the absence of immunization.
Conclusions: This study showed insufficient immunization coverage among HIV 
infected children compared to the national recommendations. Strengthening both 
the EPI coverage and early initiation of antiretroviral therapy among HIV-infected 
children remains a priority to improve their survival in West-Africa. 

MOPED1146
Increasing efficiency in sample logistics: integrated sample 
transportation and results delivery of HIV and TB samples in 
the Federal Capital Territory (FCT), Nigeria
J. Kama1, J. Odogwu1, O. Ofili1, A. Akinrin1, B. Onemola1, A. Osbourne2, B. Urik2, 
S. Denamps2, N. Bansal1, J. Jiboye1, F. Lufadeju1, O. Wiwa1 
1Clinton Health Access Initiative, Abuja, Nigeria, 2Clinton Health Access Initiative, 
Boston, United States 
Presenting author email: j jiboye@clintonhealthaccess.org

Background: Transportation of HIV and TB diagnostic samples to testing facilities 
is a major challenge across Nigeria and has proven to be uncoordinated, inefficient, 
and costly, leading to long turn-around-times (TAT) for results delivery and delays 
in initiation of treatment for clients.
Methods: Poor sample collection and storage practices have been major barriers 
particularly in scaling up the number of diagnosed clients and initiating them on 
treatment in the HIV and TB space as the cold chain logistics of sputum and plasma 
samples are specific and the associated costs, prohibitive. In 2015, the Clinton 
Health Access Initiative (CHAI) Nigeria in collaboration with the Federal Ministry 
of Health, designed an integrated sample transportation and results delivery (iST) 
model to mitigate sample transportation challenges and reduce TAT to patients 
receiving test results. Key objective was to pilot an efficient and cost-effective iST 
system at 278 health facilities across 6 area councils in Abuja, Nigeria.
Results: As of 2016 December, 15,000 samples had been transported. 100% of 
facilities recorded a reduced TAT, with 65% of these facilities recording TAT within 
30 days. In addition, 88% of CD4 and TB sputum sample results were returned 
within 14 days. Cost projections comparisons achieved 63% cost savings when 
compared to baseline.
Conclusions: Overall, the pilot has increased efficiencies in terms of frequency, 
reliability and TAT of sample collection and results reporting; however, addressing 
pre-existing fragmentation of systems, funding and incentives structures may be 
necessary to ensure continued success. 

[Figue 1 - Cost Projections]
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MOPED1147
Implementation effectiveness: qualitative analysis of the 
integrated methadone and antiretroviral therapy (IMAT) 
strategy
A. Cooke1, S. Hassan2, D. Mushi3, J. Mbwambo3, B. Lambdin2 
1University of California, Los Angeles, Los Angeles, United States, 2RTI International, 
Oakland, United States, 3Muhimbili University of Health and Allied Science, Dar es 
Salaam, Tanzania, United Republic of 
Presenting author email: blambdin@rti.org

Background: HIV prevalence in Dar es Salaam, Tanzania is approximately 7%, 
research indicates prevalence is higher among people who inject drugs (PWID) 
with approximately 42% of PWID being HIV-positive. Given high HIV prevalence 
among PWID, integrating ART with opioid treatment programs can capitalize on 
treatment and prevention benefits. In 2015, an integrated methadone and anti-
retroviral therapy (IMAT) program was established at Muhimbili National Hospital 
in Dar es Salaam. Understanding how implementation of care integration is car-
ried out is critical for future implementation efforts. We explore the connection 
between implementation context, intervention characteristics and implementation 
using the Consolidated Framework for Implementation Research (CFIR).
Methods: In-depth interviews were conducted with HIV-positive OTP patients 
(n=35) and their providers (n=8), 6-months after IMAT implementation. Provider 
interviews were assessed using CFIR’s implementation constructs to assess imple-
mentation effectiveness. Patient interviews were analyzed using thematic content 
analysis, to understand experiences with the implementation process and percep-
tions of care integration.
Results: Providers felt the ability of the intervention to incorporate patient needs, 
fit into clinic procedures, and evidence for the effectiveness of the intervention had 
a positive influence on implementation effectiveness. Strong positive influences in-
cluded adaptability, and perceptions of the advantage of implementing IMAT com-
pared to alternative solutions. Resources dedicated to intervention such as physical 
space and time presented a challenge to implementation effectiveness. 
OTP patients felt the ability to receive ARVs in the clinic made it easier for them 
to receive care. Patients identified challenges to implementation, such as clinic re-
sources, consistent access to nutrition, and concerns about stigma from their fellow 
OTP patients. OTP patients enrolled in IMAT felt positively about the program over-
all, indicating that IMAT improved care receipt, and streamlined the care process.
Conclusions: This research uses qualitative data and CFIR constructs to assess 
the effectiveness of an implementation strategy that integrates HIV care into an 
OTP program in Dar es Salaam Tanzania. This work allows us to understand the key 
contributors to the success of the project; while at the same time recognizing the 
challenges that are being faced. These are important considerations when looking 
to expand the strategy to other OTP programs in the region. 

MOPED1148
The prevalence of HIV, hepatitis B & C in a South African 
emergency department
BB. Hansoti1, D. Stead2, N. Mvandaba3, A. Eisenberg4, A. Parrish3, M. Whalen1,  
S. Reynolds1,5, A. Redd1,5, S. Dandorf1, R. Rothman1, T. Quinn1,5 
1Johns Hopkins University, Baltimore, United States, 2Frere Hospital, East London, 
South Africa, 3Walter Sisulu University, East London, South Africa, 4National Institute 
of Allergy and Infectious Diseases, NIH, Division of Intramural Research, Bethesda, 
United States, 5National Institute of Health (NIH), Bethesda, United States 

Background: Emergency departments (ED) are recognized as a high yield venue for 
HIV testing worldwide. In many resource-rich countries routine HIV and hepatitis 
screening has allowed for the early recognition and treatment of asymptomatic, 
previously undiagnosed infection. In this study we sought to define the scope of 
HIV and hepatitis infection in a South African emergency care context where 
screening is not routinely implemented.
Methods: This study utilized an identity-unlinked methodology to determine 
the point-prevalence of HIV, Hepatitis B, and Hepatitis C infection in the Frere 
Hospital ED, in the Eastern Cape from September 1st to November 30, 2016. All 
patients who had blood drawn in the Adult ED during the study period were en-
rolled. After clinically collected samples had been stored for one week in the onsite 
laboratory, excess sera was de-identified (except age and sex) and tested for HIV 
Ag/Ab, Hepatitis B surface Ag, Hepatitis B core IgM, and Hepatitis C antibody. 
Data were compared using T-test and chi-square tests for statistical analysis.
Results: Over the 3-month period 1246 patients had routine laboratory testing with 
sufficient excess sera for further analysis. In this unbiased sample, the HIV preva-
lence was 27.6%. HIV positive individuals were significantly younger (mean age 37.9 
years versus 42.4 years, p<0.0001) and more likely to be female (59.3%, p<0.0001) 
compared to their HIV negative counterparts. The HIV positive patients had a sig-
nificantly higher proportion of Hepatitis B and/or Hepatitis C co-infection (Table 1).

 All Participants 
(n-1246)

HIV positive 
(n=344)

HIV negative 
(n=902) p-value

Age, mean in years (95% CI) 41.2 
(40.7-41.8)

37.9 
(36.6-39.2)

42.4 
(41.0 - 43.9) p<0.0001

Male Sex 635 
(50.9)

140 
(40.7)

495 
(54.9) p<0.0001

Female Sex 611 
(49.1)

204 
(59.3)

407 
(45.1) p<0.0001

Hep B Surface Ag positive 65 27 38 p<0.0001

Hep B Core IgM positive 12 4 8 p<0.0001

Hep C Total Ab positive 14 8 6 p<0.0001

[Charecteristics of Participants by HIV status]

Conclusions: The HIV prevalence in this ED setting is more than double the nation-
ally estimated prevalence of 12.2%. This likely reflects the burden of HIV related 
disease presenting to the ED, and is evidence for the ED being a high yield set-
ting for routine HIV testing. Of interest, the prevalence of Hepatitis B (5.6%) and 
Hepatitis C (1.1%) viral infections were lower than anticipated, but higher in the HIV 
positive population compared to HIV negatives. 

MOPED1149
Uncovering the burden of HIV infection in South African 
emergency departments
B. Hansoti1, D. Stead2,3, N. Mvandaba4, A. Parrish4, S. Reynolds1,5, A. Redd1,5,  
R. Rothman1, T. Quinn1,5 
1Johns Hopkins University, Baltimore, United States, 2Frere Hospital, Division of 
Infectious diseases, Department of medicine, East London, South Africa, 3Walter 
Sisulu University, Medicine, East London, South Africa, 4Walter Sisulu University, East 
London, South Africa, 5National Institute of Health (NIH), Bethesda, United States 
Presenting author email: dfstead@gmail.com

Background: South Africa has the highest HIV burden in the world (6.8 million 
people), but almost half of these are undiagnosed or not engaged in care. Extending 
HIV testing strategies to unreached population groups is essential. Routine HIV 
testing is mandated in all government health facilities, but seldom offered in 
emergency departments (ED)’s. ED’s provide transient care to large numbers of 
patients, with a generally younger patient profile, making it a potentially useful 
HIV testing setting. In this exploratory study we sought to implement and evaluate 
the 2015 National South African counselor initiated HIV Counseling and Testing 
(HCT) strategy within one large ED in the Eastern Cape of South Africa.
Methods: We performed a point prevalence survey and implemented a HCT strat-
egy with 24-hour coverage at Frere Hospital ED (volume approximately 3,000 
patients per month) in the Eastern Cape from September 1st to November 30, 
2016. All adult patients (≥ 18 years) that presented for care in the ED during the 
study period, were clinically stable (i.e., South African Triage level 2-5), and fully 
conscious (i.e., able to provide informed consent) were offered rapid point-of-care 
HCT and clinical data collection by trained HIV counselors.
Results: Our study enrolled 2181 patients, of which 66.9% (n=1461) consented to 
a rapid POC HIV test. The prevalence of HIV infection in these patients was 17.3% 
(n=377). This is significantly higher than the national estimate for adults of 12.2% 
(p <0.001). Furthermore 72.1% (n=272) of patients with a positive HIV test were 
previously unaware of their HIV positive status. The majority of new diagnoses (over 
74.3%) were made between 7pm and 7am, in young males presenting with traumatic 
injuries.
Conclusions: This study provides evidence that EDs should be utilized as a testing 
venue to combat the HIV epidemic in SA and to reach an under-tested population. 
Unfortunately, the HCT strategy implemented was only able to enroll a fraction of 
the patients that presented for care. Further research is required on how best to 
optimize testing in this setting and the provision of linkage to care from the emer-
gency department. 
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MOPED1150
Chronic hepatitis C among intravenous drug users in Tanzania: 
assessment of the liver disease and utility of HCV core antigen 
detection and quantification
Z. Mohamed1, J. Mbwambo2, Y. Shimakawa3, L. Poiteau4, S. Chevaliez4, 
J.-M. Pawlotsky4, J. Rwegasha5, S. Bhagani6, S. Taylor-Robinson1, J. Makani7, 
M. Thursz1, M. Lemoine1 
1Imperial College London, Liver and Antiviral Unit, London, United Kingdom, 
2Muhimbili University of Health and Allied Science, Psychiatry, Dar es Salaam, 
Tanzania, United Republic of, 3Institut Pasteur, Unité d’Épidémiologie des Maladies 
Émergentes, Paris, France, 4French National Reference Center for Viral Hepatitis B, 
C and delta, Virology, Paris, France, 5Muhimbili National Hospital, Gastroenterology, 
Dar es Salaam, Tanzania, United Republic of, 6Royal Free Hospital, Infectious Diseases 
and HIV Medicine, London, United Kingdom, 7Muhimbili University of Health and 
Allied Science, Haematology, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: zameer.mohamed@imperial.nhs.uk

Background: The World Health Organisation (WHO) has recently called for 
hepatitis C virus (HCV) elimination and has identified injecting drug users (IDUs) 
as a key population. This study aimed to assess 1) the prevalence and severity of 
chronic hepatitis C among IDUs in Dar-es-Salaam, Tanzania, and 2) the validity of a 
HCVcAg detection and quantification using serum and dry blood spots (DBS) for 
identification of viraemic subjects in the sub-Saharan Africa resource-constrained 
setting as compared to the standard HCV quantitative PCR.
Methods: Between May and July 2015, consecutive HCV-seropositive patients en-
rolled in the local opioid substitution treatment (OST) centre were invited to par-
ticipate in the study. All completed an epidemiological questionnaire and were of-
fered comprehensive liver evaluation including liver stiffness measurement (LSM). 
HCV RNA detection (CAP/CTM HCV version 2.0, Roche Molecular Systems, 
Pleasanton, CA), genotyping (NS5B gene phylogenetic analysis) and HCVcAg 
on blood samples and DBS (Architect assay; Abbott Diagnostics) were also per-
formed.
Results: Of the 1,011 IDUs registered in the OST clinic, 731 (72%) underwent anti-
HCV antibody testing and 388 (53%) had a positive result. 153 patients from the 
positive group were enrolled: 141 (92%) were male, median age was 38 years (IQR 
34-41), and 65 (42%) were co-infected with HIV. The median LSM was 5.3 kPa 
(IQR 4.4-6.5): 21 (17%) had clinically significant fibrosis (≥F2) and 6 (5%) had 
cirrhosis (F4). 116 patients (76%) had a detectable and quantifiable HCV RNA 
(median value: 5.3 Log IU/mL (IQR 4.0-6.3)). Only genotypes 1a (68%) and 4a 
(32%) were identified. Sensitivity of HCVcAg to identify patients with positive 
HCV RNA was 99% using sera and 77% using DBS. HCVcAg levels were linearly 
correlated with HCV RNA levels both in sera (r=0.80 p< 0.0001) and DBS r=0.75 
p< 0.001).
Conclusions: In order to comply with the HCV global elimination goal, an increased 
focus on chronic hepatitis C screening and treatment in IDUs in East Africa is criti-
cal. The HCVcAg offers an interesting practical alternative to overcoming the diag-
nostic barrier in Africa. However its utility in DBS remains sub-optimal. 

MOPED1151
Predictors of HCV seroconversion in people who inject drugs  
in 5 regions of Ukraine
A. Meteliuk1, A. Mazhnaya2, S. Filippovych3, F.L. Altice4 
1ICF Alliance for Public Health, Kyiv, Ukraine, 2Johns Hopkins Bloomberg School of 
Public Health, Department of Health, Behavior and Society, Baltimore, United States, 
3ICF Alliance for Public Health in Ukraine, Kyiv, Ukraine, 4Yale University School of 
Medicine, Section of Infectious Diseases, AIDS Program, New Haven, United States 
Presenting author email: meteliuk@gmail.com

Background: While there were 39,664 PWID officially registered with drug addic-
tion clinics in 2016, WHO estimates 310,000 PWID in Ukraine. Even though the 
harm reduction services for PWID were introduced in Ukraine in 2001, national 
2015 surveillance showed 55.9% prevalence of Hepatitis C Virus (HCV) in PWID 
reaching 90% in some areas. The objective of this analysis was to assess HCV sero-
conversion in PWID in Ukraine and its predictors.
Methods: The data were collected in 2014-2015 within the research project imple-
mented in partnership with Yale School of Medicine on access to opioid antagonist 
treatment (OAT). Respondent-driven sampling was used to recruit current PWID 
(n=521) and random sampling was used to recruit OAT patients (n=434) in 5 re-
gions of Ukraine. Interviews were followed by rapid HCV testing. Seroconversion 
was defined as present if respondent stated he had been tested HCV-negative 
before and was tested HCV-positive after the interview. Predictive model using 
logistic regression was built with HCV seroconversion as the outcome. Potential 
confounders included demographics, risky sexual behavior, risky injecting behav-
ior, length and frequency of injecting, alcohol intake, HIV status, and history of 
incarceration.

Results: Mean age of participants was 37.3 years (s.d.8.2); most of respondents 
were male (73.8%); mean length of injecting was 22.2 years (s.d.9.1). HCV preva-
lence in the sample was 64.1%. The prevalence of HCV seroconversion was 11.6% 
(n=111). The mean interval for HCV seroconversion 2.8 years (s.d.3.2; range:1-19). 
The logistic regression showed that OAT had a protective effect against HCV 
(OR=0.52; 95%CI=0.37-0.88) seroconversion. Surprisingly, neither risky inject-
ing behavior nor length/frequency of injecting were statistically significant.
Conclusions: Despite large coverage of PWID with harm reduction services coun-
trywide, the prevalence of HCV seroconversion in this key population remains very 
high. The results of our study show that OAT programs are an effective means of 
HCV prevention in PWID that is why there is an urgent need in the country for 
scaling up OAT programs as well as expanding access to HCV treatment on a na-
tional level. 

MOPED1152
Eliminating HCV/HIV coinfection through enhanced 
treatment: HCV treatment in primary care is feasible and 
highly effective
A.L. Bowring1, J.S. Doyle1,2, J. Roney2, D. Iser3, J. Sasadeusz2,4, M. O’Reilly5,  
C. Fairley6, E. Gane7, H. Jennifer2, G.V. Matthews8, N. Medland6, R. Moore9,  
M. Prins10,11, M. Stoové1, B.-K. Tee12, M. Hellard E1,2 
1Burnet Institute, Melbourne, Australia, 2The Alfred Hospital and Monash University, 
Department of Infectious Diseases, Melbourne, Australia, 3St Vincent’s Hospital, 
Department of Gastroenterology, Melbourne, Australia, 4Doherty Institute, Victorian 
Infectious Diseases Service, Melbourne, Australia, 5Prahran Market Clinic, Melbourne, 
Australia, 6Alfred Health, Melbourne Sexual Health Clinic, Melbourne, Australia, 
7University of Auckland, Auckland City Hospital, Auckland, New Zealand, 8Kirby 
Institute, University of New South Wales, Sydney, Australia, 9Northside Clinic, 
Melbourne, Australia, 10University of Amsterdam, Faculty of Medicine, Amsterdam, 
Netherlands, 11Public Health Service of Amsterdam, Amsterdam, Netherlands, 12Centre 
Clinic, Melbourne, Australia 
Presenting author email: anna.bowring@burnet.edu.au

Background: Gay and bisexual men (GBM) are the key population affected by HIV 
and hepatitis C (HCV) coinfection in Australia. Access to HCV direct-acting an-
tivirals (DAA) for all in Australia provides an opportunity to dramatically increase 
treatment access. The co-EC Study supports general practitioners to initiate treat-
ment in primary care settings, aiming to provide proof-of-concept that treatment 
scale-up can eliminate HCV in coinfected GBM. We report on the feasibility of this 
model-of-care based on preliminary treatment outcomes.
Methods: The co-EC Study is an ongoing (March 2016-) clinician-directed, non-
randomised trial of DAA among people with HIV/chronic HCV coinfection. HCV 
testing and treatment are delivered by specialists or general practitioners with nurs-
ing support at tertiary (n=2) and primary care (n=4) sites in Melbourne, Australia. 
Nurses deliver education, treatment support and coordinate visits. 
Enrolment involves routine clinical data (haematological, biochemical, fibrosis as-
sessment), which may prompt a specialist to be consulted for advice or referral prior 
to treatment initiation, and participants complete a self-reported behavioural sur-
vey. The primary outcomes of this preliminary analysis are treatment uptake and 
sustained virological response (SVR12).
Results: To date, 160 participants have enrolled (99% male; median age 48), includ-
ing 106(66%) seen in primary care. Of these, based on clinic data 40(38%) could 
commence treatment immediately, 25(24%) required specialist advice, 17(16%) 
required specialist referral, and 22(21%) had incomplete data. Overall, 136(85%) 
participants have commenced treatment (sofosbuvir/daclatasvir-50%; sofosbuvir/
ledipasvir-47%) with no difference in uptake between primary and tertiary sites. 
The majority have been treated for HCV genotype 1 (70%) or 3 (24%). 
High-risk behaviours were commonly reported at enrolment, including: ever inject-
ing drugs (62%) and of those, ever injecting with a used needle/syringe (33%); past 
month recreational drug use (50%); and in the previous six months, group sex (27%) 
and inconsistent condom use among those with casual male sex partners (79%).
Fifty-six participants have been assessed 12-weeks post-treatment. Where HCV 
RNA was available (n=50), 100% achieved SVR12.
Conclusions: This model-of-care has successfully reached HIV/HCV coinfected 
men with high-risk sexual and drug-use behaviour. Treatment in primary care set-
tings is feasible, highly effective and may lead to sustained increases in treatment 
uptake and HCV elimination in HIV-coinfected GBM. 
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MOPED1153
Role of PLHIV networks in facilitating hepatitis C cascade  
of care in South and South East Asia
O. Syarif 
Asia Pacific Network of People Living with HIV/AIDS, Capacity Development, 
Bangkok, Thailand 
Presenting author email: octoberomaro@gmail.com

Background: Greater access to ART significantly improved PLHIV health. 
However, HCV co-infection remains major cause of morbidity and mortality. A 
study from WHO estimated 285,600 (221,100 - 406,500) co-infected individu-
als in South and South East, which contributes 13% in global estimation of HIV 
- HCV co-infection[1]. Absence of HCV services threat PLHIV life quality despite 
successful anti retroviral therapy. 
[1] Prevalence and burden of HCV co-infection in people living with HIV: a global 
systematic review and meta-analysis  Lucy Platt, Philippa Easterbrook, Erin 
Gower, Bethan McDonald, Keith Sabin, Catherine McGowan, Irini Yanny, Homie 
Razavi, Peter Vickerman WHO 2015. Published by Elsevier Ltd/Inc/BV
Methods: In 2014, APN+ started HCV treatment literacy for PLHIV and advocacy 
program towards availability of integrated HIV - HCV program in 7 south and south 
east Asia countries, include India, Indonesia, Myanmar, Nepal, Pakistan, Thailand 
and Vietnam. Treatment literacy materials developed and trainings conducted with 
local PLHIV groups. At regional level APN+ established regional advocacy platform 
to address patent and other intellectual property barriers to access for medicines. 
New website www.hepcasia.com developed to reach broader community.
Results: Significant price reduction of DAA drugs resulted from advocacy led by 
community in India, brought down the price as low as 500 USD per treatment 
course, followed with approval of generic version DAAs to be marketed in Indonesia 
and Myanmar and leads to insertion of hepatitis C program in National AIDS stra-
tegic plan in those two countries. In December 2016 Indonesian MoH announced 
procurement bid for DAA drugs to treat 6,000 co-infected patients in the fol-
lowing years. While at the same time Myanmar started preparation of HIV-HCV 
integrated pilot program for PWID community. In addition APN+ helps IAC, local 
partner in Indonesia to set up buyers club, which by December 2016 has allowed 
120 patients accessed treatment with DAAs drugs under trained physicians.
Conclusions: Providing HCV treatment literacy to PLHIV groups enabled them 
to self organized and creates pressure towards government to improve its AIDS 
program and address HCV co-infection. Community initiated buyers club can get 
patients treated, but presence of integrated HIV-HCV program is instrumental to 
reach desired impact. 

MOPED1154
Evaluation of implementing integrated HIV services with other 
development programs: the case of Ethiopian Electric Utility 
and Power Companies
A.B. Guraro1, P.P. Gile2 
1Ethiopian Electric Utility, HIV/AIDS Prevention and Control Office, Addis Ababa, 
Ethiopia, 2Higher Education Institutions’ Partnership sub-Forum against HIV/AIDS in 
Ethiopia, Addis Ababa, Ethiopia 
Presenting author email: adullahb@gmail.com

Background: HIV&AIDS is a global development problem. Its drastic effects are 
much higher among productive work forces in large scale hydropower construction 
projects and electric service workplaces. These workplaces are located in hotspots 
with commercial sex workers and internally displaced youth driving them to HIV 
risks hence this calls for execution of integrated HIV services with development 
programs. This study aims to evaluate the integration of HIV services with develop-
ment programs and workplaces of Ethiopian Electric Utility (EEU) and Ethiopian 
Electric Power (EEP).
Methods: This is a cross sectional study conducted between February 12 and July 30 
20016.Both quantitative and qualitative methods were employed. Multi-stage sam-
pling techniques were used to select the study settings (5 regions & 2 project sites) 
and sample respondents. Primary data was gathered through questionnaire survey 
from 600 respondents, key informants, focus groups, in-depth interviews. Project 
documents, strategic and operational plans, annual reports of the two companies 
were reviewed. Triangulation was made to ensure validity and reliability of data.
Results: Almost all respondents declared that HIV services were implemented in 
the companies while the majority (68%) of them reported inadequate level of in-
tegration of the services with the development programs. 79.5% of them reported 
that HIV service was adequately integrated with clinical care and treatment. 62.9% 
respondents declared that HIV services in hotspot project areas were integrated 
with commercial sex worker targeted projects with whom the young displaced mi-
grant workers have a high client relationships. However, less than 20% of the re-
spondents utilized VCT within a year with significant variations (p < 0.05) among 
regions and project sites.. ¾ of PLHIV participants reported that the level of inte-

gration is not adequate hence they confront stigma and discrimination. 73.4% of 
respondents reported accessibility of condom is high. Data from document review 
and qualitative methods also confirmed the findings.
Conclusions: The majority of respondents knows and appreciates the integration of 
HIV services with development programs of the companies. However, the findings 
show that there are needs for improving adequacy and comprehensiveness of inte-
grating HIV services to all the development projects and strengthening the efforts 
in all work places of the companies. 

MOPED1155
Integration of HIV services: the case of the Kenya Police 
Service recruits training
S. Ochola1, P. Mwanzo2, F. Muinde3 
1National AIDS Control Council, Coordination and Support, Nairobi, Kenya, 2Kenya 
Police Service, AIDS Control Unit, Nairobi, Kenya, 3National AIDS Control Council, 
Nairobi, Kenya 
Presenting author email: sallyochola@gmail.com

Background: HIV prevalence in Kenya is 5.9%. 51% of the 77,647 adult new infec-
tions in 2015 were adolescents and young people aged 15-24 years. Out of the 1.5 
million people living with HIV, 268,586 are adolescents and young people aged 15-
24 years. The Kenya Police Service recruits new staff aged 18-30 years from among 
the general population. Some of these young people do not know their HIV status 
and their knowledge level is below 70% with HIV stigma level estimated at 45%. It 
is therefore critical for the newly recruited police officer to acquire HIV and AIDS 
competency inorder to prevent new infections, reduce mortality and morbidity and 
reduce stigma and discrimination among themselves and their clients.
Methods: The Kenya Police intergrates HIV services into the newly recruited police 
officers training every year using the Evidence-based Combination HIV and AIDS 
Prevention interventions. The AIDS Control Unit works together with partners to 
provide HIV, AIDS and human rights information, HIV services, co-morbidities 
screening and referrals provided in line with the existing government guidelines with 
meaningful participation of young PLHIV as mobilisers, peer educators, facilitators 
and service providers.A total of 6000 recruits were targeted for this intervention.
Results: The integration of HIV services into recruits training yielded the following 
results:
1. 5981 young people were reached with comprehensive HIV information 
2. 5858 young people were tested for HIV 
3. 11 young people receiving positive HIV results referred for further care
3. 5858 young people were screened for TB and STIs
4. 659 of clients with signs of TB were tested for TB and tested negative
5. 6 of young people with signs of STI were tested for STI and none tested positive
6. 10 young men were referred for VMMC and received VMMC services 
7. 5981 of the recruits demonstrated a clear understanding of the HIV prevention, 
treatment, care and support needs themselves, clients and key populations
Conclusions: 97.4% demand for services and 100% demand for information was 
catalysed through MIPA and high level support. Integration of HIV services, there-
fore, is cost effective, sustainable, complements facility based service provision and 
contributes to “Getting to Zero”. 

MOPED1156
Integration of economic empowerment into combination 
prevention for out-of-school adolescent girls and female sex 
workers in Tanzania
T. Kipingili1, C. Casalini2, J. Ngabani2, N. Lugumira2, N. Rutabanzibwa2,  
J. Zoungrana2, E. Mlanga3, H. Ameir4, A. Komba2, C. Chipere1, T. Lennemann2 
1PACT Tanzania, Sauti Project, Dar es Salaam, Tanzania, United Republic of, 2Jhpiego 
Tanzania, Sauti Project, Dar es Salaam, Tanzania, United Republic of, 3United States 
Agency for International Development, Dar es Salaam, Tanzania, United Republic of, 
4Tanzania Commission for AIDS, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: tkipingili@pactworld.org

Background: In the USAID-funded Sauti program, out-of-school adolescent girls 
and young women (AGYW) aged 15-24 and female sex workers (FSW) are offered 
an economic strengthening savings and loans (WORTH) platform that provides a 
unique combination of curriculum-based financial literacy, community banking, 
microbusiness development and behavioral change communication, “WORTH+ 
includes biomedical services such as HIV testing and linkage to care and family 
planning (FP).
Methods: Data were collected from a representative sample of 9,034 AGYW and 
1,452 FSW in 28 wards of five regions in Tanzania selected through multi-stage 
random sampling in April 2016 using mobile data collection. Univariate analyses 
were conducted using Chi-square test.
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Results: While 56% considered FP their responsibility with no significant differ-
ence between AGYW and FSW, condom use was low (45%), and 36% of partici-
pants considered anal sex to be an acceptable FP method. Compared to AGYW, 
FSW were less literate (77% vs. 65%, p=0.001), but more likely to own a micro-
enterprise prior to joining WORTH+ (68% vs. 47%, p<0.001). FSW were also com-
mitted to higher mandatory and voluntary savings, with 40% of FSW saving >2 USD 
against 54% of AGYW saving < 1 USD per week (p<0.001). 
Irrespective of the beneficiary groups, savings amounts differed significantly by 
region of the country and marital status (p<0.001), but not by micro-enterprise 
ownership.
Conclusions: The high proportion of microenterprises already owned by the target 
populations suggest great potential for interventions that develop feasible econom-
ic alternatives to commercial or transactional sex for populations at elevated risk of 
HIV. However, AGYW and FSW differ by their baseline financial literacy, economic 
status, and ability to save, therefore economic empowerment interventions need to 
be tailored to their group-specific dynamics. 

MOPED1157
Harm reduction through Medically Assisted Therapy (MAT): 
a new paradigm to curb human immunodeficiency virus (HIV) 
transmission among people who use drugs in Malindi, Kenya
P. Ochieng1, J. Njau1, M. Kirimo2, F. Ibrahim3, R. Musyoki3, S. Abdallah4,  
F. Sulliman4 
1Malindi Sub-County Hospital, Health, Pharmacy Unit, Malindi, Kenya, 2Malindi 
Sub-County Hospital, Health, MAT Clinic, Malindi, Kenya, 3Kilifi County Government, 
Health, Kilifi, Kenya, 4United Nations Office on Drugs and Crime, Mombasa, Kenya 
Presenting author email: paul.ochieng70@gmail.com

Background: The Kenya Modes of Transmission (KMoT) 2008 study attributed 
3.8% of new adult HIV infections to injecting drug use. The positive impact of 
MAT on opioid-dependent individuals with respect to harm reduction is well docu-
mented. Various studies confirm longer retention in MAT (≥ 1 year) yields better 
treatment outcomes. As Kenya strives to curb the dual HIV and drug use epidemic 
through MAT, there is urgent need to evaluate treatment retention and establish 
risks for attrition.
Methods: A retrospective MAT record review of clients enrolled by April 2015 us-
ing longitudinal Excel-based attendance, clinical and pharmacy registers. Variables 
analyzed co-morbidities, socio-demographic characteristics, daily methadone 
pick-up and monthly treatment status. Time-points for 6, 12 and 18 months were 
September 2015, April and September 2016. All data disaggregated by age and 
gender at baseline. Treatment retention defined as being active on MAT each 
month of selected time frame, without treatment interruptions.
Results: A total 271, 145 and 138 clients regularly accessed MAT for 6, 12 and 18 
months respectively. About 95% of them injected drugs; males comprised 85%. 
91 clients (80% males) had communicable co-morbidities; with 57, 17, 13 and 23 
clients positive for HIV, Tuberculosis, Hepatitis B and Hepatitis C viruses respec-
tively (males comprising 79%, 94%, 85% and 87% respectively). The modal age 
cohort with co-morbidities was between 35 to 45 years. Median duration on MAT 
for 6, 12 and 18 months cohorts was 4.8, 9.6 and 14.2 respectively. By end of 18 
months, MAT retention rate of 37% was recorded, compared to 89% (81/91 clients, 
64 males) for co-morbid population.
Conclusions: MAT program in Malindi achieved an average of 63% retention af-
ter 12 months, surpassing the 50% average retention for developing countries 
(PubMed: 23859638). Drug use is a predisposing factor to contracting HIV and 
other sexually transmitted infections that require multidisciplinary intervention. 
Regular psychosocial support for males is paramount to improve treatment out-
comes. 

MOPED1158
Tit integration of HIV testing and prevention services among 
men who have sex with men (MSM) in the government owned 
health facilities in Western Kenya
P. Olang’o1, P. Mwimali1, R. Karuga2, M. Seii1 
1LVCT Health, Services, Kisumu, Kenya, 2LVCT Health, Services, Nairobi, Kenya 
Presenting author email: pshukuru@lvcthealth.org

Background: HIV prevalence (18.2%) and incidence (35%) among men who have 
sex with men (MSM) in Kenya are disproportionately high, compared to the rest of 
the population. Risky sexual behavior and poor health seeking among MSM (espe-
cially in government facilities) exacerbate their HIV epidemiological burden. There 
is little evidence on the feasibility of integrating MSM focused HIV prevention 
services in government health facilities. To generate this evidence, LVCT Health 

partnered with government health facilities and a regional MSM health organization 
to mobilize MSM for HIV prevention, care and treatment services.
Methods: In this implementation research, we analyzed service delivery data in 11 
government facilities in Western Kenya between November 2015 and September 
2016. We collected quantitative data to assess the integration of MSM focused 
services (testing, Sexually Transmitted Infections (STI) screening, linkage to care 
and treatment in routine health services, uptake, viral suppression and retention). 
Qualitative data on perception of services by MSM were collected through 11 
informal interviews. Data on HIV Testing Services, STI Screening and Care and 
Treatment was abstracted from service delivery records. Quantitative data was 
analyzed using descriptive methods and qualitative data was analyzed using content 
analysis method.
Results: In total, 5,290 MSM were reached with HIV prevention messages, and 
85% (n=4497) screened for STI. STI prevalence was recorded at 3% and uptake of 
STI treatment services at 100%. 5,132 were tested for HIV with a HIV positivity 
rate of 4% (n=188) recorded. 78% (n=146) were linked to care and treatment and 
94% (n=146) were initiated on ART. Retention in care was 84%; viral load uptake 
(87%) and viral suppression was achieved in 78% of MSM clients.
The consistency in the services from the static site has been a motivating factor for 
the clients to seek service for instance “…walking to a MOH facility and getting a 
friendly provider motivates you to go to the clinic…”
Conclusions: This partnership between civil society and government facilities im-
proved the HIV cascade of care - towards the 90:90:90 targets. This study pro-
vides a benchmark for the integration of MSM services in government facilities. 

MOPED1159
Exploring the psychosocial well-being of HIV-positive children 
and youths orphaned by HIV
E. Okonji1, C. Gaillard2 
1Regional Psychosocial Support Initiative (REPSSI), Research, Johannesburg, South 
Africa, 2Regional Psychosocial Support Initiative (REPSSI), APSI, Johannesburg, 
South Africa 
Presenting author email: emeka.okonji@repssi.org

Background: One major challenge in the successful implementation of retention 
and adherence intervention programmes in sub-Saharan Africa is limited interven-
tions that address the psychosocial needs of HIV positive children orphaned by 
AIDS. Few available studies have shown that children orphaned by AIDS reported 
higher depression, peer problems, PTSD, conduct problems and delinquency than 
the non-orphans or orphans due to other causes. Therefore, this study seeks to as-
sess the psychosocial changes that take place amongst adolescents living with HIV. 
The Regional Psychosocial Support Initiative (REPSSI) is an NGO that specialises 
in the provision of psychosocial support services to infants, children, and youths 
through her partners including government, and other NGOs and CBOs in 13 
Southern and Eastern African countries.
Methods: An intervention involving twenty support groups operating in Harare was 
developed using a concept of supporting grief in children and adolescents. HIV+ ad-
olescents and their caregivers played an active role in the development of the cur-
riculum intervention. This approach assures contextualization and is both innovative 
and sustainable. Baseline, and follow-up in a randomised control trial approach was 
conducted in which qualitative and quantitative data was collected from adolescents 
exposed to the curriculum and those who are not exposed. Ethical approval was ob-
tained from the Zimbabwe Research Ethics Committee.
Results: Overall, 242 children and youth in the age group 10-24 years participated 
in the baseline survey. Of which 55% of the participants are girls. Furthermore, 76% 
of participants have lost both parents, (61%) father only, and 54% mother only. Of 
those who lost father 67% reported that their father was the bread winner. More 
than half of the participants who lost either one or both parents reported that life 
was too tough, failed to sleep, and felt run down. There was no significant difference 
between type of orphan hood and the key psychosocial indicators measured, as well 
as, gender, and age.
Conclusions: Interventions addressing the psychosocial needs of HIV positive chil-
dren and youth orphaned by HIV is crucial in programming as this will improve their 
psychosocial well-being which in turn improves their adherence and retention to 
treatment, care and support. 
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MOPED1160
Viral load and treatment adherence among pediatric patients  
in Bouaké, Côte d’Ivoire
G. Ouattara1, J.E. Robinson1,2,3, S. Kouyate1,2, A. Billy1,2, S. Gloyd1,2, S.A. Granato1, 
V. Kourai1, A. Koné1,2 
1Health Alliance International, Seattle, United States, 2University of Washington, 
Department of Global Health, Seattle, United States, 3University of Washington, 
School of Social Work, Seattle, United States 
Presenting author email: gbossouna.ouattara@hai-ci.org

Background: Elimination of pediatric AIDS requires not only the elimination of 
mother-to-child transmission of HIV, but also better treatment adherence for 
HIV+ children. The WHO recommends viral load testing every six months to moni-
tor health and assess treatment adherence for children 6 months to 13 years old. 
In Côte d’Ivoire, no study has yet been conducted to describe the HIV+ pediatric 
population with relation to their viral loads, nor assessed whether viral load levels are 
correlated with reported treatment adherence. This study seeks to measure adher-
ence levels of pediatric patients with high viral loads compared to low viral loads in a 
university teaching hospital of Bouaké, Côte d’Ivoire.
Methods: This is a retrospective, descriptive study among all children (0-14 years) 
on ARV treatment for at least 6 months who received viral load analyses at the 
study site from July 2015 - December 2016. Viral load, ARV treatment, and 
pharmacy registries were cross referenced to determine viral load, reported adher-
ence (as described by parents and caregivers), and other demographic indicators. 
Descriptive and statistical analyses were done to assess correlation between report-
ed observance and viral load level, both in the aggregate and disaggregated by age.
Results: Preliminary descriptive results show that, among the 101 patient charts 
analyzed, 59% had viral loads of less than 1000 copies/ml (“low”) while 42% had 
greater than 1000 copies/ml (“high”). More younger children (0-8 years) had 
lower viral loads (62%), while older children were almost evenly split between low 
(51%) and high (49%) viral loads. Among reported adherent patients, 71% had low 
viral loads, while only 32% of non-adherent patients had low viral loads. Further 
statistical analyses are being undertaken to determine whether factors such as sex, 
further disaggregated age, or other health conditions are associated with viral load 
levels or reported adherence.
Conclusions: Though monitoring of pediatric viral loads is essential to ensuring the 
management of HIV in children, especially in resource-poor settings, challenges 
remain in adherence to and suppression of viral load. Further research should mea-
sure associated factors to adherence as well as to understand to what level viral load 
is a result of non-adherence or treatment failure. 

MOPED1161
Implementation of a health information system to improve 
uptake of early infant diagnosis in HIV-exposed infants and 
birth immunization coverage in HBV-exposed infants in 
Abidjan, Cote d’Ivoire: the DEPISTNEO project
S. Desmonde1, M. Amorissani-Folquet2,3, C. Amani-Bosse2, D. Glohi4,  
S. Lenaud2, S. Karcher5, M.-J. Lohoues-Kouacou6, A. Inwoley7, I. Ahoba4,  
V. Leroy1, DEPISTNEO Working Group 
1University of Toulouse, Inserm UMR 1027, Toulouse, France, 2PACCI Programme, 
Abidjan, Cote D’Ivoire, 3University Hospital of Cocody, Department of Pediatrics, 
Abidjan, Cote D’Ivoire, 4National AIDS&STD Control Program, Abidjan, Cote 
D’Ivoire, 5University of Bordeaux, MEREVA, Inserm UMR 1219, Bordeaux, France, 
6University Hospital of Cocody, Department of Hepatology, Abidjan, Cote D’Ivoire, 
7Center for Diagnostics and Research on HIV and Other Infectious Diseases 
(CeDReS), Abidjan, Cote D’Ivoire 
Presenting author email: sophie.desmonde@isped.u-bordeaux2.fr

Background: Early infant diagnosis (EID) coverage is insufficient in Abidjan, esti-
mated 33% in 2015, partially due to poor linkage between birth and 6-week EID. 
We implemented a novel routine screening strategy that combines rapid diagnos-
tic testing for both maternal HIV and HBV exposure in newborns at time of birth 
linked to a computer-based health information system (HIS) that tracks from birth 
HIV/HBV-exposed mother-infant pairs through the continuum of postnatal care in 
Abidjan, Côte d’Ivoire.
Methods: All mother-infant pairs who give maternal consent in the five participat-
ing maternity clinics are included. At birth, all mothers are tested and those infect-
ed who are unaware of their status are offered a second opportunity to be enrolled 
in care. All those HIV-infected receive PMTCT. Additionally, rapid HBV-testing is 
offered; HBs-Ag-exposed children receive immunization at birth. All livebirths are 
recorded in the HIS; HIV and/or HBV-exposed children are tracked through the 

continuum of care. Each step of the EID and immunization cascades (6-10-14W) 
is recorded in the HIS. Weekly reports alert social workers in case of a missed visit, 
who then contact families to re-schedule. Children are followed-up until definite 
diagnosis after breastfeeding cessation.
Results: Between August-December 2016, 3209 births were recorded. HIV 
testing coverage at time of birth was 99%: maternal prevalence of HIV was 3.7% 
(95%Confidence Interval (95%CI): 3.1-4.4). Of those HIV-infected, 56% were 
already on combined ART. Among the 111 HIV-exposed live-born infants, 63 had 
reached follow-up >6 weeks: 44% (95%CI:32-56) had a DBS for virological testing. 
After HIS alerts, 6-week virological testing coverage reached 56% (95%CI:43-
68); overall 6-week immunization coverage in HIV-exposed infants was estimated 
48% (95%CI:36-61). Acceptability of maternal HBV testing reached 95%: preva-
lence of HBV was 7.0% (95%CI: 6.1-7.9). Among the 219 HBV-exposed children, 
99% were immunized at birth. Of these children, 128 had reached a follow-up>6 
weeks: their 6-week immunization coverage was 65% (95%CI:57-73).
Conclusions: Maternal HIV and HBV rapid diagnostic testing at birth is both fea-
sible and acceptable. While immunization at 6 weeks and EID coverage remain low, 
HBV immunization coverage at birth is high. Compared to Ivorian national reports, 
the HIS improved EID uptake. 

MOPED1162
Early infant diagnosis: review of antibody test results and 
linkage loss
K. Sachdeva1, T. Mulik1, R. Sindhu1, S. Swarankar1, A. Hegde2, P. Goyal3, Y. Bansal3 
1National AIDS Control Organisation, Basic Services, Delhi, India, 2National AIDS 
Control Organisation, Basic Services, Thane, India, 3Clinton Health Access Initiative 
(CHAI), HIV, New Delhi, India 
Presenting author email: drsachdevak@gmail.com

Background: Indian Early infant Diagnosis (EID) for HIV program began in 2010. 
Under Indias’ EID algorithm infants are called for testing at 6 weeks, 6 months, 12 
months and 18 months of age, unless found positive and linked to care. Any infant 
arriving at age greater than 6 months is administered an antibody test at the sample 
collection centre, and a Dried Blood spot (DBS) sample is sent for PCR testing 
at laboratory only if antibody test is found positive. This paper seeks to quantify 
antibody negativity at different ages and linkage losses between stages of testing.
Methods: A retrospective analysis was conducted on program data comprised of 
4,294 infants presenting for testing from May 2013-October 2016 in Maharashtra. 
The following metrics were evaluated - (a) Antibody negativity at different ages and 
(b) Loss to follow up (LFU) between 1) antibody positivity and collection of DBS 
sample, 2) DBS detected and collection of confirmatory sample and 3) between 
confirmatory diagnosis and treatment linkage. Analysis was done for Financial Years 
(FY), starting with April and ending with March.
Results: Median age at first, second, third and fourth visit were 2.2, 6.9, 13 and 18.5 
months. The proportion of patients registering within ages 0-2 months increased 
from 26% in FY 14-15 to 56% in FY 15-16. 85% of antibody tests were unreactive 
for infants within ages 6-9 months. DBS sample weren’t collected for 27% of those 
detected on antibody test. 34% of those detected on DBS screening test didn’t 
return for a confirmatory test. 54% of those found detected on confirmatory test 
weren’t linked to treatment.
Conclusions: The decreasing median age at first visit indicates that the programme 
has been successful in reaching infants earlier but LFU at various stages neces-
sitates focused strategies to reduce linkage loss. Infants found negative on antibody 
are not administered a PCR test, making high antibody test negativity a concern-
ing finding due to possibility of false negativity and missing out infected infants. 
Further research in this area is required. 

MOPED1163
Analysis of HIV testing trends among HIV-exposed infants  
in Malawi using an electronic laboratory system, 2012-2016
J. Sexton1,2, D. Phiri1, G. Chipungu1, A. Kim3, R. Mwenda4, D. Singer1 
1U.S. Centers for Disease Control and Prevention, Lilongwe, Malawi, 2ASPPH/CDC 
Allan Rosenfield Global Epidemiology Fellowship, Washington, United States, 3U.S. 
Centers for Disease Control and Prevention, Atlanta, United States, 4Malawi Ministry 
of Health, Lilongwe, Malawi 
Presenting author email: kzj9@cdc.gov

Background: In 2016, 5.5% of HIV-exposed infants (HEI) aged 1-6 months were 
diagnosed with HIV infection in Malawi. Since 2011, Malawi has expanded testing 
to align with WHO guidance on testing of HEI between the ages of 4-6 weeks. 
We describe the impact of infant virologic testing (IVT) scale-up activities on the 
number of infants tested, diagnosed, and on treatment using clinical, laboratory, 
and M&E data sources.
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Methods: An analysis was performed utilizing nationally representative IVT data 
collected from 2012-2016 from 9 reference laboratories and entered into a central-
ized laboratory management system (LIMS) with nationally reported aggregated 
statistics of HEIs from Malawi Ministry of Health (MOH) Integrated HIV Program 
Quarterly Reports, 2012-2016. Using these two data sources, we reported change 
in HEI care and IVT overt time.
Results: In 2012-2016, 170,543 IVT results were entered into LIMS, including 
12,344 (7%) positive IVT from 636 health facilities in the Northern (8%), Central 
(28%), and Southern (64%) regions. The distribution of IVT by district was consis-
tent with population distribution, with most tests reported in Lilongwe (12%) and 
Blantyre (10%) Districts. According to MOH data, of the total number of infants 
born, 160,236 (7%) infants discharged alive from maternity were known to be HIV-
exposed; 148,398 (92%) of these infants received anti-retroviral (ARV) prophy-
laxis; and 114,162 (70%) were enrolled in HEI follow-up before 2 months of age. 
The data also showed an increase in total testing volume by 55% and a 53% increase 
in the number of facilities utilizing LIMS laboratories. Most notably, the number 
of HEI linked to care following a positive HIV test increased progressively from 
47% to 96%.
Conclusions: By synthesizing LIMS data on IVT with routine program monitoring 
clinical and laboratory data for HEIs, we were able to demonstrate an increase in 
number of IVT performed on HEIs, an improvement in the number of HEIs enrolled 
in follow-up care, and a sustained percentage of HEIs receiving ARVs after a posi-
tive EID test. The study also demonstrates electronic LIMS data as an important 
source of information that complements routine sources for monitoring HIV pro-
grammatic activities in Malawi. 

MOPED1164
An assessment of the effectiveness of reaching untested  
HIV-exposed infants through community-based mobile 
outreach clinics in Lesotho
K. Sindelar1, J. Joseph2 
1Clinton Health Access Initiative, Lesotho - Pediatric HIV, Maseru, Lesotho, 2Clinton 
Health Access Initiative, Applied Analytics, Denver, United States 
Presenting author email: ksindelar@clintonhealthaccess.org

Background: In 2014, only 56% of HIV-exposed infants (HEIs) in Lesotho received 
an Early Infant Diagnosis (EID) test within two months of birth. Mortality rates 
for HIV+ infants peaks between 6-8 weeks of life, and before the age of two, half 
of all untreated babies will die. Thus, detection and initiation on treatment at the 
earliest possible stage is crucial in saving these lives. An evaluation was conducted in 
Lesotho to measure the effectiveness of reaching previously untested HEIs through 
community-based mobile outreach clinics (MOCs).
Methods: From December 2015-December 2016, seven public-private MOCs op-
erated four days a week, visiting a different site once per month. The MOCs were 
located in remote areas and offered a range of clinical services with a focus on HIV 
testing for children, including collection of dried blood spots. A mobile application 
was designed for real-time data collection at point-of-care for healthcare workers to 
capture data on HEIs; including residence, gender, age, and testing history.
Results: Out of 1,336 MOCs, 164 HEIs were identified, averaging 0.12 identifica-
tions per MOC, with near equal male-to-female distribution. Overall, only 34.1% 
were known to have been previously tested (EID or rapid). There was a negative 
correlation between age and volume identified, with 32.9% of infants between 0-1 
months old, 31.7% 2-4 months old, 25% 5-11 months old, and 10.4% 12-24 months 
old. Previous testing had been conducted on infants aged 0-1 month (3.7%), 2-4 
months (42.3%), 5-11 months (58.5%) and 12-24 months (47.1%).
Conclusions: While the number of identifications per MOC was low, they were ef-
fective at finding young HEIs (< 6 weeks) and those with no known previous test-
ing. The MOCs also found a surprisingly high proportion of untested HEIs between 
12-24 months old. This suggests that in addition to the geographical barriers faced 
in remote communities, caregiver reluctance to receive facility-based testing was 
a factor in preventing HEIs from being tested until a community option was avail-
able. It is therefore recommended to increase community EID as a supplement to 
facility-based EID, with prioritization in regions with underserved communities in 
remote locations, as well as places where HIV stigma remains prevalent. 

MOPED1165
Uptake of birth testing for early infant diagnosis of HIV  
among HIV exposed infants at Livingstone Central Hospital: 
2008 to 2016
J.N. Mutanga1,2, S. Mutembo2,3, D. Sialondwe1, C. Kanene4, R. Fubisha1,  
J. Chiyonga5, C. Whalen2 
1Livingstone Central Hospital, Pediatrics and Child Health, Livingstone, Zambia, 
2University of Georgia, Epidemiology and Biostatistics, Athens, United States, 
3Ministry of Health Zambia, Clinical Care, Choma, Zambia, 4CDC, Zambia, 
Prevention, Choma, Zambia, 5Ministry of Health, Clinical Care, Choma, Zambia 
Presenting author email: jane.mutanga@gmail.com

Background: In 2014, only 37% of HIV exposed infants in Zambia had an HIV 
DNA-PCR test for HIV diagnosis within the first two months of life. Limited lab-
oratory services led to poor uptake of Early Infant Diagnosis (EID) among other 
things. The aim of our study is to evaluate the effectiveness of HIV testing at birth 
or within the first 6 weeks of life under programmatic conditions in a setting with a 
high prevalence of HIV.
Methods: Using a retrospective cohort study design, we abstracted data from in-
patient and outpatient records in the department of pediatrics. We performed de-
scriptive analysis and estimated HIV testing and positivity rates at different time 
intervals. We evaluated the proportion of infants who tested positive for HIV within 
the first 6 weeks of life. We include only the first test for each child in this analysis.
Results: We enrolled 2,452 children who tested for HIV with DNA-PCR below 2 
years of age. Of these, 850 (37%) tested within the first 2 months of life. Of those 
that tested within 2 months, 197 (23%) tested within the first 6 days of life. At least 
5% of all the tests done within the first 6 days of life confirmed HIV infection while 
5% of all tests done from 1 week to 4 weeks of age and 6% of all tests done from 5 to 
8 weeks of age confirmed HIV infection. 
Overall, 51% of those tested were female. Although infant HIV testing numbers 
did not increase substantially during this period, the proportion of mothers who 
knew their HIV status during pregnancy increased (5% in 2008 to 72% in 2015). 
Sixty five percent (65%) of infants tested within the first 6 weeks of life completed 
follow-up to at least 2 years.
Conclusions: In this cohort of HIV exposed babies, HIV testing within the first 6 
days of life had similar results with testing from 1 to 4 weeks and 5 to 8 weeks of age. 
This finding supports HIV testing for HIV-exposed infants using nucleic acid tests 
at birth and during the first 6 days of life in resource limited settings. 

MOPED1166
Viral load monitoring with SAMBA-1, a semi-quantitative 
nearly point-of-care method in Arua, a rural district in Uganda
S. Nicholas1, B. Schramm1, E. Poulet1, E. Ajule2, H. Candiru2, P. Adroa2,  
M. Gueguen3, S. Balkan3 
1Epicentre, Paris, France, 2Medecins Sans Frontieres, Arua, Uganda, 3Medecins Sans 
Frontieres, Paris, France  

Background: Point-of-care (POC) systems for viral load (VL) monitoring have 
considerable potential but evidence from ‚real-life’ use is limited. In September 
2013, Médecins sans frontières, with UNITAID funding implemented SAMBA-1, 
a semi-quantitative (1000 copies threshold) nearly point-of-care VL test system 
in the Regional Referral Hospital of Arua, a rural district, Uganda. The objective 
was to provide access to routine VL testing to approximately 7000 ART patients 
followed by Ministry of Health (MOH). We describe the VL cascade to highlight 
successes and challenges in the first 3 years of implementation.
Methods: We performed a retrospective observational cohort analysis using rou-
tine patient monitoring data. We describe the sequence of VL tests performed 
between September 2013 and November 2016 for patients followed with at least 
6 months on ART (eligible for VL), and outcomes up-to 1 year after an initial 
VL>1000 copies/ml.
Results: Over the study period, 9,305 patients were eligible for VL and coverage 
was 78.1%. Of the patients tested, 1748 (24.1%) had a VL >1000 copies/ml, and 
of these, 1221 (69.9%) received a repeat VL test. Median time to repeat VL was 6 
months (following MOH protocol), at which 457 (37.5%) suppressed, 763 (62.5%) 
remained with a VL>1000 copies/ml. Of the 763 patients with two consecutive VLs 
>1000 copies/ml, 59 (7.7%) were switched to the next ARV line. Clinical review 
was same day for 92% of tests. National VL testing protocol was incomplete for 
3265 (35.1%) eligible patients, of whom 45.3% were lost-to-follow-up, 1.5% died 
and 13.2% transferred-out by date analysis censorship.
Conclusions: POC VL testing achieved good VL-testing coverage, permitted 
same-day clinical review of results and timely follow-up. However, ensuring every 
patient gets their VL test remains a challenge in a dynamic cohort. Close program 
monitoring and support to staff is essential to identify and address gaps in the VL 
monitoring cascade. Very few treatment failures switched regimen. Key constraint 
is reluctance, by clinicians to switch patients based on semi-quantitative results and 
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by some patients even after failure confirmation. The issue could be overcome by 
improving clinicians’ knowledge on the validity of the 1000-threshold, patients’ 
education and psychosocial support. 

MOPED1167
HIV self-testing in Zambia: User ability to follow the 
manufacturer’s instructions for use
C.I. Gotsche1,2, M. Simwinga2, A. Muzumara2, K.N. Kapaku2, L. Sigande2,  
M. Neuman1, M. Taegtmeyer3, E. Corbett1, C. Johnson4, A. Schaap1,2, A. Mwinga2,  
K. Hatzold5, H. Ayles1,2 
1London School of Hygiene and Tropical Medicine, Faculty of Infectious and Tropical 
Diseases, London, United Kingdom, 2Zambart Project, University of Zambia, Lusaka, 
Zambia, 3Liverpool School of Tropical Medicine, Pembroke Place, Liverpool, United 
Kingdom, 4World Health Organisation, Geneva, Switzerland, 5Population Services 
International, Harare, Zimbabwe 
Presenting author email: caroline.gotsche1@alumni.lshtm.ac.uk

Background: HIV self-testing (HIVST) is a new approach to increase testing up-
take. Although evidence demonstrates that supervised users can accurately per-
form HIVST, the ability of unsupervised users to do so, using manufacturer’s in-
struction for use (IFU) requires further investigation. The Clinical Performance 
study (CPS) within the PSI/ UNITAID STAR Project provided participants with 
the OraQuick® HIV rapid self-test (OFT) and IFU, and asked them to perform 
the test. In the pilot phase of the CPS (June 2016), participants were provided 
IFU only. Video recording showed low levels of comprehension and poor sensitivity 
and specificity were obtained. Hence, additional step-by-step demonstrations by 
health workers were provided before the participant initiated the HIVST. This study 
investigated intended user ability to understand and follow the IFU.
Methods: Cognitive interviews were conducted with 17 purposely selected adults 
and adolescents to assess understanding of the IFU. Video recordings of 17 par-
ticipants conducting unsupervised HIVST (76.5% males, 88% rural) were analysed 
descriptively and scored using a predetermined standardised checklist.
Results: Cognitive interviewing revealed that participants struggled to open the 
test kit easily. The most difficult instructions to understand were those related to 
the collection of oral fluid by swabbing the gums. Adolescents were more likely to 
swab accurately and to rely on both images and written instruction compared to 
adults. Understanding and interpreting images and particular terms (pouch, press 
firmly e.g.) was perceived challenging.
Video analysis showed that only 8/17 participants read the IFU before the test, 
despite explicit instructions to do so. There was a significant association (p< 0.05) 
between participants who read the instructions and their ability to correctly collect 
oral fluid sample. Only 4/17 participants were able to conduct all steps correctly. 
Women were 2.5 times more likely to perform all steps of the test correctly.
Conclusions: The OraQuick® HIV rapid test, though validated under ideal condi-
tions, is shown to be challenging to use under real life conditions even after step-by-
step demonstrations. Further improvements of pictorial/written IFU and the way 
the HIVST kits are designed is required to decrease user errors and to enable people 
to follow the IFU reliably. 

MOPED1169
Clinical evaluation of a smartphone-based electronic reader  
of two dual rapid diagnostic tests for HIV and syphilis
L.-T. Allan-Blitz1,2, S.K. Vargas3, K.A. Konda3,4, S. Herbst de Cortina5,  
C.F. Caceres3, J.D. Klausner4,6 
1University of California, David Geffen School of Medicine, Los Angeles, United 
States, 2University California, South American Program in HIV Prevention Research, 
Los Angeles, United States, 3Universidad Peruana Cayetano Heredia, Unit of Health, 
Sexuality and Human Development, and Laboratory of Sexual Health, Lima, Peru, 
4University of California, Division of Infectious Diseases, Department of Medicine, 
David Geffen School of Medicine, Los Angeles, United States, 5University of 
California, Division of Infectious Diseases, Department of Medicine, Los Angeles, 
United States, 6University of California, Department of Epidemiology, Fielding School 
of Public Health, Los Angeles, United States 
Presenting author email: carlos.caceres@upch.pe

Background: Combination assays for HIV and syphilis are becoming increasingly 
available. Handheld automated readers that read and quantify lateral flow-based 
rapid tests provide a novel approach to diagnostics and a centralized data system for 
epidemiologic research.
Methods: We enrolled MSM and transgender women >18 years of age seeking 
medical services at an STD clinic in Lima between October 2016 and January 2017. 
Venous blood was tested using two rapid dual HIV and syphilis tests (SD BIOLINE 
HIV/Syphilis Duo, Hagal-dong, Republic of Korea and First Response HIV 1+2/
Syphilis Combo, Nani Daman, India). HIV infection was confirmed with 4th genera-
tion EIA tests, while syphilis infection was confirmed with RPR, TPPA, and TPHA 
titers. Clinic staff visually inspected dual-test results, after which, the dual-tests 
results were read by the Cellmic HRDR-200 automated reader (Cellmic, LLC. Los 
Angeles, USA), an opto-mechanical smartphone attachment. Automated reader 
results were compared with visual inspection results. To assess how well the auto-
mated reader results correlate with visual inspection results, we calculated negative 
and positive percent agreement, concordance, and kappa statistic.
Results: On confirmatory testing of the 172 participants, 29% were HIV-infected, 
and 50% had treponemal antibodies (71% of whom had reactive RPR titers). The 
comparison of reader results with the results of visual inspection for both rapid as-
says can be found in Table 1. 

Syphilis 
Antibody  

No. 
Positive 

Tests

No. 
Negative 

Tests

% Positive 
Agreement 

(95% CI)

% Negative 
Agreement 

(95% CI)
Concor-
dance

Kappa 
Statistic

First 
Response Reader 57 100 98.3 

(90.6 - 100)
98.0 

(93.0 - 100)
0.98 

(0.95 - 1.00)
0.96 

(0.91 - 1.00)

 Operator 58 99 96.6 
(88.1 - 99.6)

99.0 
(94.5 - 100)   

SD 
BIOLINE Reader 56 101 98.2 

(90.5 - 100)
98.0 

(93.02 - 99.8)
0.98 

(0.95 - 1.00)
0.96 

(0.91 - 1.00)

 Operator 57 100 96.5 
(87.9 - 99.6)

99.0 
(94.6 - 100)   

HIV 
Antibody  

No. 
Positive 

Tests

No. 
Negative 

Tests

% Positive 
Agreement 
(95% CI)

% Negative 
Agreement 
(95% CI)

Concor-
dance

Kappa 
Statistic

First 
Response Reader 47 110 97.9 

(88.7 - 100)
97.3 

(92.2 - 99.4)
0.98 

(0.94 - 0.99)
0.94 

(0.88 - 1.00)

 Operator 49 108 93.9 
(83.1 - 98.7)

99.1 
(95.0 - 100)   

SD 
BIOLINE Reader 50 107 98.0 

(89.4 - 100)
100 

(96.6 - 100)
0.99 

(0.97 - 1.00)
0.99 

(0.96 - 1.00)

 Operator 49 108 100 
(92.8 - 100)

99.1 
(95.0 - 100)   

[Table 1]

Conclusions: Our results show that the performance of the automated reader cor-
related well with visual inspection. Given that high correlation, further implementa-
tion of the automated reader is warranted to investigate its utility in areas without 
technicians trained in visual inspection of rapid tests, as well as for the purposes of 
epidemiologic monitoring and surveillance. 
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MOPED1170
Performance of the point of care Cepheid GeneXpert HIV  
qual for early infant diagnosis: field experience in Kenya
V. Sarah Opollo1, A. Nikuze2, E. Anyango3, F. Humwa3, B. Oyaro3, S. Wanjala4,  
W. Omwoyo5, M. Majiwa3, D. Maman6 
1Kenya Medical Research Institute/Centres for Disease Control, HIV Research, 
Kisumu, Kenya, 2Medecins Sans Frontieres, HIV Research, Kisumu, Kenya, 3KEMRI/
CDC, HIV Research, Kisumu, Kenya, 4MSF-Epicentre, Nairobi, Kenya, 5Ministry of 
Health, Government, Kisumu, Kenya, 6MSF-Epicentre, HIV Research, Cape Town, 
South Africa 
Presenting author email: david.maman@epicentre.msf.org

Background: Access to testing services at the patient clinic can reduce loss to 
follow-up and result turn-around times hence minimizing barriers to early linkage 
to care and treatment among HIV infected children. Currently samples for HIV 
diagnosis are sent to centralized testing facilities which are located only at specific 
regions in Kenya. However, there are Point of Care (POC) early infant diagnosis 
(EID) technologies elsewhere, but none has been evaluated in Kenya despite the ur-
gent need for data to inform policy formulation regarding EID. The Cepheid Xpert 
technology for POC EID, offers a great opportunity to minimize the HIV associ-
ated high morbidity and mortality rates through decentralization of early HIV test-
ing. This technology also allows for same-day results thus facilitating prompt linkage 
to care. We evaluated the GeneXpert HIV Qual EID POC in Homabay County, 
Kenya against the standard of care platform, Roche CAP/CTM HIV-1 qualitative 
PCR, using dried blood spots (DBS).
Methods: Between January - July 2016, DBS samples were collected from HIV 
exposed children < 18 months of age enrolled in a cross-sectional study. Samples 
were collected by qualified nurse counselors, and were tested by trained technicians 
using field based GeneXpert and conventional laboratory based Roche CAP/CTM 
HIV-1 qualitative PCR. Sensitivity and specificity were determined.
Results: 3814 mother/baby pairs were included in the study, out of which 968 ba-
bies were HIV exposed as per the mothers’ HIV status. A total of 34 (3.5%) children 
were concordantly positive using both platforms. GeneXpert yielded a sensitivity of 
97.1% and specificity of 100% with an overall error rate of 0.9%. The PPV and NPV 
were 100% and 99.9% respectively.
Conclusions: Our findings show that the POC GeneXpert performs comparable 
to the conventional CAP/CTM using DBS, suggesting that this technology may 
be adopted in the laboratory near POC and used in quick diagnosis of HIV and its 
result used to inform linkage to care of children who are found to be HIV exposed at 
the same time supplementing the progress of EID in the region. 

MOPED1171
Early infant diagnosis at integrated HIV program in Myanmar:  
is it early enough?
S. Thiha1, H.D. Shewade2, S. Philip3, T.K. Aung1, N.T.T. Kyaw4, M.M. Oo4,  
K.W.Y. Kyaw4, M.W. Wah5, H.N. Oo6 
1International Union against Tuberculosis and Lung Disease (The Union), HIV Unit, 
Mandalay, Myanmar, 2International Union against Tuberculosis and Lung Disease 
(The Union), Department of Operational Research, New Delhi, India, 3Goverment T. 
D. Medical College, Alappuzha, Department of Community Medicine, Kerala, India, 
4International Union against Tuberculosis and Lung Disease (The Union), Department 
of Operational Research, Mandalay, Myanmar, 5Public Health Laboratory, 
Department of Medical Services, Ministry of Health and Sports, Mandalay, Myanmar, 
6National AIDS Program, Department of Public Health, Ministry of Health and 
Sports, Nay Pyi Taw, Myanmar 
Presenting author email: drsoethiha.sgg@gmail.com

Background: World Health Organization recommended Early Infant Diagnosis 
(EID) using polymerase chain reaction (PCR) technology since 2010. Integrated 
HIV care program in Myanmar implemented EID of HIV exposed babies in March 
2012 across its 10 antiretroviral therapy (ART) centers. Blood samples from the 
ART centers were sent using public transport to a centralized PCR facility at pub-
lic health laboratory (PHL), Mandalay. We aimed to determine the uptake of EID 
services, turnaround time (TAT) to result receipt by mother from sample collection 
and factors associated with delayed (≥8 weeks of age)/no EID uptake and long TAT 
(≥7 weeks)/non-receipt of result by mother among HIV exposed babies < 9 months 
at enrollment between 2013 and 2015.
Methods: Retrospective cohort study involving record review.
Results: Of 1349 babies, uptake of EID (< 8 weeks) was 47% (633/1349), sam-
ple collection was delayed (≥8 weeks) in 27% (367/1349) and not done in 26% 
(349/1349) babies. Among 1000 babies’ sample collected, long TAT or non-re-
ceipt of results by mother was seen in 680 (68%). After adjusting for confounders, 
mothers neither on ART or PMTCT before pregnancy when compared to mothers 
on ART before pregnancy [aRR (0.95 CI): 1.8 (1.5, 2.2)] and distance of ART cen-
ter from PCR facility ≥128 km when compared to 

< 128 km [RR (0.95 CI): 2.2 (1.8, 2.7)] were risk factors for delayed or no sample 
collection. Babies with mother’s CD4 count of 100-350 cells/mm3 at enrollment 
[aRR (0.95 CI): 0.8 (0.7, 0.9)] had 20% lower risk of long TAT or non-receipt of 
results when compared to ≥350 cells/mm3. Distance between ART centers and 
PHL ≥105 km [aRR (0.95 CI): 1.2 (1.1, 1.4)], when compared to < 105 km, had 20% 
higher risk of long TAT or non-receipt of results, respectively.
Conclusions: Uptake of EID was low and turnaround times were prolonged. This 
study supports the implementation of universal ‚test and treat’ recommendation 
among people living with HIV at field level in Myanmar which has the potential to 
improve the uptake of EID. Innovative interventions like point of care EID testing 
and/or systematic use of mobile technology to communicate results are urgently 
needed. 

MOPED1172
Point-of-care HIV viral load testing: suitable performance  
with AlereTMq 50µl plasma cartridge
L. Hans1,2, N. Ndungane1, A. Mayne3, S. Carmona1,2 
1National Health Laboratory Services, Johannesburg, South Africa, 2University of the 
Witwatersrand, Department of Molecular Medicine and Haematology, Johannesburg, 
South Africa, 3University of South Africa, Department of Life Sciences, Pretoria, 
South Africa 
Presenting author email: lucia.hans@nhls.ac.za

Background: Universal HIV viral load (HIVVL) scale-up is urgently needed if the 
90-90-90 target of 90% viral load suppression is to be reached by 2020. HIVVL 
testing in Southern Africa is provided by central laboratories, with some areas still 
recurring improved coverage. Point-of-care (POC) assays can assist in increasing 
access to HIVVL in remote locations. Plasma remains the gold standard sample 
type for HIVVL, but centrifugation for sample separation remains a challenge in 
facilities. We evaluated the performance of the new Alere q 50ul plasma cartridge 
against the Roche (CAPCTM) HIV-1 V.2 assay using standard and alternative 
methods of plasma separation.
Methods: Parallel testing of routine 147 samples was performed between AlereTMq 
and Roche assay (1000µL input volume). Viral load >1000 cp was considered 
virological failure. The lower limit of detection (LLOD) of the assay was determined 
by probit analysis of 30 repeats at 5 concentrations. Fifty samples were tested 
using three methods of plasma separation viz.: standard centrifugation, 1 hour of 
standing (leucodepletion) and 1 minute of microspinning.
Results: The AlereTMq assay had a sensitivity of 98.1% and specificity of 96.8%. 
The LLOD was 734 copies/mL. 95% confidence intervals (CI) at mean ± 1.96SD 
were set for the Bland-Altman graph and linear regressions were performed (Figure 
1); 6 of the 147 sample values (4,8%) lay outside the CIs. Regression model fit 
is as follows: CAPCTM / Alere standard centrifugation (R2= 0.95), CAPCTM / 
Alere leucodepletion (R2=0.83) and CAPCTM / Alere microspin (R2=0.91), Alere 
leucodepletion / Alere centrifugation (R2 =0.83) and Alere microspin / Alere 
centrifugation (R2=0.91). 

[Figure 1. The Bland-Altman and linear regression graphs for Alere™q assay using one 
minute of microspinning for plasma separation.]

Conclusions: The 50µL Alere cartridge with its adequate LLOD and comparable 
performance to the reference, with no compromise in sensitivity or sensitivity fa-
vours POC testing. Plasma separation can be simplified to suit POC HIVVL as a 
short microspin appears sufficient to remove leucocytes. 
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MOPED1173
HIV rapid test external quality assessment: Brazil ś experience
P.C. Gaspar1, A. Bigolin2, H.M. Machado2, A.F. Pires1,3, M. Franchini1,  
A.S. Benzaken1, M.L. Bazzo2 
1Department of Surveillance, Prevention and Control of Sexually Transmitted 
Infections, HIV/AIDS and Viral Hepatitis / Ministry of Health, Brasília, Brazil, 
2Federal University of Santa Catarina, Florianópolis, Brazil, 3Postgraduate Program in 
Collective Health of University of Brasília, Brasília, Brazil 
Presenting author email: ana.pires@aids.gov.br

Background: Policies promoting access to HIV diagnosis have led to the widespread 
use of rapid tests (RT) in health facilities of different complexities throughout 
Brazil. To monitor the quality of the testing procedures, the Ministry of Health 
introduced the National Program of External Quality Assessment for RT (EQA-
RT). This involves healthcare professionals registering on an online platform to re-
ceive a panel with four dried tube specimens with unknown reactivity for HIV. The 
respondents should test the samples as if it they were from their own patients and 
follow the algorithms recommended by Ministerial Directive of HIV diagnoses. The 
results are then submitted online for subsequent analysis.
Methods: We analyzed reports from eight EQA-RT rounds conducted in 2014-
2016. The quality of the professionals´ performance was assessed by examining the 
degree of concordance between the results from the panel samples that were ex-
pected and those actually reported, and the agreement of their conduct with the 
Brazilian guidelines. Certificate of approval is issued in the event of 70% accuracy. 
Any professional receiving less than 70% approval rating is sent a report suggesting 
possible causes and solutions for issues that might have been responsible to prevent 
the quality of testing.
Results: The average number of participants per round was 843 (545 in 2014, 909 
in 2015 and 1,075 in 2016) distributed in 347 mainly primary healthcare units. It 
was interesting to note that many higher complexity services, despite registering in 
the program, failed to report the results (e.g. a 55% abstention rate in one of the 
rounds). Regarding the performance on EQA-RT, an average of 94% of respon-
dents was approved per round, with 61% achieving 100% accuracy. The most com-
mon failures identified so far have been the lack of knowledge of Brazilian guideline 
with erroneous algorithms executionfor HIV diagnosis.
Conclusions: The majority of healthcare professionals currently participating in 
Brazil ś EQA-RT program are maintaining a high level of RT quality. While the num-
ber of participants doubled in 2014-2016, there is still a need for education work 
to encourage more adherence to the Program aimed at ensuring the reliability and 
credibility of the TR results. 

MOPED1174
Dried blood spots for viral load: evaluating the use of DBS  
in order to increase access to viral load monitoring
E. Auma 
Kemri/CDC, HIV Research Laboratory, Kisumu, Kenya 
Presenting author email: aumaerick@gmail.com

Background: Access to viral load based on HIV RNA level quantification in plasma 
remains limited in resource-constrained settings. Measurement of HIV viral load 
using DBS could facilitate the expansion of treatment monitoring to support viral 
load suppression in these settings. We assessed the performance of a newly modi-
fied RNA elution protocol (FVE) for DBS compared to the predicate testing with 
plasma on the COBAS® AmpliPrep/ COBAS® TaqMan® HIV-1 v2.0 Test.
Methods: 435 parallel EDTA plasma and whole blood (DBS) samples were collect-
ed from adult patients referred for routine viral load monitoring at the Charlotte 
Maxeke Johannesburg Academic Hospital (n=281) and KEMRI/CDC Kisumu, 
Kenya (n=154). DBS were processed using the modified FVE protocol that required 
elusion of DBS in 1X phosphate buffered saline; both plasma and DBS were tested 
on the COBAS® AmpliPrep/ COBAS® TaqMan® HIV-1 v2.0 Test and the results.
Results: Plasma VL ranged from < 20 copies/mL to >100,000 copies/mL. Of the 
155 plasma >= 1000 copies/mL, 128 DBS were also >= 1000 copies/mL for a sensi-
tivity of 82.6%. Of the 228 plasma < 1000 copies/mL, 224 DBS were also < 1000 
copies/mL for a specificity of 98.2%. There was strong correlation between DBS 
and plasma across all stratifications (concordance = 0.92). There were no statistical 
differences between DBS and plasma VL up through 42 days after collection when 
using a 1000 copy/mL threshold.
Conclusions: DBS can be used for monitoring viral load up to 42 days after collec-
tion and should be considered for increasing access of viral load monitoring resource 
limited settings. 

MOPED1175
Marker-assisted HIV-1 viral load pooling deconvolution  
improves monitoring capacity
T. Liu1, J. Hogan1,2, M. Daniels3, M. Coetzer1, Y. Xu1, G. Bove1, A. Delong1,  
M. Orido2, L. Diero2,4, R. Kantor1 
1Brown University, Providence, United States, 2Academic Model Providing Access to 
Healthcare, Eldoret, Kenya, 3University of Texas at Austin, Austin, United States, 4Moi 
University, Eldoret, Kenya 
Presenting author email: tliu@stat.brown.edu

Background: The World Health Organization (WHO) recommends global routine 
viral load (VL) testing for antiretroviral therapy monitoring. VL testing in many 
resource-limited settings (RLS) is constrained by cost and technology. To increase 
VL monitoring capacity, we hypothesized that VL pooling, which reduces VL as-
says needed, can be further improved by incorporating in its deconvolution process 
information from low-cost, routinely-collected clinical markers (RCMs; e.g. CD4 
count).
Methods: We developed mMPA (marker-assisted mini-pooling with algorithm), a 
new VL pooling deconvolution strategy that utilizes available RCMs to determine 
an efficient order of sequential individual VL testing in positive pools, and dictates 
when the sequential testing can be stopped. Using data from 918 study participants 
at the Academic Model Providing Access to Healthcare (AMPATH) in Eldoret, 
Kenya, we simulated our method’s implementation; evaluated the impact of pool 
size, prevalence of virological failure, VL measurement error and assay detection 
cutoffs; and compared our method with individual VL testing and existing pooling 
deconvolution algorithms.
Results: Using a pool size of 5 and incorporating CD4 count as a RCM to assist 
deconvolution, mMPA can significantly reduce the number of VL assays by 52% 
(Confidence Interval (CI)=48-57%) compared with individual testing, and by 19% 
(CI=14-22%) compared with existing VL pooling algorithms. Incorporating addi-
tional RCMs in addition to or instead of CD4 (e.g. time on therapy, WHO staging) 
in mMPA can further reduce the number of assays needed. mMPA also improves 
sensitivity (82% vs 74%), negative predictive value (97% vs 95%), and positive pre-
dictive value (98% vs 96%) over an existing pooling algorithm, with a comparable 
high specificity (>99%). mMPA depends on the pool size, virological failure preva-
lence, and RCMs used for deconvolution, but is relatively insensitive to the impact 
of assay detection cutoffs and assay measurement errors.
Conclusions: mMPA can substantially increase the capacity of VL monitoring. By 
using information from RCMs, mMPA can deconvolute pools more rapidly and with 
higher diagnostic accuracy than existing methods, resulting in less VL tests needed. 
Particularly relevant for RLS, mMPA has potential to provide comprehensive VL 
monitoring to more HIV-infected people receiving treatment. 

MOPED1176
Effect of routine viral load testing on turnaround time 
and availability of results among target patients receiving 
antiretroviral therapy in Kenya
P.K. Mwaura1, S. Nakitare1, A. Agweyu2, C. Njigua1, K. Owuor3 
1Christian Health Association of Kenya, Health Services, Nairobi, Kenya, 2Health 
Strat, Health Services, Nairobi, Kenya, 3Kenya Medical Research Institute, Monitoring 
and Evaluation, Nairobi, Kenya 
Presenting author email: pkmwaura@gmail.com

Background: The Kenya national guidelines on viral load (VL) monitoring changed 
from targeted to routine testing in June 2014. While scaling-up VL testing may 
improve the standard of monitoring for all patients on antiretroviral therapy, these 
new guidelines may shift focus away from target populations. This study aimed to 
determine the effect of the new guidelines before and after implementation on 
turn-around time and availability of results.
Methods: We conducted a retrospective cohort study of routine program data from 
42 health facilities under the Christian Health Association of Kenya HIV program 
and the National AIDS and STI Control Program (NASCOP) website database. 
Target patient populations comprised of pregnant women, children, confirmatory 
and drug-switch patients. 
We compared the time period prior to (January to June 2014) and after (January 
to June 2015) implementation of the new Kenya national guidelines. Median turn-
around time (TAT) from the time of sample collection to dispatch of results periods 
was calculated.
Results: VL results were available for 5115 patients over the routine period, com-
pared to 971 during the targeted period. Approximately half of the confirmatory VL 
results (154/286) were available during the targeted period compared to 47/505 
(9.3%), p< 0.001 during the routine period. Single drug substitutions in the tar-
geted period had 101/971 (10.4%) VL results and pregnant women 64/672(9.5%) 
results available versus 294/5115 (5.7%) and 158/3532 (4.8%), p<0.0001 in the 
routine period respectively. 



ABSTRACT BOOK • www.iAS2017.ORg 180

Monday
24 July
Poster

Exhibition

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July

181

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

180

Overall, median TAT was 13 days in the targeted period, increasing to 32 days 
(p<0.001) for the routine period. TAT for venous dry blood spot samples increased 
by 3 days compared to 31 days for frozen plasma.
Conclusions: Introduction of routine viral loads increased available VL results 
for patients on ART but reduced the proportion available to priority patients and 
prolonged their TAT. The effect of the new guidelines on TAT was more pronounced 
for frozen plasma than venous dry blood spot samples. Careful planning is essential 
prior to VL scale-up to minimize negative effects on target patient populations. 

MOPED1177
Evaluation of routine viral load monitoring during pregnancy  
at antenatal clinics in South Africa
M. Lesosky1, N.-Y. Hsiao2,3, E. Mukonda1, T. Glass1, L. Myer4,5 
1University of Cape Town, Division of Epidemiology & Biostatistics, Cape Town, South 
Africa, 2National Health Laboratory Services, Cape Town, South Africa, 3University 
of Cape Town, Division of Medical Virology, Cape Town, South Africa, 4University of 
Cape Town, Division of Epidemiology & Biostatistics, School of Public Health & Family 
Medicine, Cape Town, South Africa, 5University of Cape Town, Centre for Infectious 
Disease Epidemiology & Research, Cape Town, South Africa  

Background: Global targets for antiretroviral therapy (ART) programmes call for 
≥ 90% of patients on ART with VL < 1000cps/mL. However there are few insights 
into progress towards this goal among pregnant women despite the importance of 
viral control for PMTCT and maternal health. We examined levels of VL < 1000cps/
mL among pregnant women on ART attending public sector antenatal clinics 
(ANC) in the Western Cape province of South Africa.
Methods: Routinely collected public sector VL monitoring data from the South 
African National Health Laboratory Service were examined from 8 primary care 
ANC clinics from 2009-2015. In this setting VL monitoring is routinely conducted 
in women at their first ANC visit (for women on ART prior to pregnancy) or 12-16 
weeks after ART initiation (for women initiating during pregnancy). Analyses exam-
ined time trends in the proportion of women with VL< 1000cps/mL by patient age 
and ART status (initiation prior to versus during pregnancy).
Results: Among 6017 women (7529 VL tests) the median (IQR) age was 30 (26-
34) years. The proportion of women initiating ART prior to pregnancy increased 
from 11% in 2009-2010 to 42% in 2014-2015. The number of VL tests/month in-
creased from < 100 in 2009 to >300 in 2015. After excluding repeat tests, the 
aggregate rate of VL< 1000cps/mL was 84.7%, and was slightly lower in women 
initiating ART in pregnancy (83.3%) versus women initiating prior to pregnancy 
(86.2%). For both ART status groups, younger women had significantly lower levels 
of VL < 1000cps/mL (Figure; p< 0.001).
Conclusions: Against a background of rapid scale-up of VL monitoring during preg-
nancy in this setting, levels of viral control in pregnant women appear below global 
targets, raising concerns for MTCT and maternal health. In particular, young women 
initiating ART in pregnancy are at persistently increased risk for elevated VL and 
may require special programmatic consideration. 

[Figure 1]

MOPED1178
Progress towards achievement of the UNAIDS 3rd 90 in 
Zimbabwe: capacity and functionality of viral load monitoring  
in 22 districts
T. Maphosa1, K. Webb1, V. Chitiyo1, S. Page1, J. Murungu2, B. Engelsmann1,  
P. Nesara1, D. Patel1 
1Organisation for Public Health Interventions and Development, Harare, Zimbabwe, 
2Ministry of Health and Child Care, AIDS and TB Program, Harare, Zimbabwe 
Presenting author email: tmaphosa@ophid.co.zw

Background: Zimbabwe is one of the 22 high burden countries that adopted the 
UNAIDS targets, and launched a viral laod (VL) scale up plan in 2015. The plan 
provides a road map to scale up VL monitoring from 3% in 2015 to 70% by the end 
of 2017 and 90% by 2018. To aid the Ministry of Health and Child Care in its ef-
forts, the Organization of Public Health Interventions and Development (OPHID) 
conducted an assessment establishing existing capacity and functionality of VL 
monitoring in Zimbabwe.
Methods: In May 2016 data on the current availability of VL monitoring, function-
ality of equipment human resource capacity and existing bottlenecks was collected 
in 22 purposively sampled districts. Stata V12 was used to conduct the descriptive 
analysis.
Results: At time of survey, 50% (11/22) of districts were not collecting samples for 
VL monitoring. High variability across districts was observed in VL sample trans-
portation and result notification systems, mostly being partner dependent. None 
of the districts implementing VL had standard operating procedures on who can 
interpret VL results and initiate switch to second line regimens. Less than 5% of 
the health workers in post were trained in VL sample collection and result interpre-
tation. No district indicated health care workers are “confident at interpretation 
of VL results”. Only 18% (4/22) districts and 33% (1/3) of the labs surveyed were 
aware of their annual viral load target.
Conclusions: Our assessment revealed limited availability and capacity to conduct 
VL monitoring in 22 districts serving 367,399 people on ART. There is an urgent 
need to support MOHCC to make VL testing available, accessible and affordable 
for PLHIV on ART to reach the 3rd 90 in Zimbabwe. Standardization of VL sample 
transportation must be prioritized. We recommend viral load machine capacity 
utilization analysis be conducted to improve optimization. Improved communica-
tion of national policies and targets to provincial, district and site level is needed 
to achieve VL scale up. Expansion of VL monitoring and capacity building health 
workers should be simultaneously. 

MOPED1179
Performance characteristics of a new commercial assay  
for HCV RNA viral load quantification in plasma: preliminary 
results in Cambodia
J. Nouhin1, S. Prak1, S. Heng2, A. Kerleguer2, F. Rouet1 
1Pasteur Institute in Cambodia, HIV/Hepatitis Unit, Phnom Penh, Cambodia, 2Pasteur 
Institute in Cambodia, Clinical Biology Laboratory, Phnom Penh, Cambodia 
Presenting author email: njanin@pasteur-kh.org

Background: Since 2016, direct-acting antivirals (DAA)-based treatments for 
hepatitis C are available in Cambodia. Therefore, there is an urgent need for low-
cost hepatitis C virus (HCV) RNA viral load (VL) assays for identifying subjects 
with active HCV infection and for monitoring of treatment efficacy. Here we re-
port the performance in Cambodia of the OMUNIS PUMA HCV kit (Omunis, 
Clapiers, France), a new commercial HCV RNA VL test using an open real-time 
PCR machine, on plasma harboring mainly HCV genotype 6.
Methods: The evaluation was conducted on 101 plasma specimens collected and 
stored at -80°C between 2015 and 2016 at Pasteur Institute in Cambodia. After 
a manual Qiagen extraction (QIAamp Viral RNA Mini kit) with 140 ml of plasma, 
the real-time OMUNIS HCV RNA PCR amplification was done by targeting the 
5’ UTR region of the HCV genome. The lower limit of quantification of the test 
was 70 IU/mL. Results of the OMUNIS test were compared with those obtained 
using the fully automated closed Roche platform (Roche Cobas AmpliPrep/Cobas 
TaqMan HCV Test, v2.0) used as gold standard. HCV genotyping was performed 
from the same Qiagen extracts in the NS5B region for samples with detectable 
HCV RNA VL.
Results: All 76 (100%) plasma samples that had detectable HCV RNA VL with the 
Roche TaqMan HCV kit showed detectable VL results with the Omunis PUMA 
HCV assay. Results were highly correlated (correlation coefficient R = 0.87) be-
tween the two techniques, with a median difference of -0.4 log IU/mL. HCV geno-
type distribution was as follows: genotype 6 (55%, mostly subtype 6e), genotype 
1b (31%), genotype 2a (12%), and genotype 1a (2%). Of 25 plasma samples that 
were undetectable with the Roche test, 25 (100%) were also undetectable with the 
OMUNIS assay.
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Conclusions: This new low-cost (around 25-30 USD per test) HCV RNA assay 
should be further evaluated/used in resource-limited countries where the prohibi-
tive cost for HCV RNA VL measurement is currently a barrier for monitoring vire-
mic HCV-infected patients treated with DAA. 

MOPED1180
Plasma IP-10 levels as a surrogate of virological failure in treated 
HIV-patients
L. Pastor1,2,3, A. Casellas1, M. Rupérez1,4, J. Carrillo1,2, L. Luis4, E. Macete4,  
R. Paredes2,5,6, J. Blanco2,3,5, D. Naniche1 
1ISGlobal, Barcelona Centre for International Health Research (CRESIB), Hospital 
Clínic-Universitat de Barcelona, Barcelona, Spain, 2AIDS Research Institute-IrsiCaixa, 
Hospital Germans Trias i Pujol, Badalona, Spain, 3Institut Germans Trias i Pujol 
(IGTP), Hospital Germans Trias i Pujol, Universitat Autonoma de Barcelona, Badalona, 
Spain, 4Centro de Investigação em Saúde da Manhiça (CISM), Maputo, Mozambique, 
5Universitat de Vic - Universitat Central de Catalunya, Barcelona, Spain, 6Llu, 
Badalona, Spain 
Presenting author email: lucia.pastor@isglobal.org

Background: As anti-retroviral treatment (ART) coverage continues to increase, 
achieving effective first-line ART monitoring is a key determinant to optimize HIV 
management, reduce further transmissions and achieve the global target of 90% vi-
ral suppression. The gold standard for detecting virological failure is plasma viral load 
(VL) determination; however its availability is very limited in low-income countries. 
We hypothesized that because of its association with VL, IP-10 levels could be a 
surrogate marker of potential virological failure in ART-treated individuals, repre-
senting an affordable tool in low-income countries.
Methods: HIV-1-infected adults on first-line ART for at least 1 year attending 
routine visits in the Manhiça District Hospital, Mozambique, were evaluated for 
virological failure in a cross-sectional study conducted in 2013. Plasma levels of 
IP-10 were quantified by ELISA. From the total sample, 80% was used for model 
construction and 20% for validation. Logistic regression with penalized likelihood 
was used to build a prediction model able to identify the cases, defined as individu-
als with VL>150 copies/mL. Receiver operating curves (ROC) from univariate and 
adjusted-multivariate models were compared for the best prediction.
Results: From the 319 ART-treated individuals analysed, 106 had detectable VL 
(33%) of which 81 (76%) had VL>1000copies/mL. Mean age was 41 years, 70% 
were females, median CD4 T-cell count was 441 (IQR 273-614) and median time 
on ART was 3.2 years (IQR 2.0-5.2). IP-10 levels were significantly different 
among patients with detectable (104.4pg/mL) and undetectable VL (39.2pg/mL)
[d2] (U-test p< 0.0001). IP-10 levels demonstrated high accuracy for discrimina-
tion of cases in both the univariate and the multivariate model adjusted by CD4 
T-cell count and days on ART (AUC>0.80). Both models showed substantial agree-
ment of classification (kappa=0.68) so for practical use the univariate IP-10 model 
was considered. A cut-off value of IP-10≥43.6pg/mL provided the best classifica-
tion performance, showing a sensitivity of 91.0% (95%CI 83.1-96.0) and speci-
ficity of 56.0% (95%CI 48.1-63.7) for detection of virological failure, which was 
confirmed in the validation set.
Conclusions: IP-10 is an affordable and easily quantifiable biomarker that can be 
used to pre-screen individuals on ART for treatment failure, reducing the number 
of VL determinations required to monitor ART in low-income countries. 

MOPED1181
HIV viral load monitoring in four West and Central African 
countries: how is virological failure managed by caregivers in  
the OPP-ERA project ?
G. Breton1, J. Ndawinz1, P. Nimbona2, O. Sylla3, J.-J. Akamba4, M. Mbangue5,  
S. Doukou6, A. Minga7, H. Guidigbi8, E. Nerrienet9, M.S. Diallo10, M. Cisse10,  
A. Jousset1, C. Rouzioux11 
1SOLTHIS, Bagnolet, France, 2ANSS, Bujumbura, Burundi, 3Sidaction, Paris, France, 
4Expertise France, Yaoundé, Cameroon, 5Laquintinie Hospital Laboratory, Douala, 
Cameroon, 6Expertise France, Abidjan, Cote D’Ivoire, 7CNLS, Abidjan, Cote D’Ivoire, 
8SOLTHIS, Conakry, Guinea, 9Expertise France, Paris, France, 10CTA Donka, Conakry, 
Guinea, 11A 7327 Paris Descartes University, Virology, APHP, Necker Hospital, Paris, 
France 
Presenting author email: jacques.ndawinz@solthis.org

Background: Since 2013, WHO recommends HIV viral load testing (VLT) as 
the preferred marker to monitor efficacy of antiretroviral therapy (ART). WHO 
recommendations include that patients with VL above 1000 copies/mL should 
be counselled to reinforce ART adherence and VL be retested after 3/6 months. 
Patients with a second VL remaining above 1000 copies/mL need a switch to a sec-
ond line of ART. The OPP-ERA project supported the increased access of VLT 

in four West and Central African countries (Burundi, Cameroun, Guinea, Ivory 
Coast) with the aim to implement VLT and apply WHO VL guidelines for patient 
follow up, including for those with virological failure.
Methods: Patients data from 6 OPP-ERA laboratories, from August 2014 to 
March 2016 were analyzed using Stata 11.1. Chi square test were used for group 
comparison.
Results: A total of 31,286 patients have benefited from at least one VLT after a 
median ART duration time of 4 years (2-7). Most of them (89.7%) were on first 
line ART. For 6687 patients (21%), the first VL was >1000 cp/mL (that means viro-
logical success at 79%). Among them, 695 (10,4%) benefited from a second VLT; 
1.1%, 2.9% and 6.4% had a second VLT < 3 months, 3 to 6 months and >6 months 
respectively. Among 620 (9.3%) patients (range 0 to 49% between health facili-
ties, p<0,001) who have benefited from a second VLT more than 3 months after 
the initial VLT, virological failure was confirmed in 45% of cases (range 22% to 67% 
between health facilities, p< 0,001).
Conclusions: Despite good results of 79% virological success within the OPP-ERA 
project, management of patients with virological failure by caregivers remains chal-
lenging. Despite disparity between facilities., less than 1/10 of patients with virologi-
cal failure has benefited from a VL control according to WHO recommendation. 
Furthermore, our data suggest that with the implementation of VLT and proper ap-
propriation by caregivers, a high number of patients requiring a second line ART is 
likely to be identified. Therefore strengthening of caregivers skills is recommended 
for VL scale up, better HIV care management and adequate planning of second 
line ART needs. 

MOPED1182
Time to achieve viral load undetectability in ART  
patients living in four West and Central African countries  
(the OPP-ERA project)
J. Ndawinz1, G. Breton1, O. Sylla2, P. Nimbona3, J.-J. Akamba4, L. Deweerdt5,  
S. Doukou6, E.M. Messou6, P. Diallo7, L. Koivogui7, A. Jousset1, C. Rouzioux8,9 
1SOLTHIS, Bagnolet, France, 2Sidaction, Paris, France, 3ANS, Bujumbura, Burundi, 
4Expertise France, Paris, France, 5CPCAG, Garoua, Cameroon, 6Expertise France, 
Abidjan, Cote D’Ivoire, 7LNSP, Conakry, Guinea, 8Hôpital Necker, Paris, France, 
9Université Paris Descartes, EA 7327, Paris, France 
Presenting author email: jacques.ndawinz@solthis.org

Background: Shortening the time to viral load (VL) undetectable threshold at 
1000 copies/ml has positive implications in decreasing the risk of HIV morbidity, 
mortality and transmission. The aim of this study is to estimate the probability to 
achieve VL undetectability among ART patients who had first detectable VL at en-
rollment, within the OPP-ERA project.
Methods: Data of antiretroviral treatment (ART) patients collected during the first 
20 months in six OPP (open polyvalent platforms) laboratories located in Guinea, 
Cameroon, Burundi and Ivory Coast were examined. The analysis were restricted 
to patients with first VL measurement detectable at enrollment in OPP-ERA and 
having benefited from at least two VL. Kaplan Meir method was used to estimate 
the duration and probability to achieve VL undetectability and to compare these 
indicators between groups.
Results: About 35,000 VLT were performed for 31,300 patients with a median 
duration of 4 years on ART. Among them, 695 were included in the study for a total 
of 1538 VL. At enrollment, median age was 36 years (IQR: 27-45), 66% were wom-
en, median VL was 43,815 copies/ml (IQR: 7,155-276,093), 90% were on ART. 
Median time between two consecutives VL was shorter among patients initiating 
ART during OPP-ERA than before (5 versus 7 months, p< 0.001). The proportion 
of patients achieving VL undetectability within 6, 12 and 18 months after enroll-
ment was, respectively, 14, 41 and 83%. The median time to achieving undetectable 
VL was 13 months. This median was shorter among patients initiating ART during 
OPP-ERA than before (8 versus 14 months, p< 0.0001). Probability to achieve VL 
undetectability was lower among patients with a VL >50,000 copies/ml at enroll-
ment, compared to patient with < 50,000 copies/ml (p< 0.0001).
Conclusions: Time to achieve VL undetectability is longer than expected among 
these patients who are on ART since several years. However, patients who initi-
ated ART during OPP-ERA achieve VL undetectability more rapidly, suggesting 
that earlier access to VL allows a closer virological monitoring that helps reinforcing 
adherence to ART and reduce risk of ART resistance. 
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MOPED1183
Improving access to quality-assured HIV-related in vitro 
diagnostic medical devices through the transparency and 
strategic partnership of the Global Diagnostics Working Group
A. Sands1, L. Vojnov2, Global Diagnostics Working Group 
1World Health Organization, Essential Medicines and Health Products, Geneva, 
Switzerland, 2World Health Organization, Geneva, Switzerland 
Presenting author email: vojnovl@who.int

Background: In the wake of a large product failure for a widely used HIV rapid di-
agnostic test (RDT) in 2012, the lack of communication between implementing 
partners and procurers severely limited the response required by national testing 
programmes. When such uncoordinated actions are taken in response to product 
complaints, and when delays occur in quality assessments of IVDs, the impact on 
public health is immense. The GDWG consists of ASLM, US CDC, CHAI, Global 
Fund, MSF, UNICEF, UNITAID, USAID and WHO.
Methods: In order to respond swiftly to quality and regulatory issues, several 
members of the GDWG responsible for procurement or quality assurance of HIV-
related IVDs are supporting a joint quality strategy with the aim of improving ac-
cess to affordable, quality-assured HIV-related IVDs, while also creating a forum to 
cultivate transparency around the conditions and quality concerns of these prod-
ucts. WHO and USAID, along with the US CDC agreed to establish a joint qual-
ity assessment mechanism for HIV-related IVDs. Furthermore, GDWG members 
have agreed to establish a taskforce on post-market surveillance for IVDs. Lastly, 
GDWG members meet face-to-face twice per year, and by teleconference if mat-
ters of urgency permit.
Results: From January 2015 through to December 2016, three joint assessments 
have been successfully conducted (Aquios CL flow cytometer, Alere™ q HIV-1/2 
Detect, Xpert® HIV-1 Qual Assay). These assessments were completed in half the 
time compared to the average time for WHO prequalification assessment in 2016. 
This method of joint assessment will ultimately lead to a common list of product 
approved for use by GDWG members. The GDWG has also been successful in iden-
tifying discrepancies in quality assurance policies among agencies, suggesting there 
is room for further collaboration in this area
Conclusions: The formation of the GDWG for HIV-related IVDs has enhanced col-
laborating, collective knowledge and transparency on changes to products already 
approved for procurement, as well as acted as a platform to exchange information 
and coordinate when product concerns arise. As new diagnostics come to market 
and the trend towards decentralization continues, transparency and strategic part-
nership will be critical to ensure quality IVDs reach the people who need them most. 

MOPED1184
Cost-effectiveness of external quality assurance to prevent  
early infant mis-diagnosis of HIV in 4 African countries
F. Terris-Prestholt1, J. Ong2, S. Torres-Rueda1, D. Boeras2, N. Cassim3,4, 
M. Mwau5, M. Sarr6, R. Simbi7, P. Sandstrom8, R. Peeling9, P. Vickerman10, 
Participants of the QA Costing Workshop 
1London School of Hygiene and Tropical Medicine, Public Health and Policy, London, 
United Kingdom, 2London School of Hygiene and Tropical Medicine, International 
Diagnostic Center, London, United Kingdom, 3National Health Laboratory Service, 
National Priority Programme, Johannesburg, South Africa, 4University of the 
Witwatersrand, Johannesburg, South Africa, 5Jomo Kenyata Univesity of Agriculture 
and Technology, Nairobi, Kenya, 6Westat, Gaithersburg, United States, 7Ministry 
of Health and Child Care, Harare, Zimbabwe, 8Public Health Agency of Canada, 
National HIV & Retrovirology Laboratories, JC Wilt Infectious Disease Research 
Centre, National Microbiology Laboratory, Winnipeg, Canada, 9London School of 
Hygiene and Tropical Medicine, International Diagnostics Center, London, United 
Kingdom, 10University of Bristol, School of Social and Community Medicine, Bristol, 
United Kingdom 
Presenting author email: fern.terris-prestholt@lshtm.ac.uk

Background: Decentralised early infant diagnosis (EID) of HIV using point-of-care 
testing (POCT) has the potential to narrow current testing gaps, which ranges 
from 13% to 58% across Kenya, South Africa, Uganda and Zimbabwe. However, 
without external quality assurance (EQA) systems, POCT can lead to potentially 
high mis-diagnosis rates. EQA programmes aim to assess the provider proficiency 
in performing POCT and identify critical gaps in the laboratory systems. Problems 
identified are addressed through corrective actions. We are the first to model the 
cost-effectiveness of EQA programmes, with application to POCT EID in these 
countries, representing varying HIV epidemics and health systems.
Methods: Countries were brought together to develop a national EQA programme 
and estimated costs related to implementing these programmes using a bottom-up 
costing approach, including start-up and recurrent costs. Optimal POCT perfor-
mance was estimated using published data on sensitivity (98.5%) and specificity 
(99.9%), while a suboptimal programme without EQA was conservatively modelled 

using lower confidence bounds (sensitivity 91.7% and specificity 99.3%). Assuming 
EQA improves programmes to optimal performance, $/DALY averted was mod-
elled. Potential for a 1-year EQA programme to avert missed HIV infections, false 
positive diagnoses and unnecessary treatment costs over 20-years was modelled 
from observed clinical EID POCT performance from published studies.
Results: The national annual incremental cost of EQA, including corrective action 
ranged from US$100,000 in Kenya to $365,000 in Zimbabwe. Even in optimal 
testing scenarios, misdiagnosis rates are estimated around 0.3%. Without EQA, the 
misdiagnosis in the deteriorated programme ranged from 1.4% in Uganda to 1.7% in 
Zimbabwe, or 179 to 555 infants misdiagnosed annually in Kenya and South Africa, 
respectively. Adding EQA to POCT EID is cost-saving across all countries, i.e. the 
costs saved by averting unnecessary treatment exceeds the EQA programme costs.
Conclusions: Though EQA would initially require increased funding, it rapidly pro-
vides a positive return on investment by averting the costs of treating HIV-negative 
infants (potentially for life), and save lives by correctly identifying HIV-positive in-
fants needing treatment. This study is the first to demonstrate the value of funding 
EQA programmes. 
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                 Immune Cells

TUAA0101
Evaluation of memory CD8+ T cell responses in individuals 
initiating cART during hyperacute HIV-1 infection
T.P. Nkosi1, K. Pretorious1, N. Mewalal1, T. Ndung’u1,2, Z. Ndhlovu1,2 
1University of KwaZulu-Natal, HIV Pathogenesis Programme (HPP), Durban, South 
Africa, 2Ragon Institute of MGH, MIT and Harvard, Massachusetts General Hospital 
and Harvard Medical School, Massachusetts, United States 
Presenting author email: thandekankosi78@gmail.com

Background: Previous studies have shown that the emergence and proliferation of 
antigen-specific CD8+ T cells during early stages of HIV infection is associated 
with persistent antigenemia. Early initiation of combination antiretroviral therapy 
(cART) confers clinical benefit to HIV infected persons but the impact of cART 
on HIV-specific immune responses and the potential for recall or boosting of these 
responses is unknown. In this study, we evaluated the maintenance of CD8+ T cell 
responses longitudinally in early treated individuals with hyperacute HIV-1 subtype 
C infection.
Methods: Samples of young females identified with acute HIV-1 infection (HIV 
PCR positive, antibody negative) who initiated cART very early and untreated pa-
tients were used. The magnitude, breadth and maintenance of HIV-1 specific CD8+ 
T cell responses were defined using IFN-gamma ex vivo ELISPOT and cultured 
ELISPOT. Also, the phenotype (HLA-DR, CD38, CD127) and functional (IFN-
gamma) characteristics of tetramer specific CD8+ T cells were investigated using 
MHC class I tetramers and intracellular cytokine staining (ICS).
Results: Early treated patients with hyperacute infection induced initial CD8+ T 
cell responses that coincided with a sharp drop in viremia and an increase in CD4 
counts. These early induced CD8+ T cell responses were however low in magni-
tude (144.3 SFC/million PBMC) when compared to untreated patients [316.6 
SFC/million PBMC (p=0. 009)]. Interestingly, compared to untreated patients, 
CD8+ T cells in early treated patients were less activated and had a high expression 
of CD127; thus suggesting a potential for long term survival of these responses. 
Additionally, memory responses specific to HIV-1 measured at later stages (six 
months onwards) of infection were maintained in these treated patients as indicated 
by cultured ELISPOT assays.
Conclusions: Summarily, our results demonstrate that early initiation of cART led 
to an induction of CD8+ T cell responses that were less activated and had higher 
potential for long term survival. These responses were also maintained as memory 
responses which may be recalled rapidly upon re-stimulation with HIV-1 antigens. 
This data may offer insight in implementing novel therapeutic strategies in order to 
enhance protective immunity and promote control of viral replication post treat-
ment interruption. 

TUAA0102
Early anti-SIV CD8+ T cell antiviral activity is associated with 
durable elite control of SIV infection in macaques carrying or 
not protective MHC alleles: the ANRS SIC study
C. Passaes1, A. Millet2, V. Madelain3, V. Monceaux1, A. David1, P. Versmisse4,  
N. Sylla5,6, M. Ploquin1, D. Duffy6,7, C. Joubert5,6, A. Blancher8, N. Bosquet5,6,  
R. Le Grand5,6, G. Pancino4, M. Muller-Trutwin1, J. Guedj3, V. Avettand-Fenoel2,  
C. Rouzioux2, B. Vaslin5,6, A. Sáez-Cirión1 
1Pasteur Institute, Unité HIV, Inflammation et Persistance, Départements de Virologie 
et Immunologie, Paris, France, 2EA 7327, Université Paris-Descartes, AP-HP, Service 
de Virologie Hôpital Necker-Enfants Malades, Paris, France, 3INSERM UMR 738 - 
University Paris Diderot, Paris, France, 4Pasteur Institute, Unité de Régulations des 
Infections Rétrovirales, Paris, France, 5CEA, DRF/iMETI, Fontenay aux Roses, France, 
6Center for Immunology of Viral Infections and Autoimmune Diseases-Inserm U1184 
(Joint Research unit CEA-Université Paris Sud-INSERM) and IDMIT, Fontenay 
aux Roses, France, 7Pasteur Institute, Laboratoire Immunobiologie des Cellules 
Dendritiques, Département d’Immunologie, Paris, France, 8Université Toulouse III - 
Paul Sabatier, Laboratoire d’Immunogénétique Moléculaire, Toulouse, France 
Presenting author email: cpereira@pasteur.fr

Background: Natural control of infection has been associated with efficient HIV/
SIV-specific CD8+ T-cell responses. However, the determinants leading to the de-
velopment of such responses and the role of protective HLA alleles are still unclear.

Methods: We monitored for 18 months 16 Mauritius Cynomolgus macaques (CM) 
after infection with SIVmac251 and studied immunological and virological events 
leading to durable control of infection. CM receiving a low viral dose (nonH6 
5AID50, n=4) or carrying the protective H6 MHC haplotype (H6 50AID50, n=6), 
both conditions leading frequently to control of viremia, were compared to H6-
negative CM exposed to the higher dose of the virus (nonH6 50AID50, n=6).
Results: Twelve CM spontaneously controlled plasma viremia (VL) below 400 SIV-
RNA copies at 6 months p.i. No differences were found in VL or SIV-DNA in blood 
at the VL peak (day 15 p.i.) between SIV controllers (SIC) and non-controllers, but 
these levels correlated with levels during the chronic phase, and controllers had a 
faster viral decline to set point. SIC had lower levels of SIV-DNA in lymph nodes at 
day 15 and in all tissues analyzed at the end of the study. SIC and non-controllers 
had a different cytokine profile during the follow up. All animals developed SIV-
specific CD8 T-cell responses (measured by ICS) coinciding with the start of VL 
decline at primary infection, however no differences could be found between SIC 
and non-controllers. In contrast, an efficient capacity of CD8 T-cells to eliminate 
infected CD4 T-cells was developed preferentially in SIC (both H6 and nonH6) and 
its magnitude increased overtime coinciding with the establishment of elite control. 
Moreover, SIV-suppressive capacity of CD8+ T-cells at day 15 and 70 p.i. negatively 
correlated with VL at day 15 (in the first case) and at the end of the study (in both 
cases). This activity was stronger in SIC at the end of the study in all tissues.
Conclusions: We provide here unprecedented insight into the dynamic develop-
ment of effective CD8 T-cell responses against SIV. Initial enhanced capacities of 
CD8 T-cells to suppress SIV infection shaped viral levels during primary infection 
and increased over time until reaching levels allowing viral control. 

TUAA0103
CD8+ T cell depletion leads to a different profile of SIV viral 
decay under integrase inhibitor monotherapy
B. Policicchio1,2, E. Fabian Cardozo3, C. Xu1, D. Ma1, T. He1, K. Raehtz1,  
R. Sivanandham1, A. Kleinman1, G. Haret-Richter1, T. Dunsmore1, C. Apetrei1,  
I. Pandrea1, R. Ribeiro3,4 
1University of Pittsburgh, Center for Vaccine Research, Pittsburgh, United States, 
2University of Pittsburgh, Infectious Diseases and Microbiology, Pittsburgh, United 
States, 3Los Alamos National Laboratory, Theoretical Biology and Biophysics Group, 
Los Alamos, United States, 4University of Lisbon, Laboratorio de Biomatematica, 
School of Medicine, Lisbon, Portugal 
Presenting author email: bbp6@pitt.edu

Background: How CD8+ T-cells control virus during HIV infection is not under-
stood. We hypothesized that the main effect of CD8+ T-cells occurs before viral 
integration, due to minimal direct viral cytopathic effects. We developed a model 
of viral dynamics with pre- and post-integration stages to study the effect of CD8+ 
T-cell depletion. Model predictions were tested in SIV-infected rhesus macaques 
(RMs) receiving integrase inhibitor raltegravir (RAL) monotherapy with or without 
CD8+ T cells.
Methods: Sixteen SIVmac251-infected RMs were treated with both RAL and 
CD8-depleting antibody M-T807R1 (RD), or just RAL (R) and followed, with RAL 
treatment interrupted after 23 days. Plasma viral loads (VLs) were measured by 
qRT-PCR. T-cell counts and immune activation were monitored flow-cytometri-
cally. We analyzed the VLs during the first ~12 days following RAL initiation using a 
viral dynamics model including infected cells pre- and post-viral DNA integration. 
We fitted the model to the data using a nonlinear mixed effect model to estimate 
the death rate of infected cells pre- and post-virus integration and the efficacy of 
RAL.
Results: CD8+ T-cell depletion was profound and lasted throughout RAL therapy. 
Depletion of CD8+ T-cells led to an increase in VL prior to the start of therapy. 
Macaques receiving just RAL treatment had much greater decays in VL than those 
treated with RAL and the CD8-depleting antibody. The latter group had small de-
cays or rebounded early during RAL therapy. From the fits of the model, we esti-
mated the efficacy of RAL in blocking integration at 96.3%, the half-life of virus-
producing cells at ~13h, and a different loss rate of infected cells pre-integration 
in the two groups (0.0016/day vs. 0.19/day, for DR and R groups respectively). A 
model allowing for these different loss rates was better than a model with a common 
loss rate for both groups (p=0.0001).
Conclusions: Use of RAL monotherapy revealed that the turnover of infected cells 
pre-integration has a half-life of about 3.6 days. However, in the absence of CD8+ 
T-cells, this half-life reaches >100 days. These results suggest that CD8+ T-cells 
have a strong cytolytic effect on infected cells before viral integration. 
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TUAA0104
Memory-like NK cells exploit innate priming and alternative 
signaling mechanisms to enhance function and mobilize at  
HIV/SIV mucosal portals of entry
S. Shah, C. Manickam, A. Jimenez, R.K. Reeves 
Beth Israel Deaconess Medical Center, Harvard Medical School, Boston, United States 
Presenting author email: roger_reeves@hms.harvard.edu

Background: Burgeoning evidence indicates a broader functional repertoire for NK 
cells beyond innate immunity including memory and other memory-like functions. 
One recent example is memory-like NK cells identified by lack of the FcR intracel-
lular γ-signaling chain (FcRΔg-NK cells) which still require antibody to grant anti-
gen-specificity, but are pre-sensitized and capable of rapid mobilization and more 
robust responses against viral antigens. Interestingly, FcRΔg-NK cells are initially 
expanded by huCMV infection as part of innate-priming, but can execute memory-
like killing against other pathogens through incompletely understood mechanisms.
Methods: Sixty rhesus macaques were used in this study: twenty-one specific 
pathogen-free, rhCMV-; 10 rhCMV+ but otherwise experimentally naïve; and 22 
chronically SIVmac-infected macaques. Samples were analyzed from 10 naïve and 
10 untreated HIV-infected human subjects. NK cell analyses were performed us-
ing polychromatic and phospho- flow cytometric phenotypic and functional assays.
Results: FcRΔg-NK cells were systemically distributed in mucosal and secondary 
lymphoid organs, but, correlating with viral load, increased two- and four-fold in 
CMV+ and HIV/SIV-infected individuals, including the GI tract. CD16 and α4β7 
were concomitantly upregulated in infection suggesting innate memory-like prim-
ing is required for both antibody-dependent functional potency and mucosal hom-
ing. FcRΔg-NK cells displayed little difference in binding affinity to virus-antibody 
immunocomplexes compared to traditional NK cells, but exhibit two-fold more ro-
bust IFN-γ secretion and cytotoxicity, suggesting disparate signaling or activation 
could account for improved function. To that end, FcRΔg-NK cells showed signifi-
cantly reduced expression of Helios and Eomes — indicative of a broader functional 
repertoire and/or epigenetic modification, and clustered independently from tradi-
tional NK cells in 20-parameter analyses via multidimensional t-SNE. The γ-chain 
adaptor, Syk, was reduced or inactively dephosphorylated in FcRΔg-NK cells, but 
expression of ζ-chain, which is phosphorylated by adaptor Zap70, was significantly 
upregulated, suggesting these cells may exploit the ζ-chain/Zap70 pathway in the 
absence of γ-chain/Syk to achieve greater functional potency.
Conclusions: Collectively, our work presents the first description of a combinato-
rial mechanism of innate-priming and alternative signaling cascade to explain the 
functional potency of memory-like phenomena of NK cells mobilizing in the muco-
sae against HIV/ SIV. Future studies harnessing memory-like NK cells could create 
exciting modalities for both vaccine and curative therapies. 

TUAA0105
The human penis is an immunologically active tissue:  
a preliminary study on the development of an HIV vaccine
A. Sennepin1,2,3, F. Real1,2,3, M. Duvivier1,2,3, Y. Ganor1,2,3, S. Henry1,2,3,  
D. Damotte4, M. Revol5, S. Cristofari5, M. Bomsel1,2,3 
1Cochin Institute, INSERM U1016, Department of Mucosal Entry of HIV-1 and 
Mucosal Immunity, Cell Biology, and Host Pathogen Interactions, Paris, France, 
2CNRS, UMR 8104, Paris, France, 3Paris Descartes University, Sorbonne Paris Cite, 
Paris, France, 4GH Cochin-Saint Vincent de Paul, Anatomy and Pathological Cytology 
Service, Paris, France, 5Saint Louis Hospital, Plastic Surgery Service, Paris, France 
Presenting author email: alexis.sennepin@inserm.fr

Background: HIV-1 is primarily sexually transmitted. We have shown that the hu-
man penis, including the foreskin but also the urethra, fossa navicularis and glans, 
is one of the main portal of entry for the virus. Unlike other mucosa, the penile 
immune system and mechanisms that induce a penile immune response remain un-
clear, most likely due to the difficulty to access human tissues. Our previous stud-
ies demonstrated that the male urethra contains macrophages, the main targets of 
HIV-1, as well as memory T cells. These studies relied on morphologic analyses, and 
thus failed to provide a comprehensive phenotype. To asses the role of these muco-
sal immune cells, that are a prerequisite to the elaboration of efficient preventive 
strategies against HIV-1, we therefore characterize extensively the immune profile 
of immune cells of the different penile regions.
Methods: Single cell suspensions were prepared for each region of 32 penile tis-
sues collected from individuals undergoing transgender surgery and analyzed by 
multi-parametric flow cytometry. The expression patterns of memory, activating 
and homing receptors of B and T lymphocytes were evaluated as well as that of NK 
cells. In complement, the tissue distribution of each of these immune populations in 
the different penile compartments was also studied morphologically.
Results: In all penile compartments, CD3-/CD19+ B cells represent around 2% of 
CD45+ cells and >50% B cells display CD27 and FcRL4 receptors thus harbor a 
memory phenotype. However, < 5 % are IgG+ or IgA+ and thus able to secrete anti-

bodies in the lamina propria. TCD4+ and TCD8+ lymphocytes represent the major 
populations of CD45+ cells, with 90% with a CD38-/HLADR-/CCR7-/CD45RA- 
resting effector memory phenotype (TEM). These resting TEM cells reside in all pe-
nile region epithelium and lamina propria but lack CD103+ resident phenotype. 
Furthermore, all penile compartments contain low numbers of CD3-/ CD56+ NK 
cells capable of antibody-dependent cell-cytotoxicity and surface-expressing the 
NKp44 receptor indicative of activation.
Conclusions: Altogether, the human penis is an immunologically active tissue in-
luding the cellular machinery required to induce/produce a specific and effective 
immune response against mucosal pathogen. This must be taken considered when 
elaborating efficient vaccine strategies against HIV-1. 

TUAB01 Antiretroviral Therapy - ART: Season Two

TUAB0101
Efficacy and safety of switching from boosted-protease  
inhibitor plus emtricitabine/tenofovir disoproxil fumarate 
regimens to the single-tablet regimen of  
darunavir/cobicistat/emtricitabine/tenofovir alafenamide 
(D/C/F/TAF) in virologically-suppressed, HIV-1-infected  
adults through 24 weeks: EMERALD study
J.-M. Molina1, J. Gallant2, C. Orkin3, E. Negredo4, L. Bhatti5, J. Gathe6,  
E. Van Landuyt7, E. Lathouwers7, V. Hufkens7, S. Vanveggel7, M. Opsomer7 
1University of Paris 7, Denis Diderot, Paris, France, 2Southwest CARE Center, Santa 
Fe, United States, 3Barts and Health NHS Trust, London, United Kingdom, 4Germans 
Trias i Pujol University Hospital, Badalona, Spain, 5AIDS Healthcare Foundation, 
Beverly Hills, United States, 6Therapeutic Concepts, Houston, United States, 7Janssen 
Pharmaceuticals NV, Beerse, Belgium 
Presenting author email: jean-michel.molina@aphp.fr

Background: D/C/F/TAF, a once-daily, single-tablet regimen containing darunavir 
(D 800mg), cobicistat (C 150mg), emtricitabine (F 200mg) and tenofovir alafen-
amide (TAF 10mg), is undergoing investigation in two Phase 3 studies, EMERALD 
(NCT02269917) and AMBER (NCT02431247).
Methods: EMERALD, a randomized (2:1), open-label, international, multicenter, 
parallel-group, non-inferiority, 48-week study, is evaluating the efficacy and safety 
of switching to D/C/F/TAF vs continuing a boosted protease inhibitor plus emtric-
itabine/TDF (control) in patients who are virologically suppressed [viral load (VL)< 
50c/mL] for ≥2 months. FDA-stipulated primary endpoint is proportion with cu-
mulative virologic rebound (confirmed VL≥50c/mL or premature discontinuations, 
with last VL≥50c/mL) through Week 48 (non-inferiority margin=4%). Pre-planned 
Week 24 interim results are presented.
Results: 1141 patients were randomized and treated (N=763 D/C/F/TAF vs N=378 
control). Baseline characteristics: median age 46; 18% women; 25% non-white 
(21% black); 10% CD4+< 350 cells/mm3; 71%, 22%, and 8% on darunavir, atazanavir 
and lopinavir, respectively (15% on cobicistat). Cumulative virologic rebound was 
1.8% (n=14 D/C/F/TAF) vs 2.1% (n=8 control), of which 10/14 and 5/8 respectively, 
resuppressed (< 50c/mL) by Week 24; there were no confirmed rebounds ≥200c/
mL. At Week 24, FDA snapshot analysis showed virologic suppression (VL< 50c/
mL) was 96.3% (D/C/F/TAF) and 95.5% (control), and virologic failure occurred in 
0.5% and 0.8%, respectively, with no discontinuations for virologic failure and no 
detected resistance to any study drug. 
Safety was similar between arms through 24 weeks, with low incidences of Grade 
3-4 adverse events (AEs) (D/C/F/TAF 4.5% vs control 4.5%), serious AEs (2.6% 
vs 3.2%), and treatment discontinuations (overall, 2.9% vs 2.9%; due to AEs, 1.4% 
vs 1.1%). The most common AEs (≥5% both arms) were: nasopharyngitis (7.6% vs 
6.6%), URI (6.3% vs 6.3%), vitamin D deficiency (5.5% vs 5%). There were no 
deaths. Total cholesterol/HDL-cholesterol ratios were similar between arms, with 
minimal changes from baseline. Changes from baseline in renal safety parameters 
were consistent with known profiles of the individual D/C/F/TAF components; 
Mean ΔeGFR (cystatin-C clearance by CKD-EPI): +0.3mL/min/1.73m² (D/C/F/
TAF) vs. -1.0mL/min/1.73m² (control).
Conclusions: In virologically suppressed adults, switching to once-daily D/C/F/TAF 
was well tolerated, resulted in a low cumulative virologic rebound rate, and a high 
virologic suppression rate through 24 weeks. 
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TUAB0102
Switching from a boosted protease inhibitor (PI/r) based 
regimen to a dolutegravir regimen in virologically suppressed 
patients with high cardiovascular risk or age ≥50 years is  
non-inferior and decreases lipids
J.M. Gatell1, L. Assoumou2, G. Moyle3, L. Waters4, E. Martinez5, H.-J. Stellbrink6, 
G. Guaraldi7, S. de Wit8, F. Raffi9, A. Pozniak10, NEAT022 Study Group 
1Hospital Clinic/IDIBAPS. University of Barcelona, Infectious Diseases, Barcelona, 
Spain, 2Sorbone Universites, INSERM, UPMC Univ Paris 06. IPLESP UMRS 
1136, Paris, France, 3Chelsea and Westminster Hospital, London, United Kingdom, 
4Mortimer Market Center, London, United Kingdom, 5Hospital Clinic/IDIBAPS. 
University of Barcelona, Barcelona, Spain, 6Infectiologisches Centrum, Hamburg, 
Germany, 7University of Modena and Reggio Emilia, Modena, Italy, 8Saint Pierre 
University Hospital, Université Libre de Bruxelles, Brussels, Belgium, 9CHU Hotel-Dieu 
Nantes, Nantes, France, 10Chelsea & Westminster Hospital, London, United Kingdom 
Presenting author email: jmgatell@clinic.cat

Background: Switching from a PI/r to dolutegravir (DTG) may improve conve-
nience and lipid profile.
Methods: NEAT022-NCT02098837 is a European, open label, randomized, non-
inferiority trial. HIV-infected adults ≥ 50 years or with a Framingham score ≥10% 
were eligible if HIV RNA <50 copies/mL for at least 24 weeks while on a PI/r regi-
men. Patients were randomized (1:1) to switch to DTG or to remain on PI/r. Primary 
end-points were: proportion of patients with HIV RNA <50 copies/ml at week 48 
and a non-inferiority margin of -10% and percentage change of total plasma choles-
terol. Secondary end-points included changes in other plasma lipid fractions, and 
adverse events.
Results: 415 patients were randomized: 205 to DTG and 210 to continue PI/r. 89% 
were men, 87 % were ≥50 years, 74 % had a Framingham score >10%, and sup-
pressed viremia for a median of 5 years. At week 48, in the ITT analysis, treatment 
success rate was 93% in DTG arm and 95% in PI/r arm (difference -2.0%, 95%CI 
-6.5 to 2.6, non-inferiority demonstrated). There were 4 virological failures with 
DTG (from 58 to 130 copies) and 1 with PI/r (3,373 copies) without selection of 
resistance. There was no significant difference in terms of grade 3 or 4 AE ś or 
treatment modifying AE ś (7 in DTG arm -of whom 6 due to mood disturbances or 
insomnia- and 3 PI/r arm). Total cholesterol and other lipid fractions (except HDL) 
significantly (p<0.001) improved in the DTG arm overall 

[Fig 1. Changes in lipid fractions at 48 weeks]

and in all baseline PI/r strata. About 30 % were on lipid lowering agents at weeks 0 
and 48 in each arm.
Conclusions: Switching from a PI/r based regimen to a DTG regimen in virologically 
suppressed HIV patients ≥ 50 years old or with a Framingham score ≥10% was non-
inferior, well tolerated and improved the lipid profile. 

TUAB0103
Efficacy of dual therapy with protease inhibitors plus  
lamivudine as maintenance treatment in HIV-positive patients 
on second-line in Africa: the ANRS 12286/MOBIDIP trial 96 
weeks results
L. Ciaffi1, S. Koulla Shiro2, A. Sawadogo3, C. T Ndour4, S. Eymard-Duvernay5,  
S. Izard1, V. Le Moing5,6, J. Zoungrana3, R. Toby2, C. Kouanfack7, M. Mpoudi8,  
N.F. Ngoum Gueye9, M. Diallo4, G. Bado3, K. Toure Kane10, A. Aghokeng11,  
M. Peeters5, J. Reynes5,6, E. Delaporte5,6 
1IRD UMI 233, INSERM U1175, Université de Montpellier, Unité TransVIHMI, 
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Cameroon, 3Souro Sanou University Hospital, Hôpital de Jour, Bobo-Dioulasso, 
Burkina Faso, 4Fann University Hospital, CRCF, Dakar, Senegal, 5IRD UMI 233, 
INSERM U1175, Université de Montpellier, Unité TransVIHMI, Montpellier, France, 
6Montpellier University Hospital, Infectious Diseases, Montpellier, France, 7Central 
Hospital Yaounde, Hôpital de Jour, Yaounde, Cameroon, 8Military Hospital Yaounde, 
Hôpital de Jour, Yaoundé, Cameroon, 9Fann University Hospital, Hôpital de Jour, 
Dakar, Senegal, 10A Le Dantec University Hospital, Laboratoire de Bactériologie-
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Presenting author email: lauraciaffi2002@yahoo.fr

Background: In the MOBIDIP trial, dual therapy with boosted protease inhibitors 
(bPI) plus lamivudine showed superiority to bPI monotherapy in maintenance of vi-
rologically controlled HIV positive patients on second line antiretroviral treatment 
(ART) at 48 weeks. At week 48, the monotherapy arm was interrupted on DSMB 
advice and patients on dual therapy continued their follow up until week 96. Here 
we present the results of the dual therapy arm at 96 weeks.
Methods: This open label trial, conducted in Cameroon, Senegal and Burkina Faso, 
randomized 265 patients on stable PI plus NRTIs second line ART with HIV1 RNA 
(VL) < 200 copies/ml, CD4>100 cell/mm3 and adherence >90%, to receive ongo-
ing ritonavir-boosted PI (darunavir or lopinavir) or on going bPI plus lamivudine. The 
main outcome was failure rate at 96 weeks in the intention to treat (ITT) population. 
Failure was defined as 1) a confirmed VL above 500 copies/ml (VF), 2) reintroduc-
tion of the NRTI backbone or 3) interruption of bPI.
Results: At inclusion, the 132 patients in the dual arm were mainly women (70%), 
median CD4 was 472 (IQR 360-621) cell/mm3, 83% had VL <50 copies/ml, me-
dian time on second line was 38 (IQR 30-47) months, PI was darunavir (one third) 
or lopinavir (two third). At first line failure, 97% had the M184V mutation.
At 96 weeks, in ITT analysis, 8.3% (IC95% 4.2-14.4%) patients failed in the dual 
arm (8 VF, 1 death, 2 lost to follow-up). Median delay to failure was 60 weeks. 
Three/4 patients who reintroduced tenofovir had VL <200 copies/ml in a median 
time of 13 weeks.
At 96 weeks, 79% and 91% of patients had VL below 50 and 200 copies/ml re-
spectively.
Median increase in CD4 was 62 cell/mm3. We registered 28 severe adverse events, 
1 in relation with study drugs. No significant changes in metabolic parameters were 
observed.
Conclusions: After viral suppression with bPI plus NRTIs in second line therapy, 
maintenance with bPI plus lamivudine is associated with a high rate of long-term 
success despite the presence of M184V mutation. 
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TUAC01 Updates from PrEP Clinical Trials

TUAC0101
Long-term follow-up of PROUD: evidence for high continued 
HIV exposure and durable effectiveness of PrEP
E. White1, D. Dunn1, R. Gilson2, A. Sullivan3, A. Clarke4, I. Reeves5, G. Schembri6, 
N. Mackie7, C. Dewsnap8, C. Lacey9, V. Apea10, M. Brady11, J. Fox12, S. Taylor13,  
J. Rooney14, M. Gafos1, O.N. Gill15, S. McCormack1,16, PROUD Study Group 
1MRC CTU at UCL, UCL, London, United Kingdom, 2Mortimer Market Centre, 
Central and North West London NHS Foundation Trust, London, United Kingdom, 
3St Stephen’s Centre, Chelsea & Westminster NHS Foundation Trust, London, United 
Kingdom, 4Royal Sussex County Hospital, Brighton & Sussex University Hospitals NHS 
Trust, Brighton, United Kingdom, 5Homerton University Hospital NHS Foundation 
Trust, London, United Kingdom, 6Manchester Centre for Sexual Health, Central 
Manchester University Hospitals NHS Foundation Trust, Manchester, United Kingdom, 
7St Mary’s Hospital, Imperial College Healthcare NHS Foundation Trust, London, 
United Kingdom, 8Sheffield Teaching Hospitals NHS Foundation Trust, Sheffield, 
United Kingdom, 9York Teaching Hospital and Hull York Medical School, University of 
York, York, United Kingdom, 10Ambrose King Centre and Barts Sexual Health Centre, 
Barts Health NHS Trust, London, United Kingdom, 11King’s College Hospital NHS 
Foundation Trust, London, United Kingdom, 12Guy’s and St Thomas’ NHS Foundation 
Trust, London, United Kingdom, 13Birmingham Heartlands Hospital, Heart of England 
NHS Foundation Trust, Birmingham, United Kingdom, 14Gilead Sciences, Foster City, 
United States, 15HIV & STI Department, Public Health England Centre for Infectious 
Disease Surveillance and Control, London, United Kingdom, 1656 Dean Street, Chelsea 
and Westminster Hospital NHS Foundation Trust, London, United Kingdom 
Presenting author email: s.mccormack@ucl.ac.uk

Background: The PROUD trial clearly demonstrated the clinical effectiveness of 
TDF/FTC in the first year of use. The continued follow-up of participants on PrEP 
(range 2-4 years), which included regular testing for HIV and other STIS, allows as-
sessment on whether effectiveness is maintained in the longer term and the extent 
of potential exposure to HIV.
Methods: PROUD was a pragmatic trial in which MSM were randomised to receive 
daily TDF/FTC either immediately (IMM) or after a deferral (DEF) period of 12 
months. Main efficacy findings were based on follow-up during the deferred phase 
when IMM had access to PrEP and DEF did not. Since Nov 14, when all partici-
pants were offered PrEP, the trial has entered a post-deferred phase. We compare 
incidence rates of HIV and selective STIs during the deferred and post-deferred 
phases.
Results: 524(269 IMM, 255 DEF) and 449(244 IMM, 205 DEF) participants 
contributed to the deferred and post-deferred phases. Of 368 who attended a 
clinic in the last 6 months of follow-up, 327(89%) had at least one PrEP prescrip-
tion. HIV and rectal gonorrhoea(rGC)/chlamydia(rCT) incidence in each phase is 
shown by group in the table. 

 Deferred Phase Post-deferred Phase

Infection IMM DEF IMM DEF

HIV 1.6 (4/254) 9.4 (21/223) 1.2 (5/423) 0.3 (1/353)

Rectal GC 35.3 (81/229) 33.1 (67/203) 31.4 (129/411) 32.7 (116/355)

Rectal CT 33.6 (77/229) 21.2 (43/203) 33.1 (136/411) 29.9 (106/355)

[HIV and STI incidence (per 100 PY)]

There was no difference in HIV incidence between the groups in the post-deferred 
phase (p=0.18), but a significant decrease in the DEF group once they had access 
to PrEP (p< 0.0001). The rate in the IMM group remained similar in the two phases 
(p=0.66). The incidence of rectal infections was high in both groups and phases. 
rCT was lowest in the DEF group during the deferred phase, and this was driven by 
those who did not report rCT in the year before enrolment.
Conclusions: The reduction in HIV incidence in the DEF group confirms the re-
markable effectiveness of TDF/FTC. The relatively stable incidence in the IMM 
group indicates this effect is durable. High ongoing incidence of rCT/rGC shows 
that participants remained at high risk of HIV and this needs to be taken into ac-
count when planning PrEP provision in public health programmes. 

TUAC0102
On-demand PrEP with TDF/FTC remains highly effective 
among MSM with infrequent sexual intercourse: a sub-study  
of the ANRS IPERGAY trial
G. Antoni1, C. Tremblay2, I. Charreau1, E. Cua3, D. Rojas-Castro4, N. Hall5,  
J. Chas6, T. Huleux7, B. Spire8,9, C. Capitant1, L. Cotte10, L. Meyer1,11,12,  
J.-M. Molina13,14, ANRS IPERGAY Study Group 
1INSERM, SC10-US19, Villejuif, France, 2Centre Hospitalier de l’Université de 
Montréal, Montréal, Canada, 3Hôpital de l’Archet, Centre hospitalier de Nice, 
Department of Infectious Diseases, Nice, France, 4Association AIDES, Pantin, France, 
5CHU Hôtel Dieu, Nantes, France, 6Hôpital Tenon, Department of Infectious Diseases, 
Paris, France, 7Hôpital G. Dron, Centre Hospitalier Universitaire de Tourcoing, 
Department of Infectious Diseases, Lille, France, 8INSERM, UMR 912 SESSTIM, 
Marseille, France, 9ORS PACA, Marseille, France, 10Hôpital de la Croix Rousse, Centre 
Hospitalier et Universitaire de Lyon, Department of Infectious Diseases, Lyon, France, 
11Université Paris Sud, Department of Medicine, Kremlin Bicêtre, France, 12Assistance 
Publique Hôpitaux de Paris, Hôpital Bicêtre, Service d’Epidémiologie et de Santé 
Publique, Kremlin Bicêtre, France, 13Hôpital Saint Louis, Assistance Publique Hôpitaux 
de Paris, Department of Infectious Diseases, Paris, France, 14Université de Paris 
Diderot, Paris, France 
Presenting author email: guillemette.antoni@inserm.fr

Background: The ANRS IPERGAY trial demonstrated among MSM a 86% rela-
tive reduction of HIV-1 incidence with on demand PrEP in the TDF/FTC arm (2 
infections, 219 person-years (py) of follow-up (FU), incidence: 0.91/100 py) as 
compared to the placebo arm (14 infections, 212 py of FU, incidence: 6.60/100 
py). Participants in this trial used a median of 15 pills /month and had a median of 
10 sexual intercourse /month. We wished to investigate whether on demand PrEP 
remained effective among participants having less frequent sexual intercourse and 
using fewer pills.
Methods: Assuming that participants with less frequent sexual intercourse would 
use fewer pills, and because individual patterns of pill use showed large intra-
participant variability over time, we focused our analysis on person-time between 
2 consecutive visits when participants used < 15 pills /month and PrEP was used 
“systematically or often” during sexual intercourse, and not “from time to time or 
never”. We then cumulated in each arm FU time spent with this pattern of pill use. 
A 4th generation HIV-1/2 ELISA assay was performed at each visit allowing to date 
the time of HIV-infection. Incidence rates of HIV-infection/100 py in both arms 
were then compared using mid-p exact test.
Results: Six HIV-1 infections occurred during FU among participants using < 15 
pills/month taken “systematically or often” during sexual intercourse: 6 in the pla-
cebo arm (incidence: 9.3/100 py, total FU time: 64.8 py) and 0 in the TDF/FTC 
arm (incidence: 0/100 py, total FU time: 68.9 py, p=0.013). The relative reduction 
of HIV incidence was 100% (95% CI: 20-100). During these follow-up periods, a 
median of 5 (IQR: 2-10) sexual intercourse/month were reported and a median of 
9.5 (IQR: 6-13) pills/month were used. Restricting the analysis to periods when 
participants reported at least one condomless sexual act yielded similar results with 
HIV incidence of 12.3/100 py in the placebo arm (6 infections, 48.8 py of FU) and 
0/100 py in the TDF/FTC arm (0 infection, 54.3 py of FU, p=0.011).
Conclusions: On-demand PrEP with TDF/FTC remains highly effective in MSM 
having infrequent sexual intercourse. 

TUAC0103
An open-label multiple dose phase 1 assessment of long-acting 
rilpivirine
I. McGowan1, C.S. Dezzutti1,2, A. Siegel2, J. Engstrom2, C. Shetler2,  
N. Richardson-Harman3, K. Abebe1, D. Back4, L. Else4, D. Egan4, S. Khoo4,  
P.E. Williams5, R.M. Brand1, B.A. Chen1,2, S.L. Achilles1,2, R.D. Cranston1 
1University of Pittsburgh, Pittsburgh, United States, 2Magee-Womens Research 
Institute, Pittsburgh, United States, 3Alpha StatConsult, Damascus, United 
States, 4University of Liverpool, Liverpool, United Kingdom, 5Janssen Research and 
Development, Beerse, Belgium 
Presenting author email: imcgowan@pitt.edu

Background: Long-acting (LA) injectable formulations of antiretroviral agents are 
being developed for HIV-1 prevention. The MWRI-01 Phase 1 study was undertaken 
to characterize the safety, acceptability, pharmacokinetic (PK), and pharmacody-
namic (PD) profile of LA rilpivirine (RPV). Single dose (SD) data have previously 
been reported (McGowan I et al. Lancet HIV 2016). We now present data on the 
multiple dose (MD) phase of the study.
Methods: HIV-1 uninfected participants received three intramuscular doses of 
1200 mg LA RPV at 2 month intervals. We collected plasma, genital/rectal fluids, 
and tissue (rectal (RT), cervical (CT), and vaginal (VT)) before and after exposure 
to LA RPV for assessment of PK and PD (ex vivo biopsy challenge with HIV-1). 
Clade B (HIV-1BaL) and Clade C (G147-1) viruses were used separately in the explant 
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challenge model. The primary study objective was to characterize product safety 
and the analysis included all enrolled participants.
Results: We enrolled 8 women and 4 men. There were 195 adverse events reported, 
of which 193 (99%) were Grade 1 (71%) or Grade 2 (28%) and the majority were re-
lated to injection site discomfort. Table 1 provides the PK values (geometric mean; 
90% Cl) for each compartment 56 days after dosing. 

 Plasma RT VT CT
 Women Men Women Men Women Women

Dose 1 39 (33-45) 29 (17-40) 46 (34-53) 29 (17-40) 22 (14-29) 28 (23-33)

Dose 3 59 (45-73) 40 (30-51) 61(52-70) 40 (30-51) 40 (28-52) 44 (22-66)

[Table 1: PK Data 56 Days After Injection (ng/mL)]

We found significant suppression of viral replication in RT for both Clade B 
(p<0.05) and Clade C (p<0∙0001) viruses at all time points in RT. In contrast, viral 
suppression was only seen in CT at Day 56 after the first dose of LA-RPV and at 
no time point for VT.
Conclusions: : MD administration of LA RPV was safe and well tolerated. As with 
our previous SD data, we saw prolonged suppression of viral replication in RT fol-
lowing exposure to LA RPV. Interestingly, despite modest accumulation of plasma 
RPV over time, there was minimal evidence of viral suppression in CT or VT. 

TUAC0104
Impact of microbiota on female genital tissue and plasma 
concentrations of dapivirine
S. Hillier1,2, L. Meyn1, K. Bunge1, M. Austin2, B. Moncla1,2, C. Dezzutti1,2,  
B. Devlin3, M. Marzinke4, C. Hendrix4, L. Rohan2,5 
1University of Pittsburgh, Obstetrics, Gynecology and Reproductive Sciences, 
Pittsburgh, United States, 2Magee-Womens Research Institute, Pittsburgh, United 
States, 3International Partnership for Microbicides, Silver Spring, United States, 
4Johns Hopkins University, Baltimore, United States, 5University of Pittsburgh, 
Pharmaceutical Science, Pittsburgh, United States 
Presenting author email: hillsl@mwri.magee.edu

Background: Women having a non-Lactobacillus dominant vaginal microbiota en-
rolled in CAPRISA 004 had lower detection of tenofovir (TFV) in cervicovaginal 
lavage (CVL) fluid than women having a Lactobacillus dominant microbiota. In 
FAME-04, decreased concentrations of TFV diphosphate in genital tissues and 
TFV in the plasma were highly correlated to higher Nugent score and increased 
vaginal concentrations of Gardnerella vaginalis and Atopobium vaginae. Vaginal 
rings containing dapivirine, a nonnucleoside reverse transcriptase inhibitor, have 
been shown to reduce incident HIV. The objective of this secondary analysis was 
to evaluate whether vaginal microbiota associated with bacterial vaginosis similarly 
impacted dapivirine concentrations in genital tract tissues and plasma following 
vaginal application.
Methods: 24 healthy HIV negative women (mean age 27, 58% white) used either 
dapivirine 0.05% gel (1.25 mg) or films (1.25 mg) for 6 days at home. On the 7th day, 
women inserted the final dose in the clinic with confirmation of correct product 
placement. Two hours later, cervical and vaginal biopsies along with CVL and plasma 
were obtained for dapivirine quantification using a validated liquid chromatography 
tandem mass spectrometry assay. Vaginal samples for diagnosis of bacterial vagi-
nosis using the Nugent criteria and quantitative polymerase chain reaction (qPCR) 
detection of G. vaginalis and A. vaginae were collected prior to product use. The 
relationship between vaginal microbiota and dapivirine levels was assessed using 
linear regression models.
Results: There was no association between increasing concentrations of G. vagina-
lis in the vagina detected by qPCR and dapivirine concentrations in vaginal tissue, 
cervical tissue, CVL, or plasma (p=0.45, 0.93, 0.51, 0.99 respectively). Similarly, 
vaginal concentrations of A. vaginae were not associated with dapivirine concen-
trations in CVL, vaginal and cervical tissues or plasma (p≥0.31). Nugent criteria 
associated with bacterial vaginosis were not associated with lower CVL, tissue or 
plasma concentrations of dapivirine (p≥0.19).
Conclusions: In contrast to tenofovir, genital and plasma concentrations of dapi-
virine, were not impacted by increasing concentrations of vaginal bacteria associ-
ated with bacterial vaginosis. While replication of these results is needed, these data 
suggest that the levels of dapivirine following vaginal application should not be im-
pacted by the microbiota associated with bacterial vaginosis. 

TUAC0105
Experiences and perceptions of PrEP among gay and other  
men who sex with men (MSM) using PrEP in the PROUD  
study in England
M. Gafos1, W. Nutland2, S. Wayal3, G. Bell4, M. Rayment5, C. Rae5,  
S. McCormack1, R. Horne6 
1MRC Clinical Trials Unit at UCL, Institute of Clinical Trials & Methodology, London, 
United Kingdom, 2London School of Hygiene and Tropical Medicine, London, United 
Kingdom, 3UCL, London, United Kingdom, 4She, Sheffield, United Kingdom, 5Chelsea 
and Westminster Hospital NHS Foundation Trust, Directorate of HIV/GU Medicine, 
London, United Kingdom, 6UCL, School of Pharmacy, London, United Kingdom 
Presenting author email: m.gafos@ucl.ac.uk

Background: There are concerns that PrEP could increase risk compensation, es-
pecially reducing condom use. The PROUD study (Nov12-Nov16) reported an 86% 
reduction in HIV and no increase in STIs. We explore PROUD participants’ experi-
ences and perceptions of PrEP in relation to other risk reduction strategies.
Methods: We conducted semi-structured in-depth-interviews with 41 HIV-
negative MSM, purposively selected based on self-reported high/low PrEP adher-
ence and increased/same risk behaviour. Interviews were digitally recorded, tran-
scribed and analysed using framework analysis.
Results: The majority of participants reported risk reduction strategies including 
occasional condom use, strategic positioning, or sero-sorting. Participants applied 
rules to their sexual behaviour, such as using condoms “if it was a one night stand”, 
or not being receptive “outside of a relationship”. Typically, PrEP was added to the 
existing set of ‚rules’. For some participants, PrEP allowed a relaxing of the rules, 
for example about strategic positioning: “I have definitely experienced more as a 
bottom”, or about condomless sex: “I have had more unprotected sex than before…
it doesn’t mean that I only have unprotected sex”. Other participants insisted PrEP 
had not changed their rules: “I haven’t changed the way I think because I am taking 
this pill”. Participants described PrEP as a “security blanket”, an added “defence 
mechanism” and used analogies such as wearing a “crash helmet… on my bicycle”. 
PrEP was described as affording “more intimacy”, “reassurance”, and giving “added 
control”. By using PrEP, many participants with HIV-positive partners sought to 
reduce their partner’s anxiety about the risk of transmission. The benefits of PrEP 
were described within the social context of risk environments in cities like London, 
the chemsex scene, and the digitization of sexual contact. PrEP use was viewed as 
time-limited: “clearly it is a period, a moment… it is not going to be a lifetime”.
Conclusions: These data suggest that PrEP was added to a range of ‚rules’ already 
used to mitigate risk, rather than replacing them. PrEP impacted on the boundaries 
of the rules for some people but not all. In social contexts of high-risk behaviour, 
PrEP offers added protection and psycho-social benefits that increase individual 
choice in the mitigation of risk. 

TUAC02 Prevention and Adolescents

TUAC0201
High uptake of community-based HIV testing by adolescent 
girls and young women aged 15-24: implications and synergies 
for PrEP roll out?
A. Medina-Marino1,2, A. Mumbauer3, T. Farirai4, L.-G. Bekker5, S. Johnson6,  
N. Nkhwashu4 
1Foundation for Professional Development, Research Unit, Pretoria, South Africa, 
2University of Pretoria, School of Health Systems and Public Health, Pretoria, South 
Africa, 3Foundation for Professional Development, Strategic Information Department, 
Pretoria, South Africa, 4Foundation for Professional Development, HIV Prevention 
Department, Pretoria, South Africa, 5University of Cape Town, The Desmond Tutu HIV 
Centre (DTHC), Cape Town, South Africa, 6Foundation for Professional Development, 
Technical Assistance Cluster, Pretoria, South Africa 
Presenting author email: andrewm@foundation.co.za

Background: HIV incidence among female youth aged 15-24 in South Africa is 
four times higher than their male counterparts. Recent HIV prevention trials in 
South Africa documented incidence of 5-6% per year in 15-24 year old adolescent 
girls and young women (AGYW). HIV counselling and testing is the entry point 
for treatment and prevention services, and is key to implementing effective HIV 
prevention strategies. Community-based HIV counselling and testing (CBCT) has 
the potential to increase testing among key populations. We present interim find-
ings of our at-scale CBCT program targeting high transmission areas in 13 high HIV 
burden districts in South Africa.
Methods: Routine programmatic data from October 2015 - September 2016 were 
used. Descriptive statistics were performed. HIV positivity and testing uptakes 
rates were calculated and stratified by age group, gender, and district.
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Results: A total of 660,351 individuals were tested (positivity= 6.6%; uptake= 
54.9/1000 population). The largest number of testers were individuals age 25-49 
(n= 309,323; uptake= 68.2/1000 population). The highest testing uptake was by 
individuals age 15-24 (uptake= 90.6/1000 population). 
Further disaggregation into 15-19 and 20-24 year old age groups reveal that adoles-
cent girls age 15-19 (uptake= 91.6/1000 population) and young women age 20-24 
(uptake= 112.8/1000 population) had the highest testing uptake of any age groups 
of either gender (Figure 1). These finding persist when uptake was disaggregated 
by district.
Conclusions: Implementation of our CBCT program has been extremely suc-
cessful. Though the largest number of tests were performed on those aged 25-49 
years, AGYW had the highest testing uptake. If access to PrEP by AGYW is to 
be scaled up, innovative supply-side interventions and service delivery platforms 
must be identified. Stakeholders involved in PrEP implementation should consider 
the synergies that CBCT programs may provide for identifying and delivering PrEP 
services to AGYW. 

[Testing Uptake by Age Group and Gender]

TUAC0202
Finding the right target population for PrEP:  
the cost-effectiveness of pre-exposure prophylaxis  
provision to female and male adolescents and young  
women in South Africa
G. Meyer-Rath1,2, L. Jamieson2, L. Johnson3 
1Boston University, Center for Global Health and Development, Boston, United States, 
2University of the Witwatersrand, Health Economics and Epidemiology Research 
Office, Johannesburg, South Africa, 3University of Cape Town, Centre for Infectious 
Disease Epidemiology and Research, Cape Town, South Africa  

Background: The South African government is in the process of identifying a suit-
able roll-out strategy for providing oral PrEP to young people at risk of acquiring 
HIV. We were tasked to evaluate the cost-effectiveness of providing PrEP to young 
women (20-24 years) vs male or female adolescents (15-19 years), both when cov-
ering everyone in these groups or only those self-identifying as being at high risk.
Methods: We used Thembisa, an existing HIV transmission model, and cost input 
from the first PrEP demonstration projects to model the impact of PrEP provi-
sion on new HIV infections and cost per HIV infection averted over 20 years, over 
a baseline of the current HIV programme, including potential cost savings due to 
reduced treatment need. 
We compared provision to all young people in a sub-population to targeting via self-
selection by high-risk individuals. Target coverage was set to 18% of either popula-
tion and varied in sensitivity analysis.
Results: PrEP provision to adolescents of both genders is the most cost-effective 
option, being more effective and less costly than provision to young women (see 
Table). Provision to female adolescents is slightly more effective and cost effec-
tive than provision to male adolescents. At 18% coverage of either all young people 
in the target population or only those at high risk, the impact on HIV infections 
averted is similar, but self-selection by high-risk individuals results in much smaller 
populations on PrEP. 
As a result, targeted provision is much more cost effective. PrEP is however not 
cost saving at any of the coverage rates tested (1-99%) for any of the populations, 
with or without successful targetting to high-risk sub-populations.

 Base-
line

Young women 
(20-24)

Adolescents; 
both genders 

(15-19)

Adolescents; 
females (15-19)

Adolescents; 
males (15-19)

Risk group  All High 
risk All High 

risk All High risk All High 
risk

Number of person 
years on PrEP 
[millions]

- 8.7 1.4 10.7 3.7 5.9 1.6 4.7 2.1

Total cost [billions 
USD] 43.86 45.43 44.10 45.67 44.38 44.86 44.06 44.69 44.21

Incremental cost 
[billions USD] (% 
change)

- 1.53 
(3.5%)

0.20 
(0.5%)

1.76 
(4.0%)

0.48 
(1.1%)

0.96 
(2.2%)

0.16 
(0.4%)

0.79 
(1.8%)

0.31 
(0.7%)

Total new HIV 
infections 
[millions]

4.63 4.54 4.56 4.38 4.39 4.47 4.49 4.52 4.53

HIV infections 
averted 
[thousands] (% 
change)

- 82.4 
(1.8%)

65.61 
(1.5%)

250.0 
(6.1%)

230.3 
(5.5%)

153.4 
(3.6%)

140.1 
(3.2%)

106.4 
(2.4%)

98.7 
(2.2%)

Incremental cost-
effectiveness 
ratio [USD/HIV 
infection averted]

- $18,511 $3,013 $7,058 $2,099 $6,264 $1,164 $7,438 $3,144

[Results by sub-population]

Conclusions: Provision of PrEP to female adolescents is more cost effective than 
to male adolescents or young women. PrEP, although expensive, can be made more 
cost effective if high-risk sub-populations successfully self-select for PrEP. 

TUAC0203
State-level school-based sex education policies on sexual 
orientation are associated with changes in teaching about  
HIV prevention
A. Grosso, D. Bermudez, M.A. Chiasson 
Public Health Solutions, Research and Evaluation, New York, United States 
Presenting author email: grossoas@gmail.com

Background: The Sexuality Information and Education Council of the United States 
(SIECUS) reported in 2015 that 11 states had state-level laws or policies regarding 
school-based sex education that were discriminatory toward lesbian, gay, bisexual, 
and/or transgender (LGBT) individuals or stated that homosexuality must not be 
promoted or addressed as a socially acceptable alternative. This was an 83% increase 
from the number of states in 2014. The implementation of these policies may limit 
the HIV education available to LGBT students and their heterosexual peers.
Methods: We constructed a panel dataset for even numbered years from 2006-
2014. The independent variable was an indicator from SIECUS State Profiles about 
whether states´ sex education laws were LGBT-stigmatizing. The three dependent 
variables were from the Centers for Disease Control and Prevention (CDC) School 
Health Profiles system. Based on self-administered questionnaires from the prin-
cipal and the lead health education teacher in a sample of high schools, the CDC 
reported for each state the percentage of schools that tried to increase students’ 
knowledge about HIV prevention, human sexuality, and sexually transmitted dis-
ease (STD) prevention. We conducted ordinary least squares regression analysis 
in Stata/SE 14 with state and year fixed effects to control for unobserved time-
invariant state-level confounders and state-invariant time-varying confounders.
Results: In the regression models, having a state sex education policy that was anti-
LGBT was associated with a 17.4%, 21.7%, and 16.3% decrease in the percentage 
of schools that tried to increase student knowledge about HIV prevention, human 
sexuality, and STD prevention, respectively (p<0.05). 

Year → 2006 2008 2010 2012 2014

State sex education law 
is negatively LGBT-
biased (combined 
states and years) ↓

% (n/N) of states with 
negatively LGBT-biased 
sex education laws →

21.6% 
(11/51)

13.7% 
(7/51)

13.7% 
(7/51)

11.8% 
(6/51)

11.8% 
(6/51) No Yes

% of schools that tried to 
increase student knowledge 
about HIV prevention

81.4% 88.9% 88.4% 86.9% 85.9% 87.4% 81.4%

% of schools that tried to 
increase student knowledge 
about human sexuality

73.7% 84.6% 84.2% 82.4% 80.5% 82.4% 75.6%

% of schools that tried to 
increase student knowledge 
about STD prevention

77.5% 86.4% 86.7% 85.7% 84.9% 85.4% 79.4%

[Sex education implementation by LGBT policy]
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Conclusions: State sex education laws that are negatively biased toward LGBT 
people may increase reluctance of teachers to try to increase student knowledge 
about sex education topics in general, including those that are not related to sexual 
orientation or gender identity. Given the increase in these laws in the past year, 
we expect that additional teens will be denied instruction on these topics. Further 
research is necessary to assess how this may affect youth risk behaviors and sexual 
health outcomes. 

TUAC0204
Potential for HIV transmission among adolescents and young 
adults receiving antiretroviral therapy
S. Wood1,2, N. Dowshen1,2, C. Gowda3, S. Lee4, S. Ratcliffe5, R. Gross6,7 
1Children’s Hospital of Philadelphia, Division of Adolescent Medicine, Philadelphia, 
United States, 2University of Pennsylvania, Perelman School of Medicine, Department 
of Pediatrics, Philadelphia, United States, 3Ohio State University College of 
Medicine, Infectious Diseases, Columbus, United States, 4Children’s Hospital of 
Philadelphia, Craig Dalsimer Division of Adolescent Medicine, Philadelphia, United 
States, 5University of Pennsylvania Perelman School of Medicine, Department of 
Biostatistics, Epidemiology, and Informativs, Philadelphia, United States, 6University 
of Pennsylvania, Perelman School of Medicine, Departments of Medicine and 
Epidemiology, Philadelphia, United States, 7University of Pennsylvania, Center for 
Clinical Epidemiology and Biostatistics, Philadelphia, United States 
Presenting author email: woodsa@email.chop.edu

Background: Adolescents and young adults (AYA) living with HIV have lower rates 
of virologic suppression and higher rates of sexually transmitted infections (STIs) 
than older adults, which increases HIV transmission potential. We aimed to identify 
the proportion of participants with, and risk factors for, high HIV transmission po-
tential within a cohort of HIV-positive AYA.
Methods: Retrospective cohort study of HIV-positive, antiretroviral therapy 
(ART)-treated, AYA, ages 13-24, at a U.S. adolescent HIV clinic from 2002-2015. 
We included all visits with viral load (VL) measurement after ART initiation. High 
transmission potential was defined as incident STI (Neisseria gonorrhea, Chlamydia 
trachomatis or Treponema palladium) with concurrent VL >1500 copies/ml. 
Generalized estimating equations (GEE) were used to calculate odds ratios (ORs) 
and 95% confidence intervals (CI) for hypothesized risk factors for high transmis-
sion potential, including age, gender, insurance status, sexual orientation, race and 
history of STI at entry to care.
Results: Participants (n=251) were followed for a median of 3.2 years (IQR 1.5-5.3), 
contributing 2,860 visits. Participants were 87% African-American (n=218), and 
73% men and transgender women who have sex with men (n=182) and 48% (n=120) 
had a history of STI at entry to care. The median visit age was 21 years (IQR 19-23). 
Incident STI was detected in 68% (n=166) of participants comprising 15% (n=299) 
of visits. Participants were viremic (VL >1500 copies/ml) at 27% (n=640) of visits. 
High transmission potential occurred at least once in 16% (n=39) of participants and 
3% of visits. In the final GEE model, history of STI at or before entry to HIV care 
conferred a nearly four-fold increased odds of high transmission potential (OR 3.8, 
95% CI: 2.0-7.1, p< 0.001). There was no significant association between age, gen-
der, sexual orientation, race, or insurance status and high HIV transmission potential.
Conclusions: In this conservative model of transmission potential, 16% of ART-
treated AYA in care were episodically at high risk of HIV transmission, demonstrat-
ing the limits of treatment as prevention in this setting. A baseline history of STI 
conferred higher risk of transmitting HIV, emphasizing the need for secondary 
prevention interventions targeting both ART adherence and sexual risk reduction 
for HIV-positive youth. 

TUAC0205
HIV and HSV-2 risk among young women in age-disparate 
partnerships: evidence from KwaZulu-Natal, South Africa
B. Maughan-Brown1, G. George2, S. Beckett2, M. Evans3, C. Cawood4,  
D. Khanyile4, L. Lewis5, A. Kharsany5 
1Southern Africa Labour and Development Research Unit (SALDRU), University of 
Cape Town, Cape Town, South Africa, 2Health Economics and HIV and AIDS Research 
Division (HEARD), University of KwaZulu-Natal, Durban, South Africa, 3Department 
of Anthropology, York University, Toronto, Canada, 4Epicentre AIDs Risk Management 
(Pty) Limited, Cape Town, South Africa, 5Centre for the AIDS Programme of Research 
in South Africa (CAPRISA), University of KwaZulu-Natal, Durban, South Africa 
Presenting author email: brendan.maughanbrown@gmail.com

Background: Young women in sub-Saharan Africa continue to exhibit high HIV 
prevalence and incidence rates. We explored the role age-disparate partnerships 
play in HIV-infection risk among 15-24 year old women in an endemic setting in 
South Africa.

Methods: During June 2014-June 2015, a cross-sectional household survey was 
conducted in KwaZulu-Natal Province, South Africa comprising 9812 individuals 
aged 15 to 49 years. Venous blood samples were collected for HIV antibody and 
viral load tests, and herpes simplex virus type 2 (HSV-2) antibody tests. A partner-
ship was defined as age-disparate if the age-difference between partners was five 
years or more. Multiple logistic regression analyses were first used to assess the 
associations between age-disparate partnerships and both HIV and HSV-2 status - 
HSV-2 may increase a young women’s risk of HIV-infection - among 15-24 year old 
women who reported at least one sexual partner (n=1557). 
The second set of analyses used partnership data reported by men - restricted to 
on-going partnerships with 15-24 year old women (n=1078) - to assess whether 
age-disparate partners of young women were more likely to be HIV-positive with 
a detectable viral load (≥20 copies/ml), and therefore pose a greater level of risk, 
than age-similar partners.
Results: Women who reported any age-disparate partnerships were more 
likely to test positive for HIV (37% vs 22%, p<0.01) and HSV-2 (65% vs 46%, 
p<0.01). After controlling for, inter alia, age and number of lifetime sexual part-
ners the odds of young women having HIV (aOR:1.56, p<0.01,95%CI:1.13-2.17) 
and HSV-2 (aOR:1.85, p<0.01,95%CI:1.41-2.44) were greater for those who 
reported age-disparate partnerships. Men in age-disparate partnerships with 
young women were also more likely to be HIV-positive (5-9 year age-differ-
ence: aOR 2.12, p<0.01,95%CI:1.26-3.57; 10+ year age-difference: aOR 4.93, 
p<0.01,95%CI:2.67-9.12) and be HIV-positive with a detectable viral load (5-9 year 
age-difference: aOR 2.30, p<0.01,95%CI:1.36-3.87; 10+ year age-difference: 
aOR:2.57, p<0.01,95%CI:1.34-4.92) compared to men in age-similar partnerships 
with young women.
Conclusions: Results suggest a positive association between age-disparate partner-
ships and young women’s HIV risk. Expanding treatment and combination preven-
tion, including targeted interventions addressing risk from age-disparate sexual 
partnering, is vital to reducing HIV incidence amongst young women. 

TUAC03 Hitting the First 90 Target: Lessons from  
                 Population-Based Surveys

TUAC0301
Findings from the 2016 Zambia Population-based HIV Impact 
Assessment (ZAMPHIA): HIV prevalence, incidence and 
progress towards the 90-90-90 goals
D.T. Barradas1, S. Gupta1, C. Moyo2, K. Sachathep3, K. Dzekedzeke4,  
T. Nkumbula4, D.B. Williams5, H. Patel5, T. Dobbs5, C. Nakazwe6, W. Kasongo7,  
H. Cai1, S. Kamocha1, C.B. Ndongmo1, K. Hageman1, M.A. Riggs1, ZAMPHIA 
Study Team 
1Centers for Disease Control and Prevention, Lusaka, Zambia, 2Ministry of Health, 
Lusaka, Zambia, 3ICAP, Mailman School of Public Health, Columbia University, 
New York, United States, 4ICAP, Lusaka, Zambia, 5Centers for Disease Control and 
Prevention, Division of Global HIV and TB, Atlanta, United States, 6Central Statistics 
Office, Lusaka, Zambia, 7Tropical Disease Research Centre, Ndola, Zambia  

Background: Based on modeled estimates, 13% of people in Zambia were living 
with HIV in 2014. The 2016 Zambia Population-based HIV Impact Assessment 
(ZAMPHIA) is the first national survey to directly assess the status of Zambia’s 
HIV epidemic by measuring HIV incidence. Findings from ZAMPHIA and progress 
toward meeting the UNAIDS 90-90-90 targets, including viral load suppression 
(VLS), are presented.
Methods: A nationally representative household-based sample of 12,310 eligible 
households was selected in 511 enumeration areas; analyses account for study de-
sign. Consenting participants provided demographic and clinical information and 
blood samples for household HIV testing per national guidelines. HIV-seropositive 
results were confirmed using the Geenius supplemental assay; viral load and 
limiting antigen (LAg) avidity EIA testing were performed at a central lab on all 
HIV-seropositive samples. HIV incidence estimates were based on World Health 
Organization criteria for recent infection (LAg <1.5 OD units and HIV RNA >1000 
c/ml). VLS was defined as HIV RNA <1000 c/ml.
Results: In total, 19,029 adults and 7,959 children provided interviews and blood 
samples (response rate: 68%). Participation by eligible adults was higher for women 
than men (71% vs 63%, P< 0.0001). HIV prevalence estimates among adults aged 
15-59 and children aged 0-14 were 12.3% and 1.3%, respectively. Adult HIV inci-
dence was 0.66% (female 1.00%, male 0.33%); mean VLS prevalence among all 
HIV-seropositive adults was 59.8%. An estimated 67.3% of persons living with HIV 
(PLHIV) knew their HIV status (1st 90), 85.4% of PLHIV who reported knowing 
their status also reported receiving ART (2nd 90), and 89.2% of these PLHIV who 
reported receiving ART were virally suppressed (3rd 90).
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Conclusions: Zambia has achieved progress towards meeting the UNAIDS 90-90-
90 goals. HIV prevalence is stabilizing; HIV incidence is low; and prevalence of VLS 
is high. Identification of gaps in testing, ART, and viral load suppression is needed to 
better target expansion of HIV treatment services in Zambia. 

Indicator Males Females Total
HIV prevalence among adults, % 
[95% CI] 9.5 [8.8, 10.3] 14.9 [14.0, 15.8] 12.3 [11.6, 12.9]

HIV prevalence among children, % 
[95% CI] -- -- 1.3 [1.0, 1.6]

HIV incidence among adults % 
[95% CI] 0.33 [0.11, 0.56] 1.00 [0.65, 1.36] 0.66 [0.45, 0.88]

Viral load suppression (VLS) 
prevalence among HIV+ adults, % 
[95% CI]

57.4 [53.4, 61.5] 61.3 [58.7, 63.8] 59.8 [57.4, 62.2]

Prevalence of HIV+ adults who report 
knowing their HIV status, % [95% CI] 62.8 [58.7, 66.8] 70.0 [67.5, 72.5] 67.3 [64.8, 69.7]

Self-reported ART prevalence among 
HIV+ adults who report knowing their 
HIV status, % [95% CI]

86.2 [83.1, 89.4] 84.9 [82.5,87.4] 85.4 [83.4, 87.4]

VLS prevalence among HIV+ adults 
who report ART and knowing their 
HIV status, % [95% CI]

88.2 [85.1, 91.4] 89.7 [87.7, 91.8] 89.2 [87.4, 91.0]

[Selected Findings from 2016 ZAMPHIA]

TUAC0302
Correlates of being outside the 90-90-90 cascade among  
adults ages 15-64 years in Zimbabwe
A. Hakim1, E. Radin2, L. Ruangtragool3, A. Herman-Roloff4, N. Ahmed2,  
G. Musuka5, H. Dube5, M. Mhangara6, L. Gwanzura7, S. Munyati7, E. Gonese8,  
A. Nwankwo-Igomu8, H. Patel1, K. Sleeman1, S. Kinchen1, J. Justman2,  
B.A. Tippett-Barr8, ZIMPHIA Survey Group 
1US Centers for Disease Control and Prevention, Division of Global HIV and 
Tuberculosis, Atlanta, United States, 2ICAP at Columbia University, New York, United 
States, 3ASPPH/CDC Allan Rosenfield Global Health Fellow, U.S. Centers for Disease 
Control and Prevention, Harare, Zimbabwe, 4US Centers for Disease Control and 
Prevention, Pretoria, South Africa, 5ICAP at Columbia University, Harare, Zimbabwe, 
6Zimbabwe Ministry of Health and Child Care, Harare, Zimbabwe, 7Biomedical 
Research Training Institute, Harare, Zimbabwe, 8US Centers for Disease Control and 
Prevention, Harare, Zimbabwe 
Presenting author email: hxv8@cdc.gov

Background: Zimbabwe has made great strides in combatting HIV, partially through 
increasing testing and treatment. To reach the UNAIDS 90-90-90 targets it is 
necessary to know who is unaware of their HIV infection, who is not on treatment, 
and who is not virally suppressed in order to engage or re-engage them in HIV ser-
vices. We identify correlates of being outside this cascade.
Methods: The 2015-2016 Zimbabwe Population-based HIV Impact Assessment 
was a cluster-based nationally-representative household survey. Face-to-face in-
terviews were conducted with 22,496 adults aged 15-64 years, and blood speci-
mens collected from 20,572 of them for HIV testing following the national serial 
rapid testing algorithm of Determine, First Response and Stat-Pak. Treatment sta-
tus was self-reported and viral load testing was conducted using Roche Taqman 96. 
Weighted analysis was conducted in SAS. Variables associated with being outside 
the 90-90-90 cascade at p<0.1 in bivariate analysis were included in the multivari-
ate model.
Results: HIV prevalence was 14.6% among 15-64 year olds. Among HIV-infected 
participants, 25.8% were unaware of their infection. Among those aware of their 
infection, 13.2% were not on treatment. Of those on treatment, 13.5% were not 
virally suppressed. In multivariate analysis, males were more likely than females to 
be unware of their HIV infection (AOR: 1.74, 95% CI: 1.43-2.10) as were those 
aged 15-24 years (AOR: 4.59, 95% CI: 3.13-6.72) and aged 25-34 (AOR: 2.43, 
95% CI: 1.73-3.41) compared to those aged 55-64 years. Compared to those 
ages 55-64 years, those aged 15-24 and 25-34 years were least likely to be on 
treatment (AOR: 3.88, 95% CI: 1.93-7.80 and AOR: 5.03, 95% CI: 2.85-8.89, 
respectively). Being on treatment and virally unsuppressed was associated with be-
ing male (AOR: 1.57, 95% CI: 1.17-2.09) and being aged 15-24 and 25-34 years 
compared to 55-64 years (AOR: 2.99, 95% CI: 1.50-6.11, and AOR: 3.82, 95% 
CI: 2.09-7.01, respectively). Neither province nor urban residence were associated 
with being outside any step of the cascade. Sex was not associated with being aware 
and not on treatment.
Conclusions: People < 35 years and men should be further targeted for HIV testing 
and additional support for linkage to and retention on treatment. 

TUAC0303
90-90-90 targets in HIV-positive women using results from 
MPHIA: a Malawi success story
N. Wadonda-Kabondo1, C. West1, R. Nyirenda2, F. Chimbwandira1, S. Nkoka3,  
A. Voetsch4, T. Dobbs4, G. Chipungu1, I. Chirwa5, M. Blackson6, G. Sundeep1,  
E. Radin7, MPHIA Study Team 
1CDC, Lilongwe, Malawi, 2Malawi Ministry of Health, Lilongwe, Malawi, 3ICAP at 
Columbia University, Lilongwe, Malawi, 4CDC, Atlanta, United States, 5National 
Statistical Office of Malawi, Lilongwe, Malawi, 6Malawi National AIDS Commission, 
Lilongwe, Malawi, 7ICAP at Columbia University, New York, United States 
Presenting author email: vzn7@cdc.gov

Background: While women in Malawi continue to experience a high burden of HIV 
infection, implementation of Option B+ since 2011 has led to substantial improve-
ment in increasing access to antiretroviral therapy (ART) for HIV-positive wom-
en. This study aimed at describing the progress in women towards achieving the 
UNAIDS 90-90-90 targets in Malawi.
Methods: The Malawi Population-Based HIV Impact Assessment (MPHIA) was 
a two‐stage cluster survey of randomly selected households in Malawi. Data col-
lection occurred from November 2015 to August 2016. Participants answered a 
questionnaire involving reproductive history, PMTCT/option B+, and HIV testing 
and care. The survey involved collection of blood samples, home-based counsel-
ing and testing (HBCT) using the national rapid HIV test algorithm followed by 
laboratory-based confirmation using Geenius™. Incidence was measured using the 
Lag-Avidity EIA. Viral load suppression (VLS) was defined as <1,000 HIV RNA 
copies/mL. Descriptive analyses were conducted to examine progress towards 90-
90-90 parameters in women and accounted for the study design.
Results: Of 12,231 eligible women ages 15 to 64 years, 9,956 (81.4%), women were 
interviewed and tested. Seventy-six percent (76.3%, 95% Confidence Interval 
(CI):74.2-78.9) of women reported knowledge of their HIV+ status. Of the women 
who knew their HIV+ status, 90.0% (95%CI:87.1-92.9) reported being on ART. Of 
the women who reported ART use, 92.3% (95%CI:90.4-94.2) had achieved VLS. 
Progress towards 90-90-90 targets also varied by age, see Table. At population 
level (irrespective of knowledge of HIV and ART status), prevalence of VLS among 
HIV+ women 15-64 years was 72.9% (95%CI:69.9-75.9); highest among older 
women but much lower in young women. HIV incidence among women was 0.48% 
(95%CI:0.20-0.76), which was about 50% greater in women than men (0.25%, 
95%CI:0.05-0.46). 

Age Group Diagnosed On Treatment Virally Suppressed
 % (95% CI) % (95% CI) % (95% CI)
15-24 years 58.7 (48.4-69.0) 76.9 (59.0-94.7) 79.3 (68.4-90.2)
25-34 years 72.6 (67.5-77.8) 88.0 (82.0-94.1) 94.5 (92.0-97.0)
35-44 years 84.8 (81.0-88.5) 91.7 (88.5-94.9) 91.7 (88.3-95.1)
45-54 years 76.4 (68.8-84.0) 95.3 (92.3-98.2) 93.6 (89.4-97.7)
55-64 years 85.1 (76.7-93.5) 94.7 (89.3-100.0) 95.3 (88.7-100.0)

[90-90-90 Targets by Age Group among Women]

Conclusions: Although women are at greater risk of HIV infection in the reproduc-
tive age group, they seem to get into treatment, stay on treatment, and achieve 
VLS. However, the first 90 was not reached, suggesting that a reasonable num-
ber of women are not accessing Malawi’s PMTCT program and further efforts are 
needed to diagnose and treat these cases; and prevent new infections. 

TUAC0304
Children living with HIV in Malawi: first survey-based 
measurement of national pediatric HIV prevalence and viral 
suppression
S. Jonnalagadda1, G. Bello2, S. Suzue3, J. Burnett4, E. Radin3, K. Brown1,  
J. Cuervo-Rojas5, F. Ogollah5, E. Kim6, D. Payne6, H. Patel1, K. Sleeman1,  
S. Hrapcak1, A. Voetsch1, Malawi Population-based HIV Impact Assessment  
Study Group 
1Centers for Disease Control and Prevention, Division of Global HIV and TB, Atlanta, 
United States, 2Malawi Ministry of Health, Lilongwe, Malawi, 3ICAP at Columbia 
University, New York, United States, 4Centers for Disease Control and Prevention, 
Division of HIV/AIDS Prevention, Atlanta, United States, 5ICAP at Columbia 
University, Lilongwe, Malawi, 6Centers for Disease Control and Prevention, Division of 
Global HIV and TB, Lilongwe, Malawi 
Presenting author email: wau4@cdc.gov

Background: To date, national pediatric HIV burden estimates in Malawi were de-
rived from modeling using clinic-based data. In 2015, an estimated 84,000 chil-
dren 0-14 years old were living with HIV in Malawi. The Malawi Population-based 
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HIV Impact Assessment (MPHIA), a national household survey conducted from 
2015 - 2016, provides the first direct measurement of national HIV prevalence and 
viral suppression (VS) prevalence among children 0-14 years.
Methods: MPHIA tested children in every other surveyed household (n=13,234) 
using the national HIV rapid test (RT) algorithm consisting of Determine™ (screen-
ing RT) and UniGold™ (confirmatory RT). Children >18 months who tested posi-
tive by both RTs were confirmed by laboratory-based testing using Geenius™ HIV 
1/2 Confirmatory Assay (Bio-Rad). Children ≤18 months screening reactive on 
Determine underwent DNA PCR testing for HIV diagnosis. HIV RNA viral load 
suppression was defined as < 1,000 copies/mL. Weighted national pediatric HIV 
prevalence and VS prevalence were measured using SI-CHAID weights. Jackknife 
Replication method was used to calculate 95% confidence interval (CI). Number 
of children living with HIV was estimated using population projections from the 
Malawi National Statistics Office (NSO).
Results: Of 9,952 eligible children, 6,143 (61.7%) provided blood for HIV testing. 
Of those tested, 99 children were HIV positive; 2 were DNA PCR positive. Overall 
prevalence was 1.6% (95% CI: 1.2% - 2.0%), equivalent to 122,721 children living 
with HIV (95% CI: 90,868 - 154,573). Among those infected, VS prevalence was 
42.9% (95% CI: 30.5% - 55.4%). HIV prevalence was greater in urban compared 
to rural areas; VS was considerably low among children< 5 years, and those residing 
in urban areas. 

Variable

Unweighted 
number of 
children 

who 
tested HIV 
positive/
Number 
tested

preva-
lence 

(%)
95% CI

Weighted 
number of 
children 

living with 
HIV

95% CI

Number 
of child-
ren (NSO 
projec-

tion)

Viral 
suppres-
sion (%)

95% CI

0-4 years 20/1,854 1.2 0.6 - 1.8 30,541 14,492 - 
46,591 2,583,791 21.9 3.6 - 

40.4

5-9 years 37/2,197 1.6 0.9 - 2.3 49,271 27,076 - 
71,466 3,063,666 49.1 31.2 - 

67.0
10-14 
years 42/2,092 2.0 1.3 - 2.7 42,909 27,069 - 

58,749 2,143,287 50.3 29.7 - 
70.9

Urban 
residence 37/1,911 2.3 1.4 - 3.1 26,826 13,621 - 

40,032 1,181,940 28.9 12.2 - 
45.5

Rural 
residence 62/6,143 1.5 1.0 - 1.9 95,894 65,917 - 

125,872 6,608,804 47.0 32.2 - 
61.9

[HIV prevalence and viral suppression in children]

Conclusions: The MPHIA estimate of the number of children living with HIV is 
46% greater than the current estimate which is currently being used for planning of 
pediatric HIV interventions. Low rates of viral suppression seen in children indicate 
the need for uptake of effective HIV treatment and adherence interventions to 
achieve the UNAIDS target of 73% viral suppression among children. 

TUAC0305
Estimating HIV incidence and the undiagnosed HIV population 
in the European Union / European economic area
A. van Sighem1, A. Pharris2, C. Quinten2, T. Noori2, A.J. Amato-Gauci2,  
and the ECDC HIV/AIDS Surveillance and Dublin Declaration Networks 
1Stichting HIV Monitoring, Amsterdam, Netherlands, 2European Centre for Disease 
Prevention and Control (ECDC), Stockholm, Sweden 
Presenting author email: a.i.vansighem@amc.uva.nl

Background: Each year, about 30,000 people are newly diagnosed with HIV in 
the 31 countries of the European Union/European Economic Area (EU/EEA). We 
aimed to estimate the number of people living with undiagnosed HIV in the entire 
EU/EEA and in four sub-regions.
Methods: Annual data on HIV diagnoses in 2003-2015 were retrieved from a 
database for HIV/AIDS within The European Surveillance System (TESSy). HIV 
diagnoses were adjusted for reporting delay and stratified by the presence of an 
AIDS-defining event within 3 months of HIV diagnosis, and, for individuals with-
out AIDS, by CD4 cell count (≥500, 350-499, 200-349, < 200 cells/mm3) at 
the time of diagnosis. Countries were grouped in sub-regions as defined by United 
Nations. A back-calculation method based on the ECDC HIV Modelling Tool was 
used to estimate annual numbers of newly acquired HIV infections, the distribution 
of time between infection and diagnosis by calendar year, and the number of people 
still undiagnosed by the end of 2015.
Results: In 2003-2015, there were 403,169 HIV diagnoses: 142,010 (35%) in 
Western, 121,624 (30%) in Northern, 27,662 (7%) in Eastern, and 111,873 (28%) 
in Southern Europe. In the entire EU/EEA, 120,100 (95% CI:113,000-127,800) 
people were estimated to be living with undiagnosed HIV by the end to 2015, 
of whom 47% had a CD4 count ≥500 cells/mm3 and 31% <350 cells/mm3, with 
28,000 (95% CI: 24,700-31,700) new infections in 2015. The estimated num-

ber of undiagnosed HIV infections was highest in Southern Europe, while infection 
rates were highest and time to diagnosis shortest in Northern and Western Europe 
(Table). 

Sub-
region

Undiagnosed, 
total

Undiagnosed, 
CD4 ≥500

Undiagnosed, 
CD4 <350

Infection 
rate [/100,000 
population]

Time to 
diagnosis 

(years)

Western 36,000
32,500-39,600

18,700
16,700-20,800 52% 9,800

9,200-10,700 27% 5.8
5.0-6.8 2.5 [1.2-4.6]

Northern 27,800
25,700-30,700

14,200
12,900-15,900 51% 7,800

7,300-8,400 28% 9.4
8.5-10.8 2.3 [1.1-4.3]

Eastern 12,700
10,900-14,900

5,800
4,800-7,100 46% 4,100

3,600-4,700 32% 3.3
2.4-4.2 3.3 [1.6-6.0]

Southern 42,900
39,800-46,400

17,800
16,000-19,900 41% 15,600

14,900-16,500 36% 3.4
2.1-4.6 3.9 [1.9-7.0]

Total 120,100
113,300-127,800

56,600
52,400-61,000 47% 37,600

35,900-39,300 31% 5.4
4.8-6.2 2.9 [1.4-5.4]

Undiagnosed population and infection rate with 95% confidence intervals, and median time to 
diagnosis [interquartile range] in 2015.

[Undiagnosed population and infection rates]

Conclusions: A substantial number of people in the EU/EEA are living with undiag-
nosed HIV. Although the estimated CD4 distribution suggests that approximately 
half of them are in an early stage of infection, a significant proportion are estimated 
to have late stage infection, suggesting more efforts are needed to test and diag-
nose these people. 

TUAC04 Prevention: It’s Not Just about PrEP

TUAC0401
The effect of a conditional cash transfer for HIV prevention on 
the experience of partner violence for young women: evidence 
from a randomized experiment in South Africa HPTN 068
K. Kilburn1, A. Pettifor2,3, J. Edwards2, A. Selin2, S. Delong2, R. Twine3,  
J. Hughes4, J. Wang4, X. Gomez-Olive3, C. MacPhail3,5, K. Kahn3 
1University of North Carolina at Chapel Hill, Global Health and Infectious Diseases, 
Chapel Hill, United States, 2University of North Carolina at Chapel Hill, Epidemiology, 
Chapel Hill, United States, 3University of the Witwatersrand, MRC/Wits Rural Public 
Health and Health Transitions Research Unit (Agincourt), Johannesburg, South Africa, 
4Statistical Center for HIV/AIDS Research and Prevention (SCHARP), Seattle, United 
States, 5University of New England, Armindale, Australia 
Presenting author email: kkilburn@unc.edu

Background: Evidence has shown that the experience of violence by a partner has 
important influences on women’s risk of HIV acquisition. Conditional cash transfers 
(CCTs) targeted to young women in sub-Saharan Africa have been advocated as 
an intervention to reduce the risk of HIV-infection, but the success of such inter-
ventions may be conditional upon changes in gendered power inequalities. Using 
a randomized experiment in northeast South Africa, we find that a CCT targeted 
to poor girls in high school reduced the risk of intimate partner violence (IPV) by 
34%. The purpose of this study is to understand the pathways through which the 
CCT affects IPV.
Methods: Our study is a phase 3, randomized controlled trial (HPTN 068) in a rural 
area in Mpumalanga province, South Africa. Eligible young women (aged 13-20) 
and their parents or guardians were randomly assigned (1:1) to receive a monthly 
cash transfer conditional on school attendance versus no cash transfer. Participants 
(N=2,448) were interviewed at baseline, then at annual follow-up visits at 12, 24, 
and 36 months. We estimate the primary outcome, physical IPV in the past 12 
months, using a GEE log-binomial regression model. We examined mediation of 
direct effects through intermediate pathways using methods designed for nonlinear 
models under the counterfactual framework. Mediators include sexual behaviors, 
empowerment, and economic well-being measures.
Results: We find evidence that the CCT works through delaying sexual debut or 
reducing the likelihood of having a sexual partner. The intervention interacts with 
these mediators leading to a larger reduction in IPV risk. Compared to the direct 
effect of the CCT on any physical IPV [RR 0.66, CI(95%):0.59-0.74], the risk 
of IPV is further reduced when we set the controlled direct effect to either no 
sexual debut [RR 0.53, CI(95%):0.45-0.63] or to no sexual partners [RR 0.56, 
CI(95%):0.48-0.63].
Conclusions: Results indicate that a CCT for adolescent school girls has protective 
effects on girls’ experience of violence in part because the intervention reduces the 
likelihood of debut or having a sexual partner, thereby reducing the opportunity 
for IPV. Since these behaviors also protect against HIV acquisition, this evidence 
strengthens the case for CCTs for HIV prevention. 
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TUAC0402
The effect of school attendance and school drop out on  
incident HIV and HSV-2 among young women in rural South 
Africa enrolled in HPTN 068
M.C.D. Stoner1, J.K. Edwards1, W.C. Miller1,2, A.E. Aiello1, C.T. Halpern1,  
A. Julien1, A. Selin1, R. Twine3, J. Hughes4,5, J. Wang5, F.X. Gomez-Olive3,  
R.W. Wagner3, C. MacPhail6, O. Laeyendecker7, Y. Agyei7, S.M. Tollman3,8,  
K. Kahn3,8, A. Pettifor1, HPTN 068 
1University of North Carolina at Chapel Hill, Chapel Hill, United States, 2Ohio 
University, Athens, United States, 3MRC/Wits Rural Public Health and Health 
Transitions Unit CRS, Agincourt, South Africa, 4University of Washington, Seattle, 
United States, 5Fred Hutchinson Cancer Research Center, Seattle, United States, 
6University of New England, Biddeford, United States, 7Johns Hopkins Bloomberg 
School of Public Health, Baltimore, United States, 8University of Witwatersrand 
School of Public Health, Johannesburg, South Africa 
Presenting author email: stonerm@email.unc.edu

Background: Education may protect against sexual transmitted infections but has 
primarily been studied as educational attainment in adults or using measures of 
prevalent rather than incident infection. Few studies have explored schooling as 
a measure of time spent in a structured school environment. We hypothesize that 
low versus high attendance in school and school drop out versus staying in school 
are associated with a higher risk of incident HIV and HSV-2 infection among young 
women
Methods: We used longitudinal data from the HPTN 068 randomized trial in 
Agincourt, South Africa to determine if percentage of school days attended be-
tween annual surveys and school dropout affect incident HIV and HSV-2 in young 
women aged 13-23. We examined inverse probability of exposure weighted survival 
curves and used them to calculate 1, 2 and 3-year risk differences and risk ratios 
for the effect of school attendance on incident HIV and HSV-2, accounting for 
confounding. A marginal structural cox model was then used to estimate the hazard 
ratios for the effect of school attendance and school drop out on incident HIV and 
HSV-2.
Results: Over the study period, 107 incident HIV cases occurred among the 2328 
women without HIV at baseline, and 208 HSV-2 incident cases occurred among 
the 2238 women without prevalent HSV-2 at baseline. Risk of HIV and HSV-2 in-
creased over time and was lower for young women who had high attendance (>=80% 
school days) versus low attendance (< 80%) at all time points. After accounting for 
relevant confounders, young women with low attendance were more likely to devel-
op HIV (HR: 2.97; 95% CI: 1.62, 5.45) and HSV-2 (HR: 2.47; 95% CI: 1.46,4.17) 
over the follow up period than young women with high attendance. Similarly, young 
women who dropped out of school had a higher weighted hazard of both HIV (HR 
3.25 95% CI: 1.67,6.32) and HSV-2 (HR 2.70; 95% CI 1.59,4.59).
Conclusions: Young women who attend more school and stay in school have a low-
er risk of incident HIV and HSV-2 infection. Interventions to prevent infections 
should continue to encourage young women to attend school more frequently and 
to avoid drop outs. 

TUAC0403
Increasing HIV test uptake and case finding through assisted 
HIV partner notification services: a systematic review and 
meta-analysis
S. Dalal1, C. Johnson1, V. Fonner2, C. Kennedy3, N. Siegfried4, C. Figueroa1,  
R. Baggaley1 
1World Health Organization, HIV/AIDS, Geneva, Switzerland, 2Medical University 
of South Carolina, Charleston, United States, 3Johns Hopkins University Bloomberg 
School of Public Health, Baltimore, United States, 4Independent Clinical 
Epidemiologist, Cape Town, South Africa 
Presenting author email: dalals@who.int

Background: Despite the expansion of HIV testing services (HTS), an estimat-
ed 40% of people with HIV infection remain undiagnosed. New approaches are 
needed enhance HTS efficiency in order to reach the first UN 90-90-90 goal to 
diagnose 90% of people with HIV infection by 2020. We conducted a systematic 
review on the effectiveness of assisted partner notification in improving HIV test 
uptake and diagnosis, and the occurrence of adverse events, to inform the develop-
ment of WHO normative guidelines.
Methods: We systematically searched five electronic databases through June 2016. 
We also contacted experts in the field and authors for additional information where 
needed. Eligible studies compared assisted HIV partner notification services to 
passive or no notification, and measured one of the following outcomes: HIV test 
uptake, proportion of partners tested and diagnosed HIV-positive, CD4 or viral 
load, linkage to clinical assessment or antiretroviral therapy, linkage to preven-
tion for HIV-negative partners, and any social harm among HIV-positive patients 

or their partners. We used the Cochrane Collaboration’s tool to assess risk of bias 
and GRADE to evaluate the quality of the evidence. Where appropriate, random-
effects meta-analysis was conducted.
Results: Of 1742 citations identified, four randomized controlled trials (RCT) and 
six observational studies totalling 5150 index patients from eight countries were 
included. Meta-analysis of three individually-randomised trials provided moderate 
quality evidence that assisted partner notification services increased HTS uptake 
among partners 1.5 times compared to passive referral (Relative Risk [RR]=1.46; 
95% CI: 1.22-1.75; I2=0%). Overall, studies reported 13-72% of partners were HIV 
positive, and between 12-66% of partners were newly diagnosed. The proportion of 
HIV-positive partners was 1.5 times higher with assisted partner notification than 
with passive referral (RR=1.47; 95% CI: 1.12-1.92; I2=0%; moderate quality evi-
dence). Few instances of violence or harm were reported.
Conclusions: Assisted partner notification improved partner testing and increased 
diagnosis of people with HIV infection, with few reports of harm. WHO strongly 
recommends offering voluntary assisted HIV partner notification services as part 
of a comprehensive package of testing to all newly diagnosed persons, and periodi-
cally to all HIV positive persons throughout their care and treatment. 

TUAC0404
Association between HIV and sexually transmitted infections 
and partner circumcision among women in uMgungundlovu 
District, South Africa: a cross-sectional analysis of HIPSS 
baseline data
S. Davis1, C. Toledo2, L. Lewis3, C. Cawood3, A. Bere4, M. Glenshaw4,  
A. Kharsany3 
1US Centers for Disease Control, HIV Prevention Branch, Atlanta, United States, 2US 
Centers for Disease Control and Prevention, Atlanta, United States, 3Center for the 
AIDS Program of Research in South Africa, Durban, South Africa, 4US Centers for 
Disease Control and Prevention, Durban, South Africa 
Presenting author email: cot8@cdc.gov

Background: Randomized controlled trials and observational data have demon-
strated that circumcision partially protects men from acquiring HIV and some sex-
ually transmitted infections (STIs) through heterosexual sex. They also suggest that 
female partners receive some protection, possibly indirectly through lower infec-
tion prevalences among men. However, population-level data outside experimental 
settings is lacking. The HIV Incidence Provincial Surveillance System (HIPSS) is a 
longitudinal study in Vulindlela and Greater Edendale sub-districts, South Africa, 
which collected population-level baseline data in 2014 and 2015.
Methods: Female HIPPS participants were aged 15-49 years. Those with at least 
one past or current male sexual partner who were able to report his circumcision 
status were analyzed. Participants were assessed for HIV status via double 4th-
generation ELISA testing with confirmatory Western Blot; N. gonorrhoeae, C. 
trachomatis, T vaginalis, and HPV infection with standard testing of self-collected 
vulvovaginal swabs; T. pallidum, HSV-2 and Hepatitis B with serology; and STI di-
agnosis history and current STI symptoms with self-report. They were grouped by 
circumcision status of their most recent partner, stratified into age below or at least 
equal to 25 years, and compared on presence of STI outcomes by chi-square test-
ing, weighted for selection probability and nonresponse.
Results: 4766 women were included. Women with circumcised partners had similar 
numbers of lifetime partners (mean 2.45) to those with uncircumcised partners 
(mean 2.71). In the younger stratum, partner circumcision was negatively associ-
ated with HIV (24% vs. 35%, p<0.01) and HSV-2 (49% vs. 62%, p<0.01). In the 
older stratum, partner circumcision was negatively associated with syphilis (1.5% vs. 
3.4%, p=0.04) and HSV-2 (83% vs. 86%, p=0.04), but was associated with ever 
having had an STI (11% vs. 7%, p<0.01).
Conclusions: Partner circumcision was associated with decreased prevalence of 
HSV-2 in all female HIPSS participants, decreased prevalence of HIV in younger 
women, and decreased prevalence of syphilis in older women. Its positive associa-
tion with self-reported STI history in older participants may derive from differen-
tial ascertainment; circumcision typically involves STI screening in men, poten-
tially leading to partner notification. Findings support community-level protection 
against HIV and some other STIs among women from male circumcision. 
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TUAC0405
Effects of syringe distribution policy change at a syringe 
services program in Baltimore, MD: a forecast analysis
S. Allen1, J. Park2, B. Weir1, D. Holtgrave1, S. Sherman1 
1Johns Hopkins University, Health, Behavior and Society, Baltimore, United States, 
2Johns Hopkins University, Epidemiology, Baltimore, United States 
Presenting author email: sean.travis.allen@gmail.com

Background: Syringe services programs (SSPs) are associated with decreases in 
prevalence and incidence rates of blood-borne diseases (e.g., HIV and hepatitis 
C [HCV]), soft tissue infections, and other morbidities among people who inject 
drugs (PWID). The core goal of SSPs is to decrease the circulation time of con-
taminated syringes and to increase the volume of new syringes, effectively increas-
ing the “coverage” of sterile needles and syringes for every injection. In 2014, the 
Baltimore City SSP shifted from a strict one-to-one syringe exchange policy to a 
needs-based distribution policy whereby PWID could receive as many syringes as 
they require. The purpose of this research is to examine the impact of this policy 
change on syringe distribution among PWID.
Methods: Syringe distribution data from April 2012 to November 2016 were ab-
stracted from the Baltimore City SSP and divided into monthly observations. These 
data were used to build an ARIMA model that forecast the estimated number of 
syringes that would have been distributed had the syringe distribution policy not 
changed in the 26-month period following the policy change.
Results: There were significant (p< .05) differences in the mean number of sy-
ringes distributed per month in the pre- and post-policy change periods (44,410 
and 96,187, respectively). During the post-policy change period, we forecast that 
1,786,174 syringes would be distributed. In actuality, 2,500,857 syringes were dis-
tributed during this period. Changing to a needs-based syringe distribution policy 
resulted in the distribution of an additional 714,683 syringes. 
Conclusions: Needs-based syringe distribution leads to greater circulation of sterile 
syringes and may prevent new HIV/HCV infections. 

TUAC05 The Key to Key Populations

TUAC0501
Are migrants acquiring HIV before or after migration to Spain? 
Results from the aMASE study
D. Alvarez-del Arco1,2,3, J. del Romero4, F. Pulido5, M. Velasco Arribas6,  
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M.J. Barbera12, S. Cuéllar13, J. Iribarren14, A. López-Lirola15, M. Masiá16,  
E. Fernández17, G. Mateu18, A. Peña19, P. Ndumbi1, J. del Amo1, aMASE  
Study Group 
1Instituto de Salud Carlos III, National Centre for Epidemiology, Madrid, Spain, 
2Universidad Complutense de Madrid, Madrid, Spain, 3CIBER de Epidemiologia y 
Salud Publica, Barcelona, Spain, 4Centro Sanitario Sandoval, Madrid, Spain, 5Hospital 
Universitario Doce de Octubre, Madrid, Spain, 6Hospital Universitario Fundación 
Alcorcón, Madrid, Spain, 7Hospital Ramón y Cajal, Madrid, Spain, 8Hospital San 
Pedro de La Rioja, Logroño, Spain, 9Agencia de Salud Pública de Barcelona, Barcelona, 
Spain, 10Hospital de la Vall d’Hebron, Barcelona, Spain, 11CIPS Alicante, Alicante, 
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Elche, Spain, 17Hospital Clínic, Barcelona, Spain, 18Hospital de Sant Pau, Barcelona, 
Spain, 19Complejo Hospitalario Universitario Granada, Hospital del Campus de la 
Salud, Granada, Spain 
Presenting author email: jdamo@isciii.es

Background: To know if HIV acquisition among migrants living in Spain takes place 
before or after migration to the country.
Methods: Cross-sectional study in 18 centers/hospitals following patients with 
HIV. We selected patients diagnosed with HIV in the last 5 years, aged 18 and 
more, born outside Spain and able to complete the survey in one of the 15 avail-
able languages. Two questionnaires were used: one self-completed by participants 
in a computer/tablet and another about patients’ clinical data. We collected epide-
miological, socioeconomic, clinical, behavioral, migratory trajectory, previous HIV 
serology, CD4 determinations, viral load and viral subtype data. To estimate timing 
of HIV acquisition, Bayesian methods with longitudinal measurements of CD4 and 
viral load were used and estimates were made applying mixed linear models based 
on HIV natural history (data from the European collaboration of seroconverters 
CASCADE).
Results: 685 in 710 participants (97%) had data to estimate time of HIV acquisition 
(TA). Participants with information on TA had a median of 9 years [RI: 6-13] of resi-
dence in Spain, were mainly male (77%) and from Latin America and the Caribbean 

(LAC) (64%), Other European Countries (OEC) (17%) and Sub-Saharan Africa 
(SSA) (13%). Most common route of transmission was the relationship between 
men who have sex with men (MSM) (60%), followed by heterosexual transmission 
(34%); Injecting drug users (IDUs) were minority (3%) and in 3% were unknown. 
76% of patients acquired HIV after migrating to Spain. HIV post-migration acquisi-
tion was higher among MSM (85%) than in heterosexuals (67%), and in people from 
LAC (77%) and OEC (75%) compared to those from SSA (62%). HIV was acquired 
after migrating in greater proportions among those aged more than 50 years (82%), 
with secondary or university studies (77%) and with legal residency status (79%).
Conclusions: A significant proportion of migrants living with HIV in Spain acquired 
HIV after migration. The proportion of post-migration HIV acquisition is higher 
among MSM and in people from LAC and OEC. These results show a failure in pre-
ventive interventions in specific migrants’ groups and emphasize the need to design 
interventions taking into account migrants heterogeneity. 

TUAC0502
Prevalence, trends and risk factors of transactional sex  
among men who have sex with men in metro Vancouver, 
Canada: a longitudinal event-level analysis
N.J. Lachowsky1,2,3, L. Wang1, J. Zhu1, H. Armstrong1,4, M. Taylor5, G. Olarewaju1, 
R. Hogg1,6, E.A. Roth7, D.M. Moore1,4, Momentum Health Study 
1British Columbia Centre for Excellence in HIV/AIDS, Division of Epidemiology & 
Population Health, Vancouver, Canada, 2University of Victoria, School of Public 
Health and Social Policy, Victoria, Canada, 3Centre for Addictions Research BC, 
Victoria, Canada, 4University of British Columbia, Faculty of Medicine, Vancouver, 
Canada, 5Health Initiative for Men, Vancouver, Canada, 6Simon Fraser University, 
Faculty of Health Sciences, Burnaby, Canada, 7University of Victoria, Department of 
Anthropology, Victoria, Canada 
Presenting author email: nlachowsky@cfenet.ubc.ca

Background: Debate continues with respect to whether transactional sex among 
men who have sex with men (MSM) constitutes increased risk of HIV transmission. 
We sought to identify factors associated with transactional sex using event-level 
data from a population-based longitudinal behavioural cohort of MSM in Metro 
Vancouver, Canada.
Methods: Sexually-active MSM aged ≥16 years were recruited using respondent-
driven sampling (RDS), and from 02/2012-02/2016 participants completed study 
visits every six months, which included a computer-assisted self-interview. At each 
visit, participants provided event-level data by reporting on their last sexual en-
counter with their five most recent partners (e.g. participant and partner substance 
use, partner’s relative age). We used a four-level mixed effects model (RDS re-
cruitment chain; participant; visit; event) to evaluate temporal trends and factors 
associated with transactional sex. We built a multivariable model to compare events 
where money, drugs or goods were received for sex to events with no transaction 
reported using backward selection with minimization of QIC and type III p-values.
Results: Of 690 participants, 8990 sexual events were reported across 2792 study 
visits (median follow-up time of 3.62 years). Although 11.7% of participants report-
ed any transactional sex, event-level reports were rare: 2.4% of events included re-
ceiving money/drugs/goods, 1.5% of events included providing money/drugs/goods, 
and 96.0% of events did not include transactional sex. Transactional sex decreased 
over time (3.8% to 1.0% from first to eighth visit: odds ratio [OR]=0.82, 95% 
confidence interval [CI]:0.73-0.92). After controlling for significant individual-
level factors, the following event-level factors were associated with greater odds of 
transactional sex: having met online (adjusted OR [aOR]=3.32, 95%CI:1.32-8.37), 
having a shorter relationship (aOR=0.99 per month, 95%CI:0.99-1.00), having an 
older partner (aOR=2.42, 95%CI:1.02-5.75), and having a partner who used crystal 
methamphetamine (aOR=3.85, 95%CI:1.12-13.17) or used gamma-hydroxybutyr-
ate (aOR=6.79, 95%CI:2.19-21.01). Across all events, sexual HIV risk was not as-
sociated with transactional versus non-transactional sex: 23% versus 24% reported 
condomless anal sex with a sero-concordant partner (p=0.212) and 17% versus 12% 
reported event-level condomless anal sex with a sero-discordant/unknown status 
partner (p=0.946).
Conclusions: Transactional sex events were rarely reported. Partner substance use 
was strongly associated with transactional sex, but we found no significant associa-
tions with HIV risk behaviour. 
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TUAC0503
Is on-demand HIV pre-exposure prophylaxis (PrEP) a suitable 
tool for men who have sex with men (MSM) who participate in 
chemsex? Results from a sub-study of the ANRS-IPERGAY 
trial
P. Roux1, L. Fressard1, M. Suzan-Monti1, J. Chas2, C. Capitant3, L. Meyer3,  
C. Tremblay4, J.-M. Molina5, G. Pialoux2, B. Spire1, ANRS IPERGAY Study Group 
1INSERM, INSERM U912 - SESSTIM, Marseille, France, 2Hôpital Tenon-APHP, 
Department of Infectious Diseases, Paris, France, 3INSERM, Inserm SC10 US019, 
Villejuif, France, 4Centre Hospitalier de l’Université de Montréal, Laboratoire de santé 
publique du Québec, Montréal, Canada, 5University, Paris Diderot, Paris, France 
Presenting author email: perrine.roux@inserm.fr

Background: Chemsex - the use of psychoactive substances during sexual encoun-
ters - is a growing concern among men who have sex with men (MSM). It includes 
the even riskier practice of “slamming”, which consists in injecting a substance 
before having sex. On-demand HIV pre-exposure prophylaxis (PrEP) may be a 
suitable tool to prevent HIV transmission in “chemsexers” (i.e., those practicing 
chemsex). We used a sub-study of the ANRS-IPERGAY trial to describe chemsex-
ers and their PrEP use.
Methods: Among the 361 MSM (3051 visits) enrolled in ANRS-IPERGAY’s open-
label extension study, we selected the 331 (1657 visits) who reported drug use dur-
ing at least one sexual encounter. A two-monthly web questionnaire over 12 months 
collected socio-behavioral data including the use of PrEP and practicing chemsex. 
We compared sexual behaviors between visits where chemsex was reported and 
those where it was not. A GEE logistic regression was used to study whether prac-
ticing chemsex was associated with PrEP use.
Results: Among the 331 participants, during follow-up, 29% reported chemsex 
while 8% reported slamming at least once. Chemsex was reported in 16% of all visits 
(12 and 4%, respectively, with one and multiple partners) mainly involving the use 
of GHB/GBL (51%) and synthetic cathinones (46%). Chemsexers were not signifi-
cantly different from non-chemsexers regarding sociodemographic characteristics, 
although they reported higher use of anxiolytics during the previous 12 months (p< 
10-2). When MSM reported chemsex during their most recent sexual encounter, 
it was associated with a greater likelihood of receptive anal sex (p< 10-3), hardcore 
sexual practices (p< 10-3), casual partner(s) (p< 10-3), and a higher perception of risk 
(p< 10-3). Those who reported chemsex at their most recent encounter were more 
likely to use PrEP than those who did not (p< 10-3), and less likely to use condoms 
(p< 10-3). After adjustment for other potential correlates, chemsex remained as-
sociated with PrEP use (OR[95%CI=2.18[1.04;4.59]).
Conclusions: Our findings show that chemsexers are more likely to report high-risk 
sexual practices but also have a higher perception of risk. Consequently, they are 
also more likely to use PrEP when practicing chemsex; PrEP may be a suitable tool 
to reduce HIV risk transmission among chemsexers. 

TUAC0504
Assessing HIV prevalence and health outcomes of children  
of female sex workers in Port Elizabeth, South Africa to guide 
PMTCT programming for vulnerable populations
S. Schwartz1, Z. Kose2, M. Mcingana3, A. Rao1, A. Lambert4, V. Srivatsan1,  
N. Phaswana-Mafuya2, H. Hausler4, S. Baral1 
1Johns Hopkins University, Epidemiology, Baltimore, United States, 2Human Sciences 
Research Council, Port Elizabeth, South Africa, 3TB/HIV Care Association, Port 
Elizabeth, South Africa, 4TB/HIV Care Association, Cape Town, South Africa 
Presenting author email: sschwartz@jhu.edu

Background: Female sex workers (FSW) are disproportionately affected by HIV. 
Although the majority of FSW are mothers, little is known about the health out-
comes, including HIV prevalence and programmatic needs, among their children.
Methods: FSW in Port Elizabeth, South Africa were recruited at mobile clinics 
and within the community to bring their children ≤12 years to the study site. A 
cross-sectional interview with the mother, followed by health assessments for the 
mother and her children were completed. HIV testing was completed for mothers 
and children; children were tested using rapid antibody tests (≥18 months) or poly-
merase chain reaction (< 18 months). HIV outcomes and health status of mothers 
and children are characterized. Stunting and wasting were estimated using WHO 
2006 Child Growth Standards.
Results: From July 2015-February 2016, 114 mothers and 200 children were en-
rolled. Overall, 77/114 (68%) mothers were living with HIV, of which 53% (41/77) 
were on antiretroviral therapy. On average, FSW continued sex work for a median 
of 5 months during their last pregnancy [IQR 4-7]. The median age of children at-
tending was 6 years [IQR 3-9]. The majority (73%, n=145/200) of children were 
breastfed; the median and mean duration of breastfeeding were 6 (IQR 3-24) and 
12 months (sd 12) respectively. Just over half (108/200) of children had ever been 

tested for HIV, including 95/133 (71%) of children with HIV-positive mothers. HIV 
prevalence among children was 3% (5% among those with HIV-positive moth-
ers n=6/133). Seventy-three percent of children were reported as up-to-date on 
their vaccinations. Among the 79 children under 5, 29% were stunted according to 
height-for-age and 13% wasted per weight-for-age.
Conclusions: The majority of FSW mothers were HIV-positive and many were not 
on treatment. HIV prevalence among children was higher than the national aver-
age among children and nearly one-third of children with HIV-positive mothers had 
never received HIV testing. Aside from children’s HIV risks, substantial chronic 
nutritional deficiencies were identified through height-for-age, alongside acute 
nutritional deficiencies (weight-for-age) and immunization gaps. Programs for 
FSW should address vertical transmission risks including treatment support during 
pregnancy and breastfeeding, and consider catch-up HIV testing and vaccination 
campaigns to promote children’s health. 

TUAC0505
Low HIV incidence but high HCV incidence among people  
who inject drugs in Haiphong, Vietnam: results of the ANRS 
12299/NIDA P30DA011041 DRIVE-IN study
M.K. Pham1, J.P. Moles2, H. Duong Thi1, T. Nguyen Thi3, G. Hoang Thi4,  
T.T. Nham Thi5, V. Vu Hai6, H.O. Khuat Thi5, R. Vallo2, M. Peries2, K. Arasteh7,  
C. Quillet2, J. Feelemyer7, L. Michel8, T. Hammett9, N. Nagot2, D. Des Jarlais7,  
D. Laureillard2,10, DRIVE study group 
1Haiphong University of Medicine and Pharmacy, Faculty of Public Health, Haiphong, 
Vietnam, 2University of Montpellier, Inserm U1058, Etablissement Français du 
Sang, Montpellier, France, 3Haiphong Provincial AIDS Center, Haiphong, Vietnam, 
4Haiphong University of Medicine and Pharmacy, Haiphong, Vietnam, 5Supporting 
Community Development Initiatives, Hanoi, Vietnam, 6Dept of Infectious and tropical 
diseases, Viet Tiep Hospital, Haiphong, Vietnam, 7Icahn School of Medicine at Mount 
Sinai, New York, United States, 8CESP/Inserm U1018, Pierre Nicole Centre, French 
Red Cross, Paris, France, 9Abt Associates, MA, United States, 10Infectious Diseases 
Department, Caremeau University Hospital, Nimes, France 
Presenting author email: khuepm@gmail.com

Background: In Vietnam, HIV control programs targeting persons who inject drugs 
(PWID), including harm reduction and scaled up ART have been implemented for 
about 10 years. Although HIV prevalence is declining in this group, the impact of 
this program on the rate of HIV new infections, but also on HCV transmission, 
remains unknown.
Methods: We carried out a community-based respondent driven sampling (RDS) 
survey among ‚active PWID’ (i.e. with positive urine test for heroin and presence of 
injection marks) in Haiphong, with HIV and HCV testing. Then, HIV-negative par-
ticipants and HCV-negative participants not on methadone maintenance therapy 
(MMT) were eligible for 1 year follow-up. HIV/HCV was tested at 6 months and 1 
year along with routine harm reduction activities from community-based organiza-
tions (CBO) and support to access MMT. We estimated HIV and HCV incidence 
and risk factors associated with HCV seroconversion.
Results: Among 603 RDS participants, 90% were males, and their median age was 
36.5 years. HIV prevalence was 25% (95%CI: 22-29) and HCV prevalence was 66% 
(95%CI: 63-70). 204 RDS participants were enrolled in the cohort, including 94 
HIV-/HCV-, 5 HIV+/HCV-, 105 HIV-/HCV+. The cohort participants were mainly 
males (90%) with a median age of 37 years [IQR 30-44] and a median number of 
injections over the last month of 90 [IQR 60-90]. The retention rate at 63 weeks 
was 78%. No participant seroconverted for HIV during the 206.0 person-years of 
follow-up (HIV incidence unilateral CI: 0-1.8/100 persons-year). Eighteen partici-
pants seroconverted for HCV, mainly during the first six months (13/18), for a HCV 
incidence of 18.8/100 person-years [95%CI; 11.2-29.8]. In multivariable analyses, 
only injecting more than 75 times per month vs injecting less than 75 times per 
month (OR: 8.7 [95%CI; 2.1-41.4]) was associated with HCV seroconversion.
Conclusions: In Haiphong, harm reduction activities and high levels of antiretro-
viral treatment likely contributed to the reduction of HIV epidemic among PWID. 
However, HCV incidence is still unacceptably high. Current harm reduction ac-
tivities cannot control the HCV epidemic, additional strategies such as universal 
ART and large-scale HCV treatment should be urgently evaluated to end the HIV 
epidemic and tackle HCV transmission among PWID in Vietnam. 
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TUAD01 Treat All: How to Make It Happen and Can  
                 We Afford It?

TUAD0101
Wide-ranging real-world impacts of a policy change on 
treatment eligibility on ART initiation and retention in  
care in Zambia
A. Mody1, A. Zanolini2, K. Sikombe2, P. Somwe2, I. Sikazwe2, C. Bolton2,  
C. Holmes2,3, N. Padian4, E. Geng1 
1University of California, San Francisco, Division of HIV, ID, and Global Medicine, San 
Francisco, United States, 2Centre for Infectious Disease Research in Zambia, Lusaka, 
Zambia, 3Johns Hopkins University, Division of Infectious Diseases, Baltimore, United 
States, 4University of California, Berkeley, School of Public Health, Berkeley, United 
States 
Presenting author email: aaloke.mody@ucsf.edu

Background: Incomplete uptake as well as unforeseen consequences often accom-
pany changes in public health guidance. In April 2014, Zambia increased the CD4 
threshold for HIV treatment from 350 to 500 cells/µL. We evaluated the effect of 
this guideline change on ART uptake and retention in patients both targeted and not 
targeted by this change to evaluate for unintended consequences using a regression 
discontinuity design.
Methods: We analyzed non-pregnant ART-naïve patients in Zambia who newly en-
rolled within 6 months of the guideline change (September 1, 2013 to November 
1, 2014), excluding patients enrolled within 30 days of the implementation date to 
account for imprecise rollout. We utilized a quasi-experimental regression disconti-
nuity design with local linear regression to estimate the effects of this policy change 
on ART initiation within 3 months of enrollment and retention in care at 6 months 
(defined as clinic attendance between 3 and 9 months after enrollment) in all new 
enrollees, stratifying by enrollment treatment eligibility.
Results: 20,513 patients (53.1% female, median age 34 years [IQR 28 - 41]) were 
eligible for our analysis. Newly-eligible patients (CD4 350-500, 15.5% of patients) 
saw a significant increase in ART initiation within 3 months (risk difference [RD] 
+35.3%, 95% CI 28.1-42.4%, p< 0.001) and retention at 6 months (RD +7.4%, 
95% CI 0.5-14.3%, p=0.034) with the policy change. Additionally, never-eligible 
patients (CD4>500, 17.0% of patients) also saw an increase in ART initiation with 
the guideline change (RD +16.3%, 95% CI 9.8-22.7%, p< 0.001), though retention 
was unaffected (p=0.203). Among always-eligible patients (CD4≤350 or WHO 
Stage≥3, 67.6% of patients), ART initiation at 3 months (p=0.955) and retention at 
6 months (p=0.600) were unaffected.
Conclusions: Policy increasing CD4 threshold for treatment eligibility led to rapid 
changes in ART initiation practices as well as enhanced retention in the group tar-
geted by the guidelines. ART initiation also improved amongst treatment-ineligible 
patients with the policy change, a positive spillover effect perhaps due to expansion 
of ART supply, while initiation and retention among those always-eligible was not 
compromised. Real-world implementation of evidence-based practice often has 
broader impacts than those directly targeted that should be routinely evaluated to 
guide policy interventions. 

TUAD0102
Pre-ART peak and plateau: early lessons from Zimbabwe on 
operational impact of “pre-ART mop-up” on ART initiation 
rates under Treat All
K. Webb1, V. Chitiyo1, P. Nesara1, S. Page-Mtongwiza1, J. Murungu2, T. Maphosa1, 
P. Mbetu1, B. Engelsmann1 
1Organisation for Public Health Interventions and Development, Harare, Zimbabwe, 
2Ministry of Health and Child Care, AIDS & TB, Harare, Zimbabwe 
Presenting author email: kwebb@ophid.co.zw

Background: WHO 2015 test and treat guidelines recommend ART initiation 
for all people living with HIV regardless of CD4 count or WHO clinical staging. 
Implementation of Treat All will require identification and return of pre-ART pa-
tients previously clinically ineligible for ART into care for timely initiation. Little is 
known about the feasibility and timelines required to conduct pre-ART mop-up in 
resource-limited settings. Our objective was to establish the proportion of clients 
initiated on ART from pre-ART mop-up following start of Treat All in 92 public 
health facilities in 7 districts of Zimbabwe.
Methods: We purposively selected 92 health facilities implementing Treat All 
learning phase. We analyzed routinely reported data from Apr-Dec-2016, com-
paring proportion of new ART initiations to patients newly diagnosed as HIV posi-
tive using Chi-square. A facility-based survey of pre-ART register data and health 
care worker (HCW) perceptions and experiences of pre-ART mop-up during initial 
stages of Treat All was conducted to identify key operational themes.

Results: Over the period of interest, 9,875 clients newly initiated on ART. The pro-
portion of new ART initiations vs. newly-diagnosed peaked at 160% after start of 
Treat All, and plateaued back to below 100% of new diagnoses after 6 months, rates 
significantly higher than before Treat All (69.4% vs 91.9%, p< 0.0001).

[Proportion ART initiation from new HIV diagnosed]

Additional cell phones, air time and staff for identifying and contacting pre-ART 
patients were crucial for tracing large numbers of pre-ART clients at start of Treat 
All.
Conclusions: We demonstrate success of Treat All at returning previously ineligible 
HIV positive clients for ART initiation in a resource-limited, high-burden setting. 
Provision of additional resources to support pre-ART mop-up phase were required 
and recommended for replication as Treat All scales up. Following return to care of 
traceable pre-ART clients, ART initiations stabilise to rates above 90%, indicating 
the value of Treat All for progress towards the 2nd 90. 

TUAD0103
Evaluating the feasibility of implementing UNAIDS’ 90 90 90 
strategy, achieving universal access to treatment and eliminating 
HIV in Malawi
S. Blower, L. Palk 
UCLA Medical School, Semel Institute, Santa Monica, United States 
Presenting author email: sblower@mednet.ucla.edu

Background: Malawi has a severe HIV epidemic: prevalence in the general popula-
tion is ~11%. The majority of the population of ~16 million live in rural communities. 
We estimate the total number of HIV-infected individuals (both diagnosed and un-
diagnosed) in Malawi, and determine their geographic location. We use these re-
sults to evaluate the feasibility of implementing UNAIDS’90-90-90 strategy and 
of achieving universal access to treatment.
Methods: We constructed an epidemic surface prevalence (ESP) map using geo-
referenced HIV-testing data from ~14,000 individuals (15-49 years old) who par-
ticipated in a nationally representative population-level survey: the 2010 Malawi 
Demographic and Health Survey. We constructed a density of infection (DoI) map 
by combining the ESP map with gridded demographic data from the WorldPop da-
tabase and a census-based age-structure map. The DoI map shows the estimated 
number of HIV-infected individuals (15- 49 years old) in each square kilometer in 
Malawi, diagnosed and undiagnosed individuals. We calculated the total number of 
HIV-infected individuals by aggregating the mapped estimates.
Results: The ESP map shows prevalence (in 15-49 year olds) varies from ~1% to 
~25%, there is a strong North-South trend in increasing prevalence, and a substan-
tial urban-rural difference. Prevalence is highest in cities in the South (Blantyre 
and Zomba), Lilongwe in the Central region, Mzuzu in the North, and villages 
along Lake Malawi. The DoI map reveals the geographic dispersion pattern of all 
infected individuals. DoI ranges from one infected individual/ km2 in rural areas to 
more than 1,000 infected individuals/km2 in the four major urban centers. The map 
shows substantial regional differences in the DoI; our results show that these re-
flect differences in settlement patterns, population density, and prevalence. We 
estimate there were ~692,000 HIV-infected individuals (15-49 years old) in 2010 
in Malawi, and only ~25% were living in urban areas.
Conclusions: Our results show the vast majority of HIV-infected individuals in 
Malawi live in rural areas in small communities where the DoI is low. This indicates 
that implementing the 90 90 90 strategy and achieving universal access to treat-
ment may not be feasible. We recommend that HIV elimination strategies for 
resource-constrained countries are designed based on DoI, and not prevalence. 
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TUAD0104
Generic treatments for HIV, HBV, HCV, TB could be mass 
produced for <$90 per patient
A. Hill1, M. Barber2, D. Gotham3, J. Fortunak4, A. Pozniak5 
1University of Liverpool, Liverpool, United Kingdom, 2London School of Hygiene and 
Tropical Medicine, London, United Kingdom, 3Imperial College London, London, United 
Kingdom, 4Howard University, Washington, United States, 5Chelsea & Westminster 
Hospital, London, United Kingdom 
Presenting author email: dzintarsgotham@googlemail.com

Background: High prices to treat HIV, viral hepatitis and TB can limit treatment ac-
cess. This analysis aimed to determine prices currently feasible for HIV, HBV, HCV, 
and first-line (1L) DS-TB treatment, assuming competitive generic manufacture.
Methods: Data on API exported from India were collected from an online database 
(www.infodriveindia.com) for July 2014-July 2016. Linear regression was used to 
plot API cost/kg versus export date, weighted by export volumes: the generated 
model was used to calculate current average cost/kg of API. Target prices were cal-
culated based on the per-pill cost of API, plus costs of manufacture ($0.01/pill), 
10% profit margin, and assumed 27% tax on profit. Current lowest global prices are 
from public reports and the Global Drugs Fund (TB), US prices from the Centers 
for Medicare & Medicaid Services. Patent protection expiry dates are from FDA 
Orange Book and Medicines Patent Pool Patent Status Database.
Results: The Table shows current prices of antiretrovirals for HIV, entecavir (ETV) 
for HBV (per person-year), HCV treatments (per 12-week course) and 1L DS-TB 
treatment (RHZE, per 6-month course). API costs/kg were $1189 for ATV, $182 
for TDF, $241 for 3TC, $109 for EFV, $380,965 for ETV, $1224 for SOF, $4448 
for LDV and $852 for DCV. EFV, 3TC, ETV, and RHZE are already generic in 
USA. The US substance patents on atazanavir expire in 2017, TDF 2018, sofosbuvir 
2030, daclatasvir 2031. Sofosbuvir+ledipasvir combination patents expire in 2032.

DRUG USA GLOBAL 
LOWEST TARGET PATENT 

EXPIRY
ATV $16,093 $170 $151 2017
TDF/3TC/EFV $23,965 $107 $83 2018
ETV $5,915 $409 $82 GENERIC
SOF/LDV $91,207 $408 $85 2032
SOF/DCV $142,710 $66 $52 2031
TB: RHZE $945 $27 $28 GENERIC
PRICES: HIV&HBV - PER YEAR, HCV - PER 12 WEEK COURSE, TB - PER STANDARD 6 MONTH 
FIRST-LINE REGIMEN. USD.

[Prices and year of patent expiry]

Conclusions: Treatment of HIV, HBV, HCV, and TB could be achieved for < $90 
per person globally, if robust generic competition is enabled. In most countries, 
generic TDF/3TC/EFV, TDF/3TC, ETV or 1L DS-TB treatment could be available 
for < $90 by early 2018, after patent expiry. Most HCV DAAs will remain on pat-
ent for ≥12 more years. Voluntary licensing or other mechanisms will be required to 
enable access to HCV DAAs at low prices. 

TUAD0105
Comparative analysis of ARV costs before and after the Clinical 
Protocol and Therapeutic Guidelines for the management of 
adult HIV infection (PCDT) was adopted in 2013 in Brazil
M.C. Pimenta1,2, L. Hasenclever3,4, C.F. Rocha3, G. Cunha3,  
A. Ana Pati Pascom5, M. Freitas5, R. Girade Corrêa5, G.F. Mendes Pereira5,  
C.J. Braga Batista6, J. Monteiro da Cruz6 
1Ministry of Health of Brazil, STI/HIV/VH Department, Rio de Janeiro, Brazil, 2Veiga 
de Almeida University, School of Nursing, Rio de Janeiro, Brazil, 3Federal University 
of Rio de Janeiro, Institute of Economics, Rio de Janeiro, Brazil, 4University Candido 
Mendes, Economics, Rio de Janeiro, Brazil, 5Ministry of Health of Brazil, STI/HIV/VH 
Department, Brasilia, Brazil, 6Ministry of Health, STI/HIV/VH Department, Brasilia, 
Brazil 
Presenting author email: cpimenta48@gmail.com

Background: The PCDT of 2013 established standardization of treatment, practice 
of early treatment and treatment for all. These initiatives have diverse and opposing 
consequences on the costs of antiretrovirals (ARVs). Objectives were to know and 
ponder these consequences by comparing costs between the antiretroviral treat-
ment structure used until 2013 and the PCDT changes applied since 2014. The 
problem evaluated was if the number of patients and the resulting increase in total 
costs would be counterbalanced by a significant reduction in average costs as con-
sequence of recommendations for standardization and simplification of treatment, 
considering the 2020 timeline.

Methods: The study covered 2009-2013 and 2014-2015, scenarios before and af-
ter the adoption of the PCDT, in Brazil by the Institute of Economics of the Federal 
University of Rio de Janeiro with the Ministry of Health. The study design esti-
mated the total and average costs for the total adult patients treated in December 
2009 and 2015, comparing them to estimate the observed cost difference between 
the two strategies adopted; followed by a simulation of results for 2020. Scenarios 
of the evolution of costs of HAART took into account treatment targets of the 
analysed population and changes of schemes. The study population involves all 
adult patients under treatment 207.014 and 444.093 respectively. Data collec-
tion used Systems for Control of Laboratory Tests (CD4 and viral load), for ARV 
Dispensation, and price records of ARV.
Results: Findings indicate decrease in the average costs due to a higher concentra-
tion of patients in first-line regimens in 2015. The difference is even more impor-
tant in the incoming population. The significance is that the total cost of patients 
in 2015, with an average cost of 41.46% lower, allowed savings of more than 250 
million US$. With the average cost of 2009, the total annual cost of patients in 
2015 would be 70.83% higher if the PCDT had not been adopted. This is enough 
to cover 675.000 new patients, and more than compensate for the adoption of 
treatment as prevention.
Conclusions: Results become even more relevant since cost savings were accom-
panied by a better clinical outcome of patients with simplification of treatments. 

TUAD02 Decisions, Decisions, Decisions:  
                  Behavioural Economics

TUAD0201
Association between user fees and dropout from methadone 
maintenance therapy: results of a cohort study in Vietnam
B. Johns1, L.B. Chau2, K.H. Hanh3, N.D. Manh4, H.M. Do2, A.T. Duong5,  
L.H. Nguyen4 
1Abt, International Health, Bethesda, United States, 2Hanoi School of Public Health, 
Hanoi, Vietnam, 3Health Financing and Governance Project, Hanoi, Vietnam, 
4Vietnam Authority of HIV/AIDS Control, Hanoi, Vietnam, 5Vietnam Authority of 
HIV/AIDS Control, Financing Department, Hanoi, Vietnam 
Presenting author email: thuyanhvaac@gmail.com

Background: Starting in 2015 with the devolution of fiscal responsibility for metha-
done maintenance therapy (MMT) to provinces in Vietnam, some provinces started 
to collect user fees at MMT clinics to cover the costs of incidentals. A pilot study 
in Hai Phong province suggested that user fee collection is feasible and affordable 
to MMT clients. How user fees might affect clients’ ability to maintain MMT at-
tendance in other provinces has not been assessed. The primary objective of this 
study is to assess the association between user fees and client dropout from MMT 
exploiting the fact that some provinces had implemented user fees in 2015 while 
other had not. The secondary objective was to estimate the catastrophic payments 
associated with MMT.
Methods: An observational cohort study of 1,021 MMT clients in seven provinces 
from May/June 2015 to May/June 2016. Three provinces implemented user fees, 
while four provinces did not. Provinces and facilities were randomly selected, while 
all MMT clinics in the selected provinces were included. Box Cox proportional haz-
ard models were used to assess the association between user fees and (i) dropout 
and (ii) being inactive.
Results: About 85% of the cohort was actively on MMT at the end of the obser-
vation period, including 10% of clients had transferred facilities and 1% of clients 
quit with facility staff permission. About 14% of the cohort had stopped MMT care, 
about 8% dropped out, 3.5% were incarcerated, 1.5% died, and 2% stopping for 
other reasons. The hazard ratio for paying user fees compared to not paying user 
fees ranged from 0.70 (unadjusted, p=0.26) to 0.29 (adjusted, p=0.33) for drop-
out and from 0.75 (unadjusted, p=0.24) to 0.50 (adjusted, p=0.48) for being inac-
tive. However, 29% of clients at facilities paid more than 40% of non-subsistence 
expenditures for MMT associated user fees and transportation.
Conclusions: Over the course of one year, we do not find evidence that user fees 
increased dropout or reduced retention in MMT. Overall, dropout rates in Vietnam 
are very low compared to other countries. However, catastrophic payment rates 
remain a concern, and longer term follow-up is needed. 
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TUAD0202
A combination intervention strategy to enhance outcomes 
across the HIV care continuum and support epidemic control: 
data from a cluster-randomized trial in Mozambique
B. Elul1,2, M. Lamb1,2, L. Ahoua3, F. Abacassamo4, S. Kujawski1, M. Lahuerta1,2 
1Columbia University, Mailman School of Public Health, Department of Epidemiology, 
New York, United States, 2ICAP at Columbia University, New York, United States, 
3ICAP at Columbia University, Maputo, Mozambique, 4Center for Collaboration and 
Health, Maputo, Mozambique 
Presenting author email: be2124@columbia.edu

Background: Identifying practical interventions that can be implemented at scale 
to enhance outcomes across the HIV care continuum is essential to maximizing in-
dividual and population benefits of ART.
Methods: Engage4Health, an implementation science study using a cluster-ran-
domized design, was conducted at 10 health facilities in Mozambique and evaluated 
the effectiveness of a combination intervention strategy (CIS) vs the standard of 
care (SOC) on important HIV care continuum outcomes. CIS included: (1) point-
of-care CD4+ count at HIV testing sites; (2) accelerated ART initiation for eligible 
patients; and (3) SMS appointment reminders. A subset of CIS participants ad-
ditionally received non-cash financial incentives (CIS+FI). Adults >18 years newly 
diagnosed with HIV and willing to receive HIV care at the diagnosing health facility 
were enrolled from 4/13-6/15 and followed for 12 months. Clinic-based outcomes 
were assessed using electronic medical records, while death was determined by 
triangulating data from medical records, patient tracing, and mortality registries.
Results: 
A total of 2004 participants (767 SOC, 744 CIS, 493 CIS+FI) were enrolled; 
the majority (64%) were female and the mean age was 34 years. In intent-to-treat 
analyses, participants at CIS vs SOC sites were more likely to link to care on the 
day they were diagnosed (89% vs 16%, RR=5.60, 95%CI 4.79-6.69); have their 
ART eligibility assessed (100% vs 77%, RR=1.30, 95%CI 1.25-1.35), be identified as 
ART eligible (75% vs. 60%, RR=1.24, 95% CI 1.15-1.33), initiate ART (65% vs. 54%, 
RR=1.20, 95% CI 1.10-1.30), and be retained at 12 months (58% vs 44%, RR=1.32, 
95%CI 1.19-1.45). No additional benefits on these outcomes were observed when 
FI were added to the CIS. Neither CIS nor CIS+FI had a significant effect on mor-
tality within 12 months of diagnosis or after ART initiation, but mortality prior to 
ART initiation was lower at CIS+FI vs SOC sites (1% vs. 4%, RR=0.27, 95% CI 
0.10-0.69).
Conclusions: The CIS offers a promising, pragmatic approach for enhancing critical 
outcomes necessary for epidemic control. Further efforts are needed to identify 
interventions to reduce mortality, particularly among patients on ART. 

TUAD0203
Economic evaluation of non-financial incentives to increase 
couples HIV testing and counselling uptake in Zimbabwe
C. Mangenah1, E. Sibanda2, K. Hatzold3, G. Maringwa4, S. Gudukeya5, N. Madidi3, 
O. Mugurungi6, F. Terris-Prestholt7, F. Cowan4, H. Thirumurthy8 
1Centre for Sexual Health, HIV and AIDS Research (CeSHHAR), Health Economics, 
Harare, Zimbabwe, 2Centre for Sexual Health, HIV and AIDS Research (CeSHHAR), 
Sexual and Reproductive Health Studies, Harare, Zimbabwe, 3Population Services 
International, Zimbabwe, HIV Prevention, Harare, Zimbabwe, 4Centre for Sexual 
Health, HIV and AIDS Research (CeSHHAR), Harare, Zimbabwe, 5Population 
Services International, Zimbabwe, Harare, Zimbabwe, 6Ministry of Health and Child 
Care (MOHCC), Harare, Zimbabwe, 7London School of Hygiene and Tropical Medicine 
(LSHTM), London, United Kingdom, 8University of North Carolina at Chapel Hill, 
Chapel Hill, Zimbabwe 
Presenting author email: cmangenah1@gmail.com

Background: Uptake of couples HIV testing and counselling (CHTC) in southern 
Africa remains low despite multiple HIV prevention and health benefits. Small 
incentives can increase CHTC uptake by offsetting real and perceived costs to 
couples. We estimate cost-effectiveness of providing non-financial incentives for 
CHTC in a cluster randomized controlled trial (RCT).
Methods: 34 communities in rural Zimbabwe received standard community mobili-
zation for HIV testing at mobile clinics while in 34 randomly selected communities 
individuals seeking CHTC were offered in-kind incentives (choice between a laun-
dry bar, petroleum jelly, or cooking oil) worth $10,859.22. Costs for community 
mobilization, CHTC, and incentives were calculated from the program perspective 
(2015 US$). Incremental cost-effectiveness ratios (ICERs) were estimated for the 
number tested, number tested with a partner, and number of HIV-positive individu-
als tested.
Results: In control communities, 1,062/10,580 (10.0%) individuals tested as 
couples compared to 7,852/14,099 (55.7%) in intervention communities. 530 
additional HIV-positive persons were identified in intervention communities. Total 
incremental intervention cost was $25,687.50, translating to an ICER of $7.98 

per couple tested ($3.99 per individual client tested) and $48.47 per HIV positive 
diagnosis. Mean costs per person tested in control and intervention communities 
were $8.18 and $7.96 respectively, with costs per HIV-positive person identified 
$93.10 and $128.10, respectively.
Conclusions: This RCT provides evidence that in addition to increasing HTC access, 
policymakers, implementers, and external donors should consider providing in-kind 
incentives as they are cost-effective at increasing CHTC uptake and identifying 
HIV-positive persons. 

Capital costs Intervention 
Cost ($)

% 
contribution

Control 
Cost ($)

% 
contribution

Incentives $10,859.22 10% $0.00 0%
Human resources $78,705.00 70% $69,423.75 80%
Equipment $1,154.95 1% $1,154.95 1%
Medical supplies $2,541.42 2% $1,919.76 2%
HIV test kits $2,266.16 2% $1,537.96 2%
Stationary and other supplies $16,753.95 15% $12,556.78 15%
Total cost ($) $112,280.70 100% $86,593.20 100%
Mean cost/client $7.96  $8.18  
Cost per HIV + client $93.10  $128.10  

[Economic cost ($) calculation]

Intervention incremental cost (Incentive arm - standard mobilization arm) $25,687.50
Intervention effect (incentive effects - non-incentive effects) 46%
Additional clients tested as a couple (14,099*46%) 6437
Additional clients tested individually 3519
Additional clients tested HIV positive 530
ICER per individual client tested HIV positive $48.47
ICER per individual client tested ($25,687.50/6437) $3.99
ICER per couple tested ($3.99x2) $7.98

[Cost-effectiveness analyses]

TUAD0204
The effects of short-term cash and food incentives on food 
insecurity and labor force participation among HIV-infected 
adults initiating antiretroviral therapy in rural Tanzania
C. Fahey1, P.F. Njau2, N. Kapologwe3, W.H. Dow1, S.I. McCoy1 
1University of California, Berkeley, United States, 2Prevention of Mother-to-Child 
HIV Transmission Programme, Ministry of Health, Community Development, Gender, 
Elderly, and Children, Dar es Salaam, Tanzania, United Republic of, 3President’s Office 
- Regional Administration and Local Government Authorities (PO-RALG), Shinyanga, 
Tanzania, United Republic of 
Presenting author email: cfahey@berkeley.edu

Background: We previously demonstrated that short-term cash and food incen-
tives increased antiretroviral therapy (ART) possession and retention in HIV ser-
vices in Tanzania. To elucidate potential pathways that led to these achievements, 
we examined whether these incentives also improved food security and labor force 
participation.
Methods: At three clinics, 805 food-insecure adults who recently initiated ART 
(≤90 days prior) were randomized to receive cash or food transfers (~$11/month 
for ≤6 months, conditional on visit attendance) or standard-of-care (SOC) ART. 
After 6 months, we re-assessed food security (Household Hunger Scale), body-
mass index (BMI), employment, and functional limitation (illness prevented work 
or housework) among patients returning for ART. The incentives’ effectiveness at 
increasing retention contributed to differential loss-to-followup (13% overall; 20% 
SOC; 8% cash; 15% food; p< 0.01), which we accounted for in the current analysis 
using inverse probability weighting.
Results: After 6 months, food security improved from 0% to 37% (p< 0.01) and did 
not differ comparing the SOC (33%) to cash (36%, p=0.64) or food (39%, p=0.37) 
groups. Mean BMI increased from 21.5 to 22.7 kg/m2 (p< 0.01), with no differ-
ences comparing SOC (22.5 kg/m2) to cash (22.6 kg/m2, p=0.76) or food (22.9 
kg/m2, p=0.15). Employment rose from 58% to 76% (p< 0.01), with no differences 
between SOC (80%) and cash (75%, p=0.47) or food (75%, p=0.43). Functional 
limitation decreased from 55% in the year before enrollment to 12% in the following 
6 months (p=0.02) and was significantly lower in the food group (9% vs. 18% SOC, 
adjusted OR=0.41, 95% CI: 0.18, 0.96, p=0.04); cash was non-significantly lower 
(13% vs. 18% SOC, adjusted OR=0.64, 95% CI: 0.27, 1.5, p=0.32).
Conclusions: Food security and employment substantially improved across all study 
groups after 6 months of ART. Short-term cash and food incentives did not aug-
ment these gains relative to standard-of-care ART, with the exception of signifi-
cantly less functional limitation among the food group. This suggests that cash and 
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food transfers acted primarily via the price incentive (increasing ART adherence), 
rather than mitigating socioeconomic barriers through income effects. Future 
studies are needed to better understand the mechanisms through which incentives 
may increase and sustain retention in HIV services. 

TUAD0205
Using conjoint analysis to model hospital directors’ decision 
making in adoption of an evidence-based stigma-reduction 
intervention
C. Lin1, L. Li2, S.-J. Lee2, Z. Wu3 
1UCLA, NPI-Center for Community Health, Los Angeles, United States, 2UCLA,  
Los Angeles, United States, 3China CDC, Beijing, China 
Presenting author email: chunqinglin@hotmail.com

Background: Behavioral interventions that have demonstrated efficacy in random-
ized trial conditions have been underutilized in healthcare delivery. This study used 
conjoint analysis, a marketing research technique, to quantify the impact of differ-
ent aspects of intervention in hospital stakeholders’ decision making in adoption of 
evidence-based interventions (EBI).
Methods: The used a real-life intervention with efficacious outcome to reduce 
HIV-related stigma in healthcare settings as a “product” to study adoption of EBI. 
Conjoint analysis was conducted among 60 hospital directors recruited from 30 
hospitals of different levels and types in Fujian Province, China. The directors 
evaluated their willingness to adopt the evidence-based stigma reduction interven-
tion in their hospitals by rating across eight hypothetical scenarios with preferred 
and non-preferred levels of seven attributes, including 1) administrative support, 
2) cost, 3) personnel involvement, 4) format, 5) duration, 6) technical support, 
and 7) priority alignment with the hospital. A mixed effect model was fit to the 
likelihood of intervention adoption for the eight scenarios, and the seven attributes 
(categorized as preferred=1 or not preferred=0) served as independent variables in 
the model.
Results: Monetary cost of intervention implementation (impact score=24.8) had 
the greatest impact on the directors’ willingness to adopt a certain EBI, followed 
by duration of the intervention (impact score=10.0), availability of technical sup-
port (impact score=7.5), and flexibility of format (impact score=4.6). The majority 
(88.3%) of the hospital directors perceived the conjoint administration process as 
clear and easy to understand. The data collection time was relatively short, which 
was approximately 30 minutes.
Conclusions: Conjoint analysis was proven to be feasible in modeling hospital direc-
tors’ decision making in adoption of EBI. There were several issues that one should 
consider when operationalizing conjoint analysis in dissemination and implementa-
tion research, including selection of EBI example, assigning the component level 
of the attributes, generating scenarios, and interviewer training. The findings have 
implications for design and dissemination of existing EBI in healthcare settings to 
optimize the public health impact.
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TUPDA01 Immunotherapy: Outsmarting the Virus

TUPDA0101
Combined IL-21 and IFNα treatment limits residual 
inflammation and delays viral rebound in SIV-infected 
macaques
L. Micci1, J. Harper1, S. Paganini1, C. King1, E. Ryan1, F. Villinger2, J. Lifson3,  
M. Paiardini4,5 
1Emory University, Yerkes National Primate Research Center, Atlanta, United States, 
2University of Louisiana at Lafayette, New Iberia Research Center, New Iberia, United 
States, 3Leidos Biomedical Research, Frederick, United States, 4Emory University 
School of Medicine, Department of Medicine, Atlanta, United States, 5Emory 
University, Department of Microbiology and Immunology, Yerkes National Primate 
Research Center, Atlanta, United States 
Presenting author email: mirko.paiardini@emory.edu

Background: Although antiretroviral therapy (ART) suppresses HIV replication, 
immune dysfunctions and chronic inflammation critically contribute to non-AIDS-
related morbidity and mortality in infected subjects. Furthermore, inflammation 
facilitates HIV persistence during ART. We previously demonstrated that addition 
of Interleukin (IL)-21, an immunomodulatory cytokine, reduces chronic inflamma-
tion and HIV persistence in ART-treated, SIV-infected rhesus macaques (RMs). 
In this study, sought to combine the anti-inflammatory functions of IL-21 with the 
antiviral properties of IFNa to reinvigorate antiviral responses. We hypothesize an 
impact on viral rebound following ART treatment interruption (ATI).
Methods: 15 RMs were infected with SIVmac239 IV. RMs started a triple-formulation 
of TDF, FTC, and Dolutegravir (DTG) day 35 post-infection and continued for at 
least 12 months. Eight RMs received Macaquized (M)-IL-21-IgFc (100 mg/kg, SC, 
once weekly for four weeks) at initiation and mid-way thru ART. Additionally, this 
group received M-IFNa-IgFc (500,000 IU, SC, once weekly for five weeks) prior to 
ART-interruption. Upon ART-discontinuation, the eight IL-21-treated RMs received 
PEGylated-IFNa-2a (PEGASYS), 7 mg/kg, SC, once weekly for seven weeks; while 
the remaining seven RMs were ART-treated controls. Blood (PB), lymph nodes 
(LN), and colorectal (RB) biopsies were longitudinally collected to assess the effects 
of IL-21 and IFNa on inflammation, T cell subsets, and viral persistence.
Results: ART fully suppressed plasma viremia (pVL) (< 30 RNA copies/mL) in all 
RMs. During ART, IL-21 reduced levels of activated (HLA-DR+CD38+) and pro-
liferating (Ki-67+) T cells in PB, RB, and LN in comparison to ART-only controls 
(P< 0.01). Levels of inflammation remained significantly lower also during and af-
ter addition of IFNa (P< 0.01). Upon ART-interruption, IL-21/IFNa-treated RMs 
exhibited delayed viral rebound with a median of 21 days as compared to 9 days in 
the controls (P=0.0009). Moreover, IL-21/IFNa-treated RMs maintained reduced 
viremia in comparison to controls up to 45 days after ATI (P=0.0004).
Conclusions: These data support the safety of a combined IL-21 and IFNa treat-
ment for HIV infection. While IL-21-treatment effectively reduces inflammation, 
addition of IFNa prior- and after- ART-discontinuation resulted in a prolonged and 
more effective control of viral rebound. The synergy of such therapeutics may pro-
mote reinvigoration of host responses toward reduction of latent HIV reservoirs. 

TUPDA0102
Interleukin (IL)-27 induces HIV-resistance in T cells and 
dendritic cells via different mechanisms: identification of YB-1 
and ANKRD22 as novel host dependency factors
D. Poudyal1, B. Sowrirajan1, Q. Chen1, J. Adelsberger2, M. Bosche1, J. Yang1,  
H.C. Lane3, T. Imamichi1 
1Leidos Biomedical Research, Inc, Frederick National Laboratory for Cancer Research, 
Laboratory of Human Retrovirology and Immunoinformatics, Frederick, United States, 
2Leidos Biomedical Research, Inc, Frederick National Laboratory for Cancer Research, 
Frederick, United States, 3NIH, NIAID, Bethesda, United States 
Presenting author email: timamichi@mail.nih.gov

Background: We have reported that IL-27 inhibits HIV replication in macrophages, 
T-cells and dendritic cells (DC), and proposed that IL-27 is a potent novel anti-
viral cytokine. We have also demonstrated that IL-27 induces HIV-resistance in 
macrophages via downregulating SPTBN1 (Spectrin-beta chain brain 1) expression, 
however, the mechanism whereby IL-27 induces HIV-resistance in T-cells or DC 
has not been described

Methods: T-cells and monocytes were isolated from healthy donor PBMCs. T-cells 
were stimulated with PHA. Monocytes were differentiated to DC in the presence 
of IL-4 and granulocyte macrophage colony-stimulating factor (GM-CSF) with 
or without IL-27. HIV replication was monitored using a commercial p24 ELISA 
kit. CD4 and chemokine receptor expression were analyzed by FACS. Post-
translational modification (PTM) of proteins were analyzed using 2-Dimentional 
Difference in Gel analysis (2D-DIGE) and Western blotting. Genes of interest 
were knocked down using siRNA.
Results: IL-27-treated PHA-stimulated T cells (27-T) and IL-27-induced DC (27-
DC) resisted HIV infection by 70% and > 90%, respectively, without significant 
change in the expression of CD4, CCR5 or CXCR4. To define the mechanism of 
these anti-HIV effects, microarray and western blotting were performed. In 27-T 
cells, 4 genes were up-regulated by >3-fold and no genes were significantly down-
regulated by > 2-fold in microarray analysis of ~20,000 genes. 2D-DIGE revealed 
that the amounts of PTM Y box binding protein 1 (YB1: a Y-box transcription factor) 
was diminished in 27-T by 60%. Knockdown of YB-1 in control T-cells led to 70% 
resistance to HIV infection. In 27-DC, over 100 genes were upregulated or down-
regulated by >2-fold. A series of qPCR and Western blot analyses confirmed that 
the expression of ANKRD22 (ankyrin repeat domain 22) was consistently induced 
in 27-DC. Knock down of ANKRD22 reversed resistance to HIV infection in 27-
DC. These results indicated that IL-27 induced HIV resistance in T cells and DCs by 
a decrease in PTM-YB1 and an increase in ANKRD22, respectively.
Conclusions: PTM-YB-1 and ANKRD22 were identified as novel host dependency 
factors in T-cells and DC, respectively. Taken together with our previous report, 
these data demonstrate that IL-27 induces HIV resistance in macrophages, T-cells 
and DC in cell type dependent manners. 

TUPDA0103
Increased effector cytotoxic lymphocytes in lymph nodes  
of hetIL-15 treated macaques suggest potential to disrupt  
SIV/HIV reservoirs
A. Valentin1, E. Moysi1, D.C. Watson1, C. Petrovas2, C. Bergamaschi1, B.K. Felber1, 
G.N. Pavlakis1 
1National Cancer Institute, Frederick, United States, 2VRC, NIAID, Bethesda, United 
States 
Presenting author email: george.pavlakis@nih.gov

Background: Heterodimeric interleukin-15 (hetIL-15) activates and expands cy-
totoxic T and NK cells, which suggests that the cytokine could be useful for the 
treatment of malignancies and HIV infection. Based in these properties, hetIL-15 
is currently evaluated in humans for the treatment of cancer. We also study the ef-
fects of hetIL-15 in infected macaques to evaluate its use in HIV infection.
Methods: Twelve rhesus macaques received six subcutaneous injections of hetIL-15 
over 2 weeks using increasing doses of cytokine (step-dosing). At the end of the 
treatment, the animals were sacrificed and the hetIL-15 effects on different lym-
phocyte populations isolated from tissues collected at necropsy were monitored 
by multi-parametric flow cytometry and quantitative multiplexed confocal micros-
copy (Histo-cytometry).
Results: This protocol was safe in rhesus macaques and resulted in systemic expan-
sion (Ki67+) of CD8+ T lymphocytes and NK cells with higher granzyme B con-
tent. These expanded cell populations were found in both effector sites, such as 
liver, vagina and rectum, and secondary lymphoid tissues. Among the gut-resident 
CD8+ T lymphocytes, we found a gradient, based on anatomical location, of the 
IL-15-induced T cell proliferation, which follows the proliferation pattern found in 
untreated animals. Importantly, a significant increase in cytotoxic effector memory 
CD8+ T cells was found in lymph nodes (LN) from all hetIL-15-treated macaques, 
and this increase was bigger than that in SIV-infected animals. CM9 tetramer stain-
ing demonstrated that the increase of CD8+ effector T cells in lymphoid organs 
included actively proliferating SIV-specific T cells with higher granzyme content. 
Imaging analysis by Histo-cytometry revealed that these effector CD8+ T cells 
infiltrated the B cell follicles where chronically infected follicular helper CD4+ T 
cells are located.
Conclusions: Step-dose administration of hetIL-15 is a well-tolerated regimen that 
results in systemic activation and expansion of cytotoxic leukocytes that infiltrate 
areas where chronic HIV-infected cells reside. These results suggest that hetIL-15 
could be useful in disrupting or eliminating long-term viral reservoirs in HIV-1 in-
fected individuals, thus contributing to a functional cure of the infection. Work as-
sessing the long-term impact of hetIL-15 on the size of the viral reservoir is currently 
ongoing. 
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TUPDA0104
The human IL-15 superagonist ALT-803 activates NK and 
memory T cells, reactivates latent SIV and drives SIV-specific 
CD8+ T cells into B cell follicles
G. Webb1, S. Li2, J. Greene3, J. Reed1, J. Stanton1, A. Legasse1, B. Park1, M. Axthelm1, 
E. Jeng4, H. Wong4, J. Whitney5, B. Jones6, D. Nixon6, P. Skinner2, J. Sacha1 
1Oregon Health and Science Univeristy, Beaverton, United States, 2University 
of Minnesota, St. Paul, United States, 3Oregon Health and Science University, 
Beaverton, United States, 4Altor Bioscience Corporation, Miramar, United States, 
5Harvard Medical School, Boston, United States, 6The George Washington University, 
Washington, United States 
Presenting author email: sacha@ohsu.edu

Background: There is an urgent need to develop alternate approaches to activate 
and clear the latent HIV reservoir that do not negatively impact immune func-
tion and are independent of viral sequence. IL-15 is a key cytokine for homeostatic 
maintenance, proliferation, and expansion of memory CD4+ T cells, the primary 
HIV cellular reservoir. Here, we explored the human IL-15 superagonist, ALT-803, 
as an immunostimulatory molecule and potential latency reversing agent (LRA) in 
cART-suppressed SIV-infected macaques.
Methods: SIV-naïve and SIV-infected macaques were administered ALT-803 IV 
and subsequently monitored for NK and T cell proliferation. SIV-infected macaques 
treated with ALT-803 were assessed for intrafollicular migration via in situ staining 
of lymph nodes with MHC class I tetramers. ALT-803 was tested as an LRA in vitro 
with primary CD4+ T cells from cART-suppressed macaques, and in vivo in SIV-
infected, cART-suppressed macaques.
Results: ALT-803 activated and induced robust proliferation in NK cells, and in both 
effector and central memory T cells. ALT-803 redirected activated cells to second-
ary lymphoid tissues, a known anatomical location of the viral reservoir, and in situ 
with MHC class I tetramer staining showed increased migration into B cell follicular 
sanctuaries. ALT-803 did not affect viral loads in macaques with uncontrolled SIV 
infection; instead, ALT-803 potentiated low-level viral replication in elite control-
lers. In experiments using CD4+ T cell from cART-suppressed macaques, ALT-803 
induced robust viral replication in vitro. When administered to macaques with cART-
suppression of plasma viremia, ALT-803 treatment resulted in plasma viral “blips” 
and unlike previous reports of other common g-chain cytokines like IL-7, ALT-803 
did not cause an increase in the size of the latent viral reservoir.
Conclusions: ALT-803, an IL-15 superagonist, is well tolerated in SIV-infected, 
cART-suppressed macaques and induces virus reactivation both in vitro and in vivo. 
In addition to reactivating quiescent virus, ALT-803 potently activates NK and 
memory CD8+ T cells, which traffic to lymph nodes, specifically entering B cell 
follicles where latently-infected CD4+ T follicular helper cells reside. The ability 
of ALT-803 to potentially mediate both the “shock” and “kill” make it an appealing 
candidate for further studies aimed at durable cART-free HIV remission. 

TUPDA0105
Tissue factor pathway inhibitor Ixolaris improves disease 
outcome in progressive SIVsab-infected pigtail macaques
T. He1,2, M. Schechter3, B. Andrade4,5,6, G.H. Richter1, B. Policicchio1,7,  
K. Raehtz1,8, E. Brocca-Cofano1,2, C. Apetrei1,8, R. Tracy9, R. Ribeiro10,  
I. Francischetti11, I. Sereti12, I. Pandrea1,2 
1University of Pittsburgh School of Medicine, Center for Vaccine Research, Pittsburgh, 
United States, 2University of Pittsburgh School of Medicine, Pathology, Pittsburgh, 
United States, 3Frederick National Laboratory for Cancer Research, Clinical Research 
Directorate/Clinical Monitoring Research Program, Leidos Biomedical Research, Inc, 
Frederick, United States, 4National Institutes of Health, National Institute of Allergy 
and Infectious Diseases, Immunobiology Section, Laboratory of Parasitic Diseases, 
Bethesda, United States, 5Instituto Gonçalo Moniz, Fundação Oswaldo Cruz, Salvador, 
Brazil, 6Instituto Brasileiro para a Investigação da Tuberculose, Fundação José Silveira, 
Multinational Organization Network Sponsoring Translational and Epidemiological 
Research (MONSTER) Initiative, Salvador, Brazil, 7University of Pittsburgh Graduate 
School of Public Health, Department of Infectious Diseases and Microbiology, 
Pittsburgh, United States, 8University of Pittsburgh School of Medicine, Department 
of Microbiology and Molecular Genetics, Pittsburgh, United States, 9The Robert 
Larner, M.D. College of Medicine University of Vermont, Department of Pathology & 
Laboratory Medicine, Burlington, United States, 10Los Alamos National Laboratory, 
Theoretical Biology and Biophysics, Theoretical Division, Los Alamos, United States, 
11National Institutes of Health, National Institute of Allergy and Infectious Diseases, 
Laboratory of Malaria and Vector Research, Bethesda, United States, 12National 
Institutes of Health, National Institute of Allergy and Infectious Diseases, Laboratory 
of Immunoregulation, HIV Pathogenesis Section, Bethesda, United States  

Background: Despite viral suppression with antiretroviral therapy, HIV-infected 
subjects face high risk of non-AIDS comorbidities, which is often associated with 
elevated immune activation and inflammation (IA/INFL) and hypercoagulability. 

Tissue factor (TF) may bridge IA/INFL and hypercoagulation via protease-acti-
vated receptor (PAR) signaling. We hypothesized that a TF pathway inhibitor can 
reduce the hypercoagulation and IA/INFL associated with HIV/SIV infection, and 
thus improve the disease outcome.
Methods: We compared the dynamics of TF expression on monocyte isolated from 
progressive (pigtail macaques, PTMs) vs. non-progressive (African green monkeys, 
AGMs) models of SIVsab infection to establish its role in SIV pathogenesis. We 
tested the specificity and potency of a new TF inhibitor, Ixolaris, ex vivo on nonhu-
man primate (NHP) plasma and monocytes stimulated with LPS. Ixolaris was ad-
ministered to five SIVsab-infected PTMs, with three SIV-infected, untreated PTMs 
as controls. IA/INFL markers (CD38/HLA-DR and proinflammatory cytokines) 
and hypercoagulation markers (D-dimer) were monitored throughout Ixolaris ad-
ministration in treated and control PTMs.
Results: Monocyte TF expression increased postinfection in PTMs while it re-
mained at baseline levels in chronically infected AGMs, confirming the role of 
TF in exacerbating SIV pathogenesis. Ixolaris specifically inhibited the extrinsic 
coagulation pathway and strongly inhibited TF activity by monocytes stimulated 
with LPS. In vivo administration of Ixolaris resulted in significantly lower inflam-
mation (IL-17) and immune activation (HLA-DR+- and CD38+-expressing CD4+ 
and CD8+ T cells) during early chronic infection in treated SIVsab-infected PTMs 
compared to controls. Ixolaris also reduced hypercoagulation levels (D-dimer) in 
acutely SIVsab-infected PTMs. While viral loads and CD4 counts were minimally 
impacted by treatment, Ixolaris improved PTM survival, with no PTMs developing 
disease during the first 100 days postinfection, which is rarely seen in untreated 
SIVsab-infected PTMs.
Conclusions: Our results support a role of TF pathway in promoting disease pro-
gression and cardiovascular comorbidities in SIV-infected NHPs. In vivo TF inhi-
bition by Ixolaris resulted in reduced IA/INFL and hypercoagulation in SIVsab-
infected PTMs independent of CD4 counts and plasma viremia, and improved the 
outcome of the SIVsab infection. Therefore, targeting TF pathway in HIV-infected 
subjects may represent an effective approach to prevent the deleterious conse-
quences of HIV infection. 

TUPDA0106
Engineering HIV immunity with a chimeric antigen receptor  
in the non-human primate model
A. Zhen1, C. Peterson2, M. Carrillo1, V. Rezek1, M. Kamata1, J. Zack1, H.-P. Kiem2, 
S. Kitchen1 
1David Geffen School of Medicine at UCLA, UCLA AIDS Institute, Los Angeles, 
United States, 2Fred Hutchinson Cancer Research Center, Seattle, United States 
Presenting author email: skitchen@ucla.edu

Background: HIV-1 specific cytotoxic T lymphocytes are crucial for the elimination 
of HIV infected cells. We have previously demonstrated using humanized mice that 
hematopoietic stem cells (HSCs) modified with a protective CD4 chimeric antigen 
receptor (CD4CAR) successfully differentiated into CD4CAR expressing T cells 
that significantly suppressed HIV replication. These results demonstrated the fea-
sibility of engineering HIV-specific T cell immunity with a HSC based approach.
Methods: We tested the safety and feasibility of engineering T cell immunity 
via HSC in a non-human primate (NHP) model of SHIV infection. We utilized 
CD4CAR vectors that also carry an anti-HIV protective gene (C46) that would 
inhibit infection. 2 pigtailed macaques (Macaca nemestrina) were transplanted with 
C46CD4CAR modified autologous HSC and 2 were transplanted with HSC modi-
fied with control vector C46CD4CARdeltaZeta that lacks the signaling Zeta chain. 
After hematopoietic recovery, the animals were challenged with SHIV and went 
through combined anti-retroviral drug (cART) treatment and withdrawal. Animals 
were monitored for viral load, CAR cell detection, and immune function for over 
a year.
Results: We determined that engraftment of pigtailed macaques with 
C46CD4CAR-modified HSCs was safe and the animals had normal trans-
plant recovery. We observed long-term engraftment and stable production of 
C46CD4CAR expressing cells without any significant toxicities and found that 
C46CD4CAR modified HSCs could differentiate into multiple hematopoietic 
lineages. Following challenge of the animals with SHIV, we observed significant 
expansion of C46CD4CAR expressing cells after infection and wide distribution 
of CAR expressing cells in multiple lymphoid tissues. Importantly, we found lower 
viral loads in lymphoid tissues in C46CD4CAR containing animals than in control 
animals, suggesting viral suppression by C46CD4CAR expressing cells.
Conclusions: This study in NHPs demonstrates the safety and feasibility of a HSC 
based therapy utilizing a HIV-specific chimeric antigen receptor for treating chron-
ic HIV infection. These results set the stage for future investigational new drug 
(IND) development to eradicate viral infection and provide more effective immune 
surveillance of HIV. 
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TUPDB01 HIV Reservoirs: Ups and Downs

TUPDB0101
Dynamics of HIV-1 DNA in children over long-term sustained 
viral suppression: impact of the time of infection at viral control 
on reservoir size
M. Moragas1, M. Distefano1, D. Mecikovsky2, S. Arazi Caillaud2, R. Bologna2,  
P. Aulicino1, A. Mangano1 
1Hospital de Pediatría “Prof. Dr. Juan P. Garrahan”, Laboratorio de Biología Celular 
y Retrovirus-CONICET, Unidad de Virología y Epidemiología Molecular, Ciudad de 
Buenos Aires, Argentina, 2Hospital de Pediatría “Prof. Dr. Juan P. Garrahan”, Servicio 
de Epidemiología e Infectología, Ciudad de Buenos Aires, Argentina 
Presenting author email: matias.moragas@gmail.com

Background: The dynamics of HIV-1 DNA reservoir in perinatally infected children 
throughout long-term sustained viral suppression (VS) -and how they are affected 
by the time of infection at VS- have not been defined. Improved understanding 
of HIV-1 dynamics is necessary for therapeutic interventions that aim to achieve 
sustained antiretroviral therapy-free HIV-1 remission.
Methods: This study included 37 perinatally HIV-1 infected children on suppressive 
antiretroviral therapy. Children were grouped according to the timing of antiretro-
viral therapy (ART) initiation (≤0.5 or >0.5 yrs) and the time to achieve VS (≤1.5, 
between >1.5 and 4, and >4 years). Decay of cell-associated HIV-1 DNA (CA-
HIV-1 DNA) level -quantified by semi-nested real time PCR- and 2-long terminal 
repeats (2-LTR) circles frequency -detected by hemi-nested real time PCR- were 
analyzed over 4 years of viral suppression using piecewise linear mixed-effects 
model with two splines and logistic regression, respectively.
Results: CA-HIV-1 DNA in peripheral blood mononuclear cells (PBMC) had a high 
decay during the first two years of VS [-0.26 (95% CI: -0.43 to -0.09) log10 cop-
ies per one million (cpm) PBMC/year], followed by a slow decay and reaching a 
plateau between 2 and 4 years of VS [-0.06 (95% CI: -0.15 to 0.55) log10 cpm 
PBMC/year]. The level of CA-HIV-1 DNA in PBMCs highly correlated with those 
estimated in CD4+ T cells (r=0.97, P< .0001) and whole blood (r=0.98, P< .0001). 
The initial decay according to time of infection at VS was -0.51 (95% CI: -0.94 
to -0.07), -0.35 (95% CI: -0.83 to 0.14) and -0.21 (95% CI: -0.39 to -0.02) 
log10 cpm PBMC/year for children who achieved VS by 1.5, >1.5-4 and >4 years of 
infection, respectively. The frequency of 2-LTR circles decayed significantly, from 
82.9% at pre-VS to 37.5% and 28.1% at 2 and 4 years of viral suppression, respec-
tively (P=.0009).
Conclusions: A marked decay of HIV-1 DNA occurs during the first two years of 
viral suppression -where the earlier the time of infection at viral suppression, the 
higher the rate of decay- and seems to set HIV-1 reservoir size. After 2 years, HIV-
1 DNA decreases slowly and independently of the time to achieve effective viral 
control. 

TUPDB0102
Impact of T cell homeostasis and thymic output on the seeding 
of the HIV reservoir in infants
M. Massanella1,2, J. Ananworanich3,4, L. Leyre1,2, T. Jupimai5, P. Sawangsinth5,  
M. de Souza3, P. Suntarattiwong6, P. Kosalarksa7, T. Puthanakit8,9, N. Chomont1,2, 
HIVNAT209 and HIVNAT194 study groups 
1Centre de Recherche du CHUM, CR-CHUM, Montréal, Canada, 2Université de 
Montréal, Department of Microbiology, Infectiology and Immunology, Montréal, 
Canada, 3SEARCH, Thai Red Cross AIDS research Centre, Bangkok, Thailand, 4Henry 
M. Jackson Foundation for the Advancement of Military Medicine, Bethesda, United 
States, 5HIV Netherlands Australia Thailand (HIV-NAT) Research Collaboration, Thai 
Red Cross AIDS Research Center, Bangkok, Thailand, 6Queen Sirikit National Institute 
of Child Health, Bangkok, Thailand, 7Khon Kaen University, Department of Pediatrics, 
Faculty of Medicine, Khon Kaen, Thailand, 8Chulalongkorn University, Research Unit 
in Pediatric Infectious Diseases and Vaccines, Bangkok, Thailand, 9Chulalongkorn 
University, Department of Pediatrics, Faculty of Medicine, Bangkok, Thailand 
Presenting author email: marta.massanella.luna@umontreal.ca

Background: Early antiretroviral therapy (ART) limits the size of the HIV reser-
voir and immune activation levels in adults; however pediatric data are limited. We 
evaluated the impact of immune parameters on the size of the HIV reservoir in 
early-treated vertically infected infants.
Methods: Virologically non-suppressed HIV-infected Thai infants (n=12, < 2 months 
old) and fully suppressed children (for >1 year) who started ART within the first 6 
months of life (n=57, median 4 years old) were included. We quantified total HIV 
DNA in CD4 T-cells by RT-PCR. Immune activation and proliferation markers in 
CD4 and CD8 naïve, stem cell (SCM), central (CM), transitional (TM) and effec-
tor memory (EM) T cells as well as frequencies of effector (EMRA), recent thymic 
emigrants (RTE) and T-regulatory (Treg) cells were assessed by flow cytometry.

Results: High frequencies of naïve CD4+ T-cells were observed in non-suppressed 
and ART-treated children (median 78 and 64, respectively). Interestingly, the fre-
quency of RTE was significantly increased in ART-treated children despite their 
older age (median 81 vs 89, p=0.009), suggesting that HIV replication in non-
suppressed infants may limit thymic production. Frequencies of T-cells undergoing 
proliferation (Ki67+) were significantly lower in CD4+ (median 4.8 vs 3.6, p=0.04) 
and CD8+ (median 29 vs 4.6, p< 0.0001) T-cells from ART-treated children. 
Similarly, frequencies of activated CD8+ T-cells (HLA-DR+CD38+) were signifi-
cantly lower in ART-treated children (median 29 vs 4.6, p< 0.0001). High frequen-
cies of Treg were observed in both groups (>5.1% of CD4+ T cells) with no signifi-
cant differences. In non-suppressed infants, the frequency of cells harboring HIV 
DNA was negatively correlated with the frequency of RTE (r=-0.9, p=0.01) and 
positively correlated with the frequency of memory Treg cells (CD45RA-CD27-

CD25brightFOXP3+, r=0.7, p=0.04). Similarly, HIV DNA levels in ART-treated 
children negatively correlated with RTE (r=-0.3, p=0.02) and positively correlated 
with Treg (r=0.3, p=0.04).
Conclusions: The high frequencies of RTE resulting from enhanced thymic pro-
duction in pediatric population may limit the establishment and persistence of the 
HIV reservoir. In contrast, the positive association between the frequency of HIV-
infected cells and Treg, suggests that this subset may play a prominent role in the 
establishment of the HIV latent reservoir during infancy. 

TUPDB0103
Prolonged HIV-1 remission and viral rebound in an individual 
treated during hyperacute infection
T. Henrich1, H. Hatano1, A. Hill2, O. Bacon1, M. Kearney3, J. Blankson4, S. Cohen1, 
M. Abdel Mohsen1, R. Fromentin5, J. Spindler3, K. Metcalf-Pate6, R. Siliciano6,  
D. Richman7, N. Chomont5, J. Siliciano6, J. Mellors8, T. Liegler1, S. Deeks1 
1University of California, San Francisco, San Francisco, United States, 2Harvard 
University, Cambridge, United States, 3National Cancer Institute, Frederick, United 
States, 4Johns Hopkins School of Medicine, Baltimore, United States, 5University of 
Montreal, Montreal, Canada, 6Johns Hopkins University, Baltimore, United States, 
7University of California, San Diego, San Diego, United States, 8University of 
Pittsburgh, Pittsburgh, United States 
Presenting author email: timothy.henrich@ucsf.edu

Background: It is unknown if extremely early initiation of ART may be curative. We 
describe an individual who started ART an estimated 10 days after infection with 
plasma HIV RNA of 220 copies/ml. After extensive blood and tissue sampling, he 
underwent an analytical treatment interruption (ATI) following 34 months of ART.
Methods: Colorectal and lymph node tissues, bone marrow, cerebral spinal fluid 
(CSF), plasma and large numbers of PBMC obtained longitudinally were studied for 
HIV persistence in several laboratories using molecular and culture-based detec-
tion methods including a humanized mouse outgrowth assay.
Results: The individual initiated PrEP (TDF/FTC) during very early Fiebig stage 
I (HIV-1 RNA+ EIA-) followed by ART intensification (TDF/FTC/r/DRV/RAL) 8 
days later. HIV RNA levels were 120 and < 40 copies/mL, 7 and 22 days after PrEP 
initiation, respectively, followed by no detectable level. Low-level cell-associated 
HIV RNA (3.2 copies/million CD4+ T cells) was detected 32 days after infection. 
Over the following 2 years, no further HIV could be detected, despite massive sam-
pling from ileum, rectum, lymph nodes, bone marrow, CSF, CD4+ T cell subsets 
and plasma. 530 million CD4+ T cells were also assayed in a humanized mouse out-
growth assay. One mouse (53 million input cells) experienced very low level viremia 
(201 copies/mL) after 5.5 weeks, but sequence confirmation was unsuccessful. The 
participant stopped ART and remained aviremic for 7.4 months, rebounding with 
HIV RNA of 36 copies/mL that rose to 59,805 copies/mL 6 days later. ART was re-
started promptly. Rebound plasma HIV sequences were identical to those obtained 
during acute infection by single-genome sequencing. Mathematical modeling pre-
dicted that the latent reservoir size was approximately 200 cells prior to ATI, and 
that only around 1% of individuals with a similar HIV burden may achieve lifelong 
ART-free remission.
Conclusions: We report HIV relapse despite initiation of ART at one of the earliest 
stages of acute HIV infection possible. Near complete or complete loss of detect-
able HIV in blood and tissues did not lead to indefinite ART-free HIV remission. 
However, the small numbers of latently infected cells in individuals treated during 
hyperacute infection may be associated with prolonged ART-free remission. 
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TUPDB0104
HIV RNA persists in rectal tissue despite rapid virologic 
suppression in blood plasma with dolutegravir-based 
combination antiretroviral therapy in treatment-naïve patients
C. Lahiri1, N. Brown1, H. Chien1, A. Vunnava1, K. Ryan2, E. Acosta2, A. Sheth1,  
J. Ingersoll3, I. Ofotokun1 
1Emory University School of Medicine, Department of Medicine, Atlanta, United 
States, 2University of Alabama Birmingham, Department of Pharmacology and 
Toxicology, Birmingham, United States, 3Emory University, Virology and Molecular 
Biomarkers Core, Atlanta, United States 
Presenting author email: cdelill@emory.edu

Background: Despite virologic suppression in blood plasma (BP) with combination 
antiretroviral therapy (cART), HIV eradication remains elusive, largely due to in-
complete suppression in reservoir sites including gut-associated lymphoid tissue. 
We compared HIV RNA dynamics within BP and rectal tissue (RT) following initia-
tion of cART with integrase strand transfer inhibitor dolutegravir (DTG).
Methods: Treatment naïve HIV+ volunteers began DTG-based (50 mg daily) cART 
and serial sampling of BP and RT through 84 days as per Figure 1. HIV RNA and 
DTG concentrations were quantified using Abbott Real-Time HIV-1 assays and tan-
dem mass spectroscopy, respectively, in both compartments. Median DTG concen-
trations were compared between undetectable and detectable RT HIV RNA groups 
using Mann-Witney nonparametric tests.
Results: Eight participants were enrolled: 4 (50%) females, 6 (75%) black, median 
age 39.2 years (IQR 32.9-52.7). Median baseline CD4 and HIV RNA were 208 
cells/mm3 (IQR 104-320) and 24,847 copies/mL (IQR 6237-50,269), respec-
tively. All participants (100%) had undetectable BP HIV RNA (< 40 cop/mL) by 
Day 42; only 3 achieved RT viral suppression at any time (Figure 1). DTG quantita-
tion was performed on 22 paired BP and RT steady-state samples collected Days 
7 through 84. The undetectable RT RNA group had higher median DTG RT con-
centrations than those with detectable RNA: 1340 ng/g (IQR 683-2100) vs 624 
ng/g (IQR 377-939), p=0.03. There were no significant differences in BP DTG or 
RT:BP DTG ratios between undetectable and detectable groups: median 2810 ng/
mL (IQR 1720-4140) vs 1400 ng/mL (IQR 687-3250) and median 0.45 (IQR 
0.30-0.55) vs 0.40 (IQR 0.28-0.69), respectively. 

[Figure 1. HIV RNA over time following initiation of DTG-based cART]

Conclusions: Despite rapid virologic suppression in BP, HIV RNA persisted in RT 
for the majority of participants. Along with larger studies examining DTG com-
partmental pharmacokinetic/pharmacodynamic relationships, assessment of the 
infective potential of HIV RNA recovered from RT are warranted, as this may have 
implications for ongoing rectal transmission notwithstanding plasma virologic sup-
pression. 

TUPDB0105
Viral rebound in semen after treatment interruption  
in a HIV therapeutic vaccine double-blind trial  
(VRI02/ANRS149-LIGHT)
J. Ghosn1, R. Palich2, A. Chaillon3,4, V. Boilet5,6, M.-L. Néré2, P. Delobel7,  
F. Lutch8, O. Bouchaud9, J.-M. Molina10, M.-L. Chaix2,4, C. Delaugerre2,4,  
V. Rieux4,11, R. Thiebaut5,6, Y. Lévy4,12,13, J.-D. Lelièvre4,12,13 
1Hotel-Dieu university hospital center, university of Paris Descartes, Therapeutic, 
Immunology and Infectious Disease, Paris, France, 2Saint-Louis university hospital 
center, university of Paris Diderot, Virology, U941, Paris, France, 3University of 
California San Diego, Medicine, San Diego, United States, 4Vaccine Research 
Institute - VRI, Paris, France, 5INSERM U1219, ISPED, Bordeaux Population Health, 
Bordeaux, France, 6Vaccine Research Institute - VRI, CMG, Bordeaux, France, 
7Toulouse-Purpan University Hospital Center, Infectious Diseases, Toulouse, France, 
8Saint-Etienne University Hospital Center, Infectious Diseases, Saint-Etienne, France, 
9Avicenne University Hospital Center, Infectious Diseases, Paris, France, 10Saint-Louis 
university hospital center, university of Paris Diderot, Infectious Diseases, U941, Paris, 
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Paris, France, 12INSERM U955, IMRB, Equipe 16, Créteil, France, 13Henri Mondor 
University Hospital Center, Créteil, France 
Presenting author email: jade.ghosn@aphp.fr

Background: Antiretroviral treatment interruption (ATI) leads to HIV replication 
rebound in both blood and semen, however dynamic of HIV-RNA rebound in se-
men is poorly known. We compared HIV-RNA timing of and level of rebound in 
blood and seminal plasmas (BP-SP) and characterized the HIV rebounding popula-
tions in both compartments after ATI in HIV-1 infected patients enrolled in the 
therapeutic vaccine trial VRI02/ANRS149-LIGHT.
Methods: Ten male from the VRI02/ANRS149-LIGHT trial with CD4 cells ≥600/
mm3 and HIV-RNA < 50cp/ml under treatment for at least 18 months were stud-
ied. ATI occurred from week (W)36 to W48. Paired blood and semen samples were 
collected at W32 (before ATI), W36, W38, W40, W42, W44 and W48 following 
ATI, for HIV-RNA and DNA quantification. Ultradeep sequencing (UDS, 454/
Roche) of partial env (C2/V3) HIV-DNA and -RNA was performed in 5 out of 10 
participants in PBMC before ATI and in plasma/semen during ATI. Sequenced reads 
were quality filtered and assembled using an in-house data processing pipeline.
Results: Patients had sustained suppressed blood viral load for a median of 44 
months (range: 28-152) before ATI. HIV-RNA rebounded in blood and semen in 
all patients after ATI (median 5.12 log10 cp/ml (range: 4.61-6.35) and 4.26 log10 cp/
ml (range: 3.20-4.67), respectively). BP HIV-RNA rebounded as soon as W38 in 
8/10 patients, and SP HIV-RNA between W38 and W40 in 8/10 patients. HIV-
DNA median level was 2.97 log10 cp/106 PBMC (range: 1.61-3.26) at W32 and 3.30 
log10 cp/106 PBMC (range: 2.50-3.67) at W44. Non-sperm cells HIV-DNA was 
detected in at least one sample in 6/10 patients. Phylogenetic analysis of UDS re-
vealed that 1) rebounding HIV-RNA population in BP and in SP originated from 
PBMC HIV-DNA at the time of ATI and 2) intermingled HIV-RNA populations in 
BP and in SP with no evidence of compartmentalization.
Conclusions: The rapid and intense HIV RNA rebound observed very early both in 
blood and semen after ATI emphasizes the need for targeted prevention strategies 
to reduce the risk of sexual transmission during ATI. PBMC HIV-DNA is the major 
contributor for HIV-RNA rebound in both compartments, even after several years 
of sustained suppressed viral replication. 

TUPDC01 TRANScending Barriers for Prevention

TUPDC0101
Transgender women willingness to use PrEP in northeastern 
Brazil
F. Soares1, I. Dourado2, L. Magno3, L.A. Vasconcelos da Silva4, A. Nunn5,  
PopTrans Study Group 
1Federal University of Bahia, Institute of Collective Health, Salvador, Brazil, 2Federal 
University of Bahia, Health Collective Institute, Salvador, Brazil, 3State University of 
Bahia, Nursing, Salvador, Brazil, 4Federal University of Bahia, Institute of Humanities, 
Arts and Sciences Professor Milton Santos, Salvador, Brazil, 5Brown University, School 
of Public Health, Providence, United States 
Presenting author email: ines.dourado@gmail.com

Background: PrEP can dramatically reduce HIV acquisition risks, particularly for 
transgender women and other sexual and gender minorities. However, access to 
PrEP in developing countries remains very limited. Brazil has one of the largest and 
oldest HIV treatment programs in the world and will soon integrate PrEP in the 
national public health system. We explored PrEP willingness among transgender 
women.
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Methods: We recruited 127 transgender women using Respondent Driven Sampling 
(RDS) in Salvador, Brazil’s third largest - and one of its lowest-income and highest 
afro-descendants- cities. Participants were interviewed about PrEP. Latent class 
analyses were used to identify those willing to take PrEP from the following list of 
variables: 1-disposition to use PrEP; 2 - willingness to use PrEP if available in the 
public health system; 3- willingness to use PrEP even if had to pay; 4- interest in 
using PrEP even if it is not 100% effective; 5-being less afraid of contracting HIV if 
using PrEP; 6- willingness to take one pill a day; 7- knowledge about PrEP. Entropy 
was 0.992 indicating good distinction of classes.
Results: Only 18.4% of women knew about PrEP. However, upon becoming aware, 
willingness to use PrEP was reassuring. Two latent classes were identified: Class 
1-willingness to use PrEP (91.3%); Class 2- non willingness to use PrEP (8.6%). 
Most participants noted that PrEP was an important HIV prevention tool for trans-
gender women. Correlates of Latent Class 2 were: Socio-behavioral factors includ-
ing not being black, having a monthly income greater than R$900.00 and regular 
use of condoms in sexual intercourse. When asked about implementation strategies, 
participants suggested integrating conversations about PrEP into a suite of HIV 
prevention services, addressing health system services that address the broader so-
cial and structural factors influencing transgender health risks.
Conclusions: PrEP willingness was very high as 91% of transgender women wanted it 
in Northeast Brazil. While access to PrEP is still limited, uptake among transgender 
women will likely be high when Brazil releases PrEP. However, it is important to take 
into account socio-behavioral factors and combination prevention as those regular 
users of condom may not see and additional benefit of PrEP. 

TUPDC0102
How are transwomen acquiring HIV? Insights from 
phylogenetic transmission clusters
H.-H.M. Truong1, K. O’Keefe2, S. Pipkin2, T. Liegler1, S. Scheer2, W. Mc Farland2 
1University of California, San Francisco, Department of Medicine, San Francisco, 
United States, 2Department of Public Health, San Francisco, United States  

Background: Worldwide, HIV prevalence among transwomen is 50 times higher 
than in the general adult population. In many surveillance systems and surveys, 
transwomen and their male sexual partners are classified as “men who have sex with 
men” (MSM), irrespective of gender identity and sexual orientation. Little is known 
about how transwomen acquire HIV, which may be due in part to this misclassifica-
tion as “MSM”. We sought insights on sexual and needle-sharing networks as po-
tential sources of HIV among transwomen by examining phylogenetic transmission 
clusters. We also assessed a new transmission risk paradigm that re-classifies males 
closely linked to transwomen as non-MSM.
Methods: San Francisco residents diagnosed with HIV (2000-2015), in care at 
public facilities and with available viral pol sequences were included in the analysis. 
Transmission clusters with ≥2 cases were identified by bootstrap values ≥90% and 
mean pairwise genetic distances ≤0.025%.
Results: Transwomen were 275 of 5,200 cases with viral sequences; 86 transwom-
en were in 70 clusters; 44 (51%) had injection risk. Many clusters with transwomen 
contained MSM-persons who inject drugs (MSM-PWID) (47% of clusters) and 
non-MSM PWID (26%); whereas MSM were in 54% of clusters and heterosexual 
men in 1%. After re-classification, the profile of clusters shifted: 16% of clusters 
contained MSM-PWID, 57% had non-MSM PWID, 16% had MSM and 47% had 
heterosexual men. Similarly, among 130 clusters containing cis women, 27% had 
MSM-PWID, 41% had non-MSM PWID, 28% had MSM and 58% had heterosexual 
men.
Conclusions: Applying the new paradigm for classifying the transmission risk of 
transwomen and their partners suggests that transwomen may stand apart from 
the MSM epidemic. The risk profile of transwomen’s transmission clusters is highly 
sensitive to whether or not male partners are classified as MSM. Under the new 
paradigm, transmission clusters containing transwomen closely resemble clusters 
containing cis women, with a strong presence of PWID and heterosexual men. 
There is increasing recognition that transwomen should be considered by their 
gender identity for health services and research. The same consideration perhaps 
should apply to male sexual partners of transwomen. Examining transmission clus-
ters may bring new insights to the applicability of MSM-focused research to trans-
women and their partners. 

TUPDC0103
Discrepancy between risky sexual behavior and perceived HIV 
risk among transgender women in community-based test and 
treat cohorts in Thailand
A.R. Ramautarsing1, T. Nakpor2, R. Janamuaysook1, S. Pengnonyang1,  
J. Jantarapakde1, D. Trachunthong1, T. Sungsing1, P. Rodbamrung1,  
P. Mingkwanrungruangkit1, W. Sirisakyot1, S. Tongmuang1, S. Jarupittaya1,  
N. Mahachokchai2, P. Yokchawee2, S. Samalu3, M. Uthaikorn3, W. Champa4,  
P. Patpeerapong5, S. Mills6, S. Chareonying6, P. Phanuphak7, M. Cassell8,  
R. Vannakit8, N. Phanuphak1 
1Thai Red Cross AIDS Research Center, Prevention Department, Bangkok, Thailand, 
2Rainbow Sky Association of Thailand, Bangkok, Thailand, 3The Service Workers In 
Group Foundation, Bangkok, Thailand, 4Caremat Organisation, Chiang Mai, Thailand, 
5Mplus Foundation, Chiang Mai, Thailand, 6FHI 360 and USAID LINKAGES Project, 
Bangkok, Thailand, 7Thai Red Cross AIDS Research Center, Bangkok, Thailand, 8Office 
of Public Health, U.S. Agency for International Development Regional Development 
Mission Asia, Bangkok, Thailand 
Presenting author email: reshmie@trcarc.org

Background: Transgender women (TG) are a high-burden population for HIV. 
Globally, their risk of HIV is 49 times higher compared to the general population, 
indicating that HIV-prevention and care services for TG are critical and urgent. To 
understand the facilitators and barriers for TG to access HIV-testing and antiret-
roviral therapy (ART) at community-based clinics, we studied socio-demographic 
characteristics, behavioral risk and knowledge and attitudes towards HIV and ART.
Methods: Thai TG aged ≥18 years were recruited from 6 community-based clin-
ics in Thailand. Demographic characteristics, behavioral risk, HIV-knowledge and 
attitudes towards ART were assessed using questionnaires. Trained community 
health-workers provided same-day result HIV testing and sexually transmitted in-
fection (STI) screening, as well as CD4 testing and linkage to care for HIV-infected 
participants.
Results: Of 734 TG participants enrolled, 56.1% were between 18 and 25 years old. 
Only 15.7% had a college degree or higher, and 36.8% earned less than 280 USD 
monthly. Prevalence of any STI was 32% (syphilis 3.5%, chlamydia 23.3%, gonor-
rhea 14.6%). Nobody (0.0%) reported a negative attitude towards people with HIV, 
42.0% of participants knew that ART can reduce HIV transmission, and 65.4% 
thought all people with HIV should use ART. Almost 90% said they would start 
ART immediately if they were diagnosed with HIV. Multiple sexual partners in the 
last six months was reported by 53.5%. While 77.4% of TG reported unprotected 
sex in the last 6 months and 91.1% identified proper condom use as a manner of de-
creasing HIV-risk, only 17% perceived their HIV-risk as high. Almost half (45.0%) 
had never tested for HIV. HIV prevalence was 9.0%, and among 66 HIV-infected 
participants, median (IQR) CD4 count was 406 (306-562), 84% initiated ART 
within 2 weeks of diagnosis.
Conclusions: Among these young Thai TG presenting for HIV-testing at commu-
nity-based clinics, the prevalence of HIV and STIs was high. Attitudes towards HIV 
and ART were positive, and ART uptake was high. However, there was a remarkable 
discrepancy between risky sexual behavior and perceived HIV risk. Our findings 
are crucial to informing HIV education and prevention programs targeting TG in 
Thailand. 

TUPDC0104
Engaging transgender women of color in HIV prevention: 
findings from mixed methods community-based research
T. Poteat1, M. Malik1, A. Wirtz1, E. Cooney2 
1Johns Hopkins School of Public Health, Epidemiology, Baltimore, United States, 
2Johns Hopkins Bloomberg School of Public Health, International Health, Baltimore, 
United States 
Presenting author email: tpoteat123@gmail.com

Background: Transgender women (TW) across the globe are highly vulnerable to 
HIV. TW of color (TWOC) in the US are particularly burdened, with an estimated 
HIV prevalence over 50% in some studies. Effective HIV interventions are needed 
to prevent HIV acquisition and onward transmission, and to improve health out-
comes. We used mixed-methods approaches to understand how to develop and 
implement accessible, acceptable, and effective HIV interventions for TWOC.
Methods: Qualitative, in-depth key informant (KI) interviews (n=20) were con-
ducted with TW and health and social service providers. Interviewer-administered 
surveys and rapid HIV tests were implemented among TWOC (n=46) in Baltimore, 
USA.
Results: Among TWOC, HIV prevalence was 48%, with 18% unaware of their HIV 
status and 33% who had not been tested for HIV in the last 12 months. History of sex 
work (78%) and condomless anal intercourse (47%) were high. Most participants had 
heard of PrEP (89%); of those, 78% knew where to get it and 23% had ever taken it. 
Of those who had ever taken PrEP (n=9), 67% had done so in the prior 12 months. 
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Despite low uptake, 81% of HIV-negative TWOC stated they would take PrEP if it 
was made available to them. Interviews elicited diverse reflections on how to better 
engage TWOC in HIV programs. KIs emphasized the importance of embedding HIV 
services within social service programs that are responsive to community needs (e.g., 
job readiness, mental health support, housing), to improve access and acceptability 
of HIV programs for TWOC. KIs also recommended regular staff training in trans-
gender competent care (e.g., using correct gender pronouns), recognizing that ex-
periencing discrimination in health venues deters TWOC from future care seeking. 
Other suggestions included: offering services where TWOC regularly visit, hiring 
TWOC to lead programs, and doing tailored outreach and advertising.
Conclusions: Acceptable high-impact HIV prevention and care interventions 
for TWOC are urgently needed as evidenced by an elevated HIV prevalence and 
low PrEP uptake. Noting the disconnect between willingness and uptake of PrEP 
among TWOC, HIV prevention programs could better bridge this gap by incorpo-
rating strategies voiced by TW and responding to identified access barriers. 

TUPDC0105
Factors associated with HIV infection among transgender 
women in Cambodia: results from a national integrated 
biological and behavioral survey
S. Yi1,2, S. Chhim3, P. Chhoun1, S. Tuot1, P. Mun4, K. Pal1, C. Ngin1 
1KHANA Center for Population Health Research, Phnom Penh, Cambodia, 2Touro 
University California, Center for Global Health Research, Vallejo, United States, 
3FHI 360 Cambodia, Phnom Penh, Cambodia, 4National center for HIV/AIDS, 
Dermatology and STD, Phnom Penh, Cambodia 
Presenting author email: siyan@doctor.com

Background: Transgender women are at high risk for HIV infection, and little is 
known about the burden of HIV infection and its related factors in this population 
worldwide. This study was conducted to examine factors associated with HIV infec-
tion among transgender women in Cambodia.
Methods: This cross-sectional study was conducted between December 2015 and 
February 2016 in the capital city of Phnom Penh and 12 HIV high-burden prov-
inces. Respondent driven sampling was used to recruit sexually active transgender 
women aged 18 and over. A structured questionnaire was used for a behavioral sur-
vey, and rapid finger-prick HIV testing was performed using Determine™ antibody 
test. Multivariate logistic regression analysis was conducted to identify factors as-
sociated with HIV infection using STATA.
Results: A total of 1,375 transgender women participated in the study with a mean 
age of 25.9 years (SD= 7.1). The overall HIV prevalence among this population was 
5.9%. In multivariate logistic regression, participants living in urban areas were 
twice as likely to be HIV infected as those living in rural areas. Participants with 
primary education were 1.7 times as likely to be infected compared to those with 
high school education. HIV infection increased with age; compared to those aged 
18-24, the odds of being HIV infected were twice among transgender women aged 
25-34 and 2.8 times higher among those aged ≥35. Self-injection of gender affirm-
ing hormones was associated with a fourfold increase in the odds of HIV infection. 
A history of genital sores over the previous 12 months increased the odds of HIV 
infection by threefold. Transgender women with stronger feminine identity dress-
ing up as a woman all the time were twice as likely to be HIV infected compared 
to those who did not dress up as a woman all the time. Having never used online 
services developed for transgender women was also associated with higher odds of 
being HIV infected.
Conclusions: Transgender women in Cambodia are at high risk of HIV. To achieve 
the goal of eliminating HIV in the country, effective combination prevention strat-
egies focusing on the above risk factors among transgender women are urgently 
needed. 

TUPDC0106
Prevalence and correlates of police harassment among 
transgender women in Jamaica: implications for HIV prevention 
and care
C.H. Logie1, A. Lacombe-Duncan1, K. Levermore2, N. Jones2, A. Neil2, T. Ellis2,  
Y. Wang1, P.A. Newman1 
1University of Toronto, Toronto, Canada, 2Jamaica AIDS Support for Life, Kingston, 
Jamaica 
Presenting author email: carmen.logie@utoronto.ca

Background: Criminalization of homosexuality limits access to HIV prevention and 
care. Little is known about police harassment targeting transgender women in con-
texts where homosexuality is criminalized, such as Jamaica. We examined preva-
lence of police harassment and its association with HIV infection and risk factors 
among transgender women in Jamaica.

Methods: We implemented a cross-sectional survey with transgender women in 
Kingston, Ocho Rios, and surrounding areas in Jamaica using chain referral sam-
pling. Unadjusted and adjusted logistic regression analyses were conducted to 
identify health (e.g., HIV status), intrapersonal (e.g., sex work), interpersonal (e.g., 
social support), and structural (e.g., transphobic violence) factors associated with 
ever experiencing police harassment perceived to be due to transgender identity.
Results: Participant (n=137) mean age was 24.0 years (SD: 4.5; range 18-44); two-
thirds (n=92; 67.2%) lived in Kingston, and half (n=71; 51.8%) reported sex work 
involvement. Three-quarters (n=103; 75.7%) had received an HIV test; of these, 
one-quarter (n=26; 25.2%) were HIV-positive. Almost half (43.8%; n=60) report-
ed experiencing police harassment due to their transgender identity. Of partici-
pants with complete data (n=127), 16.5% (n=21) reported a history of incarceration 
due to transgender identity. Of those, 71.4% (n=15) reported being incarcerated 1 
to 3 times and 28.6% (n=6) were incarcerated 4 to 6 times. In unadjusted analyses, 
police harassment was associated with: sociodemographic (< high school education 
vs. > high school [OR: 3.04, 95% CI: 1.1-8.4]), health (HIV positive serostatus 
[OR: 2.44, 95% CI: 1.01-5.86], depression [OR: 1.23, 95% CI: 1.01- 1.50]), intra-
personal (sex work [OR: 2.61, 95% CI: 1.30-5.25]), interpersonal (higher need for 
social support [OR: 1.09, 95% CI: 1.03-1.15]) and structural (transphobic physical 
violence [OR: 6.97, 95% CI: 3.14-15.51]). In adjusted multivariable analyses, HIV 
positive serostatus (AOR: 2.96, 95% CI: 1.04, 8.43) and transphobic physical vio-
lence (OR: 6.06, 95% CI: 2.53, 14.55) maintained strong associations with experi-
ences of police harassment.
Conclusions: Nearly half of transgender women in this Jamaican study reported 
police harassment, and this was associated with HIV positive serostatus and physi-
cal violence. Criminalization and violence are structural drivers of HIV, constraining 
access to the HIV care continuum. Human rights for transgender women are cen-
tral to HIV prevention and care in Jamaica. 

TUPDD01 The Missing Men

TUPDD0101
Poor retention and care-related sex disparities among youth 
living with HIV in rural Mozambique
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W. Wester1,2 
1Vanderbilt University Medical Center, Vanderbilt Institute for Global Health, 
Nashville, United States, 2Vanderbilt University Medical Center, Division of Infectious 
Disease, Nashville, United States, 3Vanderbilt University School of Medicine, 
Department of Health Policy, Nashville, United States, 4Friends in Global Health, 
Maputo and Quelimane, Mozambique, 5Vanderbilt University Medical Center, Division 
of Pediatrics, Nashville, United States 
Presenting author email: gael.claquin@fgh.org.mz

Background: Despite a 30% decline in HIV-related deaths over the past decade, 
HIV remains still the leading cause of death among African adolescents. Our objec-
tive was to summarize performance along the continuum of HIV care, and identify 
predictors of loss to follow-up (LTFU) among youth enrolled in HIV care in rural 
Mozambique.
Methods: We analyzed a retrospective cohort of youth (15-24 years) accessing 
care at one of 89 PEPFAR-supported clinics in Mozambique between 2012-2015. 
We determined the proportion of patients pre-antiretroviral therapy (ART) LTFU 
at 6 months, cumulative incidence of post-ART LTFU and mortality 1 year post-
initiation. We defined LTFU as being > 60 days late for the last scheduled visit (pre-
ART), or ART pick-up (post-ART). We used logistic and multivariable Cox regres-
sion models to identify predictors of pre- and post-ART LTFU, respectively, in the 
year after enrollment.
Results: Of 23,322 patients in the cohort, 19,287 (83%) were female. Primary 
referral source was prevention of mother-to-child transmission clinics for fe-
males (49%, n=8,639), and voluntary counseling and testing sites for males (65%, 
n=2,314). Females enrolled in care at earlier HIV disease stage (median CD4 469 
vs. 363 cells/mm3, p< 0.001) and initiated ART more expeditiously than males 
(median 6 [IQR 0-129] vs. 35 [IQR 2-180] days, p<0.001). Pre-ART LTFU at 1 
year was 36% overall, and lower for females vs. males (33% vs. 56%, OR=0.28; 
95%CI:0.24-0.33). The cumulative incidence of post-ART LTFU was 36% over-
all (95%CI:35-36%), with small differences by sex (F:M 35% vs. 37%, aHR 0.66 
95%CI:0.58-0.75). Adjusted one-year mortality rate for ART patients retained in 
care was 12.6% (95%CI:6-22%).
Conclusions: In the cohort of youth enrolled in care four-fifths were female. 
Females were enrolled in care earlier in their disease course, initiated on ART more 
quickly, and less likely to experience pre-ART LTFU than young males. After ART 
initiation, 1/3rd of all patients were LTFU, and mortality rates were high. While 
outcomes were poor overall in this setting, young women may require enhanced 
prevention efforts, while young men need targeted testing and treatment interven-
tions. 
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TUPDD0102
Gender age considerations and likelihood of viral load 
suppression at sub-national level in five counties, Kenya
S. Muga1, J. Onyalo1, M. Obuya1, P. Njoka1, R. Kithuka1, C. Komen1, L. Muyumbu1, 
G. Obanyi1, E. Ashiono1, C. Muturi1, R. Odhiambo1, P. Mwarogo2 
1FHI360, USAID-APHIAPlus Nuru ya Bonde, Nakuru, Kenya, 2FHI360, Country 
Office, Nairobi, Kenya 
Presenting author email: smuga@fhi360.org

Background: Sub-Saharan Africa accounts for 66% of new HIV infections globally. 
Program responses need to focus on sub-national contexts if epidemic control is 
to be achieved. The objective of this paper is to describe the likelihood of viral sup-
pression at sub-national level, considering age and gender in five counties in Kenya.
Methods: This retrospective correlational survey reviewed the significance of age 
and gender on the likelihood of viral load suppression among clients on antiret-
roviral therapy (ART) who had accessed at least one viral load test in the period 
October 2015 to September 2016. ART was initiated as per the national guidelines 
in Kenya. Raw viral load data was assessed from the national viral load database 
for 139 facilities in five counties (Baringo, Kajiado, Laikipia, Nakuru and Narok) 
and 38,113 records were analyzed. The survey used logistic regression to assess 
relationships between gender, age and viral load suppression (< 1000 copies ml), 
with P <0.05.
Results: Overall, females were 16% more like to be virally suppressed compared 
to males. Females aged 1-9 years,10-14 years, 20-24 years were (62%, p=0.00), 
(26%, p=0.024), (79%, p=0.001) respectively more likely to be virally suppressed 
than males. There was no significant difference in the likelihood of viral suppression 
between females and males for clients under one-year-old, (p=0.230), 15-19 years 
(p=0.254), and in 25 years or older (p=0.079). 
In Laikipia, males aged 10-14 years were 25% less likely to be virally suppressed. In 
Nakuru and Narok, males aged between 1-9 years were 53% less likely to be virally 
suppressed. Further, in Nakuru those aged 20-24 years were 48% less likely to 
virally suppressed compared to female counterparts.
In Kajiado, Baringo and Laikipia counties, the likelihood of clients being virally sup-
pressed increased with age. While in Narok and Nakuru counties, it was not depen-
dent on increase in age.
Conclusions: The likelihood of achieving viral suppression seemed to agree with lit-
erature that female clients are likely to be suppressed. However, there are sub-na-
tional differences in the suppression rates. There are also differences in suppression 
rates through age groups in the counties. This information can be used for further 
research and effective programming. 

TUPDD0103
An exploratory study to determine the survival period to 
switching for adult ART patients (15+ years) in Swaziland  
using routinely collected data
N.H. Nxumalo1, T. Motsa2, F. Shabalala3, M. Shongwe3, A. Wagner4, M. Malik5,  
K. Matshotyana1, K. Payne5 
1Management Sciences for Health, Mbabane, Swaziland, 2Mniistry of Health, Strategic 
Information Department, Mbabane, Swaziland, 3University of Swaziland, Faculty of 
Health Sciences, Mbabane, Swaziland, 4Harvard Medical School, Harvard Pilgrim 
Healthcare Institute, Boston, United States, 5Management Sciences for Health, 
Arlington, United States  

Background: It has been observed over the past five years that there is limited 
use of data stored in electronic data systems for making targeted programmatic 
decisions and conducting operational research. To demonstrate how routine data 
stored in these electronic systems can be used to inform HIV programming, 
SIAPS worked with the Ministry of Health (MoH) to conduct a study to deter-
mine the survival period to switching for adult patients (15+ years) on antiretroviral 
therapy (ART).
Methods: This was a retrospective cohort design study. The study population con-
sisted of 117,586 adult (≥15 years) ART patient records identified as active between 
years 2010 to 2015 in the national ART database. The survival rates from time of 
ART initiation to time of regimen switch were evaluated according to gender and 
age using Kaplan-Meier models i.e. outcome variable was switching (binary event) 
and explanatory variables were: WHO staging I; II; III; IV, Age categories: 15-24; 
25-34; 35-44; and 45 years and above, and Sex: Male; Female.
Results: 3.6% (n = 4266) of the studied ART patients were found to have switched 
at some point during the course of treatment. Median survival time for all ART 
patients switching from first to second line regimen was found to be 607 days 
(95%CI: 601 - 613) days or 19 months. Patients aged 45 years and older at ART ini-
tiation remained on the first line regimen for longer periods than other age groups 
at 93.5%. Survival times for males were less than those of females. Only 83% of 
patients initiated at WHO stage IV remained on first line regimen by end of a 5 
year follow up period.

Conclusions: There were significant differences in survival periods with men ex-
hibiting a poorer survival period. Also, for the 18-25-year age group, we found that 
women actively switch regimen more often than men. Further studies would be 
required to understand the factors contributing to these findings. This can inform 
policies in HIV programming that target the unique needs of males and female cli-
ents. 

TUPDD0104
Tanzanian men more successful than women in referring sexual 
partners to HIV testing via partner notification
K. Curran1, M. Plotkin2, C. Kahabuka3, A. Christensen3, R. Kisendi4, W. Maokola4, 
M. Betron5, K. Grabbe5, M. Drake3, E. Mlanga6, V. Wong7 
1Jhpiego, HIV and Infectious Diseases, Washington, United States, 2Jhpiego, Chapel 
Hill, United States, 3Jhpiego, Dar es Salaam, Tanzania, United Republic of, 4National 
AIDS Control Programme, Ministry of Health, Dar es Salaam, Tanzania, United 
Republic of, 5Jhpiego, Washington, United States, 6USAID, Dar es Salaam, Tanzania, 
United Republic of, 7USAID, Washington, United States 
Presenting author email: kelly.curran@jhpiego.org

Background: Partner notification (PN) is effective at increasing uptake of HIV 
testing services (HTS) and identifying previously undiagnosed individuals. 2016 
Guidance from WHO recommends inclusion of PN into HTS programs. PN and 
referral to HTS can be conducted by the index client (passive notification) or with 
provider-assisted strategies. Passive PN involves HIV status disclosure and is im-
pacted by socio-cultural dynamics surrounding sex and gender. This abstract de-
scribes the success of male vs. female index clients in listing and referring sexual 
partners for testing in Tanzania.
Methods: A cross-sectional observational study was conducted in three hospitals in 
Njombe region, Tanzania, from June - September 2015. Individuals newly diagnosed 
with HIV in VCT or PITC were offered their choice of passive or provider-assisted 
referral for partner HIV testing. Odds ratios were calculated for likelihood of male 
and female index clients to successfully refer partner(s) to HTS or list multiple part-
ners, and in-depth interviews were conducted with 40 index clients and partners.
Results: Almost all (91.6%) of the 390 (183 males and 207 females) index clients 
chose passive rather than provider-assisted referral. Of the 439 listed partners, 
249 (56.7%) were successfully referred to HTS (63.4% of female partners; 49.8% 
of male partners). Male index clients were 2.2 (1.4 - 3.5) (p<0.001) times more 
likely than female index clients to successfully refer at least one partner, and 6.2 
(2.7 - 14.1) (p<0.001) times more likely to list more than one partner. In qualitative 
analysis, both gender-specific (feeling undervalued if the relationship had not pro-
duced children; lacking contact info for commercial sex partners) and non-gender 
specific (difficulty communicating with past partners) challenges were described.
Conclusions: PN has been shown to be effective and is being scaled up in multiple 
African countries, but little discussion has addressed gender and PN. In this study, 
men were more likely to list multiple partners and to successfully refer at least one 
partner to HTS. This strength could be built upon in programmatic approaches 
which target men for PNS. Women’s more limited ability to successfully refer their 
partner(s) could signal a need for different approaches to support women in the 
PN process. 

TUPDD0105
Male engagement strategies effective in improving Option  
B+ retention in rural Mozambique
C. Audet1, E. Graves2, M. Bravo3, M.F.S. Alvim3, A. Green2, Y.M. Chire4 
1Vanderbilt University, Health Policy, Nashville, United States, 2Vanderbilt University 
Medical Center, Nashville, United States, 3Friends in Global Health, Maputo, 
Mozambique, 4Friends in Global Health, Quelimane, Mozambique 
Presenting author email: carolyn.m.audet@vanderbilt.edu

Background: Retention in antiretroviral therapy services initiated during antenatal 
care (ANC) in Mozambique is less than 30% at one year. To nurture supportive 
prevention of mother-to-child transmission (PMTCT) services we introduced a 
Male Engagement Strategy (MES) that involved partnering with Traditional Birth 
Attendants and training a new cadre of male-to-male community health agents, 
“Male Champions.” Together they counseled expectant couples to change com-
munity norms around male engagement in spousal/partner pregnancies and uptake 
of HIV services.
Methods: We conducted a retrospective analysis of women (>15 years) enrolled 
in HIV care and treatment through PMTCT services at 112 sites in rural Zambézia 
province, Mozambique. We compared clinical retention rates among sites receiving 
MES vs. those receiving standard of care (SOC) using chi-squared tests, Wilcoxon 
rank sum tests, and Cox regression models. In addition, we assessed the effect of 
MES on retention by implementation time using a Cox regression model.
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Results: Six thousand five hundred women were enrolled in PMTCT care at MoH-
run clinics receiving Friends in Global Health technical support from January 2015 
- November 2016. Median age was 24 years (IQR: 20-29), 84% were married or 
living with a partner, median CD4 cell count was 463 cells/mm3, and 51% were en-
rolled in sites supported by MES. Cumulative incidence of ART loss to follow-up 
(LTFU) at six months was 38.1% (36.4%, 39.8%) among those enrolled at MES sites 
vs. 43.3% among those who received SOC (p=0.001). Controlling for clinical (e.g. 
CD4 cell count) and social (e.g. education, marital status) characteristics, those 
who attended MES clinics had a 33% lower risk of being LTFU at 6 months vs. those 
receiving SOC (p <0.001). Longer duration of MES exposure at a clinic was associ-
ated with increased retention: covariate-adjusted hazard ratios for late ART pick-up 
decreased from 0.75 (0.65, 0.86) at 12 months to 0.47 (0.38, 0.58) at 36 months.
Conclusions: Programs designed to encourage PMTCT services should include 
community and clinic-based interventions targeting male involvement in ANC 
and HIV services to improve maternal retention. Successful programs should see 
continuous improvement in clinical outcomes as activities become more socially 
acceptable and better integrated into clinical services. 

TUPDD0106
Using traditional techniques to increase uptake of male 
circumcision and HIV testing and counselling services of males 
ages 15-29 through Lihawu Male Mentoring Camp
R. Britch, T. Churchyard, M. Sibanda 
Kwakha Indvodza, Mbabane, Swaziland 
Presenting author email: britch.ryan@gmail.com

Background: Swaziland’s HIV prevalence remains the world’s highest at 26%. 
However, Swazi men often report fear and suspicion towards VMMC, mostly caused 
by solely biomedical approaches. In response, KI’s innovative project, Lihawu Male 
Mentoring Camp (LMMC), offers 15-29 year old men a comprehensive package 
of adolescent male mentoring and health services, sensitization and interventions, 
with the following objectives:
•  To increase number of circumcisions in the pivot age.
•  To create a conducive space for VMMC clients to engage with mentors and peers 

in a fun way, clarifying myths and misconceptions about male health issues, 
masculinity and MC.

•  To increase adherence to post-operative MC complementary care, conduct and 
lifestyle choices.

Methods: LMMC is a three-day residential camp of activities aimed at age pivot 
adolescents, combining behaviour change tenants of traditional Bantu initiation 
rites of passage with clinical best practice in VMMC.
Activities include challenges, games and cultural observances as well as sensitization 
on masculinity and gender awareness, goal setting, HIV and male health issues and 
services.
At the end of the camp, participants are offered a comprehensive package of male 
health services including HTC and VMMC.
Results: Increased VMMC (86%) and HTC (87%) uptake amongst pivot-age 
clients (national av. 19%) exposing them to a package of interventions and life skills 
marking a transition from childhood to adulthood. Pre and post camp surveys show 
a dramatic increase in gender equitable beliefs and acceptance of gender deviance, 
as well as increases in post-circumcision care and conduct, and in condom usage and 
efficacy knowledge.

Health service HIV status knowledge on entry HIV status knowledge on exit 

HTC 93/352 (26%) 307/352 (87%)

 # of clinically eligible clients # of Circumcisions performed 

VMMC 318/352 275/318 (86%)

[Increases of VMMC and HTC]

[Changes In Beliefs]

Conclusions: Contrary to common beliefs, traditional approaches may be utilized 
as effective methods to sensitize men on positive masculinity, SRH issues, and the 
benefits of VMMC, as well as dramatically increase uptake in prevention services. 
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TUPEA0095
Negative checkpoint regulatory molecule 2B4 (CD244) 
contributes to iNKT cell dysfunction during HIV infection
E.M. Shankar1,2, F. Ahmad3, R. Jacobs3, R.E. Schmidt3, A. Kamarulzaman1,  
M. Larsson4, A.W. Ansari1 
1University of Malaya, Centre of Excellence for Research in AIDS, Kuala Lumpur, 
Malaysia, 2Central University of Tamil Nadu, Department of Life Sciences, Thiruvarur, 
India, 3Hannover Medical School, Clinical Immunology and Rheumatology, Hannover, 
Germany, 4Linkoping University, Department of Clinical and Experimental Medicine, 
Linkoping, Sweden 
Presenting author email: shankarem@cutn.ac.in

Background: Invariant natural killer T (iNKT) cells are unique subset of 
T-lymphocytes that expresses a highly restricted T cell receptor (TCR) to recog-
nize glycolipid and phospholipid antigens presented in context to CD1d molecules. 
iNKT cell involvement is implicated in human chronic viral infections. However, the 
determinants of cellular dysfunction across the iNKT cell subsets are seldom de-
fined during HIV infection. Herein, we explore the contribution of negative check 
point regulatory molecule 2B4 on iNKT cells phenotype and function, and their 
relevance to clinical parameters associated with HIV disease progression.
Methods: We analyzed peripheral blood mononuclear cells (PBMCs) obtained 
from antiretroviral therapy (ART) naïve (n=23), ART-treated (n=19), elite con-
trollers (ECs, n=6) and healthy controls (n=15). We employed flow cytometry to 
asses the phenotypic and functional alterations in iNKT cells. Briefly, PBMC were 
labeled with PBS-57 loaded/ CD1d tetramer along with panel of antibodies. For 
IFN-γ detection, intracellular staining was performed on α-galactosylceramide 
(aGalCer) stimulated cells.
Results: We report an exaggerate 2B4 expression on peripheral blood iNKT cells in 
naïve subjects compared to healthy controls. Further, there was a severe CD4+iNKT 
cell subset depletion in naïve subjects. In sharp contrast to CD4-iNKT cells, 2B4 
was predominantly expressed by CD4+iNKT cell subset in naïve subjects. Given the 
suppressive role of 2B4 in HIV-specific CD8+ T cells, we examined the levels of 2B4 
expression on T-cell subsets. There was a marked increased on bulk of CD3+ T cells. 
In contrast to CD4+ T cells, CD8+ T cells displayed significantly higher levels of 
2B4 in naïve individuals. Notably, the increased level of 2B4 on iNKT cells strongly 
correlated with parameters of HIV disease progression. Functionally, iNKT cells 
from naïve individuals were defective in IFN-γ production and HIV disease severity.
Conclusions: Our results suggest that the levels of 2B4 expression and the down-
stream co-inhibitory signaling events potentially contribute to impaired iNKT cell 
responses. Hence, the 2B4 pathway could be a key target for prospective immuno-
therapeutic interventions against HIV infection. 

TUPEA0096
NK cell subset frequency and developmental markers are 
altered in HIV-1+ pregnancies
A. Cocker1, N. Shah1, S. Dermont2, W. Khan2, N. Imami1, M. Johnson1 
1Imperial College London, London, United Kingdom, 2Chelsea and Westminster 
Hospital, London, United Kingdom 
Presenting author email: a.cocker15@imperial.ac.uk

Background: HIV-1+ pregnancies are associated with increased incidence of pre-
term labour, thought to be due to the disruption of normal alterations of the im-
mune cell function and phenotype induced by pregnancy. An association has been 
seen between preterm HIV-1+ women and increased CD56+ cell count, implying 
natural killer (NK) cells may be involved in this disorder. This study aims to investi-
gate NK cell phenotype in HIV-1+ pregnant women.
Methods: HIV-1- pregnant women (n = 11) and HIV-1+ pregnant women on antiret-
roviral therapy (ART) (n = 12) were recruited, their peripheral blood mononuclear 
cells isolated, and flow cytometric analysis of NK cells performed to determine the 
expression of differentiation and activation markers on NK cells. Statistical analysis 
was carried out using Prism version 7.0. Intergroup variation was assessed by Mann-
Whitney tests and statistical significance defined as p ≤ 0.05.
Results: There was no difference seen in total NK (CD56bright, cytolytic and an-
ergic) frequency between groups, though total HIV-1+ NK cells with phenotype 
CD11b+CD27- were significantly decreased (p = 0.0036), and NKG2D+ cells had 
higher median fluorescence intensity (MFI) of NKG2D marker (p = 0.0052). 

CD56bright NK (CD56+CD16-) frequencies did not differ, however HIV-1+ women 
had decreased cytolytic NK (CD56+CD16+) and increased anergic NK (CD56-

CD16+) frequencies (p = 0.0053 and p = 0.0164 respectively). HIV-1+ CD56bright 
NK populations demonstrated a lower frequency of CD11b+CD27+ cells (p = 
0.0317), whereas cytolytic NK populations showed decreased CD11b+CD27- 
profile and higher NKG2D+ marker MFI (p = 0.0086, p = 0.0283). Anergic NK 
cells exhibited decreased CD11b+CD27- profile, NKG2A+, NKp30+, and NKp46+ 
cells, and higher NKG2D+ marker MFI (p = 0.0036, p = 0.0473, p = 0.0036, p = 
0.0037, and p = 0.0230).
Conclusions: Despite ART NK cell subsets in HIV-1+ pregnant women demonstrate 
both disrupted frequency and altered phenotype from HIV-1- pregnant women. 
Differences in CD11b and CD27 expression indicate potential dysregulation of NK 
cell maturation, and altered expression of inhibition and activation markers in both 
cytolytic and anergic cell subsets supports this. These findings contribute to under-
standing the modifications of NK cell function by pregnancy and HIV-1 infection. 

TUPEA0097
Differential distribution of M1 and M2 macrophages in the 
decidua and chorionic villi of placentas from HIV-1-infected 
mothers on combination antiretroviral therapy
M.Z. Zulu1, L. Fick1, N. Chanzu1, N. Bangani1, A. Perez2, T. Malaba2, H. Madlala2, 
L. Myer2, G. Cianci3, T. Tilburgs4, M.-L. Newell5, C.M. Gray1,6 
1University of Cape Town, Department of Pathology, Cape Town, South Africa, 
2University of Cape Town, School of Public Health and Family Medicine, Cape 
Town, South Africa, 3Northwestern University, Department of Cell and Molecular 
Biology, Chicago, United States, 4Harvard University, Department of Stem Cell and 
Regenerative Biology, Boston, United States, 5University of Southampton, Faculty 
of Medicine, Southampton, United Kingdom, 6National Health Laboratory Services/
Groote Schuur Hospital, Cape Town, South Africa 
Presenting author email: zulumic@gmail.com

Background: A balance of M1 and M2macrophages plays a critical role in regulating 
maternal tolerance to a developing fetus. ART provision to HIV-infected pregnant 
women is known to reduce mother-to-child HIV transmission, but also results in 
poor birth outcomes, such as premature and small-for-gestational age infants. We 
hypothesize that prolonged exposure to ART in utero results in disruption of the 
balance between M1 and M2 macrophages at the feto-maternal interface.
Methods: Using immunohistochemistry, we enumerated the density of CD68+ 

(M1), CD163+ (M2) and CD206+ (M2) macrophages within tissue sections of de-
cidua parietalis (DP), decidua basalis (DB) and chorionic villus tissue (CVT) taken 
from placentas at delivery from HIV-1-infected mothers. Placentas were collected 
from women who were stable on ART (commenced ART before pregnancy) (n=9) 
and women initiating ART at ±20 weeks gestation (n=11). DAB-stained cells were 
enumerated using an automated software from 5 separate random images after 
sections were counterstained with Mayer’s hematoxylin. Cell density was expressed 
as a ratio of DAB stain (numerator) by nuclei stain (denominator).
Results: The duration of ART exposure had no effect on the distribution of CD68+, 
CD163+ and CD206+ cells within DP and DB membranes of placentas from moth-
ers who were either stable or initiating ART. However, there was a higher density of 
CD163/nuclei (median of 2.47) in the decidua parietalis (DP) of mothers initiating 
(p=0.0037) or on stable ART (p=0.0085) compared to CVT (median of 0.45). 
CD206+/nuclei in the DP was significantly higher when compared to the DB (me-
dian of 1542.9 to 1.57; p=0.0005) and CVT (median of 1542.9 to 1.60; p=0.0021) 
from mothers initiating or on stable ART. There was no difference in the CD68/
nuclei ratio in any of the placental tissue compartments for mothers in either of 
the ART groups.
Conclusions: Overall, the duration of ART exposure appeared to have no effect 
on the distribution of M1 (CD68) and M2 (CD163/CD206) macrophages in the 
decidua. The higher density of M2 macrophages within the maternal decidua com-
pared to the chorionic villi, suggests that ART exposure may not disrupt these regu-
latory macrophages at the feto-maternal interface. 

TUPEA0098
Influence of the genetic LILRA3-deletion on HIV and  
Hepatitis C
G. Ahrenstorf, H.Z. Low, K. Katja, F. Ahmad, D. Ordonez, M. Stoll, R.E. Schmidt, 
T. Witte 
Hannover Medical University, Hannover, Germany 
Presenting author email: ahrenstorf.gerrit@mh-hannover.de

Background: Members of the the leukocyte immunoglobulin-like receptor family 
(LILRs) exert various immunmodulatory functions. A naturally occuring 6.7 kbp 
deletion in the gene locus of LILRA3 results in a null allele and an absence of the 
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protein. The genetic LILRA3 deletion has been associated with autoimmune and 
malignant disorders. The influence of LILRA3 and of the genetic LILRA3 deletion 
on the transmission and the clinical course of HIV and Hepatitis C was assessed in 
this study.
Methods: LILRA3 genotypes of patients and controls were determined by poly-
merase chain reaction. Studies of LILRA3 gene regulation and protein concen-
trations were performed using real-time PCR, intracellular flow cytometry and 
ELISA. An infectivity assay was performed for HCV after addition of recombinant 
LILRA3 protein.
Results: The prevalence of homozygous LILRA3 deletion was significantly higher in 
HIV positive individuals (n= 439) than in controls (n= 651) (p= 0.02). In contrast, 
in the hepatitis C positive population (n=314) the prevalence of the homozygous 
LILRA3 deletion was reduced compared to controls (p<0.02). 
The disease progression of HIV was faster in patients with homozygous LILRA3 
deletion with a higher proportion of short-term progressors among homozygously 
deleted patients than in heterozygous
(p= 0.03) and in homozygously positive (p=0.002) individuals. Functional analy-
sis revealed an upregulation of the LILRA3 gene in real-time PCR in treated HIV 
patients when compared to untreated patients (p= 0.007) and controls (p= 0.02) 
resulting in a higher LILRA3 expression in CD4+ (p= 0.008) and CD14+ (p= 0.02) 
cells of untreated patients than in controls in intracellular flow cytometry. No up-
regulation could be found in the Hepatitis C infected individuals. 
LILRA 3 concentrations in the sera were similar between the groups, in untreated 
HIV patients a correlation between viral load and LILRA3 concentration was found. 
An infectivity assay showed a reduced infectivity of HCV when recombinant 
LILRA3 protein was added.
Conclusions: The homozygous LILRA3 deletion is associated with a higher suscep-
tibility for HIV infection and with a faster disease progression. 
In Hepatitis C the LILRA3 leads to a reduced infecivity of HCV, thus the deletion 
is risk factor for the transmission of Hepatitis C. 

TUPEA0099
Sensing of HIV-1 entry triggers a type I interferon response  
in human primary macrophages
J. Decalf1, M. Desdouits1, V. Rodrigues1, F.-X. Gobert1, M. Gentili1, 
S. Marques-Ladeira1, C. Chamontin2, M. Mougel2, B. Cunha-de-Alencar1,3, 
P. Benaroch1 
1Insitut Curie, PSL Research University, INSERM U 932, Paris, France, 2Université 
de Montpellier, CPBS FRE 3689, Montpellier, France, 3Universidade de S. Paulo, 
Instituto de Ciências Biomédicas, S. Paulo, Brazil 
Presenting author email: vteixeir@curie.fr

Background: Along with CD4+ T lymphocytes, macrophages are a major cellular 
source of HIV-1 replication, and a potential viral reservoir. Following entry and re-
verse transcription in macrophages, cloaking of the viral cDNA by the HIV-1 cap-
sid limits its cytosolic detection, enabling efficient replication. However, whether 
incoming HIV-1 particles are sensed by macrophages, prior to replication, remains 
unclear.
Methods: Macrophages were diferentiated from monocytes of healthy human 
blood donors. Viruses and viral-like particles were produced by transfection of the 
corresponding pro-viral DNA in HEK 293 T cells.
Results: Here, we show that HIV-1 triggers a broad expression of interferon-stimu-
lated genes (ISG) in monocyte-derived macrophages within a few hours after infec-
tion. This response does not require viral reverse transcription or the presence of 
HIV-1 RNA within particles, but viral fusion is essential. This response is elicited by 
viruses carrying different envelope proteins and thus different receptors to proceed 
for viral entry. Expression of ISG in response to viral entry requires TBK1 activity 
and type I IFNs signaling. Remarkably, the ISG response is transient but impacts on 
subsequent viral spread.
Conclusions: Together, our results shed light on an early step of HIV-1 sensing by 
macrophages at the level of entry, which confers an early protection through type I 
IFN signaling and has potential implications in controlling the infection. 

TUPEA0100
In vivo analysis of LILRB2 on dendritic cells reveals specific  
up-regulation in early phase of SIV / HIV infection: implication 
in anti-viral immune responses
L. Alaoui1,2, G. Palomino Martelli1,2, N. Dereudre Bosquet1,2, P. Roques1,2,  
B. Vaslin1,2, C. Lecuroux2,3, C. Goujard4, S. Zurawski5, G. Zurawski5, R. Le Grand1,2,  
O. Lambotte1,2, B. Favier1,2, ANRS CO6 PRIMO and ANRS CO21 CODEX 
1Commissariat à l’Energie Atomique et aux Énergies Alternatives, IMVA/IDMIT/
IMETI/SIV, Fontenay aux Roses, France, 2INSERM U 1184, Université Paris Saclay, 
Université Paris Sud, Kremlin Bicêtre, France, 3INSERM CESP U 1018, Université 
Paris Saclay, Université Paris Sud, AP-HP, Kremlin Bicêtre, France, 4AP-HP, Service 
de Médecine Interne, Hôpitaux Universitaires Paris Sud, Hôpitaux Universitaires Paris 
Sud Université Paris Sud, Kremlin Bicêtre, France, 5Baylor Institute for Immunology 
Research, Dallas, United States 
Presenting author email: lamine.alaoui@cea.fr

Background: Dendritic cells (cDC) play a major role in the early immune responses 
that tip the balance toward viral control or persistence. Previous in vitro studies 
suggest that HIV increases the binding capacity of LILRB2 inhibitory receptor for 
MHC class I leading to cDC dysregulations and thus inefficient immune responses. 
However the dynamic of LILRB2 during the course of HIV infection in vivo and its 
relationship with cDC dysregulations is still unknown.
Methods: Here we use a cynomolgus macaque model of infection by SIV to monitor 
LILRB2 expression on cDC throughout time.
Results: Our data show that LILRB2 expression is enhanced on cDC from blood 
and lymph nodes in the early phase of infection and reach a peak 10 days after 
infection. Moreover, up-regulation of MHC class I, the ligand of LILRB2, is also 
induced in the early phase of SIV infection. By contrast, infection of cynomolgus 
macaque by chikungunya virus, that elicit efficient anti-viral immune responses, 
revealed a decrease of LILRB2 on cDC during acute phase of infection despite 
similar plasmatic cytokine profiles in both models. Ex-vivo analysis of cDC in blood 
from early HIV infected patients confirmed that LILRB2 expression is up-regulated 
during acute phase of infection. Moreover, ex vivo infection of human DC by HIV 
enhances the expression of LILRB2 in productively infected cells.
Conclusions: Altogether our data reveal a specific up-regulation of LILRB2 and 
MHC class I in the early phase of SIV / HIV infection that may account for the 
dysregulations of cDC at a critical stage of the anti-viral immune response. 

TUPEA0101
Allogeneic NK-CD4 co-cultures reveal potential protective 
KIR/HLA mechanisms against HIV
J. Hens, W. Jennes, O. Goovaerts, A. Ceulemans, L. Kestens 
Institute of Tropical Medicine, Antwerp, Belgium 
Presenting author email: jhens@itg.be

Background: KIR/HLA incompatibility between HIV-exposed seronegatives 
(ESN) and their partners has been identified as a potential HIV-protective mecha-
nism, whereas HIV-transmission was linked to the presence of an allogeneic KIR/
HLA match. This protective effect has been ascribed to the missing-self mecha-
nism, where activated NK cells eliminate the influx of allogeneic HIV-infected cells. 
We aim to provide evidence for the existence of these alloreactive Natural killer 
(NK) cell responses against HIV patient derived CD4 T cells.
Methods: NK cells were isolated from 62 healthy individuals and co-cultured with 
CD4 T cells derived from 62 HIV patients. After 4 hours, co-cultures were ana-
lyzed for 7-AAD, CD107a and inhibitory KIR (iKIR) expression using an 8-color 
flow cytometer. KIR and HLA genes were genotyped using PCR KIR/KIR-ligand 
kits.
Results: We observed higher percentages of CD4 T cell death in co-cultures with 
a KIR/HLA mismatch between NK cells and CD4 T cells, compared to KIR/HLA 
matched co-cultures (p>0.0001). NK cell degranulation by single iKIR expressing 
NK cells was also increased in the presence of their respective KIR/HLA mismatch 
as compared to KIR/HLA matches (KIR3DL1:p=0.0005; KIR2DL1:p≤0.0001 and 
KIR2DL2/3:p≤0.0369). Extrapolation of these results to the total NK cell popula-
tion showed a strong relation between the total degranulating NK cell population 
induced by a KIR/HLA mismatch and CD4 T cell death (p>0.0001; R=0.8109), 
while no clear relation was found in context of a KIR/HLA match (p=0.0008; 
R=0.3498). Independent of KIR/HLA mismatches, CD4 T cell killing and NK cell 
degranulation were elevated in the presence of a telomeric activating KIR profile 
(p=0.0203, p=0.0115 respectively) compared to donors with a telomeric inhibiting 
KIR profile.
Conclusions: Our results suggest that the presence of a KIR/HLA mismatch is the 
driving force behind the killing of allogeneic CD4 T cells. Additionally, the pres-
ence of activating KIRs increases the cytotoxic capacity of NK cells. These results 
illustrate a potential contribution of alloreactive NK cells to HIV restrictive mecha-
nisms in ESN. 
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TUPEA0102
HIV-1 Vif adaptation to host immune pressure impact  
of cytidine deaminases and host HLA
N. Reddy1, K. Reddy1, T. Ndung’u2 
1Africa Health Research Institute, Durban, South Africa, 2KwaZulu Natal Research 
Institute for Tuberculosis and HIV, Durban, South Africa 
Presenting author email: nicolereddy1502@gmail.com

Background: Members of the APOBEC3 cellular cytidine deaminase family inhibit 
HIV-1 replication in the absence of the HIV-1 Vif protein. However, HIV-1 Vif is 
able to counteract the inhibitory action of all key APOBEC3 proteins by targeting 
them for premature proteasomal degradation. The ability of transmitted/founder 
virus Vif to adapt to immune pressure mediated by diverse cytidine deaminases and 
other host proteins such as human leukocyte antigen (HLA), and the subsequent 
impact on disease pathogenesis has not been fully characterized. We hypothesized 
that the transmitted/founder virus Vif adapts in vivo to specific APOBEC protein 
mediating most immune pressure as well as to host HLA class I mediated host im-
mune pressure.
Methods: 17 HIV-1 acutely infected individuals from Durban, South Africa were 
studied. HIV-1 vif was amplified and cloned into the pCRV1 expression vector. For 
each patient sample, 2-4 clones were generated at both 1-month post-infection and 
1-year post-infection. Putative sequence changes mediated by APOBEC or HLA-I 
immune pressure were analysed.
Results: In total, 64 clonal sequences were generated. All HIV-1 vif clones were 
subtype C. Sequence analysis showed that most APOBEC-3G, -3F and -3H bind-
ing sites in HIV-1 vif were conserved. However, at Vif amino acid position 17, locat-
ed within the APOBEC3F binding site 14DRMK17, 64% of 1-month post infection 
(transmitted/founder) viruses had a non-consensus subtype C Arginine (R) which 
increased to 71% at 1-year post-infection. 
Although there was sequence variability at APOBEC3G binding domains between 
individuals, there were no predictable changes noted over the course of infection. 
Analysis of Vif HLA epitopes within transmitter/founder viruses showed that 43% 
had cytotoxic T cell mutations associated with the host HLA, whereas 26% pos-
sessed known CTL escape mutations not associated with the infected person’s HLA 
genotype.
Conclusions: This data suggests a high rate of transmission of Vif HLA-associated 
immune escape variants and adaptation to pressure exerted by the host HLA over 1 
year. There was also evidence of Vif adaptation to APOBEC3F but not to the other 
APOBEC proteins. The impact on Vif adaptation to host pressure on its ability to 
bind and counteract APOBEC proteins requires further investigation. 

TUPEA0103
Blood precursor DCs are the most efficient transmitters  
of HIV-1 to T cells
N. Ruffin1, E. Gea-Mallorquí1, M. San Roman1, F. Brouiller1, C.-A. Dutertre2,3,  
P. See3, K. Duan3, M. Poidinger3, F. Ginhoux3, P. Benaroch1 
1Institut Curie, PSL* Research University, INSERM U 932, Paris, France, 2Duke-
NUS Graduate Medical School, Program in Emerging Infectious Disease, Singapore, 
Singapore, 3Singapore Immunology Network (SIgN), A*STAR, Singapore, Singapore 
Presenting author email: nicolas.ruffin@curie.fr

Background: Blood dendritic cell precursors (preDCs) can give rise to conventional 
cDC1 and cDC2. As DCs represent critical targets for the establishment of HIV-1 
infection and for efficient anti-viral immunity, the present study aims to evaluate 
the impact of HIV-1 exposure on preDCs as compared to other blood DC subsets.
Methods: DC populations (plasmacytoid pDC, conventional cDC1 and cDC2, and 
preDC) were sorted from PBMCs of healthy donors. Cells were then infected using 
HIV-1NL4.3 or HIV-1AD8 virus expressing GFP in the presence or not of Vpx for 48h. 
For transmission experiments, 24h p.i. DCs were co-cultured with activated CD4+ 
T cells and cells were harvested 48h later. Transcription profile of HIV-1 infected 
preDCs were analysed using the Human Gene 2.1 ST array.
Results: We found that among the DC subsets freshly purified from seronegative 
blood donors, preDCs are slightly more susceptible to HIV-1 infection than cDC2; 
4.3±2.5% vs 3.2±2.6% infected cells at 48h, while cDC1 and pDCs were hardly in-
fected (0.2±0.4% and 0.6±0.5%, respectively). However, when SAMHD1 restric-
tion was counteracted by the addition of Vpx, preDCs became much more suscep-
tible to HIV-1 than any other DC subset including cDC2 (48.0±8.4% for preDCs 
vs 6.2±4.0% for cDC2). In contrast to terminally differentiated DC populations, 
preDCs were susceptible to both CXCR4 and CCR5-tropic HIV-1. 
Moreover, HIV-1-infected preDCs efficiently transmitted the infection to acti-
vated primary CD4+ T lymphocytes. HIV-1 infection of preDCs induced an up-
regulation of genes involved in T cell activation as seen by transcriptomic analyses. 
Investigations are underway to assess the impact of preDC exposure to HIV-1 on 
their capacity to activate T lymphocytes and on their differentiation into conven-
tional cDC1 and cDC2.

Conclusions: We showed that preDCs, a novel blood DC population preferentially 
transmits HIV-1 infection to T cells as compared to known DC subsets, owing to its 
higher infectability. Thus, in addition to their role in the ontogeny of DCs, preDCs 
appear as a subset endowed with specific properties and functions that HIV-1 may 
exploit. Unravelling the impact of HIV-1 infection on preDC biology should provide 
insights in key steps of viral spreading and open new venues on therapeutic strate-
gies. 

TUPEA0104
SUMOylation influences the sensitivity of SAMHD1  
to Vpx-mediated degradation
C. Martinat1, N. Palmic2, F. Margottin-Goguet3, A. Saïb2, A. Zamborlini2,4 
1INSERM U 944-CNRS/P7 7212, Batiment Jean Bernard, Paris, France, 2INSERM U 
944-CNRS/P7 7212, Paris, France, 3INSERM U 1016 - CNRS/P5 UMR8104, Paris, 
France, 4Conservatoire national des arts et metiers (Cnam), Paris, France 
Presenting author email: charlotte.martinat@gmail.com

Background: SAMHD1 inhibits the HIV-1 replication in non-cycling myeloid cells 
and resting T cells. Some related viruses of the HIV-2/SIVs lineage counteract this 
restriction by expressing Vpx, an accessory protein which promotes the proteasom-
al degradation of SAMHD1. Numerous lines of evidence indicate that SAMHD1-
mediated restriction relies on its ability to degrade dNTPs, keeping their concer-
tation below a threshold required for reverse transcription of the viral genome. 
Phosphorylation of T592 is proposed to inactivate SAMHD1 antiviral activity in 
cycling cells. Consistently, SAMHD1 harboring T592D mutation to mimic phos-
phorylation does not restrict HIV-1. However, reports that this mutation does not 
affect dNTPs hydrolysis question whether SAMHD1-mediated restriction relies 
exclusively on its dNTPase activity or might require additional post-translational 
modifications or cell-type specific cofactors.
Methods: Cells expressing HA-SAMHD1 and His-SUMO proteins were lysed 
in denaturing conditions and SUMOylated SAMHD1 was enriched on Ni-NTA 
beads and analyzed by Western blotting. SUMOylation sites were confirmed by 
site-directed mutagenesis. The localization of endogenous SUMOylated SAMHD1 
was studied by Proximity Ligation Assay and fluorescence microscopy. The antiviral 
activity of SUMOylation-deficient SAMHD1 variants was tested in differentiated 
U937 cells. After challenge with VSVg-pseudotyped HIV-1 or HIV-2 harboring a 
GFP reporter gene, infected cells were quantified by flow cytometry. To assess the 
sensitivity SUMOylation-deficient SAMHD1 mutants to Vpx-dependent degrada-
tion, U937 cell lines were incubated with Virus-like particles carrying or not Vpx.
Results: .We found that SAMHD1 is modified by SUMO proteinsand that endog-
enous SUMOylated SAMHD1 accumulates in the nucleus. Residues K469 and 
K622 are major SUMO-conjugation sites. SAMHD1 variants where these sites are 
mutated restrict the infection of Vpx-deficient viruses. Strikingly, infection of Vpx-
positive viruses is also inhibited, likely because SUMOylation-deficient SAMHD1 
mutants are resistant degradation by Vpx.
Conclusions: Our results suggest that SUMOylation is required for Vpx-mediated 
degradation of SAMHD1 and, as a consequence, influences its antiviral activity. 

TUPEA0105
Interplay between infection and innate sensing mechanisms  
of the HIV vaccine vector MVA in human dendritic cells
M. Döring, T. Satoh, M. Gentili, X. Lahaye, N. Manel 
Institut Curie, Cancer and Immunity, Paris, France 
Presenting author email: marius.doring@curie.fr

Background: Modified vaccinia virus Ankara (MVA) a promising candidate live at-
tenuated vaccine vector for HIV, induces antigen-specific T cell responses. MVA 
replicates in human cells but does not produce viral progeny. Multiple innate sen-
sors including TLRs, cytosolic DNA and RNA sensors as well as the inflammasome 
have been implicated in MVA sensing by myeloid cells. Among myeloid cells, den-
dritic cells (DCs) are critical for the induction of protective immune responses. In 
DCs, MVA infection leads to vaccine antigen expression, but paradoxically also to 
cell death. How DCs sense and respond to MVA infection remains incompletely 
understood. We have studied the immune response of human monocyte-derived 
DCs (MDDCs) to MVA and compared it to HIV-1 with Vpx a well-establish model 
of cGAS-dependent sensing in MDDCs.
Methods: Monocyte-derived DCs (MDDCs) were generated from healthy do-
nors. We overexpressed a dominant-negative IRF3 (IRF3DN) and silenced cGAS 
using shRNA containing lentivectors. MDDCs were infected with MVAGFP or 
HIVGFP. CD86, Siglec-1, GFP and cytokine expression were analyzed by FACS.
Results: We found that CD86 was induced on uninfected bystander DCs, while 
it was downregulated on MVA-infected DCs. IRF3DN inhibited DC activation 
by MVA and HIV. In contrast, cGAS depletion only modestly decreased DC re-
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sponse to MVA, while it abrogated the DC response to HIV. Cross-talk between 
MVA-infected and bystander DCs was mediated by soluble factors. Using blocking 
antibody cocktails, we showed that transactivation partially required type I IFN, 
and also additional JAK/STAT pathways. Unexpectedly, we found that MVA did 
not replicate in DCs, while it did in control HeLa cells. We identified a restriction 
factor responsible for blocking MVA replication in DCs. Alleviating this restriction 
increased MVA antigen expression in DCs.
Conclusions: Our results highlight the interplay between infected and bystander 
human DCs in response to MVA. Interestingly, our results show that MVA antigen 
production in DCs is largely compromised by the activity of a restriction factor. 
Altogether, these insights may help to improve MVA as a HIV vaccine vector. 

TUPEA0106
Plasmacytoid dendritic cells (pDC) produce Interferon-λ 
intrinsically, whereas BDCA3+ DC rely on cellular cross-talk,  
in response to HIV-1 and HIV-2
S. Isnard, M. Iannetta, J.-B. Guillerme, B.C. Ramirez, R. Cheynier,  
A. Hosmalin 
Institut Cochin, Infection, Immunity and Inflammation, Paris, France 
Presenting author email: stephane.isnard@inserm.fr

Background: Interferons (IFN)-lambda1, 2 and 3, also called IL-28A, IL-28B, and 
IL-29, constitute the Type III IFN family. They display antiviral properties similar 
to those of type I IFN, but use a different receptor. Polymorphisms in the IFN-λ2 
gene were correlated with responsiveness to HCV infection treatment and with 
spontaneous clearance and IFN-λ was tested for HCV therapy. Despite this im-
portant role in a major chronic viral infection, IFN-λ responses to HIV have not 
been studied. We studied these responses to HIV-1, which induces AIDS in most 
infected patients in the absence of antiretroviral treatment, and to HIV-2, which 
is less pathogenic because of a different host-virus interaction which needs better 
understanding.
Methods: We isolated PBMC from cytapheresis residues obtained from healthy 
donors by the Etablissement Français du Sang. We sorted them by flow cytometry 
into pDC, BDCA1+ DC and BDCA3+ DC. We stimulated them, either unseparated 
or as sorted populations, for 18 h with replicative HIV-1 (NL4.3) or HIV-2 (GL-
AN), compared to a RNA-virus, Influenza-A/PR8, a DNA-virus, HSV-1, both well-
known to induce IFN-α and -λ, or to Toll-like receptor (TLR)-3 (polyI:C) or -7/8 
(R848) ligands. We assessed IFN mRNA transcription by RT-qPCR, measured 
IFN secretion by ELISA, and intracellular production using flow cytometry.
Results: After stimulation of PBMC with HIV-1 or HIV-2, we detected IFN-α 
and to a lesser extent IFN-λ in the supernatants. Large amounts of IFN-α and -λ 
were detected after polyI:C, influenza or HSV stimulation, and weak amounts af-
ter R848 stimulation. Flow cytometric analysis demonstrated that among PBMC, 
HIV1 and HIV2 induced the production of IFN-λ by pDC and BDCA3+ DC. 
Hovewer, when using sorted cells, HIV-1 and -2 induced the production of IFN-λ 
only by pDC. Despite some variability, transcription of IFN-α, -λ1 or -λ2/3 mRNA 
followed similar patterns as protein production.
Conclusions: This is the first study evidencing IFN-λ production by human pDC 
and BDCA3+ DC after in vitro stimulation by HIV. HIV-1 and HIV-2 induced IFN-λ 
expression and secretion in PBMC. The ability to produce IFN-λ in response to 
HIV-1 or -2 is cell-intrinsic for pDC but relies on cellular cross-talk for BDCA3+ 

DC.
Support: ANRS, IBEID 

TUPEA0107
Comparison of genital tract immune mediators between  
HIV-infected and HIV-uninfected Malawian women 
randomized to the depot medroxyprogesterone acetate 
injectable or levonorgestrel implant
J. Tang1,2, N. Davis3, A. Kourtis3, L. Chinula1,2, A. Msika1, G. Tegha1, S. Hurst3,  
M. Hosseinipour1,2, J. Nelson2, K. De Paris2 
1UNC Project-Malawi, Lilongwe, Malawi, 2University of North Carolina at Chapel Hill, 
Chapel Hill, United States, 3U.S. Centers for Disease Control and Prevention, Atlanta, 
United States 
Presenting author email: jennifer_tang@med.unc.edu

Background: Studies suggest that the depot medroxyprogesterone acetate 
(DMPA) injectable, but not other progestin-only contraceptives, may increase the 
risk of HIV acquisition and transmission. The biological mechanisms may include 
local immune alterations in the genital tract. We therefore compared changes in 
soluble immune mediators between HIV-infected and HIV-uninfected Malawian 
women randomized to DMPA or the levonorgestrel (LNG) implant.

Methods: Between May 2014-April 2015, we randomized 97 women (73 HIV-
infected, 24 HIV-uninfected) to DMPA or LNG implant. We obtained samples at 6 
time points: 2 prior (follicular/luteal phase) and 4 after contraceptive initiation (day 
3; months 1, 3, 6). ELISA and Luminex were performed on cervicovaginal lavage 
(CVL) samples to measure 19 immune mediators. Baseline values were calculated as 
the mean of the follicular and luteal phase samples. The following comparisons were 
performed using the nonparametric Wilcoxon-Mann Whitney test: 
1) Baseline levels between HIV-infected and HIV-uninfected women, 
2) Immune marker levels at day 3 and 6 months after contraceptive initiation be-
tween HIV-infected and HIV-uninfected women, and; 
3) Differences at each time point from baseline between DMPA and LNG implant 
users.
Results: At baseline, HIV-infected had higher CVL levels of CXCL-10 (p=0.036), 
BD-3 (p=0.002), and IL-1a (p=0.009) when compared with HIV-uninfected 
women. LNG implant initiation did not result in significant differences in any me-
diators between HIV-infected and HIV-uninfected women at day 3 or month 6. 
However, DMPA initiation led to reduced CVL levels of CXCL-10 (p=0.043), IL-6 
(p=0.024), TNF-a (0.002), and GM-CSF (p=0.029) in HIV-infected women 
at day 3 (but not month 6), which was not seen among HIV-uninfected women. 
Among HIV-infected women (but not HIV-uninfected women), DMPA compared 
with LNG implant was associated with a decrease in 8 different immune mediators 
after contraceptive initiation. None of the comparisons remained significant after 
Bonferroni correction (p>0.0006).
Conclusions: Among HIV-infected women, changes in some CVL immune media-
tors were observed after contraceptive initiation in the DMPA, but not the LNG 
implant arm. The decreases were mostly of inflammatory cytokines. While our 
sample size is small, these results are generally reassuring regarding the genital ef-
fects of DMPA over 6 months of use, particularly among HIV-uninfected women. 

TUPEA0108
Seminal plasma exposures strengthen vaccine responses  
in the female reproductive tract mucosae
R. Marlin1,2,3, M.-T. Nugeyre1,2,3, N. Tchitcheck1, M. Parenti1,  
N. Dereuddre-Bosquet1, H. Hocini3, F. Barré-Sinoussi3,4, G. Scarlatti3,5,  
R. Le Grand1,3, E. Menu1,2,3 
1CEA, U 1184 ImVA-IDMIT, Fontenay aux Roses, France, 2Institut Pasteur, MISTIC 
Group - Virology, Paris, France, 3Vaccine Research Institute, Créteil, France, 4Institut 
Pasteur, International Division, Paris, France, 5San Raffaele Scientific Institute, Viral 
Evolution and Transmission Unit, Milan, Italy 
Presenting author email: romain.marlin@cea.fr

Background: HIV-1 sexual transmission occurs mainly via semen exposures. Seminal 
plasma (SP) induces physiological modifications, including inflammation, in the 
female reproductive tract (FRT) mucosae. An effective HIV vaccine should elicit 
mucosal immunity. However, modifications of vaccine responses by local environ-
ment remain to be characterized. The aim of this study was to determine whether 
HIV-1+ SP has an impact on the local immune responses in a vaccination context.
Methods: Twelve female cynomolgus macaques were vaccinated by two subcutane-
ous inoculations of the ANRS-MVA-HIV B, used as a vaccine model. Two weeks 
after the second vaccine inoculation, animals received four intravaginal inoculations 
of PBS (n=6) or SP pool from HIV-1+ individuals (n=6). Immune composition and 
vaccine responses were analysed in the blood, lymph nodes and FRT compartments, 
by flow cytometry, ELISA and transcriptomic analyses.
Results: Tissue characterisation by cytometry and transcriptomic approaches 
highlighted the compartmentalisation of the immune cell distribution in the FRT. 
Specific anti-MVA CD8+ T cells were characterized in all the FRT compartments. 
Anti-MVA IgG/IgA were detected in vaginal fluids after the second vaccine inocu-
lation.
Multiple HIV-1+ SP exposure did not impact the anti-MVA antibody responses. 
Interestingly, SP exposures induced local cell recruitment of antigen presenting cell 
(APC), especially CD11c+ cells; and CD8+ T cells recruitment in the FRT draining 
lymph nodes. Analyses of differentially expressed genes confirmed the impact of 
SP exposures on cell recruitment in the cervix and the draining lymph nodes. The 
frequency of specific anti-MVA CD8+ T cells increased, especially in the cervix. 
Furthermore, anti-MVA response quality enhanced in the FRT exposed to SP since 
percentage of polyfunctional CD8+ T cells (IFNγ, MIP1β, TNFα and IL-2 produc-
tion) increased. Interestingly, SP exposures revealed an anti-MVA response medi-
ated by CD4+ T cells, which was not observed in the control group.
Conclusions: Our results clearly show a local recruitment of APCs and an increase 
of the frequency and quality of the specific immune responses within the FRT after 
HIV-1+ SP exposures. These data highlight the fact that physiological conditions, 
such as SP exposures, should be taken into consideration to test and to improve 
vaccine efficacy against HIV-1 and other sexually transmitted infections. 
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TUPEA0109
Mucosal neutrophil activation is associated with gastrointestinal 
and systemic T-cell activation
T. Hensley-McBain1,2, J. Manuzak1,2, C. Miller1,2, A. Zevin1,2, A. Burgener3,4,5,  
P. Hunt6, M. Somsouk6, T. Hope7, N. Klatt1,2 
1University of Washington, Department of Pharmaceutics, Seattle, United States, 
2Washington National Primate Research Center, Seattle, United States, 3National 
HIV and Retrovirology Labs, Public Health Agency of Canada, Winnipeg, Canada, 
4University of Manitoba, Department of Medical Microbiology and Infectious Diseases, 
Winnipeg, Canada, 5Karolisnka Institutet, Solna, Sweden, 6University of California, 
Department of Medicine, San Francisco, United States, 7Northwestern University, 
Department of Cell and Molecular Biology, Chicago, United States 
Presenting author email: thmcbain@uw.edu

Background: HIV disease progression, comorbidities, and mortality are associated 
with mucosal dysfunction and systemic inflammation. However, the mechanisms 
underlying these dysfunctions are not resolved. Neutrophils infiltrate the gastro-
intestinal (GI) tract during HIV infection, yet their contribution to inflammation is 
unknown. In inflammatory bowel disease, activated neutrophils contribute to tissue 
damage and disease pathogenesis. In HIV, blood neutrophils expressing high levels 
of PD-L1 suppress T-cell function and correlate with T-cell exhaustion. However, 
neutrophil phenotypes in the GI have yet to be examined during HIV . Our study 
assessed neutrophil activation and whether suppressive neutrophils are present in 
the GI in HIV infection. Additionally, we determined how these neutrophil states 
associate with markers of GI and systemic T-cell dysfunction known to contribute 
to HIV disease progression.
Methods: Isolated leukocytes from colon biopsies taken from treated, HIV-infected 
(n=14) and uninfected (n=11) individuals were phenotyped by flow cytometry to ex-
amine the expression of CD11b (activation) and PD-L1 (suppression) on neutro-
phils, and CD38 (activation) and PD-1 (exhaustion) on colon and blood T-cells.
Results: We found increased CD11b expression on GI neutrophils from HIV-
infected indviduals compared to uninfected controls (p=0.0128). Importantly, GI 
neutrophil activation levels positively correlated with the percentage of CD8 and 
CD4 T-cells expressing CD38 in both the GI and blood (p< 0.01). Furthermore, we 
found a decrease in suppressive (PD-L1+) neutrophils in the GI tract (p= 0.0457), 
which may contribute to aberrant T-cell activation during HIV infection, as these 
myeloid-derived suppressor cells (MDSC) are known to regulate T-cell activation.
Conclusions: Overall, these are the first quantitative data demonstrating neutro-
phil infiltration in the GI tract of HIV-infected individuals, and that GI neutro-
phil activation may play an important role in contributing to GI tissue damage and 
T-cell activation in HIV infection. These data also increase our understanding of 
the relationship between neutrophils in the blood and GI mucosa and importantly, 
how neutrophils in these compartments differ in their phenotypes and their likely 
functional interactions with the immune system. It will be important to better un-
derstand whether these neutrophils contribute to local tissue damage and systemic 
biomarkers of disease progression, and studies are currently underway to assess this. 

TUPEA0110
T cell immune exhaustion in gut-associated lymphoid tissue 
during treated primary HIV infection: implications for HIV 
persistence
J.P. Thornhill1, G.E. Martin2, C. Herrera1, J. Hoare1, S. Peake1, S. Fidler1,  
J. Frater2, & the CHERUB collaborators 
1Imperial College London, London, United Kingdom, 2University of Oxford, Oxford, 
United Kingdom 
Presenting author email: thornhillj@gmail.com

Background: Early ART in primary HIV infection (PHI) limits both HIV res-
ervoir size and immune dysfunction in blood. Gut-associated lymphoid tissue 
(GALT) harbours the largest anatomical HIV-1 reservoir and supports viral persis-
tence. Exhausted CD4+T-cells are enriched for HIV-1 DNA in peripheral blood. 
Furthermore, CD4+ and CD8+ T-cell exhaustion predict disease progression and 
viral rebound on treatment cessation. The significance of exhausted T-cells in tissue 
is less clear. 
This study investigates the expression of immune exhaustion markers in GALT and 
the relationship with their expression in peripheral blood (PBMC).
Methods: Gut biopsy samples from terminal ileum (TI) and rectum were collected 
from HIV+ virally suppressed individuals enrolled in HEATHER, an observa-
tional study of treated PHI. Biopsy tissue was processed by collagenase digestion. 
Lineage (CD3, CD4, CD8) and exhaustion (PD-1, Tim-3, TIGIT) marker expres-
sion were assessed on mucosal mononuclear cells and PBMCs by flow cytometry. 
Comparisons were made with healthy control GALT.
Results: 26 individuals were included in this analysis; 13 HIV+ individuals and 13 
controls. Significantly lower CD4/CD8 ratio was noted in HIV+ TI GALT compared 
to controls (p=0.03), but not in rectal GALT.

Overall, exhaustion marker expression (PD-1, TIGIT & Tim-3 on CD4+T-cells 
and Tim-3 & PD-1 on CD8+T-cells) was significantly higher in GALT compared to 
PBMC (all p<0.01) HIV+ GALT had significantly higher CD4+PD-1+ (p=0.02) and 
CD4+TIGIT+ (p<0.01) expression compared to controls. Among HIV+ individu-
als CD4+PD-1+ (p=0.01), CD4+TIGIT+ (p=0.03) and CD4+Tim-3+ (p=0.02) was 
significantly higher in rectum compared to TI. 
CD8+TIGIT+ was higher in HIV+ GALT than HIV- GALT (p=0.01), with this differ-
ence most marked in the TI (p=0.04).
Expression of exhaustion markers PD-1, TIGIT and Tim-3 on CD4+ and CD8+ 
T-cells in rectal GALT correlated with TI GALT, but no significant correlation was 
observed between markers of exhaustion measured in either GALT site compared 
to PBMC.
Conclusions: Differential expression of T-cell exhaustion markers by anatomical 
compartment may reflect and support varying levels of HIV persistence in GALT 
despite early ART initiation in PHI. Measurement of immune exhaustion markers in 
blood does not reflect expression in GALT and highlights the importance of tissue 
sampling in HIV cure studies. 

TUPEA0111
Impaired genital wound-healing pathways in women 
experiencing chronic sexual abuse: implications for HIV 
acquisition
M. Ghosh1, J. Daniels1, M. Pyra2, M. Juzumaite1, M. Jais1, K. Murphy3, T. Taylor4,  
S. Kassaye5, L. Benning6, M. Cohen7, K. Weber7 
1George Washington University, Epidemiology and Biostatistics, Washington, United 
States, 2University of Washington, Department of Epidemiology, Seattle, United 
States, 3Albert Einstein College of Medicine, Montefiore Health System, Bronx, United 
States, 4SUNY Downstate Medical Center, New York, United States, 5Georgetown 
University Medical Center, Washington, United States, 6Johns Hopkins Bloomberg 
School of Public Health, Department of Epidemiology, Baltimore, United States, 7Cook 
County Health & Hospital System, Chicago, United States 
Presenting author email: mghosh@gwu.edu

Background: Sexual violence is associated with increased risk for HIV acquisition/
transmission in women. Chronic exposure to sexual abuse can result in genital 
tract trauma and psychosocial stress subsequently affecting immune functions. 
Specifically, HIV susceptibility can be enhanced if genital epithelium is wounded 
as a consequence of sexual assault and wound-healing pathways are impaired. We 
hypothesized that levels of specific immune mediators that play a role in wound 
healing will be dysregulated in women experiencing chronic sexual abuse.
Methods: Using the Women’s Interagency HIV Study (WIHS) repository, we 
identified 4 groups of HIV+ and HIV- women (8-10/group) representing chronic 
sexual abuse exposure and depression (CES-D score > 16): 1) no history of sexual 
abuse at baseline or depression (Control); 2) no history of sexual abuse at baseline 
but current depression (Depression); 3) chronic sexual abuse but no depression 
(Abuse); 4) chronic sexual abuse with current depression (Abuse+Depression). 
Endogenous growth factors (PDGF, VEGF, EGF, FGF, IGF) and cytokines (TGF-
beta, Gro-alpha) that are critical for wound healing functions, were analyzed in 
cervical-vaginal lavage (CVL) by ELISA assay. Linear regression was used to model 
levels of biomarkers with both depression and abuse as predictors. Models were run 
separately for HIV+ and HIV- women, with CD4 counts and viral load as covariates 
for HIV+ group.
Results: In HIV- women reporting chronic sexual abuse and depression, we found 
significantly lower levels of platelet-derived growth factor (PDGF) (p< 0.01) and 
transforming growth factor beta (TGF-beta) (p< 0.01), compared to Control. The 
associations were maintained after adjusting for total protein content of CVL. 
There were no significant changes in these growth factors and cytokines within 
the HIV+ groups. However, Control HIV+ women had significantly lower levels of 
PDGF compared to Control HIV- women indicating an effect of HIV status.
Conclusions: PDGF and TGF-beta are critical initiators of wound healing response 
and exogenous PDGF is FDA approved to treat non-healing ulcerative wounds. 
Our data indicate genital wound healing might be impaired in women who expe-
rience chronic sexual abuse. As wounds in genital epithelium can allow easier ac-
cess to HIV and other pathogens, specific interventions might be explored in these 
women to promote healing. 
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TUPEA0112
Distribution and phenotype characterization of HIV-specific 
CD8 T cells in situ in the rectal mucosa of HIV+ elite controllers
S. Li1, K. Kovacs1, B. Kiniry2, R. Wagstaff1, A. Ferre2, P. Hunt3, M. Somsouk3,  
B. Shacklett2, P. Skinner1 
1University of Minnesota, Department of Veterinary and Biomedical Sciences, 
Minneapolis, United States, 2University of California, Department of Medical 
Microbiology and Immunology, Davis, United States, 3San Francisco General Hospital, 
San Francisco, United States 
Presenting author email: lixx3054@umn.edu

Background: Mucosal tissues including the gastrointestinal tract are important 
reservoirs for HIV replication. HIV-specific CD8 T cells are essential in control-
ling HIV infection. Elite controllers (EC) can suppress the viral replication without 
treatment and represent less than 1 % of the HIV-infected population. In order to 
gain insights into HIV-specific CD8 T cells in EC, we characterized this important 
cell population in rectal mucosa of HIV+ EC.
Methods: Rectal biopsies from EC were collected and stained using in situ tetra-
mer staining combined with immunohistochemistry. Distribution and phenotypes 
of tetramer+ HIV-specific CD8 T cells were characterized by confocal microscopy 
and quantitative analysis.
Results: Results showed that tetramer+ HIV-specific CD8 T cells distributed 
unevenly throughout the rectal mucosa including within lymphoid aggregates. 
Frequencies of tetramer+ HIV-specific CD8 T cells ranged from 2 to 25 cells/mm2. 
A mean of 45% tetramer+ HIV-specific CD8 T cells did not express the effector 
protein perforin. Of the 55 % tetramer+ HIV-specific CD8 T cells were positive for 
perforin, the majority expressed low to medium levels of perforin and relatively few 
expressed high levels. 
In addition, we also observed a subset of perforin+ HIV-specific CD8 T cells in which 
perforin was located exclusively within the cell membrane, possibly representing 
a novel subset of armed resident or effector memory cells. Almost all tetramer+ 

HIV-specific CD8 T cells in the rectal mucosa were negative for Ki67, a marker for 
activation and proliferation (mean of 96%); a mean of 59% of tetramer+ HIV spe-
cific CD8 T cells in rectal mucosa were PD-1+, a marker for recent T cell stimulation 
or exhaustion (mean of 59%), and some expressed CD103, a marker for a subset of 
resident memory T cells (mean of 6%).
Conclusions: Taken together, these findings suggest that EC maintain diverse 
populations of memory HIV-specific CD8 T cells distributed throughout the rectal 
mucosa including within lymphoid aggregates and suggests that these cells are likely 
continually being exposed to antigen, but not dividing. 

TUPEA0113
Sexually transmitted infections (STIs) increase levels  
of cytokine and cellular biomarkers of HIV risk
S. Mhlungu1, N. Yende-Zuma1, S. Ngcapu1,2, L. Mansoor1, S. Abdool Karim1,3,  
Q. Abdool Karim1,3, J. Passmore1,4, L. Liebenberg1,2 
1Centre for The AIDS Programme of Research in South Africa, University of  
KwaZulu-Natal, Durban, South Africa, 2College of Health Science, University of 
KwaZulu-Natal, Department of Microbiology, Durban, South Africa, 3Mailman School 
of Public Health, Columbia University, Department of Microbiology, New York, United 
States, 4Institute of Infectious Diseases and Molecular Medicine, Division of Medical 
Virology, University of Cape Town, Cape Town, South Africa 
Presenting author email: sn.mhlungu@gmail.com

Background: Recent studies of women at high risk of HIV infection have dem-
onstrated that increased concentrations of inflammatory cytokines in the female 
reproductive tract can increase the risk of HIV acquisition. Here, we investigated 
an association between STI and genital inflammation; and whether genital inflam-
mation is characterised by high levels of HIV target cell recruitment and immune 
cell activation.
Methods: The concentrations of 48 cytokines were measured by multiplex ELISA in 
cervicovaginal lavage samples (CVLs) collected from 166 high risk HIV-uninfected 
women participating in the CAPRISA 008 trial. In addition, genital T cell immune 
activation status [CD38+/HLA-DR+] and HIV target cell frequency (CD4+CCR5+) 
were investigated in cervical cytobrushes by flow cytometry. Genital swabs were 
screened for Neisseria gonorrhoeae, Chlamydia trachomatis, Trichomonas vaginalis 
and Mycoplasma genitalium by PCR.
Results: No correlations were observed between immune cell activation and either 
individual cytokines or genital inflammation in the 166 participants. However, wom-
en with high levels of immune activation had elevated frequencies of CD4+CCR5+ T 
cells compared to women with low levels of immune activation (p< 0.0001). Women 
infected with C. trachomatis had significantly higher frequencies of CD4+CCR5+ 

cells compared to women without any STIs (p=0.0040). Higher prevalence of C. 
trachomatis (p=0.0034) or T. vaginalis (p=0.0024) was observed in women with 
genital inflammation compared to those without inflammation.

Conclusions: Our findings suggest that STIs play a crucial role in cellular recruit-
ment of target cells and are potential drivers of inflammation and immune activation 
in the genital tract and may foster an environment conductive to HIV acquisition. 

TUPEA0114
Potential immune mechanism for the relationship between  
HIV risk and multiple concurrent HPV infections
J. Jewanraj1,2, A. Rositch3, S. Mhlungu1, A. Mtshali1, K. Leask1, L. Mansoor1,  
S. Abdool Karim1,4, Q. Abdool Karim1,4, J.-A. Passmore1,5,6, L. Liebenberg1,2 
1CAPRISA, Mucosal Immunology, Durban, South Africa, 2University of KwaZulu-
Natal, Department of Medical Microbiology, Durban, South Africa, 3Johns Hopkins 
Bloomberg School of Public Health, Baltimore, United States, 4Columbia University, 
Department of Epidemiology, New York, United States, 5IDM Institute of Infectious 
Disease and Molecular Medicine, Cape Town, South Africa, 6University of Cape Town, 
Cape Town, South Africa 
Presenting author email: janine.jewanraj@gmail.com

Background: In Sub-Saharan Africa women are disproportionately affected by 
both human papillomavirus (HPV) and HIV. Concurrent infection with multiple 
HPV strains has commonly been implicated as a risk factor for HIV acquisition, but 
the biological mechanism for this remains unclear. Here we investigated whether 
pro-inflammatory immune responses associated with multiple HPV infections 
contribute to a genital immune environment conducive to an increased risk of HIV 
infection.
Methods: This study included a baseline assessment of 133 women of the CAPRISA 
008 trial, aged between 18-40 years, and all without PCR evidence of common 
STI (Trichomonas vaginalis, Chlamydia trachomatis, Neisseria gonorrhoeae, and 
Mycoplasma genitalium). The Roche Linear Array was used to detect the presence 
of HPV genotypes. The frequency of highly activated (CD38+ and/or HLA-DR+) 
T cells were assessed on cervical cytobrush-derived specimens by multiparametric 
flow cytometry. Multiplex ELISA was conducted at baseline to detect the concen-
trations of 48 different cytokines in the CVL supernatant.
Results: The prevalence of HPV in the population was 50.9% (95% CI 43.2-58.5), 
with 44% of women presenting with multiple HPV strains at the genital tract. HPV 
infected women had a greater frequency of lymphocytes compared to uninfected 
women, even after adjustment for multiple comparisons (p=0.0132). Infection 
with multiple HPV types predicted significant increases in lymphocyte (β=3.3%; 
p=0.021) and HLA-DR+ CD3+ T cell frequencies (β=3.0%; p=0.04). In addition, 
infection with multiple HPV types was associated with increased concentrations of 
the chemokine RANTES (β=14.1pg/ml; p=0.041).
Conclusions: Concurrent infection with multiple HPV strains is associated with in-
creased frequencies of activated immune cells, and with increased concentrations 
of the chemokine responsible for HIV target cell recruitment. These data suggest a 
potential biological mechanism for the relationship between HIV risk and infection 
with multiple HPV types. 

TUPEA0115
Degranulating immune cells are associated with higher viral load 
at cervico-vaginal surface of HIV-infected women in India
V. Saxena1, S. Bichare1, I. Khan1, R. Majumdar1, M. Ghate2, M. Thakar1 
1National AIDS Research Institute, Department of Immunology & Serology, Pune, 
India, 2National AIDS Research Institute, Department of Clinical Sciences, Pune, India 
Presenting author email: vsaxena@nariindia.org

Background: Heterosexual contact is the most predominant mode of HIV trans-
mission in women, accounting a global annual estimate of 30-40%. It is important 
to understand the local factor(s) contributing towards HIV immunopathogenesis at 
female genital mucosa. Hence we characterized the cellular immune components 
at the cervicovaginal mucosa and determined their association with cervical viral 
load (VL) and CD4 count.
Methods: HIV seropositive women (n=37) including 29 progressors & 8 LTNPs, 
and seronegative women (n=24) in their premenopausal phase were enrolled. 
Cervico-vaginal lavage (CVL) and cytobrush samples were collected. CVL from 
HIV infected women was used to determine the viral load. From the cytobrush, 
mucosal mononuclear cells were separated and stained for various markers to 
identify the effector cells (natural killer [NK], DCs, CD4+ and CD8+T cells) and 
their degranulation using flowcytometry. Samples were acquired on FACSAria and 
analyzed. Their association with cervical VL and CD4 count was determined using 
Spearman-Correlation test.
Results: Higher frequencies of CD8+T cells and lower frequencies of CD4+T cells 
were found in HIV-infected women than HIV-ve women (p<0.05), while the fre-
quencies of DCs, mDCs and pDCs remain unchanged at the cervicovaginal mu-
cosa. Among NK cell subsets, frequency of only defective NK cells (NKdef) was 
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higher in both progressors and LTNPs than HIV-ve women. Though total NK, cyto-
toxic NK (NKcyt) and regulatory NK (NKreg) cell frequencies were similar in all study 
groups, the expression of CD107a on all NK subsets was higher in HIV-infected 
progressors than both LTNPs and HIV-ve women (p<0.05). 
Further the frequency of CD107a expressing CD4+T cells was higher in HIV-
infected progressors than the HIV-ve women. CD107a expressing CD4 and NKdef 
cells were inversely associated with CD4 count (r=-0.46; p<0.02 & r=-0.55; 
p<0.004 respectively). CD107a expressing T cells were significantly associ-
ated with cervical VL (r=0.62; p<0.003 & r=-0.59; p<0.005 respectively), while 
CD107a expressing NKreg and NKcyt were found to be associated with cervical VL 
close to significance level (r=0.43; p<0.057 & r=-0.43; p<0.056 respectively).
Conclusions: Degranulating NK and T cells at the mucosal surface of female genital 
mucosa are associated with higher cervical viral load and lower CD4 count and may 
contribute towards increased HIV transmission. 

TUPEA0116
Early antiretroviral therapy (ART) initiation improves gut 
mucosal immunity in SIV-infected Chinese rhesus macaques
O. Farnos1, G. Andreani2,3, F. Moukambi2,3, H. Rabezanahary2,3, G. Racine2,3,  
J. Estaquier2,3, M.-A. Jenabian1 
1Université du Québec à Montréal (UQAM), Department of Biological Sciences and 
BioMed Research Centre, Montreal, Canada, 2Research Center of CHU de Québec, 
Québec, Canada, 3Université Laval, Faculty of Medecine, Québec, Canada 
Presenting author email: jenabian.mohammad-ali@uqam.ca

Background: Both HIV and SIV infections result in higher immunosuppressive 
regulatory T-cells (Tregs) frequency, rapid CD4 T-cells depletion and increased 
immune activation in gut mucosal tissues, beginning in early infection. Here, we 
assessed the dynamic of gut mucosal CD4 T-cells following early ART initiation in 
SIV-infected monkeys.
Methods: Nine outbred, Chinese-origin, female rhesus macaques were infected 
with SIVmac251 virus (20 AID50) intravenously. The ART cocktail contained re-
verse transcriptase inhibitors Tenofovir (20 mg/kg) and Emtricitabine (20 mg/kg), 
protease inhibitors Indinavir (2 mg/kg) and Ritonavir (20 mg/kg), and integrase 
inhibitor Raltegravir (20 mg/kg). ART was initiated at day 3 post-infection and ad-
ministered once daily via the subcutaneous route. Four ART-treated monkeys were 
sacrificed at days 11, 14, 27 and 35 post-infection. In three monkeys, ART was in-
terrupted after 53 days of treatment and animals were sacrificed at days 10, 15 and 
18 post ART-interruption. Two monkeys remained untreated and were sacrificed at 
days 33 and 60 post-infection. Mucosal cells were freshly isolated via mechanical 
purification from ileum, jejunum, colon as well as mesenteric lymph nodes. Mucosal 
CD4 T-cells were characterized by multi-parameter flow cytometry in comparison 
with matched peripheral blood samples.
Results: As expected, CD4 depletion was observed in untreated animals. Early 
ART initiation resulted in a decreased frequency of total Tregs (FoxP3+) and Tregs 
expressing immunosuppressive ectonucleotidase CD39 - also known as a marker 
of immune activation - compared to untreated animals in both blood and gut mu-
cosal tissues. Early ART also reduced the frequency of CCR6+ memory CD4 
T-cells, suggesting a lower CD4 recruitment in gut mucosal tissue. Furthermore, 
early ART diminished CD8+CD39+ T-cells as a cellular marker of immune acti-
vation linked to the local viremia within the gut. ART-interruption resulted in an 
increase in frequencies of total and CD39+ Tregs, CCR6+ memory CD4 T-cells 
and CD8+CD39+ cells in gut mucosal tissues.
Conclusions: Initiation of ART within the first few days of SIV-infection of Chinese 
rhesus macaques improved gut mucosal immunity by decreasing immunosuppres-
sive Tregs, immune activation and CD4 T-cells recruitment, which in turn could 
reduce the fuel of local viral reservoirs. 

TUPEA0117
PD-1, KLRG1, and EomesoderminHigh as potential markers  
of CD8+ T-cell exhaustion in rectal mucosa during chronic HIV 
infection
B. Kiniry1, A. Ganesh1, P. Hunt2, M. Somsouk2, S. Deeks2, B. Shacklett1 
1University of California, Davis, United States, 2San Francisco General Hospital, San 
Francisco, United States 
Presenting author email: blshacklett@ucdavis.edu

Background: T-cell exhaustion (TEXH) is a hallmark of chronic HIV-1 infection. 
As the rectal mucosa is an important site of HIV pathogenesis and rectal CD8+ 
T-cells differ functionally and phenotypically from blood, understanding TEXH in 
this compartment may inform the development of therapeutics aimed at blocking 
exhaustion pathways to boost the immune response. Co-expression of PD-1 and 
Eomesodermin (EomesHigh) has been associated with terminally exhausted T-cells 

that retain some cytotoxic potential. We previously observed increased Eomes ex-
pression in rectal CD8+ T-cells from HIV+ individuals not on antiretroviral therapy 
(ART) compared to those on ART (Kiniry et al., 2016), and hypothesized this might 
indicate greater T-cell exhaustion.
Methods: To elucidate the co-expression of Eomes with inhibitory receptors on 
mucosal Gag-specific CD8+ T-cells, flow cytometry was used to assess KLRG1, 
PD-1, Tim-3, and 2B4, along with transcription factors T-bet and Eomes on rectal 
CD8+ T-cells from HIV+ and HIV- adults. Functionality was assessed in a 6h ex vivo 
assay, stimulating with DMSO, HIV Gag peptides, or Staphylococcal Enterotoxin 
B, and staining for CD107a, IFNγ, TNFα, perforin and Granzyme B.
Results: Expression of PD-1 and KLRG1, but not Tim-3 or 2B4, was significantly 
greater in HIV+ Non-Controllers and Controllers compared to ART-treated and 
HIV- adults. Furthermore, HIV+ Controllers undergoing ART had reduced expres-
sion of exhaustion markers compared to Controllers not on treatment. KLRG1 
and PD-1 expression were positively correlated with an EomesHigh phenotype and 
CD8+ T-cells co-expressing these molecules were elevated in Non-Controllers 
and Controllers compared to all other groups. Expression of Perforin and GrzB, 
although significantly lower in gut compared to blood, were positively correlated 
with PD-1 expression, and Gag-specific degranulating CD8+ T-cells tended to be 
EomesHighPD-1+.
Conclusions: Through co-expression of PD-1, KLRG1, and EomesHigh, Gag-specific 
rectal CD8 T-cells displayed an ‚exhausted’ phenotype. Nevertheless, they ap-
peared to retain some functionality, suggesting a spectrum of T-cell activation and 
dysfunction that remains to be fully elucidated. As the mucosa houses a large frac-
tion of tissue-resident CD8+ T-cells with characteristically low KLRG1 expression, 
KLRG1 may be an especially valuable marker of mucosal T-cell dysfunction. Further 
exploration of factors that differentiate T-cell dysfunction from activation is war-
ranted. 

TUPEA0118
Enhancement of HIV-1 spreading and persistence by  
MIF/CD74 interaction in primary monocyte-derived 
macrophages (MDM) and CD4+ T-lymphocytes  
(CD4TL) in vitro
C. Trifone1, J. Salido1, M.J. Ruiz1, L. Leng2, R. Bucala2, H. Salomon3, F. Quiroga1,  
Y. Ghiglione1, G. Turk1 
1Uni, Microbiology Department, Buenos Aires, Argentina, 2Yale University School 
of Medicine, Department of Medicine, New Haven, United States, 3Institut of 
Biomedical Research in Retrovirus and AIDS, University of Buenos Aires, Microbiology 
Department, Buenos Aires, Argentina 
Presenting author email: hsalomon@fmed.uba.ar

Background: Understanding the mechanisms involved in HIV-1 infection would 
facilitate the identification of new therapeutic targets to control the infection in 
the face of HAART limitations. CD74 membrane expression is up-regulated in 
infected cells during HIV-1 infection and correlates with immune hyperactivation 
in HIV-infected individuals. Additionally, plasma level of CD74 activating ligand 
MIF (Macrophage Migration Inhibitory Factor) is increased in infected subjects. 
However, the role played by MIF/CD74 interaction in HIV pathogenesis remains 
unexplored. 
Aim: to study the effect of MIF/CD74 interaction in primary HIV-infected mono-
cyte-derived macrophages (MDMs) and CD4+ T-lymphocytes (CD4TLs).
Methods: CD4TL and MDMs were obtained from healthy donors. MDMs were 
infected, with a R5-tropic HIV-1 virus, and stimulated with MIF concentrations 
ranging from 1 to 200 ng/ml. Cytokine production and Toll-like receptor 4 (TLR4) 
expression were measured. Resting CD4TLs were treated with MDM supernatants 
or exogenous cytokines to evaluate stimulation of permissiveness to X4-tropic HIV-1 
infection by p24 quantitation. Cell death was measured by flow cytometry in infect-
ed and MIF-treated CD4TLs. Data analysis was performed by parametric methods.
Results: Treatment of infected MDMs with MIF resulted in a dose-dependent increase 
in IL-6, IL-8, TNFα, sCD23 and sICAM production (p=0.006; p=0.013, p=0.0003, 
p<0.0001, p=0.022, respectively) compared to untreated cells. Similarly, there was 
a MIF-driven 2-fold increase in TLR4 expression. By using an anti-CD74 antibody, 
MIF/CD74 interaction was blocked and these effects were reverted. Treatment of 
quiescent CD4TL with MIF-treated MDM-derived culture supernatants led to an 
enhanced permissiveness to HIV-1 infection manifested as 2-fold increase in viral 
production. MIF itself induced enhanced permissiveness to HIV infection in a dose-
dependent manner. This effect was recapitulated by exogenous addition of IL-6, IL-8, 
or IL1β. Moreover, MIF stimulation reduced the percentage of necrotic cells within 
the HIV+ population by 50% compared to unstimulated infected cells (p=0.0006).
Conclusions: These findings indicate that MIF/CD74 interaction in infected 
MDMs contributes to the generation of an inflammatory microenvironment. This 
effect enhances resting CD4TL permissiveness to HIV infection, viral replication 
and spreading. Moreover, MIF also increases HIV-infected CD4TL survival, con-
tributing to viral persistence. Overall, these results support a novel role for the MIF/
CD74 axis in HIV pathogenesis. 
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TUPEA0119
Expression and role of chemokine fractalkine in HIV  
neuro-pathogenesis: a new approach to understand and  
treat HAND
V. Sénécal, C. Barat, M. J Tremblay 
Centre de Recherche du CHU de Québec, Centre de Recherche en Infectiologie, 
Québec, Canada 
Presenting author email: vincent.senecal2@crchudequebec.ulaval.ca

Background: HIV infection of microglia and astrocytes causes release of neuro-
toxic viral proteins with a neuro-inflammatory environment. Clinically, this results 
in HIV-associated neurocognitive disorders (HAND) with an uncontrolled preva-
lence in treated individuals. The objective is to shed light on HAND pathogenesis 
by studying the interactions of HIV with neuroprotective factors. We focus on frac-
talkine, an anti-inflammatory chemokine highly produced by neurons that controls 
microglia neurophysiologic functions and reduces neuronal apoptosis. We hypoth-
esize a potential modulation by HIV affecting HAND severity.
Methods: Human astrocytes were infected and/or stimulated with pro-inflamma-
tory cytokines (IL-1β, IL-6, TNF, IL-8) and fractalkine measured by qPCR (RNA), 
bioluminescence (transfecting a luciferase-conjugated fractalkine promoter), 
ELISA (soluble form) and flow cytometry (membrane-anchored form). The enzy-
matic activity of ADAM-10, the metalloprotease responsible for fractalkine shed-
ding, was evaluated with a fluorimetric assay. Infected macrophages were co-cul-
tured with astrocytes to analyse fractalkine secretion upon cell contact. Microglia 
were infected and evaluated for fractalkine receptor expression and their responses 
to fractalkine (MAPK phosphorylation by Western blot and production of neuro-
toxic products by ELISA).
Results: First, we did not see any differences in terms of fractalkine expression/
secretion upon infection. Nonetheless, we saw a concentration dependant increase 
in TNF or IL-1β treated astrocytes. Surprisingly, we obtained a potent impact of 
HIV on TNF and IL-1β stimulating potential; a decrease in fractalkine secretion and 
an increase in the membrane-anchored form in infected and stimulated cells (com-
pared to non-infected and stimulated cells). 
We used ADAM-10 inhibitor GI-254023X to demonstrate the role of this enzyme 
in fractalkine shedding in astrocytes, and observed a reduced ADAM-10 activity in 
infected astrocytes. MTS assays confirmed cell viability. Establishment of infected 
macrophages/astrocytes co-cultures enhanced fractalkine secretion by astrocytes, 
possibly by cell contact. At last, HIV reduced fractalkine receptor expression in 
microglia/macrophages.
Conclusions: In conclusion, our results indicate a new and clear impact of HIV 
on fractalkine secretion in astrocytes (by ADAM-10) and receptor expression in 
microglia. Considering anti-inflammatory functions of fractalkine, reducing its 
shedding and functional responses in microglia could have important outcomes/
implications in chronic inflammation and immune activation for HAND. Overall, 
intervention with fractalkine-based treatment could offer neuroprotection and re-
duce HAND severity. 

TUPEA0120
Fatty acid profiles altered by HIV infection persist despite 
suppressive antiretroviral therapy (ART) and are associated  
with immune activation in the ACTG 5248 study
M. Belury1, E. Bowman2, J. Gabriel2, B. Snyder2, M. Kulkarni2, M. Palettas1,  
X. Mo1, J. Lake3, B. Clagett4, M. Playford5, A. Andrade6, D. Kuritzkes7, N. Mehta5, 
M. Lederman4, N. Funderburg2, A5248 Study Team 
1Ohio State University, Columbus, United States, 2Ohio State University, Medical 
Laboratory Science, Columbus, United States, 3University of Texas, Houston, United 
States, 4Case Western Reserve University, Cleveland, United States, 5National 
Heart Lung and Blood Institute, Bethesda, United States, 6Johns Hopkins University, 
Baltimore, United States, 7Brigham and Women’s Hospital, Cambridge, United States 
Presenting author email: nicholas.funderburg@osumc.edu

Background: HIV infection and ART alter lipid profiles. Among HIV-infected 
(HIV+) populations the concentrations of various lipid classes (i.e. ceramides, lyso-
phosphatidylcholine, LPC) and their saturated (SaFA), monounsaturated (MUFA), 
and polyunsaturated fatty acid (PUFA) composition are related to inflammation 
and cardiovascular disease risk. Associations among changes in the lipidome and 
immune activation in persons initiating ART have not been described.
Methods: Plasma concentrations (µM) of lipid species (N=1,300) and FA com-
position (mol%) were measured by differential mobility spectroscopy (TrueMass 
Complex Lipid Panel, Metabolon), and markers of inflammation were measured by 
ELISA in plasma samples from HIV+ participants initiating raltegravir (RAL) based 
ART (N=35, baseline and week 48), and from HIV-individuals (N=13) of similar 
demographics. All analyses (paired t-tests, 2-sample t-tests, and Pearson correla-
tions) were exploratory.

Results: Compared to levels in HIV- donors, the plasma concentrations of mul-
tiple lipid species are altered in HIV+ persons pre-ART (32.2% increased, 4.9% 
decreased, p<0.05) and at 48 weeks of ART (29.6% increased, 2.2% decreased, 
p<0.05). Levels of PUFAs (including 18:3, 20:4, and 20:5) are enriched in HIV- 
donors compared to HIV+ donors pre-ART (p<0.01); levels of these PUFA spe-
cies increased by 48 weeks of ART. Levels of SaFAs (including 16:0 and 18:0) tend 
to be enriched in HIV+ participants (pre-and post-ART). Levels of palmitic acid 
(16:0) were positively correlated with levels of IL-6, sCD14, and TNFR1 at baseline 
and week 48 (p<0.02 for all). LPC levels are increased in HIV+ participants, both 
pre- and post-ART vs HIV- participants (204 µM, 216 µM, and 184 µM, p=0.003, 
p<0.001), and the composition of LPC is enriched for SaFAs (16:0 and 18:0) among 
HIV+ individuals. Also at baseline and week 48, several LPC molecules containing 
SaFAs were positively correlated with sCD14, D-dimer, and TNFR1 (p<0.01, for all) 
and levels of PUFA containing LPC (18:3, 20:5, 22:5, 22:6) were positively cor-
related with CD4 counts and inversely correlated with sCD14 and IL-6 (all p<0.01).
Conclusions: The composition of the lipidome is altered in HIV-infection and 
changes with ART. Alterations in SaFAs were generally associated with inflam-
matory markers and may contribute to immune activation and comorbid disease 
pathogenesis. 

TUPEA0121
IP-10 and IL-18 are good markers of persistent inflammation  
in HIV-1 elite controllers
H.H.S. de Paula1, D. Gama Caetano1, G. Bello1, B. Hoagland2, B. Grinsztejn2,  
V.G. Veloso2, M.L. Guimarães1, M.G. Morgado1, F.H. Côrtes1 
1Instituto Oswaldo Cruz/FIOCRUZ, Rio de Janeiro, Brazil, 2Instituto Nacional de 
Infectologia Evandro Chagas/FIOCRUZ, Rio de Janeiro, Brazil 
Presenting author email: diogogc@globo.com

Background: Elite controllers are rare individuals able to natural control of HIV rep-
lication below the detection limit of commercial assays. Some studies have pointed 
a higher immune activation and/or inflammation in elite controllers when compared 
to HIV negative individuals, whereas others have found no significant differences 
between both groups. Answer this question is essential to help in the decision to 
start or not cART or other non-specific HIV therapy in elite controllers.
Methods: We used ELISA assays to evaluate the plasmatic levels of IP-10, IL-18, 
sCD163, sCD14, CRP and IL-6. The frequency of CD8+CD38+HLA-DR+ T cells 
was evaluated by flow cytometry. The analyses were performed in 16 elite control-
lers (eight with persistent undetectable viremia [EC] and eight with occasional vi-
ral blips [EEC]), 12 viremic controllers (VC - plasma viral load between 80-2000 
RNA copies/ml), 15 cART-treated patients (cART- with >5 years of viral load sup-
pression) and 15 HIV-negative individuals (HIVneg) from Rio de Janeiro/Brazil. All 
EC, EEC and VC have at least four years of follow-up. The Mann-Whitney test and 
Spearman correlation were used for statistical analyses.
Results: Among the plasmatic markers evaluated, the levels of IP-10 and IL-18 in 
VC and EEC were higher than in HIVneg (P <0.005) and in EC (P <0.005), but 
not significantly different between EC and HIVneg. The cART group showed higher 
IP-10 and sCD163 levels than HIVneg and EC (P < 0.05). We found a positive cor-
relation between CD8+ T cell activation and the IP-10 (P = 0.0009; R = 0.4252) 
and IL-18 (P = 0.0019; R = 0.3987) levels. The sCD14, CRP and IL-6 levels were 
similar among all groups.
Conclusions: Our results showed that IP-10, IL-18 and sCD163 are important 
markers for evaluating persistent inflammation in the setting of undetectable vire-
mia in both HIV controllers and cART-treated patients. The high IP-10 levels ob-
served in cART-treated individuals indicate that therapies, other than cART, should 
be considered to reduce chronic inflammation in elite controllers. 

TUPEA0122
Combination antiretroviral therapy has minimal effect  
on the HIV-associated expansion of adaptive, memory-like  
NK cells and NK cell activation
A. Hearps1,2, P. Agius3, J. Zhou1, S. Brunt4, M. Chachage1, T. Angelovich1,  
M. Giles2,5, P. Price6, J. Elliott2,5, A. Jaworowski1,2 
1Burnet Institute, Centre for Biomedical Research, Melbourne, Australia, 2Monash 
University, Department of Infectious Diseases, Melbourne, Australia, 3Burnet 
Institute, Centre for Population Health, Melbourne, Australia, 4University of Western 
Australia, School of Pathology and Laboratory Medicine, Perth, Australia, 5Alfred 
Hospital, Infectious Diseases Unit, Melbourne, Australia, 6Curtin University, School of 
Biomedical Science, Perth, Australia  

Background: Innate immune dysfunction persists in HIV+ individuals despite ef-
fective combination antiretroviral therapy (cART) and is thought to contribute to 
the increased risk of chronic non-AIDS disease. We recently demonstrated that an 
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adaptive CD56dim NK cell population lacking the signal transducing protein FcRγ 
is expanded in HIV+ individuals. Here we used a longitudinal study to investigate 
the effect of suppressive cART on adaptive NK cells and on HIV-related NK and 
T cell activation.
Methods: We analyzed a cohort of HIV+ men who have sex with men (MSM, n=20) 
at baseline and following 6, 12 and 24 months of cART, and compared them with 
uninfected MSM (n=15) to investigate the impact of cART on NK cell dysfunction 
using immunophenotyping and mixed effects modelling.
Results: Proportions of HLA-DR+/CD38+ and CD69+ activated NK cells were 
elevated in cART-naïve HIV+ MSM (p=0.015 and 0.004, respectively), as were 
adaptive FcRγ- NK cells (p=0.003). Using latent growth curve modelling, we show 
that cART did not reduce levels of adaptive FcRγ- NK cells (p=0.115) or activated 
HLA-DR+/CD38+ NK cells (p=0.129) but did reduce T cell and monocyte activa-
tion (p< 0.001 for all). Proportions of adaptive FcRγ- NK cells were not associated 
with NK cell, T cell or monocyte activation, suggesting different factors drive adap-
tive NK cell expansion and immune activation in HIV+ individuals. 
Whilst proportions of activated CD69+ NK cells declined significantly on cART 
(p=0.003), the rate of decline was significantly slower than that of T cell and 
monocyte activation, with 12 months of suppressive cART reducing 40% and 70% 
of CD4+ and CD8+ T cell activation respectively, but only 20% of CD69+ NK cell 
activation.
Conclusions: Levels of activated NK cells and adaptive, memory-like FcRγ- NK 
cells remain elevated in virologically suppressed HIV+ individuals for a minimum 
of 24 months after cART initiation with no evidence of decay over time. The per-
sistence of NK cell activation and adaptive NK cell expansion after normalisation 
of other immune parameters indicates a reduced potency of cART against NK cell 
activation, and may have implications for the development of malignancies and 
chronic inflammatory disease in cART-treated HIV+ individuals. 

TUPEA0123
Platelets of HIV-infected patients release a large amount of 
Growth-regulated Oncogence Alpha (GRO-a): a chemokine 
stimulating HIV replication
A. Gagneux-Brunon1, F. Lucht1, T. Bourlet1, C.-A. Arthaud2, F. Cognasse2,  
H. Hamzeh-Cognasse2 
1University Hospital of Saint-Etienne, Saint-Etienne, France, 2Université de Saint-
Etienne, Groupe Immunité des Muqueuses et Agents Pathogènes, Saint-Etienne, France 
Presenting author email: thomas.bourlet@chu-st-etienne.fr

Background: Platelets are not only cells involved in hemostasis, they are able to 
produce pro and anti-inflammatory cytokines, and may contribute to immune 
activation in HIV-infected patients. Our aim was to assess whether the ability of 
platelets to produce inflammatory cytokines was altered in HIV-infected patients 
compared to healthy blood donors.
Methods: We enrolled 94 HIV-infected patients, and 108 healthy blood donors. 
Plasma was collected and platelet-rich plasma samples were prepared by centrifu-
gating peripheral blood at 150 × g for 10 min. Platelets were stimulated, or not, with 
thrombin receptor-activating peptide (TRAP-6, 50 µg/ml for 30 min). Soluble (s)
CD40L, GRO-α, RANTES, and sCD62P were quantitated in platelet superna-
tants by Luminex® technology and concentrations of factors released by platelets 
were normalized for 3×108 platelets to enable comparisons. For each individual, the 
reactivity of platelets to thrombin stimulation was evaluated by calculating the ratio 
of cytokine concentration released after stimulation to the respective concentra-
tion observed without stimulation.
Results: Mean age was comparable between blood donors (49±12.7 years old) 
and HIV-infected patients (48.2 ±11 years old, p=0.599). Seventy-four patients 
(85.1%) were receiving antiretrovirals, 69 of them had an HIV-viral load under 40 
copies/mL. No difference was observed for plasma concentrations of sCD62P, 
sCD40, GRO-a, and RANTES between HIV-infected patients and blood donors. 
In the same way, we did not evidence any statistical difference between platelets 
from HIV-infected patients compared to blood donors with regard to their abil-
ity to release sCD62P or sCD40L upon stimulation. However, TRAP-6 stimula-
tion of platelets from HIV infected patients induced a 28.5-fold (±107) increase 
of GRO-a while only a modest 5.6-fold increase in blood donors (p=0.028). In 
addition, we also observed a higher, although not significant, increase of released 
RANTES level after platelet stimulation in HIV-infected patients compared to 
healthy blood donors, 407-fold (±1037) vs 185.5 fold (± 668) increase, respec-
tively (p=0.068).
Conclusions: Platelets of HIV-infected patients display an increased ability to re-
lease inflammatory cytokines, particularly GRO-a, which may support residual viral 
replication in cells, and contribute to the maintenance of immune activation and 
systemic inflammation. 

TUPEA0124
Altered macrophage phenotype in HIV-infection may 
contribute to vascular inflammation
E.R. Bowman1, M. Kulkarni1, B. Snyder1, J. Gabriel1, P. Yan2, R. Bundschuh2,  
M. Broe2, L. Walker2, S. Koletar3, L. Schlesinger4, N.T. Funderburg1 
1The Ohio State University, School of Health and Rehabilitation Sciences, Columbus, 
United States, 2The Ohio State University, OSUCCC Genomics Shared Resource, 
Columbus, United States, 3The Ohio State University, Division of Infectious Diseases, 
Columbus, United States, 4The Ohio State University, Center for Microbial Interface 
Biology, Columbus, United States 
Presenting author email: emily.bowman@osumc.edu

Background: HIV-infected individuals are at increased risk of vascular thrombosis, 
likely driven by interactions between activated leukocytes and the endothelium. 
Proportions of inflammatory (CD14+CD16+) and patrolling (CD14DimCD16+) 
monocytes are expanded in HIV-infection, and these cells express altered levels of 
vascular homing molecules. Monocytes differentiate into macrophages in the vessel 
wall and produce factors that contribute to subendothelial inflammation and ath-
erosclerotic plaque formation. The mechanisms by which macrophages contribute 
to increased cardiovascular disease (CVD) risk in ART-treated HIV+ individuals are 
incompletely understood.
Methods: PBMCs were isolated from HIV- (n=16) and ART-treated HIV+ par-
ticipants (n=22) and cultured in Teflon wells for 5 days in medium containing 20% 
autologous serum to generate monocyte derived macrophages (MDMs). Immune 
activation was assessed by flow cytometry and by ELISA. MDM transcriptomes 
were analyzed using ribo-depleted RNA-Seq. Reactive oxygen species (ROS) pro-
duction was assessed by flow cytometry following CellRox Deep Red incubation. 
MMP activity was evaluated using AnaSpec matrix metalloproteinase (MMP) assay 
kits. Mean values were compared by parametric t test.
Results: Mean age of study participants was 33 years for HIV- (88% male) and 48 
years for HIV+ subjects (90% male). All HIV+ participants had suppressed viremia 
(< 40 copies/mL), and a mean CD4+ T cell count of 573 cells/mL. Serum levels 
of myeloid and endothelial cell activation (sCD14, sCD163, ICAM-1, VCAM-1, 
TNFR-I/II, IL-6, and Lp-PLA2) were increased in samples from HIV+ participants 
(p<0.05). We identified 54 differentially expressed genes in MDMs from HIV+ 
subjects (p<0.05), including MMP-14 and CD300E, which are related to plaque 
instability and innate immune activation. Surface protein expression of CD300E 
was also increased, and the costimulatory molecules CD80 and CD40, and the 
scavenger receptor SR-A, were decreased on MDMs from HIV+ donors (all 
p<0.005). Increased MMP activity was detected in supernatants collected from 
HIV+ MDMs, and these cells produced more TNFα, IL-6, and ROS spontaneously 
(p=0.01), and in response to LPS (p=0.007), compared to cells from HIV- donors.
Conclusions: MDMs obtained from ART-treated HIV+ participants produce in-
creased levels of several mediators that contribute to vascular inflammation, in-
cluding MMPs and ROS, potentially leading to increased CVD risk. 

TUPEA0125
High cannabis levels associated with decreased T cell activation 
in HIV-infected individuals
J.A. Manuzak1,2, T.M. Gott1,2, J.S. Kirkwood1, E. Coronado1,2, T. Hensley-McBain1,2, 
C. Miller1,2, A.C. Collier3, M.C. Wu4, J.N. Martin5, N. Isoherranen1, P.W. Hunt5, 
N.R. Klatt1,2 
1University of Washington, Department of Pharmaceutics, Seattle, United States, 
2Washington National Primate Research Center, Seattle, United States, 3University 
of Washington, Department of Medicine, Harborview Medical Center, Seattle, United 
States, 4Fred Hutchinson Cancer Research Center, Public Health Sciences Division, 
Seattle, United States, 5University of California, San Francisco, Department of 
Medicine, San Francisco, United States 
Presenting author email: manuzakj@uw.edu

Background: Despite advancement of antiretroviral therapies (ART) that provide 
stable and sustained viral suppression, ART-treated HIV-infected individuals have 
elevated risk of morbidities and mortality compared to uninfected individuals. Even 
with long-term consistent ART, HIV-infected individuals experience more inflam-
mation, T-cell activation, and altered CD4+ T-cell frequencies. Cannabis is a widely 
used drug in the United States. However, how cannabis may affect HIV pathogen-
esis is unknown.
Methods: Plasma and PBMCs from 185 HIV-1-infected, ART-suppressed individu-
als recruited through the SCOPE cohort (San Francisco, CA) who self-reported 
either no or daily cannabis, and all reported no use of other drugs of abuse, were 
sampled. Positive cannabis levels were confirmed in plasma by mass spectrometry. 
The interquartile range of the cannabis metabolite, 11-nor-carboxy-THC, was used 
to stratify the cannabis-using group into low (below 38.5nM), medium (38.55-
251.8nM) and high (above 251.8nM) cannabis levels. Inflammatory biomarkers 
were quantified in plasma by Luminex. Flow cytometry was used to determine 
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expression of PD-1 (exhaustion) and HLA-DR+CD38+ (activation) on CD4+ and 
CD8+ T-cells. Differences between groups were assessed using a Mann-Whitney 
test.
Results: No differences in clinical characteristics (Table1) or inflammatory bio-
markers were found between the non-cannabis users and any cannabis-using 
groups. Significantly lower frequencies of PD-1 and HLA-DR+CD38+ expressing 
CD4+ (p=0.01; p=0.03) and CD8+ (p=0.03; 0.045) T-cells were detected in the 
high cannabis level group compared to non-cannabis users (Table1). Differences re-
mained significant after adjusting for age, gender, CD4 count, tobacco and alcohol 
use (p<0.05 for all).
Conclusions: High-level cannabis use is associated with lower levels of T-cell ac-
tivation and exhaustion in ART-suppressed HIV-infected individuals, highlighting 
a potential immunologic benefit of cannabinoids that could be assessed in future 
studies. Further research is also underway to determine the mechanisms of this re-
duced activation, impact on reservoir, and whether non-psychoactive cannabinoids 
may exert similar effects. 

 
Never Cannabis 

Median (IQR) 
(n=128)

Low Cannabis 
Median (IQR) 

(n=14)

Medium 
Cannabis Median 

(IQR) (n=29)

High Cannabis 
Median (IQR) 

(n=14)
Male, No. (%) 111 (86%) 14 (100%) 26 (90%) 10 (71%)
Age 53 (46-59) 47 (48-60) 51 (45-54) 51 (45-54)
CD4+ Count 533 (434-755) 568 (274-615) 531 (477-747) 530 (364-893)
HIV Viral Load <75 <75 <75 <75
Current Tobacco 16 (13%) 4 (31%) 6 (22%) 4 (29%)
%HLA-DR+CD38+ 
of CD4+ 2.4 (0.5-6.7)% 2.6 (1.1-9.7)% 2.4 (0.6-8.4)% 1.9 (0.9-3.7)%

%PD-1 of CD4+ 6.0 (1.1-18.8)% 7.4 (1.6-15.9)% 7.4 (0.9-12.0)% 4.4 (1.5-17.1)%
%HLA-DR+CD38+ 
of CD8+ 3.8 (0.6-13.5)% 3.2 (1.8-9.7%) 3.6 (1.1-10.7)% 3.3 (0.9-5.6)%

%PD-1 of CD8+ 7.0 (0.5-23.1)% 8.4 (1.3-20.7)% 5.7 (1.0-14.4)% 4.5 (2.1-10.0)%

[Table 1]

TUPEA0126
Upregulation of chronic inflammatory cytokines despite  
early treatment and virological suppression in children:  
a role in HIV persistence?
S. Naidoo1, M.G. Katusiime1, M. Cotton2, G. Van Zyl1,3, R. Glashoff3,4 
1Stellenbosch University, Medical Virology, Cape Town, South Africa, 2Stellenbosch 
University, Tygerberg Children’s Hospital, Cape Town, South Africa, 3National Health 
Laboratory Services (NHLS), Cape Town, South Africa, 4Stellenbosch University, 
Medical Microbiology and Immunology, Cape Town, South Africa 
Presenting author email: shalena@sun.ac.za

Background: There is limited knowledge of the immunological mechanisms con-
tributing to HIV subtype C persistence in infected children. Observations in adult 
cohorts have implicated proinflammatory cytokines in viral reservoir establishment 
and long-term persistence through low-level viral replication despite long-term 
therapy. This study therefore aimed to longitudinally compare inflammatory cy-
tokine levels in virologically suppressed children soon after therapy initiation and 
at 7-8 years.
Methods: Baseline (within 6 months of age) and follow-up (7-8 years) plasma sam-
ples originating from the Children with HIV Early Antiretroviral Therapy (CHER) 
trial were evaluated. The trial included three study arms (Arm 1: delayed therapy; 
Arms 2 and 3: early therapy until interruption at 40 and 96 weeks). Children eval-
uated began ART at < 1 year of age and sustained viral suppression at follow-up. 
Twenty-six cytokines were measured using validated Luminex® Multiplex assays. 
Statistical analysis employed a Wilcoxon matched paired test for nonparametric 
data. A subset of participants was also tested for total HIV-1 DNA using qPCR 
targeting a conserved region in HIV integrase.
Results: Thirty-eight samples were evaluated. The median baseline viral load at 
ART initiation was 738,500.5 copies/ml (range: 399-750001 copies/ml). Six par-
ticipants had detectable viral loads from <40 to 19,549 copies/ml at follow-up. The 
median CD4 counts at baseline and follow-up were 1,853.5 (range: 823-3450) and 
933.5 (range: 20-2063) respectively.
In Arm 1, significantly higher levels of INF-γ (P = 0.0117), IL-17A, TNF-α, RANTES 
(all P = 0.0039) and G-CSF (P = 0.0078) were observed at baseline. A significant 
increase in cytokine expression was observed for IL-13, IL-4 (P = 0.0156), VEGF, 
MCP-1, and PDGF-BB (all P = 0.0039) at follow-up. Cytokine expression in 
Arm 2 showed highly significant elevations at follow-up for IL-13 (P = 0.0005), 
VEGF (P <0.0001), FGF-basic (P <0.0001), MCP-1 (P <0.001), and PDGF-BB 
(P <0.0001). Similar trends of significant markers were noted for Arm 3. 
In 23 children assessed for HIV-1 DNA at follow-up, a median of 32.5 copies/million 
cells (range: 0-247.6) was observed.

Conclusions: Children initiated on ART early showed an increase in chronic inflam-
matory disease-cytokine expression following 7-8 years on suppressive therapy. 
Despite the low level of cell-associated DNA detected, the persistence of HIV ap-
pears associated with upregulation of chronic inflammatory cytokines. 

TUPEA0127
CD49d expression in T-lymphocytes subsets and cardiovascular 
risk in HIV-positive subjects
M.A. Zingaropoli1, M. Iannetta1,2, A. D’Abramo1, O. Alessandra1, S. Savinelli1,  
M. Lichtner1, G. d’Ettorre1, C.M. Mastroianni1, M.R. Ciardi1, V. Vullo1 
1University of Rome, Sapienza, Department of Public Health and Infectious Diseases, 
Roma, Italy, 2INMI Lazzaro Spallanzani, Roma, Italy 
Presenting author email: m.antonellazingaropoli@gmail.com

Background: The integrin-α4 (CD49d) is a transmembrane co-stimulatory mol-
ecule, involved in lymphocyte homing from peripheral blood to the gut (α4β7) 
and to the central nervous system (α4β1). In this study CD49d expression on 
T-lymphocyte subsets and its relationship with cardiovascular damage was evalu-
ated in the context of HIV infection.
Methods: Thirty HIV+ subjects (6 females/24 males) with a mean age ± standard 
deviation (SD) of 52±10.1 years, on effective antiretroviral treatment (ART) and 
15 age- and sex-matched healthy donors (HD), were enrolled. T-lymphocyte im-
munophenotype and CD49d median fluorescence intensity (MFI), were detected 
by flow cytometry. Carotid-Intima Media Thickness (c-IMT) was assessed by ultra-
sound. Pathological c-IMT was defined as a measured value greater than 0.9 mm.
Results: HIV+ subjects showed lower CD4+ T-lymphocyte absolute counts (p=0.04) 
and increased levels of CD4 and CD8 immune activation (p<0.001 and p<0.001, re-
spectively) and immune senescence (p=0.02 and p<0.001, respectively) compared 
to HD. CD4 and CD8 naïve [N] cells were decreased (p=0.02 and p=0.01) while 
CD8 effector memory [EM] cells were increased (p=0.007) in HIV+ subjects com-
pared to HD. CD49d expression was increased on CD4 (N: p=0.01, central memory 
[CM]: p<0.001, EM: p<0.001, effector [E]: p=0.05) and CD8 (N: p=0.0006, CM: 
p<0.001, EM: p<0.001, E: p=0.003 and intermediate [I]: p<0.001) of HIV+ sub-
jects compared to HD. In HIV+ subjects, a positive correlation between CD49d 
MFI on CD4 and CD4 immune activation was found (p=0.0012). c-IMT values 
were increased in the HIV+ group than in HD (mean±SD: 0.85±0.17 vs 0.28±0.24 
mm, p<0.001). Among HIV-infected patients, 15 (50%) had a normal c-IMT and 
15 (50%) a pathological c-IMT. c-IMT was positively correlated with CD49d MFI 
on CD4 and CD4 immune activation (p=0.04, p=0.085, respectively). Moreover, 
HIV+ subjects with pathological c-IMT showed higher levels of CD49d MFI in the 
CD4 CM subset than HIV+ subjects with normal c-IMT (p=0.02).
Conclusions: During chronic HIV infection, CD49d increased expression on 
T-lymphocytes could be considered an alternative marker of immune activation 
related to cardiovascular comorbidities. The integrin-α4 could represent a thera-
peutic target to reduce cardiovascular comorbidities in chronic HIV patients. 

TUPEA0128
Host determinants associated to immunological non-response  
in patients on cART
M. García1,2, L.M. Medrano3, C. Restrepo1,2, J. Blanco4, Y.M. Pacheco5,  
M. Górgolas6, A. Cabello6, M. Gutiérrez-Rivas3, S. Resino3, J.M. Benito1,2,  
N. Rallón1,2 
1Instituto de Investigación Sanitaria-FJD, UAM, Madrid, Spain, 2Hospital Universitario 
Rey Juan Carlos, Móstoles, Spain, 3Instituto de Salud Carlos III, Madrid, Spain, 4AIDS 
Research Institute IrsiCaixa, Badalona, Spain, 5Instituto de Biomedicina de Sevilla 
(IBiS), Sevilla, Spain, 6Hospital Universitario Fundación Jiménez Díaz, Madrid, Spain 
Presenting author email: normaibon@yahoo.com

Background: Host determinants of CD4 T-cell restoration in HIV patients with 
cART and suppression of viral replication are not well understood. A subset of HIV 
patients, termed immunological nonresponders (INR), achieve only modest in-
creases of CD4 counts that is more frequent in patients starting cART with low 
CD4 counts. Herein, we have analyzed the association of several host genetic vari-
ants with the phenomenon of immunological discordance.
Methods: A case-control study was conducted in 412 HIV infected patients on 
cART. Inclusion criteria were: naïve patients starting cART with CD4 counts< 
200 cels/µL and maintaining complete viral suppression for two years. INR pa-
tients (cases) were defined as those patients with CD4 counts ≤250 cells/µL af-
ter two years on cART, and immunological responder patients (controls) as those 
with CD4 counts >250 cells/ µL. An array of 51 single nucleotide polymorphisms 
(SNPs) previously involved in HIV pathogenesis were selected and genotyped us-
ing Sequenom’s MassARRAY platform. Association studies were performed using 
SNPStats software.
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Results: Ninety-three patients were classified as cases and 319 as controls. CD4 
counts at two years after cART were (median[IQR]) 180 [132-210] and 422[337-
554] cels/µL in cases and controls respectively (p<0.0001). After adjusting by gen-
der, age, years of infection from diagnosis, baseline CD4 counts and cART regimen 
(PI-containing vs. NNRTI-containing), three SNPs were significantly associated 
with INR: rs1493013 in IL15 gene (p=0.021), rs1799864 in CCR2 gene (p=0.042) 
and rs2280789 in CCL5 gene (p=0.028). Mechanisms underlying this associa-
tion could include: modulation of IL15 production, a cytokine with a pivotal role in 
T-cell proliferation and survival; variation of the CCR2 transmembrane region, an 
alternative HIV coreceptor; and CCL5 downregulation, a chemokine that blocks 
HIV infection. Otherwise, 2 SNPs were significantly associated to IR: rs2430561 
in IFNg gene (p=0.016), and rs724710 in BIM gene (p=0.012). Variation in 
rs2430561 has been shown to increase IFNg production, a cytokine with a pivotal 
role in cell-mediated antiviral immunity; and variation at rs724710 diminish BIM-
mediated signaling of the intrinsic apoptosis pathway.
Conclusions: Our results suggest that mechanisms underlying the phenomenon 
of immunological discordance are multifactorial, and involve disturbance of T cell 
homeostasis and of host viral defense. 

TUPEA0129
Chronic immune activation as a cause of poor T-helper 
cell migration in successfully ART-treated HIV-1-infected 
individuals
V. Cecchinato1, E. Bernasconi2, R.F. Speck3, M. Proietti1, U. Sauermann4,  
G. D’Agostino1, G. Danelon1, T. Rezzonico Jost1, F. Grassi1,5, L. Raeli1,  
F. Schöni-Affolter6, C. Stahl-Hennig4, M. Uguccioni1,7,  
Swiss HIV Cohor Study (SHCS) 
1Institute for Research in Biomedicine, Universita’ della Svizzera Italiana, Bellinzona, 
Switzerland, 2Division of Infectious Diseases, Regional Hospital, Lugano, Switzerland, 
3Division of Infectious Diseases and Hospital Epidemiology, University Hospital 
of Zurich, Zurich, Switzerland, 4Unit of Infection Models, German Primate Center, 
Göttingen, Germany, 5Department of Medical Biotechnology and Translational 
Medicine, University of Milan, Milan, Italy, 6Swiss HIV Cohort Study (SHCS) Data 
Center, University Hospital, Lausanne, Switzerland, 7Department of Biomedical 
Sciences, Humanitas University, Rozzano, Italy 
Presenting author email: valentina.cecchinato@irb.usi.ch

Background: CD4+ T-cell depletion, and in particular Th17 cell loss in the mucosal 
compartment, is a hallmark of HIV-1 infection in humans. Alterations in the in-
tegrity of the mucosal barrier have been indicated as cause for chronic immune 
activation and disease progression, which occur despite successful anti-retroviral 
therapy (ART). In this study we have investigated the effect of chronic immune 
activation, or selective Toll-like receptors (TLRs) triggering on the homing capacity 
of lymphocytes, with the aim of understanding the mechanisms at the basis of a 
poor repopulation of T-helper cells in the gut during successful treatment with ART.
Methods: Blood samples were collected from a total of 58 HIV-1-infected indi-
viduals, either ART-naïve (n=15) or on long-term ART (n=43), and from healthy 
donors (HD). T-helper cell dynamics, their migration capacity, and levels of soluble 
CD14 (sCD14) were assessed. A mouse model, mimicking the alterations observed 
in HIV-1 infection was also used to assess the impact of chronic immune activation 
on T-helper cell migration. In vitro triggering of selective TLRs, was performed on 
HD samples to dissect the involvement of the different TLRs in modulating cell 
migration capacity.
Results: CCR6+ and CXCR3+ T-helper cells accumulate in the blood of ART-
treated HIV-1-infected individuals, and their frequency positively correlates with 
the levels of sCD14. In HIV-1-infected individuals, migration of T-helper cells in 
response to chemotactic stimuli is impaired, regardless therapy. Chronic immune 
activation induced by TLR signaling is sufficient to dampen T-helper cell migration, 
which can be restored by pharmacological modulation of cytoskeleton activity.
Conclusions: In patients under long-term ART, chronic immune activation con-
tributes, by altering T-helper cell migration, to the poor gut repopulation observed. 
This study calls for novel pharmacological approaches targeting the cytoskeleton 
machinery to achieve a better reconstitution of the mucosal compartments. 

TUPEA0130
Reduced naïve CD8+ T-cell priming efficacy in HIV-infected 
patients
L. Papagno1, F. Nicoli1, O. Briceno1, A. Lissina1, E. Gostick2, O. Lambotte3,  
C. Katlama4, D.A. Price2, R. Mallone5, U. Karrer6, D. Sauce1, V. Appay1,7 
1CIMI Paris, Inserm U 1135, UPMC UMRS CR7, Hôpital Pitié-Salpêtrière, Paris, 
France, 2Institute of Infection and Immunity, Cardiff University School of Medicine, 
Cardiff, United Kingdom, 3INSERM U 1012, Régulation de la Réponse Immune, 
Université Paris Sud, Le Kremlin Bicêtre, France, 4Infectious Disease Department, 
Université Pierre et Marie Curie-Paris6, Hôpital Pitié-Salpêtrière, Paris, France, 
5INSERM U 1016, Cochin Institute, Université Paris Descartes, Paris, France, 6Division 
of Infectious Diseases, University Hospital of Zurich, Zurich, Switzerland, 7International 
Research Center for Medical Sciences, Kumamoto University, Kumamoto, Japan 
Presenting author email: laura.papagno@upmc.fr

Background: Priming of de novo immune responses from the naïve CD8+ T-cell 
repertoire in order to recruit cells with new antigenic specificities or to replen-
ish waning lymphocyte populations is a prerequisite for the long-term control of 
persistent viruses, and responsiveness to vaccination. However, our knowledge of 
individual capacity to prime new T-cell responses is limited, in particular due to the 
lack of practical approaches to examine such capacity in humans. In this study we 
set out to examine the potential of HIV-infected patients to mount de novo antigen 
specific CD8+ T-cell responses. In addition, as HIV-positive individuals experience 
premature immunosenescence, their priming capacity was compared to that of el-
derly subjects.
Methods: To this end, we have developed and used a simple and original in vitro 
assay to assess CD8+ T-cell priming efficacy from antigen specific precursors. This 
approach is based on the in vitro stimulation of naïve CD8+ T-cells that are spe-
cific for a model antigen, chosen for the high frequency of specific precursors in 
individuals.
Results: Using this approach, we found that HIV-infected patients consistently 
mounted quantitatively and qualitatively impaired de novo CD8+ T-cell responses. 
Interestingly, priming capacity of HIV-positive subjects was comparable to that of 
elderly individuals. This immune deficit was directly associated with the number of 
antigen-specific precursors and the size of the naïve CD8+ T-cell pool. Based on our 
recent finding that the combination of TLR8 ligand with FLT3 ligand improves ef-
fector capacity of in vitro primed naïve T cells, we tested whether this combination 
of adjuvants could restore priming capacity in HIV-infected patients. However, the 
addition of TLR8L/FLT3L did not improve, either quantitatively or qualitatively, de 
novo CD8+ T-cell responses in HIV-positive individuals.
Conclusions: These findings provide experimental evidence of reduced capacity to 
mount de novo CD8+ T-cell responses in HIV infected patients, and further expose 
the functional insufficiencies that accompany HIV disease progression and immune 
aging. 

TUPEA0131
Pre-senescent state of hematopoietic progenitors from  
HIV-1-infected treated patients with immunological failure
T. Fali1, L. Papagno1, C. Bayard1, S. Fastenackels1, J. Boddaret2, C. Katlama3,  
V. Appay1,4, D. Sauce1, Laboratory of Pathogenesis of Viral Infections and  
Immune Aging 
1CIMI Paris, Inserm U1135, UPMC CR7, Paris, France, 2AP-HP, Hôpital Pitié-
Salpêtrière, Service de Gériatrie, Paris, France, 3Infectious Disease Departement, 
UPMC-Paris6, Paris, France, 4International Reseach Center for Medical Sciences, 
Kumamoto University, Kumamoto, Japan 
Presenting author email: laura.papagno@upmc.fr

Background: Chronic immune activation (IA) is predictive of disease progression 
in HIV-1 infection. However, the consequences of IA and its links to the failure to 
reconstitute and maintain the CD4+ T cell pool with antiretroviral therapy (ART) in 
HIV-1 infection remain a matter of debate. The capacity to regenerate the immune 
system, including CD4+ T cells, depends on the ability of CD34+ hematopoietic 
progenitor cells (HPCs) to initiate adequate lymphopoiesis. We hypothesized that 
high systemic IA and recurrent inflammation drive an exhaustion of the primary 
immune resources, which is an important determinant of immunological failure with 
ART. The objective of the study is therefore to characterize further the HPC com-
partment resources in HIV-1 infected patients.
Methods: We studied circulating HPCs from HIV-1 infected patients (aged 25-
55 years) with successful immune reconstitution or not under ART, compared to 
healthy adults stratified by age (18-95 years). We performed ex vivo phenotypic 
analyses as well as telomere length and telomerase activity measurements by q-
PCR on circulating CD34+ cells, in vitro T-lymphocyte differentiation assays using 
OP9hDL1 culture system line, and measured plasmatic inflammation markers.
Results: HIV-1 infected patients exhibited quantitatively and qualitatively altered 
lymphopoietic capacity. Our in vitro approach revealed biases in the capacity of 
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HPCs from HIV-1 infected patients to produce and differentiate into lymphocytes, 
compared to HPCs from aged matched healthy individuals. The presence of proin-
flammatory factors like IL-6, IP-10 or LPS in the culture of control HPCs, restrict-
ed the differentiation pattern towards T lymphocytes in a similar way. Interestingly, 
HPCs from patients failing to reconstitute their CD4+ T cell pool under ART pre-
sented an obvious loss of common lymphoid progenitors, together with marked 
telomere attrition and lack of telomerase activity, reminiscent of HPCs uninfected 
elderly people.
Conclusions: Our study provides direct evidence for the defective capacity of 
CD34+ HPCs from HIV-1 infected patients to differentiate along the T lineage due 
to intrinsic (senescence) and extrinsic (inflammation) factors. This work brings new 
lights into the potential cause of immune failure with ART, due to exhausted lym-
phopoiesis with HIV infection. 

TUPEA0132
Microbial dysbiosis does not alter immune activation or disease 
progression in SIV-infected Asian macaques
A. Ortiz, S. DiNapoli, J. Flynn, M. Long, S. Lai, O. Sortino, M. Quinones,  
J. Estes, J. Brenchley 
NIH, Bethesda, United States 
Presenting author email: alexandra.ortiz@nih.gov

Background: Progressive HIV infection is associated with systemic immune acti-
vation that is not fully ameliorated with effective antiretroviral therapy. Measures 
of immune activation - including elevated concentrations of circulating pro-in-
flammatory cytokines, low frequencies of intestinal TH17 cells, and exacerbated 
T-cell activation - have been shown to correlate with the enrichment of disease-
associated intestinal microflora, namely an expansion of bacteria within the phy-
lum Proteobacteria at the expense of the Firmicutes and Bacteroidetes. Although 
several studies have indicated that the therapeutic administration of probiotic, or 
commensal species may significantly improve disease progression in non-human 
primate models of HIV infection, an empirical assessment of the contribution of 
microbial dysbiosis to disease progression has not yet been executed.
Methods: To assess the contribution of microbial dysbiosis to untreated lentiviral 
disease progression, we administered vancomycin (10 mg/kg p.o.; 5 doses/month) 
to 7 rhesus macaques prior to and throughout SIV infection. Prior to infection, 
vancomycin treatment resulted in a significant increase in the frequency of fe-
cal Proteobacteria and Fusobacteria and a concordant decrease in Bacteroidetes 
and Firmicutes, as compared to 6 control animals. We infected all animals with 
SIVmac239 and routinely measured lymphocyte frequency and function by poly-
chromatic flow cytometry, viral loads by SIV-Gag qRT-PCR, and fecal microbial 
frequencies by 16S sequencing by Illumina.
Results: Fecal microbial instability was evident throughout SIV infection, with 
increased frequencies of Deltaproteobacteria and Gammaproteobacteria, and de-
creased frequencies of Bacteroidales and Clostridia. Surprisingly, despite evidence 
for progressive and high levels of dysbiosis, no significant differences in viremia, 
immune activation, or systemic microbial translocation were noted between the 
experimental groups throughout SIV infection. Furthermore, clinical indices of dis-
ease progression including survival curves did not reveal any evidence for enhanced 
disease progression in the dysbiotic animals.
Conclusions: Our results demonstrate that microbial dysbiosis does not signifi-
cantly influence host/viral dynamics during untreated SIV infection and may sug-
gest that observed dysbioses in untreated HIV infection may be ancillary to disease 
progression. 

TUPEA0133
Nadir CD4+ T-cell count strongly predicts gut disbyosis  
in HIV infection
Y. Guillén1, M. Noguera-Julian1, J. Rivera2, M. Casadellà1, M. Rocafort1,  
M. Parera1, C. Rodríguez1, J. Carrillo1, B. Mothe1, J. Coll3, J. Navarro4, M. Crespo4,  
C. Brander1, E. Negredo3, J. Blanco1, M.L. Calle2, B. Clotet1, R. Paredes1,  
The Meta-HIV Study Group 
1Irsicaixa, Badalona, Spain, 2Universitat de Vic, Vic, Spain, 3HIV Unit & Lluita Contra 
la SIDA Foundation, Badalona, Spain, 4Hospital Universitari Vall d’Hebrón, Infectious 
Diseases Unit, Barcelona, Spain 
Presenting author email: yguillen@irsicaixa.es

Background: HIV-1 infection exerts rapid, severe and continuous damage to the 
intestinal lining and gut-associated lymphoid tissues, followed by chronic inflam-
mation and severe immune deregulation, which are only partially restored with an-
tiretroviral treatment. However, the nature, extent, constrains and mechanisms by 
which HIV infection may alter the composition and function of the gut microbiome 
remain controversial. Whole metagenome shotgun sequencing (WMGS) analyses 

could advance our understanding on HIV disbyosis by providing higher taxonomic 
and functional resolution over 16S rDNA sequencing.
Methods: Fecal WMGS (Illumina HiSeq, 10 million sequences/sample) was used to 
characterize the taxonomic (Metaphlan.v2), genetic (Integrated Gene Catalogue) 
and functional (KEGG) composition of the intestinal microbiome of HIV-1-
negative (N=27) and HIV-1-infected (N=129) individuals with different immune 
profiles. The relative abundance of microbial species and functions were correlated 
with gene richness, soluble inflammation and bacterial translocation markers and 
CD4+ counts, using Wilcoxon and Kruskal-Wallis tests with Benjamini-Hochberg 
correction and Spearman rank tests, as needed. Multivariate linear regression was 
used to identify independent predictors of low microbial gene richness.
Results: Microbial gene richness showed a bimodal distribution, enabling the clas-
sification of subjects into Low (LGC) and High Gene Count (HGC) categories. 
Most (89.3%) HIV-1-infected subjects but only 40.7% HIV-negatives clustered in 
the LGC group (p<0.001). Lower nadir CD4+ count was a strong independent pre-
dictor of LGCs [OR for <100 c/mm3 vs HIV negative: 14.0 (95%CI: 2.0, 288.7), 
p=0.023]. HGCs were significantly enriched in Reactive Oxygen Species (ROS)-
sensitive methanogenic archaea and butyrate-producing and cellulose-consuming 
bacteria, and showed increased methane and butanoate metabolism, as well as 
pathways linked to DNA replication. Conversely, subjects in the LGC group were 
enriched in gram-negative ROS-resistant bacteria, including Proteobacteria, and 
had increased LPS biosynthesis, complex carbohydrate metabolism and microbial 
antioxidant enzymes able to counterbalance ROS accumulation. Microbial species 
associated with higher gene richness were negatively correlated with soluble mark-
ers of systemic inflammation and bacterial translocation.
Conclusions: HIV-induced immune deficiency is linked to significant shifts in the 
composition and function of the gut microbiome, which suggest adaptation to oxi-
dative stress. Loss of methane and butyrate-producing anti-inflammatory microbes 
and increase in LPS biosynthesis and Proteobacteria might contribute to self-per-
petuate HIV disbyosis. 

TUPEA0134
Gut dysbiosis during acute HIV infection
B. Liao1,2, J.V. Garcia1, A. Wahl1 
1University of North Carolina at Chapel Hill, Infectious Diseases, Chapel Hill, 
United States, 2Guangzhou No. 8 People’s Hospital, Guangzhou Medical University, 
Guangzhou, China 
Presenting author email: awahl@med.unc.edu

Background: Gut dysbiosis contributes to HIV disease progression. However, little 
is known about the critical changes that occur to the gut microbiome during the 
course of HIV infection and how they may affect the establishment and mainte-
nance of the HIV reservoir. A clear understanding of how the gut microbiome is 
altered during the course of acute HIV infection and its role in disease is essential to 
inform the development of novel interventions that could interfere with the estab-
lishment of the HIV reservoir and curtail disease progression. Direct experimenta-
tion in humans to establish gut microbiota’s role in HIV disease and persistence is 
not possible. Therefore, we used a new in vivo model consisting of bone marrow/
liver/thymus (BLT) humanized mice that have been colonized with human gut mi-
crobiota (HuM-BLT mice).
Methods: HuM-BLT mice were generated from germ-free NOD/SCID/IL2Rγc-/- 
(NSG) mice maintained in germ-free isolators. Germ-free NSG mice were colo-
nized with human gut microbiota by oral fecal transplantation of a well-charac-
terized human fecal sample. HuM-BLT mice were exposed vaginally to HIV. Fecal 
pellets collected longitudinally from HuM-BLT mice before and after HIV exposure 
(6 weeks) were analyzed with 16S amplicon sequencing. Infection was monitored 
longitudinally by measuring peripheral blood levels of HIV-RNA, CD4+ T cells, and 
CD8+ T cell activation.
Results: Consistent with HIV infection in humans, we observed significantly 
decreased CD4+ T cell levels (p=0.0101) and increased CD8+ T cell activation 
(p=0.0241) in the peripheral blood of HIV-infected HuM-BLT mice. Consistent 
with the composition of the human inoculum, the gut microbiome of HuM-BLT 
mice was dominated by Bacteroidetes, Firmicutes, and Verrucomicrobia. Our anal-
ysis demonstrated significant alterations in the frequency of genera Coprococcus 
and Dorea (p=0.0163 and p=0.0167 respectively) in the gut microbiome of HuM-
BLT mice during acute HIV infection.
Conclusions: Our results show that alterations in gut microbiome composition be-
gin during acute HIV-infection and suggest that gut dysbiosis likely develops over-
time. This is in agreement with data collected from a limited number of recently 
infected patients. Administration of novel interventions that promote maintenance 
of healthy gut microbiota during acute HIV infection are needed to inhibit the de-
velopment of gut dysbiosis during chronic infection and disease progression. 
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TUPEA0135
High levels of polymicrobial vaginal communities and genital 
inflammation in HIV-infected women
S. Pinto-Cardoso1, M. Chavéz1, M. Gómez1, O. Briceño1, D. Garrido-Rodriguez1,  
K. Romero1, N. Klatt2, G. Reyes-Terán1 
1National Institute of Respiratory Diseases, Centre for Research in Infectious Diseases 
(CIENI), Mexico, Mexico, 2University of Washington, Department of Pharmaceutics, 
Seattle, United States 
Presenting author email: sandra.pinto@cieni.org.mx

Background: Studies on the vaginal microbiome (VM) in HIV infection have been 
primarily focused on HIV transmission and acquisition. Data on the VM after HIV 
infection is limited. Understanding how HIV infection and antiretroviral therapy 
(ART) shapes the VM and the local host inflammation may inform on women’s re-
productive health and contribute towards developing therapies aimed at manipulat-
ing the VM of HIV-infected women.
Methods: We conducted a cross-sectional study by enrolling HIV+ (n=28) and HIV- 
(n=26) women. Metagenomic shotgun sequencing was performed on total DNA 
extracted from vaginal swabs and analysed using MetaPhlAn2 package. Bacterial 
communities were clustered into Lactobacillus- and polymicrobial-dominant VM. 
Microbial diversity was calculated by computing the Shannon index. Principal coor-
dinate analysis (PCoA) was performed based on UNIFRAC distances using QIIME. 
Cytokines were measured in supernatants obtained from the cervical cytobrushes 
using a 30-plex Luminex assay. Comparisons between groups were performed using 
non-parametric Mann-Whitney test. Correlations were performed using Spearman 
rank correlation coefficient.
Results: Demographic and clinical characteristics are presented in Table 1. 

 HIV- HIV+ p
N 26 28  

Age 40 [25.50-44.50] 41 [34.50-49] 0.1764
Vaginal pH 5.5 [5-6.0] 5.5 [5-6.5] 0.8109

CD4 T cell count (cells/mm3) NA 491 [329-728]  
Plasma Viral Load (HIV-1 copies/mL)

Undetectable (n=23) NA <40  
Detectable (n=5) NA 82 [52-8324]  

N ART-Naïve; N on ART NA 5/28; 23/28  
Values are given as median and 25%-75% percentiles. NA: not applicable

[Table 1]

We found a trend for a higher percentage of Lactobacillus-dominant VM in HIV- 
compared to HIV+ women (61.8% versus 39.2%; p=0.17). Mucosal microbial diver-
sity (Shannon index) was similar between HIV- and HIV+ women (p=0.61). PCoA 
analysis revealed no clustering of bacterial communities according to HIV status 
(PERMANOVA p=0.56). Overall, low abundance of Lactobacillus spp. inversely 
correlated with higher pH (r=-0.3148, p=0.021). Several cytokines including IL-1β, 
TNF-α, IL-17 and IL-10 were significantly increased in women with polymicrobial 
VM compared with Lactobacillus-dominant VM (p= 0.043, p=0.0138, p=0.0368 
and p=0.0308 respectively).
Conclusions: Profiling of the VM revealed that the majority of HIV+ women had 
polymicrobial VM and high levels of pro-inflammatory cytokines indicative of local 
host inflammation. Our work suggests that intervention studies targeting the VM 
would benefit women ś reproductive health in addition to ART. 

TUPEA0136
High abundance of Prevotella in gut microbiota of perinatally 
HIV-infected children despite suppressive antiretroviral therapy 
is indirectly associated with CD4 T cells
U. Kaur1, N. Rajnala2, B. Parachalil Gopalan2, R. D’souza2, A. Shet2, R. Tandon1 
1Jawaharlal Nehru University (JNU), School of Biotechnology, Delhi, India, 2St. John’s 
Research Institute, Bengaluru, India 
Presenting author email: s.urvinder@gmail.com

Background: Perinatal HIV infection is characterized by rapid HIV disease progres-
sion with high initial HIV replication rate compared to adults. Although antiretrovi-
ral therapy (ART) has greatly reduced HIV replication to undetectable levels, there 
is persistent HIV-associated inflammation. While gut microbiota changes have 
correlated with increased levels of inflammation in HIV-infected adults, little is 
known about microbiota composition and inflammation in perinatally HIV-infected 
children. 
We hypothesized that compared to uninfected children, perinatally HIV-infected 
children will have distinct microbiota composition, that will be associated with per-
sistent inflammation and disease progression despite ART.

Methods: We performed bacterial 16s ribosomal DNA sequencing on fecal 
samples collected from 26 HIV-infected children; treatment-naïve (n=14), ART-
experienced, virologically suppressed (n=12); and age-matched HIV-negative con-
trols (n=6) as described in Table 1. Multi-analyte bead-based assays were used to 
analyze soluble cytokines, TNF-α and IP-10. 

Parameters Treatment-naive ART-experienced HIV negative controls
Number of subjects 14 12 6
Age (years) 10 (8-12) 11 (7-12) 9 (7-15)
Male/Female ratio 11/3 8/4 3/3
CD4 count (cells per µl) 644 (330-1334) 1141.5 (523-2406) 1343 (863-1884)
Plasma viral load 
(HIV RNA copies per ml)

33,779 
(1,461-4,31,237) Not detectable Not applicable

[Table 1: Subject characteristics]

Results: HIV-infected children had, compared to HIV negative controls, signifi-
cantly higher levels of Prevotella (median 70.8% vs 7.33%; p=0.02), and decreased 
Bacteroides (median 0.27% vs 15.25%; p=0.01). The ART therapy had no ef-
fect on the relative abundance of Prevotella between treatment-naïve and ART-
experienced HIV-infected children. Compared to controls, Prevotella levels remain 
elevated in HIV-infected children despite ART therapy (p=0.03, median 77.9% 
vs 7.33%). Prevotella levels negatively correlated with the absolute CD4 counts 
in treatment-naïve (p=0.03, r=-0.69) or ART-experienced HIV-infected children 
(p=0.03, r= -0.75). Untreated HIV-infected children had higher levels of soluble 
TNF-α (median 5.91 vs 0; p=0.0001) and IP-10 (median 1692 vs 394; p=0.001) 
compared to controls. The levels of soluble IP-10 and TNF-α decreased during 
ART-therapy (p<0.05). However, IP-10 remains elevated in ART-experienced 
group compared to controls (median 523 vs 394; p=0.03). The levels of IP-10 
positively correlated with Prevotella in treatment-naïve HIV-infected children 
(p=0.03, r=0.66), however this correlation was lost during ART therapy.
Conclusions: Compared to controls, HIV-infected children present unique gut-
microbiota with higher abundance of Prevotella and decreased Bacteroides, and 
elevated levels of IP-10 that persists despite ART. 

TUPEA0137
The study of gorilla enteric virome dynamics: association  
with SIV infection
M. D’arc1, C. Furtado2, J.D. Siqueira2, A. Ayouba3, M. Peeters3, M.A. Soares1 
1Universidade Federal do Rio de Janeiro, Rio de Janeiro, Brazil, 2Instituto Nacional 
de Câncer, Rio de Janeiro, Brazil, 3Institut de Recherche pour le Développement, 
Montpellier, France 
Presenting author email: mireladarc@gmail.com

Background: The pathogenicity of Simian Immunodeficiency Virus (SIV) in great 
apes is unclear, but infection in chimpanzees has already been associated with pro-
gression to an AIDS-like disease. The expansion of the enteric virome associated 
with disease progression in an AIDS-like context has also been described in the 
rhesus macaques model. The aim of this study was to identify and compare enteric 
viromes of SIV-infected and uninfected gorillas, and to assess their relationship with 
SIVgor pathogenesis in their natural host.
Methods: We have used Next-Generation Sequencing (NGS) to analyze non-
invasive samples (faeces) of 22 wild gorillas from Cameroon, 11 SIV-infected and 
11 uninfected individuals. NGS was carried out in a HiSeq 2500 Illumina plat-
form and analyses were conducted with an in-house pipeline using the programs 
FastQC, Sickle-Master, BlastX - Viral Database from GenBank/NCBI, MEGAN5 
and RStudio.
Results: The viral families Bromoviridae, Myoviridae, Podoviridae, Rhabdoviridae 
and Tymoviridae were statistically (p< 0.01) more abundant in the uninfected group, 
whereas Alloherpesviridae, Herpesviridae, Reoviridae and Siphoviridae families 
were more abundant (p< 0.01) in the SIV-infected group. Also, two distinct clusters 
were recognizable when a 1,000 cp/mL cutoff of SIVgor viral load in faeces (ranged 
in 655 to 31,497 cp/mL) was used to assess within-group diversity. Finally, we are 
able to detect adenovirus-assigned reads (virus associated with intestinal disease in 
rhesus monkeys with advanced AIDS) only in the SIV-infected samples that belong 
to the smaller viral load group with known infection status for at least 3 years. In 
general, we clearly notice that few families can serve as proxies for SIV infection, 
such as Reoviridae and Alloherpesviridae associated with SIV-infected samples.
Conclusions: This is the first evidence for the association of some mammalian viral 
families (like Adenoviridae, Herpesviridae and Reoviridae) with the presence of the 
SIVgor in a putative dysbiosis context, linking this phenomenon to disease progres-
sion. Virome stability studies clearly provide better markers of pathogenic infection 
progression than bacteriomes. However, further studies are still needed to better 
understand the influence of SIV pathogenesis on infected gorilla populations in the 
wild, and to associate deeper taxa (virus genera and species) to SIV status in these 
animals. 
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TUPEA0138
Changes in the gut and blood microbiome after starting 
antiretroviral therapy in HIV-1-infected patients
K. Vigil1, N. Ajami2, D. Lewis1, J. Couturier1, J. Adachi1,2,3, J. Petrosino2 
1The University of Texas - Houston- Mc Govern Medical School, Houston, United 
States, 2Baylor College of Medicine, Houston, United States, 3MD Anderson Cancer 
Center, Houston, United States 
Presenting author email: karen.j.vigil@uth.tmc.edu

Background: HIV infection is characterized by intestinal damage, gut microbiome 
dysbiosis, immune activation and systemic inflammation.
We aim to examine whether starting ART altered the GI and serum bacterial mi-
crobiota of HIV-1-infected-subjects and whether immune activation markers cor-
related with microbiome changes
Methods: 23 HIV-1 infected subjects were enrolled. Six patients were elite control-
lers (EC) or viremic controllers (VC) who did not receive ART. Blood and stool 
samples were collected at baseline and 4 weeks after starting ART. Microbiota-
community composition was profiled by 16S-rRNA sequencing in stool and serum. 
sCD14 was measured by EIA
Results: There was no significant difference in the GI-microbiome alpha-diversity 
between HIV-infected and historical non-infected subjects. 
The main dominant phyla in HIV-infected patients based on relative abundance 
were Firmicutes and Bacteroidetes, followed by Proteobacteria and Actinobacteria. 
At the genus level, demonstrated that the most abundance taxa were Faecolo-
bacterium, followed by Prevotella, Lachnospiraceae, Blautia and Bacteroides. 
At week 4, median HIV RNA was 41copies/mL. ART did not significant increase 
alpha-diversity in the GI-microbiome. There was decrease of Bacteroidetes and in-
crease of Firmicutes. At the genus level, there was an increase in the abundance of 
Prevotella, Lachnospiraceae, Blautia and decrease of Bacteroides. Median sCD14 
level was 2500 +/-926 ug/mL pre-ART and 2175 +/-803 ug/mL post-ART (p=0.6)
EC and VC patients have reduced alpha diversity of the GI microbiome compared 
to HIV non-controllers. Moreover, they have different microbiota composition 
at the genus level. EC patients have more Bacteroides and less Prevotella com-
pared to the other groups. Both EC and VC cases have more Clostridiales and 
Pseudobutyrivibrio compared to the HIV non-controllers. EC and VC had higher 
sCD14 compared to HIV-naïve-subjects (2812+/-1206 ug/mL vs 2500+/-926 
ug/mL p=0.07) and treated subjects (2812+/-1206 ug/mL vs 2175+/-803ug/ml, 
p=0.07).
Bacterial microbiome was not identified in serum samples of any of the patients.
Conclusions: HIV-1-infected-patients microbiome has increased abundance of 
pathobionts such as Prevotella. There was a trend of ART to improve markers of im-
mune-activation and alter the microbial communities. HIV-controlers have a more 
favorable GI-microbiome. Further HIV studies are needed to better understand 
the GI-microbiome in this population. 

TUPEA0139
Effect of HIV on the rectal microbiome in the Chicago site  
of the Women’s Interagency HIV Study (WIHS)
B. Williams1,2, K. Weber3, G. Chlipala4, C. Evans5,6, R. Morack3, A. French7,8,9 
1Rush University, Infectious Disease, Chicago, United States, 2Ruth M Rothstein 
CORE Center of Cook County, Infectious Disease, Chicago, United States, 3Cook 
County Health & Hospital System, Chicago, United States, 4University of Illinois 
Chicago, Medicinal Chemistry and Pharmacognosy, Center for Pharmaceutical 
Biotechnology, College of Pharmacy, Chicago, United States, 5Northwestern 
University, Preventive Medicine and Center for Healthcare Studies, Chicago, United 
States, 6Department of Veterans Affairs, Center of Innovation for Complex Chronic 
Healthcare, Hines, United States, 7Rush University Medical Center, Infectious Disease, 
Chicago, United States, 8Ruth M Rothstein CORE Center of Cook County, Chicago, 
United States, 9Stroger Hospital of Cook County, Internal Medicine, Chicago, United 
States 
Presenting author email: brettwilliams0@gmail.com

Background: Individuals with HIV have increased gut microbial translocation and 
distinct gut microbiota compared to uninfected controls. Prior studies were small 
and included few women or matched controls, it remains unclear whether this dif-
ference is caused by behavior in men who have sex with men (MSM) or HIV. To 
determine if differences in gut microbiota are due to HIV versus behavioral factors, 
we evaluated rectal swab derived microbiota of HIV-infected and well-matched un-
infected women from similar neighborhoods in the Chicago cohort of the Women’s 
Interagency HIV Study (WIHS).
Methods: Rectal swabs were collected with a Dacron swab at two time points one 
year apart. Samples were snap frozen in liquid nitrogen. DNA was extracted using 
PowerSoil® DNA Isolation Kit (MO BIO Laboratories, Carlsbad, CA) and am-
plified for sequencing of fragments of bacterial small subunit (SSU or 16S) ribo-
somal RNA (rRNA) genes. Sequence data were processed using a QIIME pipeline. 

Shannon and Bray-Curtis indices were calculated with default parameters in R us-
ing the vegan library. The rarefied genera data, taxonomic level 6, were used to 
calculate both indices. For Bray-Curtis indices, the rarefied data were filtered to 
remove any taxon with an abundance of less than 1% of the total abundance in the 
dataset.
Results: Rectal microbiota of HIV infected (n=136) and uninfected women (n=55) 
did not differ by Shannon diversity index (p=0.14), Bray-Curtis dissimilarity indices 
(ANOSIM, R=0.0027, p=0.488) or copy number of individual taxa. Bray-Curtis 
analysis of samples from the same individuals collected one year apart demon-
strated similar rectal microbiome stability over time in both HIV infected and HIV 
uninfected women (p=0.889).
Conclusions: This large study of rectal microbiota in WIHS women suggests that 
HIV infection alone does not alter the diversity, composition or stability of the 
rectal microbiome. Differences in prior serostatus findings may be driven by sex/
gender differences in sexual practices rather than HIV specifically. Additionally 
rectal swab samples were highly acceptable, feasible, and efficient to collect. The 
microbiome was relatively stable over time suggesting that this method of microbi-
ome investigation does not suffer disproportionately from artifact. Further studies 
should assess whether differences exist in the microbiome of the proximal bowel. 

TUPEA0140
Alterations in dendritic cells status and B cell subsets in  
HIV-1-infected children at different stages of disease
H. Aggarwal1, O. Chaudhary1, M.A. Makhdoomi1, R. Singh2, K. Sharma3,  
R. Lodha2, M. Srinivas3, S.K. Kabra2, R.M. Pandey4, B.K. Das5, K. Luthra1,  
HIV-1 infected children 
1All India Institute of Medical Sciences, Biochemistry, New Delhi, India, 2All India 
Institute of Medical Sciences, Pediatrics, New Delhi, India, 3All India Institute of 
Medical Sciences, Pediatrics Surgery, New Delhi, India, 4All India Institute of Medical 
Sciences, Biostatistics, New Delhi, India, 5All India Institute of Medical Sciences, 
Microbiology, New Delhi, India 
Presenting author email: hinaaggarwal@outlook.com

Background: Multiple B cell defects have been reported in HIV-1 infected indi-
viduals including alterations in distribution of B cell subsets and excessive B cell 
activation. Dendritic cells (DCs) regulate B-cell activation through B lymphocyte 
stimulator (BLyS). Disease progression is faster in children than adults. Less than 
5% children maintain stable CD4 counts beyond 7 years of infection without ART 
and are termed as Long Term Non Progressors (LTNPs). Hence understanding the 
effect of HIV-1 on DC mediated B cells dysfunction in HIV-1 infected children at 
different stages of the disease is important to develop strategies for intervention 
and restoration of B cell function.
Methods: A total of 19 asymptomatic, perinatally HIV-1 infected, ART naïve chil-
dren, and 14 seronegative children (controls) were recruited. Based on the CD4 
counts and years post infection, they were categorized as LTNPs (n=11), and pro-
gressors (n=8). Median Fluorescent Intensity (MFI) of BLyS on dendritic cells sur-
face, percentages of myeloid dendritic cells (mDCs), plasmacytoid dendritic cells 
(pDCs), naïve B cells, mature activated B cells and memory B cells were deter-
mined by flow cytometry.
Results: Progressors demonstrated significantly lower CD4 counts and higher viral 
load as compared to LTNPs (p< 0.05). Lower percentages of mDCs and pDCs were 
observed in progressors vs. LTNPs and controls. The expression of BLyS on mDCs 
and pDCs was significantly higher in progressors vs. controls (p<0.05), whereas in 
LTNPs it comparable to that in the controls (p>0.05). We observed higher percent-
ages of mature activated B cells and significantly lower percentages of memory B 
cells in Progressors compared to LTNPs (p<0.05).
Conclusions: Our study suggests that lower percentages of DCs subsets is associ-
ated with faster disease progression in HIV-1 infected children. Higher expression 
of BLyS on the surface of DCs is associated with lower percentages of memory B 
cells and higher percentages of mature activated B cells in progressors vs. LTNPs, 
thereby promoting disease progression 
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TUPEA0141
Epigenetic dysregulation of the major histocompatibility 
complex region in HIV-infected children on antiretroviral 
therapy
S. Shiau1,2,3, R. Strehlau3, S. Wang4, A. Violari5, M.B. Terry2, F. Patel3,  
E.J. Abrams2,3,6, A. Liberty5, S.M. Arpadi1,2,6, A. Coovadia3, L. Kuhn1,2,3 
1Columbia University, College of Physicians and Surgeons, Gertrude H. Sergievsky 
Center, New York, United States, 2Columbia University, Mailman School of Public 
Health, Department of Epidemiology, New York, United States, 3University of the 
Witwatersrand, Rahima Moosa Mother and Child Hospital, Empilweni Services and 
Research Unit, Johannesburg, South Africa, 4Columbia University, Mailman School of 
Public Health, Department of Biostatistics, New York, United States, 5University of 
the Witwatersrand, Chris Hani Baragwanath Hospital, Perinatal HIV Research Unit, 
Johannesburg, South Africa, 6ICAP at Columbia University, New York, United States 
Presenting author email: ss2568@columbia.edu

Background: Recent data in adults suggest HIV infection and antiretroviral therapy 
(ART) affect the host epigenome. However, epigenetic dysregulation in children 
with HIV has not been reported. We performed an epigenome-wide association 
study (EWAS) to identify differential DNA methylation patterns between treated 
HIV-infected and HIV-uninfected South African children.
Methods: Genome-wide DNA methylation was profiled using the Illumina Infinium 
HumanMethylation450 BeadChip array in whole blood from 120 HIV-infected 
children (46% male) and 60 age-matched HIV-uninfected children (50% male) 
aged 4-9 years (mean 6.4 years) in Johannesburg, South Africa. HIV-infected 
children were initiated on ART <2 years of age and were all suppressed <400 cop-
ies/mL on a lopinavir/ritonavir-based regimen when methylation was assessed. 
Pre-processing was performed with the R/Bioconductor RnBeads package. 
Differentially methylated CpG sites (DMCs) were selected (limma) if they had a 
False Discovery Rate q-value <0.05 and |Δβ|>0.05, where Δβ is the mean methyla-
tion difference between groups. Differentially methylated regions (DMRs) were 
selected (DMRcate) if they had a Stouffer p-value <0.05, maximum |Δβ|>0.05, 
and contained ≥2 CpG sites. Analyses were adjusted for age, sex, and estimated cell 
type proportions (minfi).
Results: 370,683 CpG sites and 179 samples were suitable for analysis after pre-
processing. 1,309 DMCs were selected (Figure 1), including 1,271 hyper-methyl-
ated and 38 hypo-methylated in HIV-infected children. The top hypo-methylated 
DMC was located in the promoter region of the NLRC5 gene on chromosome 16 
which regulates major histocompatibility complex (MHC) class I molecule expres-
sion. Many additional sites were associated with genes on the extended MHC region 
on chromosome 6. The selection of 315 DMRs also identified 23 genes located in 
this region.
Conclusions: We found extensive DNA methylation dysregulation in treated HIV-
infected children compared to age-matched uninfected children. Many of these 
methylation changes were on genes involved in adaptive immunity. These results 
provide novel insights into immunology pathways affected by HIV. 

[Figure 1. Volcano plot displays mean DNA methylation difference between  
HIV-infected and HIV-uninfected children at genome-wide CpG sites vs. -log10 
(unadjusted P-value), after adjustment for age, sex, and cell type proportion; selected 
sites on genes related to major histocompatibility complex region are labeled]

TUPEA0142
Biomarkers of progression after HIV acute/early infection: 
nothing compares to CD4+ T-cell count?
G. Turk1, Y. Ghiglione1, M. Hormanstorfer2, N. Laufer1,3, R. Coloccini1, J. Salido1, 
C. Trifone1, M.J. Ruiz1, J. Falivene1, M.P. Holgado1, M.P. Caruso1, M.I. Figueroa2,3, 
H. Salomón1, L.D. Giavedonni4, M.A. Pando1, M.M. Gherardi1, D. Rabinovich1, 
P.A. Pury5, O. Sued2 
1Instituto Investigaciones Biomédicas en Retrovirus y SIDA INBIRS, Buenos Aires, 
Argentina, 2Fundación Huesped, Buenos Aires, Argentina, 3Hospital Juan A. 
Fernández, Unidad Enfermedades Infecciosas, Buenos Aires, Argentina, 4Southwest 
National Primate Research Center, Texas Biomedical Research Institute, San Antonio, 
United States, 5FaMAF, Universidad Nacional de Córdoba, Córdoba, Argentina 
Presenting author email: omar.sued@huesped.org.ar

Background: Progression of HIV infection is variable among individuals. Despite 
implementation of effective ART, definition of disease progression biomarkers is 
still fundamental. Apart from CD4+ T-cell count (CD4TC) and viral load (VL), sev-
eral parameters have been individually proposed as biomarkers by our group and 
others. Here, we aimed to categorize their predictive potential using decision trees 
and analyze their possible implementation in the clinical setting.
Methods: A total of seventy-five subjects were enrolled during acute/early HIV 
infection (< 6 months postinfection). CD4TC and VL determinations were per-
formed at enrollment (baseline sample) and during 1 year. This study only included 
samples and data from subjects while off-treatment. Immune activation (HLA-DR 
and CD38 expression), HIV-specific immune response (ELISPOT) and HLA hap-
lotype were determined in a subset of 41 individuals at baseline sample. Within this 
group, plasma levels of 39 cytokines were determined by Luminex in 27 individuals. 
Progression was defined as CD4TC decreasing below 350 cells/µl or experienc-
ing AIDS-related B/C events within 12 months post-infection. Data was analyzed 
by machine learning and non-parametric methods and adjusted for multiple com-
parisons. Variable hierarchization was performed by Weka correlation based feature 
selection and J48 decision tree
Results: Plasma IL-10, IP-10, sIL-2Rα and TNF-α directly correlated with baseline 
VL while IL-2, TNF-α, FGF-2 and Mip-1β inversely correlated with CD4+ T-cell 
activation (p<0.05). However, none of these cytokines had good predictive value to 
distinguish progressors from non-progressors. Similarly, immune activation, HIV-
specific immune responses and HLA haplotypes had lower discrimination power 
when compared to clinical parameters (CD4TC and VL). Baseline CD4TC was the 
most potent variable to distinguish progressors from non-progressors with a cut-off 
of 436 cells/µl (accuracy=0.93, k-Cohen=0.85)
Conclusions: In our cohort, baseline CD4TC was the strongest predictor of dis-
ease progression early after infection. Limited discerning power of the other factors 
might be related to frequency, variability and/or sampling time. Surprisingly, high 
baseline CD4TCs were observed even in subjects that progressed rapidly, reinforc-
ing the importance of early ART initiation. Also, efforts should be made to de-
velop and make available CD4TC determination techniques to all possible settings. 
Future studies based on decision trees to identify biomarkers of posttreatment 
control are warrantied. 

TUPEA0143
Illicit drug use alters the composition and HIV inhibitory 
function of semen exosomes
J. Welch1, C. Okeoma1,2 
1University of Iowa, Microbiology, Iowa City, United States, 2University of Iowa, 
Molecular and Cellular Biology, Iowa City, United States 
Presenting author email: jennifer-welch@uiowa.edu

Background: Sexual contact is one of the most common modes of HIV transmis-
sion. Although semen is the primary vector, the likelihood of transmission per act of 
heterosexual coitus with an infected individual is less than 1%. These facts suggest 
that in addition to the protection provided by the mucosa, semen contains factors 
that may render HIV non-infectious. Previously, we showed that the nanovesicles 
called exosomes that were isolated from semen of HIV-uninfected men who do not 
use illicit drugs robustly inhibit infectivity of HIV-1. Exosomes have emerged as ef-
ficient vesicles of intercellular communication, whose composition and function 
depends on their originating cell. Because the cellular response to HIV infection is 
impaired by illicit drug use and has been associated with worsening disease progres-
sion, it is critical to evaluate the effect of illicit drug use on the characteristics of 
semen exosomes and their protective property against HIV infection.
Methods: Exosomes were isolated from semen of illicit drug users (n=3) and non-
users (n=4). Transmission electron microscopy, NanoSight NTA, and dynamic light 
scattering were used to examine the physical properties of exosomes. SDS-PAGE 
gel silver staining, acetylcholine esterase assay, flow cytometry, and qRT-PCR were 
used to evaluate exosomal composition. TZM-bl HIV-1 infectivity reporter assay 
was used to assess exosomal function.
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Results: Illicit drug use does not alter the physical properties or overall protein 
footprint of semen exosomes. However, assessment of exosome-specific markers 
revealed reduced proteinaceous and RNA content from donors that used illicit 
drugs. Functionally, semen exosomes from donors that used illicit drugs did not in-
hibit HIV infection, while exosomes from non-users potently inhibit HIV infection. 
Correlative comparisons suggest that reduced expression of the exosome markers 
CD63 and CD9 may be linked to the diminished HIV-inhibitory phenotype of se-
men exosomes from illicit drug users.
Conclusions: These findings suggest that illicit drugs may alter the composition and 
function of semen exosomes during biogenesis. Further comprehensive analyses 
are required to identify the mechanistic action of illicit drugs on semen exosome 
cargo composition and function. These studies will provide the knowledge necessary 
to disentangle the complex nature of illicit drugs and increased susceptibility to HIV 
infection from a biological perspective. 

TUPEA0144
Multiple effects of nef on host by-stander cells:  
from cholesterol metabolism to epigenetic changes
M. Bukrinsky1, L. Dubrovsky1, D. Sviridov2 
1George Washington University School of Medicine and Health Sciences, Microbiology, 
Immunology, and Tropical Medicine, Washington, United States, 2Baker IDI Heart and 
Diabetes Institute, Melbourne, Australia  

Background: The Nef protein of HIV-1 is the main factor of viral pathogenesis. 
The mechanisms of Nef-mediated impairment of cholesterol metabolism in HIV-
infected cells involve downregulation and inactivation of the main cellular choles-
terol transporter, ABCA1, via Nef binding to ER chaperone calnexin and disrupting 
the interaction between calnexin and ABCA1. Recent studies demonstrated that 
Nef is included into exosomes produced by HIV-infected cells, and exosomal Nef 
has pathogenic activity against by-stander cells. However, mechanisms of this ac-
tivity remain unknown. 
Here, we present analysis of the effects of exogenously added Nef on cholesterol 
metabolism and inflammatory responses of uninfected monocyte-derived macro-
phages.
Methods: For cholesterol metabolism studies, MDM were incubated overnight with 
recombinant myristoylated Nef (100 ng/ml) or exosomes harvested from super-
natant of Nef-transfected HEK293T cells (1 ng/ml of Nef measured by ELISA). 
ABCA1 was measured by Western blot and ABCA1-calnexin interaction - by co-
immunoprecipitation. For innate memory analysis, undifferentiated monocytes 
were incubated with rNef during the first 24 h of differentiation, Nef was removed, 
and cells were allowed to differentiate for additional 6 days. MDM were stimu-
lated with 25 ng/ml LPS (TLR4 ligand), 25 ng/ml PAM (TLR 2/3 ligand), or 500 
ng/ml R848 (TLR 7 ligand), and IL-6 and TNFα release was measured by ELISA. 
Inflammatory gene expression was analyzed by QIASeq RNA panel.
Results: Nef-treated cells expressed reduced levels of ABCA1 and cholesterol ef-
flux. Nef also disrupted interaction between ABCA1 and ER chaperone calnexin. 
Similar levels of inhibition were observed with recombinant and exosomal Nef, 
despite the fact that exosomes contained 100-fold less Nef. Stimulation of Nef-
exposed macrophages with TLR7 ligand resulted in a significant (3 fold) increase 
in IL-6 and TNFα release. The increase after TLR4 stimulation was smaller (about 
50%), but significant, whereas no increase was observed after TLR2/3 stimulation. 
Expression analysis revealed overexpression of a number of genes, including IL6, 
IFITM1, MIF, IFI27.
Conclusions: This study reveals a potent effect of exosomal Nef on cholesterol 
metabolism of MDM. It also shows that Nef induces pro-inflammatory memory 
in MDM. Given that Nef is produced in ART-treated subjects, these results may 
explain sustained inflammation and metabolic co-morbidities in this population. 

TUPEA0145
Comorbidities in people living with HIV (PLWHIV) compared 
to general population: an epidemiological analysis using a claims 
database in France
V. Pourcher1, S. Bouee2, J. Gourmelin3 
1Hôpital Pitié-Salpêtrière, Assistance Publique-Hôpitaux de Paris, Pierre et Marie 
Curie University, Infectious and Tropical Diseases Department, Paris, France, 2Cemka, 
Bourg en Reine, France, 3INSERM, Villejuif, France 
Presenting author email: valerie.martinez@aphp.fr

Background: Improvements in diagnosis and care, including the development 
of antiretroviral therapies (ART), has increased the life expectancy of PLWHIV. 
Several studies have assessed the epidemiology of comorbidities in HIV patients; 
however a gap remains to see the prevalence of these comorbidities when compared 
to a control group (non-HIV infected). Despite the treatment improvements, co-

morbidities continue to complicate patient outcomes. We aimed to assess the cur-
rent prevalence of comorbidities of the HIV infected population and compare to a 
matched control group from the general population in France.
Methods: This study is a retrospective health insurance claims database analysis 
using Echantillon Généraliste de Bénéficiaires (EGB), comprising of 1% representa-
tive sample of subjects covered by the general health insurance scheme. A cohort of 
patients diagnosed with HIV in 2011 was extracted from the database and followed 
to 2014. Comorbidity prevalence, assessed using ICD-10 codes, were estimated 
and compared with a non HIV infected control group (1 HIV infected to 2 controls) 
matched based on an age, gender, area of residence and socioeconomic status.
Results: 1,092 subjects were HIV infected and 2,183 were identified in the control 
group: in both populations 68.9% were male, mean age was 46.6 years. Results 
for comorbidities are shown in Table 1. More prevalent in the HIV than the control 
group were hypertension (27.8% versus 23.6% (p=0.003), (21.9% versus 14.7% (p< 
0.0001)) and chronic renal disease (1.0% versus 0.1% p = 0.0007). Prevalence of 
diabetes and bone fractures were similar between the two groups.
Conclusions: In this HIV population with a mean age approaching 50, the preva-
lence of important non-AIDS-related comorbidities is higher that matched HIV 
negative controls. In this analysis, cardiovascular diseases and risk factors are more 
frequent in HIV patients, highlighting the need for changes in HIV management 
including regular monitoring and specific therapy to reduce long term risk. 

 HIV infected (%) General Population (%) p Value
Cardiovascular diseases* 7.5 4.1 <0.0001

Hepatitis B or C Coinfection 15.0 0.4 <0.0001
Chronic Renal Disease 1.0 0.1 0.0007

*Cardiovascular diseases include any of the five comorbidities: Chronic Ischaemic heart disease; 
Cardiac failure; Chronic Rheumatic Heart disease; Stroke or TIA or Peripheral artery disease.

[Table 1: Prevalence of comorbidities amongst HIV + and control group ]

TUPEA0146
Class-modeling analysis reveals T-cell homeostasis disturbances 
involved in loss of immune control in elite controller patients
J.M. Benito1,2, A. León3, N. Rodríguez1,2, C. Restrepo1,2, L.A. Sarabia4, R. Placios5, 
M. García1,2, A. Cabello6, M. Górgolas6, M. Leal7, J. Ligos8, N. Rallón1,2 
1Instituto de Investigación Sanitaria-FJD, UAM, Madrid, Spain, 2Hospital Universitario 
Rey Juan Carlos, Móstoles, Spain, 3Hospital Clinic of Barcelona, IDIBAPS, Barcelona, 
Spain, 4Universidad de Burgos, Burgos, Spain, 5Hospital Virgen de la Victoria, Málaga, 
Spain, 6Hospital Universitario Fundación Jiménez Díaz, Madrid, Spain, 7Hospital 
Virgen del Rocío, Sevilla, Spain, 8Centro Nacional de Investigaciones Cardiovasculares, 
Madrid, Spain 
Presenting author email: jbenito1@hotmail.com

Background: Although elite controller (EC) patients are able to maintain unde-
tectable HIV-viral load, not all of them achieve immunological control (stable CD4 
T-cell counts), which can lead them to relevant clinical implications. Therefore, it is 
important to elucidate mechanisms involved in the CD4 T-cells loss in these sub-
jects. In this study, a deep approach of the immunological factors related to the 
CD4 T-cells loss was explored.
Methods: A total of 36 EC patients, 22 with stable CD4 counts („control group“) 
and 14 with CD4 decline („case group“) were included, plus 20 healthy controls 
(HC). Different aspects of HIV immunopathogenesis (activation, maturation, ex-
haustion, thymic production, senescence, Treg-cells) were evaluated using a com-
prehensive flow cytometry analysis. Statistical analysis was approached by means of 
Partial Least Squares (PLS)-class modeling methodology in order to detect subtle 
differences associated with loss of immunological control.
Results: Both groups of patients were comparable in terms of age, sex or CD4 
counts at the moment of the analysis. Two PLS models were developed: one to 
discriminate between EC patients and HC (PLS1), and another to discriminate 
between case and control groups of patients (PLS2). Both PLS models showed 
very high levels of sensitivity (98% and 97% for PLS1 and PLS2 respectively) and 
specificity (98% and 97% respectively). Thus, PLS-class modeling enabled us to 
decide whether a sample belonged to one of the three categories: control group, 
case group, or HC. Using this approach we were able to detect subtle, but deter-
minant, alterations in T-cell homeostasis parameters associated to loss of immuno-
logical control in EC. Among them, high-levels of exhaustion of CD4 (p=0,01) and 
CD8 (p=0,04) T-cells, high levels of effector CD8 T-cells (p=0,008), high levels of 
senescence of CD8 T-cells (p=0,02), and low levels of naïve CD8 T-cells (p=0,02).
Conclusions: Our results demonstrate the existence of a state of T-cell homeostasis 
disturbance associated to immunological progression in EC patients, suggesting the 
existence of active pathogenic mechanisms operating even in the face of undetect-
able viral replication. Knowledge of mechanisms underlying T-cell homeostasis dis-
turbance will be of pivotal. 
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TUPEA0147
Older age at infection is associated with long-term  
non-progression in women infected with non-subtype B HIV-1
V. Mochache1, B. Richardson2, L. Masese3, K. Mandaliya4, J. Shafi3, J. Kinuthia5, 
W. Jaoko6, J. Overbaugh7, S. McClelland8 
1National AIDS Control Council, Policy, Monitoring and Research, Nairobi, Kenya, 
2University of Washington, Biostatistics, Seattle, United States, 3Women’s Health 
Project, Mombasa, Kenya, 4Coast Provincial General Hospital, Mombasa, Kenya, 
5Kenyatta National Hospital, Research, Nairobi, Kenya, 6University of Nairobi, 
Medical Microbiology, Nairobi, Kenya, 7Fred Hutchinson Cancer Research Center, 
Seattle, United States, 8University of Washington, Epidemiology, Seattle, United 
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Background: A number of studies of people infected with HIV-1 have reported on 
antiretroviral (ART)-naïve individuals who show little disease progression despite 
prolonged infection (long-term non-progressors [LTNPs]). Few have assessed the 
prevalence and correlates of LTNPs in populations predominantly infected with 
non-subtype-B HIV-1.
Methods: We analyzed data from the Mombasa Cohort, a prospective study of fe-
male HIV-1 seroconverters in Kenya with estimated dates of infection. We defined 
two LTNP groups: LTNP-7 had ART-naïve duration of infection ≥7 years with the 
majority of CD4+ counts ≥600 cells/mL; LTNP-10 had a duration ≥10 years with 
the majority of CD4+ counts ≥500 cells/mL. We conducted a nested case-control 
study comparing correlates among LTNPs (7 and/or 10) versus non-LTNPs who ac-
crued similar, ART-naïve follow-up using logistic regression.
Results: Between February 1993 and March 2014, there were 332 HIV-1 sero-
converters with estimated dates of infection. Of 77 women with sufficient follow-
up to be evaluated for LTNP status, 13 (16.9%) were categorized as LTNPs based on 
one or both definitions (8 LTNP-7 and 2 LTNP-10 and 3 both). The predominant 
infecting HIV-1 subtype was A (75.0%). Significant correlates of LTNP status in 
multivariable analyses included age >30 years versus <30 years at infection (adjust-
ed odds ratio [aOR]=29.02, 95% confidence interval [CI]: 2.72-309.83, P=0.005) 
and history of prior pregnancy at enrollment compared to nulliparity (aOR=0.02, 
95% CI: 0.00-0.47, P=0.02). Each log10 increase in plasma viral load set point was 
associated with a significantly lower likelihood of LTNP status (aOR=0.23, 95% CI: 
0.08-0.68, P=0.008).
Conclusions: Long-term non-progression was strongly associated with older age at 
time of infection and parity. The association between older age and LTNP status was 
not attenuated by adjustment for viral set point, suggesting an alternative mecha-
nism for long-term non-progression. 

TUPEA0148
Decrease of blood HIV reservoirs over years in  
HIV-controllers
V. Avettand-Fenoel1,2, F. Boufassa3, E. Gardiennet4, P. Lopez4,  
C. Lecuroux3,5, A. Saez-Cirion6, O. Lambotte3,7,8, C. Rouzioux1,2,  
CODEX ANRS Cohort Study Group 
1Université Paris Descartes EA 7327, Paris, France, 2AP-HP, Laboratoire de Virologie, 
CHU Necker-Enfants Malades, Paris, France, 3INS, Kremlin Bicêtre, France, 
4Université Paris Descartes, Paris, France, 5CEA, DSV/iMETI, Division of Immuno-
Virology, IDMIT, Fontenay, France, 6INS, Paris, France, 7CEA, DSV/iMETI, Division 
of Immuno-Virology, IDMIT, Fontenay aux Roses, France, 8APHP Hôpital Bicêtre, Le 
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Presenting author email: veronique.avettand@aphp.fr

Background: Total HIV-DNA is a convenient marker to monitor the reservoir size 
in HIV-infected patients. This study aimed to describe the HIV-DNA dynamics 
in blood of HIV-1 infected individuals showing natural long-term virological and/or 
immunological control (ANRS CODEX cohort).
Methods: HIV-DNA was quantified prospectively by ultrasensitive real-time PCR 
in frozen PBMC during follow-up of 36.4 months [24.2-48.2]. 192 subjects (95 
men) with at least two measurements (median 3 measurements, [2-7]) were ana-
lyzed. Marker dynamics were modeled by mixed-effect linear models.
Results: At the time of the first HIV-DNA quantification in the cohort, CD4 
count was 760 (196-2063) cells/mm3 (median (range)), HIV-RNA load was 0.71 
(0.01-2.87) log cp/mL andHIV-DNA was 1.45 (0.00-3.36) log cp/Million PBMC. 
Individuals with HIV-RNA>2log at inclusion in the cohort (n=9) increased their 
total HIV-DNA over time (slope: +0.108 log/year, p=0.02), whereas HIV-DNA 
decreased in HIV controllers with 1 log< HIV-RNA< 2log (slope: -0.024log/year, 
p=0.38)(n=31) or HIV-RNA< 1log (slope: -0.072log/year, p< 0.001)(n=54).

[Fig 1. HIV-DNA kinetics according to HIV-RNA levels]

HIV-DNA decreased overtime in subjects with weak anti-HIV CD8 T cell respons-
es (slope: -0.060log/year)(n=130) whereas the slope was not significantly different 
from 0 in individuals with strong anti-HIV CD8 T cell responses (n=62).

[Fig 2. HIV-DNA kinetics according to weak responder or strong responder status]

Conclusions: In this large long-term study, we report that HIV blood reservoirs 
significantly decrease over years in some HIV controllers, similarly to post-treat-
ment controllers. We hypothesize that this decrease contribute to the maintenance 
of high control. This is in contrast with the HIV-DNA increase observed in HIV-
infected progressors. Weak CD8 T cell responses among controllers might be the 
result of a tighter control of infection. 

TUPEA0149
Post treatment control in an adult with perinatally acquired  
HIV following cessation of antiretroviral therapy
J. McMahon1,2,3, J. Chang4, S. Tennakoon4, A. Dantanarayana4, C. Cherry1,2,3,  
R. Doherty5,6, P. Cameron1,4, S. Lewin1,4 
1Alfred Hospital, Infectious Diseases, Melbourne, Australia, 2Monash University, 
Infectious Diseases, Melbourne, Australia, 3Burnet Institute, Melbourne, Australia, 
4Peter Doherty Institute for Infection and Immunity, The University of Melbourne and 
Royal Melbourne Hospital, Melbourne, Australia, 5Monash University, Department 
of Paediatrics, Melbourne, Australia, 6Monash Children’s Hospital, Department of 
Infectious Diseases, Melbourne, Australia 
Presenting author email: james.mcmahon@monash.edu

Background: Virological remission is reported after antiretroviral therapy (ART) 
cessation in adults and one infant treated very early after infection. However post-
treatment control [PTC] has never been described in chronic infection after peri-
natal acquisition and rarely in adults.
Methods: Clinical review and laboratory analysis of a perinatally HIV infected adult 
with PTC. We quantified HIV persistence by PCR including HIV DNA and cell-
associated unspliced (CA-US) HIV RNA in total and sorted CD4+ T-cell subpopu-
lations (naïve, central, transitional, effector memory and terminally differentiated, 
[N/CM/TM/EM/TD]). Four-digit HLA typing was performed.
Results: A 25-year-old woman diagnosed at age 2.2 years and no prior opportunis-
tic infection, commenced ART at 3.5 years with one and then two antivirals. She 
achieved virological suppression after combination ART from age 7.5-23 years with 
26/33 plasma HIV RNA measurements below limit of detection. When detected, 
HIV RNA ranged 37-309 copies/mL. At age 25, two years before enrolment, ART 
was ceased, HIV RNA ranged from < 20-104 copies/ml off ART, with stable CD4+ 
T-cell counts (704-869 cells/µL) and percentage (47-51%). 
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[ART history HIV viral load and CD4%]

The participant had subtype B virus, was homozygous for wild-type CCR5 and 
demonstrated one HLA-allele associated with viral control (B14:02/C08:02) 
and two alleles seen in the previously reported perinatally infected PTC (A23:01, 
C08:02). CA-US HIV RNA was 2.4 log10copies/million copies. 18S and HIV DNA 
was 0.9 log10/million cell equivalents. Flow cytometry sorting of naive (0.8%), cen-
tral (0.6%), transitional (23.1%), effector memory (0.7%) and terminally differen-
tiated (71.9%) CD4+ subpopulations revealed all cells were infected with highest 
to lowest levels of CA-US HIV RNA in CM>EM>N>TM>TD and HIV DNA was 
CM>N>TM>EM>TD.
Conclusions: We describe PTC in an adult with perinatally acquired HIV and pro-
longed viremia before ART. Virus was enriched in long lived T-cell subsets and one 
protective HLA allele was detected. Understanding PTC in different clinical set-
tings may identify new strategies to achieve HIV remission. 

TUPEA0150
Follicular helper t cell function sustains high-level specific 
memory B cell responses in sponstaneously controlled HIV 
infection
M. Claireaux1, A. Nouël1, M. Galperin1, O. Lambotte2,3,4, D. Benati5,  
M. Mukhopadhyay1, S. Hendou6, F. Boufassa6, J.-F. Delfraissy2,3,4, L. Chakrabarti1 
1Institut Pasteur, Unité de Pathogénie Virale, Paris, France, 2AP-HP, Department of 
Internal Medicine and Clinical Immunology, University Hospital Paris Sud, Le Kremlin 
Bicêtre, France, 3INSERM U 1184, Center for Immunology of Viral Infections and 
Autoimmune Diseases, Le Kremlin Bicêtre, France, 4UMR-1184, Université Paris Sud, 
Le Kremlin Bicêtre, France, 5Center for Regenerative Medicine ‚Stephano Ferrari’, 
University of Modena and Reggio Emilia, Modena, Italy, 6INSERM U 1018, Center for 
Research in Epidemiology and Population Health (CESP), Le Kremlin Bicêtre, France 
Presenting author email: mathieu.claireaux@pasteur.fr

Background: Follicular helper T cells (Tfh) play an essential role in the maturation of 
the antibody response by providing help to B cells. To determine whether this CD4+ 
T cell subset may contribute to the spontaneous control of HIV replication, we ana-
lyzed the phenotype and function of circulating Tfh (cTfh) in HIV Controllers from 
the ANRS CO21 CODEX cohort.
Methods: HIV Controllers (HIC, n=13) with a viral load < 50 copies/mL were com-
pared to treated patients with a similarly low viral load (HAART, n=16). HIV-specific 
cTfh were detected ex vivo by MHC-II tetramer labelling of CD4+CD45RA-
CXCR5+ T-cells. The transcriptional profile of tetramer-positive cells was deter-
mined by single-cell multiplexed qPCR analysis (Biomark). To evaluate cTfh func-
tion, cocultures of cTfh with autologous CD20+ CD27+ memory B lymphocytes 
(BL) were tested for plasmablast differentiation (CD38hi BL) and total or gp140-
specific IgG secretion.
Results: The total cTfh population was predominantly central memory (CCR7+) 
and showed comparable PD-1 expression levels in both groups (medians: HIC: 29%; 
HAART: 26%). The study of HIV-specific CD4+ T cells revealed a marked increase 
in PD-1 expression (medians: HIC: 76%; HAART: 77%) in the cTfh compartment 
of both groups, suggesting that specific cTfh received chronic antigenic stimulation 
in spite of low viremia. At the transcriptional level, HIV-specific cTfh expressed low 
Blimp-1 levels, as expected, but did not upregulate Bcl-6. While cTfh from healthy 
donors proved highly functional, cTfh from both the HIC and the HAART groups 
showed a degree of dysfunction as measured by the number of plasmablasts and 
by total IgG secretion. This defect appeared reversible, as it was abrogated by the 
addition of IL-6 in the cTfh/BL cocultures. Of note, the HIV-specific memory B 
cell response differed in the HIC and HAART groups, with higher Env-specific IgG 

production in cTfh/BL cocultures from Controllers (P=0.02). Supplementation 
with IL-6 increased the difference, resulting in 60x higher Env-specific IgG con-
centrations in cocultures from the HIC group (P=0.004).
Conclusions: These findings suggest that key Tfh/BL interactions are preserved in 
naturally controlled HIV infection, resulting in potent memory B cell responses 
that may play an underappreciated role in HIV control. 

TUPEA0151
Exome-wide association study in HIV-infected individuals 
identifies a functional variant related to long-term non 
progression in UBXN6
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9Pasteur Institute, Functional Genetics of Infectious Diseases, Paris, France 
Presenting author email: fdiezf@isciii.es

Background: Long-term non-progressors (LTNP) are a heterogeneous group of 
HIV-1 infected individuals characterized by their ability to maintain high CD4+ T 
cell counts and control viral replication for years in the absence of antiretroviral 
therapy. Nevertheless, LTNP phenotype is far to be fully understood. The present 
study aims to identify host functional determinants of non-progression in a Spanish 
cohort of LTNPs.
Methods: An exome genotyping microarray interrogated 247,722 single nucleotide 
polymorphisms (SNPs) of 85 LTNP. The allelic frequencies of this group were com-
pared with a healthy population of 267 individuals through Fisher ś test. Different 
populations were used to confirm an aberrant frequency of rs1127888 in LTNP, 
including a group of HIV-1 infected individuals with a typical pattern of disease pro-
gression (TP; n=58) and two reference populations, 1000 Genomes Project (EUR; 
n=503) and Exome Sequencing Project (EA; n=4300). UBXN6-knockdown medi-
ated by siRNAs were conducted to assay the role of this gene in HeLa and mature 
dendritic cells (MDC) infected with different HIV-1 luciferase-expressing recom-
binant viruses, including NL4.3-Luc (CXCR4-tropic), JR-Ren (CCR5-tropic) and 
VSV-NL4.3Luc-R−E− (CD4/coreceptor-independent entry). Cell infection was 
assessed through measurement of Relative Luciferase Units (RLU). The expression 
of UBXN6 and UBXN6-interacting protein CAV1 was measured by Western-blot 
and immunofluorescence assays.
Results: The SNP rs1127888 located in 19p13.3 and associated with UBXN6 
reached genome-wide significance (p=7.34x10-11; q=2.11 x 10-6, after Bonferroni 
correction) in the LTNP/control association study. The anomalous allelic and ge-
notypic frequencies of rs1127888 observed in LTNP were confirmed with refer-
ence populations (EUR and EA) and by sequencing in TP population. The predicted 
effect of rs1127888 causes A31T missense variant in UBXN6 protein. UBXN6-
knockdown in HeLa cells increases CAV1 expression by 33% and its accumulation 
in the plasma membrane. UBXN6-knockdown increased infection with VSV-
NL4.3Luc-R−E− by 29.5% compared with controls whereas no differences were 
found after the infection with NL4.3-Luc. Preliminary results in MDC showed an 
increase in RLU by more than 3 times after the infection with JR-Ren in cells where 
UBXN6 were silenced.
Conclusions: The SNP rs1127888 causing A31T variant of UBXN6 was associated 
with LTNP phenotype. UBXN6-silencing resulted in altered CAV1 availability and 
increased HIV-1 infection through enhancement of CD4/coreceptor-independent 
endocytosis. 

TUPEA0152
Compromised macrophage-mediated HIV trans infection of 
CD4 T cells is linked to lipid raft dissociation
D. Campbell DeLucia, G. Rappocciolo, J. Martinson, C. Rinaldo 
University of Pittsburgh, Pittsburgh, United States 
Presenting author email: dmc111@pitt.edu

Background: A small percent of persons control HIV infection without antiretro-
viral therapy. We previously showed that this non-progressor (NP) phenotype is 
linked to dysfunctional cholesterol-dependent trans infection of HIV from profes-
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sional antigen-presenting cells (APC; dendritic cells [DC] and B cells) to CD4 T 
cells. Macrophages (MΦ) have enhanced cholesterol sensing abilities and are in-
volved in HIV dissemination. We sought to determine if MΦ cholesterol is altered 
in NP, and what effects cholesterol content and distribution have on trans infection 
and surface protein expression.
Methods: MΦ were generated in vitro from monocytes. Trans infections were per-
formed by co-culture of R5 HIV Bal-exposed APC with autologous CD4 T cells 
followed by p24 ELISA. Total cell cholesterol was measured with the Amplex Red 
assay. Cell membrane cholesterol was visualized by flow cytometry.
Results: MΦ trans infection was undetectable in NP compared to progressors (PR). 
NP MΦ displayed less total cholesterol, but similar cell membrane cholesterol con-
centrations compared to PR. DC-SIGN expression on MΦ was significantly lower 
in NP, suggesting NP and PR may have differential plasma membrane lipid rafting 
that is required for functional surface expression of DC-SIGN. Within seronega-
tives (SN), MΦ trans infection efficiency positively correlated with the percentage 
of DC-SIGN+ MΦ. Deficient trans infection in SN was associated with dissociated 
lipid rafting in APC. Interestingly, lowering cholesterol synthesis in SN MΦ de-
creased trans infection efficiency and cis infection, as well as lipid rafting.
Conclusions: We linked MΦ-mediated trans infection with HIV progression. 
Differential MΦ cholesterol concentrations and DC-SIGN expression in NP and 
PR, and the ability of statins to impede lipid rafting and decrease trans infection, 
suggest that a cholesterol-associated, virus-cell interaction is paramount for HIV 
trans infection and disease progression. We are currently comparing NP and PR 
by RNA Seq to elucidate mechanistic components of cholesterol mediated trans 
infection. Based on APC-T cell proximity and interactions in lymphoid organs, our 
data support APC-mediated trans infection as an important mechanism of virus 
dissemination and reservoir maintenance. 

TUPEA0153
Functional characterization of a public TCR clonotype  
identified against the HIV-1 Gag A2-FK10 epitope
G. Anmole1, S. Jin1, X.T. Kuang1, J. Wang1, S. Mujib2, M.A. Ostrowski2,  
M.A. Brockman1,3,4 
1Simon Fraser University, Molecular Biology and Biochemistry, Burnaby, Canada, 
2University of Toronto, Immunology, Toronto, Canada, 3Simon Fraser University, 
Health Sciences, Burnaby, Canada, 4British Columbia Centre for Excellence in HIV/
AIDS, Vancouver, Canada 
Presenting author email: gsa26@sfu.ca

Background: T cell receptor (TCR) repertoire diversity determines the breadth and 
specificity of an individual’s cytotoxic T lymphocyte response against HIV infec-
tion. A better understanding of features associated with highly active antiviral TCR 
may inform strategies to reduce or eliminate latent HIV-1 infection, particularly in 
the context of diverse or “escaped” epitopes.
Methods: Tetramer+ CD8 T cells against Gag FS8 (FLGKIWPS) were isolated by 
FACS from HLA-A*02+ HIV non-progressors. Paired TCR alpha and beta CDR3 
sequences were determined using single-cell RT-PCR. Full-length TCR genes 
were reconstructed and transfected into Jurkat cells along with CD8 alpha and 
NFAT-driven luciferase reporter. TCR+ Jurkat “effector” cells were co-cultured 
with A*02+ “target” cells pulsed with FK10 peptide or variants and TCR-mediated 
signaling was quantified by luminescence.
Results: A dominant TCR clonotype reactive against A2-FK10 was observed in two 
unrelated individuals. In one case, clone 1A9 was observed at ~60% frequency in 
tetramer-sorted cells. In the second case, clone 4A4 was observed at 100% fre-
quency. 1A9 and 4A4 encoded identical alpha and beta Variable genes (TRAV12-1, 
TRBV7-2). Furthermore, their alpha CDR3 sequences differed by 1 amino acid, 
and their beta CDR3 sequence differed by 4 amino acids. 1A9 and 4A4 showed 
similar antigen sensitivity to FS8 (EC50: 0.29 ng/µL and 0.23 ng/µL, respectively) 
and FK10 (EC50: 2.1 ng/µL and 0.97 ng/µL) in a TCR signaling assay. Analysis of 
FS8 variants indicated that positions 4, 6 and 7 were critical for signaling by both 
TCR, and a natural polymorphism at peptide position 4 (Gag K436R) similarly ab-
rogated their activity.
Conclusions: We have identified a novel “type 2” public TCR clonotype against 
A2-FK10 with nearly identical sequences, signaling capacities and peptide cross-
reactivity profiles. Our results indicate that the T cell response elicited towards this 
HIV epitope may be highly restricted, but nevertheless effective once generated. 

TUPEA0154
Evaluation of combined protective effect of five variant 
genotypes on susceptibility to HIV infection in discordant 
couples
N. Lebedeva1, I. Efremov2, R. Turakulov3, A. Pronin4 
1GUZ of Moscow Region, Moscow Regional Center of AIDS and Infectious Diseases 
Prevention and Treatment, Diagnostics, Moscow, Russian Federation, 2Emanuel 
Institute of Biochemical Physics of Russian Academy of Sciences, Moscow, Russian 
Federation, 3Australian Genome Research Facility, Melbourne, Australia, 4Moscow 
Region AIDS Center, Moscow, Russian Federation 
Presenting author email: lebedevanatalya@rocketmail.com

Background: HIV-negative partners in discordant couples provide a fair opportu-
nity to study highly exposed seronegative individuals (HESN). Having analyzed epi-
demiological information about 500 HESN from discordant couples, we selected 
a subgroup to analyze a number of allele variants contributing to HIV resistance.
Methods: The study was performed in 2016 and included HESN from hetero-
sexual discordant couples with history of sexual relationship ranging 1 to 12 years. 
These couples are being followed-up in Moscow Regional AIDS Center. DNA was 
extracted from venous blood. Allelic variants were determined by PCR/RFLP in 
five polymorphic loci related to HIV susceptibility (CCR5-Δ32, CCR5-T303A, 
CCR2-V64I, DC-SIGN-VNTR, and SDF-1 3’A). Combined contribution of the 
genotypes to presumable protective effect was evaluated using the total genotype 
score (TGS) approach. In statistical comparisons, exact Fisher test was used.
Results: For genotype analysis, we selected HESN who
(i) had lived together for 6-12 years,
(ii) had partners with confirmed viral load,
(iii) self-reported regular unprotected sexual contacts, and
(iv) had been passing regular medical examination in the AIDS Center.
This HESN subgroup consisted of 9 men and 25 women, though in the total HESN 
sample the proportions of men and women were almost equal (247 and 253). Having 
stratified our HESN sample by years of sexual relationship, we found that propor-
tion of women increased with time: from 43.5% after 1-5 years to 69.1% after 6-12 
years (p<0.001). A control group (matched by age and gender) was composed of 34 
HIV patients who had been infected through heterosexual contacts. Genotypes in 
the selected loci were determined in both groups. Allele and genotype frequencies 
evaluated separately for each locus did not show significant difference between the 
groups. To analyze a possible combined effect, TGS values were ascribed to each 
individual, based on published data. TGS distributions in the HESN and control 
groups were significantly different (p=0.030).
Conclusions: Our results, indicating protective role of the combined variation in 
five genes affecting HIV entrance into cells, contribute to understanding the ge-
netic background of HIV susceptibility. The TGS method proved to be a useful tool 
for evaluation of genotype interplay in samples of limited size. 

TUPEA0155
Interleukin-21/microRNA-29 axis in natural resistance  
to HIV-1 infection
P.A. Serna Ortega1, I. Saulle1, V. Mercurio1, E.M. Lori1, M. Masetti1, C. Fenizia2, 
D. Trabattoni1, S. Lo Caputo3, F. Vichi3, F. Mazzotta3, M. Clerici4, M. Biasin1 
1University of Milan, Chair of Immunology, Department of Biomedical and Clinical 
Sciences, Milan, Italy, 2University of Milan, Department of Pathophysiology and 
Transplantation, Milan, Italy, 3S. Maria Annunziata Hospital, Infectious Disease, 
Florence, Italy, 4Don C Gnocchi Foundation, Physiopathology Medical-Surgery & 
Transplantation, Milan, Italy 
Presenting author email: paula.serna@unimi.it

Background: Interleukin-21 (IL-21) controls HIV-1 infection through the elicita-
tion of different antiviral mechanisms, including Th17 lineage commitment and 
the induction of microRNA(miR)29, a miRNA endowed with anti-HIV activity 
whose expression is significantly increased in HIV-exposed seronegative individuals 
(HESN). We investigated possible interactions between IL-21 and the overall im-
munological outcome responsible for natural control of HIV-1 infection.
Methods: CD4+ T lymphocytes isolated from 15 Italian HESN exposed to HIV 
through unprotected sexual intercourses and from 15 HIV-unexposed healthy con-
trols (HC) were in vitro infected with an R5 tropic HIV-1 Ba-L strain . 
Seven days post infection we evaluated: 
1) p24 production (ELISA); 
2) CD4+/IL21+ and CD4+/IL17+ T lymphocytes (FACS); 
3) IL-21 and IL-17 concentration in supernatants (ELISA); and 
4) IL-21, IL-17 as well as mir29a, b, c expression by CD4+ T lymphocytes (qPCR). 
The same analyses were performed at baseline on 15 HIV+ partners.
Results: At baseline, IL-6 and IL-21 expression was significantly higher in HESN and 
HIV+ patients compared to HC. Seven days after in vitro HIV-1 infection, CD4+/
IL21+ and CD4+/IL17+ T lymphocytes, as well as IL-6, IL-17 and IL-21 expression and 
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production were significantly augmented in HESN compared to HC. Interestingly, 
IL-21 upregulation correlated with a significantly increased expression of miR29a, b, 
c and reduced susceptibility to in vitro HIV-1 infection in HESN alone.
Conclusions: The IL-21-miR-29 axis is upregulated by HIV infection in HESN; this 
axis could play an important role in the natural resistance to HIV-infection seen 
in HESN. Approaches that exogenously increase IL-21 production or prompt pre-
existing cellular IL-21 reservoir could confine the magnitude of the early HIV-1 in-
fection. 

TUPEA0156
Immune signatures linked with HIV-1 neutralization breadth
C. Kadelka1,2, T. Liechti1, H. Ebner1, P. Rusert1, R. Kouyos1,2, H. Günthard1,2, 
A. Trkola1, The Swiss HIV Cohort Study 
1University of Zurich, Institute of Medical Virology, Zurich, Switzerland, 2University 
Hospital Zurich, Division of Infectious Diseases and Hospital Epidemiology, Zurich, 
Switzerland 
Presenting author email: kadelka.claus@virology.uzh.ch

Background: The factors that drive broadly neutralizing antibodies (bnAbs) devel-
opment in natural infection are still poorly understood. In the Swiss 4.5K Screen, 
a systematic survey of bnAb activity in 4,484 HIV-1 infected individuals (Rusert, 
Kouyos Nat Med 2016), we identified 239 bnAb inducers, and showed that viral 
load, infection length, viral diversity, and black ethnicity were positively and inde-
pendently associated with bnAb development. We recently found several HIV-1 an-
tibody binding profiles predictive of neutralization breadth (Kadelka CROI 2017). 
Here, we compare the parameters associated with binding activity with those as-
sociated with bnAb activity, and report on improved predictors of neutralization 
breadth.
Methods: Using an in-house established Luminex bead assay, we probed 4,283 
plasma samples included in the Swiss 4.5K Screen for binding antibodies of IgG 
subclasses 1, 2 and 3 against 13 HIV-1 proteins and peptides encompassing Gag (p17, 
p24) and Env. Multivariable regression models were used to detect associations. 
Predictive power was measured using the area under the ROC-curve (AUC).
Results: Viral load differentially steered responses to HIV-1 antigens affecting both 
the magnitude of the response and the IgG subclass diversification; high viral load 
was linked with low binding titers of IgG1 p17&p24, and IgG3 gp41 (each p< 10-9), 
but also with high binding titers of IgG1 gp41 (p< 10-7) and IgG2 gp120 (p=0.01-
10-10). Viral diversity was positively associated with gp120 responses, particularly 
strongly with IgG1 BG505 trimer (p< 10-9). Interestingly, diversity had no influence 
on Gag and gp41, both of which have lower genetic variability than gp120. Infection 
length was in contrast linked with high IgG1 binding titers across diverse antigens 
highlighting that breadth development requires time. Independent from viral 
subtype, black ethnicity was associated with high IgG1 BG505 trimer responses 
(p<10-24) and IgG1 BG505 trimer responses were most predictive of neutralization 
breadth (AUC=0.85). Advanced prediction models based on multiple binding re-
sponses and patient characteristics provided even better bnAb prediction.
Conclusions: Previously identified independent drivers of bnAb activity proved 
to be associated with distinctive HIV-1 binding antibody immune signatures. 
Importantly, binding antibody responses to the BG505 trimer reliably predict 
neutralization breadth, providing a valuable assessment tool of forthcoming vaccine 
efficacy trials. 

TUPEA0157
Preservation of lymphopoietic potential and virus suppressive 
capacity by CD8+ T cells in HIV-2-infected controllers
M. Angin1, G. Wong2,3, L. Papagno2, P. Versmisse1, A. David1, C. Bayard2,  
B. Charmeteau-De Muylder4,5, A. Besseghir6, R. Thiébaut6, F. Boufassa7,  
G. Pancino1, D. Sauce2, O. Lambotte8, F. Brun-Vézinet9, S. Matheron10,  
S.L. Rowland-Jones3, R. Cheynier4,5, A. Saez-Cirion1, V. Appay2, ANRS CO5 
IMMUNOVIR-2 Study Group 
1Institut Pasteur, Unité HIV Inflammation et Persistance, Paris, France, 2Sorbonne 
Universités, UPMC Université Paris 06, DHU FAST, CR7, Centre d’Immunologie et 
des Maladies Infectieuses (CIMI-Paris), INSERM U 1135, Paris, France, 3Nuffield 
Department of Medicine, Oxford, United Kingdom, 4INSERM U 1016, Institut Cochin, 
Équipe ‚Cytokines and Viral Infections’, Paris, France, 5CNRS UMR 8104, Université 
Paris Descartes, Sorbonne Paris Cité, Paris, France, 6CMG de l’INSERM U 1219, 
VIH, Hépatites Virales et Comorbidités: Épidémiologie Clinique et Santé Publique, 
Bordeaux, France, 7INSERM U 1018, Centre de Recherche en Epidémiologie et Santé 
des Populations, Université Paris Sud, Le Kremlin Bicêtre, France, 8INSERM UMR 
1184, Immunologie des Maladies Virales et Autoimmunes (IMVA). Assistance Publique-
Hôpitaux de Paris, Service de Médecine Interne, Hôpitaux Universitaires. Université 
Paris Sud, Le Kremlin Bicêtre, France, 9AP-HP, Laboratoire de Virologie, Hôpital 
Bichat, Paris, France, 10INSERM UMR 1137, Infections, Antimicrobiens, Modélisation, 
Evolution (IAME), Université Paris Diderot, Sorbonne Paris Cité. AP-HP, Service des 
Maladies Infectieuses et Tropicales, Hôpital Bichat, Paris, France 
Presenting author email: mangin@pasteur.fr

Background: Compared with HIV-1, HIV-2 infection is characterized by a larger 
proportion of slow or non-progressors. A better understanding of HIV-2 pathogen-
esis should open new therapeutic avenues to establish control of HIV-1 replication 
in infected patients.
Methods: In this study, we performed a fine characterization of HIV-2-specific 
CD8+ T cells in HIV-2 infected controllers from the French ANRS CO5 HIV-2 
cohort, taking in consideration CD8+ T-cell production capacity, the phenotype of 
HIV-2 tetramer positive cells and HIV-2 suppressive capacity.
Results: HIV-2 controllers display a robust capacity to support long-term renewal 
of the CD8+ T-cell compartment by preserving immune resources, including he-
matopoietic progenitors and thymic activity, which could contribute to the long-
term maintenance of the CD8+ T cell response and the avoidance of premature 
immune aging. Our data support the presence of HIV-2 Gag-specific CD8+ T cells 
that display an early memory differentiation phenotype and robust effector poten-
tial in HIV-2 controllers. We show for the first time to our knowledge that HIV-2 
controllers possess also CD8+ T cells that show an unusually strong capacity to sup-
press HIV-2 infection in autologous CD4+ T cells ex vivo. The HIV-2 suppressive 
capacity of CD8+ T cells correlated with patient CD4+ T cell counts, supporting a 
role of these cells to limit disease progression.
Conclusions: Our data suggest that the effective and durable control in HIV-2-
infected individuals probably participates in a virtuous circle, during which con-
trolled viral replication permits the preservation of immune functions, including 
potent HIV-2-specific CD8+ T cells, thus preventing HIV-2 disease progression. 

TUPEA0158
HLA-C expression levels and binding stability to β2m modulate 
HIV-1 infectivity
F. Parolini1, P. Biswas2, M. Serena3, F. Sironi2, S. Mutascio1, V. Muraro4,  
E. Guizzardi4, M. Malnati2, A. Beretta2, M.G. Romanelli1, D. Zipeto1 
1Università degli Studi di Verona, Neurosciences, Biomedicine and Movement Sciences, 
Verona, Italy, 2IRCCS Ospedale San Raffaele, Milan, Italy, 3University of Oxford, 
Oxford, United Kingdom, 4Service of Transfusion Medicine, AOUI Verona, Verona, 
Italy 
Presenting author email: francesca.parolini@univr.it

Background: HLA-C expression levels lead to different HIV-1 infection out-
comes. A higher expression is associated with a better activation of cytotoxic T 
lymphocytes (CTLs) and thus a better HIV-1 infection control. Vice versa, a lower 
HLA-C expression leads to a rapid progression toward AIDS. Thus, HLA-C highly 
and lowly expressed alleles are defined as protective and non-protective, respec-
tively. Furthermore, different HLA-C alleles have different binding stabilities to 
β2microglobulin (β2m). Interestingly, HLA-C protective alleles are also those that 
bind β2m more efficiently, while the non-protective variants present more free 
chains (not bound to β2m) on the cell surface. It is also known that virions lacking 
HLA-C have reduced infectivity and increased susceptibility to neutralizing anti-
bodies.
Methods: The A3.01 cell line and its HIV-1-infected counterpart ACH-2 were used 
as an in vitro infection model. 293T β2m negative cells, generated using CRISPR/
Cas9 system, were utilized to produce HIV-1 pseudoviruses. PBMC from healthy 
blood donors, harboring both protective or non-protective alleles, were exploited to 
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characterize the proportion between HLA-C associated to β2m and HLA-C pres-
ents as free chains on the cell surface. In addition, PBMC from the same donors 
were tested for their ability to support HIV-1 infection in vitro.
Results: HLA-C free chains, specifically more represented on the surface of in-
fected cells, are responsible for the increase of virions’ infectivity. We observed 
that HIV-1 Env-pseudotyped viruses produced in β2m negative cells, thus lacking 
HLA-C on their envelope, are less infectious than those produced in the presence 
of β2m. 
In PBMC we found that protective HLA-C variants are more stably bound to β2m 
than non-protective ones and that HIV-1, in vitro, infects more efficiently PBMC 
harboring non-protective, weakly bound to β2m, HLA-C alleles.
Conclusions: We propose that the outcome of HIV-1 infection might be driven both 
by the HLA-C surface expression levels and by the HLA-C/β2m binding stability. 
According to this model, the expression of non-protective HLA-C alleles, which 
bind weakly β2m, leads to a reduction of immunocompetent complexes expressed 
on the cell surface and to an increase of HLA-C free chains that raises viral infectiv-
ity, both leading to a rapid progression toward AIDS. 

TUPEA0159
HIV-specific CD8+ T cells from natural HIV-1 controllers  
have a distinct signature associated with enhanced metabolic 
plasticity and antiviral function. ANRS CO21 CODEX
M. Angin1, S. Volant2, C. Lecuroux3, M.-A. Dillies2, F. Boufassa4,  
M. Muller-Trutwin1, O. Lambotte5, A. Sáez-Cirión1, ANRS CO21 CODEX  
Study Group 
1Institut Pasteur, Unité HIV Inflammation et Persistance, Paris, France, 2Institut 
Pasteur, Bioinformatics and Biostatistics Hub - C3BI, USR 3756 IP CNRS, Paris, 
France, 3INS, Le Kremlin Bicêtre, France, 4INSERM U 1018, Centre de Recherche 
en Epidémiologie et Santé des Populations, Université Paris Sud, Le Kremlin Bicêtre, 
France, 5INSERM UMR 1184, Immunologie des Maladies Virales et Autoimmunes 
(IMVA), Assistance Publique-Hôpitaux de Paris, Service de Médecine Interne, 
Hôpitaux Universitaires, Université Paris Sud, Le Kremlin Bicêtre, France 
Presenting author email: mathieu.angin@pasteur.fr

Background: HIV-controllers (HIC) are a rare group of infected patients who can 
control the virus below the limit of detection without antiretroviral therapy. This 
control is usually associated with a strong capacity of HIV-specific CD8 T cells to 
eliminate infected autologous CD4 T cells ex vivo. This capacity seems to be re-
lated to inherent characteristics of CD8 T cells but the mechanisms are still not 
well understood. We made the hypothesis that such enhanced antiviral capacity 
could be engraved in the transcription profile of HIV-specific memory CD8 T cells 
from controllers.
Methods: To define a transcriptional signature associated with control of infection, 
and take into account cellular heterogeneity, single HIV-specific central memo-
ry CD8 T cells from HIC and antiretroviral treated individuals were flow-sorted. 
Single cell gene expression was then measured by real time PCR. Statistical analy-
ses were performed to identify markers that are differentially expressed between 
the two groups and to identify clusters of cells sharing common characteristics. 
Intracellular cytokine staining was used to assess HIV-specific CD8 T cells respons-
es under metabolic stress conditions.
Results: Single cell profiling showed that HIV-specific memory CD8 T cells from 
HIC and non-controllers have distinct transcriptional signatures. When compared 
with non-controllers, HIC upregulated genes linked to effector function and sur-
vival. In contrast non-controllers upregulated genes associated with proliferation 
and exhaustion. These profiles were associated with higher expression of genes 
promoting glycolysis in non-controllers and a different balance of the mTORC1/
mTORC2 pathways in HIC and non-controllers. Functional analyses showed that 
HIV-specific CD8 T cells from HIC were partially dependent on glucose and mi-
tochondrial activity, while cells from non-controllers were exclusively dependent 
on glucose.
Conclusions: Overall our results suggest that poor functionality of HIV-specific 
CD8 T cells from non-controllers could be related to their dependence on glycoly-
sis as primary energy source. In contrast cells from HIC appear to diversify their 
metabolic resources. Our data highlight the inherent singularity of HIV-specific 
CD8 T cells from HIC and hint to a metabolic profile compatible with better cell 
survival and potential to develop anti-HIV effector function under metabolic stress 
conditions. HIV-specific CD8 T cells metabolism appears to be paramount for con-
trol of infection. 

TUPEA0160
Functionality of tissue-resident SIV-specific CD8+ T cells
C.E.C. Starke, J.M. Brenchley 
National Institutes of Health, NIAID, Bethesda, United States 
Presenting author email: carlyelizabeth.starke@nih.gov

Background: Simian immunodeficiency virus (SIV)-specific CD8+ T lymphocytes 
can reduce SIV replication, slowing disease progression. However, SIV-specific 
CD8+ T cells are incapable of reducing viral replication to low levels for the lifespan 
of most SIV-infected rhesus macaques (RM) and the majority of animals progress 
to simian AIDS. Recent studies demonstrated that SIV persists in lymphoid fol-
licles. In a small group of elite controller Asian macaques, SIV replication is spon-
taneously controlled. 
This phenomenon is suggested to be attributed to the unique ability of some CD8+ T 
cells to penetrate into lymphoid follicles and reduce SIV infection of CD4+ follicular 
helper T (TFH) cells.
Methods: To determine whether there are signatures of tissue-resident SIV-specific 
CD8+ T cells associated with increased virologic control, we analyzed molecular and 
immunological characteristics of SIV-epitope specific CD8+ T cells in lymphoid 
and gastrointestinal tract tissues of 12 SIVmac239, SIVsmE543, or SIVsmE660 
infected RM. Seven macaques with viral load less than 10,000 copies/mL were 
considered to be controllers while the remaining 5 were noncontrollers. MHC-I 
tetramers loaded with SIV epitopes were used to identify SIV-specific CD8+ T cells 
and flow cytometric and gene chip analyses were used to unravel phenotypic and 
functional qualities.
Results: While we found no differences in the magnitude of SIV-specific T cell re-
sponses based upon their ability to control viral replication, RM who controlled viral 
replication to low levels exhibited increased CXCR5 expression in lymphoid tissues 
compared to RM with higher viral loads and frequencies of CXCR5+ SIV-specific 
CD8+ T cells negatively correlated with plasma RNA viral load and viral DNA within 
TFH cells. Additionally, frequencies and phenotypes of SIV-specific CD8+ T cells 
were closely associated with those found in the gastrointestinal tract.
Conclusions: Our data suggest that inherent functionality and particular traffick-
ing of SIV-specific CD8+ T cells are important for virologic control. Additionally, 
these results demonstrate that analysis of lymphoid tissues may be reflective of 
T cell responses within the gastrointestinal tract. These results will help to better 
understand the mechanisms that underlie SIV disease progression and the role of 
SIV-specific CD8+ T cells in SIV pathogenesis, which may lead to rational vaccine 
development. 

TUPEA0161
NK cell capacity to accumulate in lymph node follicles  
is associated with SIV control
N. Huot1,2, P. Rascle1,2, B. Jacquelin1, T. Garcia1, M. Ploquin1, R.K. Reeves3,  
N. Derreudre-Bosquet4, M. Müller-Trutwin1,2 
1Institut Pasteur, HIPER, Paris, France, 2Vaccine Research Institute, Creteil, France, 
3Center for Virology and Vaccine Research, BIDMC, Boston, United States, 4CEA, 
IDMIT, Fontenay aux Roses, France 
Presenting author email: nicolas.huot@pasteur.fr

Background: During cART, HIV persists in lymph nodes (LN), in particular in 
B-cell follicles. LN follicles also represent a niche for HIV to hide from most CD8+ 
T cells in HIV/SIV controllers. In this study, we explored mechanisms that allow 
control of viral replication within follicles using a natural host of SIV model, the 
African Green monkey (AGM), which has an uncommon capacity to efficiently 
control SIV replication in LN.
Methods: Six AGM and six cynomolgus macaques were infected respectively with 
SIVagm.sab92018 and SIVmac251 and followed for 6 months. Blood, peripheral LN and 
rectal biopsies were collected at regular intervals before, during acute and during 
chronic infection. Viremia as well as cell-associated viral RNA and DNA were quan-
tified. Confocal microscopy was used to determine viral RNA distribution, changes 
in NK cell localization and cytokine expression. NK cell phenotypes and IL-15+cells 
were analysed by flow cytometry. Functional assays for evaluating NK cell suppres-
sive activity were performed.
Results: We confirmed that AGM show a strong control of viral replication in LNs, 
in particular in follicles. Surprisingly, SIVagm infection induced the accumulation 
of high numbers of NK cells within follicles, associated with a high frequency (25%) 
of CXCR5+ NK cells in secondary lymphoid organs not observed in gut. Follicles 
during SIVagm infection were a large source of IL-15 suggesting a contribution in 
NK cell survival and/or differentiation. We observed an increase of differentiated 
NK cells in AGM LNs at the end of the acute phase when the virus starts to be 
controlled. CXCR5+NK cells from LN displayed a cytotoxic phenotype. We also 
observed a strong capacity of LN AGM NK cells to degranulate. In contrast, intes-
tinal NK cells were rare in AGM in contrast to MAC and did not show an increased 
degranulation during infection.
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Conclusions: We present the first evidence for a distinct anatomical location of 
NK cells between pathogenic and nonpathogenic SIV infection. The discovery of 
NK cell accumulation in follicles reveals a new feature of NK cells in primates. Their 
cytotoxic phenotype brings us to consider NK cells as one possible player in the 
control of HIV/SIV infections in LN. 

TUPEA0162
Dolutegravir-based simplification of antiretroviral therapy 
(mono- and dual therapy) in humanized mice with chronic  
HIV infection
A. Heredia1, S. Hassounah2, S. Medina-Moreno1, N.M. Le1, J.C. Zapata1, Y. Han2, 
T. Mesplede3, R.R. Redfield1, M.A. Wainberg2 
1Institute of Human Virology, University of Maryland School of Medicine, Medicine, 
Baltimore, United States, 2McGill AIDS Centre, Lady Davis Institute, Montréal, 
Canada, 3McGill University AIDS Centre, Lady Davis Institute for Medical Research, 
Jewish General Hospital, Montréal, Québec, Canada., Montréal, Québec, Canada  

Background: The integrase inhibitor Dolutegravir (DTG) has a high genetic bar-
rier to drug resistance. To date, clinical resistance to DTG has not been reported 
in first-line therapy of ART-naïve patients. Proof-of-concept studies suggest that 
DTG might simplify current ART regimens from 3 to 2, or even to 1, drug. Yet, it is 
unclear whether DTG-based mono- or dual-drug therapy will durably sustain HIV 
suppression, without the emergence of resistance.
Methods: In a first study, we evaluated the efficacy of 20-week monotherapy with 
DTG or raltegravir (RAL) in humanized mice (HSC-NSG) infected with HIVBaL. 
In a second study, using the same animal model, we evaluated dual therapy with 
DTG plus lamivudine (3TC). Plasma HIV RNA was measured by qRT-PCR every 
2-3 weeks, lymphocyte subsets by flow cytometry, and drug levels by LC/MS/MS. 
Escape viruses were genotyped and analyzed for replication capacity and drug sus-
ceptibility in tissue culture.
Results: In the monotherapy study (DTG vs RAL), mice in the RAL group had de-
creases in HIV viremia, which became undetectable in 3/4 mice within 6 weeks of 
treatment. However, such suppression by RAL lasted for 2-3 weeks only, rebound-
ing in all animals afterwards. In contrast, DTG suppressed viremia to undetectable 
levels in 5/5 mice within 6 weeks, and suppression was durable in all but one mouse 
that rebounded. Levels of RAL and DTG in plasma were within ranges in humans. 
Viruses from mice failing RAL monotherapy had developed mutations G140S and 
Q148H/K in IN, and were resistant to both RAL (EC50 values of > 100 nM) and 
DTG (EC50 values ranging 8.8-13.3 nM). The only mouse with viremia during DTG 
monotherapy had mutations E138K, G140S, Q148H, N155H and S230R. The vi-
rus from this mouse was highly resistant to both RAL (EC50 > 1000 nM) and DTG 
(EC50 of 550 nM), and replicated to high levels in primary PBMCs. In contrast, 
viruses from untreated mice were sensitive to RAL (EC50 < 8 nM) and DTG (EC50 
< 1 nM). In a follow-up, ongoing study, mice treated with dual therapy (DTG+3TC) 
maintain durable suppression.
Conclusions: DTG monotherapy does not maintain HIV suppression, suggesting 
therapy simplification may require dual therapy. 

TUPEA0163
Modeling viral kinetics predicts a rapid establishment of the 
cytotoxic immune response targeting distinct infected cell 
compartments in SIV controller macaques (ANRS SIC study)
V. Madelain1, C. Passaes2, A. Millet3, V. Avettand-Fenoel3, C. Rouzioux3,  
N. Dereuddre-Bosquet4,5, R. Legrand4,5, B. Vaslin4,5, A. Saez-Cirion2, J. Guedj1 
1IAME, UMR 1137, INSERM, Univ Paris Diderot, Sorbonne Paris Cité, Paris, France, 
2Institut Pasteur, Unité de Régulation des Infections Rétrovirales, Paris, France, 
3Université Paris Descartes EA7327, AP-HP, Hôpital Necker, Paris, France, 4CEA, 
DRF/iMETI, Fontenay aux Roses, France, 5Center for Immunology of Viral Infections 
and Autoimmune Diseases-Inserm U1184 (Joint Research unit CEA-Université Paris 
Sud-INSERM) and IDMIT, Fontenay aux Roses, France 
Presenting author email: vincent.madelain@inserm.fr

Background: Our group recently demonstrated that long term control of SIV can 
be obtained in cynomolgus macaques presenting a H6 MHC allele or in non-H6 
animals infected with a low dose inoculum of SIVmac251 by mucosal route (see 
abstract by Passaes et al.).
Methods: Here we applied mathematical modeling to viral kinetics in this model 
to help unraveling the determinants of viral control. The kinetics of SIV-RNA and 
SIV-DNA was obtained for 18 months in 16 macaques in 3 groups: 
i) H6 macaques infected with 50 AID50 (n=6) ; 
ii) non-H6 macaques infected with 5 AID50 (n=4) ; 
iii) non-H6 macaques infected with 50 AID50 (n=6, controls). 

SIV-RNA and SIV-DNA data were jointly fitted with a mechanistic model of viral 
infection, using population approach (Monolix software).
Results: The rapid viral decline after the peak in controllers could be best repro-
duced assuming a cytotoxic immune response with a saturable infected cells-
dependent growth rate. Interestingly in our model viral control did not correlate 
with the strength of the immune response per se, but rather with an early effective 
response after peak viremia, as corroborated independently by longitudinal ex-vivo 
assessment of CD8 T cells cytotoxic activity (Passaes et al.). Further, SIV-DNA 
after the peak declined slowly in a biphasic manner, suggesting that SIV-DNA after 
the peak largely originates from not or low actively productive cells. In fact, best 
fit to SIV-RNA and SIV-DNA kinetics was obtained assuming 3 compartments of 
infected cells: highly productive cells with a short half-life decreasing from 5.5 days 
(early infection) to 0.3 days after peak viremia, and two populations of weakly or 
nonproductive cells, with half-life of 5.1 and 118 days. Thus one predicts that these 
compartments respectively account for about 1, 5 and 96% of circulating infected 
cells, respectively, in typical controllers at the setpoint viremia.
Conclusions: In conclusion modeling predicts that an early establishment of an ef-
fective CD8 response is key to achieve viral control. Discrepancy between SIV-
RNA and SIV-DNA kinetics reveals that more than 90% of SIV-DNA containing 
cells are not highly producing and not highly targeted by the immune response in 
these controllers. 

TUPEA0164
RNA-Seq reveals lymph node resident pDCs as the primary 
cellular producer of type I IFN in SIV infection
R. Dawoud1, C. Grech1, N. Patel2, G. Tharp2, S. Bosinger3 
1Emory University & Yerkes National Primate Research Ctr, Div. of Microbiology & 
Immunology, Atlanta, United States, 2Emory University & Yerkes National Primate 
Research Ctr, Yerkes Genomics Core Laboratory, Atlanta, United States, 3Emory 
University, Pathology & Laboratory Medicine, Atlanta, United States 
Presenting author email: steven.bosinger@emory.edu

Background: Type I IFN has been long implicated as driver of pathogenesis in 
untreated HIV infection, and recently has been demonstrated to be a barrier to 
eradicating latent virus. Despite its importance, and although elevated expression 
of Interferon Stimulated Genes has long been reported in pathogenic HIV and SIV 
infection, the source of Type I IFN (IFNA and IFNB) has remained elusive.The goal 
of this study was to investigate the transcriptional profiles of pDCs in the blood and 
tissue of pathogenic and non-pathogenic NHPs and test if tissue resident pDCs 
produce Type I IFN in pathogenic SIV infection (Rhesus macaques) and in NHP 
species that do not develop AIDS (Sooty mangabeys).
Methods: Approximately 5,000 pDCs from blood were harvested from 4 SIV- 
Rhesus macaques, and 8 SIV+ Rhesus, 4 SIV+ Sooty mangabeys, and 4 SIV- Sooty 
mangabeys. We also tested pDCs from 10 SIV+ RMs from lymph node, blood and 
gut at necropsy. We profiled gene expression in each subset using Illumina RNA-
Seq. Samples were sequenced to depths of 15 M reads in 100-base single read reac-
tions. The reads were aligned to the Macaca mulatta reference genome MacaM 7.0 
using the STAR algorithm, and gene expression assessed using DESeq2 software.
Results: Strikingly, we found that although IFN-A and IFN-B transcripts were 
absent from pDCs isolated from blood and mucosa, but high levels of transcripts 
were detectable in in pDCs isolated from LNs of SIV-infected rhesus macaques. 
IFNA transcripts were not detectable CD4 T cells from either LN or blood. A con-
trast of transcriptional signatures in pDCs between rhesus (AIDS susceptible) and 
sooty mangabeys (AIDS resistant) demonstrated that pDCs in rhesus had signifi-
cant upregulation of Interferon Stimulated Genes in SIV-infected RM, but not in 
SMs. Expression of lentiviral restriction factors and inhibitory genes was consistent 
across species and infection status of pDCs from the blood.
Conclusions: In this study, we demonstrate that Type I IFN is robustly detectable in 
pDCs isolated from LN, but not blood or gut in SIV-infected rhesus macaques. The 
identification of LN pDCs as the main source IFNA production provides a cellular 
target for depletion-based therapies. 
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TUPEB0365
JC virus progressive multifocal leucoencephalopathy  
clinical presentation and prognosis in HIV and non-HIV 
patients: a case series
M. Drapeau1,2, S. Grandjean Lapierre2,3, F. Coutlée2,3, V. Lavergne4,  
C. Fortin2,3, S. Barkati2, C. Renaud5, L.-P. Haraoui6,7, L. Leblanc4, N. Khairallah8, 
V. Martel-Laferrière2,3, D. Rouleau2,3 
1Université de Montréal, Montreal, Canada, 2Centre Hospitalier de l’Université 
de Montréal, Montreal, Canada, 3Centre de Recherche du Centre Hospitalier de 
l’Université de Montréal, Montreal, Canada, 4Hôpital du Sacré Coeur de Montréal, 
Montreal, Canada, 5Centre Hospitalier Universitaire Ste-Justine, Montreal, Canada, 
6Centre Universitaire de Santé McGill, Montreal, Canada, 7Hôpital Charles Lemoyne, 
Montreal, Canada, 8Hôpital Maisonneuve Rosemont, Montreal, Canada  

Background: Human polyomavirus JC (JCV) is responsible for progressive mul-
tifocal leucoencephalopathy (PML). Introduction of combined antiretroviral 
therapy (cART) and increased use of immunosuppressive and oncologic therapies 
have modified the epidemiology and prognosis of PML. This study objective was to 
evaluate and compare the prognosis, diagnostic delays and clinical and radiological 
presentation of PML in HIV and non-HIV patients.
Methods: This retrospective observational multicentre study was performed in 
4 university-affiliated hospitals of Montreal (Quebec). Patients were recruit-
ed through laboratory information systems and clinical archives interrogation. 
Patients with positive JCV polymerase chain reaction on cerebrospinal fluid and/
or with a clinical diagnosis of PML during a hospitalization episode between January 
2009 and December 2016 were included. Clinical data were collected through 
medical chart review following institutional review board approval. Fisher ś exact 
test and Mann-Whitney tests were used for comparative analysis of categorical and 
continuous variables.
Results: The study includes 13 HIV-infected-patients and 8 non HIV-infected-
patients. One-year survival and time to diagnosis delay data were respectively 
available for 13 and 10 patients in the HIV positive group and for 6 and 8 patients 
in the HIV negative group. One-year survival was 91.7 and 16.7 percent in the HIV 
positive and negative groups respectively (p=0.0039). Median time between initial 
symptoms and PML diagnostic was 70.5 (IQR: 32-147) and 31.5 (IQR 20-133.5) 
days in the HIV positive and negative groups respectively (p=0.45). No differences 
between groups were noted in clinical and radiological presentations.
Conclusions: Preliminary data suggest that PML prognosis is significantly better 
among HIV positive patients. Modern cART and immune status restoration could 
explain this finding. Whether PML or the underlying neoplastic or immunosup-
pressive condition is responsible for high mortality rates in the non-HIV population 
needs further exploring. Diagnostic delays, clinical and radiological presentations 
between HIV positive and negative patients showed no significant differences. 

TUPEB0366
No effect of adjunctive corticosteroids on CD4 cell count 
recovery in HIV patients with Pneumocystis jirovecii pneumonia
T.I. de Vries, B.J. van Welzen, J.E. Arends, T. Mudrikova 
UMC Utrecht, Department of Internal Medicine and Infectious Diseases, Utrecht, 
Netherlands 
Presenting author email: tamarirene.devries@gmail.com

Background: Pneumocystis jirovecii pneumonia (PJP) remains an important cause 
of morbidity and mortality in HIV-infected patients. In case of severe hypoxemia, 
corticosteroids are added to the antibiotic therapy. As corticosteroids are known 
to cause lymphocytopenia, there are concerns that corticosteroid use will cause 
slower CD4 cell count increase after commencement of combined antiretroviral 
therapy (cART). The aim of this study was to evaluate CD4 cell count recovery 
after adjunctive corticosteroid treatment in ART-naïve HIV-infected patients with 
PJP starting cART.
Methods: HIV-infected patients who presented with PJP in the University Medical 
Center Utrecht (Utrecht, The Netherlands) between 1996 and 2015 were included 
in this retrospective study. Demographic and laboratory data, details on ART and 
corticosteroid treatment were retrieved from the hospital charts. The primary 
outcome was the difference in mean CD4 count increase between the corticoste-
roid-treated (CS) group and the non-corticosteroid (non-CS) group after 1-year 
follow-up. The association between corticosteroids and CD4 cell count increase 
was evaluated with linear mixed model adjusted for baseline CD4 counts, age and 
gender. Secondary outcomes were the time needed to achieve plasma HIV-RNA 
<400 copies/mL, and 1-year mortality and recurrence of or new opportunistic in-
fections (OIs).

Results: Sixty-two patients (n=36 in the CS- and n=26 in the non-CS group) were 
included. The groups were matched at baseline except the more profound hypox-
emia in the CS-group. There was no significant difference in the mean increase of 
CD4 cell counts at 1-year follow-up between the CS and non-CS group (243 versus 
222; p=0.60). There was no significant association between the corticosteroid use 
and the increase in the CD4 count (p=0.41). Furthermore, there was no significant 
difference in the time to achieve HIV RNA < 400 copies/mL and occurrence of OIs 
between both groups in the first year after PJP diagnosis. All patients were alive at 
the end of follow-up.
Conclusions: No deleterious effect of adjunctive corticosteroids on CD4-cell 
count was seen in our cohort of HIV patients with PJP. It is reassuring for the treat-
ing physicians to know that this short course of corticosteroid therapy does not put 
these vulnerable patients at risk for future OIs. 

TUPEB0367
Prevalence and determinants of rifampicin resistance among 
patients screened for tuberculosis by gene xpert assay in a 
military hospital, Lagos State, Nigeria January to June, 2016
O.B. Odegbemi1,2,3, A. Abiodun3, M.S. Balogun1, L. Okeke1 
1Nigeria Field Epidemiology and Laboratory Training Program, Laboratory 
Epidemiology, Abuja, Nigeria, 2University of Ibadan, Epidemiology and Medical 
Statistics, Ibadan, Nigeria, 3Nigerian Navy Reference Hospital, Medical Laboratory, 
Lagos, Nigeria 
Presenting author email: kbprudence2000@yahoo.com

Background: Tuberculosis (TB) is an infectious disease which develops under condi-
tions of deficient immunologic response. Antibiotic resistance is a growing problem 
with increasing rate of multi-drug resistant tuberculosis (MDR-TB). MDR-TB is a 
serious public health issue in many developing countries in that its treatment is lon-
ger and requires more expensive drugs. GeneXpert assay is a molecular technique 
that simultaneously detects Mycobacterium tuberculosis (MTB) and Rifampicin 
resistance (RR) in approximately 2 hours. This study was done to determine the 
prevalence of RR among MTB patients and associated risk factors.
Methods: A retrospective cross sectional review of patients screened for TB with 
GeneXpert assay at Nigerian Navy Reference Hospital, Ojo, Lagos State, Nigeria 
from January to June, 2016 was performed (n=257). Data analysis was done using 
Epi-Info Software, version 7.2 and Microsoft Office Excel 2007.
Results: Mean age of subjects was 35.1 ± 17.2 years and 132(51.4%) were females. 
51(19.8%) were confirmed TB positive and age group 20-29 years were mostly af-
fected 15(29.4%). Majority of the cases were students, 14(27.5%) and predomi-
nantly males 31(60.8%). Six (11.8%) of the MTB positive subjects were HIV posi-
tive and the prevalence of RR-TB was 11.8%. Age, (OR=0.3; CI=0.10-0.92), HIV 
status, (OR=0.3; CI=0.11-0.67) and Tribe, (OR=3.46; CI=1.75-6.81) were all sig-
nificantly associated with TB while occupation, marital status and gender were not 
statistically significant. Of all tribes in the data, even though there were more Igbo/
Urhobos, Yoruba accounts for the most affected ethnic category, accounting for 
29(56.9%) TB confirmed cases as well as having 5(83.3%) out of the RR-TB cases 
(OR=10.1; CI 1.16-88.0). Other factors such as age, gender and HIV status were 
not significantly associated with the development of RR-TB.
Conclusions: There was high prevalence of Rifampicin resistant tuberculosis among 
the population studied and HIV/TB co-infection was present. Tribe was a determi-
nant of RR-TB. We recommend that active surveillance should be intensified for 
early detection of cases and embarking on all-year mass public health sensitizations 
targeted at students and young adults on the knowledge and prevention of tuber-
culosis. 

TUPEB0368
Increasing TB case detection through the active case findings 
(ACF) in selected slums project in Ajeromi local government 
area of Lagos state
E.I. Enwefah1, Z. Williams2, D. Owoyomi3, B. Joseph4 
1Rhoda Haven Network for Women Living with HIV and AIDS, Programme, Lagos, 
Nigeria, 2Rhoda Haven Network For Women Living With HIV and AIDS, Monitoring 
and Evaluation, Lagos, Nigeria, 3Health Alive Foundation, Program, Ilorin, Nigeria, 
4Health Alive Foundation, M&E, Ilorin, Nigeria 
Presenting author email: evans_enwefah@yahoo.com

Background: Issues: Nigeria TB burden higher than previously estimated by WHO 
as revealed by the national TB Prevalence survey - 610,688 TB cases estimated 
out of which only 91,354 cases were notified (NTBLCP, 2014) Case detection for 
all forms now 17%-lowest in the world. Where resources is dwindling specific com-
munity targeted intervention must be carried out in TB prone slums using the vi-
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sion 90;90;90 model. The Global Fund supported new funding model Active case 
findings (ACF ) is designed to reach every household within a specific slum through 
door to door case search, while slum cost effective Advocacy Communication 
Social Mobilization (ACSM) interventions must be adopted to provide seamless 
support and referral linkages.
Methods: Appropriate Advocacy visit to key stakeholders facilitated the selection 
of 10 community TB workers (CTWs) 2 per slums to carry out daily door to door 
active search within specific slum. Community level mobilization, sensitization and 
demand creation for TB/HIV services through Behaviour Change Communication 
strategies were conducted in each slums. Quarterly stakeholders launch meeting 
was held in each of the 5 slums to provide feedback mechanism to address com-
munity related issues and provide action points. The trained CTWs carried out daily 
door to door search within the slums for presumptive TB clients while the program 
team fast track sputum collection and transport to Laboratory for diagnosis and 
referrals to DOTs for enrollment and treatment A total of 7,660 households were 
reached, 598 presumptive TB Clients were identified made up of Male,345 Female 
253 and refer for AFB diagnosis. HIV Testing services (HTS) were routinely pro-
vided for all PTB clients.
Results: The ACF project in selected slums in Ajeromi Local Government Area in 
Lagos recorded huge increase in numbers of cases detected within the first eight 
months (March - December 2016). A total of 90 Active positive Cases referred 
by CTWs were diagnosed and place on treatment out of which 4 were co-infected 
(Male 60 Female 30) The quarterly stakeholder meeting provided feedback mech-
anism and needed impetus for community ownership
Conclusions: The active TB case finding in selected slums is yielding the expected 
result and can be scaled-up and replicated. 

TUPEB0369
Performance of the interferon gamma release assay 
Quantiferon® TB gold in-tube for the diagnostic of tuberculosis 
in HIV-infected children
A. Vasiliu1, P. Pean2, M. Inghammar1,3, N.L. Nguyen4, A. Kabore5, S.I. Eyangoh6, 
O. Marcy1,7, G. Carcelain8, L. Borand1, ANRS 12229 PAANTHER 01 Study Group 
1Institut Pasteur du Cambodge, Epidemiology and Public Health Unit, Phnom Penh, 
Cambodia, 2Institut Pasteur du Cambodge, Immunology Platform, Phnom Penh, 
Cambodia, 3Lund University, Department of Clinical Sciences, Section for Infection 
Medicine, Lund, Sweden, 4Pham Ngoc Thach Hospital, Biochemistry Laboratory, Ho 
Chi Minh City, Vietnam, 5Centre Muraz, Departement des Sciences Biomédicales, 
Bobo-Dioulasso, Burkina Faso, 6Centre Pasteur du Cameroun, Mycobacteriology, 
Yaounde, Cameroon, 7Université de Bordeaux, Bordeaux Population Health - Centre 
INSERM U1219, Bordeaux, France, 8Robert-Debré Hospital, APHP, Immunology 
Laboratory, Paris, France 
Presenting author email: ancavasiliuro@yahoo.com

Background: Diagnosing tuberculosis is challenging in children, especially in those 
HIV-infected. There is a need for additional diagnostic tools. We assessed the per-
formance of the Interferon Gamma Release Assay QuantiFERON Gold In-Tube 
(QFT) for tuberculosis diagnosis in HIV-infected children.
Methods: From April 2010 to May 2014, HIV-infected children ≤13 years with a 
suspicion of tuberculosis were included in the ANRS 12229 PAANTHER 01 study 
in Burkina Faso, Cambodia, Cameroon, and Vietnam after parental consent. In ad-
dition to clinical and microbiological assessment, QFT assays were performed. We 
evaluated sensitivity, specificity, positive and negative predictive (PPV, NPV) value 
of the QFT both in intention-to-diagnose (ITD) and per protocol approaches, using 
tuberculosis microbiologically-confirmed by culture or Xpert MTB/RIF as refer-
ence standard. We assessed the area under the-receiver operating characteristic 
curve (AUROC) for quantitative results of QFT. We identified factors associated 
with indeterminate QFT as compared with interpretable results using logistic re-
gression models.
Results: Of 438 children enrolled in the study, 420 had QFT performed and were 
included in this evaluation. Their median age was 7.3 (IQR: 3.4-9.7) years and CD4 
14% (IQR 3.2-24). 172 (39.5%) children were on ART. 54 (12.9%) children had 
microbiologically-confirmed tuberculosis. Overall, QFT was positive in 52 (12.4%) 
children, negative in 270 (64.3%), and indeterminate in 98 (23.3%). In those with 
microbiologically-confirmed tuberculosis, it was positive in 27 (50%), negative in 
13 (24%), and indeterminate in 14 (26%). In intention-to-diagnose, QFT sensitivity 
was 50% (95%CI 45.2-54.8), specificity was 70% (95%CI 65.8-74.6), NPV was 
90.5% (95%CI 87.7-93.3), and PPV 19.9% (95%CI 16.0-23.7). Per protocol, QFT 
sensitivity was 66.5% (95%CI 62.4-72.6) and specificity was 91% (95%CI 62.4-
72.6). NPV and PPV were 95% (95%CI 92.8-97.5) and 52% (46.5-57.4), respec-
tively. AUROC of QFT quantitative results for tuberculosis diagnosis was of 0.76. 
Factors independently associated with indeterminate QTF were: age <4yo (OR 2.6; 
IC95% 1.5-4.5), moderate and severe anemia [(OR 2.4; IC95% 1.3-4.7) and (OR 
6.7 IC95% 3-14.9)], and CD4%< 10% (OR 2.4; IC95% 1.5-4.1).
Conclusions: QFT performed poorly due to a high proportion of indeterminate 
tests and sub-optimal sensitivity in microbiologically-confirmed tuberculosis, as 
reported previously. 

TUPEB0370
TB diagnosis in HIV+ patients in Mozambique. A field study  
of combined point-of-care evaluation with GeneXpert, LAM 
and symptom screening
F. Ciccacci1, M. Giuliano2, M. Andreotti2, M. Floridia2, A. Hassane3, Z.J. Sidumo4, 
S. Orlando5, E. Abramo5, S. Mancinelli5, F. Riccardi5, L. Palombi5, M.C. Marazzi6 
1DREAM Program, Rome, Italy, 2Istituto Superiore di Sanità, National Center 
for Global Health, Rome, Italy, 3DREAM Program, TB Department, Maputo, 
Mozambique, 4DREAM Program, Molecular Biology Laboratory, Maputo, 
Mozambique, 5University of Rome Tor Vergata, Department of Biomedicine and 
Prevention, Rome, Italy, 6LUMSA University of Rome, Rome, Italy 
Presenting author email: fausto.ciccacci@gmail.com

Background: Tuberculosis (TB) is a major public health concern in many African 
countries, especially in HIV+ patients, with important economic impact. Systematic 
screening and early diagnosis are keystones of the WHO End-TB strategy, and ef-
fective diagnostic algorithms and prevalence data are urgently needed.
Methods: All HIV+ patients >15 years eligible for antiretroviral therapy (ART) in 
the NGO DREAM health centres of Maputo, Machava and Beira (Mozambique) 
between September 2014 and October 2016 were screened for TB before starting 
ART, with a combined approach: the WHO 4-symptom screening (fever, cough, 
night sweats, weight loss) (4SS), a rapid test for detection of mycobacterial lipo-
arabinomannan in urine (LAM), and a molecular TB assay on sputum (GeneXpert, 
repeated if first result was negative). Patients positive to either GeneXpert or LAM 
were considered TB-infected, with TB treatment prescribed. All patients were pre-
scribed ART.
Results: At closure of enrolment, 1004 patients (58.2% women) had WHO symp-
tom screening, together with GeneXpert (n:999), LAM (n:1003), or both (n:998). 
Population characteristics at entry were the following (interquartile ranges): age 
30-43; body mass index 19.4-25.4kg/m2; CD4 count 142-396 cells/mm3 (< 50/
mm3: 9.4%), plasma HIV-RNA 3.2-5.1 log10copies/ml, haemoglobin 10.3-13.1 g/dl. 
Most of the patients (66.2%) were clinically asymptomatic (HIV-WHO stage I).
Rates of positivity were: 35.0% (352/1004) for 4SS (at least one symptom) 
and 10.2% (102/1004) for either GeneXpert or LAM, with significant territo-
rial differences. Among 90 GeneXpert-positive patients, 16 had a first negative 
GeneXpert result. Among 38 LAM-positive patients, 26 were GeneXpert-positive, 
10 GeneXpert-negative and 2 had no GeneXpert done. Among patients positive for 
either GeneXpert or LAM, 22 (21.6%) had negative WHO 4SS, corresponding to 
a prevalence in symptom-negative patients of 3.4%. Among GeneXpert-positive 
patients, LAM-positive patients had significantly lower median CD4 counts than 
LAM-negative patients (78 vs. 149/mm3, p=0.005). Three of the GeneXpert-
positive cases had rifampicin resistance (3.3%).
Conclusions: Based on point-of-care diagnostic tests, we found a 10.2% TB preva-
lence among HIV-positive patients eligible for ART in Mozambique, with limited 
occurrence of rifampicin resistance. Data underline the need of combined diagnos-
tic approaches, possibly based on test repetition, in order to reduce the late-stage 
disease prevalence and its economic effects. 

TUPEB0371
Isoniazid preventive therapy uptake and completion in the  
era of differentiated HIV care
K.H. Tram1, F. Mwangwa2, M. Atukunda2, A. Owaraganise2, J. Ayieko3,  
A. Plenty4, D. Kwariisima2, T.D. Clark5, M.L. Petersen6, E.D. Charlebois4,  
M.R. Kamya7, G. Chamie4, D.V. Havlir4, C. Marquez4 
1Stanford University School of Medicine, Stanford, United States, 2Infectious Diseases 
Research Collaboration, Kampala, Uganda, 3Kenya Medical Research Institute, 
Nairobi, Kenya, 4University of California, Division of HIV, Infectious Diseases and 
Global Medicine, San Francisco, United States, 5University of Californi, Division 
of HIV, Infectious Diseases and Global Medicine, San Francisco, United States, 
6University of California, Berkeley School of Public Health, Berkeley, United States, 
7Makerere University College of Health Sciences, School of Medicine, Kampala, 
Uganda 
Presenting author email: ktram@stanford.edu

Background: HIV care is moving towards a differentiated care delivery model with 
less frequent ART visits. We measured the success of isoniazid preventive therapy 
(IPT) delivery, requiring 6 monthly visits for completion, when initiated in the con-
text of a streamlined HIV care model with 3-month visits.
Methods: We screened a convenience sample of 137 HIV-infected adults receiv-
ing universal ART with streamlined HIV care for IPT eligibility at five government-
sponsored clinics in rural Uganda as part of the SEARCH test and treat trial 
(NCT01864603). Streamlined care included patient-centered care with annual 
viral load measurements and clinic visits every 3 months for stable patients. During 
IPT, visit frequency was increased to monthly, per country guidelines. We mea-
sured: (1) IPT uptake: proportion who initiated IPT; (2) IPT completion: proportion 
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who picked up 6 refills of isoniazid; and (3) IPT/ART success: proportion achieving 
IPT completion and HIV viral load <500 copies/ml. We used multivariable logistic 
regression to examine factors associated with IPT completion.
Results: Of the 137 HIV-infected adults screened for IPT, 134 (98%) were eligible 
for IPT, 133 (97%) started IPT, and 97 (71%) completed IPT. Viral suppression was 
93%, and 68% achieved both viral suppression and IPT completion. Mean age was 
41.6. 75% were female. Median CD4 count was 513 (IQR:395-665). Median time 
since ART initiation was 2.3 years. 15% of patients reported a side effect within 2 
weeks from IPT, with dizziness reported most frequently (10%). IPT completion was 
associated with age tertile (>45 years: aOR 5.8, 95%CI: 1.1-31.3, ref <36 years), 
wealth tertile (highest: aOR 3.9, 95%CI: 1.3-12.0, ref lowest), any education (aOR 
2.8, 95%CI: 1.1-7.0), and experiencing a side effect in the first two weeks of treat-
ment (aOR: 0.20, 95%CI: 0.11-0.39). Gender, marital status, and CD4 count were 
not associated with IPT completion.
Conclusions: Over 90% of screened patients receiving streamlined HIV care 
achieved viral suppression, but despite high IPT uptake, only 68% achieved both 
IPT completion and viral suppression. Harmonizing visit frequency for IPT and ART 
delivery while preserving safety in an era of differentiated HIV care may be neces-
sary to achieve higher IPT completion rates. 

TUPEB0372
Prevalence of darunavir resistance in the United States  
(2010-2015)
K. Brown1, L. Stewart1, J. Whitcomb2, D. Yang2, R. Nettles1, E. Lathouwers3 
1Janssen Scientific Affairs, LLC, Titusville, United States, 2Monogram Biosciences, 
LabCorp, South San Francisco, United States, 3Janssen Infectious Diseases BVBA, 
Beerse, Belgium 
Presenting author email: elathouw@its.jnj.com

Background: Emergence and transmission of antiretroviral drug resistance is a con-
cern among HIV-1-infected patients. Darunavir (DRV), approved for once-daily 
dosing in the US in 2010, has shown a high genetic barrier to resistance and its use 
in protease inhibitor (PI)-containing regimens has increased.
Methods: DRV and primary PI resistance were assessed in US clinical samples 
submitted to Monogram Biosciences for PhenoSenseGT® testing from January 
2010-December 2015. 11 DRV and 23 primary PI resistance-associated mutations 
(RAMs) were evaluated. Annual frequency of individual RAMs and DRV RAMs 
were assessed among all samples and a subset with phenotypic resistance to ≥1 PI 
(fold-change >2x lower clinical/biological cut-off). Phenotypic resistance to DRV, 
atazanavir (ATV), and lopinavir (LPV) was evaluated.
Results: Among all samples (n=48,786), the proportion with 0 DRV RAMs was 
92% in 2010 and 95% in 2015 (Table). During this period, the median number of 
DRV and primary PI RAMs was 0. The proportions of samples with phenotypic 
resistance to DRV, ATV, and LPV were respectively 3%, 6%, and 5% in 2010, and 
2%, 4%, and 3% in 2015. Among the subset with phenotypic resistance to ≥1 PI 
(n=4,259; 9% of samples), the proportion with 0 DRV RAMs was 36% in 2010 and 
2015. The median number of DRV RAMs was 1 in 2010 and 2015; correspondingly, 
the median numbers of primary PI RAMs were 3 and 2. The proportions with phe-
notypic resistance to DRV, ATV, and LPV were respectively 26%, 59%, and 54% in 
2010, and 29%, 57%, and 48% in 2015.
Conclusions: The prevalence of DRV RAMs among commercially-tested isolates 
remained low and generally stable from 2010-2015. In 2015, 98% of samples dem-
onstrated phenotypic sensitivity to DRV. Among the subset with phenotypic PI 
resistance, DRV sensitivity was maintained in 71% of samples, which was numeri-
cally greater than ATV (43%) and LPV (52%) in 2015. 

[Table. Summary of resistance results]

TUPEB0373
Feasibility of TB screening of unselected HIV-positive hospital 
admissions in sub-Saharan Africa: the STAMP trial
A. Gupta-Wright1,2, E. Corbett1,2, J.J. van Oosterhout3, D. Wilson4,  
M. Alufandika-Moyo3, J. Peters1, L. Chiume2, S.D. Lawn1, K. Fielding1 
1London School of Hygiene & Tropical Medicine, London, United Kingdom, 2Malawi-
Liverpool-Wellcome Trust Clinical Research Programme, Blantyre, Malawi, 3Dignitas 
International, Zomba, Malawi, 4Edendale Hospital, Pietermaritzburg, South Africa 
Presenting author email: ankurgw@outlook.com

Background: HIV-associated tuberculosis (TB) remains a significant cause of 
mortality in patients admitted to hospital in sub-Saharan Africa, much of which is 
left undiagnosed. The rapid urine-based Screening for TB to reduce AIDS-related 
Mortality in hospitalised Patients in Africa (STAMP) trial aims to determine the 
impact of a sensitive TB screening strategy on mortality, measured at 2-months, in 
Malawi and South Africa.
Methods: The study recruited unselected HIV-positive adult admissions to medical 
wards, irrespective of presenting complaint or presence of TB symptoms. 50mls of 
urine and a single sputum sample were requested at enrolment for TB screening. 
We report early enrolment data from the STAMP trial describing the feasibility and 
acceptability of this TB screening approach.
Results: 1,875 eligible patients were screened to date, with only 25 (1.3%) citing ad-
ditional samples for TB screening as the reason for non-participation. Of the 1,629 
patients enrolled across both sites, 56.1% were female. TB symptoms were com-
mon; current cough was reported by 52.7%, fever 62.2%, weight loss 70.2% and 
night sweats 42.2%. Overall, 91.5% were positive using the WHO four-symptom 
TB screen. In contrast, only 39.2% were suspected of having TB by the admitting 
clinical team. 248 (15.3%) of participants were newly diagnosed with HIV. Of those 
with an existing HIV diagnosis, 83.3% were currently taking antiretroviral therapy 
(ART). The median CD4 cell count was 212 cells/mm3 (interquartile range 69-421). 
99.1% of participants were able to produce a urine sample for TB screening but only 
54.8% produced a sputum sample. 97.6% of sputum samples and 98.8% of urine 
samples tested with Xpert MTB/RIF produced valid results. 47.4% of participants 
had a chest x-ray done during their admission.
Conclusions: TB screening of unselected HIV-positive hospital admissions in sub-
Saharan Africa is both feasible and acceptable to patients. Twice as many patients 
reported TB symptoms compared to those suspected of having TB by their clini-
cians, although both were common despite high ART coverage and median CD4 
cell count >200cells/mm3. Urine specimens could be produced by almost all pa-
tients, in contrast to sputum, and were tested using Xpert MTB/RIF with a very 
low error rate. 

TUPEB0374
Distinct patterns of clinical characteristics in adult tuberculosis 
patients from urban compared to rural settings in Tanzania
G. Sikalengo1,2, J. Hella1,3,4, F. Mhimbira1,3,4, L. Rutaihwa1,3,4, K. Said1,3,4, F. Bani1,2, 
R. Ndege1,2, E. Letang1,3,4, M. Weisser1,3,4, L. Fenner1,3,4 
1Ifakara Health Institute, Dar es Salaam, Tanzania, United Republic of, 2St Francis 
Referral Hospital, Morogoro, Tanzania, United Republic of, 3Swiss Tropical and Public 
Health Institute, Basel, Switzerland, 4University of Basel, Basel, Switzerland 
Presenting author email: gsikalengo@ihi.or.tz

Background: Rural-urban settings could account for some of the differences in the 
epidemiology of tuberculosis (TB) in Tanzania. We aimed to study the epidemiol-
ogy of TB and co-infections in adult patients from two distinct settings in Tanzania.
Methods: We included adult patients (>18 years) with smear-positive pulmonary TB 
consecutively enrolled in two ongoing cohort studies in the largest city of Tanzania, 
Dar es Salaam with ~4.3 million inhabitants (urban), and Ifakara in the sparsely 
populated Kilombero district with ~400,000 inhabitants (rural). Clinical and labo-
ratory data were collected electronically from all participants at recruitment. Stool 
and urine were examined for intestinal helminths using Kato-Katz, Baermann, urine 
filtration and Circulating Cathodic Antigen tests. Differences between groups 
were assessed by Chi-square or Wilcoxon rank sum test as appropriate.
Results: We analyzed 602 participants enrolled between August/2015 and 
November/2016, 412 (68.4%) at the urban and 190 (31.6%) at the rural site. The 
median age was 34 (interquartile range [IQR] 27-41), 408 (67.8%) were men, and 
152 (25.3%) were HIV-positive with a median CD4 cell count of 161 (IQR 117-295 
cells/µL). Patients from the rural site were significantly older (median age 38 vs. 
33 years, p=0.001), had a lower median body mass index (17.5 vs. 18.5 kg/m2, 
p=0.001), a lower median hemoglobin concentration (10.6 vs. 11.3, p=0.001), bor-
derline lower median CD4 count (147 vs. 220, p=0.06) and a higher proportion of 
relapse cases (9.5% vs 1.2%, p< 0.001) compared to those from urban. There was no 
significant difference in the prevalence of HIV (23.5% vs. 29%, p=0.16) and diabe-
tes mellitus (7.1% vs. 2.8%, p=0.07) between urban and rural settings. The overall 
prevalence of intestinal helminth co-infection was 22.1% (n=133) with no significant 
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difference across sites, with a higher prevalence of Schistosoma mansoni (15.9% vs. 
3.5%, p< 0.001) at the rural site and lower prevalence of Strongyloides stercoralis 
at the urban site (5.5% vs. 15.9%, p=0.001).
Conclusions: Clinical and sociodemographic characteristics differ in TB patients 
from urban and rural Tanzania. The observed differences underline the need for 
public health interventions tailored to urban as well as rural settings to improve 
clinical outcomes of TB and co-infections. 

TUPEB0375
Mycobacterium tuberculosis lateral flow urine 
lipoarabinomannan assay (TB-LAM) and cryptococcal antigen 
lateral flow assay (CRAG LFA) as screening among patients 
with advanced HIV-disease in Conakry, Guinea
L. Ndayisenga1, J.D. Yuma1, S. Boutouaba1, A. Diallo1, I. Adjaho1, F. Kabongo1,  
O. Tiemtoré1, T. Ellman2, P. Isaakidis2, MSF B Guinea Study Group 
1MSF Belgique, Santé, Brussels, Belgium, 2MSF Belgium, SAMU HIV/TB Advisors, 
Johannesburg, South Africa 
Presenting author email: msfocb-conakry-sida-coach@brussels.msf.org

Background: Guinea is a low HIV prevalence country (1.7%) with a high number 
of documented AIDS-related deaths in 2015[4600 (3700 - 5600), http://aid-
sinfo.unaids.org/] . Routine hospital morbidity and mortality data from tertiary 
hospitals consistently highlight tuberculosis and cryptococcal meningitis to be 
commonly leading causes of mortality and frequently diagnosed among advanced 
HIV-infected patients. Médecins sans Frontières (MSF) started systematically 
screening for tuberculosis and cryptococcus infection advanced HIV- infected pa-
tients using point-of-care technologies to foster early detection and treatment. The 
aim of this study was to document this screening strategy at an MSF HIV-clinic in 
Conakry, Guinea.
Methods: Retrospective analysis of routine data collected in laboratory registers. 
TB-LAM tests and CrAg LFA were used to screen HIV-infected patients >15 years 
presented to care with CD4 count <100 cells/ul, irrespective of antiretroviral treat-
ment (ART) status, between 1st January 2015 to 30th June 2016. We estimated 
screening up-take and the yield of TB and cryptococcal antigenemia among pa-
tients screened.
Results: Among 616 HIV- infected patients with CD4 count < 100 cells/ml, mean 
age was 37 years [Inter Quartile Range (IQR): 15-86], median CD4-count was 
28 cells/ml (IQR: 1-100), female were 66%, and 15 (2%), 47(7%), 388 (62%), 74 
(12%) were on stage I, II, III & IV respectively. Up-take of screening was: 174/616 
(28 %) for TB-LAM. and 366/616 (59%) for CRAG test. Respectively, 32 % of 
patients were TB-LAM Positive and 4% of patients screened using lateral flow assay 
for CrAg were positive. According to the ART status, the prevalence of TB-LAM 
positive tests was 37% in post ART, 26% in pre-ART patients and 4% , the same in 
pre ART and post ART patients, for CRAG test.
Conclusions: Up-take of a screening strategy using point-of-care tests for TB and 
cryptococcal infection among patients with advanced HIV disease in Guinea was 
low, especially for TB. The yield was high for TB and relatively low for cryptococcal 
disease. The implementation of a systematic screening strategy in settings with high 
advanced HIV disease burden is challenging but remains essential. 

TUPEB0376
Use and effects of pediatric isoniazid preventative therapy  
(IPT) in HIV-positive patients at the Baylor Clinical Center  
of Excellence (COE) in Mbabane, Swaziland
A.L. Rosen-Gooding1, A.W. Kay1, N. Mthethwa2, S. Dlamini2, K. Ngo1,  
A. Mandalakas1 
1Baylor College of Medicine, Department of Pediatrics, Global Tuberculosis Program, 
Houston, United States, 2Baylor College of Medicine - Bristol Meyers Squibb Children’s 
Center of Excellence, Mbabane, Swaziland 
Presenting author email: anyalynn.rg@gmail.com

Background: People living with HIV (PLHIV) are especially susceptible to tuber-
culosis (TB), with >70% of TB cases in Swaziland occurring in PLHIV. Isoniazid pre-
ventative therapy (IPT) has been recommended for PLHIV ≥1 year of age regardless 
of TB exposure since 2009 and all PLHIV including infants <1 year of age following 
close exposure to infectious TB. To enhance IPT program strategies, we assessed 
IPT prescribing practice and effectiveness in pediatric HIV patients (ages 1-17 
years) at the Swaziland-Baylor Children’s Foundation Center of Excellence (COE).
Methods: Retrospective analysis was conducted using patient data from the COE 
electronic medical records (EMR), from February 2006 through November 2016, 
focusing on which patients were prescribed IPT, effect of IPT on antiretroviral 
therapy (ART) adherence, and risk factors for developing TB after IPT. Crude odds 

ratios were obtained and adjusted odds ratios calculated using logistic regression. A 
paired t-test was used to evaluate ART adherence before and after IPT.
Results: Of 1664 eligible pediatric patients identified with over 10 visits to the 
COE and at least one visit after 2009, 922 (55.4%) have been prescribed IPT. Of 
305 patients who initiated IPT over four years ago, 64 (20.1%) later developed TB. 
Past TB, age >14 years, <40 clinic visits, and ART adherence <95% were negatively 
associated with being prescribed IPT, while CD4 < 500 and age <5 years were 
positively associated with IPT prescription. Children with CD4 counts <500 and 
ART naïveté at IPT initiation were more likely to develop TB following IPT. Average 
ART adherence (measured via pill count) decreased by 0.5% (p=0.001) during IPT 
as compared to the preceding year in the cohort as a whole; however, those with 
<95% ART adherence before IPT initiation (n=23) increased ART adherence by 
4.4% (p<0.001) during IPT.
Conclusions: We have identified patients at increased risk for IPT failure and missed 
opportunities for IPT prescription. Although clinicians were wary of prescribing IPT 
to children with low ART adherence, this population experienced an increase in 
ART adherence during IPT. Children at higher risk of developing TB after IPT may 
benefit from additional courses of IPT. 

TUPEB0377
WHO four-symptom screening for tuberculosis in people living 
with HIV receiving antiretroviral therapy: a systematic review
Y. Hamada1, J. Lujan1, N. Ford2, H. Getahun1 
1World Health Organization, Global TB Programme, Geneva, Switzerland, 2World 
Health Organization, Department of HIV/AIDS, Geneva, Switzerland 
Presenting author email: yohei.hamada0@gmail.com

Background: WHO currently recommends the use of four-symptom screening 
(defined as positive by the presence of any one of cough of any duration, loss of 
weight, night sweats and fever) to exclude active tuberculosis (TB) prior to initia-
tion of TB preventive treatment in people living with HIV (PLHIV). We systemati-
cally reviewed the published evidence supporting the diagnostic accuracy of WHO 
symptom screening.
Methods: We searched studies published between 2011 and 2016 using Pubmed 
and Embase as well as abstracts from TB and HIV international conferences. We 
included primary studies reporting data on the four-symptom screening in PLHIV. 
The gold standard of the diagnosis of active TB was at least one positive culture 
or Xpert MTB/RIF. Randomized trials, cross-sectional studies, and cohort studies 
were included. We assessed the potential influence of ART status and pregnancy in 
subgroup analysis. We also assessed the additive effect of chest x-ray.
Results: From an initial screen of 3683 records we included 17 studies; additionally 
3 conference abstracts were included from 16 countries. Of these 20 studies, data 
disaggregated by HIV status were available from 7 studies (Figure). The pooled sen-
sitivity and specificity of the four-symptom screening for PLHIV on ART was 51.0% 
(95% confidence interval [CI] 28.4%-73.2%) and 70.7% (47.7%-86.4%), respec-
tively compared to 88.5% (55.0%-98.0%) and 46.5% (24.5%-70.0%) for those 
not receiving ART. For studies that also included chest x-ray pooled sensitivity was 
higher (77.8%, 63.4%-87.6%) but specificity was lower (30.3%, 27.0%-33.8%).
Conclusions: The available data suggest the four-symptom screening can still be 
used for excluding active TB before preventive treatment. Consideration should be 
given to adding chest x-ray to the four-symptom screening in PLHIV on ART to 
improve sensitivity for detecting and ruling out active TB prior to initiation of TB 
preventive treatment. 

[Forest plot of the sensitivity and specificity]
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TUPEB0378
Could GeneXpert MTB/RIF be useful in detecting NTM 
infections in HIV patients?
C.R. Swathirajan1, R. Vignesh1,2, S.S. Solomon1,3, S. Saravanan1, P. Balakrishnan1 
1YRG Centre for AIDS Research and Education, Chennai, India, 2UniKL-Royal College 
of Medicine Perak, Laboratory-Based Department, Ipoh, Malaysia, 3Johns Hopkins 
School of Medicine, Baltimore, United States 
Presenting author email: swathi@yrgcare.org

Background: Tuberculosis (TB) continues to be a leading cause of morbidity and 
mortality in developing countries. Rapid diagnosis is essential for controlling and 
preventing spread of TB infection. The Real-Time PCR based GeneXpert MTB/RIF 
assay is a promising diagnostic tool, owing to its rapid and accurate results in detect-
ing Mycobacterium tuberculosis (MTB) and rifampicin (RIF) resistance. 
We propose an additional utility of GeneXpert MTB/RIF to detect non-tuberculous 
mycobacteria (NTM) among cases tested negative for MTB, following an algorithm.
Methods: The performance characteristics of GeneXpert MTB/RIF assay was eval-
uated with stored sputum specimens and EQAS strains (n=140) with known AFB 
culture results based on BACTEC-MGIT. Seventy two of them were negative for 
MTB and NTM, 39 were MTB positive and 29 were culture positive for NTMs. The 
detailed results of GeneXpert MTB/RIF assay were investigated for the presence of 
any significant markers to detect NTM positivity.
Results: It was observed that in 13 of the 29 NTM specimens tested, the molecular 
beacons (either probe A or probe C) were amplified and all these cases were smear 
positive as well. Thus, when evaluated based on the Ct values of the molecular bea-
cons, the sensitivity and specificity of GeneXpert MTB/RIF assay in detection of 
NTMs were found to be 44.8% and 100%, respectively.
Conclusions: The results show potential utility for detection of NTMs using 
GeneXpert MTB/RIF assay. The lower sensitivity observed for detection of NTMs 
could possibly be related to the mycobacterial species tested. Therefore, GeneXpert 
negative sputum specimens, but smear positive and positive Ct values in probe A or 
C should be suspected for possible presence of NTMs and these specimens should 
be subjected to either culture or other available assays for the detection of NTM 
infection. This algorithm could be particularly more useful in HIV care settings, 
where the NTMs are common. 

TUPEB0379
High mortality among HIV-positive patients with MDR-TB  
and second-line drug resistance reflects the urgent need for  
new drug regimens
E. Mohr1, J. Hughes1, L. Trivino Duran1, J. Daniels1, B. Chabalala1, S.J. Steele2,  
G. Ferlazzo3, A. Shroufi2, E. Goemaere3, V. De Azevedo4, T. Ellman5, A. Moore1,  
H. Cox6 
1Medecins Sans Frontieres, Khayelitsha, South Africa, 2Medecins Sans Frontieres, Cape 
Town, South Africa, 3Medecins Sans Frontieres, South African Medical Unit, Cape 
Town, South Africa, 4City Health Department, Cape Town, South Africa, 5Medecins 
Sans Frontieres South African Medical Unit, Cape town, South Africa, 6University of 
Cape Town, Cape Town, South Africa 
Presenting author email: msfocb-khayelitsha-doc2@brussels.msf.org

Background: Treatment success rates for MDR-TB patients with resistance to sec-
ond-line (SL) injectable agents and/or fluoroquinolones are approximately 15-40%, 
with high rates of mortality.
Methods: Mortality and patient outcomes from a treatment programme in 
Khayelitsha, South Africa were assessed 24-months after MDR-TB diagnosis, 
among patients with SL-resistance detected at diagnosis or during SL-treatment.
Results: From 2008-2013, 167 patients, 71% HIV-positive, were diagnosed with 
MDR-TB with resistance to either ofloxacin (n=52,31%) or amikacin (n=59,35%) 
or both (XDR-TB, n=56,34%). Fifteen percent (25/167) of patients never started 
treatment; 88% were HIV-positive. Another 39 (n=28, 72% HIV-positive) MDR-
TB patients, had SL-resistance detected during treatment.
Overall, 24-month mortality was 47% (97/206); 54%(79/146) among HIV-
positive and 30%(18/60) among HIV-negative patients(p<0.01). Of those that 
died, 22%(21/97) died before treatment initiation within a median of 21-days (IQR 
13-35); 84%(21/25) that never started treatment died. Mortality was 37% com-
pared to 46% for MDR-TB with ofloxacin resistance only or amikacin resistance 
only at diagnosis, respectively (p=0.32). 
Patients diagnosed with XDR-TB had high mortality at 64% (36/53) (p<0.01 com-
pared to resistance to only one SL-drug). Mortality among MDR-TB patients with 
SL- resistance detected during SL-treatment was 39% (15/39). Mortality was 70% 
(30/43) among HIV-positive patients with XDR-TB. Overall, 12% (25/206) were 
successfully treated.
Conclusions: Mortality was extremely high 24-months following diagnosis of 
MDR-TB with SL-resistance detected at diagnosis or during treatment. The pres-
ence of resistance to ofloxacin or amikacin had similar impacts on mortality. HIV-

infection contributed substantially to mortality, but mortality remains high among 
HIV-negative patients, particularly those with XDR-TB. There is a pressing need 
for urgent treatment initiation and more effective regimens at initial diagnosis of 
SL-resistance. 

TUPEB0380
Usefulness of screening latent tuberculosis infection (LTBI) 
using interferon-gamma releasing assay and treating LTBI to 
prevent developing active tuberculosis in Korean HIV-infected 
patients
S. Lee, J.H. Mok, J.E. Lee, J.S. Kang, K.-H. Kim, S.G. Lee, S.H. Lee 
Pusan National University Hospital, Busan, Republic of Korea 
Presenting author email: ebenezere.lee@gmail.com

Background: HIV-infected patients are high risk group of developing active tuber-
culosis. Howere, there is few study concerning usefulness of interferon-gamma 
releasing assay (IGRA) for developing active tuberculosis among HIV infected pa-
tients in country with intermediate tuberculosis burden.
Methods: To identify the usefulness of IGRA test to diagnose latent tuberculosis 
and predict active tuberculosis, retrospective cohort study was conducted at a large 
tertiary care hospital in Korea. HIV-infected patients who had ≥ 1 IGRA test results 
from Jan 2006 to Dec 2015 were enrolled excluding patients with active tubercu-
losis or previous tuberculosis history. We evaluated the effectiveness of isoniazid 
prophylaxis to prevent developing active tuberculosis.
Results: Among 603 HIV-infected patients with IGRA tests, 35 active tuberculo-
sis patients and 94 patients with previous tuberculosis history were excluded. Sixty 
four patients (13.5%) were positive for IGRA test, 400 (84.4%) negative and 10 
(2.1%) equivocal. 
Sixty three IGRA positive patients and 345 IGRA negative patients were retained 
in care for more than 1 year. Incidence rate of active tuberculosis of IGRA positive 
versus negative patients were 12.05 (95% CI 3.06-32.79)/1000 person-years ver-
sus 0.72 (95%CI 0.03-3.55)/1000 person-years (p=0.001). Sensitivity, specific-
ity, positive predicative value and negative predictive value of IGRA test was 75% 
(19.4-99.4%), 85.2% (81.3-88.5%), 4.8% (1.0-13.3%), and 99.7% (98.4%-99.9%), 
respectively. Among 63 patients with positive IGRA test, 26 were treated for la-
tent tuberculosis infection (LTBI) and 37 were not. There was no active tuberculosis 
development among patient with LTBI treatment while 3 active tuberculosis devel-
oped among patients without LTBI treatment. 
Among 345 patients with negative IGRA test, 264 patients received follow-up 
IGRA test and 34 (12.9%) patients converted to positive. There was a tendency to 
conversion of IGRA test in patients with low initial CD4 + T cell counts although 
there was no statistical significance (CD4 ≤100, 19.6% vs. > 100, 11.5%, p = 0.136). 
No active tuberculosis developed in patients with IGRA conversion.
Conclusions: Screening of LTBI using IGRA test and treatment of LTBI can be use-
ful to protect developing active tuberculosis in intermediate tuberculosis burden 
country such as Korea. Clinical significance of conversion of IGRA test is not clear 
and further study is warranted. 

TUPEB0381
Gemycircularviruses in HIV-positive patients, France
P. Biagini1, C. Tamalet2, P. Colson2 
1EFS Alpes-Méditerranée, UMR 7268 ADES, Aix Marseille Université, CNRS, 
EFS; IHU Méditerranée Infection, Marseille, France, 2IHU Méditerranée Infection, 
Assistance Publique-Hôpitaux de Marseille, Centre Hospitalo-Universitaire Timone, 
Pôle des Maladies Infectieuses et Tropicales Clinique et Biologique, Fédération de 
Bactériologie-Hygiène-Virologie, Aix-Marseille University, URMITE UM 63 CNRS 
7278 IRD 198 INSERM U1095, Marseille, France 
Presenting author email: philippe.colson@univ-amu.fr

Background: Gemycircularviruses (family Genomoviridae) are a group of highly 
diverse single-stranded DNA viruses (genome length ~2,100 nt), initially found in 
fungi and plants. Their identification in animal and human biologic samples, includ-
ing blood, was described recently, as exemplified by our characterization of a full-
length viral genome from a HIV-positive plasma sample (Uch et al, Emerg Infect 
Dis 2015). 
In order to add clue to potential co-infections occurring in HIV-infected persons, 
we tentatively investigated both distribution and diversity of gemycircularviruses 
DNA in a French cohort of patients.
Methods: Five hundred HIV-positive patients entered the study; initial investiga-
tion focused on the PCR screening of 10 plasma pools (10 microliters of 50 plasma 
samples). In a way to optimise the detection of viral DNA, pools were pre-treated 
by nucleases, followed by particle-protected nucleic acids extraction (NucliSENS 
easyMag, bioMérieux) and 2-hour Phi-29 DNA polymerase treatment.
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Gemycircularviruses DNA was investigated using in-house PCR systems based 
on updated data (Krupovic et al., Arch Virol 2016): 6 hemi-nested amplifications 
systems were designed (<200 bp), following alignment of Rep gene sequences 
and subsequent selection of clusters harbouring at least one gemycircularvirus 
sequence identified in humans. Resulting amplification products were cloned, se-
quenced, and analysed phylogenetically.
Results: Of the 10 plasma pools tested, 3 exhibited positive signals for 1 PCR sys-
tem; sequence analysis confirmed the gemycircularvirus origin of corresponding 
amplification products. Nucleotide divergence in the range 1-9% (140 nt tested) 
were identified with the closest genomic sequences characterized previously in hu-
man blood or pericardial fluid. Observed genetic diversity between amplified se-
quences reached 8%.
Conclusions: These first data confirm the presence of gemycircularviruses in cir-
culating blood of HIV-infected patients. They also suggest significant genetic di-
versity with gemycircularvirus sequences previously detected in humans based on 
short sequences analysed. 

TUPEB0382
CMV disease and CMV specific IFN-gamma/IL-2 response 
impairment despite CD4+ lymphocyte recovery
T. Katsivas1, C. Chan2, N. Weidner3, W. Freeman2, R. Schrier3 
1Univeristy of California, Medicine, San Diego, United States, 2Univeristy of California, 
Ophthalmology, San Diego, United States, 3Univeristy of California, Pathology, San 
Diego, United States 
Presenting author email: tkatsivas@ucsd.edu

Background: CMV end organ disease in HIV after CD4+ recovery is poorly under-
stood. In a case of active de novo CMV retinitis (CMV-R) in a patient with CD4+ 
count of 405 with prior history of CMV proctocolitis, we investigated the immu-
nologic responses to CMV at 8, 44 and 80 wks after presentation, induction and 
ongoing suppression of CMV-R.
Methods: PBMCs from JM and HIV+/CMV+ asymptomatic controls and CSF 
from JM were assayed at each time point. Immune function assays following 24 hrs 
or 6 days of culture with CMV and HIV antigens, intracellular cytokine expression 
and T-cell proliferation at 6 days, intracellular staining for CD4+ and CD8+ cell 
populations and flow cytometry were performed.
Results: At 8 wks, JM exhibited high levels of TNFa by PBMCs and CSF, with no 
PBMC TNFa responses to CMV at 24 hrs, but detectable TNFa responses to CMV 
by both CD4+ and CD8+ in CSF; there were no IFNg and IL-2 responses to CMV 
at 24 hrs and 6 days, compared to control. JM displayed strong CD4+ and CD8+ 
CMV proliferative responses at 6 days by PBMC and CSF cells. At 44 wks, there 
was borderline IFNg and IL-2 response by CD8+ to CMV in CSF and PBMCs. At 
80 wks, there was detectable low IFNg response by CD4+ and CD8+ to CMV in 
PBMCs and CSF.
Conclusions: CMV-R can occur in failure of CMV proliferation responses recon-
stitution; but high IFNg, IL-2 and TNFa cytokine expression are maintained. JM ś 
robust proliferative response suggests recovery of CMV central memory CD4+ 
and CD8+ responses both locally (in CSF) and in blood, but there were no IFNg 
and IL-2 responses at 24 hours and 6 days. The high lymphocyte count in CSF, 
strong CMV proliferative response, elevated proliferation at 6 days and TNFa at 
24 hours, indicate continued activation and inflammation in CSF. Absence of IFNg 
and IL-2 responses partially restored at 80 weeks. Predominant proliferating cells 
in response to CMV at 8 weeks were CD4+CD8+ and at 80 weeks CD3-CD4-
CD8-CD56+ NK-like cells. The impairment in IFNg and IL-2 responses and im-
mune signaling might explain CMV-R in this subset of patients. 

TUPEB0383
Effect of sex and hepatitis C co-infection on HIV treatment  
and mortality: a 15-year follow-up
T.J. O’Neill1,2, J. Raboud3,4, C. Cooper5, M. Loutfy6,7, M.B. Klein8, R.H.H. Thein1, 
A.N. Burchell1,9,10, Canadian Observational Cohort Collaboration 
1Dalla Lana School of Public Health, University of Toronto, Division of Epidemiology, 
Toronto, Canada, 2Ontario HIV Treatment Network, Toronto, Canada, 3Toronto 
General Research Institute, Toronto General Hospital, University Health Network, 
University of Toronto, Toronto, Canada, 4Dalla Lana School of Public Health, 
University of Toronto, Division of Biostatistics, Toronto, Canada, 5Ottawa General 
Research Institute, The Ottawa General Hospital, Ottawa, Canada, 6Women’s College 
Research Institute, Women’s College Hospital, Toronto, Canada, 7Maple Leaf Medical 
Clinic, Toronto, Canada, 8McGill University Health Centre, McGill University, 
Montreal, Canada, 9Li Ka Shing Knowledge Institute, St. Michael’s Hospital, Toronto, 
Canada, 10University of Toronto, Department of Family and Community Medicine, 
Toronto, Canada 
Presenting author email: t.oneill@mail.utoronto.ca

Background: We aimed to investigate if hepatitis C (HCV) co-infection is modified 
by biologic sex on time to virologic suppression (VS)(two consecutive viral loads < 
50 copies ≥3 months apart), rebound (VR)(two consecutive viral loads ≥50 copies/
mL ≥3 months apart), and all-cause mortality in HIV disease.
Methods: Using data from the Canadian Observational Cohort Collaboration, a 
multi-site cohort of HIV+ adults (≥18 years) initiating antiretroviral therapy (ART) 
2000-14, Fine and Gray models adjusted for competing risk of death estimated 
the hazard ratio (HR) and 95% confidence intervals (CI) of sex and HCV on time 
to VS following ART initiation and to VR following VS. A Cox proportional haz-
ard model estimated time to death following ART initiation. Multiple imputation 
methods estimated missing HCV status (5% missing), race (37%), IDU (13%), and 
MSM (20%).
Results: Of 10,400 participants (median follow-up 5.0 years), 1865 were women 
(38% HIV-HCV) and 3583 men (21% HIV-HCV). Cumulative incidence differed 
significantly (p < 0.001) for 
(i) VS at 48 weeks between men (HIV: 88.8%; HIV-HCV: 85.8%) and women 
(HIV: 93.5%; HIV-HCV: 80.0%)
(ii) VR (1134 events) 12 weeks following VS for men (HIV: 4.8%; HIV-HCV: 13.5 
%) and women (HIV: 11.8%; HIV-HCV: 21.1%) and
(iii) for all-cause mortality at one year between men (HIV: 2.2%; HIV-HCV: 6.5%) 
and women (HIV: 0.1%; HIV-HCV: 7.0%). 
Compared to HIV+ men, co-infected participants were less likely to achieve VS and 
at higher risk for mortality. Risk of VR was higher for HIV+ women and co-infected 
participants relative to HIV+ men. We failed to detect significant interaction ef-
fects. 

  HIV HIV-HCV HCV within sex p value

Outcomes Sex aHR* (95% CI) aHR* (95% CI) aHR* (95% CI) (HCV*sex)

(i) Virologic 
Suppression Male 1.00 0.86 (0.79, 0.93) 0.86 (0.79, 0.93) 0.48

 Female 1.04 (0.90, 1.13) 0.82 (0.79, 0.98) 0.96 (0.86, 1.07)  

(ii) Virologic 
Rebound Male 1.00 1.57 (1.32, 1.89) 1.57 (1.32, 1.89) 0.42

 Female 1.35 (1.07, 1.73) 1.96 (1.54, 2.49) 1.44 (1.08, 1.94)  

(iii) All-Cause 
Mortality Male 1.00 1.83 (1.44, 2.33) 1.83 (1.44, 2.33) 0.59

 Female 0.79 (0.52, 1.20) 1.81 (1.33, 2.47) 2.30 (1.46, 3.64)  

*Adjusted for variables shown plus age, race, injection drug use, men having sex with men status, 
province, baseline viral load, CD4 cell count, AIDS defining illness, ART class, and year of ART 
initiation.

[Adjusted* models with marginal effect of infection]

Conclusions: HIV-HCV co-infected have poorer responses to ART with greater 
risk of mortality. Although women were more likely to rebound, sex did not mod-
erate outcomes. Further work is necessary in other observational settings and in 
response to modern HCV therapies. 
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TUPEB0384
Glecaprevir/pibrentasvir fixed dose combination for  
8 or 12 weeks in patients co-infected with HCV and HIV-1:  
a sub-analysis of the phase 3 ENDURANCE-1 study
M. Puoti1, J.J. Feld2, S. Wang3, R. Bruck4, C. Moreno5, J.-F. Dufour6,  
G. Sepulveda-Arzola7, H. Laferl8, F. Nevens9, R. Soto-Malave10, F. Felizarta11,  
B. Müllhaupt12, S.C. Gordon13, C.-W. Lin14, T.I. Ng15, B. Fu15, F. Mensa15 
1AO Ospedale Niguarda Ca Granda, Milan, Italy, 2Toronto Centre for Liver Disease, 
Toronto, Canada, 3AbbVie, Redwood City, United States, 4Tel Aviv Medical Center, Tel 
Aviv, Israel, 5CUB Hôpital Erasme, Université Libre de Bruxelles, Brussels, Belgium, 
6Bern University Hospital, Hepatology, University Clinic for Visceral Surgery and 
Medicine, Bern, Switzerland, 7Instituto de Investigación Científica del Sur, Ponce, 
Puerto Rico, 8Kaiser Franz Josef Hospital, 4th Medical Department with Infectious 
Diseases and Tropical Medicine, Vienna, Austria, 9University Hospitals KU, Leuven, 
Belgium, 10University of Puerto Rico, San Juan, Puerto Rico, 11Private Practice, 
Bakersfield, United States, 12University Hospital, Zurich, Switzerland, 13Henry Ford 
Health System, Detroit, United States, 14Abb, North Chicago, United States, 15AbbVie, 
North Chicago, United States 
Presenting author email: stanley.wang@abbvie.com

Background: The once-daily direct-acting antivirals (DAAs) glecaprevir (identi-
fied by AbbVie and Enanta)/pibrentasvir (G/P) have demonstrated high efficacy 
in patients with hepatitis C virus (HCV) infection. The Phase 3 ENDURANCE-1 
study evaluated G/P (300 mg/120 mg) for 8 versus 12 weeks in HCV genotype 
(GT) 1-infected, non-cirrhotic patients with or without HIV-1 co-infection. Rates 
of sustained virologic response 12 weeks post-treatment (SVR12) were >99% in 
mono-infected, DAA-naïve patients, demonstrating non-inferiority of 8-week to 
12-week treatment. Herein we report the efficacy and safety of G/P in HCV/HIV-1 
co-infected patients.
Methods: ENDURANCE-1 was an open label, randomized study evaluating 
8- versus 12-week G/P in treatment-naïve and -experienced HCV GT1-infected 
non-cirrhotic patients. HIV-1 co-infected patients with suppressed HIV RNA on 
stable antiretroviral regimens including the backbone agents of emtricitabine/teno-
fovir disoproxil fumarate or abacavir/lamivudine with an anchor agent of raltegravir, 
dolutegravir or rilpivirine, or antiretroviral-naïve patients with stable CD4 counts 
(≥500 cells/mm3) were allowed. Safety, CD4 count and HIV-1 RNA levels were 
monitored. The primary endpoint was SVR12 (HCV RNA < 15 IU/mL).
Results: In total, 33 HCV/HIV co-infected patients were enrolled. Demographics 
and safety are shown in Tables 1 and 2, respectively. 

Characteristic 8-Week G/P 12-Week G/P
Male, n/N (%) 14/15 (93) 15/18 (83)
Age, median (range) years 47 (31-69) 47 (26-60)
HCV treatment-experienced 5/15 (33) 6/18 (33)
HCV RNA, median (range), log10 IU/milliliter 6.26 (5.27-7.14) 6.30 (5.36-6.90)
Raltegravir-containing ART, n/N (%) 7/15 (47) 3/18 (17)
Dolutegravir-containing ART, n/N (%) 5/15 (33) 12/18 (67)
Rilpivirine-containing ART, n/N (%) 3/15 (20) 3/18 (17)
CD4+ cell count, median (range), cells/mm3 644 (211-1098) 801 (362-1208)

[Table 1. Baseline Demographics and Disease Charact]

SVR12 rates were 100% in both 8- and 12-week arms. No adverse events (AEs) 
occurred in more than 10% of overall patients; no patient experienced confirmed 
HIV virologic failure (HIV RNA ≥200 copies/mL). Prevalence of baseline polymor-
phisms in NS3 and NS5A will be presented.

Event, n/N (%) 8-Week G/P 12-Week G/P
Any AE 6/15 (40) 11/18 (61)
AEs leading to study drug discontinuation 0 0
Serious AEs 0 1/18 (6)
ALT Grade ≥2 (>5 × ULN), post nadir 0 0
AST Grade ≥2 (>5 × ULN) 0 0
Total Bilirubin Grade 3 (>3-10 × ULN) 1/15 (7) 0

[Table 2. Safety and Laboratory Abnormalities]

Conclusions: The once-daily, interferon- and ribavirin- free regimen of G/P admin-
istered for 8 or 12 weeks in HCV GT1/HIV-1 co-infected patients without cirrhosis 
was well-tolerated and achieved a 100% SVR12 rate, suggesting that co-infection 
with HIV has no impact on the efficacy of G/P. 

TUPEB0385
Association of uncontrolled HIV-RNA with failure to direct 
acting antiviral (DAA) combinations in HIV/HCV co-infected 
patients on antiretroviral therapy (ART): ANRS CO13 
HEPAVIH cohort
D. Salmon1, C. Gilbert2, J. Chas3, L. Piroth4, K. Lacombe5, C. Katlama6,  
P. Trimoulet7, C. Solas8, G. Peytavin9, H. Aumaitre10, L. Alric11, F. Boué12,  
P. Morlat13, I. Poizot-Martin8, E. Billaud14, E. Rosenthal15, A. Naqvi15,  
P. Miailhes16, L. Esterle17, P. Carrieri18, P. Sogni19, F. Dabis7,20, L. Wittkop21,22,  
HEPAVIH ANRS CO13 Study Group 
1Assistance Publique des Hôpitaux de Paris, Hôpital Cochin, Maladies Infectieuses 
et tropicales, Paris, France, 2Univ. Bordeaux, INSERM, Bordeaux Population Health 
Research Center, UMR 1219, Multimorbidity and Public Health in Patients with HIV 
or Hepatitis-CMG-EC de l’Inserm U1219/ANRS, Bordeaux, France, 3Assistance 
Publique des Hôpitaux de Paris, Hôpital Tenon, Paris, France, 4CHU Dijon, Dijon, 
France, 5Assistance Publique des Hôpitaux de Paris Hôpital Saint Antoine, Paris, 
France, 6Assistance Publique des Hôpitaux de Paris Hôpital Pitié Salpétrière, Paris, 
France, 7CHU de Bordeaux, Bordeaux, France, 8Assistance Publique des Hôpitaux 
de Marseille, Marseille, France, 9Assistance Publique des hôpitaux de Paris, Paris, 
France, 10CH Perpignan, Perpigan, France, 11CHU Toulouse Hôpital Purpan, Toulouse, 
France, 12Assistance Publique des Hôpitaux de Paris Hôpital Paris Sud - Antoine 
Béclère, Clamart, France, 13CHU Bordeaux Hôpital Saint André, Bordeaux, France, 
14CHU Nantes, Nantes, France, 15CHU Nice, Nice, France, 16CHU Lyon, Lyon, France, 
17Univ. Bordeaux, INSERM, Bordeaux Population Health Research Center, UMR 1219, 
Multimorbidity and Public Health in Patients with HIV or Hepatitis (MORPH3US) 
CMG-EC de l’INSERM U1219 / ANRS, Bordeaux, France, 18INSERM, SESSTIM 
UMR 912, Marseille, France, 19Assistance Publique des Hôpitaux de Paris, Hôpital 
Cochin, Paris, France, 20Univ. Bordeaux, INSERM, Bordeaux Population Health 
Research Center, UMR 1219, Bordeaux, France, 21Univ. Bordeaux, INSERM, Bordeaux 
Population Health Research Center, UMR 1219, Multimorbidity and Public Health in 
Patients with HIV or Hepatitis (MORPH3US), Bordeaux, France, 22CHU de Bordeaux, 
Pôle de Santé Publique, Bordeaux, France 
Presenting author email: laure.esterle@u-bordeaux.fr

Background: In HIV/HCV co-infection, DAA treatment regimens achieve viro-
logical cure in ≥90%. Factors associated with failure and frequency of resistance-
associated substitutions (RASs) are not well documented.
Methods: This sub-study, performed in the French ANRS CO13 HEPAVIH co-
hort, included HIV/HCV co-infected patients starting a first all-oral DAA regimen 
before January 2016 (3 months treatment) or October 2015 (6 months treat-
ment). Failure was defined as: 
i) a non-response if HCV-RNA remained detectable at any time during treatment, 
at end of treatment (EOT) or still detectable after EOT, 
ii) a breakthrough if HCV-RNA became undetectable at least once during treat-
ment and was again detectable at EOT and thereafter, 
iii) a relapse in case of a detectable HCV-RNA after EOT after suppression at EOT, 
iv) a death during treatment with last HCV-RNA positive. 
Exact logistic regression was used to identify factors associated with failure.
Results: Of 516 patients fulfilling inclusion criteria, 33 patients (6.4% [95%CI: 
4.4-8.9]) failed DAA therapy with 24 relapses, 4 non-responses, 1 breakthrough, 
1 death under treatment and 3 non evaluable failures (viral load at EOT not known) 
on the following regimen: sofosbuvir (SOF) + daclatasvir (DCV) ± ribavirin (RBV) 
in 11 patients (33%), SOF + RBV in 11 (33%), SOF/ledipasvir ± RBV in 8 (25%) and 
SOF + simeprevir in 3 (9%). Mean treatment duration was 16 weeks [1-50]; 70% 
were HCV treatment-experienced; HCV genotype was 1/3/4 in 45%/15%/27%, re-
spectively. All failing patients were on ART with suppressed HIV-RNA (< 50 cop-
ies/mL at DAA treatment initiation in 72%); 48% were cirrhotic. Post-treatment 
NS3 or NS5A RAVs were detected in 8/14 (57%) of patients with samples available 
for sequencing analysis. In patients receiving at least 2 DAA +/-RBV, after adjust-
ment for age, sex, ribavirin use, cirrhosis stage and treatment duration, a detectable 
HIV-RNA was the only factor associated with a higher risk of failure (OR: 2.8; 
95%CI: 1.02-7.6).
Conclusions: In this prospective real-life cohort, failure to all-oral DAA regimens 
occurred in 6.4% of the patients. The low rate of HIV control despite ART in pa-
tients failing HCV treatment might indicate poor adherence to both ART and anti-
HCV treatment. 
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TUPEB0386
HBV co-infection is associated with high one-year mortality  
in HIV-infected Tanzanians on ART
B. Christian1, E. Fabian1, L.R. Ammerman2, I. Macha1, C. Gawile1, S. Mpangala1,  
N. Ulenga1, C. Thio3, R. Murphy2, C. Hawkins2 
1Management and Development for Health, Dar es Salaam, Tanzania, United Republic 
of, 2Northwestern University Feinberg School of Medicine, Chicago, United States, 
3Johns Hopkins University, Baltimore, United States 
Presenting author email: c-hawkins@md.northwestern.edu

Background: There is limited data on the effect of HBV-active antiviral therapies 
on liver fibrosis progression and other clinical outcomes in HIV- and HBV-infected 
individuals in sub-Saharan Africa.
Methods: We conducted a prospective analysis of 267 HIV-monoinfected, 165 
HBV-monoinfected and 63 HIV/HBV-coinfected adults (>18), enrolled between 
April 2014- Dec 2015 and followed for 12 +/- 2 months on HBV-active therapy, 
at Management and Development for Health (MDH) supported HIV Care and 
Treatment clinics in Dar es Salaam, Tanzania. All HIV-monoinfected and HIV/
HBV-coinfected patients received tenofovir, lamivudine plus efavirenz; all HBV-
monoinfected patients received lamivudine. Multivariate (MV) regression models 
were constructed to identify factors associated with mortality in HIV- and HIV/
HBV-coinfected patients.
Results: At baseline, HBV-monoinfected patients were younger and had higher 
BMI ś than HIV-monoinfected and HIV/HBV-coinfected patients. Median APRI 
was higher in HIV/HBV-coinfected compared to HIV- and HBV-monoinfected 
patients [0.36 (IQR 0.40) vs. 0.23 (0.17) vs. 0.29 (0.16); p<0.01]. HIV RNA 
levels were higher in HIV-monoinfected compared to HIV/HBV-coinfected pa-
tients, whereas CD4+ T cell counts were similar. After a median of 370 (IQR 57) 
days on HBV-active therapy, 61% HIV-infected vs. 74% HIV/HBV-coinfected 
patients achieved HIV RNA <20 copies/mL (p=0.09). Similar rates of HBV vi-
rologic suppression (<20 IU/mL) were observed in HBV-monoinfected and HIV/
HBV-coinfected patients (80% vs. 79%; p=0.6). A greater decline in APRI was 
observed in HIV/HBV-coinfected patients. Mortality at 1 year was higher among 
HIV/HBV-coinfected patients compared to HIV and HBV-monoinfected patients 
[10/63 (16%) vs. 26/267 (10%) vs. 2/165 (1%); p<0.01]. In univariate analyses of all 
HIV-infected patients, HIV/HBV co-infection, lower CD4+ T cell counts, higher 
HIV RNA levels and APRI at baseline were all significantly associated with higher 
mortality (p’s <0.01), however, only CD4+ T cell counts [OR 0.99, (95%CI 0.98, 
0.99); p=0.01] and HIV RNA [OR 3.53, (1.66, 7.51); p<0.01] predicted mortality 
in adjusted MV models.
Conclusions: Mortality at one year was high among HIV/HBV-coinfected individu-
als compared to patients with HIV or HBV alone, despite similar rates of virologic 
suppression and greater APRI declines on HBV active ART. HIV-related factors 
rather than liver disease severity may explain the excess risk of mortality in HIV/
HBV-coinfected individuals. 

TUPEB0387
Low frequency of NS5A relevant resistance-associated 
substitutions to Elbasvir among hepatitis C virus genotype  
1a in Spain: a cross-sectional study
C. Palladino1, M. Sánchez-Carrillo2, I. Mate-Cano2, S. Vázquez-Morón2,  
M.Á. Jimenez-Sousa2, M. Gutiérrez-Rivas2, S. Resino2, V. Briz2 
1University of Lisbon, Research Institute for Medicines (iMed.ULisboa), Faculty 
of Pharmacy, Lisboa, Portugal, 2Institute of Health Carlos III, Laboratory of Viral 
Hepatitis, National Center for Microbiology, Majadahonda, Spain 
Presenting author email: veronica.briz@isciii.es

Background: Naturally resistance associated variants (RAVs) to the new HCV 
NS5A inhibitor elbasvir (EBR) may limit its efficacy and lead to no cure in HCV-
GT1a-infected. To assess the prevalence and impact of clinically relevant natural 
NS5A RAVs to EBR in HCV-GT1a infected patients from Spain and predict the 
proportion of patients who could benefit from treatment with zepatier®.
Methods: A multicenter cross-sectional study of 617 treatment-naïve HCV-G1a-
infected individuals attended in 84 Spanish hospitals. The samples were collected 
between 2014-2015. Sanger sequencing (HCV population sequencing) was used to 
identify natural NS5A RAVs. NS5A mutational pattern and drug sensitivity were 
confirmed by geno2pheno[HCV].
Results: Viruses bearing natural NS5A RAVs to EBR were present in 38 samples 
(6.2%) of HCV-G1a infected patients, six of those having viruses with double RAVs. 
The most common natural RAVs were the Y93C/H/N (2.4%; n=15) and Q30E/
H/R (2.3%; n=14), while M28A/T, L31M and H58D being less represented (0.8%, 
n=5, each). The double mutations Q30H+Y93H and Q30R+Y93H had a low fre-
quency (0.6%, n=4, and 0.3%, n=2). Only 3.4% (n=21) of the identified RAVs to 
EBR conferred reduced susceptibility to EBR by geno2pheno[HCV]. This algo-

rithm identified exclusively the positions Q30H/R (n=7) and Y93C/H/N (n=8) as 
single mutations and Q30H+Y93H (n=4) and Q30R+Y93H (n=2) as double muta-
tions considered as major NS5A RAVs to EBR.

[Fig1A. Types and prevalence of NS5A variants]

[Fig1B. Fold change of NS5A variants]

Conclusions: Naïve HCV-G1a-infected patients had a low prevalence of NS5A 
RAVs to EBR in Spain. This information may be essential to guide the implementa-
tion of zepatier® in Spain and the management of G1a-infected patients. 

TUPEB0388
Chronic hepatitis C in human immunodeficiency virus infected 
patients: real-life treatment with new generation direct-acting 
antivirals in a Portuguese centre
A. Silva-Pinto, R. Ruas, I. Abreu, F. Ceia, A.C. Carvalho, N. Neves, A.S. Santos, 
J. Soares, C. Piñeiro, R. Serrão, A. Sarmento 
Centro Hospitalar São João, Infectious Diseases, Porto, Portugal 
Presenting author email: carmela_pinheiro@hotmail.com

Background: The Direct-Acting Antivirals (DAA) revolutionized the Hepatitis C 
virus (HCV) infection treatment. Since 2015, DAA became available in Portugal 
due to a universal access policy. Its use in Human Immunodeficiency Virus (HIV) 
infected patients has some peculiarities, specially due to drug interactions. Our aim 
is to assess the DAA efficacy in real life and to monitor fibrosis and alpha-fetopro-
tein (AFP) changes with treatment.
Methods: We performed a retrospective study of HCV-HIV patients treated with 
DAA between 02/2015 and 12/2016. The primary outcome was “sustained viro-
logic response” (SVR) at week 12 after treatment and the secondary outcomes 
were changes in fibrosis, transaminases and AFP. We used the most appropriate 
measures of central tendency/distribution and statistical test.
Results: We included 291 patients that completed 12 weeks after treatment evalu-
ation (from 402 patients with chronic HCV-HIV). Eighty-night percent (n=260) 
were men and the mean age was 47,96 (SD 9). The majority acquired the infection 
through drug abuse (90%) and 64% were HCV treatment naïve. 
The most frequent HCV genotype was 1 (74,3%), followed by 3 (13,4%). The cir-
rhotic rate was 30%.
Concerning the HIV treatment, 99% of patients were on treatment. In 68 patients 
(23,4%) the HIV treatment had to be changed due to drug interactions: efavirenz 
(38,3%), boosted atazanavir (27,9%), boosted lopinavir (23,5%), nevirapine (8,8%) 
and boosted elvitegravir (1,5%). The patients changed the HIV treatment to ralte-
gravir, rilpivirine, boosted darunavir or dolutegravir.
Regarding HCV treatment, the majority did sofosbuvir/ledipasvir (81,8%), followed 
by sofosbuvir/ribavirin (11,3%), sofosbuvir/ledipasvir/ribavirin (5,5%) and sofosbu-
vir/daclatasvir/ribavirin (1,4%). The duration of treatment was 12 weeks in 49,8% 
and 24 weeks in 50,2%.
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Our SVR rate was 96,9% (282 patients cured the infection): six patients did not 
cure the infection owing to lack of adherence, in two patients the treatment was 
stopped (acute renal failure and alveolar haemorrhage, respectively) and one pa-
tient had a relapse.
The elastography stiffness, AFP and transaminases decreased in a statistically sig-
nificant manner comparing before and after treatment (Wilcoxon test).
Conclusions: Our results confirm in real life the efficacy of these DAA with im-
provement of fibrosis, hepatic cytolysis and AFP. 

TUPEB0389
Daily cannabis use and reduced risk of severe steatosis  
in a population of patients co-infected with HIV and hepatitis  
C virus (HCV) (ANRS CO13-HEPAVIH)
S.E. Nordmann1, A. Vilotitch1, P. Roux1, L. Esterle2, B. Spire1, F. Marcellin1,  
D. Salmon-Ceron3, F. Dabis2, J. Chas4, D. Rey5, L. Wittkop6, P. Sogni7,  
P. Carrieri1, ANRS CO13 HEPAVIH Study Group 
1Aix-Marseille Université, SESSTIM U 912 - ORS PACA, Marseille, France, 2Université 
Bordeaux, INSERM U 1219, Bordeaux, France, 3Université Paris Sud, Université Paris 
Descartes, UMR-S 0669, Paris, France, 4Hôpital Tenon-APHP, Infection Disease 
Department, Paris, France, 5CHU Strasbourg, Le Ttrait d’Union, Strasbourg, France, 
6Université de Bordeaux, INSERM U 1219, Bordeaux, France, 7Université Paris 
Descartes, Hôpital Cochin, INSERM U 567 & CNRS 8104, Paris, France 
Presenting author email: dominique.salmon@aphp.fr

Background: Liver steatosis is common in HIV-HCV co-infected patients. Some 
recent studies have found that cannabis use is negatively associated with insulin re-
sistance in the general population and in HIV-HCV co-infected patients. Given the 
causal link between insulin resistance and steatosis, we hypothesized that cannabis 
use is a protective factor for steatosis. Therefore, we aimed to study whether can-
nabis use in this population was associated with a reduced risk of severe steatosis, as 
measured by ultrasound examination.
Methods: The ANRS CO13-HEPAVIH cohort is a French nationwide multicenter 
of HIV-HCV co-infected patients. Medical and socio-behavioral data from clini-
cal follow-up visits and annual self-administered questionnaires are prospectively 
collected. A cross-sectional analysis was conducted using data from the first visit 
where both the ultrasound examination data for severe steatosis (positive or nega-
tive diagnosis) and data on cannabis use (every day, regularly, never/sometimes) 
were available. A multivariable logistic regression model was used to evaluate the 
association between cannabis use and severe steatosis.
Results: Among study sample patients (n=838), 69.8% were men, 40.1% had 
severe steatosis and 14.0% reported daily cannabis use, 11.7% regular use and 
74.7% never or sometimes. The percentage of patients with genotypes 1, 2, 3, 4, 
and 5 was 55.6%, 3.2%, 18.5%, 22.4%, and 0.3%, respectively. The percentage 
of patients with a BMI > 27 kg/m² was 17.4%. With regards to HIV transmission 
route, 64.7% of the patients had contracted the disease via intravenous drug use. 
Overall, 8.8% had hazardous alcohol consumption (AUDIT>8). Daily cannabis 
use was independently associated with a reduced risk of severe steatosis (adjusted 
odds ratio [95%]=0.60 [0.39;0.93]; p=0.02), after adjusting for hazardous alco-
hol consumption (adjusted odds ratio [95%]=1.82 [1.10;3.00] ; p=0.02), current 
or ever use of lamivudine/zidovudine (adjusted odds ratio [95%]=1.53 [1.14;2.06]; 
p=0.004) and elevated levels of alanine transaminase (adjusted odds ratio 
[95%]=1.46 [1.01;2.13]; p=0.05).
Conclusions: Daily cannabis use may be a protective factor against steatosis in HIV-
HCV co-infected patients. As cannabis use was also shown to lower the risk of insu-
lin resistance in a previous study in the same population, these findings confirm the 
need for a clinical evaluation of cannabis-based pharmacotherapies in co-infected 
patients. 

TUPEB0390
Assessment of liver fibrosis in former injection drug users  
with HIV/HCV co-infection and alcohol use disorder
A. Sanvisens1, F. Bolao2, P. Zuluaga1, D. Fuster1, I. Rivas3, J. Tor1, R. Muga1 
1Hospital Universitari Germans Trias i Pujol, Universitat Autònoma de Barcelona, 
Internal Medicine, Badalona, Spain, 2Hospital Universitari de Bellvitge, Universitat de 
Barcelona, Internal Medicine, L’Hospitalet de Llobregat, Spain, 3Centro de Atención a 
las Drogodependencias (Centro Delta), IMSP, Badalona, Spain 
Presenting author email: rmuga.germanstrias@gencat.cat

Background: High rates of Hepatitis C Virus (HCV) infection occur in individuals 
with substance use disorder. When HIV infection or HIV/HCV co-infection oc-
cur patients with alcohol use disorder (AUD) are at increased risk of liver disease. 
We aimed to assess Advanced Liver Fibrosis (ALF) in former injection drug users 
(IDUs) seeking treatment of AUD.

Methods: Cross-sectional study in patients admitted for hospital detoxification 
between 2000 and 2014 in metropolitan Barcelona, Spain. Substance use charac-
teristics, blood samples for viral infections and liver function tests were collected at 
admission. Fibrosis of the liver was assessed by APRI, FIB-4 and Forns indexes. ALF 
was defined by APRI >1.5, FIB-4>3.25 and Forns>6.9.
Results: Among 1.313 patients admitted, 208 (80.3% M) were former IDU. Age 
at admission was 40 years (IQR: 36-44 years), age at starting alcohol use 19 years 
(IQR: 17-24 years) and the amount of alcohol consumption 210 g/day (IQR: 147-
350 g/day). Prevalence of HCV infection was 83% (173/208) and 9% (15/173) 
had antecedent of HCV treatment. Forty percent (70/173) of patients were HIV/
HCV-coinfected and median CD4 cell count at admission was 336 cell/µL (IQR: 
175-579 cell/µL) 
Table 1 shows prevalence of ALF according to indexes and viral infections: 

 
HIV-/ HCV-

N=35
n (%)

HIV+/ HCV-
N=101
n (%)

HIV+ / HCV+
N=70
n (%)

p value

APRI >1.5 7 (20.0) 36 (37.9) 30 (46.9) 0.031

FIB-4 >3.25 4 (11.4) 22 (23.2) 27 (42.2) 0.002

Forns>6.9 4 (11.8) 33 (35.1) 34 (55.7) <0.001

[Table 1]

Table 2 shows the ORs for ALF in patients with HCV-infection and HIV/HCV co-
infection with respect to those without viral infections: 

 APRI 
OR (95%CI)

FIB-4 
OR (95%CI)

Forns 
OR (95%CI)

HIV-/HCV- (n=35) 1 1 1

HIV-/HCV+ (n=101) 2.4 (1.0-6.2) 2.3 (0.7-7.3) 4.1 (1.3-12.5)

HIV+/HCV(+) (n=70) 3.5 (1.3-9.2) 5.6 (1.8-17.9) 9.4 (3.0-30.1)

[Table 2]

Conclusions: Risk of symptomatic, advanced fibrosis of the liver is high in AUD 
patients with HIV/HCV co-infection. Treatment of alcoholism and HCV infection 
with direct-acting antivirals should be prioritized in this population. 

TUPEB0391
Validation and scale-up of Hepatitis B viral load on polyvalent 
open PCR platforms in West African and South East Asian 
countries. A study of the AC12 working group (ANRS 12327)
D. Kania1, F. Rouet2, K. Bolloré3, J. Nouhin2, R. Njouom4, T.D. Toni5, A. Maiga6,  
C. Toure-Kane7, N. Ngo-Giang-Huong8, A. Dagnra9, D.H.C. Le10,  
F. Lunel-Fabiani11, M.-L. Chaix12, J. Castéra-Guy13, J.-M. Da Costa Castro14,  
C. Rouzioux15, J.-C. Plantier16, E. Tuaillon17 
1Centre Muraz, Laboratoire de Virologie, Bobo-Dioulasso, Burkina Faso, 2Pasteur 
Institute in Cambodia, HIV/Hepatitis Unit, Phnom Penh, Cambodia, 3UMR 1058 
INSERM, Université de Montpellier, Montpellier, France, 4Centre Pasteur of 
Cameroon, Virology Unit, Yaounde, Cameroon, 5CeDReS, CHU de Treichville, 
Abidjan, Cote D’Ivoire, 6University Hospital Gabriel Toure, Clinical and Microbiology 
Laboratory, Bamako, Mali, 7CHU Aristide le Dantec, Laboratoire de Bactériologie-
Virologie, Dakar, Senegal, 8Associated Medical Sciences, Chiang Mai, Thailand, 
9Centre National de Référence VIH-IST/PNLS, Lomé, Togo, 10Pasteur Institute, 
Department of Biomedical, Food Analysis and Health Service, Ho Chi Minh City, 
Vietnam, 11University Hospital of Angers, Laboratory of Virology, UPRES EA, 
Angers, France, 12Université Paris Diderot, APHP, Hôpital Saint Louis, Laboratoire 
de Virologie, Paris, France, 13Omunis, Clapiers, France, 14Biocentric, Bandol, France, 
15Université Paris-Descartes, APHP, Laboratoire de Virologie, Hôpital Necker Enfants-
Malades, EA 7327, Paris, France, 16CHU Charles Nicolle, Laboratoire de Virologie, 
Rouen, France, 17Université de Montpellier, Montpellier, France 
Presenting author email: draka3703@yahoo.fr

Background: Quantification of HBV DNA is critical for therapeutic decision, 
however access to affordable HBV DNA testing remains limited in resource-
constrained countries. The ANRS AC12 Virology group is an international working 
group of clinical virologists promoting validation and scale up of molecular tests. In 
this multi-laboratory study we evaluated the performance of a new generic HBV 
PCR assay performed with automated open polyvalent platforms (OPP) and com-
pared with proprietary classical assays.
Methods: The generic HBV viral load assay was based on an in-house PCR as-
say previously evaluated with different HBV genotypes. This assay uses the same 
thermocycling protocol as the ANRS generic HIV-1 assay, thus enabling HIV-1 
RNA and HBV DNA testing during the same PCR run. Optimization, standard-
ization and production of the PCR assay were done in collaboration with two pri-
vate companies Omunis (Clapiers, France) and Biocentric (Bandol, France) that 
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pursue regulatory approval of the “Generic HBV Charge Virale” assay. The PCR 
was evaluated in nine West/Central African and South East Asian countries. HBV 
DNA results were compared to Roche COBAS® HBV test version 2.0 and Abbott 
RealTime HBV PCR assays.
Results: Laboratories in France, Côte d’Ivoire, Burkina Faso and Cambodia pro-
vided intermediary results of HBV viral load using the generic HBV PCR versus 
Roche and Abbott PCR assays. Of 186 clinical samples with HBV DNA level over 
1,000 IU/ml, 184 (99%) tested positive for HBV DNA with the generic PCR. High 
correlation (r >0.90, p >0.001) and good agreement between the Biocentric assay 
and the Roche and Abbott tests were obtained. The generic assay presents also a 
good specificity (100%) among 99 HBs Ag negative samples.
Conclusions: The use of this nucleic acid test with OPP could contribute to better 
implement HBV DNA testing and therapeutic decision-making in low- and middle 
income countries. Good agreement between the generic HBV PCR and Roche/
Abbott assays was observed for samples collected from patients with chronic active 
hepatitis B. A higher input volume for DNA extraction would be useful to lower the 
limit of detection below 100 IU/ml and improve the quantification of HBV DNA 
in inactive carriers. 

TUPEB0392
Factors associated with liver fibrosis progression from  
minimal (F0F1) to advanced liver fibrosis (F3F4) in  
HIV-infected patients with or without chronic hepatits 
coinfection: a prospective study
H. Perazzo Pedroso Barbosa, S. Cardoso, P. Luz, C. Yanavich, J. Fittipaldi,  
J.C. Soares, V. Veloso, B. Grinsztejn 
Fundação Oswaldo Cruz, LAPCLIN-AIDS, Rio de Janeiro, Brazil 
Presenting author email: perazzohugo@gmail.com

Background: Liver fibrosis progression might lead to cirrhosis and end-stage liver 
disease. This longitudinal study aimed to evaluate the risk factors for development 
of advanced fibrosis in HIV infected patients with no/minimal fibrosis at baseline.
Methods: 4,071 HIV patients were prospectively followed from 2007 to 2015. 
Liver fibrosis was estimated at baseline and at the last blood analysis by FIB-4 bio-
marker [FIB-4=(age*AST)/(platelet count*[sqrt(ALT)])]. 
Minimal (METAVIR=F0F1) and advanced fibrosis (METAVIR=F3F4) were defined 
by FIB-4 <1.45 and FIB-4 >3.25, respectively. The exclusion criteria were missing 
transaminases or platelet count (n=795); missing hepatitis serology (n=211); ab-
sence of follow-up (n=120) and FIB-4 > 1.45 at baseline (n=427). 
Hepatitis coinfection was defined by positive HBsAg or anti-HCV. Age-gender-
adjusted multivariate Cox proportional-hazards regression models were performed. 
Baseline and nadir CD4 cell counts and baseline HIV viral load were considered as 
confounders.
Results: 2,518 HIV patients [64% male, median age=37(IQR,29-44) years, 7% 
(N=158) with hepatitis coinfection)] were included. During a median of 5.1 years 
(IQR,2.7-6.9) of follow-up, 63 patients developed advanced fibrosis. The incidence 
rates (95%CI) of advanced fibrosis in HIV mono-infected and coinfected patients 
were 4.1 (3.1-5.4) and 16.0 (9.1-28.2) per 1000 person-year, respectively. The 
7-year survival without advanced fibrosis [Kaplan Meier (95%CI)] was higher in HIV 
mono-infected compared to those with coinfection [97% (96-98) vs 90% (82-95; 
p<0.001] [Figure]

[Survival without progression to advanced fibrosis]

In multivariate Cox model [HR (95%CI)], age >45 years [1.86 (1.05-3.24), 
p=0.033]; CD4 count <200 cells [2.96 (1.51-5.77), p=0.002]; nadir CD4 <200 
cells [4.48 (1.72-11.67), p=0.002] and hepatitis coinfection [2.62 (1.62-5.41), 
p=0.010] were independently associated with progression to advanced fibrosis. 
Considering HIV mono-infected patients (n=2,616), CD4 count <200 cells [2.51 
(1.23-5.10), p=0.011]; detectable HIV viral load [2.43 (1.06-5.59), p=0.036] and 
nadir CD4 <200 cells [6.80 (2.20-21.05), p=0.001] were independently associ-
ated with fibrosis progression.
Conclusions: Hepatitis coinfection, low nadir CD4 and baseline CD4 count were 
independently associated with progression from minimal to advanced fibrosis in 
HIV-infected patients. 

TUPEB0393
Usual APRI score thresholds lack sensitivity to prioritize  
for hepatitis C treatment in a HCV/HIV coinfected cohort  
in Cambodia
A. De Weggheleire1, S. An2, J. Buyze1, S. Thai2, S. Francque3, L. Lynen1 
1Institute of Tropical Medicine, Antwerp, Belgium, 2Sihanouk Hospital Center of Hope, 
Phnom Penh, Cambodia, 3University of Antwerp, Antwerp, Belgium 
Presenting author email: adeweggheleire@itg.be

Background: The vast demand and limited resources justify in some contexts step-
wise scale-up of hepatitis C treatment. We evaluated the Aspartate-to-platelet ra-
tio index (APRI) threshold strategy for treatment prioritization, as proposed in the 
WHO guidelines, in the HCV/HIV coinfected cohort of Sihanouk Hospital Center 
of Hope in Cambodia.
Methods: Liver fibrosis was evaluated by Fibroscan (stageF0-F1: < 7.2 kPa, F2: 7.2-
9.5, F3: 9.5-14.5, F4: ≥14.5). ROC curves for APRI to diagnose significant fibrosis 
(≥F2) and cirrhosis (F4) were established with area-under-curve (AUC) and 95% 
confidence interval. Performance of APRI low (>0.5, for ≥F2) and high (>2.0, for 
cirrhosis) cut-off was evaluated. The optimal cut-off was determined by weighing 
false negatives (FN) twice as harmful as false positives (FP).
Results: Hundred-seven coinfected were identified among 3046 HIV patients. 
Median age was 48.7 years. All, but three, were on ART (median duration 6.5 
years); 97.7% had undetectable viral load. FibroScan was done for 104 coinfected; 
47 staged F0-F1, 31 F2-F3 and 26 cirrhosis.
The AUC of APRI was 0.79 (95% CI 0.71-0.88) for ≥F2. At cut-off >0.5, sen-
sitivity was 73.7% (60.3-84.5) and specificity 59.6% (44.3-73.6). For cirrhosis, 
AUC was 0.93 (0.88-0.98), with for cut-off >2.0 sensitivity 34.6% (17.2-55.7) and 
specificity 98.7% (93.1-100). 
Applying the cut-off strategy, treatment would be prioritized for 10 patients and 
deferred in 43. Fifty-one would be in the grey zone. Thirty-one patients with ad-
vanced fibrosis, including 17 cirrhotics, would not be prioritized. A unique APRI 
cut-point for >F2 (=minimizing number FP + 2* number FN), 0.405 in our cohort, 
would identify 77 patients to treat, including 54 with significant fibrosis. 

[APRI threshold strategy and performance]

Conclusions: The APRI two cut-off strategy lacked sensitivity in our coinfected co-
hort. A unique lower APRI cut-point (0.405) allowed more balanced and inclusive 
prioritization, and seems more adapted given the improving affordability of HCV 
treatment. Further validation in other cohorts is needed. 
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TUPEB0394
Comparative steatosis rates by liver biopsy and transient 
elastography controlled attenuated parameter (CAP) in 
hepatitis C (HCV) and HIV/HCV coinfection in a large  
U.S. hepatitis clinic: time to take notice
J. Martin1,2, O. Adeyemi1,2, K. Burke2, I. Alvaraz2, C. Winston2, S. Markham2,  
B. Go2, G. Huhn1,2 
1Rush University Medical Center, Infectious Diseases, Chicago, United States, 2Ruth 
M. Rothstein CORE Center, Chicago, United States 
Presenting author email: greghuhn@gmail.com

Background: Steatosis contributes to liver fibrosis in both HCV and HIV/HCV 
coinfection. Liver biopsy (LB) is the gold standard for grading steatosis and staging 
fibrosis, yet recent non-invasive staging modalities have largely supplanted LB in 
HCV, which may limit recognition of underlying steatosis. We compare steatosis 
rates in LB to transient elastography (TE) CAP among HCV and HIV/HCV pa-
tients in a U.S. hepatitis clinic.
Methods: Demographic information, fibrosis stage, and steatosis grade using stan-
dardized cutoffs were recorded among unique patients with chronic HCV during 
pre-treatment evaluation by LB (N=319, December 2001-December 2010) and 
TE CAP (N=822, May 2016-January 2017) at The CORE Center. Univariate anal-
ysis was performed, and p-values with α< 0.05 were calculated for comparisons of 
fibrosis and steatosis rates by LB and TE with CAP stratified by HCV versus HIV/
HCV coinfection status.
Results: Steatosis was not reported in 26% of LBs (Table 1). Significant steatosis 
rates (>S2) were greater by CAP compared to LB (26% versus 10%), and median 
CAP scores were significantly higher in HCV versus HIV/HCV coinfection (   231 
versus 216; p<0.0001)(Tables 1 and 2). Steatosis ≥S2 was significantly associated 
with greater fibrosis severity overall and in HCV monoinfection by CAP (Table 2).

[Table 1. Association between significant steatosis with severity of fibrosis by liver 
biopsy]

[Table 2. Association between significant steatosis with severity of fibrosis by transient 
elastography (TE) with controlled attenuated parameter (CAP)]

Conclusions: Steatosis was underreported by LB, and severity may be increasing in 
the modern HCV treatment era, particularly in HCV monoinfection. Without LB 
steatosis quantification requires advanced technology and may go unrecognized if 
soluble biomarkers are used exclusively for fibrosis staging. Improved biomarkers 
are needed to serially assess HCV patients with significant steatosis undergoing 
curative HCV therapy. 

TUPEB0395
Circulating mucosal associated invariant T cells (MAITs) fail  
to be recovered by successful direct-acting antiviral therapy  
(DAA) in HIV/HCV co-infected patients
E.S. Cannizzo1, M. Cerrone1, E. Merlini1, B. van Wilgenburg2, L. Swadling2,  
C. Tincati1, A. De Bona1, A. d’Arminio Monforte1, P. Klenerman2, G. Marchetti1 
1University of Milan, Health Sciences, Milan, Italy, 2University of Oxford, Peter 
Medawar Building for Pathogen Research, Oxford, United Kingdom 
Presenting author email: stefania.cannizzo@gmail.com

Background: MAITs play a crucial role in innate immunity. A substantial reduction 
in MAITs has been described in untreated HIV, which is not restored by cART. Little 
is known about MAITs frequency/function in HIV/HCV co-infected patients and 
their fate after HCV elimination by DAA. We assessed MAITs in cART-treated 
HIV/HCV co-infected patients (pts) and the impact of anti-HCV therapy (both 
interferon and DAA-based).
Methods: We enrolled 15 HIV/HCV+ cART-treated pts [HIV-RNA< 40cp/ml; 
median CD4 527/mmc (IQR 409-780)] and 10 age-matched healthy controls 
(HC). All pts were treated with pegIFN-based anti-HCV treatment: 9/15 patients 
(60%) achieved a sustained virologic response (SVR), 6/15 patients (40%) failed 
to clear HCV infection (non responders-NR), 5/6 NR pts started DAA-based 
therapy (3 PI-based vs 2 with NS5A inhibitors)
We measured MAITs frequency (CD161++Va7.2+ CD3 or CD8), activation 
(CD69), exhaustion (CD39/PD-1), IL18R expression, cytolytic activity (granzyme 
B/perforin A) (flow cytometry) at baseline (T0), Interferon end-of-treatment (T1) 
and DAA end-of-treatment (T2). Statistical analyses: Mann-Whitney, Friedman.
Results: As compared to HC, HIV/HCV pts displayed substantially contracted 
total and CD8 MAITs (Table 1A). All MAIT subsets of HIV/HCV pts showed a 
trend towards higher CD39 expression, especially within the CD8 subset, but no 
differences in PD-1, IL-18R, granzyme B and perforin A expression were detected 
between HIV/HCV pts and HC (Table 1A). Following IFN-based therapy (T1), we 
found a non-significant increase in total and CD8 MAITs (Table 1B). Likewise, no 
significant recovery of total and CD8 MAITs frequency was shown following DAA 
treatment (T2) (Table 1B).
Conclusions: In HIV/HCV co-infected patients we show a profound depletion of 
the circulating MAITs compartment that is not recovered by anti-HCV treatment 
and HCV virus eradication, indicating a profound and irreversible virus-mediated 
depletion in MAIT cell subsets. Future research is needed to dissect molecular 
mechanisms governing the homeostasis of circulating and tissue MAIT cells upon 
viral clearance.

[Table 1. Phenotypes of circulating mucosal-associated invariant T cells (MAIT) in 
cross-sectional and longitudinal study]
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TUPEB0396
Efficacy of ledipasvir/sofosbuvir (LDV/SOF) for 8 weeks in  
real life setting for patients with HCV/ HIV-1 co-infection
J. Berenguer1, P. Buggish2, A. Moreno3, V. Isakov4, L. Backus5, D. Ain6,  
S. Christensen7, P. Ruane8, J. Gonzales9, S. Naik10, S. Mehta10, M. Mertens11,  
F.E. Kucuksayrac11, M. Natha10, K. Kersey12, A. Osinusi12, K. Zhdanov13, S. Zeuzem14 
1Hospital General Gregorio Marañón, Madrid, Spain, 2Liver-Centre Hamburg, Institute 
for Interdisciplinary Medicine/MVZ-Hamburg, Asklepios Hospital St. Georg, Hamburg, 
Germany, 3API, Madrid, Spain, 4Russian Academy of Sciences, Moscow, Russian 
Federation, 5US Department of Vetereans Affairs, Palo Alto, United States, 6Clinical 
Research at Ruane Medical and Liver Health Institute, Los Angeles, United States, 
7Center for Interdisciplinary Medicine, Muenster, Germany, 8Ruane Medical and Liver 
Health Institute, Los Angeles, United States, 9Hospital Universitario La Paz, Madrid, 
Spain, 10Gilead Sciences, Medical Affairs, Foster City, United States, 11Gilead Sciences, 
Medical Affairs, London, United Kingdom, 12Gilead Sciences, Clinical Research, Foster 
City, United States, 13Military Medical Academy, Department of Infectious Diseases, 
Saint Petersburg, Russian Federation, 14JW Goethe University Hospital, Frankfurt, 
Germany 
Presenting author email: ece.kucuksayrac@gilead.com

Background: The AASLD/IDSA/IAS-USA Guidance and EASL Recommendations 
on Treatment of Hepatitis C state that HIV/HCV coinfection should be treated the 
same as HCV monoinfection. Real world cohorts (RWC) have demonstrated excel-
lent efficacy of LDV/SOF for 8 weeks in HCV monoinfected patients. The aim of 
this study was to describe the effectiveness of the single tablet regimen of LDV/
SOF for 8 weeks in HCV genotype (GT) 1 patients with HIV/HCV coinfection 
in RWC.
Methods: Real world effectiveness data of LDV/SOF for 8 weeks in HIV/HCV 
coinfection is emerging from several prospective and retrospective cohorts. In this 
analysis, data from two prospective studies, one investigator sponsored (Ain et al.) 
and 1 registration trial (Isakov et al.), and three retrospective RWC (Deutsches 
Hepatitis C-Register, Madrid Coinfection Registry (Madrid-CoRe), and Veterans 
Affairs HCV Registry) of LDV/SOF for 8 weeks in HIV/HCV co-infected patients 
were compared. RWC were selected based on willingness to participate with at least 
15 HIV/HCV co-infected patients. Baseline characteristics and efficacy were ana-
lyzed.
Results: The majority of the 279 patients included in analysis were GT 1, treatment 
naïve (TN), noncirrhotic (NC), and had HCV viral load < 6 million. The prospective 
cohorts enrolled 79 patients with the following baseline characteristics: mean age 
(43 years), male (74%), white (78%), and GT 1a (55%). The RWC studies assessed 
enrolled 200 patients with the following overall baseline characteristics: mean 
age (53 years) male (79%), white (98%), and GT 1a (82%) in those that reported 
demographics. The overall SVR12 from five diverse real world and post-marketing 
cohorts was 94% (263/279). The individual study results are presented in Table 1.

Clinical trials and RWC with LDV/SOF for 8 weeks in HIV/HCV coinfection

Study Study Design Treated 
(n)

SVR12 
(n)

SVR
12%

Ain et al. Prospective LDV/SOF x 8 weeks 20 18 90

Russian cohort (Isakov et al) Prospective LDV/SOF x 8 weeks 59 57 97

VA (Backus et al) Retrospective LDV/SOF x 8 weeks 31 30 97

DHC-R (Buggish et al) Retrospective LDV/SOF x 8 weeks 76 73 96

Madrid-CoRe Retrospective LDV/SOF x 8 weeks 93 85 91

[Table 1]

Conclusions: This analysis of diverse cohorts from the EU and US yielded high SVR 
rates similar to SVR rates seen in multiple RW moninfected cohorts and supports 
the use of 8 weeks of LDV/SOF in TN, NC GT 1 HIV/HCV coinfected patients with 
a baseline HCV viral load <6 million. 

TUPEB0397
Chronic hepatitis C and HIV co-infection among people  
who inject drugs along the Kenyan Coast
R.N. Shah1,2, J. Kinyua3, A. Kattammaiyo3, K. Mandaliya4, B. Langat3, S. Bhagani5, 
M. Thursz2, E. Songok3, M. Lemoine2 
1Nottingham University Hospitals NHS Trust, Infectious Diseases, Nottingham, United 
Kingdom, 2Imperial College, Medicine, London, United Kingdom, 3Kenya Medical 
Research Institute, Centre for Virus Research, Nairobi, Kenya, 4PathCare Kenya 
Ltd, Mombasa, Kenya, 5Royal Free London NHS Foundation Trust, Genito-Urinary 
Medicine, London, United Kingdom 
Presenting author email: rajiv_334@hotmail.com

Background: People who inject drugs (PWID) are a major driver of HCV spread 
worldwide. The use of injecting drugs is an emerging but neglected problem in 
Africa, particularly in East Africa. This study aimed to determine the prevalence 
and severity of chronic hepatitis C and HIV co-infection among a group of PWID 
in Mombasa, Kenya.
Methods: Participants were recruited at local drop-in centres supported by Kenya 
AIDS NGOs Consortium (KANCO). Epidemiological data and blood samples 
were systematically collected for liver function tests and virological analysis (HIV/
HCV serology, RNA and genotyping). PathCare Kenya Limited as well as Kenya 
Medical Research Institute (KEMRI) provided support for processing and storage 
of blood samples. In the absence of a Fibroscan, liver fibrosis was assessed using 
the Aspartate Transaminase to Platelet Ratio Index (APRI) score according to the 
WHO guidelines.
Results: 400 PWID (85% Male) were recruited in Mombasa and Kilifi Counties. 
The mean (± SD) age was 34 years (± 7.5), 33% (130/400) admitted to sharing 
needles while injecting heroin. 95% (378/400) had spent time in or prison. 34% 
(137/400) were heavy drinkers. Only 1% of participants had completed secondary 
level education. 
Only 8% (31/400) had previously been tested for HCV whereas all participants had 
been tested for HIV previously, with the majority receiving regular HIV care. The 
prevalence of positive HCV and HIV serologies were 36% and 17%, respectively. 
72% (50/69) were HIV-HCV co-infected. More than 40% had a positive HCV 
RNA and the vast majority were infected with HCV genotype 1 or 4. Of the 143 
infected with HCV, 14% (20/143) had an APRI score >1 and 6% (9/143) >2 suggest-
ing the presence of cirrhosis.
Conclusions: PWID along the Kenyan Coast are at high risk of HCV infection and 
HCV-HIV co-infection but are not systematically screened for HCV although 14% 
might need urgent antiviral therapy. High rate of incarceration and low level of edu-
cation might be potential barriers to implement screen-and-treat interventions in 
this key population. 

TUPEB0398
Virtual elimination of hepatitis C in an Australian regional area: 
what a difference access to the new medications makes!
D. Russell1,2, C. Gorton1, R. Lewis1, P. Fox3 
1Cairns Sexual Health Service, Cairns, Australia, 2James Cook University, School of 
Medicine, Dentistry and Pharmacy, Cairns, Australia, 3Cairns and Hinterland Hospital 
and Health Service, Gastroenterology Service, Cairns, Australia 
Presenting author email: darrenrussell@optusnet.com.au

Background: Australia has been estimated to have about 230,000 people living 
with hepatitis C virus (HCV). Approximately 10% of people living with HIV are 
coinfected with HCV. On 1 March, 2016, the Australian Government made new 
direct acting HCV medications (DAAs) available to all Australians with HCV, re-
gardless of liver fibrosis, HIV status, or injecting drug use status. Cairns is a city in 
Far North Queensland and has a population of 160,000, though it services a vast 
area containing about 250,000 people.
Methods: A “Make Cairns Hep C Free by 2020” program was instituted with the 
input of the Cairns Sexual Health Service, the Liver Clinic at the Cairns Hospital, 
local General Practitioners (GPs), the Alcohol and Drug Service, and the 800-bed 
male prison in the region. Initial focus was on reducing the hospital waiting list for 
those awaiting the new DAAs, upskilling GPs, involving users of the Alcohol and 
Drug services, and rapidly clearing the prison of HCV. In addition, all HIV/HCV 
coinfected individuals were treated as a priority.
Results: After 9 months of access to new hepatitis C DAAs the majority of in-
dividuals already identified with HCV in Cairns and surrounding areas have been 
treated and cured of HCV. The hospital clinic waiting list has been reduced to zero, 
the prison is virtually free of HCV infection, and efforts to find a smaller number of 
individuals who have not yet been diagnosed or treated have been increased.
Conclusions: Easy and widespread access to new hepatitis C DAAs at a variety of 
sites throughout Cairns and the broader region has led to the virtual elimination of 
hepatitis C in this part of Australia. Involvement of local clinicians with the ability 
to prescribe these agents, along with the communities of those such as people living 
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with HIV, injecting drug users, and prisoners appears to have been successful and 
has allowed these results to occur within a matter of months. Cairns is on track to 
be “Hep C Free by 2020”. 

TUPEB0399
HCV cure for HIV-infected patients: not so easy to achieve  
in routine practice
H. Laroche1, C. Lions1, C. Solas2,3, P. Carrieri4,5,6, O. Faucher-Zaegel1,  
S. Bregigeon1, C. Tamalet7,8, E. Ressiot1, V. Obry-Roguet1, B. Canet1,  
I. Poizot-Martin1,5 
1Aix Marseille University, APHM Hospital Sainte Marguerite, Hematology-HIV 
Unit, Marseille, France, 2Aix-Marseille Université, AP-HM Timone, Laboratoire de 
Pharmacocinétique et Toxicologie, Marseille, France, 3INSERM, UMR 911 (CRO2), 
Marseille, France, 4INSERM U 912 (SESSTIM), Marseille, France, 5IRD, UMR-S 912, 
Aix Marseille Université, Marseille, France, 6Observatoire Régional de la Santé Provence 
Alpes Côte d’Azur, Marseille, France, 7Aix Marseille Université, APHM-Timone, 
Fédération de Microbiologie Hospitalière, IHU Méditerranée Infection, Marseille, 
France, 8URMITE UM 63 CNRS 7278 IRD 198 INSERM U 1905, Marseille, France 
Presenting author email: sylvie.ronot@ap-hm.fr

Background: High efficacy of Direct Antiviral Agents (DAAs) lead us to consider 
that HCV cure is now the main challenge for HIV-HCV coinfected people. We 
report the results of a care program aimed to reduce prevalence of hepatitis C in a 
cohort of HIV-infected patients.
Methods: This program was initiated in February 2016 in an outdoor-HIV-clinical 
unit. According to French guidelines, the program included (i) HCV serology for 
patients with unknown or negative HCV antibodies evaluated for most than 12 
months or whatever the date in case of risk factor (ii) HCV-RNA viral load for 
patients with positive HCV antibodies and for those with a negative HCV-RNA 
(spontaneous or post treatment) evaluated for more than 12 months. DAAs regi-
men was defined during multidisciplinary staff and nurse’ intervention for compli-
ance and education was planned during treatment. Tolerance was evaluated through 
questionnaires.
Results: At program initiation, the cohort included 622 HIV-monoinfected and 
276 HCV-HIV co-infected patients. Among these last one, 116 had positive HCV-
RNA (83 never treated), 140 were negative (36.6% after treatment) and 20 pa-
tients were under HCV-treatment. Up to now, HCV serology was controlled in 481 
patients (89%) and two cases of acute hepatitis C were diagnosed. HCV-RNA was 
measured in 122 patients (58%) without reinfection diagnosis and 25 patients are 
still lost of follow-up. DAAs regimen (mostly: 59% with sofosbuvir /ledipasvir for 
12 weeks) was started in 54 patients (70% males, HCV genotype 1/3/4 in 34/13/7; 
F0-F1/F2/F3-F4 in 35/7/12), recused in 18 cases for medical reason and refused 
by 7 patients. Among the 30 patients reaching 12 weeks post-end of treatment, 2 
failed therapy: 1 breakthrough and 1 relapse (SVR rate=96%). Tolerance question-
naires were fulfilled by 37 patients. At 2 weeks (W2) of treatment, 64% declared at 
least one adverse events. They were 76% at W4, 81% at W8, 68% at W12 and 50% 
at W16. Detail of adverse events are presented in Graphic 1.
Conclusions: Despite a specific care program, HCV treatment uptake in our cohort 
was of 46%, highlighting that HCV cure in HIV-infected people will be not so easy 
to achieve in routine practice. 

TUPEB0400
Untreated HCV-coinfection in HIV-infected patients induces 
additional CD4+ T-lymphocyte deficiency due to mobilization 
of naive cells into immune response resulting in their 
regeneration failure
K. Shmagel1,2, E. Saidakova1,2, L. Korolevskaya1,3, N. Shmagel3,4, V. Chereshnev1,2 
1Institute of Ecology and Genetics of Microorganisms (UB RAS), Laboratory 
of Ecological Immunology, Perm, Russian Federation, 2Perm State University, 
Department of Biology, Perm, Russian Federation, 3Perm State University, Research 
Department, Perm, Russian Federation, 4Perm Regional Center for Protection against 
AIDS and Infectious Diseases, Medical Assistance Department, Perm, Russian 
Federation 
Presenting author email: radimira@list.ru

Background: One of the major immune discrepancies differing HIV/HCV-
coinfection from HIV-monoinfection is the development of a deeper CD4+ T-cell 
deficiency that is mainly due to the naive cell loss. In HIV-infected subjects, the 
reasons for the naive CD4+ T-cell decline are well known: thymus productive func-
tion failure, and lymph nodes sclerosis that blocks lymphocyte access to IL-7 and 
disrupts their ability to regenerate. However, the role of HCV-coinfection in deep-
ening the CD4+ T-cell deficiency induced by HIV-infection remains unknown.

Methods: Twenty ART-treated HIV/HCV-coinfected patients without interferon 
or anti-HCV drugs prescription were examined. ART-treated HIV-monoinfected 
subjects (n=21) and uninfected volunteers (n=20) served as controls. HCV viral 
load in the first group exceeded 1000000 copies/ml, HIV viral load in infected 
groups was < 50 copies/ml. On the basis of CD31 naive CD4+ T-cells were divided 
into recent thymic emigrants (CD4+ RTE: naive CD4+CD31+ T-cells) and mature 
naive T-lymphocytes (naive CD4+CD31- T-cells). IL-7R (CD127) expression by 
naive T-cells was determined. Cell proliferation was assessed by Ki-67 expression. 
Blood IL-2 and IL-7 concentrations were measured.
Results: Naive CD4+ T-lymphocyte content was reduced in the HIV+HCV+ group 
as compared to the HIV+HCV- group. In HIV-monoinfected subjects, naive CD4+ 
T-lymphocyte regeneration was characterized by two principles:
1) the less cells were presented, the more intensive their proliferation was; 
2) mature naive CD4+ T-cell numbers were directly associated with the CD4+ RTE 
counts. In HIV/HCV-coinfected patients, both principles were disregarded. 
However, in that group the number of mature naive CD4+ T-lymphocytes was di-
rectly related both to blood HCV concentration and to hepatitis activity indices. 
IL-7 levels in two HIV-positive groups did not differ from each other but were sig-
nificantly higher than in uninfected volunteers. CD127 expression on naive CD4+ 
T-cells in HIV/HCV-coinfected patients was reduced but corresponded to the level 
in HIV-monoinfected subjects. IL-2 concentration in HIV/HCV-coinfected indi-
viduals significantly exceeded the ones in people without infections and in HIV-
monoinfected subjects.
Conclusions: Presented results demonstrate that active immune response to HCV 
antigens takes place in HIV/HCV-coinfection. It leads to the naive CD4+ T-cells’ 
recruitment and, consequently, to their regeneration process failure. 

TUPEB0401
Prevalence and molecular characterization of hepatitis B virus  
in blood donors in Botswana
W.T. Choga1, M. Anderson1,2, S. Moyo1, T. Mbangiwa3, B.B. Phinius3, Z. Edward4,  
I. Kasvosve2, T.K. Sebunya2, R. Musonda1, S. Gaseitsiwe1 
1Botswana Harvard AIDS Institute Partnership, Gaborone, Botswana, 2University 
of Botswana, Gaborone, Botswana, 3Botswana Harvard AIDS Institute Partnership, 
Researh Laboratory, Gaborone, Botswana, 4National University of Science and 
Technology, Harare, Zimbabwe 
Presenting author email: wtchoga@gmail.com

Background: Blood transfusions remain a major challenge in resource-limited set-
tings like Sub-Saharan Africa where sexually transmitted diseases mainly hepatitis 
B virus (HBV), hepatitis C virus (HCV), syphilis and HIV are hyper-endemic. HBV 
is ranks as the 7th leading cause of annual global deaths. There are 10 genotypes (A 
to J) that differ in >8% in genetic diversity and all show unique geographic distribu-
tion, response to treatment and prognosis. Genotype A, D and E are circulating 
in different African HBV-cohorts. There is limited data on this in Botswana. We 
aimed to determine the HBV prevalence and to molecularly characterize the HBV 
circulating genotypes among blood donors in Botswana.
Methods: This was a cross-sectional study of hepatitis B surface antigen positive 
(HBsAg+) allogeneic blood donations at National Blood Transfusions Services in 
Botswana (NBTS) confirmed using ELISA conducted in a 10 month period between 
2014 and 2015. Nucleic acid extraction was done using UltraSense DNA/RNA Kit 
followed by polymerase chain reaction (PCR) reaction using SuperScript Platinum 
III Taq-polymerase covering 2.1kb surface antigen .Genotyping was done using 
Sanger sequencing.
Results: In the 10798 allogeneic donations done during study period, the preva-
lence of HBsAg+ was 0.92% (75). Co-infections confirmed were of Syphilis 1.72%, 
1.54% for HIV and 0.43% for Hepatitis C. The total population had normally dis-
tributed age with mean of 29 ±1.7 years and a range of 44 years. PCR was suc-
cessful on 41 (82%) of which 87.8% were successfully sequenced and genotyped. 
Sub-genotype A1 (48%) serotype adw2 and D (52%) serotype ayw2 were found 
in the study population. Secondary escape mutations with high impact associated 
with failure to Immunoglobulin G therapy, vaccine and failure to HBsAg detection 
were noted on positions A120L and 130R in genotype A with a frequency of 1 and 
2 respectively. In sub-genotype D3, escape mutations were observed on positions 
134H and 144A. The impacts of D3 mutations were similar to A1.
Conclusions: Predominant genotype amongst Botswana blood donors is D3 There 
are some escape mutations which are present in Botswana blood donors.HBV com-
plications and its HIV co-infection is high in Africa and more analysis should be 
done in larger cohorts. 
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TUPEB0402
Prevalence of polymorphism within HCV NS5A gene in  
HCV-GT1A patients in Spain
V. Briz1, C. Palladino2, M. Sánchez Carrillo1, X. Jiang1, S. Vázquez Morón1,  
M.A. Jiménez Sousa1, S. Resino1 
1Institute of Health Carlos III, Laboratory of Viral Hepatitis, National Center for 
Microbiology, Majadahonda, Spain, 2University of Lisbon, Research Institute for 
Medicines (iMed.ULisboa), Faculty of Pharmacy, Lisbon, Portugal 
Presenting author email: veronica.briz@isciii.es

Background: Hepatitis C virus (HCV) resistance-associated substitutions (RASs) 
in the NS5A gene may limit the sustained viral response during antiviral therapy and 
lead to no cure. The objective was to evaluate the prevalence of RASs in the NS5A 
gene in HCV-GT1a infected patients from Spain.
Methods: A nationwide cross-sectional study of 617 treatment-naïve chronic HCV-
GT1a infected patients (292 HIV/HCV-coinfected and 325 HCV-monoinfected) 
from 84 Spanish hospitals between October/2014-June/2016. Direct sequencing 
of the NS5A gene was performed. The prevalence of clinically-relevant RASs and 
degree of resistance to approved NS5A inhibitors was evaluated.
Results: Overall, 80.1% (n=494) of subjects were men and had a median of age 
of 50 years (IQR=47-53). A higher frequency of GT1a clade II [82.5% (n=509)] 
than clade I [17.5% (n=108)] was observed (p=0.0001). Clade I was more repre-
sented in HIV/HCV-group (22.9%) than HCV-group (12.6%) whereas clade II was 
less represented in HIV/HCV-group than HCV-group (77.1 vs 87.4%, respectively; 
p=0.001). Overall, the presence of RASs that confer a reduced susceptibility to 
NS5A inhibitors was observed in 7.9% (n=49) patients. Of them, 2.1% (n=13/617) 
had RASs that conferred resistance to all approved NS5A inhibitors (daclatasvir, 
ledipasvir, ombitasvir, elbasvir and velpatasvir) while 2.6% (n=16/617) harbored vi-
ruses that were possibly resistant to these drugs. The frequency of clinically rel-
evant RASs was: 3.7% (n=23) M28A/T/V; 2.3% (n=14) Q30E/H/R; 0.6% (n=4) 
L31M; 0.3% (n=2) H58D and 2.3% (n=14) Y93C/H/N. RASs that conferred resis-
tance to all NS5A inhibitors in 7 HIV/HCV-coinfected patients were: Y93C (n=4), 
Y93H (n=1) and double (Q30H or Q30R and Y93H) in two patients; in 6 HCV-
monoinfected patients were: Y93C (n=1), Y93H (n=1) and double (Q30H or Q30R 
and Y93H) in four patients. The frequency of RASs was not uniform in Spain. Eight 
autonomous communities (CCAAs) had a prevalence ≥10% (e.g. Madrid: 16.1%. 
Murcia: 14.3%, Cantabria: 13.3%); four CCAAs had a prevalence of 5%-< 10%, and 
in three CCAAs was < 5%. Three CCAA did not show RASs isolates in the samples 
analyzed.
Conclusions: In Spain, the overall prevalence of NS5A RASs was low in HCV-GT1a 
infected patients, did not differ in HIV/HCV-coinfected or HCV-monoinfected 
subjects but showed a marked geographical variability. 

TUPEB0403
Evolution of glomerular filtration rate in patients concomitantly 
treated with ledipasvir and tenofovir
M. Fabbiani1, G. Lapadula1, R. Gagliardini2, A. Soria1, D. Moschese2,  
A. Muscatello1, M. Rossi1, N. Squillace1, A. Bandera1, A. De Luca3,  
S. Di Giambenedetto2, A. Gori1 
1Division of Infectious Diseases, Department of Internal Medicine, San Gerardo 
Hospital, University of Milano-Bicocca, Monza, Italy, 2Catholic University of Sacred 
Heart, Institute of Infectious Diseases, Rome, Italy, 3Clinic of Infectious Diseases, 
University of Siena, Siena, Italy 
Presenting author email: a.muscatello@asst-monza.it

Background: Since ledispavir can increase tenofovir plasma levels, there is concern 
about renal safety of these two drugs co-administered in HIV-infected patients. 
However, few data are available on the evolution of glomerular filtration rate(eGFR) 
in patients treated with ledipasvir and tenofovir in clinical practice.
Methods: We performed a retrospective study including patients treated for HCV 
with directly acting antivirals(DAA) at two reference centers in Northern and 
Central Italy. eGFR was estimated through CK-EPI at baseline(time of DAA start), 
at week 12 during DAA treatment(T1) and 12 weeks after DAA discontinuation(T2). 
Evolution of eGFR during follow-up was compared in patients concomitantly treat-
ed with ledipasvir-tenofovir or not.
Results: 302 patients (73% males, median age 55 years, 50% HIV-HCV co-
infected) were enrolled. Sofosbuvir/ledipasvir was prescribed in 139(46.0%) pa-
tients; other DAA regimens were sofosbuvir+ribavirin(n=65,21.5%), sofosbuvir
+daclatasvir(n=57,18.9%), sofosbuvir+simeprevir(n=41,13.6%). Among 151 HIV-
infected patients, 104(68.9%) were treated with a tenofovir-containing regimen 
and 19(18.5%) also received a boosting agent (ritonavir or cobicistat). Overall, pa-
tients were classified in the following groups: 91 treated with ledipasvir only(group 
1), 48 concomitantly treated with ledipasvir-tenofovir (group 2), 108 treated with 
tenofovir only(group 3) and 55 treated with none of the two drugs (group 4). At 
baseline, median eGFR was 95 mL/min/1.73m^2(IQR 78-103). No significant 

modification of eGFR was observed in group 1, whilst patients in group 2 showed a 
significant decrease of eGFR at all time points during DAA treatment, with a mean 
eGFR loss at week 12 of -6 mL/min/1.73m^2 (p<0.001). Only partial eGFR re-
covery was observed 12 weeks after DAA discontinuation (-4.6 mL/min/1.73m^2, 
p=0.002). In group 3, eGFR decreased during DAA treatment (week-12 change -6 
mL/min/1.73m^2, p<0.001) but, after DAA discontinuation, a recovery to values 
similar that observed at baseline occurred (T2 versus baseline mean change -2 mL/
min/1.73m^2, p=0.126).

 Week 4 Week 8 Week 12 12 weeks post-
treatment

Ledipasvir 
(group 1)

-0.5 (9.4) 
0.468

-0.1 (8.1) 
0.981

+0.3 (7.8) 
0.584

-1.4 (8.5) 
0.1845

Ledipasvir+Tenofovir 
(group 2)

-6.2 (8.7) 
<0.001

-7.1 (7.7) 
<0.001

-6.0 (6.9) 
<0.001

-4.6 (7.1) 
0.001

Tenofovir 
(group 3)

-1.6 (10.5) 
0.452

-5.1 (12.1) 
0.009

-6.2 (7.6) 
<0.001

-2 (9.2) 
0.128

No tenofovir nor 
ledipasvir 
(group 4)

-1.8 (7) 
0.013

-2.4 (6.9) 
0.004

-1.4 (7) 
0.024

-2.8 (6.2) 
<0.001

[Mean eGFR change in the 4 groups (SD)]

Conclusions: Patients concomitantly treated with ledipasvir and tenofovir showed a 
slight decrease in eGFR, which persisted also after DAA discontinuation. The clini-
cal relevance of this finding should be verified over a long-term follow-up. 

TUPEB0404
HCV genotype profile in Brazil among HIV-infected  
and uninfected individuals: a survey truly representative  
of an entire country
M. Nutini1, J. Hunter1, A.F. Pires2, I. Kohiyama2, M. Camargo1, M.C. Sucupira1,  
D. Ricardo1 
1UNIFESP, Sao Paulo, Brazil, 2Brazilian Ministry of Health, Brasilia, Brazil 
Presenting author email: rsdiaz@catg.com.br

Background: In order to receive antiviral treatment, HCV infected patients need 
a genotype determination provided by the Brazilian government after initial diag-
nosis. We assessed the HCV genotype profile vis a vis Brazilian geographic region, 
gender, age and HIV co-infection.
Methods: We assessed 6,338 samples from HCV infected patients subjected to 
HCV genotype (Abbott RealTime HCV Genotype) collected from January 2016 
to July 2016. 620 randomly selected samples were tested for HIV co-infection us-
ing the kit TR DPP HIV 1/2 Bio-Manguinhos. Descriptive statistical analyses were 
performed using the R statistical system and language.
Results: Overall median age was 53 years old (1 to 93); 57.4% being males. Overall 
HCV genotype distribution was 41.9% G1A, 28.5% G1B, 24.5% G3, 3.1% G2, 
0.5% G4, and 1.5% mixed genotypes. Prevalence of G1A was 64.9% among males 
and 35.1 among females, and G1B, G2 and G3 were more prevalent in older ages 
than other genotypes. G3 was more prevalent in the far South (Rio Grande do Sul, 
29.4%) than in other Brazilian States.
Among 620 samples tested for HIV co-infection, 18.4% were HIV+, with a me-
dian age of 46.5 among co-infected patients as compared to 54.0 among mono-
infected individuals. 71.1% of co-infected patients were male as compared to 57.1% 
of mono infected individuals. G1B was less prevalent among HIV+ individuals as 
compared to mono-infected individuals (8.5% and 32.8% respectively). HIV co-
infection was more prevalent Rio Grande do Sul State (23.4%), as compared to the 
next highest state, São Paulo (19.6%).
Conclusions: This is a report of the genotype HCV that is truly representative of 
the entire Brazil, which show a relatively high HIV overall co-infection prevalence. 
High prevalence of G3 in the south of Brazil poses an extra challenge related to 
HCV disease progression and treatment response, as well as the higher prevalence 
of G1A especially among males, a genotype with lower genetic barrier to resistance 
to protease inhibitors. 
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TUPEB0405
Outcomes after direct-acting antiviral therapy initiation  
in patients with cirrhosis
M.J. Vivancos Gallego, A. Moreno, M.J. Perez Elias, C. Quereda,  
C. Gomez Ayerbe, M. Sanchez Conde, J.L. Casado, S. Del Campo, S. Moreno 
Ramón y Cajal Hospital. IRYCIS, Madrid, Spain 
Presenting author email: mjesus.vivancos@gmail.com

Background: Virological responses are excellent with direct-acting antivirals 
(DAAs) in HIV/HCV cirrhotic patients but the longer term outcomes are unclear.
Methods: Prospective study of coinfected HIV/HCV patients with cirrhosis 
(N=181) who received oral direct-acting antivirals in a tertiary center in Madrid, 
Spain from April 2013 with overall follow-up data after DAAs initiation. Endpoints 
were sustained virological response, deaths, hepatocellular carcinoma (HCC), de-
compensation events or hospitalisations. All statistical analyses were conducted 
with IBM SPSS Statistics 15.0.
Results: Among 181 cirrhotic patients 82% men, GT1 (61%), peg-IFN/RBV pre-
treated (58%); median age 52 yo (IQR: 49-54), CD4 431 cs/mm3 (IQR: 249-611), 
CHILD 6 (IQR: 5-7), MELD 9 (IQR: 7-11), there were 21% patients with prior 
decompensation events. Median DAAs duration was 3 months (IQR: 3-6) and 
median follow up from DAAs initiation was 21.3 months (IQR: 19.6-23.4). 30% 
(n=54) were admitted in the hospital for any reason. Twenty five (14%) had at least 
one admission for liver related disease (7 during therapy and 18 after DAAs) with 
a median time of 9.5 months (IQR: 5.1-14.7). Overall mortality was 5.5% (n=10), 
3% liver-related deaths (n=6): 3 hepatocarcinoma, two with multicentric HCC „de 
novo“ with rapid progression, 2 hydropic decompensation and 1 upper gastrointes-
tinal bleeding. Median time to death was 2.8 months (IQR: 0-12.7). There were 5 
HCC (2.8%), 2 of them in palliative care (multicentric HCC). Median time from 
DAAs initiation to HCC diagnosis was 8,1 months (IQR: 3,4-14,5). 154/181 (85%) 
patients achieved sustained virological response at 12 weeks post-treatment. On 
univariate analysis, the absence of SVR was associated with prior decompensations 
(69% vs 20% p=0,007), decompensations during follow-up (33% vs 8% p=0,001) 
and mortality (26% vs 2% p=0,0001).
Conclusions: Over 21 months of follow-up, 3% of liver-related deaths were found in 
patients with cirrhosis treated with DAAs. Four of 5 HCC were multicentric, early 
presentation and had poor prognosis. 

TUPEB0406
Sustained virologic response (SVR) after hepatitis C virus 
(HCV) treatment does not lead to improved renal function  
in HIV/HCV coinfected patients
C. Rossi1, E. Moodie1, M. Hull2, V. Martel-Lafferriere3, M.-L. Vachon4,  
C. Cooper5, N. Pick6, S. Walmsley7, M. Klein8, Canadian Coinfection Cohort 
1McGill University, Epidemiology and Biostatistics, Montreal, Canada, 2University of 
British Columbia, BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 3Centre 
Hospitalier de l’Université de Montréal, Notre-Dame Hospital, Montréal, Canada, 
4Centre Hospitalier Universitaire de Québec-Université Laval, Québec, Canada, 
5University of Ottawa, Ottawa, Canada, 6University of British Columbia, Oak Tree 
Clinic, Vancouver, Canada, 7University of Toronto, Toronto, Canada, 8McGill University 
Health Centre, Medicine/Infectious Diseases, Montreal, Canada 
Presenting author email: marina.klein@mcgill.ca

Background: Direct-acting antivirals for chronic HCV infection have improved 
cure rates and may have extrahepatic benefits for specific comorbidities linked to 
HCV infection. We assessed the effect of SVR on renal function in HIV/HCV co-
infected patients.
Methods: We obtained data from the Canadian Coinfection Cohort, a prospective 
study which has recruited co-infected patients from 19 clinical centres since 2003. 
All patients with SVR after either interferon or interferon-free HCV treatment 
were matched using a 1:2 ratio, without replacement, to individuals chronically in-
fected with HCV on calendar time (study visit +/- 30 days of the SVR index date) 
and the propensity score for receiving treatment using variables shown in the Table 
with a nearest-neighbor algorithm. We modeled differences in the annual rate of 
eGFR decline from the index date between SVR and comparable chronically in-
fected patients using repeated-measures linear generalized estimating equations.
Results: Of 1,695 recruited patients, 424 were treated for HCV, of whom 332 
developed SVR (78%). Interferon-free regimens were used in 45%. Baseline char-
acteristics between SVR and chronically infected patients are shown in the Table. 
Patients were followed for a total of 1,491 person-years; median, 1.4 years (IQR 
0.6, 3.6). The annual rate of eGFR decline (mL/min/1.73 m2/year) did not differ 
between patients with SVR and those chronically infected: -1.2 (95% confidence 
interval [CI]: -1.7, -0.7) and -1.0 (95% CI: -1.5, -0.4), respectively. The principal 
factor associated with eGFR decline was injection cocaine use (adjusted eGFR de-
cline: -2.3, 95% CI: -3.8, -0.8 and -1.9, 95% CI: -3.1, -0.7 in cocaine users with 
SVR and chronically infected, respectively). 

[Table 1. Baseline characteristics between SVR and chronically infected patients in the 
matched sample]

Conclusions: In HCV/HIV co-infected patients, SVR was not associated with im-
proved eGFR over the short term suggesting HCV replication has a minimal impact 
on kidney function. Other modifiable factors such as cocaine use may be respon-
sible for eGFR decline in this population. 

TUPEB0407
Alanine aminotransferase level monitoring to detection hepatitis 
B virus reactivation in 170 HIV/hepatitis C virus-infected 
patients on direct-acting agent-based therapies
P. Colson, S. Mokhtari, H. Tissot-Dupont, C. Dhiver, I. Ravaux, L. Meddeb,  
A. Motte, C. Tamalet, S. Aherfi, P. Brouqui, A. Stein, A. Menard 
IHU Méditerranée Infection, Marseille, France 
Presenting author email: isabelle.ravaux@ap-hm.fr

Background: Hepatitis B virus (HBV) reactivation during therapy of chronic 
hepatitis C by direct-acting agents (DAA) has been recently reported. Such issue 
could be particularly relevant among HIV-infected patients because real-life HIV 
cohorts[PC1] are associated with high prevalence of positivity for HBV serological 
markers indicating either HBsAg-positivity or past resolved infection. In addition, 
immunosuppression is associated with a greater risk of HBV reactivation. We aimed 
to analyze retrospectively liver transaminases in HIV/HCV-co-infected patients 
under DAA-based therapies followed-up in Marseille university hospitals.
Methods: Alanine aminotransferase levels (ALT) and HBV serological patterns 
analyzed were those available in the Nadis database. ALT were analyzed retrospec-
tively at baseline (or at the most recent assessment within the 12-month period 
prior treatment), at weeks 4, 8, and at end (week 12 or 24) of DAA therapies ad-
ministered between May-2014 and September-2016 to HIV/HCV-co-infected 
patients followed-up in Marseille university hospitals, southeastern France.
Results: 170 HIV/HCV-co-infected patients were treated by DAA-based therapies 
during the 29-month study period. 76% were male. Mean age (±standard deviation) 
was 51±5 years. 5% and 69% had serological markers of on-going or past resolved 
HBV infection, respectively. HCV treatments included sofosbuvir+daclatasvir or 
ledipasvir in 91% of the cases. At baseline of DAA regimens, mean ALT was 65±49 
IU/L (range, 9-352). These values were 31±21 IU/L (10-143) (n=148), 29±20 IU/L 
(10-126) (n=150), and 28±22 IU/L (9-189) (n=157) at weeks 4, 8, and 12/24 of 
treatment, respectively. Maximum ALT on HCV therapy was 189 IU/L. Mean re-
duction of ALT between baseline and maximal on-therapy values was 35±25 IU/L. 
Maximal increase was 35 IU/L. ALT >2x the upper normal value (90 IU/L) were only 
observed in 7 patients (4%; ALT=94-189 IU/L), and were greater than at baseline 
(of 16-23 IU/L) in only 3 of these cases. Overall, no HBV reactivation was identified 
based on liver cytolysis detection.
Conclusions: HBV reactivation appears to be a rare event in HCV/HIV-positive pa-
tients on DAA-based regimen, which may be due in part to administration of anti-
HBV compounds as part of their combined antiretroviral therapy. Notwithstanding, 
previous observations warrant for HBV assessment at baseline of DAA-based 
treatment initiation and in case of ALT elevation. 
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TUPEB0408
Hepatitis E virus serological and molecular testing in 1979 
patients followed-up in 2014-2016 in HIV reference centers  
of University Hospitals of Marseille, southeastern France
P. Colson, C. Dhiver, H. Tissot-Dupont, S. Mokhtari, A. Motte, I. Ravaux,  
C. Toméi, C. Tamalet, S. Aherfi, P. Brouqui, A. Stein, A. Menard 
IHU Méditerranée Infection, Marseille, France 
Presenting author email: philippe.colson@univ-amu.fr

Background: Hepatitis E virus (HEV) is an emerging cause of autochthnous hepa-
titis in developed countries. These infections can become chronic in severely im-
munocompromised patients, including those transplanted and HIV-infected. We 
studied results of HEV serological and molecular testing performed for patients 
followed-up in HIV reference centers of university hospitals of Marseille, south-
eastern France.
Methods: Serum or plasma samples analyzed were collected between December 
2013 and November 2016 from patients followed-up in HIV reference centers 
of university hospitals of Marseille, the second largest French city, southeastern 
France. Anti-HEV IgG and IgM testing were performed using ELISA microplate 
assays (Wantai). HEV RNA detection, quantification was performed using in-
house real-time PCR assays targeting ORF2 and 3 regions of the HEV genome. 
HEV genotype was determined based on sequences of ORF2 and ORF1 genes ob-
tained by Sanger population sequencing by in-house protocols.
Results: Over the three-year period of the study, 2299 serum or plasma samples 
collected from 1979 HIV-positive patients were tested for the presence of IgG 
and IgM anti-HEV antibodies. These samples represented 20% of all those sero-
logically-tested for HEV infection (N=11687). 1535 IgG/IgM testing (67%) were 
negative. 703 serum/plasma (31%) indicated past HEV exposure (IgG-positivity/
IgM-negativity). 56 serum/plasma (2.4%) from 45 patients (2.3%) were IgM-
positive, suggesting possible on-going or recent HEV infection; of these 56, 9 
(16%) were IgG-negative/IgM-positive. Serum/plasma from 7 patients were HEV 
RNA-positive, which involved 0.3% of the patients tested serologically for HEV 
infection. Mean(+/-standard deviation) HEV RNA load was 5.5+/-5.7 log10copies/
mL (range, 2.3-6.1 log10). HEV genotype was 3, which is the one involved in au-
tochthonous HEV infections, in six cases, and could not be determined due to a low 
viral load (2.3 log10) in the 7th case.
Conclusions: Almost one third of patients followed-up in 2014-2016 in Marseille 
HIV reference centers had serological evidence of past HEV exposure, and 0.3% 
were HEV infected with autochthonous viruses at time of testing. 

TUPEB0409
Usefulness of high-risk Human Papillomavirus (hrHPV) 
detection despite non-pathologic cervical cytology in women 
living with HIV
A. Rodallec1, C. Allavena2, S. Sécher2, E. Vaucel3, S. Petiteau1, S. Wylomanski3,  
G. Aillet4, F. Raffi2, M. Coste-Burel1 
1CHU Hôtel Dieu, University Hospital, Virology, Nantes, France, 2CHU Hôtel Dieu, 
University Hospital, Infectious Diseases Department, Nantes, France, 3CHU Hôtel 
Dieu, University Hospital, Department of Gynecology and Obstetrics, Nantes, France, 
4Anatomopathology Unit, Institut d’Histopathologie, Nantes, France 
Presenting author email: audrey.rodallec@chu-nantes.fr

Background: Women living with HIV (WLwH) are at increased risk of persistent 
hrHPV infection, cervical dysplasia and cervical cancer. Detection of cervical 
hrHPV is recommended only in case of abnormal cytology. This study aimed to 
describe the prevalence of abnormal cervical cytologies and hrHPV infection, and 
associated factors with hrHPV infection in WLwH in France.
Methods: Monocentric, observational, prospective cohort study of adults WLwH 
followed in an HIV reference center in Nantes. At each cervical cancer screening, 
WLwH were examined for cervical hrHPV (HPV16, HPV18 and others hrHPV) 
and cytologic abnormalities (classified as non-pathologic, atypical squamous cells 
(ASC) and low-grade or high-grade squamous intraepithelial lesions (L/HSIL). 
Socio-demographic characteristics, HIV history and immuno-virological data were 
prospectively collected.
Results: From September 2012 to October 2016, 323 WLwH with at least one 
cervical cancer screening were included in the study (median age 38 years; IQR 
31-44). At first screening, 95 WLwH were found with hrHPV+ (29%). Cervical cy-
tology was non-pathologic in 82% (hrHPV + in 21%), ASC in 6% (hrHPV + in 28%), 
L/HSIL in 12% (hrHPV + in 90%). WLwH hrHPV + were younger (35 vs 38 years), 
had a lower median CD4 nadir (190 vs 248 cells/mm3) and current CD4 ≤350 
cells/mm3 (36% vs 11%), no antiretroviral therapy (ART) (18% vs 9%) or a shorter 
median duration of ART (2.5 vs 5.9 years), and a detectable HIV viral load (28% 
vs 10%) than WLwH with no hrHPV (all p<0.05). Among the 55 WLwH with non-
pathologic cytology hrHPV+, 32 had at least a second screening: viral clearance 

was observed in 8/32 cases (25%) within a median time of 14.5 months, cervical 
cytology progressed to ASC or L/HSIL in 8 cases (25%) within a median time of 12 
months and no change in 16 cases (50%) with the same hrHPV genotypes detected 
within a median time of 10.5 months.
Conclusions: A quarter of WLwH with non-pathologic cytology but presence of 
hrHPV progress to a pathologic cytology within 14 months. High risk HPV screen-
ing seems more informative than annual cervical cytology to prevent cervical dys-
plasia in this French cohort of WLwH. 

TUPEB0410
High-risk genital HPV infection , dysplasia and cancer of the 
cervix in a cohort of women infected with HIV in Senegal
S. Ba1, P.S. Sow1, M. Toure2, B. Dembele3, M.P. Sy1, F. Traore1, F. Sall1, Q. Feng2, 
G.S. Gottlieb2, N.B. Kiviat2, S. Hawes4, for the University of Washington-Dakar 
HIV-2 Study Group 
1Fann Hospital, Infectious Department, Dakar, Senegal, 2University of Washington, 
Department of Medecine and Global Health, Seattle, United States, 3Curie Institut 
Hospital Le Dantec, Dakar, Senegal, 4University of Washington, Department of 
Epidemiology, Seattle, United States 
Presenting author email: sellyba2003@yahoo.fr

Background: Screening programs to prevent development of cervical cancer in sub-
Saharan African women with HIV infection are lacking. We have undertaken the 
study to determine the burden of HPV infection and dysplasia of the cervix in a 
cohort of HIV-positive women
Methods: atThis is an analysis of prevalence data from a the baseline visit of a 
prospective cohort study conducted from October 2005 to September 2011. 
Inclusion criteria included no pregnant woman aged 18 years and more, infected 
with HIV, who consented to participate in the study. Exclusion criteria included 
pregnancy and an abnormal cervical finding by cytology at baseline. Study visits 
visits were scheduled every four months with cervical Pap smear, HPV detection by 
PCR at all visits,and biopsy at the initial and final exit visit, as well as with abnormal 
cytologic findings.
Results: 209 women infected with HIV (HIV-1: 79% (n = 167); HIV-2: 14% (n = 29); 
HIV-1 and HIV-2: 7% (n = 13)) were enrolled. Median age was 41 years (range 20-
66), 54% were married, and 84% reported no contraception during study follow-up. 
The median CD4 count was 375 cells/mm3, 58% were on ART, and average length 
of follow-up was 2.45 years. 
At baseline, HPV DNA was detected in 75% of HIV-1, 62% of HIV-2, and 77% of 
dually HIV-1 and HIV-2 infected subjects, respectively; p = 0.3), among them 118 
(78%) were positive for multiple HPV types. High risk genital HPV types most 
commonly detected were HPV-52 (17%), HPV-58 (16%), HPV-35 (15%), HPV-16 
(14%), HPV-51 (11%), HPV-18 (10%), and HPV-33 (10%). 
At baseline, 30% (n = 62) had prevalent cytological abnormalities (HIV-1 (33%), 
HIV-2 (25%), dual HIV-1/HIV-2 (23%); p = 0.7), including 6% with ASCUS, 12% 
with low grade lesions, 4% with high grade lesions, 4% with carcinoma in situ (CIS), 
and 4% with invasive cancer (ICC).
Conclusions: In a cohort of HIV infected women in Senegal, there was a high bur-
den of prevalent HPV infection and prevalent cervical abnormalities identified at 
baseline. Early detection of cervical abnormalities through cervical screening, or 
their prevention by HPV vaccination, is critical to prevent cervical disease among 
the HIV-positive women. 

TUPEB0411
Prevalence of asymptomatic STI in HIV-positive MSM  
in Germany
C. Spinner1,2, C. Jordan1,2, S. Noe3, C. Boesecke2,4, C. Wyen5, T. Kümmerle5,  
G. Knecht6, S. Scholten7, A. Zink8, I. Krznaric9 
1University Hospital Klinikum rechts der Isar, Department of Medicine II, Munich, 
Germany, 2German Center for Infection Research, Braunschweig, Germany, 3Medical 
Center Karlsplatz, Private Practice, Munich, Germany, 4University Hospital Bonn, 
Department of Medicine I, Bonn, Germany, 5Praxis am Ebertplatz, Private Practice, 
Cologne, Germany, 6Infektiologikum, Private Practice, Frankfurt am Main, Germany, 
7Praxis Hohenstaufenring, Private Practice, Cologne, Germany, 8University Hospital 
Klinikum rechts der Isar, Department of Dermatology and Allergology, Munich, 
Germany, 9ZIBP, Private Practice, Berlin, Germany 
Presenting author email: christoph.spinner@tum.de

Background: Sexually transmitted infections (STI) occur frequently in high-risk 
populations such as HIV-positive men having sex with men (MSM). Rapid diag-
nosis is important for accurate treatment and reduction of onward transmission. 
However, the role of screening programs of asymptomatic STI carriers remains con-
troversial as data on prevalence are conflicting to date.
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Methods: We enrolled asymptomatic, sexually active, HIV-positive MSM (pts) in 
a prospective cross-sectional sentinel study from 23.02.2016 until 30.08.2016 at 
7 German HIV care centers. All subjects (pts) were screened for Treponema pal-
lidum infection, HIV RNA, HBV- and HCV-serology, as well as oral, rectal, and 
urethral colonization by Chlamydia trachomatis (CT) and/or Neisseria gonorrhea 
(NG), using a cartridge based nucleic acid amplification system (GeneXpert CT/
NG®; Cepheid, Frankfurt,Germany). In addition, all patients completed a sexual 
risk questionnaire.
Results: In total, 296 pts with a median age of 43.5 (36,5-50) years were enrolled. 
294 patients were on antiretroviral treatment for a median of 5.5 (2.5-11) years. 
HIV RNA was < 50 cps/ml in 94% of all pts. The majority of sexual contacts were 
unprotected (79% of oral, 61% of anal contacts and 68% of fisting). While 22% 
had unprotected intercourse with 1 partner, unprotected sex with 2-5, 6-10, 11-
20, and >20 partners were reported by 23%, 10%, 9%, and 9% within the last 6 
months, respectively. Active syphilis infection was found in 5% of all patients, while 
55% had a history of syphilis infection. While only 2% had HBsAg-positive chronic 
Hepatitis-B infection, an unexpectedly high number of 29% had no detectable 
anti-HBs-antibodies in absence of anti-HBc-antibodies. 9% had active hepatitis C 
infection. 13% had positive CT/NG swabs (NG: 4% anal, 4% urethral and 2% pha-
ryngeal; CT: 7% anal, 1% urethral, 2% pharyngeal). Statistically significant more 
STIs were found in pts with more than 1 sexual partner and a history of recreational 
drug abuse (14% vs. 2%, p=0.046).
Conclusions: We found a high number of asymptomatic syphilis-, HCV- and CT/
NG-infections in HIV-positive MSM, especially in those reporting recreational 
drug use and a history of multiple sexual partners. Intensified screening and treat-
ment strategies should be addressed especially to high-risk populations to curtail 
ongoing high numbers of STIs. 

TUPEB0412
High prevalence and incidence of sexually transmitted 
infections and poor test-of-cure outcomes among  
HIV-infected pregnant women in Soshanguve Township,  
South Africa: what are the next steps?
A. Medina-Marino1,2, M. Mudau1, L. De Vos1, D. Olivier1, D. Joseph Davey3,  
E. Mkwanazi1, J.A. McIntyre4,5, R.P.H. Peters4,6, J. Klausner7 
1Foundation for Professional Development, Research Unit, Pretoria, South Africa, 
2University of Pretoria, School of Health Systems and Public Health, Pretoria, 
South Africa, 3University of Cape Town, School of Public Health, Department of 
Epidemiology, Cape Town, South Africa, 4Anova Health Institute, Johannesburg, South 
Africa, 5University of Cape Town, School of Public Health, Cape Town, South Africa, 
6University of Pretoria, Department of Medical Microbiology, Pretoria, South Africa, 
7University of California, David Geffen School of Medicine, Los Angeles, United States 
Presenting author email: andrewm@foundation.co.za

Background: During pregnancy, Chlamydia trachomatis (CT), Neisseria gonor-
rhoea (NG) and Trichomonas vaginalis (TV) may lead to intrauterine death, pre-
term delivery, and may facilitate mother-to-child-transmission of HIV. Treatment 
of those infections is sub-optimal due to the syndromic approach to diagnosis and 
management. We determined the prevalence of those sexually transmitted infec-
tions (STI) among HIV-infected pregnant women, test-of-cure (ToC) outcomes 
and identified new infections post-delivery.
Methods: Participating HIV-infected pregnant women attending their first ante-
natal care (ANC) visit at two clinics in Soshanguve, a historically disadvantaged 
township, were interviewed and asked to self-collect two vaginal swab specimens 
for CT, NG and TV testing. STI-infected women were treated, provided a partner 
treatment pack, and asked to return in three weeks for ToC. All women were re-
tested for CT, NG and TV at their first post-delivery visit. STI tests were performed 
by nurses in the clinic using Xpert® CT/NG and Xpert® TV assays [Cepheid, 
Sunnyvale, California].
Results: To date 214 women were tested for CT, NG and TV at first ANC, of which 
106 (49%) had at least one infection (CT=39%, TV=25%, NG=7%). Of those, 57% 
were asymptomatic infections. Of those with ToC, 36/83 (43%) had a positive 
result (CT=39%, TV=26%, NG=0%). Overall, 67% of women reported sexual ac-
tivity following treatment for their infection. ToC+ was associated with >1 partner 
at enrollment (+ToC=29% vs -ToC=7%; p=0.007) and less condom use at last sex 
(+ToC=17% vs -ToC=30%; p< 0.05). ToC+ women reported that 59% of partners 
accepted a take-home pill packet provided by study staff, 38% did not seek care 
and 3% sought care after disclosure. Currently, 48 of 214 enrolled women have 
returned for post-delivery services, of whom 35% (n=17) had at least one STI infec-
tion (new and re-infections; CT=31%, TV=6%, NG=6%).
Conclusions: HIV-infected pregnant women attending ANC in our study clin-
ics have a high burden and infection rate of curable STIs. Given the high rate of 
asymptomatic infections, routine STI testing with ToC must be considered. Poor 
ToC outcomes may be associated with poor uptake of treatment by sex partners. 
Optimal impact of STI screening and treatment during pregnancy might require 
interventions to increase treatment uptake by partners. 

TUPEB0413
Behavioral risk factors among HIV-infected pregnant women 
with a sexually transmitted infection in South Africa
D. Joseph Davey1,2,3, A. Medina-Marino4, M. Mudau4, L. De Vos4, D. Olivier4, 
J.A. McIntyre5, R.P. Peters5, J.D. Klausner3 
1University of Cape Town, School of Public Health and Family Medicine, Centre 
for Infectious Disease Epidemiology and Research, Cape Town, South Africa, 
2University of Californa, Los Angeles, Fielding School of Public Health, Department of 
Epidemiology, Los Angeles, United States, 3University of California, Los Angeles, David 
Geffen School of Medicine, Los Angeles, United States, 4Foundation for Professional 
Development, Research Unit, Pretoria, South Africa, 5Anova Health Institute, Cape 
Town, South Africa 
Presenting author email: dvoradavey@gmail.com

Background: Sexually transmitted infections (STI) may increase the risk of verti-
cal and horizontal HIV transmission. However, more knowledge is needed about 
risk factors associated with STIs among HIV-infected pregnant women to develop 
targeted diagnostic, treatment and STI and HIV transmission prevention interven-
tions.
Methods: We conducted a study of HIV-infected pregnant women in antenatal 
care at two primary care facilities in Pretoria, South Africa to evaluate prevalence 
and risk factors for STIs. Participants were interviewed and self-collected vulvo-
vaginal swabs which were tested for Chlamydia trachomatis (CT), Neisseria gonor-
rhoea (NG) and Trichomonas vaginalis (TV), Xpert® (Cepheid, Sunnyvale, USA). 
We report descriptive and multivariate logistic regression results of risk factors as-
sociated with any STI.
Results: To date we enrolled 214 HIV-infected pregnant women (median age=29y; 
median gestational age=20-weeks). Prevalence of any STI was 50%. Overall, 90% 
of pregnant women reported having sex during pregnancy (of whom 9% reported 
oral sex and 4% anal sex). Most (62%) had sex 7-days prior to study enrollment. 
Over 70% of women were not virally suppressed (>200 copies/mL). At last sex 
75% reported condomless sex and 15% reported having >1 sex partner in the past 12 
months. Of women 14% reported any alcohol use during pregnancy of whom 25% 
reported >5 drinks on a typical day. Twenty-two percent reported being in a serodis-
cordant relationship with father of the child; 27% seroconcordant relationship; and 
51% didn’t know their partner’s serostatus. Odds of having any STI decreased as age 
increased (OR/year=0.93; 95%CI=0.88-0.98). Odds of having any STI increased 
with increased gestational age at time of testing (aOR=1.07; 95% CI=1.02-1.12) 
and recent sex (past 30 days vs. longer) (aOR=1.42; 95% CI=1.04-1.93). Trends 
toward increased odds of any STI included: >1 recent sex partner (aOR=2.36; 
95% CI=0.96-5.84; p=0.06) and reporting >5 drinks on more than one occasion 
(aOR=3.61; 95% CI=0.77-35.7; p=0.09), adjusted for age.
Conclusions: Preliminary results demonstrate risk behaviors for HIV vertical and 
horizontal transmission including: high prevalence of STIs, frequent condomless 
sex, anal sex, heavy alcohol use and multiple sex partners. Interventions to diagnose, 
treat and prevent STIs and further HIV transmission among HIV-infected pregnant 
women are urgently needed. 

Cancer

TUPEB0414
Cancer mortality among HIV-positive adults in British 
Columbia, Canada: a retrospective analysis
K. Salters1,2, M. Ye2, M. Lu2, M. Hull2,3, J. Shoveller2,4, J.S. Montaner2,4, R. Hogg1,2 
1Simon Fraser University, Faculty of Health Sciences, Vancouver, Canada, 2BC Centre 
for Excellence in HIV/AIDS, Vancouver, Canada, 3St. Paul’s Hospital, Vancouver, 
Canada, 4University of British Columbia, Vancouver, Canada 
Presenting author email: ksalters@cfenet.ubc.ca

Background: Since the advent of modern combination antiretroviral therapy 
(cART), life expectancy for people living with HIV/AIDS (PLWH) has significantly 
improved, making way for a rise in comorbid conditions, including cancer. There is 
little known about how PLWH may be differentially impacted by cancer-related 
mortality in the modern cART era.
Methods: The Comparison of Outcomes and Service Utilization Trends (COAST) 
study is a population-based retrospective study that is inclusive of all PLWH in the 
province of BC, including those on and off cART, between April 1996 and March 
2013. It utilizes demographic and clinical data from the BC Centre for Excellence 
in HIV/AIDS provincial Drug Treatment Program and administrative health data 
from Population Data BC. 
We calculated crude and direct age-adjusted mortality rates for all-type cancers, 
by AIDS-defining malignancies (ADM) and Non-AIDS defining malignancies 
(NADM), and system-specific cancers among our sample of PLWH and a general 
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population sample using the age distribution for the 2011 Canadian standard popu-
lation to adjust.
Results: Between 1996 and 2013, there were 1121 PLWH in BC diagnosed with 
cancer, of which, 155 (13.8%) were women, 384 (34.3%) had a Hepatitis C di-
agnosis, and the median age at cancer diagnosis was 47 years. Of the 1121 PLWH 
with a cancer diagnosis, 555 (49.5%) died during the follow-up period, inclusive 
of 11 (2.0%) deaths attributed to ADM and 222 (40.0%) attributed to NADM. 
The age-adjusted cancer-related mortality rate for PLWH was 63.1 (95% CI: 51.6, 
74.6) per 1000 PY compared to 48.3 (95%CI: 46.7, 49.8) per 1000 PY in the 
general population sample. Mortality rates were higher among PLWH with NADM 
diagnosis (Rate Ratio: 1.3 (95% CI: 1.0, 1.5)), as well as for those with a lymphatic 
system cancer diagnosis (Rate Radio: 13.2, 95% CI: 8.4, 17.9), compared to the 
general population.
Conclusions: Age-adjusted cancer-related mortality rates are elevated among 
PLWH compared to the general population. It is important to consider confound-
ing factors such as smoking status that could not be accounted for in this analysis. 
These findings suggest that the majority of cancer-related deaths are attributed to 
NADM in the modern cART era, highlighting future priorities for HIV-care. 

TUPEB0415
Impact of cART and chemotherapy on lung function of  
HIV-infected individuals with pulmonary Kaposi sarcoma  
in Harare, Zimbabwe
F.D. Manyeruke1, T. Makoni1, M. Borok1, T. Campbell2 
1University of Zimabwe, Medicine, Harare, Zimbabwe, 2University of Colorado Denver, 
Infectious Disease, Colorado, United States 
Presenting author email: felixmanyeruke@yahoo.co.uk

Background: Pulmonary Kaposi sarcoma (pKS) in HIV positive patients is asso-
ciated with impaired lung function and high mortality. While the combination of 
chemotherapy and combined antiretroviral therapy (cART) for pKS substantially 
improves survival, there is no evidence that there is concomitant improvement in 
lung function. The objective of this study was to determine the change in lung func-
tion in HIV positive patients with pKS in response to cART and chemotherapy.
Methods: This was an observational longitudinal study of HIV positive patients with 
a diagnosis of pKS at Parirenyatwa hospital in Harare Zimbabwe. Chemotherapy 
naïve patients were enrolled after bronchoscopy confirmed pKS, which was classi-
fied as extensive (affected ≥2 lobes) or localised (affected only 1 lobe) and excluded 
if they had active tuberculosis. Spirometry, pulse oximetry (SpO2), six minute walk 
test (SMWT) and Karnofsky performance status score were performed on patients 
every 3 weeks for 9 weeks. Chemotherapy was given according to the local standard 
of care. Chest X-rays were performed at baseline and at 9 weeks. Statistical analy-
sis was performed using chi-square test, t-test and analysis of variance (ANOVA).
Results: Forty patients (mean age 37 years, 85% male) with a diagnosis of pKS on 
bronchoscopy were enrolled. 57% had extensive disease; baseline lung function tests 
(mean ± standard deviation): FVC 61.7±18.0, FEV1% 59.9±18.5, SpO2%91.3±3.7, 
SMWT 294.5±158.5. Treatment of pKS was associated with a statistically sig-
nificant improvement in resting SpO2 from baseline to 9 weeks (93%versus 96%; 
p=0.005), SMWT (347 m versus 449 m; p= 0.038) and Karnofsky score (70 ver-
sus 80; p= 0.013) but not FVC (73.3±25.0 versus 78.5±18.1; p=0.737) or FEV1 
(70.4±23.7 versus 79.0±15.9; p= 0.303). 71.4% of patients had significant radio-
logical improvement. Mortality was 22.5% over 9 weeks of follow-up.
Conclusions: Extensive pKS is associated with impaired lung function. Current 
therapy for pKS is associated with significant improvement in the resting SpO2, 
SMWT, radiological changes and Karnofsky score but no significant short term im-
provement in spirometry measures (FVC and FEV1) was detected. 

TUPEB0416
Real-world use of chemotherapy for Kaposi’s sarcoma in a large 
community-based HIV health care network in Kenya
E. Freeman1, N. Busakhala2, F.C. Asirwa2,3, S. Regan4, M. Wenger5, K. Chelidze1,6, 
A. Semeere5,7, I. Bassett4, R. Walensky4, K. Wools-Kaloustian3, J. Martin5 
1Massachusetts General Hospital, Department of Dermatology, Boston, United 
States, 2AMPATH, Moi University, Eldoret, Kenya, 3Indiana University, Indianapolis, 
United States, 4Massachusetts General Hospital, Boston, United States, 5University of 
California, San Francisco, United States, 6Weill Cornell Medicine, New York, United 
States, 7Makerere University, Infectious Diseases Institute, Kampala, Uganda 
Presenting author email: esther.freeman@gmail.com

Background: Kaposi’s sarcoma (KS) is one of the commonest HIV-associated 
malignancies in sub-Saharan Africa. In the current era, KS survival has improved 
largely due to antiretroviral therapy (ART). In resource-rich settings, survival has 
also benefited from chemotherapy. Little is known, however, about the epidemiol-

ogy of chemotherapy for KS in resource-limited regions. We sought to determine 
the prevalence of indications for chemotherapy amongst patients with new HIV-
associated KS, penetration of chemotherapy, and regimens used in a large commu-
nity-based health care network in East Africa.
Methods: We identified all patients newly diagnosed with HIV-related KS from 
2009-2012 in the 26-clinic AMPATH network in Kenya, a member of East Africa 
IeDEA. Through chart review, we ascertained disease severity at diagnosis and KS-
specific treatment. Indications for chemotherapy were considered AIDS Clinical 
Trial Group (ACTG) T1 stage and/or “severe” disease defined by WHO KS treat-
ment guidelines.
Results: Of 674 patients diagnosed with KS, charts were available for 599 (89%); 
61% were men, median age was 35 years, and median CD4 at KS diagnosis was 
184 cells/µl. At diagnosis, of 476 patients with evaluable ACTG T stage, 72% were 
T1 stage. Of 354 patients with evaluable WHO KS treatment guideline staging, 
at least 27% had documented “severe” disease. Among all patients, 49% received 
chemotherapy of any kind within 2 years of KS diagnosis. Of those receiving che-
motherapy, median time to first chemotherapy was 28 days (IQR 4-57 days). 
Restricting to patients with a chemotherapy indication, for T1 disease, 57% received 
chemotherapy; for patients with WHO “severe” disease, 59% received chemother-
apy. Initial regimens were bleomycin-vincristine (78%), adriamycin-bleomycin-
vincristine (10%), etoposide (7%), gemcitabine (3%), and vincristine (1%).
Conclusions: A substantial fraction of patients with KS in East Africa are diagnosed 
at advanced disease stage. For patients with apparent chemotherapy indications, 
nearly half did not receive chemotherapy; prospective work is needed to understand 
why (e.g., poor access, inability to tolerate, sufficient response to ART alone, or pa-
tient preference). Liposomal anthracyclines, which are often first-line in resource-
rich settings, are very expensive in this setting, and were not used as first line. These 
findings highlight challenges in East Africa in cancer care. 

TUPEB0417
Epstein-Barr viral load predicts prognosis of AIDS-related  
Non-Hodgkin Lymphoma
J. Tanuma1, S. Hagiwara2, S. Oka1 
1National Center for Global Health and Medicine, AIDS Clinical Center, Tokyo, Japan, 
2National Center for Global Health and Medicine, Department of Haematology, 
Tokyo, Japan 
Presenting author email: jtanuma@acc.ncgm.go.jp

Background: Non-Hodgkin lymphoma (NHL) is still one of the important comor-
bidities among HIV-infected individuals and Epstein-Barr virus (EBV) reactivation 
is thought to be a risk factor for developing NHL. However, the role of EBV-DNA 
load in peripheral blood has yet to be established in the management of AIDS-
related NHL. We aimed to evaluate the prognostic value of plasma EBV-DNA loads 
in AIDS-related NHL.
Methods: Data was retrospectively reviewed on HIV-infected individuals diag-
nosed as systemic NHL who received chemotherapy at National Center for Global 
Medicine in Tokyo, Japan since 2000 through 2015. Overall survival was defined as 
time from NHL diagnosis to death from any cause.
Results: Sixty-one AIDS-related NHLs were involved to the analysis, includ-
ing 25 diffuse large B cell lymphomas (DLBCL), 21 Burkitt lymphomas (BL), 7 
plasmablastic lymphomas and 8 primary effusion lymphomas. All were male and 
their median age was 42 years old (range 25-75). Thirty-five (57%) had detectable 
plasma EBV-DNA load (>198 IU/ml) at baseline. The proportion of patients in the 
international prognostic index (IPI) category of either low and low-intermediate 
or high-intermediate and high was not different by plasma ENV-DNA detection 
(31% vs 27%, p=0.97) and CD4 count at NHL diagnosis was higher in the detect-
able EBV-DNA group but not statistically significant (90 cells/µl vs. 186 cells/µl, 
p=0.06) During median 1.03 years of follow up (range 0.02-12.7), 33 patients died 
after median 0.54 years (range 0.02-11.8) and progression of NHL was attribut-
able for 85% (28/33) of the deaths. Overall survival rate at 2 years were 48% in 
total [95% confidential interval (CI) 34-60], 36% (95% CI 21-58) in the detectable 
EBV-DNA group and 64% (95% CI 49-79) in the undetectable EBV-DNA group 
(p=0.04). Cox proportional hazard models revealed EBV-DNA detection was sig-
nificantly predictive in mortality after adjustment for IPI category and baseline 
CD4 counts, which presented hazard ratios of 2.83 (95% CI 1.16-6.89), 2.59 (95% 
CI 1.05-6.38), and 3.15 (95% CI 1.28-7.77) with EBV-DNA load cut-off values of 
198, 496, and 991 IU/ml respectively.
Conclusions: Our findings demonstrate the detection of plasma EBV-DNA is an 
independent indicator of poor prognosis of AIDS-related NHL. 
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TUPEB0418
Human herpes virus 8 (HHV8) in HIV-1-infected individuals 
receiving cancer chemotherapy and stem cell transplantation
L. Hogan1, E. Hanhauser1, K. Hobbs1, C. Palmer2, Y. Robles3, S. Jost4, A. LaCasce5, 
J. Abramson6, A. Hamdan7, F. Marty3, D. Kuritzkes3, T. Henrich1 
1University of California, San Francisco, San Francisco, United States, 2Ragon Institute 
of MGH, MIT and Harvard, Boston, United States, 3Brigham and Women’s Hospital, 
Boston, United States, 4Center for Virology and Vaccine Research, Beth Israel 
Deaconess Medical Center, Boston, United States, 5Dana-Farber Cancer Institute, 
Harvard Medical School, Boston, United States, 6Massachusetts General Hospital, 
Boston, United States, 7Beth-Israel Deaconess Hospital, Boston, United States 
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Background: Little is known about the association between cancer chemotherapy 
or hematopoietic stem cell transplantation (HSCT), circulating HHV8 DNA levels, 
and clinical Kaposi Sarcoma (KS) in HIV-1-infected individuals with various malig-
nancies. However, some targeted therapies (e.g. rituximab) are known to trigger 
HHV8 reactivation and the development of KS. Therefore, we examined the as-
sociations between chemotherapy, T-cell phenotypes, and circulating HHV8 DNA 
in 29 HIV-1-infected participants with KS or other malignancies.
Methods: We quantified HHV8 plasma and cell-associated DNA and determined 
the relationship between HHV8 DNA, T-cell counts, and markers of early and late 
T-cell activation, proliferation and exhaustion (CD69, CD38, HLA-DR, Ki67 and 
CD57, respectively) inHIV-1 infected individuals with KS (N=6), non-Hodgkin 
lymphoma (N=15), Hodgkin lymphoma (N=6), and other tumors (N=2).
Results: Twelve (41%) participants, including all individuals with clinical KS, had 
detectable anti-HHV8 antibodies; 83% of these participants with KS and 17% of 
participants with other malignancies had detectable circulating HHV8 DNA. Four 
additional participants were HHV8 DNA+ but antibody negative. Twenty three 
participants were on ART throughout the study, and no significant correlations 
were observed between circulating HHV8 DNA and plasma HIV-1 RNA. 
Overall, there were no significant differences between baseline and post-chemo-
therapy HHV8 DNA levels, but two participants experienced increased circulating 
HHV8 DNA following treatment for KS or allogeneic stem cell transplantation for 
lymphoma. We also observed an approximately 2-log10 reduction in plasma HHV8 
DNA in an individual with KS and multicentric Castleman disease following ritux-
imab monotherapy. 
Although, individuals with clinical KS had lower mean CD4+ lymphocyte counts and 
percentages, there were no significant associations between CD4+ T-cell counts 
and plasma HHV8 levels. 
However, increased frequencies of CD8+ and CD4+ T-cells expressing CD69 
and CD4+ T-cells expressing CD57 were observed in participants with detectable 
HHV8 (P=0.01, P=0.04, and P=0.003, respectively).
Conclusions: Cancer chemotherapy and HSCT exhibit variable effects on HHV-8 
reactivation. While CD4+ T-cell counts were not associated with circulating HHV-
8, plasma HHV8 is positively correlated with early markers of T-cell activation and 
exhaustion. Overall, these results suggest that there is a complex relationship be-
tween circulating HHV8 DNA and tissue-based disease in HIV-1-infected individu-
als with malignancy. 

TUPEB0419
AIDS related Kaposi Sarcoma in a cohort in Rio de Janeiro, 
Brazil: KSHV viral dynamics, immune response and clinical 
outcome
J. Netto1, B. Grinsztejn1, V. Veloso1, A. Pacheco2, T. Campbell3, W. Miley4,  
R. Viggiano5, M. Zalis6 
1INI/FIOCRUZ, LapClin AIDS, Rio de Janeiro, Brazil, 2FIOCRUZ, Rio de Janeiro, 
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States, 5INI/FIOCRUZ, Rio de Janeiro, Brazil, 6HUCFF - Faculdade de Medicina/
UFRJ, Laboratório de Infectologia e Parasitologia Molecular, Rio de Janeiro, Brazil 
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Background: HIV-associated Kaposi Sarcoma (AIDS-KS) remains an important 
cause of morbidity and mortality in Brazil. It remains crucial to understand Kaposi 
Sarcoma herpes virus (KSHV) infection viral dynamics and immune response in our 
setting to develop serological and virological assays for monitoring clinical treat-
ment response and as prognostic markers. We conducted a prospective study of 
individuals with AIDS-KS at INI/FIOCRUZ, a major referral center for HIV care 
in Rio de Janeiro, Brazil. We measured KSHV immune response and plasma KSHV 
DNA in individuals with AIDS- KS initiating treatment and assessed relationships 
to clinical outcomes.
Methods: We enrolled all patients diagnosed with HIV-KS at INI/FIOCRUZ. Blood 
samples collected at enrolment and the last visit during follow up, were used in the 
analysis. Plasma KSHV DNA was determined using real-time PCR; immune re-
sponse to KSHV latent (ORF73) and lytic (K8.1) antigens were evaluated using 

ELISA; immune response to a panel of KSHV antigens was assessed by multiplex 
assay. Logistic regression was used to determine risk factors for death.
Results: From 2011-2013, 50 patients were enrolled; 2 were lost to follow-up and 
excluded from analysis. One patient also fulfilled criteria for KICS and another 
for MCD. Mean age at KS diagnosis was 32.7 (SD9.2) years. 47.9% were white, 
10.4% were female. Plasma KSHV DNA was detected in 77.8% and seroreactivity 
to ORF73 and K8.1 were 75% and 90.9% respectively. 8 (16.7%) died, and 6 (75%) 
deaths were KS related. Women had significantly higher odds of dying (OR=11.4; 
95%CI=1.516-85.72; p=0.018). Plasma KSHV DNA and seroreactivity to K8.1 
and ORF73 were not associated with clinical outcome. Seroreactivity to ORF19 
and ORF59 significantly correlated with death (OR=14.4; 95%CI=1.095-189; 
p=0.026 and OR=7.778; 95%CI=1.281-47.2; p=0.034, respectively), as well as the 
number of antigens for which the patient was seroreactive at the time of diagnosis, 
(OR=1.279; 95%CI=1.018-1.605; p=0.034).
Conclusions: Our study does not support the routine use of plasma KSHV DNA 
nor ELISA for ORF73 or K8.1 as monitoring or prognostic markers, but we know 
our study has a small number of patients. Further studies are necessary to better 
understand the role of the multiplex assay in clinical practice. 

TUPEB0420
HIV-associated Kaposi sarcoma in the post-HAART era
C. Rodríguez-Olleros1, A. Cabello1, S. Carbajal1, A. Úbeda2, R. Pérez-Tanoira1,  
R. Téllez3, J. Fortes2, N. Rallón1, J.M. Benito1, M.L. Fernández Guerrero1,  
M. Górgolas Hernández-Mora1 
1IIS-Fundación Jiménez Díaz, Infectious Diseases, Madrid, Spain, 2IIS-Fundación 
Jiménez Díaz, Pathology, Madrid, Spain, 3IIS-Fundación Jiménez Díaz, Immunology, 
Madrid, Spain 
Presenting author email: normaibon@yahoo.com

Background: After the introduction of High-Activity AntiRetroviral Therapy 
(HAART), incidence of AIDS-related events decreased significantly. Despite this 
fact, HIV-associated Kaposi Sarcoma (HIV-KS) remains as the most frequent neo-
plasm in this group.
Methods: An descriptive, retrospective, unicentric study of patients with HIV-
KS diagnosis in a tertiary hospital in Madrid was performed from January 2001 to 
December 2016. Epidemiological, clinical and therapeutical characteristics, as well 
as evolution criteria, were analysed with SPPS 20.0.
Results: 124 patients with HIV-KS were studied, being most of them (98%) men 
who have sex with men (MSM), with a mean age of 39 years (21-70). 75% were 
caucasic (64% Spanish) and 22% Latin-American. 37% smoked or had smoked be-
fore, and 9% had hepatotropic viruses coinfection. In 82% (90 patients) KS was 
the reason to start HAART, being HIV diagnosis simultaneous in 58% (52p). Mean 
CD4 lymphocyte count at diagnosis was 294 ± 255 c/µ, being 43% < 200, and in 
75% a CD4/CD8 ratio ≤ 0,4. In 5 patients, KS appeared in the context of an im-
mune reconstitution syndrome (IRS) and in 15 patients (14%) it was diagnosed after 
virological control (mean 2,3 years after HAART; mean CD4 339± 140 cel/µ; 66% 
CD4/CD8 ≤ 0,4). In 88% HHV-8 was detected in the hystopathological exam. 
66% had a cutaneous form exclusively, while 12,5% it was mucocutaneous, 9% in 
lymph nodes and 11% had visceral affection. 27% associated an oportunistic infec-
tion. Treatment depending on the type of affection was started, being 60% the 
HAART, while 32% required adjuvant chemotherapy with 11% of toxicity; two pa-
tients required radiotherapy and 5% surgery.
20% ha one or several relapses, requiring a second-line treatment. 5 patients died 
during treatment, 6 had Castleman disease, and two developed cavity lymphoma.
Conclusions: HIV-KS is a prevalent disease in MSM, with a high morbi-mortality 
in spite of HAART implementation. HIV control does not avoid its development 
nor its control in some cases. Abscense of immune recovery and immunoactivation 
persistence could be related factors. 
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TUPEB0421
Piloting very early infant diagnosis (VEID) of HIV in Lesotho: 
acceptability and feasibility among mothers, health workers and 
laboratory personnel
M.M. Gill1, M. Mokone2, V. Tukei2, M. Nchephe3, M. Phalatse3, L. Guay1,4,  
A. Tiam1, L. Mofenson1 
1The Elizabeth Glaser Pediatric AIDS Foundation, Washington, United States, 2The 
Elizabeth Glaser Pediatric AIDS Foundation, Maseru, Lesotho, 3Lesotho Ministry 
of Health, Maseru, Lesotho, 4The George Washington University, Epidemiology and 
Biostatistics, Washington, United States 
Presenting author email: mgill@pedaids.org

Background: Mortality associated with in-utero HIV infection rises rapidly within 
weeks after birth. Current guidelines recommend HIV testing at age six weeks, but 
very early infant diagnosis (VEID) - testing at birth-two weeks - followed by im-
mediate initiation of antiretroviral therapy (ART) has potential to avert mortality 
associated with in-utero transmission. However, our understanding of acceptability 
and feasibility of VEID among mothers, health workers (HW) and laboratory staff 
is limited.
Methods: VEID was piloted in an observational prospective cohort of HIV-positive 
pregnant women and their infants in 13 Lesotho health facilities from July 2014 
to October 2016. Semi-structured interviews were conducted March-July 2016 
with 20 HIV-positive women attending 6-week or 14-week postnatal visits in eight 
study facilities in three districts. Counselors/study nurses (n=18) and district/cen-
tral laboratory staff (n=9) involved in VEID were also interviewed. Interview themes 
included acceptability of birth and subsequent HIV testing and early treatment, 
perceived VEID challenges and HIV birth testing procedures and how well they 
were performed. Thematic analysis was conducted using MAXqda (V10).
Results: Nearly all mothers interviewed were happy to know their child’s HIV status 
at birth. Mothers and HW did not indicate that birth testing affected subsequent 
acceptance of infant HIV testing or clinic attendance. No respondents expressed 
a challenge with early ART initiation (though only the perspective of HW was cap-
tured, as all mothers interviewed had HIV-negative children). Some women ex-
pressed concern about obtaining blood from newborns and stated they received 
limited counseling about HIV testing. HW and laboratory staff reported weak 
follow-up systems for mothers with home delivery, and concern regarding limited 
number of diagnostic machines, reagent stock-outs and increased workload asso-
ciated with additional testing requirements. All groups reported turnaround time 
delays for all EID, and that sometimes results were never received, which would be 
exacerbated by adding a test to the algorithm.
Conclusions: While respondents found VEID acceptable and feasible, the study 
also highlighted challenges within the existing EID system that must be addressed 
for birth testing to be effective. These include strategies to strengthen counseling 
on infant HIV testing, improve turnaround time, increase the number of facility-
based deliveries and improve client tracing procedures. 

TUPEB0422
Evaluation of a pilot chain peer referral approach for HIV 
testing among adolescents in Kisumu County, Kenya
P. Ong’wen1, C. Blat2, N. Okoko1, S. Awuor1, J. Otieno1, M. Mburu1, E. Mugoma1, 
M. Guze2, E.A. Bukusi3, C.R. Cohen2, H. Wolf4 
1Kenya Medical Research Institute, Center for Microbiology Research, Kisumu, Kenya, 
2University of California, Department of Obstetrics, Gynecology & Reproductive 
Sciences, San Francisco, United States, 3Kenya Medical Research Institute, Center 
for Microbiology Research, Nairobi, Kenya, 4Georgetown University, Department of 
Pediatrics, Washington, United States 
Presenting author email: hilarywolf@gmail.com

Background: In Kenya, it is estimated that 18,000 adolescents become infected 
with HIV annually. Yet they are among the least likely to access HIV testing. We 
sought to evaluate the feasibility of a chain peer referral approach to mobilize ado-
lescents for HIV counseling and testing.
Methods: Index participants (IPs) were identified among adolescents ages 15 to 19 
years seeking any health services from September through December 2016 (in-
tervention period) at Rabuor Sub-County Hospital in Kisumu County, Kenya. IPs 
were offered testing and those willing to recruit age-group peers for HIV testing 
received 3 to 5 referral coupons, with a cash incentive of 100 Kenyan shillings (ap-
proximately US$1) for each referral tested. 
Data were analyzed using Chi-square, Fisher’s exact and Wilcoxon Rank-Sum tests. 
We compared the monthly rates of adolescent testing and HIV-positivity per num-
ber tested (yield) between the intervention and baseline (January-August 2016) 
periods.

Results: Of the 1,076 coupons issued to 293 IPs, 242 (22.5%) referrals were test-
ed, which accounted for 28.5% of the total 850 adolescents tested at Rabuor dur-
ing the intervention period. 113 (38.6%) IPs recruited one or more referrals for test-
ing, with a mean of 0.8 [standard deviation 1.26] referrals per IP. Tested referrals 
were predominately male (63.5%) and friends (66.4%) or classmates (14%) of the 
IP. No referrals tested HIV-positive. IPs with ≥1 tested referrals were more likely to 
be older, male, single, in school, seeking HIV testing services, without children, and 
themselves referred by a peer for testing (all p<0.05). Overall, adolescent testing 
rates did not differ significantly during the intervention [median 182 per month; 
IQR 147-278] compared to before the intervention [median 154 per month; IQR 
117-179; p=0.31). Yield was consistently low during and before the intervention 
(0.7% vs. 1.5%, respectively, p=0.11).
Conclusions: The chain peer referral approach to increase HIV testing among ado-
lescents did not lead to an increased number of positive HIV test results. Males, 
adolescents in school, and those seeking testing were more likely to refer others 
successfully for HIV testing. This approach requires further evaluation, with efforts 
to specifically target girls and those with undiagnosed HIV infection. 

TUPEB0423
Shifting dynamics of HIV transmission timing among infants  
in the era of option B+ and implications for infant testing
A. Tiam1,2, S. Kassaye3, R. Machekano1, M. Gill1, V. Tukei4, M. Mokone4,  
S. Mohale4, M. Makhohlisa4, M. Letsie5, M. Tsietso5, I. Seipati5, A. Isavwa4,  
L. Guay1,6 
1Elizabeth Glaser Pediatric AIDS Foundation, Research, Washington, United States, 
2University of Bergen, Medicine and Dentistry, Centre for International Health, 
Bergen, Norway, 3Georgetown University, Washington, United States, 4Elizabeth 
Glaser Pediatric AIDS Foundation, Research, Maseru, Lesotho, 5Ministry of Health, 
Disease Control, Maseru, Lesotho, 6George Washington University, Milken Institute 
School of Public Health, Washington, United States 
Presenting author email: atiam@pedaids.org

Background: Universal antiretroviral treatment(ART) for HIV-positive pregnant 
women is anticipated to significantly reduce mother-to-child HIV transmission 
(MTCT). The World Health Organization recommends infant HIV testing at 4-6 
weeks to capture in-utero/intrapartum/early breastfeeding transmission. In-utero 
infection is associated with high mortality of 20-30% by age 8-12 weeks. We con-
ducted an implementation research study to determine the relative yield of HIV 
birth testing.
Methods: HIV-positive and negative pregnant women were enrolled in an observa-
tional cohort to evaluate effectiveness of universal maternal ART within 13 health 
facilities in Lesotho following introduction of Option B+. HIV birth testing (DNA 
PCR within two weeks of birth) was introduced at study sites in addition to routine 
six-week infant testing, per national guidelines. Dried blood spots were collected at 
birth for PCR testing (Roche CAP/CTM HIV v2) followed by routine six-week test-
ing. Data were analyzed to identify HIV transmission rates at birth and six weeks.
Results: Among 602 women (median age, 29 years; median gestational age at 
first ANC visit, 24 weeks), 427/602 (70%) of their infants were tested at birth, 
497/602 (83%) were tested at 6 weeks, and 363/422 (86%) of infants uninfected 
at birth were retested at 6 weeks. In utero HIV infection with positive birth PCR 
occurred in 5/427 (1.2%) infants. An additional 2 infants, one with a prior negative 
birth test and a second without a prior birth test tested positive at 6 weeks, for 
a cumulative MTCT incidence of 1.25% (95%CI: 0.5%-2.6%). The 6-week MTCT 
rate was 1/211 (0.5%) among women who initiated ART before pregnancy compared 
to 6/331 (1.8%) among women who started ART during pregnancy. Maternal HIV 
RNA levels were associated with transmission: median HIV RNA was 1.27 log10 
copies/mL among non-transmitting women versus 5.03 log10 copies/mL among 
transmitting women.
Conclusions: Universal antenatal maternal ART resulted in very low 6-week MTCT 
(<1.5%); MTCT rates were lowest with pre-pregnancy ART initiation. Among in-
fants, in contrast to pre-ART era, where ~30% of infections occurred in utero, most 
infections (5/7, 71%) were identified at birth, suggesting that introduction of birth 
testing, if accompanied by rapid infant ART initiation, could significantly impact the 
health of infected infants. 
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TUPEB0424
Rapid diagnostic tests ineffectively identify infants in need  
of definitive PCR testing
A. Ghadrshenas1, B. Urick1, Y. Fong2, C. Okiira3, N. Nabukeera-Barungi4,  
D. Nansera5, E. Ochola6, J. Nteziyaremye7, V. Bigira1, I. Ssewanyana3,  
P. Olupot-Olupot7, T. Peter1, L. Vojnov1, C. Kiyaga3 
1Clinton Health Access Initiative, Kampala, Uganda, 2Fred Hutchinson Cancer 
Research Center, Seattle, United States, 3Central Public Health Laboratories, 
Kampala, Uganda, 4Makerere University, Kampala, Uganda, 5Mbabara Regional 
Referral Hospital, Mbabara, Uganda, 6St. Mary’s Hospital Lacor, Gulu, Uganda, 
7Mbale Regional Referral Hospital, Mbale, Uganda 
Presenting author email: anisaleyla@gmail.com

Background: HIV programs operationalize WHO recommendations for the use of 
Rapid Diagnostic Tests in infants by offering testing as a screening tool at sick-care 
visits or for wider screening of healthy infants, as well as within PMTCT programs for 
known HIV-exposed infants returning at 9 months of age. In all cases, the result of 
the RDT is used as a screening test to reflex to definitive PCR testing, but has not 
been formally evaluated for effectiveness in HIV diagnosis.
Methods: A cross-sectional prospective study of children younger than two years 
presenting at primary health facility entry points was conducted at four Ugandan 
hospitals. Infants were systematically sampled from five entry points at each facili-
ty: Immunization/EPI/well-child, pediatric outpatient, pediatric inpatient, nutrition 
ward, and outreach. All participants, regardless of HIV exposure status, received an 
RDT to determine exposure status and a PCR test to determine infection status. 
The samples were collected in parallel and PCR samples were run irrespective of 
the RDT outcome.
Results: The sensitivity of the RDT to accurately identify HIV-positive children in 
need of PCR testing was 61.7% (95% confidence interval: 51.1 - 71.5), while the 
specificity was 97.3% (95% CI: 96.6 - 97.8). The positive predictive value in this 
population was 42.3% (95% CI: 34.0 - 51.1), while the negative predictive value 
was 98.7% (95% CI: 98.3 - 99.1). We also examined performance of the RDT in 
different age groups in four-month intervals and found that for each age category 
under one year, the estimated sensitivity was less than 50%, including 8 - 12 months 
of age (47%). The median age of HIV-positive infants with a negative RDT was 8.5 
months, while the median age of HIV-positive infants with a positive RDT was 14 
months. Additionally, approximately 40% of HIV-positive infants identified were 
negative by RDT.
Conclusions: These data suggest that the use of RDTs to screen HIV-exposed in-
fants or those in need of a definitive PCR test could result in a large proportion of 
vulnerable HIV-positive infants being sent home without receiving care and treat-
ment. In order to improve identification and linkage of HIV-positive infants, PCR 
testing could instead be considered. 

TUPEB0425
Status of early infant diagnosis and bottlenecks to paediatric 
ART services in heavy HIV burden districts in Malawi
J. Chipeta 
University of Malawi, College of Medicine, Blantyre, Malawi 
Presenting author email: jbchipeta@gmail.com

Background: Paediatric ART in Malawi is sub-optimal with coverage in 2016 of only 
65%. A major problem is delayed HIV testing (HT) of infants and loss to follow up 
(LTFU). Interventions to improve paediatric ART initiation, coverage and retention 
include early infant diagnosis (EID), training and client follow-up models. Current 
management information systems aggregate service delivery data for 0-14 year 
olds. An assessment of the current status of HIV testing, ART initiation and reten-
tion among children aged 0-9 years was conducted to identify gaps that are critical 
to early diagnosis and enrolment in care and treatment.
Methods: Stratified random sampling was used to select 61 out of 276 health facili-
ties in 8 high HIV burden districts. The sample included peripheral, district and ter-
tiary level health facilities. Age-disaggregated data on EID and ART were abstract-
ed from HIV service delivery registers and data analysis conducted using Excel.
Results: Of 11,401 children aged 0-9 years tested for HIV during July-September 
2016, 10% were aged 0-11 months. Four percent of infants 0-2 months and four-
teen percent of infants 3-11 months tested positive. Sixty-five percent of children 
aged 0-11 months who tested HIV-positive were started on ART. ART retention 
was lowest in the age group 0-11 months, at 76% and 74% at 3 and 6 months, re-
spectively.
Conclusions: Reporting HTC and ART data for children aged 0-14 years masks 
inadequate HIV testing and ART retention in children 0-11 months. The increase 
in HIV positivity yield in infants 3-11 months suggests the need to aggressively 
promote HIV prevention among HIV negative mothers to prevent sero-conversion 
of mothers and infants during the breastfeeding period. Disaggregating paediatric 
data is critical to delivering appropriate HIV services to mothers and their children. 

TUPEB0426
Intensified vertical HIV-1 transmission prevention influences 
the rate and eventual outcome of indeterminate HIV-1 PCR 
results
J.N. Maharaj1,2, M.F. Cotton3, W. Preiser1,2, J. Maritz1,2 
1University of Stellenbosch, Medical Virology, Cape Town, South Africa, 2National 
Health Laboratory Service, Cape Town, South Africa, 3University of Stellenbosch, 
Pediatrics and Child Health, Cape Town, South Africa 
Presenting author email: maritzj@sun.ac.za

Background: Indeterminate HIV-1 PCR results obtained from testing HIV-exposed 
infants may represent very early HIV-1 infections, established infections with viral 
suppression by antiretroviral drugs, or non-specific amplification. Indeterminate 
PCR results are defined by laboratory criteria currently used across all public health 
laboratories in South Africa. We investigated rates of indeterminate PCR results 
and outcomes of subsequently obtained samples from the Western Cape province 
of South Africa, and hypothesised that the predictive value of an indeterminate 
PCR for a subsequent positive result has increased in the setting of intensified ver-
tical HIV transmission prevention regimens.
Methods: Routine diagnostic PCR data of a public health laboratory from June 
2009 to October 2014 was analysed and categorised by South African vertical 
HIV transmission prevention regimen. All included PCRs were performed with 
the Roche CAP/CTM HIV-1 Qualitative Version 1 test. First indeterminate HIV-1 
PCRs in patients younger than 12 months were linked with follow-up HIV-1 PCRs 
(any age) and serological tests (when >18 months of age). Linked results sets were 
analysed for CAP/CTM amplification characteristics and subsequent sample out-
come.
Results: The dataset comprised 38,043 infants tested at a median age of 45 days 
of life. Over intensified vertical transmission prevention regimens, the rate of inde-
terminate and positive PCRs decreased significantly (5.6% to 3.2%, 2.4% to 0.4%, 
respectively; both p<0.001). Most notably, significantly more patients with inde-
terminate PCRs had positive PCRs on subsequent samples during WHO Option 
B+ use compared to previously used vertical transmission prevention regimens 
(64.1% vs 14.7%, p<0.001) at a median 28 of days later. 

VTP regimen Numbers (%)
Indeterminate 
PCRs as % of 
non-negative 

results

% 
indeterminate 
PCRs positive 
on follow-up

 Negative Positive Indeterminate   
ART initiated at 

CD4<200 cells/mm3 5936 (92.0) 359 (5.6) 152 (2.4) 29.8% 7.4%

WHO Option A 19927 (95.5) 687 (3.3) 257 (1.2) 27.2% 18.9%
WHO Option B+ 10343 (96.4) 338 (3.2) 44 (0.4) 11.5% 64.1%

[Frequency and outcome of indeterminate PCRs]

Conclusions: Indeterminate HIV PCRs, although decreasing in frequency with 
Option B+ use, should be regarded with a high index of suspicion for being repre-
sentative of true HIV-1 infections. Intensified vertical HIV transmission prevention 
regimens as well as diagnostic assay software improvements may account for this 
finding. Infants with indeterminate PCR results should receive close follow up and 
additional virological tests to arrive at a definitive diagnosis. 

TUPEB0427
Adolescents enrolling in HIV care in East Africa from  
2000-2014
J. Humphrey1, E. Apondi2,3, E. Sang3, A. Mwangi4, F. Nalugoda5, J. Ssali6,  
E. Bukusi7,8, S. Ayaya2,3, K. Wools-Kaloustian1 
1Indiana University School of Medicine, Medicine, Indianapolis, United States, 2Moi 
University College of Health Sciences, Child Health and Paediatrics, Eldoret, Kenya, 
3Academic Model Providing Access to Healthcare (AMPATH), Eldoret, Kenya, 4School 
of Medicine, Moi University, Department of Behavioral Sciences, College of Health 
Sciences, Eldoret, Kenya, 5Rakai Health Sciences Program, Kalisizo Rakai, Uganda, 
6Masaka Regional Referral Hospital, Masaka, Tanzania, United Republic of, 7FACES 
(Family AIDS Care and Education Services, a collaboration between the Kenya Medical 
Research Institute and the University of California San Francisco), Kisumu, Kenya, 
8Kenya Medical Research Institute, Centre for Microbiology Research, Kisumu, Kenya 
Presenting author email: john.m.humphrey@gmail.com

Background: The objective of this study is to understand the characteristics and 
outcomes, over time, of adolescents enrolling in HIV care in Kenya, Tanzania, and 
Uganda.
Methods: This retrospective cohort study utilizes patient-level data from six 
HIV care programs affiliated with the East African International epidemiologic 
Databases to Evaluate AIDS (EA-IeDEA) Consortium. The study population con-
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sists of all individuals enrolling in HIV care at study facilities during adolescence 
(10-19 years) between 2000 and 2014. Adolescents were stratified into two groups 
based on age at time of enrollment: younger adolescents (YA [10-14 years]) and 
older adolescents (OA [15-19 years]). Descriptive analyses were used to compare 
groups at enrollment and antiretroviral therapy (ART) initiation across four time 
periods 2000-2004, 2005-2009, 2010-2012, and 2013-2014. The proportion of 
enrolling adolescents was compared to the total number of individuals ≥10 years en-
rolling during each period. Competing risk analysis was used to estimate 12-month 
retention, defined as the inverse of death/loss to follow-up (LTFU), after enroll-
ment/pre-ART initiation; standard survival analysis was used to estimate 12-month 
retention after ART initiation.
Results: A total of 6,342 adolescents enrolled between 2000-2014, 56.4% were 
OA, and 54.3% of YA and 77.1% of OA were female (Table). Median CD4 at enroll-
ment in 2000-2004 compared to 2012-2014 increased for YA (208 vs. 359 cells/
mm3, p<0.0001) and OA (155 vs. 431 cells/mm3, p=0.0002). The proportions of 
YA and OA enrolling with WHO stage 1-2 disease, compared to stage 3-4 disease, 
increased over time (p<0.0001). Retention rates were: 89% (95% CI 88-90%) for 
YA and 78% (95% CI 77-80%) for OA at 12 months after enrollment; 83% (95% 
CI 81-84%) for YA and 72% (95% CI 70-74%) for OA at 12 months after ART 
initiation. 

Period of 
Enrollment 2000-2004 2005-2009 2010-2012 2012-2014  

 
Younger 

ado-
lescent 
n (%)

Older 
ado-

lescent 
n (%)

Younger 
ado-

lescent 
n (%)

Older 
ado-

lescent 
n (%)

Younger 
ado-

lescent 
n (%)

Older 
ado-

lescent 
n (%)

Younger 
ado-

lescent 
n (%)

Older 
ado-

lescent 
n (%)

P values 
For com-
parison 
across 
periods

Proportion of 
adolescents 
enrolled among 
all individuals 
≥10 years of age 
enrolled

135 
(1.4)

100 
(1.1)

1451 
(1.3)

1456 
(1.3)

904 
(1.4)

1224 
(2.0)

274 
(1.0)

798 
(2.9)

YA<
0.0001 

OA<
0.0001

Female sex 63 
(46.7)

67 
(67.0)

781 
(53.8)

1086 
(74.6)

503 
(55.6)

949 
(77.5)

155 
(56.6)

656 
(82.2)

YA<
0.0001 

OA<
0.0001

WHO stage 1-2 
at enrollment

41 
(50.0)

33 
(62.3)

636 
(53.2)

717 
(62.9)

420 
(64.6)

717 
(77.7)

35 
(76.1)

571 
(85.5)

YA<
0.0001 

OA<
0.0001

WHO stage 3-4 
at enrollment

41 
(50.0)

20 
(37.7)

559 
(46.8)

407 
(37.1)

230 
(35.4)

206 
(22.3)

11 
(23.9)

97 
(14.5)

YA<
0.0001 

OA<
0.0001

WHO stage 1-2 
at ART initiation

7 
(8.6)

13 
(20.0)

138 
(13.7)

261 
(36.3)

185 
(23.0)

423 
(51.8)

85 
(28.0)

524 
(72.7)

YA<
0.0001 

OA<
0.0001

WHO stage 3-4 
at ART initiation

15 
(18.5)

14 
(21.5)

196 
(19.4)

314 
(43.7)

132 
(16.4)

206 
(16.8)

43 
(14.1)

97 
(12.2)

YA<
0.0001 

OA<
0.0001

CD4 at 
enrollment, 
median

208 155 268 304 313 379 359 431
YA<

0.0001 
OA=

0.0002

CD4 at ART 
initiation, median 81 60 164 128 234 209 260 323

YA<
0.0001 

OA<
0.0001

[Adolescent characteristics from 2000 to 2014]

Conclusions: Program retention is suboptimal for adolescents, particularly OA, 
in East Africa. Strategies to understand LTFU and promote retention are needed. 

TUPEB0428
Progress towards 90-90-90 for children in Kenya: results from 
the Accelerating Children’s HIV Treatment (ACT) initiative
R. Fayorsey1, C. Ng’eno2, M. Lahuerta1, J. Thiga2, D. Chege2, C. Teasdale1,  
M. Sirengo3, M. Hawken2, E.J. Abrams1,4,5 
1ICAP at Columbia University, Mailman School of Public Health, New York, United 
States, 2ICAP at Columbia University, Mailman School of Public Health, Nairobi, 
Kenya, 3National AIDS and STI Control Program, Nairobi, Kenya, 4College of 
Physicians & Surgeons, Columbia University, New York, United States, 5Mailman 
School of Public Health, Department of Epidemiology, New York, United States 
Presenting author email: ml2842@columbia.edu

Background: The ACT Initiative aimed to double the number of children on ART. 
We describe outcomes within the ICAP Columbia University program at 442 
health facilities in five counties in Kenya.
Methods: Trained lay counselors were deployed to provide HIV testing at multiple 
facility entry points, linkage officers facilitated enrollment from testing to HIV 
care, and clinicians were trained on prompt ART initiation, and adherence support. 
Peer counselors were trained to provide SMS reminders for clinic appointments, 

call and trace clients’ who missed visits, and provide adherence/psychosocial sup-
port. Routinely collected aggregate data was analyzed to describe progress towards 
90-90-90 for younger (<10 yrs) and older children (10-14 yrs).
Results: Overall, 292,213 younger children and 178,551 older children received 
HIV testing between October 2015 and September 2016, a two-fold increase 
compared to the prior 12 months. Of these, 1,814 (0.6%) younger children and 
735 (0.4%) older children tested HIV-positive, compared to 1,926 (1%) younger 
and 682 (0.8%) older children in the previous 12 months. Of those testing HIV-
positive, 93% of younger and 81% of older children enrolled in HIV care. Between 
the first and last quarter, there was a 22% increase in ART initiation among younger 
children (341 to 415), and 195% increase among older children (110 to 325). By 
September 2016, the proportion of children on ART reached 99% of younger and 
94% of older children and retention at 12 months after ART initiation for children 
<10 yrs was 81% and 79% for 10-14years. The proportion of children who received 
a viral load (VL) test 6 months after ART initiation increased from 67% to 89% 
for children <10yrs, and from 60% to 85% for 10-14 yrs. Among those with docu-
mented VL results at 6 months (<10 yrs: 63%; 10-14 yrs: 66%), the proportion with 
VL< 1000 copies/ml was 80% and 84% in younger and older respectively.
Conclusions: Intensified testing strategies resulted in a substantial increase in 
the number of children tested, however the yield was low. Although ART initia-
tion, 12-month retention, and viral suppression were high, additional strategies are 
needed to identify, engage and successfully treat all children with HIV. 

TUPEB0429
Population level assessment of HIV+ Ugandan/Kenyan  
children who remained viremic in the SEARCH test-and-treat 
study, which achieved 90-90-90 coverage of adults
T.D. Ruel1, J. Ayieko2, A. Owaraganise3, F. Mwangwa3, M. Kaur4, T. Liegler4, 
D. Black4, L. Brown4, V. Jain4, C.R. Cohen5, E. Bukusi2, T.D. Clark4, E.D. 
Charlebois4, D. Kwarisiima3,6, M.L. Petersen7, D.V. Havlir4, M.R. Kamya3,8 
1University of California, Department of Pediatrics, Division of Pediatric Infectious 
Diseases and Global Health, San Francisco, United States, 2Kenya Medical Research 
Institute, Kisumu, Kenya, 3Infectious Diseases Research Collaboration, Kampala, 
Uganda, 4University of California, Department of Medicine, Division of HIV, Infectious 
Diseases & Global Medicine, San Francisco, United States, 5University of California, 
Department of Obstetrics, Gynecology & Reproductive Sciences, San Francisco, United 
States, 6Makerere University Joint AIDS Program, Kampala, Uganda, 7University 
of California, Berkeley School of Public Health, Berkeley, United States, 8Makerere 
University College of Health Sciences, 8 School of Medicine, Kampala, Uganda 
Presenting author email: theodore.ruel@ucsf.edu

Background: The SEARCH HIV test-and-treat study (NCT01864603) achieved 
the 90-90-90 target of 80% population-level virologic suppression among adults 
in rural Kenyan and Ugandan communities. The HIV-status of 89% of children was 
ascertained, but the probability of suppression at 2 years was only 62%. We sought 
to describe the characteristics of viremic children and identify population-level 
predictors of risk.
Methods: All HIV+ children in 16 intervention communities were offered ART in a 
streamlined-care model. Viral loads (VLs) were measured during annual commu-
nity heath campaigns and at clinic visits. We assessed children aged 2-14 years with 
≥1 VL measured (May 2013-November 2016). Using multivariable logistic regres-
sion, we evaluated potential predictors of viremia (most recent VL>500 copies/ml), 
including demographic characteristics, HIV care-status (never linked, linked but 
lost to follow-up [no visit in prior ≥9 months], or active), household wealth index, 
and presence of HIV+ mother with suppressed VL in the household.
Results: Overall, 700/739 (95%) HIV+ children living in SEARCH communities 
had ≥ one VL. They were 55% female, with 42% aged 2-6, 32% aged 7-10, and 
26% aged 11-14 years. Among 262/700 (37%) viremic children, care-status var-
ied: 43(16%) never linked to care, 54(21%) linked but were lost to follow-up and 
165 (63%) were known to be in active care. Children aged 11-14 and 2-6 years had 
greater likelihood of viremia than those 7-10 years. Greater household wealth pre-
dicted viremia, while presence of an HIV+ mother with suppressed VL lowered risk. 

Variable Univariate OR (95% CI) Adjusted OR (95%CI)
Female gender 1.29 (0.94-1.75) 1.21 (0.87-1.67)

Age (years), 11-14 vs. 7-10 2.63 (1.73-3.98) 2.45 (1.58-3.78)
2-6 vs. 7-10 1.71 (1.17-2.50) 1.90 (1.28-2.82)

Care status, never linked vs. active 2.35 (1.46-3.81) 2.00 (1.21-3.30)
LTFU vs. active 1.38 (0.93-2.05) 1.32 (0.88-2.00)

HIV+ mother with suppressed VL present 
in home 0.63 (0.46-0.87) 0.69 (0.49-0.98)

Kenya vs. Uganda 1.53 (1.08-2.17) 1.50 (1.04-2.18)
High household wealth* 1.73 (1.01-2.97) 1.78 (1.00-3.15)

*Household wealth ranked in quintiles; Odds ratio (OR) for highest vs. lowest shown.

[Predictors of viremia in children]



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July
Poster
Exhibition

251

Conclusions: To address the gap in community-level HIV suppression in children, 
improved linkage and retention will be important, but the highest proportion of vi-
remic children are already in care, underscoring problems of adherence and/or drug 
resistance. Multiple interventions, tailored to different regions, age groups and 
higher wealth households will likely be required to achieve 90-90-90 in children 
living in rural East Africa. 

TUPEB0430
Risk and warning signs for loss to follow-up in a cohort of  
HIV-infected children on antiretroviral therapy in Thailand
S. Kawilapat1,2, N. Salvadori1, N. Ngo -Giang- Huong1,3,4, C. Leroi1,  
C. Ngampiyaskul5, S. Kanjanavanit6, P. Layangool7, N. Lertpienthum8,  
S. Hanpinitsak9, A. Puangsombat10, N. Akarathum11, S. Le Coeur1,3,4,  
M. Lallemant1,3,4, P. Traisathit1,2, G. Jourdain1,3,4 
1UMI 174-PHPT, Faculty of Associated Medical Sciences, Chiang Mai University, 
Chiang Mai, Thailand, 2Biostatistics and Applied Statistics Laboratory, Department of 
Statistics, Faculty of Science, Chiang Mai University, Chiang Mai, Thailand, 3Institut 
de Recherche pour le Développement (IRD), UMI 174-PHPT, Marseille, France, 
4Harvard T H Chan School of Public Health, Boston, United States, 5Prapokklao 
Hospital, Chantaburi, Thailand, 6Nakornping Hospital, Chiang Mai, Thailand, 
7Bhumibol Adulyadej Hospital, Bangkok, Thailand, 8Buddhachinaraj Hospital, 
Pitsanuloke, Thailand, 9Regional Health Promotion Centre 6, Khon Kaen, Thailand, 
10Samutprakarn Hospital, Samutprakarn, Thailand, 11Sanpatong Hospital, Chiang Mai, 
Thailand 
Presenting author email: suttipong.kawilapat@phpt.org

Background: Detecting signs associated with an increased risk of loss to follow-
up (LTFU) may help maximize the effectiveness of antiretroviral therapy (ART) 
programs. Adolescence is a well-known factor contributing to the risk of LTFU but 
other information collected during follow-up may help clinicians focus on children 
at higher risk.
Methods: We used demographics and clinical data collected at ART initiation 
(baseline), 2 weeks, 1 month, 3 and 6 months, and every 6 months thereafter in chil-
dren participating in the PHPT multicenter pediatric cohort in Thailand between 
January 1, 1999 and December 31, 2014. Children who did not come for follow-up 
>9 months after their last appointment were considered as LTFU. Discontinuation 
of ART was considered if >7 days. Baseline and time-updated variables associated 
with LTFU were identified using Fine and Gray competing risk regression models 
accounting for deaths and referrals to other clinics as competing events. We ad-
justed for characteristics of the Thai program: calendar years of enrollment (quar-
tiles: before 2003, 2003-2004, 2005-2006 and after) and regions in Thailand 
(northern and others). Missing values of time-updated variables were imputed using 
linear interpolation within 1 year before and after the missing visit.
Results: 832 children (445 female, 53%) were included in the analysis. Baseline 
median age was 7.2 years (IQR 3.1-10.0); 67 (9%) were living in orphanage and 508 
(61%) in northern Thailand. 255 (34%) had HIV-RNA load >400 copies/mL at 5 
years after initiation and 99 (12%) discontinued ART at least once. Median follow-
up was 8.2 years (4.1-10.3): 184 (22%) were LTFU (observed cumulative risk of 
LTFU: 7.6% at 5 years and 29.5% at 10 years). The estimated cumulative incidence 
of LTFU (considering 184 children referred elsewhere and 72 deaths as compet-
ing) was 6.9% (95%CI 5.3-8.7%) at 5 years and 22.8% (19.8-26.0%) at 10 years. 
In the multivariable analysis, factors associated with a higher risk of LTFU were: 
not living in orphanage (p=0.006); and, as time-updated, age ≥13 years (p<0.001), 
HIV-RNA load >400 copies/mL (p=0.001), and previous ART transient discon-
tinuation (p=0.001).
Conclusions: Transient discontinuation of ART at any time during the follow-up 
should draw clinicians’ attention to prevent definitive LTFU. 

TUPEB0431
“Not all Mogen Clamps are created equal”: standardising  
Mogen Clamp specifications for EIMC
G.N. Dean1, S. Frade2,3, D. Hill4, D. Taljaard1 
1Centre for HIV/AIDS Prevention Studies, Research, Johannesburg, South Africa, 
2University of the Witwatersrand, Demography and Population Studies, Johannesburg, 
South Africa, 3Centre for HIV/AIDS Prevention Studies, Johannesburg, South Africa, 
4PrionTex, Johannesburg, South Africa  

Background: According to the “WHO Manual for Early Infant Male Circumcision 
under Local Anaesthesia” there are 3 devices that have been pre-qualified to be 
used on infants; namely, the Gomco Clamp, Plastibell and Mogen Clamp. An EIMC 
pilot study in South Africa, which used the Mogen Clamp found that there are cur-
rently no standard specifications for Mogen Clamps for EIMC - except that the 
WHO guidelines state that there must be an aperture of 2 mm, but does not indi-

cate where this aperture of 2 mm refers to on the Mogen Clamp. During the start-
up phase of the pilot study on EIMC in South Africa, and after several AEs due to 
low quality Mogen Clamps, it was found that standard specifications are required to 
ensure the safety of infants circumcised using the Mogen Clamp.
Methods: CHAPS, together with the supplier, measured the dimensions of the 
Mogen Clamps from three different suppliers to compare. The 3 different prod-
ucts are “Product A” (the Mogen Clamp found to be of the best quality and with 
the most appropriate specifications for EIMC), “Product B” and “Product C”. 
Dimensions were taken from 7 different points on the Mogen Clamp.
Results: After several qualitative discussions with the clinicians, and the supplier in 
South Africa, it was determined that the best point of reference for determining a 
“good” quality Mogen Clamp was on dimension A (maximum opening width) given 
that it is at this point that the foreskin is pulled through before the crushing action 
(table 1).

Clamp Dimensions (mm) Product A Product B Product C
A -Maximum opening width 2.35 3.39 3.10
B- Middle opening width 1.40 2.01 1.70
C- Inner hinge opening width 0.43 0.53 0.45
D- Clasp diameter 10.88 12.70 12.79
E- Back hinge width 0.40 0.45 0.45

F- Working surface length < 0.04 
(Length = 43.71)

< 0.04 
(Length = 44.40)

< 0.04 
(Length = 44.00

[Table 1: Mogen Clamp Dimensions]

Conclusions: This research will assist in establishing the parameters for the Mogen 
clamp in order for them to comply to WHO guidelines. 

TUPEB0432
Pharmacokinetic (PK) modelling and simulation to support 
weight-based dosing of maraviroc (MVC) in paediatric subjects 
when co-administered with potent CYP3A inhibitors
L. McFadyen1, B. Weatherley1, P.L.S. Chan1, M. Vourvahis2, K. Moore3,  
S.F. Marshall1 
1Pfizer, Pharmacometrics, Sandwich, United Kingdom, 2Pfizer, Clinical Pharmacology, 
New York, United States, 3ViiV Healthcare, Clinical Pharmacology, Research Triangle 
Park, United States 
Presenting author email: lynn.mcfadyen@pfizer.com

Background: A4001031 is a PK and safety study of MVC in treatment-experi-
enced HIV-1-infected paediatric subjects. Initial MVC dose was adjusted on body 
surface area (BSA) and co-administered potent CYP3A inhibitors or inducers. 
Most subjects (90/103) took MVC with CYP3A inhibitors (i.e. protease inhibitors) 
in optimized background therapy. The objectives were to describe the PK of MVC 
with potent CYP3A inhibitors and determine weight-based dosing by simulation for 
paediatric subjects.
Methods: MVC PK data from 85 paediatric subjects were combined with adult data 
from Phase1-4 studies. Nonlinear mixed effects modelling was used to fit a 2-com-
partment model with first-order absorption; covariates (See Table) were assessed 
in stepwise modelling. 

 Paediatric Study 
(A4001031)

Adult Phase 
2b/3/4 Adult Phase 1

Number of subjects 
(males/females) 85 (43/42) 125 (112/13) 56 (45/11)

Weight (kg) : Median (Range) 28.9 (10.2-69.8) 76.7 (50.2-120.0) 71.0 (46.0-92.2)
BSA (m2) : Median (Range) 1.05 (0.48-1.83) 1.93 (1.50-2.44) 1.87 (1.39-2.19)
Age (years) : Median (Range) 11 (2-17) 45 (28-69) 29.5 (20-55)
Race: White/Black/Asian/Other (N) 13/58/11/3 96/20/4/5 24/5/26/1
Subjects/PK Sampling 
Occasions/Samples (N)

Intense: 38/67/468 
Sparse: 84/0/648

Intense: 0/0/0 Sparse: 
125/0/861

Intense: 56/74/628 
Sparse: 0/0/0

Protease Inhibitors: 
ATV/ATV/r /FPV/r /LPV/r /DRV/r (N) 0/2/1/68/14 5/33/0/79/8 0/12/0/19/25

Food Status for Samples: 
Fasted/Fed/Not Known (N)

Profiles: 0/460/8 
Sparse: 0/491/157

Profiles: 0/0/0 
Sparse: 152/539/170

Profiles: 628/0/0 
Sparse: 0/0/0

Baseline Estimated Creatinine CL 
(mL/min): Median (Range)

Under 12 years: 
111 (57-180) 

12 years and over: 
135 (42-189)

107 (53-240) 108 (68-172)

[Covariates and Populations]

The paediatric covariate dataset was bootstrapped with replacement to produce a 
simulation dataset (N=1000) to determine concentrations for various dosing sce-
narios, using the PK model.



ABSTRACT BOOK • www.iAS2017.ORg

Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July
Poster

Exhibition

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

252

Results: The 2-compartment model was satisfactory. Statistically significant co-
variates were: weight (Central and Peripheral CL and Volumes); dose nonlinearity 
(Relative Bioavailability); CYP3A inhibitor groups, CYP3A inducer & creatinine CL 
(all on CL); Race (central Volume).
The Figure shows 5th, 50th and 95th percentiles of MVC average concentration 
(Cavg) simulations for two dosing scenarios (Base=5 weight bands for BSA-to-
weight translation and Simplification=4 weight bands with flat adult dose for sub-
jects >40 kg) compared with median and range MVC Cavg for 150 mg BID with 
DRV/r in adult Study A4001052. 

[Simulations for Paediatrics vs Adult Data]

Conclusions: Using modelling and simulation, MVC dosing in paediatric subjects 
with the simplified, 4 weight bands across 10-70 kg achieves comparable exposures 
(Cavg) to adults on MVC 150 mg BID with potent CYP3A inhibitors. 

TUPEB0433
Maraviroc pharmacokinetics and dosing recommendations  
in CCR5-tropic HIV-1-infected children aged 2 to < 18 years
M. Vourvahis1, L. McFadyen2, S.R. Valluri1, A. Fang1, K. Moore3, J. Heera4 
1Pfi, New York, United States, 2Pfizer, Clinical Pharmacology, Sandwich, United 
Kingdom, 3ViiV Healthcare, Research Triangle Park, United States, 4Pfi, Groton, 
United States 
Presenting author email: lynn.mcfadyen@pfizer.com

Background: Maraviroc (MVC) is a CCR5-antagonist approved to treat adults, and 
recently children/adolescents, infected with CCR5-tropic HIV-1.
Methods: A4001031 is an open-label, two-stage (stage-1: dose-finding, stage-2: 
safety/efficacy), non-comparative, multicenter study of MVC plus optimized back-
ground therapy in treatment-experienced children aged 2 to < 18 years. Participants 
were dosed twice-daily according to body surface area and concomitant medica-
tions (i.e., presence of CYP3A inhibitors and/or inducers). Intensive and sparse 
MVC pharmacokinetics (PK) up to Week 48 were determined in subjects to assess 
dose or modify dose in stage-1, if required, to achieve average concentration (Cavg) 
≥100ng/mL.
Results: A total of 97 subjects were treated with MVC tablet or oral solution with/
without food in stage-2 including the 50 subjects who also participated in stage-1 
(MVC dosed with food). 

Concomitant Medications

MVC dosed with 
potent CYP3A 

inhibitors (with or 
without a CYP3A 

inducer)

MVC dosed with 
non-interacting 

drugs

MVC dosed with 
a potent CYP3A 
inducer (without 
a potent CYP3A 

inhibitor)
Number of subjects (males/
females) 85 (43/42) 10 (4/6) 2 (0/2)

Weight (kg) : median (range) 28.9 (10.2-69.8) 32.1 (16.2-40.3) 32.8 (17.0-48.5)
BSA (m2) : median (range) 1.05 (0.48-1.83) 1.1 (0.67-1.30) 1.0 (0.69-1.41)
Age (years) : median (range) 11 (2-17) 11.5 (3-17) 9 (4-14)
Race (White/Black/Asian/Other) 13 / 58 / 11 / 3 2 / 6 / 0 / 2 0 / 2 / 0 / 0

[Table 1]

MVC PK in children/adolescents based on body weight (kg)-bands and concomi-
tant medication fell within the ranges observed in adults on approved doses. 
Children receiving non-interacting drugs required greater mg/kg MVC dose com-
pared to adults in order to achieve target exposures. Regulatory approval in US was 
achieved for children ≥30kg receiving non-interacting concomitant medications 
and for children 10kg to ≥40kg receiving concomitant CYP3A inhibitors (with/
without CYP3A inducers). EU approval is pending and submissions in other regions 
are planned. Insufficient PK data are available to make dose recommendations for 
children receiving MVC in combination with potent CYP3A inducers (without 
CYP3A inhibitor). 

Observed MVC Geometric Mean PK Parameters in TE Children and Adolescents Receiving 
MVC with Other Concomitant Medications (not Potent CYP3A Inhibitors and/or CYP3A 

Inducers)
Weight 

(kg) MVC Dose AUC12 
(ng.h/mL)

Cavg 
(ng/mL)

Cmax 
(ng/mL)

Cmin 
(ng/mL)  

10 to <20 
kg (n=2)

No recom-
mendation* 1941 162 746 16.0#

# arithmetic mean 
(geometric mean could 

not be calculated as one 
value was zero)

20 to <30 
kg (n=1) α

No recom-
mendation* 2498 208 751 44.1 α - Two observations 

from 1 subject
≥30 kg 
(n=5)β

300 mg 
twice daily 1998 167 413 50.6 β - Nine observations 

from 5 subjects

Simulated MVC Geometric Mean PK Parameters in TE Children and Adolescents Receiving 
MVC with Potent CYP3A Inhibitors (with or without a Potent CYP3A Inducer)^

10 to 
<20 kg

50 mg twice 
daily 2349 196 324 78

^model-predicted 
steady-state PK 

parameters
20 to 

<30 kg
75 mg twice 

daily 3020 252 394 118  

30 to 
<40 kg

100 mg twice 
daily 3229 269 430 126  

≥40 kg 150 mg twice 
daily 4044 337 563 152  

[Table 2]

CYP3A=Cytochrome P450 3A; kg=kilogram; mg=milligram; TE=treatment-
experienced 
aTwo observations from 1 subject; 
b Nine observations from 5 subjects; 
*PK following MVC 200mg (10kg to < 20kg) and 300mg twice daily (20 to 
<30kg), respectively; 
# arithmetic mean (geometric mean could not be calculated as one value was zero); 
^model-predicted steady-state PK parameters
Conclusions: MVC exposures in pediatric subjects, with MVC dosing based on body 
weight and concomitant medication, were similar to those observed in adults at ap-
proved doses and serve as the basis for MVC dose recommendations in children 2 to 
<18 years of age weighing ≥10kg. 

TUPEB0434
Factors associated with seronegativation in early treated  
HIV-infected children in Cameroon
M.C. Tejiokem1, J.B. Tchatchueng1, S. Tetang Ndiang2, F. Ateba Ndongo3,  
I.C. Penda4,5, P.A. Tagnouokam Ngoupo6, A. Kfutwah6, A. Faye7,8,9,  
J. Warszawski10,11,12, ANRS-PEDIACAM Study Group 
1Centre Pasteur du Cameroun, Service d’Epidémiologie et de Santé Publique, Yaounde, 
Cameroon, 2Centre Hospitalier d’Essos, Pédiatrie, Yaoundé, Cameroon, 3Centre Mère 
et Enfant, Fondation Chantal Biya, Unité Pédiatrique de Jour, Yaoundé, Cameroon, 
4Hôpital Laquintinie de Douala, Département de Pédiatrie, Douala, Cameroon, 
5Université de Douala, Faculté de Médecine et des Sciences Pharmaceutiques, Douala, 
Cameroon, 6Centre Pasteur du Cameroun, Service de Virologie, Yaoundé, Cameroon, 
7Assistance Publique des Hôpitaux de Paris, Hôpital Robert Debré, Pédiatrie Générale, 
Paris, France, 8INSERM UMR 1123, ECEVE, Paris, France, 9Université Paris Diderot, 
Sorbonne Paris Cité, Paris, France, 10Assistance Publique des Hôpitaux de Paris, 
Hôpital de Bicêtre, Le Kremlin Bicêtre, France, 11CESP - INSERM U1018, Equipe VIH 
et IST, Le Kremlin Bicêtre, France, 12Université Paris Sud, Paris, France 
Presenting author email: temacy@yahoo.fr

Background: Negative serological test in early treated HIV-infected children is no 
more a rare phenomenon. However, the host factors determining the absence of 
HIV antibodies are not completely understood. Here, we explored characteristics 
associated with the absence of HIV-antibodies in early treated children followed-up 
during five years in the ANRS-Pediacam cohort.
Methods: From November 2007 to December 2011, HIV-infected children <7 
months were included in the ANRS-PEDIACAM cohort in Cameroon after paren-
tal consent, treated and followed-up during five years. HIV serology was carried out 
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with a fourth-generation ELISA as from fifteen months of age, and was repeated 
during follow-up. Retrospectively, we defined using serological test and viral load 
result and compared two groups of children: seronegative group (children with at 
least one negative serological test during follow-up) and control group (children 
with positive serological test who maintained HIV viral load under 1000 copies/
ml during follow-up).
Results: Of 210 children enrolled in the study, 144 performed at least one HIV 
serology and were considered in the analysis. Median age at cART initiation was 4.1 
months [IQR: 3.2-5.6] and the median duration of cART was 4.7 years (IQR: 4.5-
4.8). Median age at first HIV serology was 20.3 months [Interquartile range (IQR): 
18.3-22.8]. Of the 144 children, 28 (19%) children were seronegative and 26 (18 
%) fulfilled the control group criteria. Age at cART initiation, duration from cART 
initiation to first HIV suppression, and pre-term birth were significantly associated 
with absence of HIV-antibodies (Table 1). 
No difference was observed between the two groups concerning gender, PMTCT 
prophylaxis, mode of delivery, cART regimen at initiation, and other social and eco-
nomic characteristics of the mothers. 

Characteristics Seronegative 
group N=28

Control group 
N=26 p

Age at treatment initiation less than 3 months 11 (39 %) 3 (12 %) 0.04
Duration from cART initiation and first viral load 
<1000 copies/ml

3.31 
[2.97 - 6.46]

5.27 
[3.17 - 6.06] <0.001

Duration from cART initiation and first CD4 
lymphocytes >35%

3.13 
[2.95 - 13.98]

6.03 
[5.14 - 12.69] <0.001

Preterm birth (gestational age <38 weeks) 11 (39 %) 4 (15 %) 0.04

[Table 1: Significant characteristics between the 2 groups]

Conclusions: These results underscore the interest of early cART, and highlight 
the fact that lack of children maturation could influence the production of HIV-
antibodies. There is a need to continue this exploration in order to gather convincing 
data for families to maintain adherence in case of seronegativity 

TUPEB0435
Longer-term safety of maraviroc in paediatric patients with  
R5 HIV: follow-up data from study A4001031
C. Giaquinto1, M.P. Mawela2, K. Chokephaibulkit3, M. Della Negra4,  
I.H. Mitha5, J. Fourie6, A. Fang7, E. van der Ryst8, S.R. Valluri7, M. Vourvahis7,  
R.Y. Zhang-Roper9, C. Craig8, L. McFadyen10, A. Clark11, J. Heera12 
1University of Padova, Padova, Italy, 2Sefako Makgatho Health Sciences University, 
Pretoria, South Africa, 3Mahidol University, Bangkok, Thailand, 4Instituto de 
Infectologia Emílio Ribas, Sao Paulo, Brazil, 5Lakeview Hospital, Benoni, South Africa, 
6Medical Centre, Dundee, South Africa, 7Pfi, New York, United States, 8The Research 
Network, Sandwich, United Kingdom, 9GlaxoSmithKline, Uxbridge, United Kingdom, 
10Pfi, Sandwich, United Kingdom, 11ViiV Healthcare, Uxbridge, United Kingdom, 12Pfi, 
Groton, United States 
Presenting author email: elnavanderryst@live.com

Background: Study A4001031 evaluated the pharmacokinetics (PK), safety and 
efficacy of maraviroc (MVC) in treatment-experienced (TE) paediatric patients 
with R5 HIV. Week 48 data demonstrated that MVC exposures achieved were in 
the same ranges as those seen in adults. MVC was safe and well-tolerated with a 
similar safety profile and efficacy compared to adults. Based on this data MVC was 
recently approved in the USA (with doses based on body weight and concomitant 
medication) for the treatment of children (2-18 years) with R5 HIV. Safety and 
efficacy data from the longer-term post Week 48 follow-up of patients remaining 
in study are described.
Methods: This open-label, age-stratified, non-comparative, multicenter study of 
MVC plus optimized background therapy (OBT) had a primary endpoint analysis 
conducted at Week 48, but is continuing to 5 years to assess long-term safety. 
Patients were enrolled into one of four age/formulation cohorts and received twice 
daily doses of MVC, selected based on body surface area and adjusted for potential 
interactions with OBT.
Results: One-hundred and three patients were enrolled, of whom 52% were fe-
male. The majority (68.9%) were black, with 15.5% White and 10.7% Asian. As of 19 
February 2016, all patients remaining in study (n=65) have reached 96 weeks, and 
18 have reached the 5 year endpoint. Fifty patients discontinued from treatment, 
with insufficient clinical response (n=32) being the main reason for discontinuation. 
Of patients remaining in study, 52/65 (80%) and 47/55 (85%) had HIV-1 RNA 
<48 copies/mL at Weeks 96 and 144, respectively, compared to 49/72 (68%) at 
Week 48. CD4 cell count increases (absolute and percentage) were maintained 
after Week 48. Three patients discontinued due to adverse events (AEs). AEs oc-
curring in >10% (diarrhoea, vomiting, pyrexia, bronchitis, upper respiratory tract 
infection and cough) are common in this population. The frequency and nature of 
AEs remained similar to what was seen at Week 48, and consistent with MVC’s 
safety profile in adults.

Conclusions: Long-term follow-up data from study A4001031 confirmed the 
safety and tolerability of MVC in paediatric patients with no new safety concerns 
observed. Virologic responses were maintained in the majority of patients remain-
ing in study. 

TUPEB0436
Pediatric long-term outcomes following enrollment in an HIV 
perinatal clinical trial
K. Nielsen-Saines1, Y. Bryson1, C. Moreira2, P.R. Soni1, M.I. Gouvea3,  
M.D.L. Teixeira3, M.L.S. Cruz2, I. Gomes4, J.H. Pilotto5, E. Joao2,  
NICHD/HPTN 040 Neonatal Study 
1UCLA - David Geffen School of Medicine, Pediatric Infectious Diseases, Los Angeles, 
United States, 2Hospital Federal dos Servidores do Estado, Rio de Janeiro, Brazil, 
3Hospital Federal dos Servidores do Estado e Fiocruz, Rio de Janeiro, Brazil, 4Hospital 
Geral de Nova Iguacu, Nova Iguacu, Brazil, 5Oswaldo Cruz Foundation/Fiocruz & 
HGNI, Rio de Janeiro, Brazil 
Presenting author email: psoni@mednet.ucla.edu

Background: Early diagnosis of HIV infection followed by ART initiation among 
infants who participate in perinatal trials for prevention/identification of infection 
are often associated with improved outcomes. We evaluated the clinical/laboratory 
status of HIV- infected children identified in an early trial 5 to 11 years later.
Methods: We offered study participation to HIV-infected children previously en-
rolled in the NICHD/HPTN 040 neonatal study between 2004-2011 from Brazil. 
Medical history, timing of infection (in utero/ intrapartum), time of ART initia-
tion and number of regimens were evaluated along with anthropometric measures, 
plasma virus load, T- cells, and viral reservoir studies.
Results: 77 of 140 HIV-infected infants (55%) from the original trial came from 3 
sites; 37/77 (48%) were available for study follow-up. The median age was 8 years 
(range: 5.3-11.8 years). Twelve children (16%) died in the first 6 months of age; 
4 (5%) died subsequently; 20 (26%) were lost to follow-up and 4 (5%) could not 
be enrolled. Of 37 children, 19 (51%) were infected in utero (IU) and 18 (49%) 
intrapartum (IP). The median age of ART initiation was 11 months, range: 9 days 
to 6 years [IQR: 5-19.5]. Twenty-three children (62%) had undetectable plasma 
virus load (53% IU vs. 72% IP, p =0.37); 5 (14%) had sustained virologic suppres-
sion since the first ART regimen [0/19 IU vs. 5/18 (28%) IP, p=0.02]. The median 
number of ART cycles was 2 (range: 1-8). Thirty-one children (83%) had normal 
CD4 cell counts. Eight children (22%) had past or present findings of HIV dis-
ease, 7/19 (37%) IU vs. 1/18 (5.6%) IP. Two children had abnormal weight/height 
Z-scores for age. Presence of symptomatic HIV disease was associated with IU in-
fection (p=0.04). No children had negative HIV-1 EIAs or Western Blots second-
ary to early treatment initiation. Early ART for prophylaxis in the first month of life 
(single, double, triple ART) was not associated with viremia at present.
Conclusions: Despite early HIV recognition and careful follow-up in perinatal tri-
als, adverse outcomes (mortality, loss in retention) are frequent. Among children 
retained in care, virologic suppression was achievable in 2/3. Symptomatic HIV dis-
ease and initial ART failure was more frequent in IU infection. 

TUPEB0437
Virologic failure and drug resistance mutations patterns  
after 25 months on LPV/r-based antiretroviral therapy in 
children early treated before the age of two in West Africa
C. Devaux1, T. Toni2,3, M. Barry4, S. Desmonde5, C. Bosse3, D. Dahourou6,7,8,  
M.-L. Chaix9, M. Amorissani-Folquet3,10, C. Yonaba11, K. Malateste7, A. Emieme2,3,  
S. Ouedraogo4, V. Leroy12,13, Monod Study Group 
1Luxembourg Institute of Health, Infection and Immunity, Esch sur Alzette, 
Luxembourg, 2Laboratoire du CeDReS, Abidjan, Cote D’Ivoire, 3Programme PACCI, 
Site ANRS, Projet Monod, Abidjan, Cote D’Ivoire, 4Laboratoire du CHU Charles 
de Gaulle, Ouagadougou, Burkina Faso, 5University Paul Sabatier Toulouse, Inserm 
UMR1027, Toulouse, France, 6Centre Muraz, Bobo-Dioulasso, Burkina Faso, 
7Université de Bordeaux, INSERM U1219, Bordeaux, France, 8Centre de Recherche 
Internationale pour la Santé, Site ANRS, Projet Monod, Ouagadougou, Burkina 
Faso, 9Hôpital Saint Louis, Laboratoire de Virologie, Paris, France, 10CHU Yalgado 
Ouedraogo, Service de Pédiatrie, Ouagadougou, Burkina Faso, 11CHU de Cocody, 
Service de Pédiatrie, Abidjan, Cote D’Ivoire, 12University Paul Sabatier Toulouse 
3, Inserm UMR1027, Toulouse, France, 13Université de Bordeaux, Inserm U1219, 
Bordeaux, France 
Presenting author email: carole.devaux@lih.lu

Background: Effectiveness of early antiretroviral therapy (ART) in young chil-
dren needs to be evaluated. We assessed the virological suppression (VS) in West-
African children on a LPV/r based-ART over 25 months and the impact of drug 
resistance mutations.
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Methods: From 05/2011 to 01/2013, 156 HIV-infected children < 2 years of age 
were initiated in an initial LPV/r based-ART cohort for 12 months before being 
enrolled at 13-month for those in VS in a randomized simplification trial, assess-
ing LPV/r vs EFV-based ART, in Ouagadougou, Burkina Faso, and Abidjan, Côte 
d’Ivoire. Viral load (VL, Biocentric) were measured three-monthly. VS (HIV RNA 
< 500 copies/mL) was determined after 12 months and 25 months of LPV/r-ART. 
HIV-1 genotypic resistance testing was performed before ART initiation and when 
VL was ≥1000 copies/mL.
Results: At 12-month of LPV/r-based ART, 13/156 children have died (8%), 5 were 
lost-to-follow-up/withdrew (3%) and 106/138 of children alive/followed (77%) 
achieved VS. Following randomisation, 86 children were further maintained on 
LPV/r therapy (54 in VS and 32 in virological failure, VF). At 25 months of therapy, 
3 additional children were lost-to-follow-up: 57/83 children (69%) were virologi-
cally supressed (46/54 of children in VS at 12 month and 11/29 of children in VF 
at 12 month). HIV genotyping at 12-month showed that 21/28 viruses (75%) with a 
VL≥1000cp/mL had ≥1 drug resistance mutation (DRM) (61% to lamuvidine; 29% 
to efavirenz, 4% to zidovudine and lopinavir/ritonavir): 11 (52%) were transmitted 
drug resistance (TDR) with 5 viruses exposed to a maternal PMTCT intervention. 
5/19 viruses genotyped from children in VF at 12-month showed the emergence 
of DRM to lamivudine between 12 and 25 months and 3/19 viruses pursued to ac-
cumulate other DRM after 12 months of LPV/r-based therapy (one to LPV/r). For 
children in VS at 12-month, 5/7 viruses with a VL≥1000cp/mL harboured ≥1 DRM 
to lamivudine or EFV, 3/5 were TDR from exposure to a maternal/PMTCT inter-
vention.
Conclusions: These data highlighted the high prevalence of DRM in LPV/r-based 
treated HIV-1 children compromising long-term VS. A high frequency of HIV-TDR 
(54%) was detected in children in VF. The majority of DRM emerged before 12 
months of LPV/r-based therapy. 

TUPEB0438
HIV+ve adolescents differ depending on infection mode. 
Implications for service from the Mzantsi Wakho cohort in 
South Africa
L. Sherr1, L. Cluver2,3, E. Toska4,5 
1UCL, London, United Kingdom, 2University of Oxford, Dept of Social Policy and 
Intervention, Oxford, United Kingdom, 3University of Cape Town, Dept of Psychiatry 
and Mental Health, Cape Town, South Africa, 4University of Oxford, Oxford, United 
Kingdom, 5University of Cape Town, AIDS and Society Research Unit, Cape Town, 
South Africa 
Presenting author email: l.sherr@ucl.ac.uk

Background: HIV+ve adolescents are the fastest growing group, with little insight 
into their different needs and service requirements. They include adolescents in-
fected at birth (vertical infection) and those infected during adolescents - most 
commonly from sexual exposure (horizontal infection).
Methods: This study examines the world’s largest community based study of 
HIV+ve adolescents (n=1060) drawn from the Eastern Cape, South Africa. From 
detailed records at all 53 health district clinics 1060 ever-ART initiated adolescents 
were tracked and interviewed (representing an inclusion rate of 90.1%. Ethical ap-
proval, informed consent and data collector training preceded data gathering on a 
detailed inventory providing validated measures of mental health, adherence , drug 
and alcohol use, cognitive abilities and disability, opportunistic infections, overall 
health, and clinic attendance.
Results: Vertically infected adolescents (n=713, 67% of the sample) were signifi-
cantly (p=.001, OR .59 CI .43-,81 ) less likely to be non-adherent to cART, yet 
they were significantly more likely to miss clinic appointments (p<0.05, OR 1.6 
CI 1.0-2.5). In terms of mental health horizontally infected adolescents were more 
likely to be depressed (p<0.001, B -.10) and express suicidal ideation (p<0.001, B 
-.11) - linked to the fact that they were older and greater likelihood of girls in the 
group. Vertically infected adolescents were half as likely to record drug and alcohol 
use in the past few months (p<0.012, OR.49, CI .29-.86). They performed signifi-
cantly lower on cognitive tasks (p<0.008, OR 1.5 CI 1.1-2.1), and were more likely 
to have a disability on the WHO physical index (p=.001, OR 1.6, CI 1.2-2.1). The 
vertically infected group, despite better adherence than the horizontally infected, 
had 1.5 times higher risk of TB (p<0.03, OR 1.6, CI 1.1-2.1).
Conclusions: There are notable differences between these two groups of adoles-
cents. Studies that conflate the groups may blur the findings. Clinic provision, if it 
is to be effective, needs to adapt and adjust to the different groups, take their needs 
into account and tailor services to them to ensure optimal adherence, development 
and wellbeing. 

TUPEB0439
Lopinavir hair concentrations predict viremic episodes in  
HIV-infected Asian children and adolescents on second-line 
ART
J. Pintye1, C. Koss2, P. Bacchetti3, S. Teeraananchai4, S. Kerr4,5,  
W. Prasitsuebsai4,6, T. Singtoroj7, K. Kuncze2, C. Jin3, A. Louie2, H. Horng2,  
A. Sohn7, M. Gandhi2 
1University of Washington, Seattle, United States, 2University of California, San 
Francisco, Department of Medicine, San Francisco, United States, 3University 
of California, San Francisco, Department of Epidemiology and Biostatistics, San 
Francisco, United States, 4HIV-NAT, The Thai Red Cross AIDS Research Centre, 
Bangkok, Thailand, 5The Kirby Institute, University of New South Wales, Sydney, 
Australia, 6GlaxoSmithKline (Thailand) Ltd, Bangkok, Thailand, 7TREAT Asia/amfAR - 
The Foundation for AIDS Research, Bangkok, Thailand 
Presenting author email: monica.gandhi@ucsf.edu

Background: Children and adolescents have suboptimal antiretroviral therapy 
(ART) adherence and virologic outcomes compared to adults. For children who 
require second-line ART, objective measures of adherence could help explain viro-
logic outcomes and guide subsequent treatment decisions. Hair concentrations of 
antiretrovirals reflect drug exposure and adherence, and predict viral suppression in 
adults. However, hair measures (collected noninvasively) have not been examined 
longitudinally in pediatric populations or in the context of second-line ART.
Methods: We examined predictors of viremia (HIV-1 RNA >400 copies/ml) at 
least 24 weeks after switch to lopinavir-based second-line ART in a cohort of HIV-
infected Asian children and adolescents. Participants were followed between 2011 
and 2013. Small hair samples, HIV-1 RNA, and self-reported adherence by 30-day 
visual analogue scale (reported by parent/guardian when appropriate) were col-
lected every 6 months. Hair concentrations of lopinavir were measured via liquid 
chromatography-tandem mass spectrometry using validated methods in the UCSF 
Hair Analytical Laboratory. Time to first viremic episode was examined using dis-
crete-time Cox models.
Results: Among 244 participants, 44.7% were female; 11.1% were from Indonesia, 
34.4% Thailand, 54.5% Vietnam. At switch to second-line, median CD4 percent-
age was 12.6% (IQR 7.0-19.0%); median HIV RNA was 103,000 copies/ml (IQR 
22,300-357,000). At enrollment in the cohort, median age was 10.0 years (range 
1.7-18.0); median time on lopinavir-based ART was 1.9 years (IQR 0.7-3.9). Median 
time of study follow-up was 48 weeks and a median of 3 (range 1-5) hair samples was 
collected from each participant. In a model including age, self-reported adherence, 
country, and CD4 percentage and HIV-1 RNA at switch, hair concentrations of 
lopinavir were the strongest independent predictor of a lower risk of viremia (odds 
ratio 0.44 for every doubling in hair level, 95% CI 0.32-0.62, p< 0.001).
Conclusions: In this longitudinal cohort of children and adolescents on second-
line ART, we show for the first time that higher lopinavir hair concentrations more 
strongly predicted a lower risk of viremia than self-reported adherence, age or 
CD4. Monitoring hair antiretroviral concentrations may be useful for this vulner-
able population at risk of virologic failure with limited future treatment options. 

TUPEB0440
Viral resuppression and persistent failure after viremia on 
second-line antiretroviral treatment among Asian children  
and adolescents
S. Teeraananchai1, S. Kerr1, W. Prasitsuebsai2, V.C. Do3, L.V. Nguyen4,  
T.P.K. Le5, P. Kosalaraksa6, T. Singtoroj7, T. Jupimai1, N. Thammajaruk1,  
M. Gandhi8, A.H. Sohn9, TASER-Pediatrics Study 
1HIV-NAT, Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2Gla, Bangkok, 
Thailand, 3Children’s Hospital 2, Ho Chi Minh City, Vietnam, 4National Hospital 
of Pediatrics, Hanoi, Vietnam, 5Children’s Hospital 1, Ho Chi Minh City, Vietnam, 
6Division of Infectious Diseases, Department of Pediatrics, Faculty of Medicine, 
Khon Kaen University, Khon Kaen, Thailand, 7TREAT Asia/amfAR - Foundation for 
AIDS Research, Bangkok, Thailand, 8Division of HIV, Infectious Diseases, and Global 
Medicine, San Francisco General Hospital, University of California, San Francisco, 
United States, 9TREAT Asia/amfAR - The Foundation for AIDS Research, Bangkok, 
Thailand 
Presenting author email: sirinya.t@hivnat.org

Background: There are limited data on the long-term durability of protease inhibi-
tor (PI)-based second-line antiretroviral therapy (2nd-ART) regimens after virologic 
failure (VF). We aimed to identify factors associated with repeated VF in a cohort 
of perinatally HIV-infected Asian children and adolescents on 2nd-ART.
Methods: HIV-infected children who switched to PI-based 2nd-ART after first-line 
failure and had a history of >1 episode of VF (HIV-RNA ≥1000 copies/mL) after 
prior suppression on 2nd-ART were followed every six months over two years (2014-
2015). Adherence was measured by self/guardian-report (visual analogue scale; 
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VAS), pill counts, and hair concentrations; therapeutic drug monitoring (TDM) 
via plasma levels and genotypic resistance testing were performed upon repeat VF. 
Generalized estimating equation approach was used to assess factors associated 
with VF.
Results: A total of 56 perinatally HIV-infected children were followed at sites in 
Thailand (N=12) and Vietnam (N=34); 65% male, 51 (91%) taking lopinavir-based 
regimens. At enrollment, 43% (24/56) had >2 prior episodes of VF while on 2nd-
ART. At the first 6-monthly follow-up visit, median age was 12.3 (IQR 10.2-14.5) 
years, and median CD4 count was 689 (IQR 386-1,096) cells/mm3. Although 54% 
(30/56) remained resuppressed, 46% (26/56) had at least one subsequent occur-
rence of VF during study follow-up, and 34% (19/56) had persistent VF at their 
next 6-monthly visit with a median 2nd-ART duration of 2.7 (2.0-3.7) years. In a 
multivariate model, additional episodes of VF were associated with lower lopinavir 
hair concentrations, CD4 count < 350 cells/mm3 and adherence < 95% by VAS. 
Two (2/26, 8%) developed high-level resistance to both lopinavir and atazanavir, and 
3 (3/26, 11.5%) exhibited major PI mutations (M46I, I54V, V82A, N88NS). At the 
first occurrence of VF after enrollment, 43% (10/26) of children had random lopi-
navir plasma levels by TDM that were lower than the lower limit of quantification.
Conclusions: Half of children with a single episode of viremia while on PI-based 
second-line ART resuppressed their virus, but the other half had repeated episodes 
related to poor adherence (by report and objective measures) and immunologic 
status. While few developed high-level PI resistance, mutation accumulation will 
increase without more effective interventions to improve adherence in this popula-
tion. 

TUPEB0441
Profiling adolescents and youth in HIV care in Tanzania by age, 
sex, pregnancy status, ART initiation and retention
G. Antelman1, G. Somi2, M. Mukaminega1, J. van ‚t Pad Bosch1, P. Njau3,  
R. van de Ven1 
1Elizabeth Glaser Pediatric AIDS Foundation, Dar es Salaam, Tanzania, United 
Republic of, 2Ministry of Health, Community Development, Gender, Elderly and 
Children, National AIDS Control Program, Dar es Salaam, Tanzania, United Republic 
of, 3Ministry of Health, Community Development, Gender, Elderly and Children, 
PMTCT Unit, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: ga_zzz@yahoo.com

Background: Adolescents and young adults with HIV (AYHIV) have unique needs 
and circumstances. This retrospective analysis aims to describe age, sex, ART initia-
tion and pregnancy status among current-in-care AYHIV, and factors associated 
with one-year retention in care among a recently enrolled cohort.
Methods: Electronic medical records (national HIV care/treatment database) from 
135 HIV clinics across three regions were analyzed using descriptive and logistic 
regression methods. AYHIV (n=7538) who were enrolled from 2005-2015, re-
ceived care and were ages 10-24 years at their last visit (in 2015) contributed to the 
current-in-care profile. One-year retention in care (i.e. enrollment) was explored in 
the AYHIV cohort enrolled from January 2013 to December 2014 (n=4379), with 
observed visits through March 2015.
Results: The proportion of female AYHIV increases from 52%, 62% to 83% in the 
age groups 10-14Y, 15-19Y and 20-24Y, respectively (p<0.0001). One-third of 
all female AYHIV were either pregnant at enrollment (23%) or became pregnant 
in care (10%), but even non-pregnant female AYHIV aged 15-24Y out-numbered 
males more than 3-fold. AYHIV starting ART did not differ by sex (73% male [M]; 
72% female [F], p=0.13), but ART initiation was higher among pregnant (81%) 
compared to non-pregnant females (66%, p<0.0001). One-year-retention in care 
was higher for males, overall (49% M; 42% F, p=0.002), and among males start-
ing ART (63% M; 55% F, p=0.002). In multivariable analysis, one-year retention 
in care was positively associated with being under 15Y at enrollment (AOR:1.90, 
95%CI:1.44,2.49) and ART initiation (AOR:14.8, CI:11.5,19.1). Retention was low-
er among those enrolled who were pregnant (AOR:0.73, CI:0.63,0.86).
Conclusions: Gender imbalances among AYHIV in HIV care, and the high preva-
lence (one-third) of pregnancy among young women are important considerations 
when designing clinical and psychosocial support models of HIV care for adoles-
cents/youth. While Option B+ has increased ART access for female AYHIV, those 
enrolled during pregnancy are at significant risk of non-retention. Differentiated 
and gender-sensitive service models should offer targeted services, depending on 
need and circumstances, that incorporate sexual and reproductive health educa-
tion, family planning services, partner HIV testing, and efforts to support newly-
diagnosed and newly ART-initiated pregnant women. 

TUPEB0442
Cumulative viremia, treatment history, and immune status in 
youths with perinatal HIV infection: the ANRS EP38 IMMIP 
study
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Kremlin Bicêtre, France, 6AP-HP, Centre de Diagnostic et de Thérapeutique, Hôpital 
de l’Hôtel-Dieu, Paris, France, 7AP-HP, Service d’Hématologie et d’Oncologie 
Pédiatrique, Hôpital Trousseau, Paris, France, 8Université Paris-Sud, Le Kremlin 
Bicêtre, France 
Presenting author email: florence.buseyne@pasteur.fr

Background: Cumulative exposure to viral replication has been consistently as-
sociated with morbidity and mortality in HIV-infected patients under successful 
combined antiretroviral treatment (cART) over several years. Long-term mainte-
nance of adherence and viral control can be challenging, particularly in children 
and adolescents. 
We previously described associations between cumulative viremia, cell-associated 
HIV-DNA, and naïve CD4 T-cell levels in perinatally infected youths over the 
age of 15 years. Here, we assessed whether cumulative viremia was associated with 
treatment history and biomarkers of inflammation and T-cell function.
Methods: The ANRS-EP38-IMMIP study included youths who acquired HIV dur-
ing the perinatal period. Cumulative viremia was defined as the area under the curve 
of HIV RNA load over the last 10 years before the study. Plasma inflammatory 
markers were quantified using ELISA or Luminex technology. SEB-specific cyto-
kine production by CD4 T cells was assessed by flow cytometry. Linear regression 
was used for univariate and multivariate analysis of cumulative viremia.
Results: The present analysis focused on the 57 patients with undetectable plasma 
HIV RNA at the time of the study. Their median (interquartile range) age was 18 
(16-19) years and their CD4 T-cell count was 642 (522-949) cells/µl. Cumulative 
viremia was negatively associated with the duration of the last period of uninter-
rupted cART (estimate [95% confidence interval]: -315.6 [-569.1;-62.1], P=0.01) 
and positively with the number of cART interruptions (708.26 [34.2;1382.3], 
P=0.04), but not total duration of cART (-327.0 [-728.3;74.3], P=0.11). 
It was positively associated with current CD8 T-cell count (2.5 [0.1;4.9], P=0.04), 
neopterin (511.7 [70.6; 952.8], P=0.02), and soluble tumor necrosis receptor 2 
(3424.9 [741.5;6108.3], P=0.01) levels. 
It was negatively associated with the percentage of polyfunctional CD4 T cells 
(-3281.3 [-4820.5;-1742.1], P<0.0001). These associations were significant in 
multivariate analysis including age, sex, and CD4 T-cell count.
Conclusions: Lower cumulative viremia was associated with reduced immune ac-
tivation and improved T-cell function in youths with long-term HIV infection and 
suppressed viral replication. However, cART interruptions were associated with 
higher cumulative viremia. Our data support the importance of adherence to treat-
ment in HIV-infected youths. 

TUPEB0443
Decreasing risk of short-term virological failure with the more 
recent period of early cART initiation in HIV-infected infants 
in France
P. Frange1,2, J. Le Chenadec3, S. Blanche4,5, C. Rouzioux1,5, C. Dollfus6,  
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Background: Several studies have reported virological responses to be weakest in 
children under the age of two years. Since 2008, WHO guidelines have recom-
mended systematic early cART initiation in infants, due to its demonstrated clini-
cal benefits. Early ART started to be administered in France since the end of the 
1990s. We estimated the probability of achieving viral suppression within two years 
of early cART initiation and studied trends associated with the period of initiation.
Methods: All neonates included in the national ANRS-EPF CO10 cohort from 
1996 to 2016, followed since birth, and with cART initiation before one year of age 
were included in this analysis. The primary outcome was viral suppression (50 and 
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1000 cp/mL thresholds) on at least one occasion. The secondary outcome was viral 
suppression on two consecutive occasions. Probabilities were estimated with the 
Kaplan-Meier method.
Results: Overall, 148 children initiated cART at a median age of three months 
(IQR: 1- 5). The proportion of cART regimens including a PI increased from 65% in 
1996-99 to 72% in 2000-04 and 83% in 2005-16. Three infants died during the 
first 24 months of cART, all beginning treatment before 2005. The probability of 
viral suppression increased significantly over time. For children born after 2005, 
the probability of having at least one viral load below 1000 or 50 copies/mL was 
87% [79-95] and 78% [67-89], respectively (Fig 1). The probability of virological 
suppression on two consecutive occasions was 77% [67-88] and 68% [56-80], re-
spectively.
Conclusions: The virological failure of early cART decreased over time, but the 
probability of not achieving sustained viral suppression below 50 cp/mL remained 
around 30% two years after initiation of treatment.

[Figure 1. Probabilities of achieving viral load suppression at two years of cART initiated 
during first year of life (Kaplan-Meier method) - The ANRS-EPF CO10 / 1996-2016]

TUPEB0444
Retention in ART care amongst adolescents attending  
an urban clinic in Durban, South Africa
C. Kindra1,2, G. Kindra1, M. Archary1,2, R. Bobat1,2 
1Nelson Mandela School of Medicine/University of KwaZulu-Natal, Paediatrics, 
Durban, South Africa, 2King Edward VIII Hospital, Paediatrics, Durban, South Africa 
Presenting author email: chirjeevkindra@gmail.com

Background: Adherence and retention in care are critical in attaining the UNAIDS 
90-90-90 goals. Adolescents are particularly challenging and a recent systematic 
review reported a retention rate of 83% (95%CI 68%-93%) amongst adolescents 
on ART. It is imperative to identify good practices which aid retention in care in an 
African context. 
The adolescent clinic at King Edward VIII Hospital functions within a combined 
Paediatric and Adult HIV clinic, with dedicated adolescent-friendly days. Each ado-
lescent is managed by a multidisciplinary team, including a doctor, lay counsellor, 
social worker and nurses and is seen by the same staff at each visit to allow continu-
ation of care and bonding. Facilitated group counselling is also provided.
Methods: A retrospective chart review of all adolescents (10 years-19 years) at-
tending the clinic between January 1996 - December 2015 was conducted. Analysis 
was conducted using STATA12.O; Mantel-Haenszel estimates were calculated and 
multivariate logistic regressions performed.
Results: Amongst the 357 eligible patients were identified, 343 files were avail-
able for analysis and the remaining 14 files were incomplete. All patients were black 
African of Zulu ethnicity and 43.7% are female. Most were WHO stage 3 at ART 
initiation (67.4%). Median age at diagnosis and ART initiation were 97 months and 
102.4 months respectively. Most adolescents (62.6%) had lost one or both parents. 
Almost 87% of the adolescents were still being actively followed-up at the time of 
this analysis; with 28 (8.2%) being transferred; 16 (4.7%) lost to follow-up and 1 
(0.3%) death. 
Predominantly, 256 (74.6%) were still on their 1st line ART regimens (EFV based 
ART); 86 (25.1%) on 2nd line (Protease-inhibitor based ART); and 1 (0.3%) on 3rd 
line. Current or past history of TB was present in 228 (66.5%) of the adolescents. 
On multivariate analysis, controlling for current age, being on a once daily combi-
nation pill was almost 80 times protective for retention in care (OR 0.05; 95%CI 
0.01-0.39; P=0.004).
Conclusions: Provision of adolescent-friendly days with dedicated staff results in a 
90% retention in-care of adolescents, even in a busy urban clinic in South Africa. 
Once daily fixed dose preparations can further improve retention in adolescents. 

TUPEB0445
Longitudinal cluster analysis of viral suppression during 25 
months on antiretroviral therapy, adherence and factors 
associated in young West-African children, in the MONOD 
ANRS 12206 cohort
D.L. Dahourou1,2,3, M.O. Benghezal4, M. Amorissani-Folquet5, C. Yonaba6,  
K. Malateste3, T. Toni7, R. Ouedraogo8, S. Desmonde4, C. Amani-Bossé9,  
C. Devaux10, V. Leroy11, MONOD ANRS 12206 Study Group 
1Centre Muraz, Bobo-Dioulasso, Burkina Faso, 2MONOD Project, ANRS 12206, 
Centre de Recherche Internationale pour la Santé, Ouagadougou, Burkina Faso, 
3INSERM U 1219, Université de Bordeaux, Bordeaux, France, 4INSERM UMR 1027, 
University Paul Sabatier Toulouse 3, Toulouse, France, 5Service de pédiatrie, CHU 
de Cocody, Abidjan, Cote D’Ivoire, 6Service de pédiatrie, CHU Yalgado Ouédraogo, 
Ouagadougou, Burkina Faso, 7Laboratoire du CeDReS, Abidjan, Cote D’Ivoire, 
8Laboratoire du CHU Charles de Gaulle, Ouagadougou, Burkina Faso, 9Programme 
PACCI, Site ANRS, Projet Monod, Abidjan, Cote D’Ivoire, 10Laboratoire de 
Rétrovirologie, Luxembourg Institute of Health, Luxembourg, Luxembourg, 11INSERM 
UMR 1027, University Paul Sabatier Toulouse 3, Toulouse, Burkina Faso 
Presenting author email: ddahourou@gmail.com

Background: Long-term viral load (VL) suppression on antiretroviral therapy 
(ART) in children is challenging. We described the dynamic of the virological re-
sponse among children ART-treated before the age of two over 25 months in West-
Africa, and investigated its association with adherence.
Methods: Between 5/2011 and 2/2013, HIV-1-infected children < 2 years were ini-
tiated on ART and followed-up over 25 months in Ouagadougou, Burkina Faso and 
Abidjan Côte d’Ivoire. Adherence to ART was assessed at each scheduled monthly 
visit, using a 4-day recall of missed doses questionnaire and adherence to medical 
appointments. VL was measured quarterly (success < 500copies/mL). We used a 
clusterwise linear regression (R package kmlcov) to adjust the logarithm of VL on 
the visit timing, 4-day recall of missed ART and delay between the theoretical visit 
and the effective visit to cluster our study population.
Results: Among the 156 children enrolled, 63% were from Abidjan; 53% were fe-
males, 67% have had access to tap water at home, and mother was the main care-
giver (81%). We identified four different longitudinal profiles of VL response over 
25 months (Figure 1): 66% had a good profile, with consistent VL success (purple); 
9% had a longitudinal VL failure profile (blue); 16% had an initial VL failure profile, 
then were suppressed beyond 19 months (green); 9% had a “boom and bust” profile 
ending with virological failure (red). The good profile was characterized in children 
having more often access to tap water, females, and in those with the smallest num-
ber of missed ART doses, and days of delay. In the VL failure profile, caregiver was 
less often the mother, and the average number of missed doses and visit’ delays were 
significantly highest.
Conclusions: Different virological profiles can be identified in HIV-infected chil-
dren. Interventions targeting children at risk for treatment failure will be helpful in 
optimizing virological success.

[Viral load trajectories in four clusters in MONOD]
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TUPEB0446
Premature vascular stiffness in children slowly resolves  
following early ART: data from post-CHER trial cohort
S.E.V. Innes1, M.F. Cotton1, K. Otwombe2,3, B. Laughton1, S.H. Browne4,5 
1Childrens’ Infectious Diseases Clinical Research Unit (KID CRU), Stellenbosch 
University & Tygerberg Children’s Hospital, Paediatrics and Child Health, Cape Town, 
South Africa, 2University of the Witwatersrand, Paediatrics, Soweto, South Africa, 
3Perinatal HIV Research Unit, Faculty of Health Sciences, Soweto, South Africa, 
4Divisin of Infectious Diseases, Department of Medicine, University of California San 
Diego, San Diego, United States, 5AntiViral Research Center, University of California 
San Diego, San Diego, United States 
Presenting author email: innes@sun.ac.za

Background: 
• Cross-sectional data suggests increased vascular disease in HIV+ children on anti-
retroviral therapy (ART) adjusting for traditional risk factors
• Thus far, pediatric studies have focused on children initiating ART after 3 months 
of age
• Whether very early ART will prevent HIV-related premature vascular disease is 
unknown
• Aorto-femoral pulse wave velocity (PWV) is a sophisticated and sensitive mea-
sure of elevated arterial wall stiffness, typically due to atherosclerosis or subclinical 
arteritis
• Reduced arterial wall elasticity leads to faster propagation of the arterial pulse 
wave
• PWV elevations strongly predict subsequent cardiovascular events in asymptom-
atic adults.
Methods: 
• Baseline, 1-year and 2-year follow-up PWV measurements in perinatally-HIV-
infected primary-school-age children who initiated lopinavir/ritonavir, zidovudine 
and lamivudine very early in infancy with minimal HIV disease and normal CD4 
counts; and in HIV-uninfected controls (HIV-exposed uninfected, HEU, and HIV-
unexposed, HU) from the same communities and socio-economic background
• Raw PWV, height-based PWV Z-scores (PWVZ-ht) and age-based PWV Z-scores 
(PWVZ-age) compared by ANOVA followed by pairwise T-test, and adjusted using 
multivariable regression for body mass index, fasted glucose, total and low density 
lipoprotein cholesterol, triglycerides and serum cotinine.
Results: 
• 87 HIV+ (median age 7.7 [IQR: 7.6-8.5] years) who initiated ART at median 9 
(7-12) weeks of age, with cumulative time on ART of median 7.1 (6.7-7.5) years and 
normal CD4 counts
• 53 uninfected (31 HEU; 22 HU), median age 8.5(IQR:7.8-8.7) years, with similar 
anthropometric Z-scores (p>0.10)
• Baseline PWV metrics in HIV+ and HEU were higher than HU and this difference 
persisted in HIV+ after adjustment (p≤0.04). (HEU not adjusted due to limited n)
• PWVZ-ht and PWVZ-age improved substantially over two years in HIV+ 
(p≤0.0001) and moderately in HEU (p≤0.05), whereas HU remained unchanged.

[Figure 1. Prospective changes in pulse wave velocity (PWV), a sophisticated measure of 
arterial wall softness]

Conclusions: In children initiating ART soon after birth, early PWV abnormalities 
gradually improve with accumulating time on ART. 

TUPEB0447
Longitudinal changes in lipids after switch to boosted atazanavir 
or darunavir in children/adolescents with perinatally acquired 
HIV on older line protease inhibitors: results from the PHACS 
Adolescent Master Protocol Study
J. Jao1, W. Yu2, K. Patel3, T. Miller4, M. Geffner5, L. DiMeglio6, A. Mirza7, J. Chen8, 
M. Silio9, B. Karalius3, E. McFarland10, R. Van Dyke9, D. Jacobson2, Pediatric  
HIV/AIDS Cohort Study (PHACS) Adolescent Master Protocol (AMP) Study 
1Icahn School of Medicine at Mount Sinai, Department of Medicine, Department 
of Obstetrics, Gynecology, and Reproductive Science, New York, United States, 
2Harvard T H Chan School of Public Health, Department of Biostatistics, Center for 
Biostatistics in AIDS Research, Boston, United States, 3Harvard T H Chan School 
of Public Health, Department of Epidemiology, Center for Biostatistics in AIDS 
Research, Boston, United States, 4University of Miami, Department of Pediatrics, 
Miami, United States, 5Keck School of Medicine of USC, The Saban Research Institute 
of Children’s Hospital Los Angeles, Los Angeles, United States, 6Indiana University 
School of Medicine, Department of Pediatrics, Indianapolis, United States, 7University 
of Florida College of Medicine, Department of Pediatrics, Jacksonville, United States, 
8Drexel University College of Medicine, Department of Pediatrics, Philadelphia, United 
States, 9Tulane University School of Medicine, Department of Pediatrics, New Orleans, 
United States, 10University of Colorado School of Medicine, Department of Pediatrics, 
Denver, United States 
Presenting author email: jennifer.jao@mssm.edu

Background: Dyslipidemia is common in perinatally HIV-infected (PHIV) youth 
receiving Protease Inhibitors (PIs). Few studies have evaluated longitudinal lipid 
changes in PHIV youth after switch to newer PIs.
Methods: We compared longitudinal changes in fasting lipids [Total Cholesterol 
(TC), Triglycerides (TG), Low Density Lipoprotein-C (LDL), High Density 
Lipoprotein-C (HDL), and TC/HDL] between PHIV youth enrolled in the U.S.-
based PHACS AMP cohort who switched to either atazanavir/ritonavir (ATV/r) or 
darunavir/ritonavir (DRV/r) - based antiretroviral therapy (ART) from an older PI-
based ART vs. those remaining on an older PI. Lipids were measured prior to switch 
or at first lipid measure, in the comparison group, and annually thereafter for three 
years. We excluded youth without lipid measurements, with ATV or DRV use prior 
to baseline, or who switched to ATV/r or DRV/r-based ART comprised of ≥ 3 classes 
of antiretrovirals. Generalized estimating equation models were fit to assess the as-
sociation of switch to ATV/r or DRV/r-based ART with the rate of change in lipids, 
adjusted for potential confounders.
Results: From 2007-2014, 47 PHIV youth switched to ATV/r (n=27) or DRV/r 
(n=20) while 120 remained on an older PI. Of the latter, 72% received lopinavir/r 
and 24% nelfinavir. Baseline age ranged from 7-21 years with 73% non-Hispanic 
black. Compared to youth remaining on an older PI, those who switched were older 
(median age 14 vs. 11 years, p< 0.001) and reported receiving ART for longer at 
baseline (median 11.9 vs. 8.3 years, p< 0.001). At baseline, median TC was lower in 
the switch group (158 vs. 177 mg/dL, p=0.042). Overall, lipid profiles improved in 
both groups during follow-up. After adjusting for age, Tanner Stage, race/ethnicity, 
and HIV RNA level, switch to ATV/r or DRV/r was associated with a more pro-
nounced rate of decline in the ratio of TC/HDL (ß= -0.12, p=0.039) over time. On 
average, TC declined 4.57 mg/dL/year (p=0.057) more in the switch group. There 
was no association between a switch to ATV/r or DRV/r and the rate of increase in 
HDL or decline in LDL and TG.
Conclusions: Switch to newer-line PIs may result in more rapid improvement in TC 
and TC/HDL in PHIV youth. 

TUPEB0448
Long-term metabolic implications of initiating  
lopinavir/ritonavir-based regimens for infants and children:  
a follow-up study of IMPAACT P1060
K. Patel1, J. Lindsey2, M. Hernán1, K. Angelidou2, G. Aldrovandi3, P. Palumbo4, 
IMPAACT P1060 Study Team 
1Harvard T H Chan School of Public Health, Epidemiology, Boston, United States, 
2Harvard T H Chan School of Public Health, Center for Biostatistics in AIDS Research, 
Boston, United States, 3Keck School of Medicine of USC, Pediatrics, Los Angeles, 
United States, 4Dartmouth-Hitchcock Medical Center, Infectious Diseases and 
International Health, Lebanon, United States  

Background: A lopinavir/ritonavir (LPV/r)-based regimen is recommended as first-
line therapy for HIV-infected children <3 years of age. The long-term implications 
of using LPV/r-based regimens among young children on lipid parameters are un-
known.
Methods: 451 HIV-infected children, enrolled at 2-36 months of age from six 
African countries and India and randomized to initiate zidovudine, lamivudine, and 
either nevirapine (NVP) or LPV/r in the P1060 trial were included. Linear and 
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log-binomial regression models estimated differences by randomized arm in mean 
cholesterol and proportions of participants with high/borderline cholesterol (≥170 
mg/dL) and high triglyceride (>150 mg/dL) measures, respectively. An intention to 
treat approach was used.
Results: Median duration of follow-up was 5.7 and 5.6 years for LPV/r and NVP, 
respectively. After treatment initiation, total cholesterol increased dramatically for 
up to 6 months, followed by more gradual trends over the rest of follow-up, while 
triglycerides continually decreased over follow-up (Figure). No difference was ob-
served between LPV/r and NVP in total cholesterol during the first year, but total 
cholesterol was significantly higher with LPV/r between 4 and 6 years of follow-up 
(relative difference (95% confidence interval (CI)): Year 4: 13.5 (5.8, 21.2), Year 
5: 8.4 (1.4, 15.3), Year 6: 16.6 (8.2, 25.0)). There were significantly higher risks for 
high/borderline cholesterol with LPV/r compared to NVP between 4 to 6 years of 
follow-up (relative risk (95% CI): Year 4: 1.8 (1.2, 2.7), Year 5: 1.7 (1.2, 2.4), Year 6: 
2.4 (1.5, 3.9)). Significantly higher risk of high triglycerides with LPV/r compared 
to NVP was only observed during years 1 and 4 of follow-up.
Conclusions: Initiating LPV/r was associated with higher total cholesterol after pro-
longed follow-up compared to initiation of NVP. Our results are consistent with 
known effects of protease-inhibitors on hyperlipidemia and suggest monitoring for 
lipid parameters over time among children who initiate LPV/r globally. 

[Figure. LOESS fit plots with 90% confidence bands for total cholesterol (A) and 
triglycerides (B) over follow-up randomized treatment]

TUPEB0449
Growth among HIV-infected adolescents followed-up in the 
paediatric IeDEA West African collaboration: evolution and 
association with adverse outcomes (death or loss-to-follow-up)
J. Jesson1, S.A. Koumakpai2, M. Amorissani-Folquet3, S. Desmonde1, H.S. Sy4,  
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L. Renner11, T. Eboua12, P.A. Coffié13, V. Leroy1, IeDEA West Africa Pediatric 
Group (pWADA) 
1INSERM U 1027, University Paul Sabatier Toulouse 3, Toulouse, France, 2CNHU 
Hubert K. Maga, Cotonou, Benin, 3CHU Cocody, Paediatric Department, Abidjan, 
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Bordeaux Population Health, Univ. of Bordeaux, ISPED, Bordeaux, France, 6Hôpital 
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8CHU Tokoin, Lomé, Togo, 9Hôpital Gabriel Toure, Bamako, Mali, 10CIRBA, Abidjan, 
Cote D’Ivoire, 11Korle Bu Hospital, Accra, Ghana, 12CHU Yopougon, Paediatric 
Department, Abidjan, Cote D’Ivoire, 13Regional IeDEA coordination, PACCI, Abidjan, 
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Presenting author email: julie.jesson@isped.u-bordeaux2.fr

Background: We assessed growth evolution and its associated factors among ado-
lescents enrolled in the paediatric IeDEA West African cohort (pWADA), and ex-
plored the association between growth and adverse outcomes using a joint modeling 
approach.
Methods: We included all HIV-infected children aged 10-15 years, with at least 
one available measure of weight and height, and initiated on ART before 10 years. 
Growth was described using Body-Mass-Index (BMI)-for-age Z-score (BAZ), ac-
cording to the WHO Child Growth Standards. Correlates of growth evolution were 
studied using a linear mixed model (1) and a survival model (2) described time to 
death or lost-to-follow-up (LTFU, last contact>6 months) since age 10 (baseline 
time). We assessed the effect of BAZ value and slope over time on the risk of death 
and LTFU among HIV-infected adolescents using a joint model combining models 
1 and 2.
Results: Between 2005 and 2015, 1860 children were included. Median age at 
last visit was 12.3 years (InterQuartile Range [IQR] = 10.9-14.3). At baseline, 54% 
were boys, 18% were wasted (BAZ< -2 SD), 26% stunted, 16% had severe immuno-
deficiency (CD4 cell count< 350 cells/mL), and 62% initiated ART between ages 5 
and 10. Between 10 and 15 years, 4% died and 11% were LTFU. BAZ decreased sig-
nificantly, of -0.06 SD by month, with a more important decrease for males, non-
wasted and stunted children at baseline (model 1). Probability of death was higher 
for severely immunodeficient and malnourished children at baseline (model 2). In 
the joint model, probability of death was higher when BAZ value decreased by one 
unit (associated Hazard Ratio [aHR] = 2.2, Confidence Interval [CI] 95% = 1.7-2.9) 
and when BAZ slope decreased (p=0.011). However, probability of LTFU was not 
associated with growth evolution.
Conclusions: Malnutrition was associated with a higher risk of death among ART-
treated adolescents, independently of their HIV-disease progression. A joint mod-
elling approach could investigate association between growth and other adverse 
events (CD4 drop or viral rebound). Growth needs to be monitored in the absence 
of viral load, and a decrease of growth could be a marker for guiding pediatric HIV 
care in resource-limited settings. 

TUPEB0450
High-risk of liver fibrosis among HIV-infected youth  
with chronic viral hepatitis B coinfection despite receiving 
tenofovir-containing antiretroviral regimen
L. Aurpibul1, T. Puthanakit2,3, S. Kanjanawanit4, A. Leerapun5 
1Research Institute for Health Sciences, Chiang Mai University, Chiang Mai, Thailand, 
2The Netherlands, Australia, Thailand Research Collaboration (HIVNAT), Bangkok, 
Thailand, 3Chulalongkorn University, Department of Pediatrics, Faculty of Medicine, 
Bangkok, Thailand, 4Nakornping Hospital, Chiang Mai, Thailand, 5Chiang Mai 
University, Division of Gastroenterology, Department of Internal Medicine, Chiang 
Mai, Thailand 
Presenting author email: lindaa@rihes.org

Background: HIV and Hepatitis B (HBV) coinfection is associated with risk of pro-
gression to chronic liver disease. This study aims to determine the risk of liver fibro-
sis and long-term treatment outcomes of tenofovir (TDF)-containing antiretroviral 
therapy (ART) regimens in HBV/HIV coinfected youth.
Methods: A cross-sectional study was conducted among HIV-infected youth be-
tween 15-25 years. Inclusion criteria were 
1) chronic HBV-HIV infection, and 
2) received a TDF-containing ART regimen for ≥96 weeks. 
Measurements included HBV DNA by Abbott® real-time PCR assay, HBV serolo-
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gy profiles, liver function tests, and transient elastography (TE). The cut-off for TE 
results included ≥5.9 Kpa for F2-moderate fibrosis, ≥7.4 KPa for F3-severe fibrosis, 
and ≥ 9.6 KPa for F4-cirrhosis. AST-to-platelet ratio index (APRI) and FIB-4 index 
were calculated as markers of liver fibrosis.
Results: From March-December 2016, 15 HBV-HIV-infected adolescents with 
median (interquartile range, IQR) age of 23.0 (19.8-24.4) years were enrolled. At 
a median (IQR) duration on TDF of 172 (136-200) weeks, 14 (93%) achieve HBV 
DNA levels <200 IU/mL. Five of the 6 (40%) patients who hadd HBV DNA <10 
IU/ml became HBsAg and HBeAg seronegative; all five had normal ALT; none had 
liver fibrosis. There were 5 patients (33%) had significant liver fibrosis: 3 (20%) 
had F2-moderate fibrosis, 1(6%) had F3-advanced fibrosis, and 1(6%) had cirrhosis. 
Only the one with cirrhosis had high ALT (110 IU/L), and abnormal APRI and FIB-4. 
Characteristics of study participants are shown in Table1.

[Table 1. Comparison of characteristics between groups of patient with HBsAg 
seroconversion, HBsAg serpositive without liver fibrosis, and presence of liver fibrosis]

Conclusions: One-third of Thai HIV/HBV-infected youth on TDF-containing ART 
for >96 weeks had significant liver fibrosis. TE to evaluate risk of liver fibrosis/cir-
rhosis should be advised for youth with co-infection, in particular, for those who did 
not achieve HBV <10 IU/ml on TDF-containing ART, or had abnormal liver bio-
markers. More intensive monitoring and consultation with hepatologist might be 
warranted. 

TUPEB0451
Insulin resistance in South African perinatally HIV-infected 
adolescents on antiretroviral therapy: a cross-sectional study
L. Frigati1, J. Jao2, S. Mahtab3, N.-A. Asafu-Agyei3, L. Myer4,5, H. Zar6 
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2Icahn School of Medicine at Mount Sinai, Department of Medicine, Department 
of Obstetrics, Gynecology, and Reproductive Science, New York, United States, 
3University of Cape Town, Cape Town, South Africa, 4University of Cape Town, Division 
of Epidemiology & Biostatistics, Cape Town, South Africa, 5University of Cape Town, 
Centre for Infectious Diseases Epidemiology & Research, Cape Town, South Africa, 
6University of Cape Town, Paediatrics and Child Health, Cape Town, South Africa 
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Background: Access to antiretroviral therapy (ART) has reduced morbidity and 
mortality in perinatally HIV-infected (PHIV) children, but metabolic complica-
tions of ART including insulin resistance (IR) in adolescents are poorly understood.
Methods: We evaluated IR in a cross-sectional analysis of PHIV and HIV-
uninfected adolescents enrolled in the Cape Town Adolescent Antiretroviral cohort 
(CTAAC). Adolescents 9-14 years old and on ART for >6 months were eligible. The 
Homeostatic Model Assessment (HOMA) was used to assess IR calculated from 
fasting insulin and glucose measurements at enrollment. IR was defined as HOMA 
>2.5 for pre-pubertal and >4.0 for pubertal adolescents. Multiple linear regression 
was used to examine adjusted associations between HOMA and both HIV-related 
and traditional cardiovascular risk factors.
Results: Of 403 adolescents, 356 were PHIV. Median age was 12.1 (IQR:10.7-13.3) 
years for PHIV and 11.5 (IQR:9.9-13.1) for uninfected adolescents. 49% of PHIV 
and 60% of uninfected adolescents were female. Median duration on ART was 7.5 
(IQR:4.7-9.2) years with 123 (35%) of PHIV adolescents starting ART between 0 
-2 years of age, 97 (27.6%) between 3-5 years and 131 (37.3%) between 6-14 years 
of age. The most common regimens included Abacavir (72%) and Lopinavir/ritona-
vir (59%). Median triglycerides were 79.7 mg/dl (IQR: 62.0-106.3) in PHIV and 
62.0 mg/dL (IQR:44.3-70.9) in uninfected controls (p< 0.0001). Median waist 
circumferences were 61cm (IQR:58-66) and 62.5cm (IQR: 57-70) for PHIV and 
uninfected adolescents. Overall, 20.1% had IR, but rates of IR did not differ be-
tween groups or by duration of ART exposure. Among PHIV adolescents, waist cir-
cumference (ß=0.007, p=0.035), hypertriglyceridaemia (ß=0.074, p=0.013), and 
ever use of Abacavir (ß=0.071,p=0.022), were associated with increased HOMA, 

while viral load >1000 copies/mL (ß= -0.062, p=0.013) was associated with de-
creased HOMA after adjusting for age, gender, body mass index and Tanner stage.
Conclusions: : In a South African cohort of PHIV adolescents, IR did not appear 
significantly different from uninfected adolescents.In addition to traditional risk 
factors such as waist circumference and hypertriglyceridaemia, Abacavir exposure 
may be associated with increased HOMA, and this finding needs further explora-
tion. 
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Malnutrition, growth response and metabolic disorders within 
the first 24 months of ART initiation in HIV-infected children 
treated before the age of two years in West Africa
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Department, Abidjan, Cote D’Ivoire 
Presenting author email: julie.jesson@isped.u-bordeaux2.fr

Background: Healthcare of HIV-infected children in resource-limited settings 
faces several challenges, which one of them is malnutrition. We described baseline 
malnutrition, growth evolution and metabolic disorders within the first 24 months 
of antiretroviral therapy among children initiated on ART < 2 years in Burkina Faso 
(BF) and Côte d’Ivoire (CI).
Methods: HIV-1-infected children < 2 years were initiated on a LPV/r based-ART 
for 12 months, before randomization in a simplification trial. Weight-for-age, 
Height-for-age and Weight-for-height Z-scores (WAZ, HAZ, WHZ) defined 
malnutrition (Z-score < -2 Standard Deviations [SD]), using WHO growth refer-
ences. Malnutrition at baseline was studied using a multivariate logistic regression 
and growth evolution within the first 24 months of ART using linear mixed models. 
Biological data were collected every 6 months and MacNemar and students tests 
for paired samples were used to compare rates between ART initiation (baseline) 
and 6, 12 and 24 months of ART.
Results: Between 2011 and 2013, 161 children were enrolled: 64% were from 
Abidjan, 54% were girls. At baseline, median age was 13.6 months [IQR 7.7; 18.4], 
53% were underweight (WAZ), 51% stunted (HAZ), and 36% wasted (WHZ). 
Overall, malnutrition at baseline was more likely for children living in BF vs CI, those 
never breastfed, the oldest (12-24 months), and with a low birth weight. Growth 
improvement occurred mainly within the first 6 months on ART and was greater 
for the most severely malnourished children at baseline, but 8% (wasting) to 32% 
(stunting) remained malnourished after 24 months. ART initiation was associated 
with an increase of hypercholesterolemia (38% at 24 months vs 8% at baseline, p< 
0.001) and a decrease of anemia (21% at 24 months vs 74% at baseline, p< 0.001) 
and hypoalbuminemia (0% at 24 months vs 50% at baseline), with no difference 
according to the initial nutritional status.
Conclusions: Prevalence of malnutrition was high at ART initiation. Even if growth 
improved, a part of children remained malnourished after 2 years on ART, high-
lighting the need of nutritional supplementation. Lipid disorders were observed, 
which is concerning and need to be monitored carefully to reduce the long-term 
cardiovascular risk, especially among children in a lifelong therapy process. 
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TUPEB0453
Case report: disseminated histoplasmosis in an HIV-infected 
child in the southern highlands zone of Tanzania
L. Campbell1,2,3, J. Bacha1,2,3, R. Bradsher4, V. Mng’ong’o3, G. Shutze1,2, C. Kovarik5 
1Baylor International Pediatric AIDS Initiative (BIPAI) at Texas Children’s Hospital, 
Houston, United States, 2Baylor College of Medicine, Pediatrics, Houston, United 
States, 3Baylor College of Medicine Children’s Foundation, Pediatrics, Mbeya, 
Tanzania, United Republic of, 4University of Arkansas for Medical Sciences, 
Dermatology, Little Rock, United States, 5Hospital of the University of Pennsylvania, 
Dermatology, Philadelphia, United States 
Presenting author email: lianec@bcm.edu

Background: Histoplasmosis is an uncommon opportunistic infection in HIV posi-
tive children. The most common form is primary disseminated histoplasmosis, char-
acterized by persistent fever and failure to thrive. We present a case of disseminated 
histoplasmosis with a unique presentation of ulcerated skin lesions and a violaceous 
facial rash.
Methods: Retrospective chart review of patient ś medical file.
Results: A 10 year old HIV positive girl presented to the inpatient malnutrition ward 
at Mbeya Zonal Referral Hospital in Mbeya, Tanzania with ulcerated scalp lesions, 
facial rash and subcutaneous nodule (Figure 1). She had persistent fevers, severe 
acute malnutrition and severe anemia. At diagnosis, the patient was failing first line 
antiretroviral therapy (ART) with a CD4 of 24 cells/µL and VL of 196,658 cp/mL. 
The patient was changed to a second line ART regimen (ABC-3TC-LPV/r), received 
nutritional support, blood transfusions, multiple antibiotics and meticulous wound 
care. 
Biopsy of a lesion showed intracytoplasmic organisms consistent with histoplasmo-
sis. The patient was treated with conventional amphotericin B and received a total 
of 20mg/kg. Amphotericin B infusions. Following amphotericin, a repeat biopsy 
showed clearance of organisms and the patient was transitioned to oral itraconazole. 
However, after 3 weeks of oral itraconazole, the patient had clinical and histologi-
cal relapse. She resumed amphotericin B and received an additional 30mg/kg with 
clinical improvement of the scalp wounds at which point she was again transitioned 
to itraconzole with ongoing slow improvement. After 3 months of second line ART, 
her CD4 was 160 cells/µL and VL of 35 cp/mL. 

[Figure 1]

Conclusions: We describe a case of disseminated histoplasmosis presenting with 
large scalp wounds which was treated with amphotericin B and itraconazole. 
Diagnosis of histoplasmosis is difficult in the resource limited setting and histopa-

thology support is essential. Histoplamosis should be considered in the differential 
diagnosis of the immunocompromised host with unusual skin manifestations and 
persistent fever. 

TUPEB0454
Maternal perinatal HIV infection is associated with increased 
risk for hospitalizations due to infectious causes in HIV-exposed 
uninfected infants in a New York City tertiary center
J. Jao1, A. Slogrove2, K. Powis3, I. Okoroafor4, L. Millen5, R. Posada6, J. Childs7,  
E. Abrams8, R. Sperling5 
1Icahn School of Medicine at Mount Sinai, Department of Medicine, Department 
of Obstetrics, Gynecology, and Reproductive Science, New York, United States, 
2Stellenbosch University, Department of Paediatrics and Child Health, Faculty of 
Medicine and Health Sciences, Stellenbosch, South Africa, 3Massachusetts General 
Hospital, Department of Pediatrics, Boston, United States, 4Icahn School of Medicine 
at Mount Sinai, Department of Medicine, New York, United States, 5Icahn School of 
Medicine at Mount Sinai, Department of Obstetrics, Gynecology, and Reproductive 
Science, New York, United States, 6Icahn School of Medicine at Mount Sinai, 
Department of Pediatrics, New York, United States, 7Icahn School of Medicine at 
Mount Sinai, Department of Social Work, New York, United States, 8ICAP, Mailman 
School of Public Health and College of Physicians and Surgeons, New York, United 
States 
Presenting author email: jennifer.jao@mssm.edu

Background: Infectious morbidity in HIV-exposed uninfected (HEU) infants has 
been described. Few studies have evaluated this in HEU infants born to perinatally 
HIV-infected (PHIV) women.
Methods: HIV-infected and -uninfected pregnant women were enrolled in a pro-
spective cohort in the U.S. between September 2009-2015. We evaluated the 
prevalence of hospitalization due to an infectious cause during the first year of life 
(HDIC) in HEU and HIV-unexposed uninfected (HUU) infants of these women. 
Maternal HIV status was categorized as PHIV vs. non-perinatally HIV-infected 
(NPHIV) vs. HIV-uninfected. Data on socio-demographics, maternal HIV clinical 
markers, antiretroviral therapy during pregnancy, mode of HIV acquisition, infant 
birth outcomes, and HDIC were collected. Generalized Estimating Equation mod-
eling was used to evaluate the effect of maternal HIV status on infant HDIC.
Results: Of 205 evaluable infants, 28 were HEU born to PHIV women (HEU-P), 
112 HEU born to NPHIV women (HEU-N), and 65 HUU. PHIV women were 
younger compared to NPHIV and HIV-uninfected women (median age 22 years 
vs. 29 and 23 respectively, p< 0.01). Amongst HIV-infected women, PHIV women 
were more likely to have a CD4 nadir < 50 cells/mm³ during pregnancy (25% vs. 
1%, p< 0.01). HEU-N infants were more likely to be in the custody of someone 
other than the biological mother in the first year of life compared to HEU-P and 
HUU infants (17% vs. 14% and 2%, p< 0.01). Overall, 18% of HEU-P, 4% of HEU-N 
and 12% of HUU infants had HDIC (p< 0.01). After adjusting for maternal age, 
education, black race, substance use during pregnancy, infant small-for-gestational 
age, prematurity, infant custody by someone other than biological mother, and in-
fant outpatient visits during the first year of life, HEU-P infants were at increased 
risk for HDIC compared to HEU-N infants [adjusted odds ratio (aOR)=3.97, 95% 
Confidence Interval (CI):1.02-16.39]. In sub-group multivariable analysis of HEU 
infants, this relationship persisted after additional adjustment for maternal CD4 
and HIV RNA level (aOR=7.73, 95% CI:1.67-63.30).
Conclusions: In our small cohort, HEU-P infants were at increased risk for HDIC. 
Differences in intrauterine environments, social factors, or access to care may be 
important factors to assess in future larger studies. 
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TUPEB0455
Long-term developmental outcomes and in utero antiretroviral 
exposure in HIV-exposed uninfected (HEU) children born to 
mothers living with HIV in British Columbia (BC), Canada
M. Piske1, M.A. Budd1, A.Q. Qiu2, E.J. Maan2, L.J. Sauve2,3, A. Alimenti2,3,  
J.C. Forbes2,3, P. Janssen4,5, H.F. Côté1,5, CIHR Team grant on Cellular Aging  
and HIV Comorbidities in Women and Children (CARMA) 
1UBC, Department of Pathology and Laboratory Medicine, Vancouver, Canada, 2Oak 
Tree Clinic, BC Women’s Hospital and Health Centre, Vancouver, Canada, 3UBC, 
Department of Pediatrics, Vancouver, Canada, 4School of Population and Public 
Health, UBC, Vancouver, Canada, 5Women’s Health Research Institute, Vancouver, 
Canada 
Presenting author email: hcote@pathology.ubc.ca

Background: Over 1.4 million children worldwide and more than 200 children in 
Canada are born annually to mothers living with HIV, with an increasing proportion 
exposed to ARVs in utero during early development. Concerns exist on potentially 
adverse immunological, neurodevelopmental and mitochondrial effects from long-
term ARV treatment; sociodemographic factors and adverse childhood experienc-
es may also be involved. We previously reported a concerning prevalence of autism 
spectrum disorder in HEUs within the CARMA cohort. Here, we aimed to compare 
frequencies of neurodevelopmental disorders among HEU children born in BC and 
examine possible associations with exposure to maternal ARVs.
Methods: Data on 446 HEU children and 1323 HIV-unexposed uninfected (HUU) 
children (matched ~1:3 for age, sex and geocode) born between 1990 and 2012 
were collected by Population Data BC from several data holdings including the BC 
Ministry of Health’s Medical Services Plan (ICD9/ICD9-CM), Perinatal Services 
BC, and ARV treatment information housed at Oak Tree Clinic.
Results: One or more of the following developmental disorders: autism spectrum 
disorder, disturbance of emotions, hyperkinetic syndrome, developmental delay, 
intellectual disability, and/or epilepsy were diagnosed in 30% of our HEU cohort 
compared to 13% in the matched HUU cohort (p< 0.0001). Of 369 HEUs with any 
ARV exposure in utero, 101 (27.4%) had a disorder: a lower proportion (p< 0.01) 
than expected assuming no association between in utero ARV exposure and devel-
opmental disorders. Compared to HUUs, HEU children had higher relative risks of 
autism spectrum disorder (RR=2.97, p=0.02), disturbance of emotions (RR=2.76, 
p< 0.0001), hyperkinetic syndrome (RR=2.97, p< 0.0001), and developmental 
delay (RR=3.08, p< 0.0001), but no increased risk of medical conditions such as 
asthma (RR=1.01, p=0.89) or neoplasms (RR=0.68, p=0.06). The HEU cohort 
showed higher proportions of exposure to maternal smoking (p< 0.0001) and alco-
hol consumption (p< 0.0001) during pregnancy.
Conclusions: Our data suggest a possible reassuring association between ARV ex-
posure in utero and neurodevelopmental disorders within our HEU cohort. HEU 
children in BC may be at a nearly three-fold higher risk for several neurodevel-
opmental disorders compared to matched HUUs. Our results highlight the need 
for careful developmental monitoring and access to early interventions to optimize 
neurodevelopment for at-risk HEUs. 

TUPEB0456
The population effect of HIV exposure without HIV-infection 
on infant hospitalizations and mortality in Botswana and South 
Africa
A. Slogrove1,2, L. Johnson2, K. Powis3,4 
1Stellenbosch University, Department of Paediatrics & Child Health, Cape Town, South 
Africa, 2University of Cape Town, Centre for Infectious Disease and Epidemiologic 
Research, Cape Town, South Africa, 3Harvard University, Departments of Pediatrics 
and Medicine, Massachusetts General Hospital, Boston, United States, 4Harvard 
University, Botswana Harvard AIDS Institute Partnership, Gabarone, Botswana 
Presenting author email: slogrove@gmail.com

Background: With successful prevention of maternal-child HIV transmission but 
stagnant antenatal HIV prevalence, the population of HIV-exposed uninfected 
(HEU) infants accounts for >20% of the infant population in Botswana and South 
Africa. HEU infants are at greater risk of mortality and morbidity than HIV-
unexposed (HU) infants, with these trends persisting despite maternal antiretrovi-
ral therapy and uptake of safer breastfeeding. We aimed to quantify the contribu-
tion of excess HEU infant morbidity and mortality at a population-level in Botswana 
and South Africa.
Methods: The attributable fraction (AF), population attributable fraction (PAF) 
and annual excess hospitalizations and mortality due to HIV-exposure without in-
fection were estimated using published estimates of relative risk (RR) for infant 
hospitalization and meta-analysis estimates of RR for mortality in HEU compared 
to HU infants. 2013 UNICEF infant mortality rate (IMR) estimates for Botswana 
and South Africa were used to calculate excess infant mortality.

Results: At a RR of 1.5 for hospitalization in HEU relative to HU infants, AF in 
HEU infants was 33.3% and PAF at an HIV exposure prevalence of 23% in South 
Africa and 26% in Botswana were 10.3% and 11.5% respectively. In South Africa, an 
excess 13,660 of 132,000 hospitalizations in HIV-uninfected South African infants 
annually could be due to HIV-exposure after removing baseline risk for hospitaliza-
tions in all HIV-uninfected infants. Similarly, in Botswana 683/5,935 hospitaliza-
tions annually could be excess hospitalizations in HEU infants. At a RR of 1.70 for 
mortality in HEU compared to HU infants, AF of mortality in HEU infants was 
41.2% and PAF was 13.9% in South Africa and 15.4% in Botswana. At an IMR of 
33/1000 in South Africa and 36/1000 in Botswana, assuming 8% of infant mortal-
ity is associated with infant HIV-infection, HIV-exposure without HIV-infection 
could increase the IMR by 4.2/1000 in South Africa and 5.1/1000 in Botswana.
Conclusions: With the high prevalence of infant HIV-exposure in Southern Africa, 
at a population level the contribution of HIV exposure without infection to mortal-
ity is possibly exceeding that of infant HIV-infection. This threatens achievement 
of optimal health and well-being of Southern African infants despite tremendous 
efforts to avoid HIV-infection in this population. 

TUPEB0457
Moving beyond PMTCT: HIV, ART and adverse birth  
outcomes in a Zambian pregnancy cohort
J. Price1, B. Vwalika1,2, J. Winston1, M. Castillo1, L. Njobvu3, N. Sindano3,  
M. Kasaro1,3, N. Fuseini1, J. Stringer1 
1University of North Carolina at Chapel Hill, Obstetrics and Gynecology, Chapel Hill, 
United States, 2University of Zambia School of Medicine, Obstetrics and Gynaecology, 
Lusaka, Zambia, 3University of North Carolina Global Projects, Lusaka, Zambia 
Presenting author email: joan_price@med.unc.edu

Background: HIV and its treatment have been associated with adverse birth out-
comes (ABOs), however, many studies lack ultrasound dating and do not account 
for important obstetrical risk factors, including cervical length. We present data 
from an ongoing prospective cohort study of preterm birth in Lusaka, Zambia.
Methods: We used logistic regression to assess the association between HIV and 
several ABOs: preterm birth <37 weeks (PTB); low birthweight <2500g (LBW); 
small-for-gestational age (SGA; <10th percentile); composite of PTB, LBW, still-
birth (SB) and SGA; very PTB <34 weeks (VPTB); very LBW <1500 g (VLBW); 
very SGA (VSGA; <3rd percentile) and severe composite of VPTB, VLBW, SB, and 
VSGA. All women had early ultrasound for dating and an evaluation of cervical 
length in the mid-trimester. HIV+ women received ART (predominately TDF/FTC/
EFV). We treated timing of ART commencement (before/after conception) as a 
covariate.
Results: Between August 2015 and December 2016, we enrolled 962 women, of 
whom 410 have delivered. Characteristics are as follows: median age 27 yrs (IQR: 
23, 32); median BMI 24.4 kg/m2 (IQR: 21.6, 27.9); 134 (34%) were nulliparous; 
225 (24%) were HIV+; 29 (2.9%) had twins gestation; 11 (2.8%) had cervical length 
<20mm (“short cervix”). The following were associated with the composite out-
come in multivariable analysis: prior PTB (AOR:1.9; 95%CI: 1.0, 3.8), twin ges-
tation (AOR: 6.0; 95%CI: 1.5, 24), and short cervix (AOR: 7.4; 95%CI 1.7, 32). 
HIV infection trended toward association (AOR: 1.7; 95%CI: 0.73, 4.1). The fac-
tors were associated with the severe composite outcome in multivariable analysis: twin 
gestation (AOR: 7.2; 95%CI: 1.7, 31), vaginal bleeding at enrollment (AOR: 3.2; 
95%CI: 1.2, 8.1), and short cervix (AOR: 9.2; 95%CI 2.1, 33). HIV infection trend-
ed toward association (AOR: 2.5; 95%CI: 0.86, 7.4). Among the HIV+ women, 
timing of ART commencement was not associated with any individual outcome or 
either composite outcome.
Conclusions: The known risk factors of prior PTB, short cervix, and twin gestation 
are associated with ABOs in this population. There is also a worrying trend between 
HIV and ABOs. Timing of ART commencement does not appear to affect PTB or 
other ABOs in this cohort. 
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TUPEB0458
Risk of mortality and hospitalization among HIV-exposed 
uninfected Ugandan infants in the setting of Option B+
T. Andra Ochieng1, T. Ruel2, P. Natureeba1, C. Koss2, P. Jagannathan3, A. Kakuru1, 
M. Muhindo1, J. Okiring1, E.D. Charlebois2, G. Dorsey2, M.R. Kamya1,4,  
D.V. Havlir2, C. Marquez2, PROMOTE II Study Group 
1Infectious Diseases Research Collaboration, Kampala, Uganda, 2University of 
California, San Francisco, United States, 3Stanford University, Palo Alto, United 
States, 4Makerere University, Kampala, Uganda 
Presenting author email: carina.marquez@ucsf.edu

Background: V-exposed uninfected children (HEU) have an increased risk of mor-
tality compared to HIV-unexposed uninfected children (HUU). It remains unclear 
whether this risk persists in the setting of the Option B+. In parallel birth cohorts of 
HEU and HUU from Uganda, we assessed the association between HIV-exposure 
and mortality and hospitalizations.
Methods: We evaluated children enrolled in the PROMOTE II birth cohorts from 
0-12 months who were participating in a trial on dihydroartemisinin-piperaquine 
(DP) for malaria chemoprevention. Outcomes assessed were: mortality, hospi-
talization, and a composite of hospitalization and death. We excluded death and 
hospitalizations within 48 hours of life, and outcomes attributed to malaria. All 
HIV-infected mothers received combination antiretroviral therapy (cART) per 
Option B+, and were advised to breastfeed for at least 1 year. Generalized esti-
mating equation regression models were used to assess risk. Models were adjusted 
by preterm birth (<37 weeks) age and wealth tertiles, unless specified. Models 
were not adjusted for breastfeeding, due to insufficient non-breastfeeding per-
son time.
Results: 196 HEU (181 person-years) and 287 HUU (278 person-years) were in-
cluded, and accrued from October 2014-December 2016. 9.1% of the HEU and 
7.7 % of HUU children were preterm, p=0.60. By 1 year of age 99.6% of HEU and 
98.5% HUU were breastfeeding. Among HIV-infected mothers, at delivery the 
median CD4 count was 571 (IQR 403-776) and 96% were virally suppressed (HIV 
RNA <500 copies/ml). There were 4 (2%) deaths among HEU and 2 (1%) among 
HUU (RR 2.9, 95% CI: 0.6-16.3, p=0.21, adj. for age). Death and hospitalization 
was associated with preterm birth (RR 4.4, 95% CI: 1.7-11.3, p<0.01) and there 
was a trend towards a decreased risk of the composite outcome among HEU (RR 
0.4, 95% CI:0.2-1.2, p=0.1) compared to HUU. Hospitalization was associated with 
HIV exposure (RR 0.2, 95%CI:0.05-0.7, p<0.01), preterm birth (RR 4.6, 95% 
CI:1.6-12.9, p<0.01).
Conclusions: Contrary to findings from studies conducted prior to Option B+, in 
this cohort, the risk of mortality and hospitalization was not worse in HEU com-
pared to HUU. Maternal cART, extended breastfeeding, and infant cotrimoxazole 
prophylaxis may narrow gaps between the health outcomes of HEU and HUU. 

TUPEB0459
Neonatal outcomes of pregnancies complicated by HIV: 
preliminary results of a retrospective matched cohort study 
from 2004 to 2014
R.K. Scott1, C. Moore2, S. Fernandez3, J. Davitt4, H. Al-Kouatly4 
1MedStar Health Research Institute and Washington Hospital Center, Womens’ 
and Infants’ Services (WIS), Washington, United States, 2Georgetown University, 
Washington, United States, 3MedStar Health Research Institute, Washington, 
United States, 4Washington Hospital Center, Womens’ and Infants’ Services (WIS), 
Washington, United States 
Presenting author email: rachelkscott@hotmail.com

Background: Pregnancy in HIV-positive women is complicated by medical and 
psychosocial comorbidities. Despite the breadth of the HIV crisis in the developed 
world, relatively little is known about these pregnancies in resource rich settings. 
There is an urgent need to identify the adverse outcomes for which HIV-exposed 
neonates are at risk. 
To test the hypothesis that there would be higher neonatal morbidity associated 
with HIV-positive pregnancies, we conducted a retrospective matched cohort 
study of neonatal outcomes of HIV-positive pregnancies at MedStar Washington 
Hospital Center (MWHC).
Methods: We included all pregnancies complicated by HIV and delivered at 
MWHC from 2004-2014. We excluded multiple gestations and abortions. For 
each HIV-exposed neonate, we identified two HIV-unexposed neonates, propen-
sity score matched on gestational age at delivery, maternal race, parity, zip-code, 
and insurance status within a calendar year of delivery. 
Data collection is still ongoing. We used chi-squared and fisher’s exact tests for 
categorical variables and t-tests for continuous variables.
Results: We identified 433 HIV-exposed neonates and 866 controls. 433 HIV-
exposed neonates and 514 HIV-unexposed neonates were included in this prelimi-
nary analysis. Mean maternal age was 27 years; mean gestational age was 38 weeks. 

The majority were African-American (88%). Mother-to-child transmission of HIV 
was 2.5% (80.1% in-utero). 
In HIV-exposed neonates, we found more intra-uterine growth restriction on prena-
tal sonogram (7.4 vs. 1.5%, p<0.001) and low birth weight (12.1 vs. 6.4%, p=0.005) 
compared to controls. There were increased neonatal intensive care unit (NICU) 
admissions (27.8 vs. 14.7%, p<0.001) among HIV-exposed neonates. We observed 
increased neonatal respiratory distress syndrome (9.2 vs. 5.2%, p=0.027), need for 
continuous positive airway pressure (8.4 vs. 4.6%, p=0.027), and intubation (7.1 vs. 
3.1%, p=0.009) in HIV-exposed neonates. Although proportions of jaundice were 
similar, HIV-exposed neonates were more likely to require phototherapy (11.6 vs. 
8.5%, p=0.037). We also observed increased hypoglycemia (15 vs. 6.7%, p<0.001).
Conclusions: This is the largest single-site cohort of HIV-exposed neonates in the 
United States. Our study found that HIV-exposed neonates had increased NICU 
admission, low birth weight, respiratory morbidity, hypoglycemia, and jaundice re-
quiring phototherapy. Further analysis is needed to explore associations with ma-
ternal comorbidities, such as substance abuse and HIV disease status, and prenatal 
maternal antiretroviral therapy. 

TUPEB0460
Readiness of youth living with HIV for long-acting 
antiretrovirals
E.D. Weld1, R. Dallas2, A. Camacho-Gonzales3, S. Rana4, L. Thomas-Seaton2,  
A. Gaur2, P. Ryscavage5, C. Flexner6, R. Chakraborty3, A. Agwu7 
1Johns Hopkins University School of Medicine, Clinical Pharmacology & Infectious 
Disease, Baltimore, United States, 2St. Jude Children’s Research Hospital, Pediatric 
Infectious Diseases, Memphis, United States, 3Emory University, Pediatric Infectious 
Diseases, Atlanta, United States, 4The Johns Hopkins University Bloomberg School of 
Public Health, Epidemiology, Baltimore, United States, 5University of Maryland School 
of Medicine, Infectious Disease, Baltimore, United States, 6Johns Hopkins University 
School of Medicine, Clinical Pharmacology, Baltimore, United States, 7Johns Hopkins 
University School of Medicine, Pediatric Infectious Disease, Baltimore, United States 
Presenting author email: eweld@jhmi.edu

Background: Youth 13 to 24 years old comprise 26% of all incident US HIV infec-
tions, and are a high-risk group for non-adherence to antiretrovirals (ARV). Long-
acting parenteral nanoformulated ARV (LA-ARV), now in phase-3 studies, may 
improve clinical outcomes in this group. However, little is known about the readiness 
of youth living with HIV (YLHIV) to adopt and adhere to LA-ARV technologies. 
We examined attitudes to LA-ARV in a mixed cohort of youth with perinatally- and 
non-perinatally-acquired HIV (PHIV and NPHIV, respectively).
Methods: A cross-sectional survey study of a purposive sample of 256 YLHIV fol-
lowed at 4 HIV clinics in Baltimore, MD, Atlanta, GA, and Memphis, TN, to de-
termine interest level in LA-ARV. A modified survey instrument previously used 
in adults was employed. Interest level across groups was compared using Mantel-
Haenszel c2 tests. Multivariable logistic regression was used to determine the im-
pact of various characteristics on interest and enthusiasm level for LA-ARVs.
Results: Respondents were 67% male, 3% male to female transgender; 87% 
African-American, 8% Hispanic, and 5% Caucasian. The median age and number of 
years living with HIV was 22 (range 13-24) and 3 years (range 1 month to 24 years), 
respectively. The most common modes of HIV acquisition were male-to-male 
sexual contact (148/252 (58.7%) and PHIV (64/252 (25.4%). The proportion of 
YLHIV that probably/definitely would try LA-ARV regularly injected intramuscu-
larly was 87% [219/252 overall; 56/64 (87.5%) PHIV vs. 148/172 (86%) NPHIV]. 
Willingness to use increased with lower frequency of injections. The proportion of 
YLHIV who would probably/definitely try a surgically-placed subdermal implant of 
slow-release LA-ARV was 77.1% [192/249 overall; 50/64 (78.1%) PHIV vs. 128/169 
(75.7%) NPHIV]. There were no significant differences in probable or definite will-
ingness to use by route of infection, age, or gender.
Conclusions: YLHIV at 4 urban US pediatric/adolescent HIV clinics had a high 
level of enthusiasm for LA-ARV. These observations may be important given the 
high rates of attrition in care and nonadherence of this vulnerable group. LA-ARV 
should be given high priority as a potentially viable treatment option to improve 
clinical outcomes in HIV-infected youth. 
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TUPEB0461
What should we do when HIV-positive children fail first-line 
combination antiretroviral therapy (cART)? A comparison of  
4 ART management strategies
G. Patten1, M. Schomaker1, M.-A. Davies1, H. Rabie2, R. Hazra3, G. van Zyl4,  
K. Technau5, B. Eley6, A. Boulle1, R. van Dyke7, K. Patel8, N. Sipambo9, R. Wood10,  
F. Tanser11, J. Giddy12, M. Cotton13, J. Nuttall6, A. Coovadia5, G. Essack2,  
B. Karalius8, G. Seage lll8, S. Sawry9, M. Egger1,14, L. Fairlie9 
1University of Cape Town, Centre for Infectious Disease Research, School of Public 
Health and Family Medicine, Cape Town, South Africa, 2University of Stellenbosch, 
Tygerberg Academic Hospital, Cape Town, South Africa, 3National Institute of Health, 
Eunice Kennedy Shriver National Institute of Child Health and Human Development 
(NICHD), Bethesda, United States, 4Stellenbosch University and National Health 
Laboratory Service, Department of Paediatrics and Child Health Division of Paediatric 
Infectious Diseases, Cape Town, South Africa, 5University of the Witwatersrand, 
Rahima Moosa Mother and Child Hospital, Johannesburg, South Africa, 6University of 
Cape Town, Red Cross Children’s Hospital and School of Child and Adolescent Health, 
Cape Town, South Africa, 7Tulane University, School of Medicine, New Orleans, United 
States, 8Harvard School of Public Health, Department of Epidemiology, Centre for 
Biostatistics in AIDS Research (CBAR), Boston, United States, 9University of the 
Witwatersrand, Wits Reproductive Health and HIV Institute, Johannesburg, South 
Africa, 10University of Cape Town, Desmond Tutu HIV Centre Institute for Infectious 
Disease & Molecular Medicine, Cape Town, South Africa, 11University of KwaZulu-
Natal, Wellcome Trust Africa Centre for Population Health, Mtubatuba, South Africa, 
12McCord Hospital, Durban, South Africa, 13Stellenbosch University and Tygerberg 
Childrens’ Hospital, Department of Paediatrics and Child Health Division of Paediatric 
Infectious Diseases, Cape Town, South Africa, 14University of Bern, Institute of Social 
and Preventive Medicine, Bern, Switzerland 
Presenting author email: gem.patten@uct.ac.za

Background: Virologic failure (VF) in HIV-infected children is difficult to manage 
in resource-limited settings, given limited availability of alternative drugs and 
concerns around adherence and the development of viral resistance. We aimed to 
evaluate four management strategies for children following their first episode of VF 
by comparing their immunologic and virologic outcomes.
Methods: Children (age < 16 years at cART start) with VF, defined as having ≥2 
consecutive unsuppressed viral loads (>1000 copies/ml) ≥1 month apart after ≥6 
months on cART (at least 3 anti-retroviral drugs from at least 2 drug classes), were 
followed from their first episode of VF, starting from their second unsuppressed 
viral load (VL). Children from 8 IeDEA-SA cohorts initiating ART between 2004-
2010, with recorded CD4% at VF, and with ≥1 subsequent CD4% were included. 
Children with VF followed one of four management strategies: 1) Continuing on 
their failing regimen with at most 1 same-class drug substitution; 2) Switching to 
a new cART regimen based on guidelines or resistance testing; 3) Switching to a 
holding regimen, either lamivudine monotherapy or other non-cART regimen; 4) 
Discontinuing all anti-retrovirals. We compared the effect of management strategy 
choice, relative to strategy 1, on both the 52-week change in CD4% and log10VL 
from VF, using the inverse probability weighting of a marginal structural linear 
model.
Results: We followed 982 patients over 54168 patient-weeks, during which 73%, 
24%, 1% and 2% was spent on strategies 1, 2, 3 and 4 respectively. All patients 
started on strategy 1, 557 remained on strategy 1, 335 switched to strategy 2, 25 to 
strategy 3 and 65 to strategy 4. 

[Figure 1. Estimating change in CD4% and log viral load at 12 months after virologic 
failure compared with continuing on a failing regimen, from crude, unweighted and 
weighted generalised linear models]

Conclusions: Consideration should be given to switching children failing first-line 
ART to a new regimen early, given the improved virologic and immune responses 
when compared with all other strategies. These results should guide clinicians when 
managing VF in children. 

TUPEB0462
Prevalence, factors and preferred HIV-diagnosis disclosure 
methods among adolescents living with HIV: a mixed methods 
study
C.P. Namisi1,2, G. Wanjala3, H. Wanzira4, R.L. King5, R. Parkes-Ratanshi6,7,  
M. Nannyonga2 
1Infectious Diseases Instutite College of Health Sciences Makerere University, 
Ugandan Academy for Health Innovation and Impact, Kampala, Uganda, 2St. Francis 
Hospital Nsambya, Home Care Department, Kampala, Uganda, 3Hoima Regional 
Referral Hospital Ministry of Health, Paediatrics, Kampala, Uganda, 4Ministry of 
Health, Department of Epidemiology, Kampala, Uganda, 5University of California 
(UCSF), Global Health Sciences, San Francisco, United States, 6Infectious Diseases 
Institute College of Health Sciences Makerere University, Ugandan Academy 
for Health Innovaton and Impact, Kampala, Uganda, 7Univserity of Cambridge, 
Department of Public Health and Primary Care, Cambridge, United Kingdom 
Presenting author email: charlespcn@gmail.com

Background: To date, low-resource settings have no substantive method of dis-
closure of HIV-diagnosis for adolescents. The study objective was: to measure, 
characterize and use adolescents’ living with HIV (ALHIV) perspectives to derive a 
preferred method of disclosure of HIV-diagnosis among adolescents attending St 
Francis Hospital Nsambya Home Care, Kampala, Uganda.
Methods: A mixed method research design was used: a cross-sectional study was 
conducted among 341 randomly selected ALHIV using interviewer-administered 
questionnaires on sociodemographic and HIV-related characteristics. The relation-
ship between sociodemographic and HIV-related characteristics, and dependent 
variable ALHIV disclosure status was analyzed in univariate and logistic regression 
using odds ratios: 95 % confidence interval and p-value at 0.05. To explain the im-
portant quantitative results, we conducted six focus groups each of five purposively 
selected ALHIV, caregivers and health care providers, total 30 participants. The in-
terview guide had questions on “how disclosure of HIV-diagnosis ALHIV should be 
carried out?” We used line-by-line coding, labelled concepts from content, defined 
and developed categories based on their properties and dimensions to interpret the 
disclosure methods.
Results: Overall 341 ALHIV were enrolled: 51.2% females, mean age 15 years 
(SD+/-3yrs), 73.4% (248 of 338) who responded to disclosure questions, knew 
their HIV-diagnosis. Adolescents who knew their own HIV-diagnosis were: older 
(aOR 7.20, 95% CI: 3.58-14.51) p =0.000), orphans (aOR 2.5, 95% CI: 2.21 (1.15-
4.24)p =0.016), self-medicating (aOR 0.39, 95% CI: 0.16-0.92, p=0.03), and had 
attended adherence-related workshop (aOR 4.30, 95% CI: 2.17-8.53, p =0.000). 
The emerging themes on method of disclosure were: adolescent’s psychological age, 
address caregiver’s emotional readiness and a supportive by health care system.
Conclusions: The prevalence of ALHIV who knew their own HIV-diagnosis was high 
compared to the figures in other low-income countries. Factors favouring disclo-
sure were adolescent’s individual and facility level characteristics. Our findings sup-
port the following method of disclosing HIV-diagnosis to adolescents: the health-
care provider should screen the ALHIV for disclosure using: age, orphan-hood, 
self-medication, and attendance of adherence-related workshop. Then identify 
and address caregiver’s fears and communication skills, and the healthcare provider 
should be ready to support the disclosure process. 

TUPEB0463
First line antiretroviral treatment outcomes and durability  
in HIV-infected children treated through the universal coverage 
health program in Thailand
S. Teeraananchai1,2, T. Bunupuradah2, T. Puthanakit2,3,4, S.J. Kerr2,  
K. Ruxrungtham2,5, S. Chaivooth6, S. Bhakeecheep6, M.G. Law1,  
K. Chokephaibulkit7 
1Kirby Institute, University of New South Wales, Sydney, Australia, 2HIV-NAT, The 
Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 3Chulalongkorn University, 
Department of Pediatrics, Faculty of Medicine, Bangkok, Thailand, 4Research Unit 
in Pediatric Infectious Diseases and Vaccines, Chulalongkorn University, Bangkok, 
Thailand, 5Chulalongkorn University, Department of Medicine, Faculty of Medicine, 
Bangkok, Thailand, 6The HIV/AIDS, Tuberculosis and Infectious Diseases Program, 
National Health Security Office (NHSO), Nonthaburi, Thailand, 7Siriraj Hospital, 
Mahidol University, Department of Pediatrics, Faculty of Medicine, Bangkok, Thailand 
Presenting author email: sirinya.t@hivnat.org

Background: The universal coverage health care program (UC), managed by the 
National Health Security Office (NHSO) since the end of 2007, has been provid-
ing HIV treatment and care for more than 70% of the Thai HIV-infected popu-
lation. In 2014, 4,502 HIV children were receiving antiretroviral therapy (ART) 
through UC. We assessed the treatment outcomes on first-line antiretroviral ther-
apy (ART), and factors associated with switching regimen in HIV-infected children 
treated through the UC in Thailand.



ABSTRACT BOOK • www.iAS2017.ORg

Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July
Poster

Exhibition

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

264

Methods: Children aged <15 years at ART initiation who had been receiving ART 
for at least 6 months between 2008 and 2014 through UC were included in the 
analysis. The Kaplan-Meier method was used to estimate immunological recovery 
(IMR), immunologic failure (IMF) and virologic failure (VF). Cox models were used 
to assess predictors of IMR and VF. Competing risk models were used to assess 
factors associated with switching to a second-line regimen, with death considered 
as a competing risk.
Results: A total of 4,120 children initiated ART at a median (IQR) age of 9.3 (5.8-
12.0) years. The median duration of ART was 3.7 years with 17,950 person-years of 
follow up. 2,805 children achieved IMR and the probability of IMR increased to76% 
by 3 years after ART initiation. Among 1,054 children switched to second-line regi-
mens; 84% had VF and 19% had IMF. The cumulative rate of switching regimen 
increased from 4% to 20% from 1 to 3 years after treatment. Children aged ≥12 
years at ART initiation (≥ 12 vs 5-<9 years, aSHR 1.33, 95%CI 1.12-1.57), start-
ing with NNRTIs (NNRTIs vs PI years, aSHR 1.61, 95%CI 1.23-2.12), and baseline 
CD4% <10% (<10% vs ≥16%, aSHR 1.48, 95%CI 1.22-1.79) had an increased risk of 
switching to second-line regimens.
Conclusions: Children receiving ART through UC had good treatment outcomes, 
although a fifth required switching regimen by 3 years. Earlier treatment initiation 
and avoiding NNRTIs first-line regimens in high risk children may prevent treat-
ment failure. 

TUPEB0464
High proportion of virological failure and drug resistance among 
adolescents on first-line ART in Chiradzulu district, Malawi
B. Schramm1, A. Dublineau1, A. Rakesh2, T. Munyenyembe2, S. Nicholas1,  
J. Kandulu3, L. Salumu4, E. Pasquier4, R.N. Keango5, E. Poulet1, L. Serrano6,  
M. Peeters6, E. Szumilin4 
1Epicentre, Paris, France, 2Medecins Sans Frontieres, Chiradzulu, Malawi, 3Ministry of 
Health, Lilongwe, Malawi, 4Medecins Sans Frontieres, Paris, France, 5Medecins Sans 
Frontieres, Lilongwe, Malawi, 6Institut de recherche pour le développement-University 
of Montpellier, UMI 233, Montpellier, France 
Presenting author email: birgit.schramm@epicentre.msf.org

Background: Adolescent are a growing proportion of the HIV-infected popula-
tion in sub-Saharan Africa, mostly comprised of perinatally infected children who 
survived on ART. Nonadherence and drug resistance development are considered 
a particular challenge to this patient-group. We assessed virological response to 
first-line ART and drug resistance among adolescents receiving treatment in a 
decentralized HIV-programme supported by Médecins Sans Frontières in rural 
Chiradzulu District, Malawi. Routine VL monitoring was implemented in this pro-
gramme by end of 2013.
Methods: Between May-November 2016 a cross-sectional assessment was con-
ducted among HIV+ patients (10-19 years) receiving standard first-line ART for 
≥ 6 months. Participants were recruited from five decentralized health centers 
and the district hospital outpatient-clinic. Plasma viral load (VL) was assessed with 
SAMBA-VL test (semi-quantitative, 1000 HIV RNA copies/ml) and by quantita-
tive VL-method (Biocentric). Resistance-genotyping was performed if VL ≥500 
copies/ml, and sequences interpreted by Stanford algorithms for drug resistance 
mutations.
Results: 409 adolescents (median age 13 years, 57% females) were included af-
ter a median time of 6.7 years (IQR: 3, 14.3) on ART (85% AZT/3TC/NVP, 
10% TDF/3TC/EFV). One-hundred-and-twenty-nine (31.5%) had SAMBA VL 
detectable (≥ 1000 copies/ml), with a median CD4 of 552 cells/ml (IQR: 350, 
785) among virological failures and 776 (IQR: 636, 1029) among non-failures 
(p< 0.001), and 98% current clinical stage 1. Currently available resistance results 
(46/129) revealed 87% (40/46) dual drug-class resistance, 87% 3TC, 96% NVP 
and 76% EFV resistance (all major). Seventy-six percent remained susceptible to 
TDF, and 63% to AZT. Complete VL and resistance data will be presented.
Conclusions: Nearly one-third of adolescents on first-line ART had virological 
failure. Overall clinical condition was good, though CD4 counts were significantly 
lower among failures. Currently available resistance data indicate that most were on 
a failing regimen equivalent to a mono-therapy, requiring prompt switch to second-
line. Early and regular VL-monitoring and a robust once-per-day first-line should be 
considered to prevent major resistance accumulation in children and adolescents.

TUPEB0465
Reproductive health, social life and future plans of adolescents 
born with HIV: a case-control study in Thailand
L. Rolland-Guillard1,2, E. de La Rochebrochard2,3, W. Sirirungsi4, C. Kanabkaew5, 
D. Breton1,2, S. Le Coeur2,4,5 
1Strasbourg University, Demographic Institute of the University of Strasbourg, 
Strasbourg, France, 2Institut National d’Etudes Démographiques (INED), Paris, 
France, 3Paris-Sarclay University, Univ. Paris-Sud, UVSQ, CESP, INSERM, Villejuif, 
France, 4Faculty of Associated Medical Sciences, Chiang Mai University, Chiang Mai, 
Thailand, 5Institut de Recherche pour le Developpement (IRD), IRD174-PHPT, Chiang 
Mai, Thailand  

Background: Thanks to antiretroviral treatment (ART), perinatally HIV-infected 
children now survive into adolescence. This is a period when young people expe-
rience puberty, shape their sexual identity, initiate their own social life, and may 
experiment with sex. Several studies indicate pubertal delay in HIV-infected chil-
dren. However, few have compared the broad experience of adolescence among 
HIV-positive and HIV-negative youth. The aim of our analysis was to compare the 
reproductive health, social life and plans for the future of adolescents born with HIV 
with a matched control group from the general population.
Methods: We used data from the Teens Living with Antiretrovirals (TEEWA) 
survey carried out from March 2010 to July 2012 in Thailand among perinatally 
HIV-infected adolescents aged from 12 to 19, living in family settings. Adolescents 
completed a self-administered questionnaire focusing on family, schooling, repro-
ductive health and social life. Each adolescent born with HIV (Case) was matched 
on sex, age and place of residence with a randomly selected adolescent from the 
general population (Control). Descriptive analysis was stratified by age (above or 
below 15 years) and performed separately for boys and girls, using McNemar’s test 
for paired comparison.
Results: A total of 1,142 adolescents (571 pairs) were included in the analysis: 666 
(58.3%) girls and 476 (41.7%) boys. Compared to the controls, significantly fewer 
cases had experienced puberty before age 15 (p<0.001). At the time of the survey, 
they did not differ in terms of sex education, sexual intercourse, romantic relation-
ships or friendships. However, at all ages, cases were less likely to have plans for 
higher education (p=0.016), marriage (p=0.011) or parenthood (p<0.001).

 Boys Girls

 Cases 
<15 yrs

Controls 
<15 yrs

Cases 
≥15 yrs

Controls 
≥15 yrs

Cases 
<15 yrs

Controls 
<15 yrs

Cases 
≥15 yrs

Controls 
≥15 yrs

Experienced 
puberty 41.2% 64.0% 

(p<0.001) 79.2% 74.5% 
(p=0.411) 55.2% 82.6% 

(p<0.001) 93.1% 98.8% 
(p=0.013)

Had sex 
education 78.7% 82.3% 

(p=0.446) 89.2% 85.3% 
(p=0.433) 87.8% 87.8% 

(p=1.000) 95.7% 93.8% 
(p=0.467)

Had sexual 
intercourse 0.8% 0.8% 

(p=1.000) 15.7% 18.5% 
(p=0.439) 0.6% 0.6% 

(p=1.000) 7.5% 9.8% 
(p=0.317)

Had a boy/
girl friend 11.8% 15.4% 

(p=0.369) 30.4% 39.2% 
(p=0.149) 9.9% 16.3% 

(p=0.101) 38.8% 38.5% 
(p=0.908)

Hang out 
with friends 53.8% 50.7% 

(p=0.541) 78.0% 82.2% 
(p=0.433) 47.1% 51.7% 

(p=0.352) 70.0% 77.0% 
(p=0.172)

Plan for high 
education 31.6% 53.7% 

(p<0.001) 50.0% 67.7% 
(p=0.016) 49.4% 75.6% 

(p<0.001) 65.8% 86.3% 
(p<0.001)

Plan to marry 26.5% 41.2% 
(p=0.011) 17.7% 59.8% 

(p<0.001) 8.1% 22.1% 
(p<0.001) 17.4% 39.1% 

(p<0.001)
Plan to have 
children 15.4% 40.4% 

(p<0.001) 13.7% 57.8% 
(p<0.001) 5.2% 17.4% 

(p<0.001) 12.4% 34.8% 
(p<0.001)

[Characteristics: cases vs. controls differences]

Conclusions: As WHO is now recommending ART to all HIV-infected children, 
pubertal delay should be reassessed. For the current generation, additional coun-
selling and psychological support is needed to allow them envision a future with 
more options. 

TUPEB0466
A clinical and neuroradiological study of apathy  
in HIV-infected South African children
C.J. Wedderburn1, J.P. Fouche2, N.J. Phillips2, S.D. Lawn1, D.J. Stein2,3, J. Hoare2 
1London School of Hygiene & Tropical Medicine, Department of Clinical Research, 
London, United Kingdom, 2University of Cape Town, Department of Psychiatry and 
Mental Health, Cape Town, South Africa, 3MRC Unit on Anxiety & Stress Disorders, 
Cape Town, South Africa 
Presenting author email: catherine.wedderburn@gmail.com

Background: Apathy is a well-recognised neuropsychiatric symptom in adults with 
HIV, but there is no research on the phenomenology, neuropsychology and neu-
roimaging of this symptom in HIV-infected children. The aim of this study was to 
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examine apathy in HIV-infected children in South Africa and the association with 
HIV disease progression, cognition and white matter microstructure.
Methods: We investigated apathy in 76 perinatally HIV-infected children in South 
Africa aged 6 to 16 years, including 63 on antiretroviral therapy (ART) and 13 ART-
naïve slow progressors within a cross-sectional study design. We used the Children’s 
Motivation Scale (CMS) to assess apathy severity, a battery of validated neuropsy-
chological tests to assess cognition and diffusion tensor imaging (DTI) to examine 
white matter microstructure in specific frontostriatal regions-of-interest.
Results: CMS scores were associated with DTI metrics in specific brain regions us-
ing bivariate analyses including the anterior limb of the internal capsule, superior 
corona radiata and the cingulum. Fractional anisotropy, a measure of white matter 
microstructural integrity, in the anterior limb of the internal capsule remained a 
significant predictor of apathy when controlling for age, gender and ART use in 
multiple linear regression analyses (right side beta = -0.32, p=0.02; left side beta 
= -0.29, p=0.04). Children on ART exhibited less motivation than ART-naïve slow 
progressors (p=0.02), but CMS scores were not associated with laboratory markers 
of disease progression or cognition.
Conclusions: Apathy may be an important neurobehavioural symptom in perina-
tally HIV-infected children, and may reflect changes in white matter microstruc-
ture in specific frontostriatal brain regions. As growing numbers of perinatally 
HIV-infected children progress into adolescence and adulthood, long-term neuro-
psychological sequelae are becoming increasingly important and apathy may have 
implications in planning appropriate care. 

TUPEB0467
A study of non-disclosure and associated factors among 
perinatal HIV-infected children and adolescents in Bangkok, 
Thailand
W. Kingkaew1, S. Anugulruengkitt2,3, W. Jantarabenjakul2,3, S. Phonphithak1,  
N. Kasipong1, S. Bureechai1, S. Thamsala1, J. Sophonphan1, T. Bunupuradah1,  
T. Puthanakit1,2,3 
1The HIV Netherlands Australia Thailand Research Collaboration (HIV-NAT), The 
Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2Chulalongkorn University, 
Department of Pediatrics, Faculty of Medicine, Bangkok, Thailand, 3Chulalongkorn 
University, Research Unit in Pediatric Infectious Diseases and Vaccines, Faculty of 
Medicine, Bangkok, Thailand 
Presenting author email: waraporn_k@trcarc.org

Background: Disclosure of HIV status to children is essential for disease manage-
ment but is not well characterized in resource-limited setting. This study aimed to 
describe the prevalence of disclosure/non-disclosure and associated factors of non-
disclosure in a cohort of perinatal HIV-infected children and adolescents.
Methods: We conducted a cross-sectional study of HIV disclosure status in all peri-
natal HIV-infected children age ≥ 6 years at HIV-NAT, the Thai Red Cross AIDS 
Research Centre, Bangkok, Thailand. HIV disclosure status of each child and care-
giver were collected by pediatricians by interview children and their caregivers in 
each scheduled clinic visits during January-December 2016. Descriptive statistics 
and disclosure prevalence were calculated. Univariate analysis and multivariate lo-
gistic regression were performed to assess the association of non-disclosure.
Results: Two hundred thirty six children were enrolled, current median (IQR) age 
was 18.5 (15.8-20.6) years, 51.6% were female, median CD4 was 663 (491-917) 
cells/mm3. Two hundred thirty four (99%) children were using antiretroviral therapy 
and 78% had plasma HIV RNA <50 copies/ml. One hundred fifty four (65%) chil-
dren had at least 1 of parents alive and 33 (14%) live in orphanage house. 
Prevalence of HIV disclosure was 91% (214/236). Median age at disclosure was 12.1 
(10.7-13.7) years. Twenty two (9%) children were HIV non-disclosure. The reasons 
of non-disclosure were caregiver felt that the child is too young 10 (45%), child had 
delayed cognitive development (i.e. from HIV encephalopathy) 9 (41%), caregiver 
is not ready to disclose i.e. not know how to do 2 (9%), and caregiver fear of HIV 
stigma 1 (5%).
In multivariate regression, factors associated with non-disclosure were age ≤15 
years (aOR 22, 95%CI 6.8-70.9, p<0.001), and living in orphanage vs. community 
(aOR 6.5, 95%CI 1.6-25.7, p=0.01). Other variables such as parent alive and cur-
rent CD4 were not significantly associated with non-disclosure.
Conclusions: One-tenth of perinatal HIV-infected children and adolescents were 
non-disclosure in our pediatric cohort. Younger age and living in orphanage were 
significantly associated with non-disclosure. Health care provider should give more 
psychosocial support to these children and caregiver in disclosing process. 

TUPEB0468
Behavioral and mental health outcomes in the Cape Town 
Adolescent Antiretroviral Cohort
J. Hoare1, N. Phillips2, J. Joska2, L. Myer2, H. Zar2, D. Stein2 
1University of Cape Town, Department of Psychiatry, Groote Schuur Hospital, Cape 
Town, South Africa, 2UCT, Cape Town, South Africa 
Presenting author email: hoare.jax@googlemail.com

Background: The impact of HIV together with antiretroviral therapy (ART) on long 
term mental health in perinatally infected children has not been well studied.
Methods: The aim of this study was to comprehensively investigate a wide range 
of mental health outcomes including depression, anxiety, attention deficeit hyper-
activity disorder, apathy, disruptive behaviour and functional competence in peri-
natally infected adolescents stable on ART as part of a prospective cohort study, 
the Cape Town Adolescent Antiretroviral Cohort. 204 perinatally HIV-infected 
adolescents (mean age 10.38 years; mean duration of ART 9.11 years; mean CD4 
952 cells/mm3; mean viral load of 5205 cells/mL ) and a convenience sample of 
44 uninfected matched controls aged 9 to11 years were studied. The Beck Youth 
Inventories, Children’s Motivation Scale, Conner’s Parent’s Rating Scale, Child 
Behaviour Checklist and Columbia Impairment scale were administered by trained 
mental health study staff.
Results: The HIV infected group of adolescents were more likely to have had re-
peated grades at school, caregiver depression, the loss of both biological parents 
and shorter stature. HIV infected adolescents had poorer functional competence 
(p=.006), self concept (p=.009), motivation (p=.000), and higher levels of depres-
sive (p=.003) and ADHD symptoms (p=.018), compared to uninfected controls. 
HIV infected adolescents also had higher rates of clinically significant anger and 
disruptive behaviour (p=.047 and p=.00) Within the HIV infected group the loss 
of both biological parents was associated with higher levels of disruptive behaviour 
(p=.08).
Conclusions: HIV-infected adolescents well controlled on ART have poorer mental 
health and functional competence with potential impact on learning, school perfor-
mance and adult health. 

TUPEB0469
Psychiatric disorders among HIV-infected adolescents  
in Montreal, Canada
F. Kakkar1, S. Valois1, V. Lamarre1, C. Renaud2, N. Lapointe3 
1CHU Sainte-Justine, University of Montreal, Infectious Diseases, Montreal, Canada, 
2University of Montreal, Microbiology and Immunology, Montreal, Canada, 3CHU 
Sainte-Justine, University of Montreal, Immunology, Montreal, Canada 
Presenting author email: fatima.kakkar@umontreal.ca

Background: The incidence of psychiatric disorders among perinatally HIV infected 
children who are on effective antiretroviral therapy (ART) is not well known, de-
spite the neurotropic effects of the virus, and concerns about the potential ART 
associated neurotoxicity. The objective of this study was to document the incidence 
of psychiatric disorders among perinatally HIV infected children in Montreal.
Methods: Clinical records and the database of the Centre Maternel et Infantile 
sur le SIDA (CMIS) (Montreal) cohort (1988-2015) were reviewed to identify all 
children who were diagnosed with a psychiatric disorder according to DSM IV cri-
teria. Patients were excluded if they were followed at CMIS less than 5 years, were 
non-perinatally infected, were less than 13 years of age at the time of study, or died 
before the age of 18.
Results: Out of a total of 184 HIV infected children followed at CMIS, 93 met 
the inclusion criteria. Of these, 8.6% were diagnosed with a psychiatric disorder 
(psychoses with hallucinations=2, psychosis without hallucinations=1, major depres-
sion with suicide attempt=2, major depression without suicide attempt, n=3). Mean 
age at psychiatric diagnosis was 14 (range 10-17 years). The majority (62.5%) were 
on effective ART at the time of their diagnosis, with sustained viral suppression. 
There was a higher proportion of psychiatric diagnosis among children born during 
the era of cART availability (2000-2014), vs. those for whom only sequential ART 
was available (1980-2000) (14% vs. 8.2%), though not statistically significant. The 
overall incidence of psychosis (4.3%) and suicide (2.1%) was higher that reported in 
the general Canadian population of adolescents (0.5% and 0.001% respectively).
Conclusions: In this cohort of perinatally infected children, the incidence of psy-
chiatric disorders was 8.6% in adolescence, and appears significantly higher than 
among the general population of Canadian adolescents. These findings and specific 
causative factors need to be confirmed in larger studies. 
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TUPEB0470
Children and HIV in Nigeria: prevalence, patterns and 
correlates of emotional and behavioral comorbidity
O. Adejumo1, K. Malee2, S.J. Hunter3, R.E. Oladokun4, B. Brown4,  
O. Omigbodun1,5, A. Ogunniyi6, K. Robertson7, B. Taiwo8 
1Centre for Child and Adolescent Mental Health, University of Ibadan, Ibadan, Nigeria, 
2Feinberg School of Medicine, Northwestern University, Department of Psychiatry 
and Behavioral Sciences, Chicago, United States, 3Pritzker School of Medicine, 
Biological Sciences Division, University of Chicago, Dept of Psychiatry and Behavioral 
Neuroscience, Chicago, United States, 4College of Medicine, University of Ibadan, 
Department of Paediatrics, Ibadan, Nigeria, 5College of Medicine, University of 
Ibadan, Department of Psychiatry, Ibadan, Nigeria, 6University of Ibadan, Department 
of Medicine, College of Medicine, Ibadan, Nigeria, 7University of North Carolina, 
Department of Neurology, Chapel Hill, United States, 8Feinberg School of Medicine, 
Northwestern University, Division of Infectious Diseases, Center for Global Health, 
Chicago, United States 
Presenting author email: radejumo@yahoo.com

Background: With effective treatment, children with perinatally acquired HIV 
are reaching adolescence and adulthood in increasing numbers. Emotional and 
behavioural problems (EBPs) are observed among children and adolescents with 
perinatally-acquired HIV infection (paHIV youth) across cultures. We character-
ized EBPs and their correlates in a cohort of paHIV youth in South-West Nigeria, in 
comparison to a non-infected, unexposed (HUU) group.
Methods: Data were collected from 102 paHIV and 101 HUU at entry into the 
Ibadan Cohort Study on NEUROAIDS in Children (ICONIC), a longitudinal co-
hort (aged 8 to 15 years) at the University College Hospital, Ibadan. The paHIV 
and HUU groups had similar age and socioeconomic status, and resided in two 
communities within Ibadan. EBPs, defined as borderline and/or clinically signifi-
cant problems on the caregiver-reported Child Behavior Checklist (CBCL) were 
assessed using age-and gender-standardized norms from the CBCL multicultural 
supplement. Clinical and sociodemographic variables were obtained using a struc-
tured parent interview and patient records and caregiver depression was assessed 
using the Centre for Epidemiological Studies Depression Scale Revised (CESD-R). 
CBCL problem and syndrome scale mean scores were compared using independent 
t tests, and univariate and multivariate analyses of EBP correlates were conducted 
with logistic regression.
Results: Among paHIV youth, 10.8% had EBPs in the borderline or clinical range, 
compared to 3.9% of comparison youth (p=0.014). Significant differences were 
detected in the Attention problems and Aggressive Behaviour subscales (7.8% vs 
1.0%, p=0.001) and (12.7% vs 2.0%, p<0.001) for paHIV and HUU respectively. 
Compared to paHIV youth between 8 and 11 years (N=76/102), more of those 
above 11 years (N=26/102) had Social Problems (19.2% vs 3.9%; p=0.024) and 
Thought Problems (15.4% vs 2.6%; p=0.036). Among biomedical and psychoso-
cial variables, caregiver depression only was associated with CBCL Total Problem 
Scores in the borderline and clinical range for paHIV youth (OR 1.1, 95% CI 1.02-
1.14; p=0.013).
Conclusions: EBPs, especially externalizing problems, are more prevalent among 
paHIV than HUU children in Nigeria and are associated with caregiver depression. 
With ongoing access to cART, paHIV children in Nigeria require comprehensive 
health care, early diagnosis of existing EBPs, and family focused, evidence-in-
formed mental health treatment and prevention programmes. 

TUPEB0471
A diagnostic prediction model for tuberculosis treatment 
decision in smear and Xpert-negative HIV-infected children
O. Marcy1,2, M. Tejiokem3, N.L. Nguyen4, B. Nacro5, V. Ung6, L. Borand2,  
P. Msellati7, G. Carcelain8, S. Godreuil9, S. Blanche10, C. Delacourt11,  
ANRS 12229 PAANTHER 01 Study Group 
1Université de Bordeaux, Bordeaux Population Health - Centre Inserm U1219, 
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et de Santé Publique, Yaoundé, Cameroon, 4Pham Ngoc Thach Hospital, Ho Chi 
Minh City, Vietnam, 5Centre Hospitalier Universitaire Souro Sanou, Bobo-Dioulasso, 
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Malades, APHP, Service de Pneumologie et d’Allergologie Pédiatriques, Paris, France 
Presenting author email: oliviermarcy@gmail.com

Background: WHO recommends assessing for tuberculosis HIV-infected children 
presenting with fever, cough, weight loss, or contact history. Tuberculosis diagnosis 
is very challenging in this population where microbiological confirmation is seldom 

reached. We aimed to develop a diagnostic model for tuberculosis treatment deci-
sion in smear and Xpert MTB/RIF (Xpert)-negative HIV-infected children.
Methods: HIV-infected children aged ≤13 years with a suspicion of tuberculo-
sis were enrolled in the ANRS 12229 PAANTHER 01 study in Burkina Faso, 
Cambodia, Cameroon, and Vietnam. Children underwent full medical history and 
clinical assessment, bacteriological samples for smear microscopy, Xpert, and cul-
ture, chest radiograph (CXR), and abdominal ultrasound (AUS). The NIH classifi-
cation was used as reference standard considering both confirmed and unconfirmed 
tuberculosis. We developed a multivariable prediction model for tuberculosis diag-
nosis in Xpert and smear-negative children, using logistic regression with a 0.15 sig-
nificance threshold. We assessed area under the receiver operating characteristics 
curve (AUROC) of the model.
Results: Of 438 children enrolled, 53 were Xpert or smear-positive and 385 were 
considered in this analysis. Of these, 310 had full data available for all predictors, in-
cluding 170 classified as tuberculosis. Hemoptysis (OR 5.39; 95%CI 0.95 - 30.76), 
sleep disorder >2 weeks (OR 2.84; 95%CI 1.02 - 7.93), fever >2 weeks (OR 3.45; 
95%CI 1.95 - 6.09), contact with smear-positive tuberculosis (OR 10.61; 95%CI 
2.10 - 53.70), tachycardia (OR 2.99; 95%CI 1.05 - 8.53), abdominal distension 
(OR 1.91; 95%CI 0.87 - 4.21), alveolar opacities (OR 2.84; 95%CI 1.60 - 5.05), 
miliary or macronodules (OR 2.30; 95%CI 0.88 - 6.03), and lymphadenopathies 
on CXR (OR 2.30; 95%CI 1.28 - 4.13), and abdominal lymphadenopathy on AUS 
(OR 5.67; 95%CI 2.85 - 11.27) remained in the model (AUROC 0.842). Selecting 
an individual probability threshold of 0.460, sensitivity of the model was 75.7% and 
specificity 66.9%.
Conclusions: A model integrating easily collectable signs and symptoms, CXR and 
AUS findings has good predictive performance for tuberculosis diagnosis in children 
without immediate microbiological confirmation by smear microscopy and Xpert. It 
could be used as manual or automated diagnostic score to help prompt tuberculosis 
treatment decision in these children. Internal and external validation is needed to 
refine the model. 

TUPEB0472
Human genomic DNA concentration is significantly reduced 
among children and adolescents on antiretroviral therapy
C. Onwuamah1, D. Idowu2, R. Aworunse2, P. Odeigah2 
1Nigerian Institute of Medical Research, Human Virology Laboratory, Lagos, Nigeria, 
2University of Lagos, Department of Cell Biology and Genetics, Lagos, Nigeria 
Presenting author email: chikaonwuamah@yahoo.com

Background: Documented adverse effect of antiretroviral therapy (ART) include 
incorporation into chromosomal DNA, loss of heterozygosity, altered cell cycles, 
centrosomal amplification and aneuploidy, these increases genomic instabil-
ity. Genomic instability has been implicated in several cancers and among HIV-
positives, cancer indices are higher than in the general population. Can increased 
genomic instability induced by ART exposure be implicated? We thus determined 
human genomic DNA concentration and damage among children/adolescents ex-
posed to ART to ascertain if genomic instability is increased.
Methods: We obtained ethical approval and informed consent. Study groups in-
clude HIV-negative children presenting for other illness (control group), children 
born to HIV-positive women exposed to ART possibly in utero and/or via PMTCT 
(exposed group), and HIV-positive children/adolescents on ART (therapy group). 
Human genomic DNA was extracted from venous blood. DNA concentration and 
damage (fragmentation and nicks) was quantified using fluorometric methods. 
Glutathione S-transferase (GST) T1 and M1 genotypes, crucial for xenobiotics de-
toxification, were determined by PCR. Kruskal-Wallis statistical test was used.

Variables Options Control 
(n=26)

Exposed 
(n=71)

Therapy 
(n=46)

Time on ART Median 
(Months) - 8.0 

(IQR: 7.0 - 9.0)
74.0 

(IQR: 26.0 - 90.0)

T1 Genotype& Homozygote/
Heterozygote 10 (38.5%) 30 (42.3%) 25 (54.3%)

 Null 15 (57.7%) 37 (52.1%) 20 (43.5%)

M1 Genotype& Homozygote/
Heterozygote 16 (61.5%) 58 (81.7%) 29 (63.0%)

 Null 9 (34.6%) 9 (12.7%) 16 (34.8%)

#DNA Content Median 
(µg/mL)

10.0 
(IQR: 6.9 - 23.4)

10.3 
(IQR: 7.7 - 13.7)

3.7 
(IQR: 2.6 - 6.3)

#Intact DNA % 74.2 
(IQR: 40.4 - 100.0)

100.0 
(IQR: 100.0 - 100.0)

100.0 
(IQR: 100.0 - 100.0)

Un-nicked DNA % 88.3 
(IQR: 38.0 - 98.9)

79.7 
(IQR: 36.8 - 91.4)

82.8 
(IQR: 67.5 - 90.0)

#Statistically Significant; &One, four and one participants’ PCR failed and thus not determined for 
control, exposed and therapy groups respectively

[Table 1: Group values for different variables]
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Results: Proportions of T1 and M1 null genotypes was varied (Table 1). DNA con-
centration analyzed by time on ART was significant (p=0.0001), becoming greatly 
reduced after >24 months on ART. Without correction, T1 null genotype had signif-
icantly lower DNA concentration (p=0.043) among the therapy group. Thereafter, 
we compared DNA concentration by GST genotypes, weighting for time on ART. 
Among the exposed group, M1 null genotypes (3.7µg/mL; p<0.0000) had lower 
DNA concentration while the T1 null genotypes had higher DNA concentration 
(10.3µg/mL; p=0.013). Conversely among the therapy group, the T1 null genotype 
(3.5µg/mL; p<0.0000) had lower DNA concentration. 
Conclusions: Human genomic DNA concentration was significantly reduced 
among HIV-positive children/adolescents on ART compared to HIV-negative ART-
naïve children and those children with minimal ART exposure. The possible effect of 
GST-T1 and M1 genotypes on DNA concentration needs to be clarified. 

TUPEB0473
Describing the continuum of care in young adults who transition 
from adolescent to adult care
B. Castelnuovo, F. Mubiru, R. Musomba, S. Nakalema, A. Twimukye, A. Kiragga 
Infectious Diseases Institute, Research, Kampala, Uganda 
Presenting author email: bcastelnuovo@idi.co.ug

Background: In sub-Saharan Africa there is an increasing number of adolescents 
and young adults entering care due to reduction of mortality in HIV positive in-
fants, and high incidence of new infections in this age group. We aimed to investi-
gate the continuum of care in young adults (18-25 years).
Methods: We included all patients 18-23 years (to allow 2-years follow-up) at enrol-
ment at the Infectious Diseases Institute, Kampala, Uganda, from 2010 to 2014. 
We describe the number of patients who were lost along the steps of the cascade 
1) enrolment 2) CD4-count measurement 3) ART assessment (reception of CD4 
count) 4) Follow up stratified by ART eligibility. We carried out survival analysis for 
time to being lost to program (LTP) at any stage by gender, WHO stage and ART 
eligibility. We performed Cox regression analysis to identify patients at the highest 
risk to be LTP defined as being dead or not have returned to the clinic for >90 days.
Results: . 907 young adults were enrolled in care, 784 (82.47%) female, median 
age 21 years (IQR: 20-22), 26.9% were in WHO stage 3&4, median CD4 count at 
enrolment was 400 cells/µL (IQR 170-612). A total of 260 were LTP (see figure).

[Retention in care in young adults]

In survival analysis we did not find any difference in LTP by gender and ART eligibil-
ity; the probability was higher in patients in WHO stage 3&4 as compared to 1&2 
(0.52, CI:0.14-0.64 versus 0.31, CI:0.26-0.36, P< 0.001). Similarly in the mul-
tivariate analysis we found that the only risk factor associated with LTP was WHO 
stage 3&4 (adjusted HR: 1.72 (CI: 1.32-2.26, P< 0.001).
Conclusions: One quarter of young adults, especially those presenting in advance 
stage of disease were LTP; there is need for tracking studies to evaluate the true 
viral status of LTP in this group since it is likely that deaths were underestimated. 

TUPEB0474
Transition of perinatally HIV-infected adolescents into  
adult care: lessons learned and new challenges
F.K. Ndiaye1, H. Mbodj1, S. Diop2, M.B. Diallo2, N.A. Ndiaye3, A. Diop1,  
C. Cames4, A. Diack1 
1Centre Hospitalier National d’Enfants Albert Royer, Dakar, Senegal, 2Centre 
Hospitalier Universitaire de Fann, Service des Maladies Infectieuses et Transmissibles, 
Dakar, Senegal, 3Centre Hospitalier Universitaire de Fann, Centre Regional de 
Recherche et de Formation à la Prise en Charge Clinique, Dakar, Senegal, 4Institut de 
Recherche pour le Developpement, Montpellier, France 
Presenting author email: fknsamb@yahoo.fr

Background: With improvements in antiretroviral (ART) access, a growing popula-
tion of perinatally HIV-infected adolescents go through adulthood. Adolescents 
should start the transition into adult care around 15 years of age. This transition 
raises concerns of retention in care and long-term adherence to ART. From 2011 to 
2016, a transition support process (TSP) was implemented in a pediatric HIV hos-
pital in Dakar. We described retention in care and changes in virologic suppression 
(VS) in patients who received TSP or a standard transition process (STP).
Methods: Perinatally HIV-infected adolescents ≥15 year-old, on ART, and au-
tonomous in their care were identified for transition into adult care. Patients were 
referred to TSP or STP according to their own preference. STP consisted of prep-
aration sessions in the pediatric hospital followed by direct transfer to the adult 
care facility. For patients receiving TSP, transfer to adult care was preceded by a 2 
year-period of joint visits with a physician and the attending pediatrician, as well as 
community support groups.
Results: Of 47 adolescents eligible for transition, 32 consented to enter the TSP. 
For those opting for the STP, 4 were pregnant, 3 about to start university and 8 
were at an advanced age who had previously refused to enter transition (Table 1). 
Patients in both groups remained in care during the study. The percentage of VS 
patients at the end of transition increased following TSP (p=0.01) and those with 
VS at enrollment maintained it at the end of the process. By contrast, the rate of 
VS decreased in patients receiving the STP. 

Characteristics TSP n=32 STP n=15
Female, % 39 80
Age in years, (median IQR) 18.3 (17.1-19.7) 20.4 (18.4-22.1)
Age at HIV disclosure in years, (median IQR) 15.9 (14.5-17.5) 16.3 (15.3-18.0)
VS patients at enrollment, % 61 73
VS patients at exit, % 81 60
Transition duration in months, (median IQR) 27.1 (17.3-39.7) 6.5 (5.7-7.6)

[Table 1: Characteristics of HIV-infected Senegalese adolescents enrolled in a transition 
process.]

Conclusions: We report encouraging results suggesting TSP helps maintain and 
possibly improves VS in adolescents transitioning into adult care. However, late 
HIV disclosure, and reluctance to leave their pediatrician, dramatically delayed 
transition in many adolescents. Transition should be tailored to fit the adolescents’ 
specific needs, including early pregnancy prevention and monitoring. 

TUPEB0475
Sexual satisfaction: determining unique clinical needs  
of the first generation of young women living with HIV since 
childhood through the Canadian HIV Women’s Sexual and 
Reproductive Health Cohort Study (CHIWOS)
A. Underhill1, V.L. Kennedy1, J. Brophy2, M. Loutfy1,3, W. Wu1, A. Carter4,  
K. Proulx-Boucher5, K. Webster4, A. de Pokomandy5, A. Kaida4, on behalf  
of the CHIWOS Research Team 
1Women’s College Hospital, Women’s College Research Institute, Toronto, Canada, 
2The Children’s Hospital of Eastern Ontario, Department of Pediatrics, Ottawa, 
Canada, 3University of Toronto, Faculty of Medicine, Toronto, Canada, 4Simon Fraser 
University, Vancouver, Canada, 5McGill University Health Centre, Montreal, Canada 
Presenting author email: jbrophy@cheo.on.ca

Background: The profiles of young women living with HIV are becoming more 
diverse, now including those with HIV since childhood (YWLHC) and those who 
acquired HIV in late adolescence/early adulthood (YWLH). Clinicians are tasked 
with identifying the unique needs of YWLHC compared to YWLH, including their 
sexual and reproductive health (SRH) needs. We aimed to identify if YWLHC dif-
fered from YWLH regarding sexual satisfaction and pleasure.
Methods: Baseline data from CHIWOS were used (n=1425). Women between 18 
and 29 who responded yes (YWLHC, n=38) or no (YWLH, n=94) to an item in-
quiring if they had received pediatric HIV care were included in the analysis (total 
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n=132). Sexual satisfaction was measured amongst all participants using 6 items 
from the Sexual Satisfaction Analysis scale (scores ranged from 6-30, higher=more 
satisfaction). Additional items measured the importance of sexual activity, pleasure 
from sexual activity in the past month, and sexual relationship satisfaction (SRS) 
in the past month (exclusive to participants who reported sexual activity in past 6 
months). Bivariate analyses and linear regression were used to compare the sexual 
outcomes between groups.
Results: YWLHC were younger (median=22.5 years, IQR 21-25) than YWLH (me-
dian=26, IQR 23-28, p< .001). Most YWLHC (92%) and YWLH (95%) had expe-
rienced consensual sex. Ratings of sexual satisfaction were similar in both groups, 
and low (median=18.5 for YWLHC; median=20 for YWLH, p=0.15). No statisti-
cally significant differences were found regarding the importance of sexual activ-
ity, pleasure from sexual activity, or SRS. 69% of YWLHC and 63% of YWLH felt 
sexual activity was somewhat/very important, 53% of YWLHC and 50% of YWLH 
usually/always felt pleasure, and 94% of YWLHC and 85% of YWLH were very/
somewhat satisfied in their sexual relationship.
Conclusions: While previous literature has captured the unique clinical needs of 
YWLHC, our findings suggest YWLHC may mirror YWLH in terms of sexual satis-
faction and sexual pleasure. Although overall sexual satisfaction appears to be low, 
this may be related to lower levels of recent sex given particpants’ reports of high 
SRS in the past month. This is an important clinical consideration as we support the 
SRH of all women living with HIV. 

Epidemiology and Modeling of the HIV Epidemic

TUPEC0725
Late presentation of HIV infection in the country of Georgia: 
2012-2015
N. Dvali1, N. Chkhartishvili1, O. Chokoshvili1, N. Bolokadze1, M. Tsinstadze1,  
L. Sharvadze1,2, P. Gabunia1, A. Abutidze1, T. Tsertsvadze1,2 
1Infectious Diseases, AIDS and Clinical Immunology Research Center, Tbilisi, Georgia, 
2Ivane Javakhishvili Tbilisi State University (TSU), Tbilisi, Georgia 
Presenting author email: nc@aidscenter.ge

Background: Late presentation for HIV care has important individual and popula-
tion implications. The objective of this study was to explore the problem of late 
presentation in the country of Georgia.
Methods: Data on adult persons newly diagnosed with HIV in Georgia between 
2012 and 2015, where extracted from the national AIDS Health Information 
System. Late presentation was defined as a person diagnosed with HIV with a CD4 
count <350 cells/mm3 or an AIDS defining illness regardless of the CD4 count. 
Late presentation with advanced disease was defined as a person diagnosed with 
HIV with a CD4 count <200 cells/mm3 or an AIDS defining illness, regardless of 
CD4 cell count. Mortality rates were calculated as number of events divided by the 
number of total person-years of follow-up.
Results: A total of 1987 persons were included in the analysis, among them 509 
(25.6%) were women, 1260 (63.4%) were classified as late presenters and 870 
(43.8%) as late presenters with advanced disease. Women and men had simi-
lar prevalence of late presentation (64.2% and 63.1% respectively, p=0.65). 
The proportion of late presenters declined from 71.1% in 2012 to 55.5% in 2015 
(p<0.0001); presentation late with advanced disease decreased from 56.6% in 
2012 to 34.5% in 2015 (p<0.0001). Late presentation was most common among 
people who inject drugs (77.7%). Overall 186 patients died over the studied period. 
Mortality was higher both among late presenters (6.74 per 100 person-years vs. 
1.08 per 100 person-years, p<0.0001) and late presenters with advanced disease 
(8.93 per 100 person-years vs. 1.34 per 100 person-years, p<0.0001).

[Late presentation in Georgia: 2012-2015]

Conclusions: High prevalence of late presentation in Georgia reflects insufficien-
cies in HIV testing services. Better testing strategies are needed to improve earlier 
diagnosis and disease outcomes. 

TUPEC0726
HIV-1 viral control in a large cohort of African adults  
with incident HIV infection
K. Wall1, W. Rida2, E. Ruzagira3, S. Lakhi4, E. Karita5, M. Inambao6, E. Sanders7,  
O. Anzala8, E. Hunter9, A. Kamali3, S. Allen9, J. Tang10, P. Fast11, J. Gilmour11,  
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Presenting author email: kristin.wall@gmail.com

Background: Few HIV-infected persons are able to maintain viral replication at 
low levels without therapeutic intervention. We report on a large cohort of African 
adults with incident HIV infection, describing viral control, subsequent loss of con-
trol, and evaluating predictors of control.
Methods: Volunteers from well-defined HIV-incidence cohorts in Kenya, Rwanda, 
South Africa, Uganda, and Zambia joined an HIV+ cohort within one year of their 
estimated date of infection (EDI). Plasma viral load (VL) was measured and an-
tiretroviral treatment (ART) history was taken monthly for 3 months post EDI, 
quarterly for 2 years, and every 6 months thereafter. Viral subtyping was based on 
pol sequencing. Viral control was defined as ≥2 consecutive VL ≤2,000 copies/mL 
beyond 74 days post-EDI with no subsequent, consecutive visits with VL >2,000 in 
the absence of ART. Plasma from volunteers was tested for ART if their VL dropped 
to ≤2,000 copies/mL but they self-reported no ART use. Multivariable logistic re-
gression characterized predictors of viral control.
Results: Of 590 volunteers, 44 (7%) experienced viral control and 68 (12%) con-
trolled but later lost control. Median ART free follow-up time since EDI was 3·7 
years (range: 31·0 days to 9·7 years). Factors associated with control were HIV-1 
subtype A versus C infection (adjusted odds ratio [aOR]: 3·1 [95%CI: 1·4-7·0]) and 
having the human leukocyte antigen (HLA) class I variant B*57 (aOR: 3·7 [1·6-
8·1]). Women (aOR: 2·6 [1·2-5·9]) and men who have sex with men (aOR: 2·8 [1·1-
7·1]) were also more likely to control versus heterosexual men. These associations 
persisted when excluding controllers who later lost control.
Conclusions: We confirm associations with HLA type and viremic control, and 
demonstrate novel, strong associations between control and infecting viral subtype 
and sex/HIV risk group, even after controlling for demographics and host genetics. 
Our work builds on increasing evidence that HIV-1 infecting subtype has an impact 
on transmission and disease course, and this may be relevant for the development of 
vaccines, therapeutics, and other new prevention technologies. 

TUPEC0727
Late Presentation Among Patients with Human 
Immundeficiency Virus Infection in Turkey
H. Kumbasar Karaosmanoglu1, B. Mete2, D. Yildiz Sevgi3, F. Sargin4,  
O. Altuntas Aydin1, A. Gunduz3, B. Durdu5, S. Bolukcu5, I. Dokmetas3,  
F. Tabak2, ACTHIV-IST (Action Against HIV in Istanbul) 
1Bakırkoy Dr. Sadi Konuk Training and Research Hospital, Istanbul, Turkey, 2Istanbul 
University Cerrahpasa Medical Faculty, Istanbul, Turkey, 3Sisli Hamidiye Etfal Training 
and Research Hospital, Istanbul, Turkey, 4Istanbul Medeniyet University Goztepe 
Training and Research Hospital, Istanbul, Turkey, 5Bezm-i Alem University, Istanbul, 
Turkey 
Presenting author email: drhayat1@hotmail.com

Background: Turkey is among low-prevalance countries in Europe in HIV infec-
tion. The characteristics of late presentation among HIV-positives have not been 
previously studied. We aimed to analyze the status of late presentation among HIV-
positive patients in Turkey.
Methods: The HIV-positive patients were enrolled in this study by ACTHIV-IST 
(Action against HIV in Istanbul) Study Group, which consists of five centers to 
follow up HIV-positive patients in Istanbul. Demographic data including age, sex, 
transmission routes, education level, marital status, and history of imprisonment, 
CD4+ counts, and HIV RNA were collected from medical records. Late presenta-
tion was defined as presentation for care with a CD4 count below 350 cells/ml 
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or presentation with an AIDS-defining event, regardless of the CD4 cell count. 
Advanced HIV disease was defined as presentation for care with a CD4 count be-
low 200 cells/mm3 or presentation with an AIDS-defining event, regardless of the 
CD4 cell count
Results: The cohort included 1,673 patients (1440 male, median age was 35 years). 
The characteristics of the patients were given in Table 1. Among them, 847 (50.6%) 
had an early diagnosis, with a CD4 count of more than 350 cells/mm3. The remain-
ing 826 were late-presenters (Table 2). Among late presenters, 427 (25.5% of all, 
51.7% of late presenters) presented with advanced HIV disease. 
The characteristics of late and non-late, “early” presenters are given in Table 2. Late 
presenters were more elderly and less educated. The gender seemed comparable 
between groups. Late presenters were more likely among married patients. Early 
presenters were more likely among homosexuals, those diagnosed on screening 
studies, and in lower HIV-RNA viral load category. There has been a trend in de-
creasing late presenters in 2011-2016 when compared to 2003-2011 period.
Conclusions: In our cohort, those presented late were more elderly, less educated, 
married and had heterosexual intercourse. 
Efforts to reduce the proportion of late presentation are essential for almost every 
country. The countries should identify the risk factors of their late presenters and 
should use targeted public health interventions to improve early diagnosis and pre-
sentation for HIV care. Improvements in HIV testing policies, emphasizing vulner-
able groups are crucial. 

TUPEC0728
Determination of AIDS- and non-AIDS-related causes of death 
reported in death certificates as compared to physicians’ reviews 
in a tertiary referral hospital in Vancouver, British Columbia
A.C. Ulloa Baez1, M. Pedromingo2, C. Stanley3, S. Stone3, S. Guillemi1,3, B. Yip1, 
W. Zhang1, V. Dias Lima1,4, N. Gataric1, R. Dutta1, R. Barrios1,5, J.S.G. Montaner1,4 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2Nuestra Señora de 
Sonsoles Hospital, Ávila, Spain, 3John Ruedy Immunodeficiency Clinic, Vancouver, 
Canada, 4University of British Columbia, Faculty of Medicine, Department of 
Medicine, Division of AIDS, Vancouver, Canada, 5University of British Columbia, 
Faculty of Medicine, School of Population and Public Health, Vancouver, Canada 
Presenting author email: aulloa@cfenet.ubc.ca

Background: Reliability of death certificates in Vancouver, British Columbia (BC) 
for assessing causes of death (CoD) for HIV-infected individuals remains uncer-
tain. We examine the reliability of underlying CoD as reported in death certifi-
cates for individuals enrolled in a hospital-based immunodeficiency clinic (IDC) in 
Vancouver, BC.
Methods: All deaths occurring between 01-Jan-2004 and 31-Dec-2015 for HIV-
infected individuals aged ≥19 years enrolled in the IDC were included in the study. 
Patients’ medical histories were obtained from the clinic’s database and individual 
medical records. Underlying CoD were obtained from BC’s Vital Statistics Agency, 
which registers all deaths in the province. Two physicians, using patients’ medical 
histories, independently reviewed CoD; these were then adjudicated and recorded 
utilizing a previously validated algorithm. Agreement rate was assessed for AIDS-, 
non-AIDS-related and unknown CoD between physicians’ reviews and death cer-
tificates. Cohen’s kappa coefficient was used to measure the magnitude of agree-
ment.
Results: There were 271 deaths included in the analyses. Agreement rate was 77% 
between physicians’ reviews and death certificates (Table 1). Kappa coefficient was 
0.56, indicating moderate agreement. Deaths were classified as AIDS-related 
(27.31% vs. 35.42%), non-AIDS-related (70.11% vs. 55.35%) and unclassifiable/un-
known (2.58% vs. 9.23%) by physicians and death certificates respectively. Using 
more detailed categories, the most common CoD ascertained by physicians were 
AIDS-related (n=74, 27.31%), non-AIDS-related malignancies (n=44, 16.24%), 
substance abuse (n=44, 16.24%) and chronic viral hepatitis (n=16, 5.90%). As per 
death certificates, these were AIDS-related (n=96, 35.42%), non-AIDS-related 
malignancies (n=44, 16.24%), substance abuse (n=32, 11.81%) and unknown causes
(n=25, 9.23%). 

Vital Statistics Physicians´ Reviews Frequency Percent

AIDS-related AIDS-related 65 23.99 
AIDS-related Non-AIDS-related 30 11.07
AIDS-related Unclassifiable/Unknown 1 0.37
Non-AIDS-related AIDS-related 5 1.85

Non-AIDS-related Non-AIDS-related 142 52.4 
Non-AIDS-related Unclassifiable/Unknown 3 1.11
Unclassifiable/Unknown AIDS-related 4 1.48
Unclassifiable/Unknown Non-AIDS-related 18 6.64

Unclassifiable/Unknown Unclassifiable/Unknown 3 1.11 

[Table1: Cross-Tabulation: CoD in the IDC 2004-2015]

Conclusions: While providing moderate reliability when compared to physicians’ 
reviews, death certificates overestimated AIDS-related and unknown/ill-defined 
causes of deaths in this sample of patients from a hospital-based immunodeficiency 
clinic. As trends in cause-specific mortality continue to shift from AIDS- to non-
AIDS-related CoD, it is critical to be able to more reliably capture mortality sta-
tistics. 

TUPEC0729
Examining differences in cause-specific mortality among 
patients enrolled in a hospital-based HIV care clinic in a 
Canadian setting
A.C. Ulloa Baez1, M. Pedromingo2, C. Stanley3, S. Stone3, S. Guillemi1,3, B. Yip1, 
W. Zhang1, V. Dias Lima1,4, N. Gataric1, R. Dutta1, R. Barrios1,5, J.S.G. Montaner1 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2Nuestra Señora de 
Sonsoles Hospital, Ávila, Spain, 3John Ruedy Immunodeficiency Clinic, Vancouver, 
Canada, 4University of British Columbia, Faculty of Medicine, Department of 
Medicine, Division of AIDS, Vancouver, Canada, 5University of British Columbia, 
Faculty of Medicine, School of Population and Public Health, Vancouver, Canada 
Presenting author email: aulloa@cfenet.ubc.ca

Background: Engagement in care and access to highly active antiretroviral therapy 
(HAART) have significantly decreased morbidity and mortality among people liv-
ing with HIV/AIDS. Here we examine differences in cause-specific mortality for 
individuals enrolled in a comprehensive, hospital-based immunodeficiency clinic 
(IDC) in Vancouver, British Columbia.
Methods: A retrospective study was conducted on HIV-infected individuals aged 
≥19 years enrolled in the IDC between 01-Jan-2004 and 31-Dec-2015. Patients’ 
medical histories and laboratory data were obtained from the clinic’s database, indi-
vidual medical records and death certificates. Causes of death were independently 
reviewed by two physicians and recorded utilizing a previously validated algorithm. 
A Poisson regression model was used to examine trends for AIDS- and non-AIDS-
related mortality and a Chi-squared test was used to compare differences between 
the two groups.
Results: Out of 2244 patients enrolled in the IDC, there were 271 deaths (12%), 
264 of them with known causes of death, during the study period. AIDS-related 
mortality rate decreased from 36.18 per 1000 person-years (PY) in 2005, to 2.49 
per 1000 PY in 2015 (p< 0.001). Non-AIDS-related mortality rate decreased from 
37.38 per 1000 PY in 2004, to 13.72 per 1000 PY in 2015 (p=0.01) (See Figure 
1). The most frequent underlying causes of death were AIDS-related events (n=74, 
27%), causes related to substance abuse (n=44, 16%), and non-AIDS-related malig-
nancies (n=44, 16%). Significant differences were observed between patients who 
died of AIDS-related and non-AIDS-related causes of death for age at first visit, 
baseline CD4, baseline VL, CD4 before death, VL before death, depression status 
(ever), IDC utilization and medication adherence after first clinic visit (p≤0.017). 

[Figure 1: Mortality Rate in the IDC, 2004 - 2015]

Conclusions: We observed a significant decreasing trend for AIDS- and non-AIDS-
related mortality over the study period. Advances in treatment are showing sig-
nificant benefits for people living with HIV/AIDS; Differences between AIDS- and 
non-AIDS-related deaths assert the need for better management of non-AIDS-
related morbidities. 
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TUPEC0730
Characterizing HIV antiretroviral therapy interruption  
and the following disease progression using population-level 
data in British Columbia, Canada: 1996-2015
L. Wang1, J.E. Min1, X. Zang1, P. Sereda1, P.R. Harrigan1,2, J.S.G. Montaner1,2,  
B. Nosyk1,3 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2University of British 
Columbia, Division of AIDS, Faculty of Medicine, Vancouver, Canada, 3Simon Fraser 
University, Faculty of Health Sciences, Vancouver, Canada  

Background: Sub-optimal retention is among the biggest challenges to realize ben-
efits of antiretroviral therapy (ART). We aim to describe ART interruption patterns 
and identify determinants of disease progression while off-ART in British Columbia 
(BC).
Methods: With population-level data on ART utilization and laboratory testing 
in BC, Canada (1996-2015), we described the time, frequency and duration of 
ART interruptions (a gap of ≥90 days in ART dispensation records). A four-state 
continuous-time Markov model was implemented to estimate disease progression 
and identify its associated determinants during individuals’ first ART interruption 
episode. Disease progression was measured according to CD4-based state transi-
tions (≥500 cells/mm3 to 200-499; 200-499 to < 200; ≥500 to death; 200-499 
to death; and <200 to death).

[Figure 1. Distributions of the time and duration of the first ART interruption by year of 
interruption (N=3129)]

[Figure 2. Adjusted hazard ratios associated with disease state transition intensities 
during the first ART interruption episode among 2212 individuals]

Results: Over a median eight-year follow-up [(IQR):4.3, 13.5], 3129 (38.1%) in-
terrupted ART. The study population had a median of one interruption [1.0, 3.0], 
with the first interruption occurring 12.8 months [4.0, 36.1] after ART initiation, 
lasting for 7.5 months [4.1, 20.3]. The time from ART initiation to first interrup-
tion increased over time, while the duration of the first ART interruption decreased 
(Figure1). Model-estimated average probabilities of all-cause mortality after one-
year ART interruption was 2%, 4% and 19% for individuals with a CD4 count of 
≥500, 200-499, and < 200 cells/mm3 respectively at ART dropout. In the multi-

variable analysis, age, historical plasma viral load, and ART regimen changes prior to 
interruption were associated with increased hazard of CD4 decline and death during 
interruption (Figure2).
Conclusions: Despite observed improvement over time, further efforts to develop 
ART re-engagement interventions are warranted.

TUPEC0732
HIV mediated immunosenescence in young adults infected  
at birth
S. Fastenackels1, D. Sauce1, C. Vigouroux2, C. Rouzioux3, L. Nailler4, E. Azeres4,  
J. Warszawski4, J.P. Viard3, V. Appay1,5, ANRS Co19 COVERTE 
1CIMI Paris, Inserm U1135, UPMC UMRS CR7, Hôpital Pitié Salpêtrière, Paris, 
France, 2Inserm UMRS 938, UPMC Hôpital Saint Antoine, Paris, France, 3Laboratoire 
de Virologie, EA7327 Hôpital Necker, Paris, France, 4CESP 1018 Inserm, Service 
d’Epidémiologie - Santé Publique, Hôpital Bicêtre, Le Kremlin Bicêtre, France, 
5International Research Center for Medical Sciences, Kumamoto University, 
Kumamoto, Japan 
Presenting author email: victor.appay@upmc.fr

Background: Young adults infected with HIV since birth represent a small yet very 
important group of the HIV infected population. Immunological evolution studies 
in these young adults compared to patients infected with HIV later during adult-
hood is needed to understand the consequences of the infection at this early stage 
of life onwards. In particular, HIV-infected patients usually develop a premature 
immunosenescence profile, linked to chronic immune activation. In the context of 
young HIV-infected adults, these anomalies could be balanced by their robust im-
mune resources and capacities for lymphocyte regeneration. We thus assessed the 
impact of HIV infection on the immune system of young adults infected by HIV 
at birth.
Methods: We performed a comprehensive immunomonitoring on PBMCs of pa-
tients from the ANRS Co19 COVERTE Cohort, including young adults aged be-
tween 18 and 25 years, infected by HIV either since birth or during childhood. We 
assessed the frequency and phenotype of circulating CD34+ hematopoietic pro-
genitor cells, as well as lymphocyte subpopulations (NK, B and T cells), in compari-
son to patients infected with HIV in adulthood.
Results: Young HIV-infected patients displayed a general lymphopenia with a de-
crease of CD4+ T cells, B-lymphocytes and NK cells. They also presented altered 
resources, with decreased numbers of progenitor cells and naïve T cells, reminis-
cent on the whole of immune alterations found in patients infected in adulthood. 
This highlights the strong impact of HIV on the immune system despite patient 
young age. However, alterations were particularly obvious in a high proportion of 
patients (nearly 1/3) presenting high viral loads together with increased frequency 
of memory senescent CD8+ T cells and chronic activation markers.
Conclusions: In virally controlled COVERTE patients, there was a trend towards 
less affected primary immune resources, supporting robust lymphopoiesis of a 
young immune system in the face of HIV infection. However, a significant num-
ber of HIV-infected young adults had increased markers of immune activation and 
senescence, related to uncontrolled viral replication. This highlights the issue of 
non-observance to antiretroviral therapy of young patients, resulting in loss of viral 
control, premature immunosenescence, and potentially irreversible damage of their 
lymphopoietic system. 
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TUPEC0733
Cascading the HIV epidemic in Kenya from national to  
county level for county programme planning and evaluation:  
a modelling study
K. Mutai1, J. Stover2, R. Ombam1, N. Kilonzo1 
1National AIDS Control Council, Nairobi, Kenya, 2Avenir Health, Glastonbury, United 
States 
Presenting author email: kkmuttai@gmail.com

Background: To ascertain areas of remaining high HIV transmission (‚epidemic 
strongholds’), UNAIDS recommends that countries progressively utilize available 
data and focus on programs tailored to the local needs. Kenya has redefined its HIV 
epidemic by cascading the HIV estimates from national to county level for county 
programme planning and evaluation.
Methods: Two approaches to model the Kenyan HIV epidemic for the 2015 HIV 
estimates were used. First, data collected from sentinel surveillance, routine pro-
gram, surveys and census from 1970 to 2015 were entered into the Spectrum soft-
ware for each of the former eight provinces. Smooth prevalence curves were fitted 
to surveillance and survey data for each province using AIM model in Spectrum. 
Incidence implied by prevalence curves were combined with information on age 
structure of incidence and program coverage to estimate indicators of interest. 
Second, county estimates were produced by disaggregating the provincial totals per 
indicator, generated from AIM model, to the counties within each former province 
based on county prevalence. The county prevalence were obtained by examining 
surveillance and survey cluster data from 2003 to 2015. The estimates of each in-
dicator were adjusted so that the total across all counties in a province would equal 
the provincial total. Estimates were validated for reliability by comparing mortality 
estimates with vital statistics and estimated prevalence with survey estimates.
Results: The county models showed heterogeneity in HIV epidemic in the 47 coun-
ties (see Table). For instance, whereas Nyanza province had a prevalence of 16.1%, 
cascading to counties within the province showed a prevalence as low as 4.7% in Kisii 
County (11.5% lower than the province estimate) to a high prevalence of 26.0% in 
Homabay County (9.9% higher than the province estimate). 

Indicator Province Estimate County Estimates (Lowest/Highest)

Prevalence Nyanza; 16.1%
Kisii; 4.7% 

(11.5% lower)
Homa Bay; 26.0% 

(9.9% higher)

Adult ART coverage Central; 51.3%
Kiambu; 39.8% 
(11.4% lower)

Nyeri; 87.8% 
(36.5% higher)

Children ART coverage Rift Valley; 68.8%
Turkana; 33.6% 
(35.2% lower)

Kericho; 99.8% 
(31.0% higher)

PMTCT coverage North Eastern; 22.7%
Wajir; 2.8% 

(19.9% lower)
Garisa; 54.7% 
(32.0% higher)

MTCT coverage Eastern; 9.0%
Meru; 5.9% 
(3.1% lower)

Makueni; 22.4% 
(13.4% higher)

[Table 1: HIV Estimates 2015]

Conclusions: The county-level estimates better reflect differences in HIV epi-
demic in Kenya and thereby provide valuable information for county programme 
planning, evaluation and decision making. Nonetheless, validity and reliability of 
such estimates depends on the amount and quality of data available at the sub-
national level. 

TUPEC0734
How does the distribution of new HIV infections by age  
and sex vary by location and time in sub-Saharan Africa?
R. Glaubius, J. Stover 
Avenir Health, Modeling and Analysis, Glastonbury, United States 
Presenting author email: rglaubius@avenirhealth.org

Background: National AIDS programs in Sub-Saharan Africa (SSA) produce an-
nual estimates of key epidemic indicators, including the need for ART and PMTCT 
services, using the Spectrum/EPP model. Trends in HIV incidence among all adults 
aged 15-49 are estimated from antenatal clinic surveillance and survey data. These 
trends are disaggregated by sex and age according to standard patterns derived 
from cohort studies. These patterns are assumed to be the same in all countries in 
SSA and constant over time. The resulting projections generally match age and sex 
patterns of prevalence as measured by national surveys but often underestimate 
prevalence among 15-34 year-old women. This may cause Spectrum to underesti-
mate the number of women needing PMTCT services and consequently overesti-
mate PMTCT coverage.
Methods: We estimated age and sex patterns of incidence by country and time pe-
riod by fitting the Spectrum model projections to prevalence data from national 
surveys in 26 countries. We modeled age-specific incidence rate ratios (IRRs) as 
shifted log-normal densities, calibrated using a Bayesian framework informed by 
incidence patterns from cohort studies. We quantified goodness-of-fit to preva-
lence data using a binomial likelihood. For countries with more than one survey we 
compared the performance of static and dynamic IRR patterns using the Akaike 
Information Criteria (AIC).
Results: Fitted static IRRs matched prevalence data more closely, compared to de-
fault patterns in Spectrum, for 25 of 26 countries. Fitted dynamic IRRs improved 
on static IRRs in 11 of 20 countries with more than one survey, but were preferred 
by AIC in only three: South Africa, Swaziland, and Zimbabwe. In 22 countries the 
estimated need for PMTCT was higher with the fitted patterns.
Conclusions: National surveys provide information that can be used to fit HIV inci-
dence patterns by age and sex, leading to improved estimates of prevalence by age 
and need for PMTCT services. 

[Figure 1. Fitted static incidence rate ratios (IRR]

TUPEC0735
From HIV infection to HIV suppression: improvements in  
the time to reach successive stages in the HIV care continuum 
in the Netherlands
A. van Sighem1, E. Op de Coul2, T.S. Boender1, B. van Benthem2,  
J. Bouwhuis3, K. Brinkman4, P. Reiss1,5,6, on behalf of the ATHENA  
National HIV Cohort 
1Stichting HIV Monitoring, Amsterdam, Netherlands, 2National Institute for Public 
Health and the Environment, Bilthoven, Netherlands, 3Isala, Zwolle, Netherlands, 
4OLVG, Department of Internal Medicine, Amsterdam, Netherlands, 5Academic 
Medical Centre of the University of Amsterdam, Department of Global Health and 
Division of Infectious Diseases, Amsterdam, Netherlands, 6Amsterdam Institute for 
Global Health and Development, Amsterdam, Netherlands 
Presenting author email: a.i.vansighem@amc.uva.nl

Background: The HIV care continuum summarises engagement in various stages of 
HIV care but does not provide information on the time to reach these stages. Here 
we aimed to estimate changes in the time to reach successive stages of the HIV care 
continuum in the Netherlands since 2000.
Methods: Data from all HIV-1-positive individuals in care aged ≥18 years at the time 
of diagnosis were selected from the Dutch ATHENA national observational HIV 
cohort. Time between HIV infection and diagnosis was estimated with the European 
Centre for Disease Prevention and Control HIV Modelling Tool. Survival methods 
were used to estimate time between HIV diagnosis, entry into care, start of com-
bination antiretroviral treatment (cART), and viral suppression, i.e. the first HIV 
RNA measurement <100 copies/ml. Patients who did not start cART or reach viral 
suppression were censored at their last follow-up visit.
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Results: Of the 23,376 HIV-1-positive individuals in ATHENA, 17,053 (73%) 
were diagnosed in 2000 or later. Between 2000 and 2015, the estimated median 
time from infection to diagnosis decreased from 4.7 (interquartile range [IQR], 
2.3-8.4) to 2.8 (1.3-5.1) years reflecting an increase in CD4 counts at the time 
of diagnosis from 260 (IQR, 78-460) to 370 (150-560) cells/mm3. Meanwhile, 
the median time from diagnosis to viral suppression decreased from 0.85 (IQR, 
0.41-3.66) to 0.38 (0.22-0.75) years (see Figure). This decrease was mainly a con-
sequence of shorter time to start of cART, being 0.07 (0.04-0.13) years in 2015, 
and, to a lesser extent, shorter time to viral suppression after starting cART, 0.18 
(0.08-0.32) years in 2015.

[Time to reach successive stages]

Conclusions: Time from acquiring HIV to reaching viral suppression has declined, 
but continues to be dominated by the duration of undiagnosed HIV infection. To 
further improve access to care and treatment ensuring earlier diagnosis by expand-
ing testing for HIV will be key. 

TUPEC0736
Potential impact of implementing pre-exposure prophylaxis 
(PrEP) among young women in combination with scaling-up 
antiretroviral therapy and male circumcision on HIV incidence 
in Shiselweni region, Swaziland: a modelling study
S. Blaizot1,2, B. Riche1,2, R. Teck3, I. Ciglenecki3, B. Kerschberger4, M. Pasipamire5, 
N. Lukhele5, C. Jamet3, D. Maman6, R. Ecochard1,2 
1Hospices Civils de Lyon, Service de Biostatistique, Lyon, France, 2Université Lyon 1, 
CNRS UMR 5558, Equipe Biostatistique-Santé, Laboratoire de Biométrie et Biologie 
Evolutive, Villeurbanne, France, 3Medecins Sans Frontieres, Geneva, Switzerland, 
4Medecins Sans Frontieres, Mbabane, Swaziland, 5Swaziland National AIDS Program 
(SNAP), Mbabane, Swaziland, 6Epicentre, Médecins Sans Frontières, Paris, France  

Background: Swaziland is one of the countries most affected by HIV. The HIV 
prevalence and incidence in Shiselweni region (south of Swaziland) were estimated 
respectively at 31% and 2.8 per 100 person-years among adults in 2011. Young 
women continue to be at high risk of HIV infection, with incidence levels estimated 
at 3.7 per 100 person-years among 18-24 years. 
Our aim was to assess the potential impact of pre-exposure prophylaxis (PrEP) use 
among young HIV-uninfected women, in combination with antiretroviral therapy 
(ART) and voluntary medical male circumcision (VMMC), on HIV spreading over 
four years in this region.
Methods: A mathematical model was used to compare the impacts on the HIV in-
cidence rate of extending ART eligibility to all HIV-infected individuals, increasing 
VMMC, and implementing PrEP use among HIV-uninfected women. This model 
used sex- and age-specific data on adults (18-49 years) from the 2011 Swaziland 
HIV Incidence Measurement Survey. Baseline ART coverage among all HIV-
infected individuals was 36%. Baseline VMMC coverage among HIV-uninfected 
men was 12%. Circumcision was assumed to reduce female-male transmission by 
60% and PrEP to reduce male-female transmission by 65%.
Results: With no additional interventions (i.e. ART at CD4 <350 and baseline 
VMMC), incidence would decrease by 24% over 4 years compared to the baseline 
level. Reaching 65% ART coverage, the decrease in incidence would be 38% over 
4 years. The decrease under PrEP among 18-29-year-old HIV-uninfected women 
at 60% coverage or VMMC at 35% coverage would be close to this level. However, 
increasing ART coverage in accordance with the 90-90-90 UNAIDS target would 
be the most effective intervention in reducing overall and sex-specific incidence 
rates. Combining ART at 65% coverage with the VMMC and PrEP interventions 
would be even more impactful: the incidence rate would be halved after 4 years 
compared to the baseline rate.
Conclusions: Extending ART eligibility to all HIV-infected individuals was adopted 
in Swaziland in 2016; achieving high levels of ART coverage could lead to high de-
crease in HIV incidence. However, in this hyper-endemic setting, combining these 
guidelines and PrEP among young women (and VMMC) could be an effective strat-
egy in reducing the incidence to low levels. 

TUPEC0737
Mortality trends in HIV-infected hispanic during the cART era
A.M. Mayor, E.J. Santiago Rodriguez, E. Rios-Olivares, R.F. Hunter-Mellado 
Universidad Central del Caribe, Internal Medicine, Bayamon, Puerto Rico 
Presenting author email: amayorb@hotmail.com

Background: The introduction of multiple spectrum antiretroviral therapy (ART) 
and the availability of combination ART (cART) have led to a dramatic improve-
ment in the immunological function and to mortality profile changes among HIV 
infected patients. Our study evaluates and describes changes of the mortality rates 
and cause of death in a Hispanic HIV cohort during the cART era in Puerto Rico.
Methods: The database of 3,194 HIV infected adults followed in the Retrovirus 
Research Center at Bayamon, Puerto Rico was matched with the Puerto Rico 
Mortality Registry to establish the date of death and the cause of death as describe 
in the death certificates between 2000 and 2015. We have analyzed and compared 
the time periods of: 2000-2004, 2005-2009, and 2010-2015.
Results: A total of 997 cases died, with a significant mortality rate reduction 
throughout the study periods (19.3%, 15.0% and 9.7% respectively). Of them 71.6% 
were men, 52.3% injecting drug users, 19.5% men reported sex with another man, 
and the overall mean age at death was 47 ± 10 years. The most prevalent causes 
of death were: HIV (66.0%), pulmonary conditions (36.8%), septicemia (25.3%), 
cardiovascular conditions (21.2%), liver conditions (11.6%), renal conditions (8.8%), 
cancer (8.7%), viral hepatitis (7.1%), injury-poisoning (6.6%), hematological condi-
tions (6.3), and psychoactive substance use (5.3%). When analyzed by time peri-
ods the distribution was: HIV (72.4%, 61.9%, 61.0%), pulmonary (40.1%, 37.5%, 
30.1%), septicemia (24.4%, 27.6%, 23.3%), cardiovascular (17.8%, 19.9%, 28.8%), 
liver (11.5%, 10.2%, 14.0%), renal conditions (8.6%, 9.7%, 8.1%), cancer (7.1%, 8.5%, 
11.9%), viral hepatitis (7.6%, 5.1%, 9.3%), injury-poisoning (6.8%, 4.8%, 8.9%), and 
psychoactive substance use (2.0%, 4.8%, 11.9%). Increment in injury-poisoning was 
seen only in men, while the increments of the other causes were observed simulta-
neously in women and in men. Contrary, HIV and pulmonary mortality decreased 
specially in men.
Conclusions: Availability of cART in this Hispanic HIV cohort is associated to an 
incremental higher mortality related to potentially preventable conditions, includ-
ing cardiovascular, liver, cancer, and accidents. Aggressive prevention strategies 
targeting environmental agents and risky lifestyle behaviors are required, especially 
in young HIV infected population. Supported by NIH grants # U54MD007587, 
G12MD007583, and U01AI069918. 

TUPEC0738
Understanding epidemic contexts within the  
cluster-randomized SEARCH trial: a clustering approach  
to grouping rural communities in East Africa according to 
epidemic characteristics
B. Jewell1, A. Akullian2, C. Camlin3, M. Kaur3, T. Clark3, E. Charlebois3,  
M. Kamya4, M. Petersen1, D. Havlir3, A. Bershteyn2 
1UC Berkeley, Berkeley, United States, 2Institute for Disease Modeling, Seattle, United 
States, 3UCSF, San Francisco, United States, 4Makere University, Kampala, Uganda 
Presenting author email: britta.jewell@ucsf.edu

Background: SEARCH is a community-randomized trial of the “test-and-treat” 
strategy for HIV prevention (NCT01864603) spanning three geographic re-
gions - Southwest Uganda, East Uganda, and Western Kenya. Using baseline HIV 
prevalence and household census data (N=146,874 adults ≥15), we investigated 
the geospatial distribution of factors potentially driving community-level HIV 
prevalence.
Methods: We explored community-level adult HIV prevalence and factors includ-
ing demographic structure, mobility (proportion of adults spending ≥1 night away 
from home in the past month), and traditional male circumcision (TMC). K-means 
clustering was used to categorize communities (N=32) according to epidemic con-
text and identify which communities differed from others in their region.
Results: High HIV prevalence in Western Kenya occurred in the context of low 
TMC and high population mobility. The only Kenyan SEARCH community with a 
majority of men circumcised had one-third the HIV prevalence of other regional 
communities. In contrast, TMC rates were low in Southwest Uganda despite far 
lower HIV prevalence, and there was no relationship between TMC and community 
HIV prevalence in East Uganda despite wide variation in TMC. East and Southwest 
Uganda had similar mobility, but East Uganda had a younger population and lower 
prevalence than Southwest Uganda. Demographic structure and HIV prevalence 
clustered the communities into three distinct groups, mostly corresponding to geo-
graphic region. Three communities clustered with different regions, including the 
lower prevalence community in Western Kenya, which clustered with Southwest 
Uganda. 
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[Figure 1]

Conclusions: Consistent with findings from DHS and AIS surveys, HIV preva-
lence in Western Kenya was substantially lower in a community where a majority 
of men are traditionally circumcised. This inverse relationship between TMC and 
prevalence was not observed in Uganda. Western Kenya was also distinct in its high 
mobility; in contrast, East and Southwest Uganda had similar mobility but different 
demographic structures. These factors make it possible to cluster SEARCH com-
munities into distinct epidemic patterns. 

TUPEC0739
Health-related quality-of-life of people living with HIV in 
Zambia and South Africa: a comparison with HIV-negative 
people in the baseline survey of the HPTN 071 (PopART) trial
R. Thomas1, R. Burger2, A. Harper3, S. Kanema4, L. Mwenge4, N. Vanqa3,  
P.C. Smith5, R. Hayes6, S. Fidler5, H. Ayles4, N. Beyers3, P. Bock3, S. Floyd6,  
A. Young7, D. Donnell7, K. Hauck1 
1Imperial College London, School of Public Health, London, United Kingdom, 
2Stellenbosch University, Stellenbosch, South Africa, 3Desmond Tutu TB Centre, Cape 
Town, South Africa, 4Zambart, Lusaka, Zambia, 5Imperial College London, London, 
United Kingdom, 6London School of Hygiene and Tropical Medicine, London, United 
Kingdom, 7SCHARP, Seattle, United States 
Presenting author email: k.hauck@imperial.ac.uk

Background: Life expectancy of HIV-positive individuals receiving antiretrovi-
ral therapy (ART) is approaching that of HIV-negative persons. However, little 
is known about the health-related quality-of-life (HRQoL) of HIV-positive indi-
viduals at different stages of disease and treatment, and how it compares to HIV-
negative individuals in resource-constrained settings.
Methods: Data on 38,691 adults aged 18-44 years were gathered between 
October 2013 and March 2015 in cross-sectional surveys of random samples of 
the general population in 21 communities in Zambia and South Africa as part of 
the HPTN 071 (PopART) study. In Zambia 21% and in South Africa 22% were 
HIV-positive. HRQoL information was gathered with an instrument similar to the 
EuroQol Group’s EQ-5D-5L that measures health in five domains. Responses were 
scaled into scores taking values between 0 (representing death) and 1 (represent-
ing perfect health). Beta-distributed multivariable models were used to analyse 
differences in HRQoL scores between HIV-positive and HIV-negative individuals 
unaware of their status, aware but not in care, in care but not on ART, and on ART 
for less or more than 5 years, adjusted for treatment status, sociodemographic and 
lifestyle variables.
Results: 19,637 (99%) of 19,750 participants in Zambia and 18,429 (97%) of 18,941 
participants in South Africa had complete EQ-5D-5L information. Multivariable 
regression models show in both countries individuals on ART for at least 5 years re-
ported similar levels of quality-of-life as those HIV-negative. In Zambia, individuals 
on ART for less than 5 years had a small reduction in score (-0.006, 95% CI -0.009 
to -0.003) compared to HIV-negative individuals. In both countries, a large pro-
portion of the sample (44% in Zambia and 53% in South Africa) were unaware of 
being HIV-positive, but reported good health, showing no significant difference in 
HRQoL compared to HIV-negatives.
Conclusions: ART is successful in restoring HRQoL of HIV-positive individuals to 
that of HIV-negative individuals in this general population sample. Individuals in 
this study who were unaware of being HIV-positive also report good health-related-
quality-of-life. The direct health benefits of early diagnosis and ART in preventing 
losses in health-related-quality-of-life provide support to international advocacy 
efforts for scale-up of testing and expansion of treatment to all HIV-positive in-
dividuals. 

TUPEC0740
Unraveling the geographic and population heterogeneity  
of the HIV epidemic in Belgium
L. Marty1, D. Van Beckhoven2, J. Deblonde2, C. Ost2, D. Costagliola1, A. Sasse2,  
V. Supervie1, HERMETIC Study Group 
1INSERM, UMR S 1136, Paris, France, 2Scientific Institute of Public Health, OD 
Public Health and Surveillance, Brussels, Belgium 
Presenting author email: lise.marty@iplesp.upmc.fr

Background: Increasing our knowledge about the geographic areas and key popula-
tions the most affected by HIV is essential to improve HIV prevention and care 
and to ensure a more focused HIV response. However, in most settings, our under-
standing of the HIV epidemics, and thus HIV programs, have relied on epidemio-
logical estimates produced at the national level.
Methods: We used Belgian surveillance data on newly diagnosed HIV cases from 
2006 to 2015 and a previously developed back-calculation model to estimate three 
key epidemiological indicators: HIV incidence, distribution of times from HIV 
infection to diagnosis, and the number of undiagnosed HIV infections in 2015. 
Estimates were obtained at national and subnational levels and by HIV exposure 
group.
Results: We estimated that, in Belgium, in 2015, around 1000 (95% confidence 
interval: 800-1200) new HIV infections occurred and 2800 (95% CI: 2200-
3500) individuals were living with undiagnosed HIV. Median time from infection 
to diagnosis was 22 months (inter-quartile range: 2-33) in the 2010-2015 period. 
More than 50% of the new infections and undiagnosed infections occurred among 
individuals living in two areas: the Brussels-Capital Region and the province of 
Antwerp. These areas had also the highest HIV incidence and undiagnosed HIV 
prevalence rates (Figure 1a and b). Median time from infection to diagnosis were 
longest in the provinces of Antwerp and Hainaut (Figure 1c). In the province of 
Antwerp, undiagnosed prevalence rates were highest among heterosexual women 
from sub-Saharan African countries (SSA), followed by MSM and heterosexual 
men from SSA, while in the Brussels-Capital Region, it was MSM, followed by het-
erosexuals from SSA (first women, then men).
Conclusions: Our findings show that, in Belgium, heterogeneity exists in how geo-
graphic areas and exposure groups are affected by HIV and thus emphasizes the 
need for subnational surveillance to tailor prevention programs and develop a com-
prehensive HIV testing strategy. 

[Figure 1.]
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TUPEC0741
Is MPHIA survey a validation method for HIV spectrum 
estimates in Malawi?
N. Wadonda-Kabondo1, M. Nzima2, A. Jahn3, B. Matatiyo4, E. Noelle5, G. Bello3, 
D. Payne1, S. McCracken6, A. Voetsch7, A. Auld8, MPHIA Study Team 
1Centres for Disease Control, Lilongwe, Malawi, 2UNAIDS, Lilongwe, Malawi, 3Ministry 
of Health, Lilongwe, Malawi, 4National AIDS Commission, Lilongwe, Malawi, 5ICAP at 
Colombia University, New York, Malawi, 6Centers of Disease Control, Atlanta, United 
States, 7Atlanta, City, Malawi, 8Centers for Disease Control, Lilongwe, Malawi 
Presenting author email: vzn7@cdc.gov

Background: Malawi has been monitoring their HIV epidemic by combining an-
tenatal clinic surveys among pregnant women with population demographic and 
HIV program data in a Spectrum mathematical model to produce population 
level estimates, with national household surveys incorporated into the model since 
2006. This abstract seeks to determine whether indicators from Spectrum model-
ling are reproducible by another population-based survey, the 2015-2016 Malawi 
Population-Based HIV Impact Assessment (MPHIA).
Methods: MPHIA, a cross sectional household survey, was conducted for the first 
time between November 2015 and August 2016 in all districts in Malawi. The sur-
vey assessed HIV incidence, prevalence and viral load suppression and targeted 
both adults and children. Home-based HIV testing using the national rapid test 
algorithm with Geenius confirmation at satellite labs was conducted. HIV positive 
samples were centrally tested for viral load suppression and recency of infection 
using Lag_Avidity EIA. In 2015, antenatal clinic sentinel surveillance, MDHS, and 
national program data were entered into Spectrum software, which incorporated 
evidence-based assumptions about HIV program effectiveness and patterns of HIV 
transmission and disease progression to estimate HIV prevalence, incidence, and 
mortality in 2015, as well as future projections (unpublished).
Results: Spectrum estimated HIV incidence in 2015 to be 0.38% (95%CI:0.27-
0.52%) among adults aged 15-49 years. This same model projected HIV incidence 
for 2016 at 0.34% (0.40% in females, 0.29% in males). The MPHIA survey esti-
mate for HIV incidence was 0.32% (95%CI:0.16-0.48%). MPHIA found that HIV 
incidence was higher in females (0.39%, 95%CI:0.15-0.63%) than men (0.24%, 
95%CI:0.03-0.46%). 
Spectrum projected 2016 HIV prevalence for adults aged 15-49 as 9.2% (11.3% 
females, 7.2% males). The MPHIA estimate for HIV prevalence was 10.0% 
(95%CI:9.4-10.7%), with higher prevalence among women (12.4%, 95%CI:11.4-
13.4%) than men (7.5%, 95%CI:6.8-8.3%)). In children aged 0-14 years, Spectrum 
projected 2016 HIV prevalence at 1.03%. MPHIA survey results were 1.6% 
(95%CI:1.2-2.0).
Conclusions: The HIV incidence and prevalence results from the 2015/2016 
population-based survey in Malawi are consistent with the 2015/2016 estimates 
generated by Spectrum modelling, except for children. This supports the reliability 
of Spectrum model in estimating adult indicators and its use to inform HIV pro-
gramming in Malawi. 

TUPEC0742
Measuring the first 90: comparing estimation methods  
for “Known HIV Status”
M.-S. Kang Dufour1, S.A. Lippman2,3, C.W. Kabudula3,4, A. Julien3,5,  
F.X. Gómez-Olivé3, N. Masilela3, K. Kahn3,6, A. Pettifor3,5 
1University of California, Division of Prevention Science, San Francisco, United States, 
2University of California, Department of Medicine, San Francisco, United States, 
3MRC/Wits Rural Public Health and Health Transitions Research Unit (Agincourt), 
School of Public Health, Faculty of Health Sciences, University of the Witwatersrand, 
Agincourt, South Africa, 4London School of Hygiene and Tropical Medicine, Population 
Health, London, United Kingdom, 5University of North Carolina at Chapel Hill, Gillings 
School of Global Public Health, Chapel Hill, United States, 6Umea Centre for Global 
Health Research, Division of Epidemiology and Global Health, Umea University, Public 
Health and Clinical Medicine, Umea, Sweden 
Presenting author email: mi-suk.kangdufour@ucsf.edu

Background: UN goals propose that 90% of HIV positives know their status, 90% 
of known positives be on treatment and 90% of those treated achieve viral suppres-
sion. The second two goals can be monitored using clinical and laboratory records. 
However, measuring the first “90” is less straightforward. Given underreporting of 
status and expanding test options, both the number of positives and known status 
can be challenging to estimate.
Methods: Data were collected in rural northeast South Africa. Three estimates of 
the first “90” were generated using multiple data sources: two used an estimate of 
HIV positive individuals calculated using age and gender stratified 2014 census data 
and previous seroprevalence survey data compared to individuals with a record of 
either HIV testing or HIV care in a clinical data capture system covering all clinics 
in the community. The first estimate was unadjusted, the second used clinic regis-

ter data to adjust for HIV testing potentially missed by the data capture system. 
The third estimate compared population based survey self report to estimated HIV 
positives applying seroprevalence data to survey demographics.
Results: The study area includes 34,009 individuals ages 18 to 49. Estimates of 
HIV+ with known status are shown in Table 1. In all methods, estimates for women 
(41%, 49% and 34%) were much higher than those for men (16%, 20% and 22%). 
Estimates for men were highest in self report, and estimates for women were high-
est using clinical data capture. 

[Known Status Among HIV Positives Individuals]

Conclusions: Although none of the estimation methods are ideal, all methods 
showed levels of known status far from the UN goal of 90%, particularly for men 
who are half as likely to know their status compared to women. Comparison of self 
report and clinical data based estimates differed by gender, suggesting gendered 
differences in either reporting bias, clinic utilization or both. 

TUPEC0743
Evidence from the Zimbabwe population HIV impact 
assessment on 90-90-90: a national and provincial call  
to action for the first 90
B. Tippett Barr1, H. Dube2, M. Mhangara3, L. Ruangtragool4, S. Munyati5,  
A. Hakim6, A. Nwankwo-Igomu7, J. Justman8, E. Radin8, O. Mugurungi3,  
A. Mpofu9, B. Parekh10, D. Voetsch11 
1Centers for Disease Control and Prevention, CGH/DGHT, Harare, Zimbabwe, 
2Columbia University, ICAP, Harare, Zimbabwe, 3Ministry of Health and Child 
Care, Harare, Zimbabwe, 4ASPPH/CDC Allan Rosenfield Global Health Fellow, 
U.S. Centers for Disease Control and Prevention, Harare, Zimbabwe, 5Biomedical 
Research and Training Institute, Harare, Zimbabwe, 6Centers for Disease Control 
and Prevention, Atlanta, United States, 7Centers for Disease Control and Prevention, 
Harare, Zimbabwe, 8Columbia Universitty, ICAP, New York, United States, 9National 
AIDS Commission, Harare, Zimbabwe, 10Centers for Disease Control and Prevention, 
CGH/ILB, Atlanta, United States, 11Centers for Disease Control and Prevention, CGH/
DGHT, Atlanta, United States 
Presenting author email: hkc5@cdc.gov

Background: The UNAIDS 90-90-90 objectives have gained a lot of momentum 
globally and are considered the key measures against which countries gauge their 
progress towards HIV epidemic control. The Zimbabwe population HIV impact as-
sessment (ZIMPHIA), implemented in 2015/16, included population estimates for 
each of the 90-90-90 objectives. Here we explore progress towards 90-90-90 
at national and provincial levels, and relevance to programmatic decision-making.
Methods: Consenting participants provided demographic, behavioral and clinical 
information and blood samples for household HIV testing using the national serial 
rapid test algorithm. HIV+ results were confirmed in a central laboratory and viral 
load was performed on all HIV+ samples. Viral load suppression (VLS) was defined 
as HIV RNA < 1000 c/ml.
Results: 22,496 adults (>15 years) consented to participate and 3,503 (15.6%) 
were confirmed HIV-positive. Of all HIV-infected adults, 73.9% (95% CI 72.0-
75.8) knew their HIV status; of those who knew their status, 86.5% (95% CI 85.0-
88.0) reported being on ART, and 86.2% (95% CI 84.5-87.9) of those reporting 
to be on ART were virally suppressed (Figure 1). At provincial level, known-positive 
HIV status ranged from 70.4% to 78.9% (95% CI 64.5-76.3 and 74.5-83.4 re-
spectively); HIV-positives self-reported on ART ranged from 82.2-92.3% (95% CI 
76.4-87.9 and 88.3-96.3 respectively), and VLS ranged from 82.6-91.6% (95%CI 
77.1-88.1% and 87.3-96.0% respectively).
Conclusions: Zimbabwe has made remarkable progress towards 90-90-90. Notably 
however, the first of the three 90’s is under 80% in every province. The Zimbabwe 
Ministry of Health reported 19-59% of patients receiving care had an HIV test at 
the point of service. In order to ensure the three 90’s are achieved in this widely 
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generalized epidemic, it is critical that Zimbabwe ensure that routine opt-out HIV 
testing is aggressively rolled out beyond antenatal care and tuberculosis clinics to 
include all patients at all points of service. 

[ZIMPHIA Provincial 90-90-90]

TUPEC0744
Could clinic-based antenatal HIV prevalence data be used  
for geographical targeting of resource allocation? Insights from 
an HIV hyper-endemic rural community in South Africa
D. Cuadros1, B. Sartorius2, A. Akullian3, F. Tanser2,4 
1University of Cincinnati, Geography and Geographic Information Science, Cincinnati, 
United States, 2University of KwaZulu-Natal, School of Nursing and Public Health, 
Durban, South Africa, 3Institute for Disease Modeling, Seattle, United States, 4Africa 
Health Research Institute, Mtubatuba, South Africa 
Presenting author email: diego.cuadros@uc.edu

Background: Large geographical variation of the HIV epidemic in sub-Saharan 
Africa calls for geographically targeted resource allocation where burden is great-
est. However, data available for mapping the geographic variability of HIV preva-
lence is scarce, and community surveillance (CMS) data are not always available. 
Here, we evaluated the accuracy of using clinic-based antenatal HIV prevalence 
data (ANC), which are routinely collected and commonly available, for capturing 
the desired resolution of the spatial variation of HIV.
Methods: CMS individual-level HIV data from more than 7,000 households, as 
well as routinely ANC data from ten health facilities located in a rural community in 
KwaZulu-Natal, South Africa were mapped using Kernel interpolation techniques. 
To assess the use of cofactors to improve spatial HIV prevalence accuracy using 
ANC data, cofactors such as population density and distance to main roads were 
included using cokriging methods. Maps were compared using Local Indicators of 
Spatial Autocorrelation (LISA), and Pearson Correlation Coefficient (PCC).
Results: ANC data (Figure 1A) captured large scale geographic heterogeneity de-
scribed by CMS data (Figure 1B), but failed to detect some pockets of high preva-
lence. LISA analysis indicated that ANC data could accurately predict the spatial 
distribution of HIV prevalence in ~50% of the study area. ANC data with cofactors 
(Figure 1C) improved the resolution and accuracy of the prevalence map (PCC= 
0.50; 95% CI 0.44 - 0.55), compared to the map without the inclusion of cofac-
tors (PCC= 0.27; 95% CI 0.20 - 0.34).
Conclusions: ANC data are able to capture the spatial structure of HIV prevalence 
in an acceptable manner, particularly in areas where the burden of the infection 
is concentrated. The inclusion of cofactors may improve model estimates of HIV 
prevalence based on ANC data. HIV data collected from health facilities may pro-
vide valid spatial prevalence estimates for geographical targeting where resources 
are needed the most.

[Figure 1. Spatial distribution of HIV prevalence]

TUPEC0745
The HIV care continuum in Brazil, from 2009 to 2015
A.R. Pati Pascom1, C. Habckost Dutra de Barros1, V. Dias Lima2,  
M. de Araújo Freitas3, J. S. G. Montaner4, M. Meireles1, F. Mesquita5,  
A. Schwartz Benzaken1 
1Ministry of Health, Department of STI, HIV/AIDS and Viral Hepatitis, Brasília,  
Brazil, 2University of British Columbia, Vancouver, Canada, 3University of Columbia, 
Maputo, Mozambique, 4British Columbia Centre for Excellence in HIV/AIDS,  
St. Paul’s Hospital, Vancouver, Canada, 5WHO, Jacarta, Indonesia 
Presenting author email: ana.roberta@aids.gov.br

Background: The care continuum became a key tool for quantitative monitoring 
and evaluation of the HIV care and treatment. We aimed to characterize the cas-
cade of HIV care in Brazil from 2009 to 2015.
Methods: We used surveillance data and programmatic individual-level informa-
tion on HIV viral load(VL), CD4 and antiretroviral therapy (ART) for people living 
with HIV (PLWH) aged 18+, between 2009 and 2015. Four stages of the cascade 
were defined: PLWH; diagnosed; on ART; and virologically suppressed. Individuals 
who had at least one CD4, VL or ART dispensation between 2009 and 2015 were 
included in the analysis. We modelled trends of the cascade of care indicators by 
fitting generalized additive models.
Results: In 2009, HIV prevalence was 665K (0·50% of the adult population), and 
418K individuals were diagnosed, (63% of the infected). 224K individuals were re-
ceiving ART (34% of the HIV infected). 190K individuals had VL < 1000 copies/
mL, (29% of the infected and 85% of those on ART). 
In 2015, the HIV prevalence was 0·58%(819K). 680K individuals were diagnosed 
(83% of the infected). 449K individuals were on ART (55% of the HIV infected). 
406K individuals had VL< 1000 copies/mL (50% of the infected and 91% of those 
on ART). 
Between 2009 and 2015, the estimated absolute HIV prevalence increased 23%, 
the diagnosis increased by 63%, the number of PLWH on ART was two times higher, 
and the number of virally suppressed increased by 114% (all p-values< 0·0001).
Conclusions: The results demonstrated significant changes in the Brazilian care 
continuum between 2009 and 2015. These results may be related to the important 
decrease in late diagnosis and the maintenance of the high percentage of viral sup-
pression among PLWH on ART. However, innovative strategies are still required 
to diminish the largest leakage in the cascade of care, between diagnosis and ART. 

[Care continuum. Brazil, 2009-2015]

TUPEC0746
Partner age and risk of HIV acquisition in rural Kwazulu Natal, 
South Africa
A. Akullian1, A. Bershteyn1, D. Klein1, A. Vandormael2, T. Bärnighausen3, F. Tanser2 
1Institute for Disease Modeling, HIV/TB, Seattle, United States, 2Africa Centre for 
Population Health, Durban, South Africa, 3Harvard University, Global Health and 
Population, Cambridge, United States 
Presenting author email: aakullian@idmod.org

Background: Recent empirical evidence from South Africa has challenged the no-
tion that older male sexual partners increase the risk of HIV transmission to young 
women. Whether specific partner-age pairings are associated with increased risk 
of HIV acquisition in men and women is unknown. We test for non-linear effects 
of self-reported partner age on HIV incidence and report on high risk partner age 
pairings in both men and women.
Methods: We conducted a population-based cohort study among women 15-49 
and men 15-55 years of age using data collected between 2004-2015 from the 
Africa Health Research Institute (AHRI) surveillance system in Kwazulu-Natal, 
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South Africa. Smoothed HIV incidence rates were estimated by age pairings with 
most recent sexual partner using generalized additive models (GAM). Cox propor-
tional hazards regression was used to estimate the relative risk of HIV by age pair-
ings.
Results: A total of 882 new HIV infections were observed in 15,935 person-years 
for women, IR = 5.7 (95% CI, 5.3 - 6.1) and 270 new HIV infections were observed 
in 9,372 person-years for men, IR = 2.9 per 100 person-years (95% CI, 2.6 - 3.2). 
Age-adjusted risk of HIV was elevated in women who reported male partners aged 
25-29 (aHR = 1.44, 95% CI, 1.02 - 2.04) and 30-34 (aHR = 1.50, 95% CI, 1.08 
- 2.09) relative to those reporting male partners aged 35+. HIV risk was elevated 
among men who reported female partners aged 25-29 (aHR 1.72, 95% CI, 1.02-
2.90) and 30-34 (aHR 2.12, 95% CI, 1.03-4.39) compared to men who reported 
partnerships with women aged 15-19.
Conclusions: Partner age pairings play an important role in driving the cycle of 
HIV transmission. Interventions targeted at vulnerabilities in the age-specific HIV 
transmission cycle have the potential to greatly reduce HIV incidence in high bur-
den areas. 

TUPEC0747
Is condom use different across three sexual identities  
of men who have sex with men from Myanmar?
K. Soe Lin1,2, F. Fowkes2,3, J. Anne Simpson2, K.K. Than1, Z.M. Oo1, B. Draper3,  
V. Veronese3, M. Stoové3,4 
1Burnet Institute, HIV, Yangon, Myanmar, 2Melbourne University, Population Health, 
Melbourne, Australia, 3Burnet Institute, HIV, Melbourne, Australia, 4Monash 
University, Epidemiology and Preventive Medicine, Melbourne, Australia 
Presenting author email: khinesoelin07@gmail.com

Background: The most recent prevalence estimates clearly demonstrate HIV 
prevalence in the men who have sex with men (MSM) population is higher than in 
the general population in Myanmar; 11.6% in MSM compared to 0.59% in general 
population in 2015. Due to the challenges of early diagnosis and treatment of HIV, 
consistent condom use is still crucial for HIV prevention. 
As has been demonstrated elsewhere in South East Asia, variations in self-identified 
sexuality among MSM in Myanmar can pose challenges for the uptake of condom 
use. In Myanmar, there are three MSM sexual identities:
1) Apone (hidden MSM) 
2) Apwint (open MSM) and 
3) Thange (heterosexual identified MSM). 
Since sexual behaviours are diverse among them, it is valuable to understand their 
variation of consistent condom use.
Methods: The current study is a cross sectional study conducted in two cities: 
Yangon and Mandalay of Myanmar, surveying 520 MSM. The participants were 
recruited by time-location-based recruitment of a convenience sample alongside 
snowballing. In the current data analysis, the association of MSM sexual identity 
and inconsistent condom use with regular male partners versus casual male partners 
were explored by multivariable logistic regression method controlling for potential 
confounders.
Results: The research found that the reported inconsistent condom use was not 
significantly different across three sexual identities regardless of partner type. The 
adjusted odds ratio of inconsistent condom use with regular or casual male part-
ners was 1.30 (0.71- 2.40) in Apwint and 1.10 (0.52- 2.18) in Thange compared to 
Apone. Those who were confident to negotiate with regular male partners for con-
dom use were less likely to use condom inconsistently (adjusted odds ratio: 0.20, 
95% CI: 0.06- 0.72).
Conclusions: Condom promotion should extend to the Apone and Thange in addi-
tion to the Apwint who usually focused on. The condom promotion should be tai-
lored message relevant to each sexual identity of MSM, especially for MSM who live 
in heterosexual life. Condom promotion message should highlight the importance 
of consistence condom use with not only casual male partners but also with regular 
male partners. Condom negotiation skills training should be included as a part of 
condom promotion for MSM. 

TUPEC0748
Factors associated with condom use at first sexual intercourse 
among high school students and apprentices in Benin
C.E. Zinsou1, G. Guèdégbé2, Y. Djamba3 
1Association Béninoise de Marketing Social (ABMS/PSI), Research Monitoring 
Evaluation, Cotonou, Benin, 2Association Béninoise de Marketing Social (ABMS/PSI), 
Cotonou, Benin, 3PSI/WCA, Yaoundé, Cameroon 
Presenting author email: cyprienzinsou@yahoo.fr

Background: In January 2013, the Benin Social Marketing Association (ABMS) 
launched a youth project to increase condom use among sexually active high school 
students and apprentices. In December 2014, a study was conducted to identify 
factors associated with condom use at first sex in project areas.
Methods: A representative sample of 2516 students and 1923 apprentices aged 15-
24 was drawn and interviewed in project areas located north and south of Benin. 
Univariate analysis and logistic regression were used to describe and to identify 
factors associated with condom use at first sexual intercourse among these young 
people.
Results: The proportion of unmarried youth aged 15-24 who are sexually active is 
53.2% (CI : 51.7-54.7).
• The age at first intercourse is 15.7 years among students and 16.1 years for ap-
prentices. It is 16.2 years for girls and 15.6 years for boys.
• At first sexual intercourse, only 39.8% of respondents (33.1% of boys and 43.7% 
girls) used condoms with their sexual partners.
• Key factors associated with condom use at first intercourse are: knowledge of 
condom effectiveness against STIs/HIV/AIDS (OR = 1.45), knowledge of correct 
condom use (OR = 1.50), being a girl (OR = 1.79), and having an older sexual part-
ner (OR = 1.37).
Conclusions: The study shows that in the survey areas, entry into sexual life is ear-
lier for boys than girls and that girls seem more demanding of condom use at first 
intercourse. In addition, knowing the benefits of condoms against HIV contributes 
to its use at first sex. 

TUPEC0749
HIV acquisition risks among sex working men who have sex  
with men in Jamaica
C.H. Logie1, K. Kenny2, P.A. Newman1, K. Levermore3, N. Jones3, A. Neil3,  
T. Ellis3, A. Marshall4 
1University of Toronto, Toronto, Canada, 2University of North Carolina at Chapel 
Hill, Chapel Hill, United States, 3Jamaica AIDS Support for Life, Kingston, Jamaica, 
4University of the West Indies, Kingston, Jamaica 
Presenting author email: carmen.logie@utoronto.ca

Background: There are global reports of widespread rights violations and violence 
toward sex workers. Sex working men who have sex with men (MSM) are a uniquely 
marginalized population, experiencing exacerbated violence and social exclusion 
through the intersection of multiple marginalities. In Jamaica, there is a paucity 
of research investigating sex work among MSM, including its association with HIV 
risks. The study objective was to understand social ecological and HIV risk factors 
associated with sex work among MSM in Jamaica.
Methods: We implemented a cross-sectional survey using respondent-driven sam-
pling with 556 MSM in Kingston, Ocho Rios, and Montego Bay, Jamaica. Sex work 
included sex exchanged for money, shelter, food, transportation, or drugs/alcohol in 
the past 12 months. We estimated associations of correlates selected based on their 
a priori hypothesized relationship with sex work. Bivariable regression assessed the 
strength of associations between potential factors with sex work. Logit-link models 
were used to estimate a final multivariable model.
Results: Among 556 MSM, 67 (13.5%) were HIV-positive and 182 (32.7%) report-
ed sex work involvement in the past 12 months. In the final multivariable model, sex 
work was associated with social ecological and HIV risk factors, including: higher 
odds of forced sex (odds ratio [OR] 2.60, 95% confidence interval [CI]: 1.55-
4.38); unstable housing (OR 1.94, 95% CI: 1.14-3.29); food insecurity (OR 2.18, 
95% CI: 1.30-3.68); social support (OR 1.07, 95% CI: 1.02-1.11); perceived sexual 
stigma (OR 1.12, 95% CI: 1.04-1.21); no regular health care provider (OR 2.59, 95% 
CI: 1.50-4.47) and higher number of lifetime sexual partners (OR 1.04, 95% CI: 
1.01-1.07). Sex work was associated with lower odds of safer sex self-efficacy (OR 
0.82, 95% CI: 0.74-0.91), lower income (OR 0.87, 95% CI: 0.77-0.98) and resid-
ing in Ocho Rios or Montego Bay (versus Kingston) (OR 0.19, 95% CI: 0.06-0.63).
Conclusions: Findings highlight associations between sex work and structural (food 
and housing insecurity, lower income, reduced health care access), social (sexual 
stigma, forced sex) and sexual risk (lower safer sex self-efficacy, higher sex part-
ners) factors among MSM in Jamaica. HIV prevention strategies should address 
social and economic marginalization to reduce HIV vulnerabilities among sex work-
ing MSM in Jamaica. 
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TUPEC0750
Financial hardship, condomless anal intercourse and HIV  
risk among men who have sex with men in Paris, France
D. Duncan1, S.H. Park1, J. Schneider2, Y. Al-Ajlouni1, B. Elbel1, J. Morganstein1,  
Y. Ransome3, K. Mayer4 
1New York University School of Medicine, New York, United States, 2University of 
Chicago School of Medicine, Chicago, United States, 3Harvard T H Chan School of 
Public Health, Boston, United States, 4Fenway Health/ Harvard Medical School, 
Boston, United States 
Presenting author email: dustin.duncan@nyumc.org

Background: Few studies have examined financial hardship among sexual and gen-
der minorities, who may experience financial hardship (when one has insufficient 
financial resources to adequately meet household’s needs) due to social discrimina-
tion. The objective of this exploratory study was to examine the association between 
financial hardship, condomless anal intercourse, engagement in transactional sex 
and sexually transmitted infectious (STIs), including HIV, among a sample of gay, 
bisexual and other men who have sex with men (MSM) in Paris France because 
MSM continue to be the group most at risk of HIV infection in Western Europe.
Methods: Users of a popular geosocial networking application in Paris France 
(n=580) were shown an advertisement with text encouraging them to complete an 
anonymous web-based survey, including financial hardship, condomless anal inter-
course, engagement in transactional sex, HIV status as well as other STIs and so-
cio-demographics. The log-binomial model was used to assess association between 
financial hardship, condomless anal intercourse, engagement in transactional sex, 
and HIV infection as well as infection with other STIs, with adjustment for socio-
demographics. The adjusted risk ratio (aRR) with 95% confidence intervals (CIs) 
were calculated.
Results: Approximately half (45.5%) of the sample reported high financial hard-
ship. In multivariate models controlling for socio-demographic variables, high 
financial hardship (compared to low financial hardship) was associated with any 
comdomless anal intercourse (aRR: 1.28; 95% CI: 1.08, 1.52), condomless recep-
tive anal intercourse (aRR: 1.34; 95% CI: 1.07, 1.67), condomless insertive anal in-
tercourse (aRR: 1.30; 95% CI: 1.01, 1.67), engagement in transactional sex (aRR: 
2.36; 95% CI: 1.47, 3.79) and infection with STIs other than HIV (aRR: 1.50; 95% 
CI: 1.07, 2.10).
Conclusions: Financial hardship was associated with condomless anal intercourse, 
engagement in transactional sex, and STIs among MSM in Paris. Our study there-
fore confirms the results in the literature, and is the first to examine a sample of 
European MSM, as previous research regarding financial hardship has largely fo-
cused on US-based populations and MSM other from geographic locations. This 
study suggests that interventions to reduce financial hardships (e.g., income-based 
strategies for ensuring that people have basic necessities) could promote sexual 
health in this high-risk population. 

TUPEC0751
Injection of prescription opioids: a significant threat to  
HIV and hepatitis C virus (HCV) prevention among people  
who inject drugs (PWID)
E. Roy1,2, P. Leclerc3, C. Morissette3, C. Blanchette4, K. Blouin5, N. Arruda1,  
M. Alary4 
1University of Sherbrooke, Addiction Research and Study Program, Faculty of 
Medicine and Health Sciences, Longueuil, Canada, 2Institut national de santé publique 
du Québec, Montréal, Canada, 3Direction de la Santé Publique du CIUSSS du Centre-
Est-de-l’Île-de-Montréal, Montréal, Canada, 4Centre de Recherche du CHU de 
Québec, Université Laval, Québec, Canada, 5Institut National de Santé Publique du 
Québec, Montréal, Canada 
Presenting author email: elise.roy@usherbrooke.ca

Background: Non-medical use of prescription opioids (PO) has reached epidemic 
levels in North America. This phenomenon has been observed among PWID in the 
province of Québec, Canada. Our ethnographic work has shown that PWID who 
inject PO tend to inject frequently which might impact the capacity of harm re-
duction programs to insure full coverage of PWID needs in terms of clean injection 
material. 
This study aimed to quantitatively examine the association between PO injection 
and high injection frequency in a sample of PWID.
Methods: PWIDs are participants of an ongoing surveillance system of HIV and 
HCV infections. PWID (past 6 months) are recruited in 2 urban and 6 semi-urban/
rural sites, mainly in harm reduction programs. Each visit includes a structured in-
terview addressing drug use behaviors. Analyses were carried out using GEE meth-
ods. Frequent injection (FI) was defined as ≥120 injections, previous month. Five 
categories of injected drugs (previous month) were created: 1) PO only, 2) PO + 
crack/cocaine, heroin or other drugs, 3) heroin ± crack/cocaine or other drugs, 4) 
crack/cocaine ± other drugs and 5) other drugs only.

Results: Overall 1,651 participants (77.5% male; median age 37.0 years) made 
2,829 visits between 2011-2015. FI was reported in 30.1% of visits. Category 1 of 
injected drugs was observed in 14.9% of visits, category 2 in 41.6%, category 3 in 
7.3%, category 4 in 35.6%, and category 5 in 0.6%. Compared to category 4, pro-
portion of FI was higher in category 2 [adjusted PR 3.73; 95%CI: 2.94-4.73], 1 
[aPR 2.84; 95%CI: 2.14-3.77] and 3 [aPR 1.73; 95%CI: 1.20-2.50] controlling for 
age, gender, homelessness, income and crack smoking.
Conclusions: Frequency of injection was the highest among PWID who injected 
PO. Injection of PO has become a significant threat to HIV and HCV prevention 
among PWID. This poses a major challenge for public health authorities in the en-
deavor to fully cover needs in safe injection equipment. 

TUPEC0752
Which sexual behavioural profiles are more associated with 
seronegative MSM becoming HIV-infected in West Africa? 
(CohMSM ANRS 12324 - Expertise France)
P.-J. Coulaud1, B. Mmadi Mrenda1, L. Sagaon-Teyssier1, G. Maradan1,  
B. Dembélé Keita2, C. Anoma3, E. Ter Tiero Dah4, E. Mensah5, C. Couderc6,  
A. Bernier7, C. Laurent6, B. Spire1, The CohMSM Study Group 
1Aix Marseille Univ, INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de 
la Santé & Traitement de l’Information Médicale, Marseille, France, 2ARCAD-SIDA, 
Bamako, Mali, 3Espace Confiance, Abidjan, Cote D’Ivoire, 4Association African 
Solidarité, Ouagadougou, Burkina Faso, 5Espoir Vie Togo, Lomé, Togo, 6TransVIHMI, 
IRD UMI 233, INSERM U 1175, Université de Montpellier, Montpellier, France, 
7Coalition Internationale Sida, Pantin, France 
Presenting author email: pierre-julien.coulaud@inserm.fr

Background: High HIV incidence in men who have sex with men (MSM) has been 
reported in sub-Saharan Africa. However, the heterogeneity of this group may hide 
specific high-risk sexual behaviours. We aimed to evaluate how sexual behavioural 
profiles are predictive of HIV infection among MSM in a prospective cohort.
Methods: HIV-negative participants have been recruited from a community-based 
cohort in four West-African countries since 2015 (Mali, Cote d’Ivoire, Burkina 
Faso, Togo). MSM are followed quarterly for HIV-testing and counselling. Socio-
behavioural data are collected every 6 months using standardised face-to-face 
questionnaires. For the present intermediate analysis, HIV-seroconversions were 
observed over a 12-month period after enrolment. A cluster analysis helped deter-
mine specific sexual behavioural profiles at enrolment using data on sexual prac-
tices over the previous 6 months: condomless oral sex (COS); condomless anal sex 
(CAS); position during anal intercourse (exclusively insertive vs. receptive or both); 
multiple partnerships. Factors associated with sexual behavioural profiles were esti-
mated using logistic regression.
Results: 418 MSM were recruited (median age: 24 years [Interquartile Range = 22-
28]), 49% of them were employed. Three sexual behavioural profiles were identi-
fied: very high-risk (P1) (52%), high-risk (P2) (18%) and moderate-risk (P3) (30%). 
P1 MSM reported a high proportion of CAS (60%), multiple partners (65%), and 
all were receptive. Similar results were found among P2 MSM although all were 
exclusively insertive. All P3 MSM reported systematic condom use for oral sex, 
32% were receptive, 45% practiced CAS, and 53% had multiple partners. P1 MSM 
showed the highest level of HIV-incidence in the first 12 months (11.5 cases/100 
person-years vs. 4 in P2 and 1.6 in P3). They were more likely to define themselves 
as homosexual/gay (P1/P2: adjusted Odds Ratio (aOR):0.35, 95% Confidence 
Interval (CI)=0.17-0.70; P1/P3: aOR:0.43, 95%CI=0.24-0.76), to report mul-
tiple gender identities (P1/P2: aOR:0.10, 95%CI=0.05-0.22; P1/P3: aOR:0.17, 
95%CI=0.09-0.31), and to search for partners on the internet (P1/P3: aOR: 0.55, 
95%CI=0.31-0.96). P2 and P3 MSM were more likely than P1 to be bisexuals and 
identify themselves exclusively as men.
Conclusions: Sexual behavioural profiles may influence HIV-incidence. These find-
ings can help prevention programs to better tailor risk-reduction interventions to 
reduce the dynamic of HIV-infection in MSM in West-Africa. 
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TUPEC0753
Potential racial/ethnic differences in the impact of institutional 
racism on sexual network assortativity among people who inject 
drugs recruited from 19 US cities
S.L. Linton1, H.L.F. Cooper1, M.E. Kelley1, Y.-T. Chen1,2, M.A.B. Khan1,  
M.E. Wolfe1, Z. Ross3, D.C. Des Jarlais4, S.R. Friedman5, B. Tempalski5, D. Broz2,  
S. Semaan6, C. Wejnert2, G. Paz-Bailey2, National HIV Behavioral Surveillance 
Study Group 
1Rollins School of Public Health at Emory University, Behavioral Sciences and Health 
Education, Atlanta, United States, 2Centers for Disease Control and Prevention, 
Behavioral and Clinical Surveillance Branch, Atlanta, United States, 3ZevRoss 
Spatial Analysis, Ithaca, United States, 4Beth Israel Medical Center, Baron Edmond 
de Rothschild Chemical Dependency Institute, New York, United States, 5National 
Development and Research Institutes, Institute for Infectious Disease Research, New 
York, United States, 6Centers for Disease Control and Prevention, Prevention Research 
Branch, Atlanta, United States 
Presenting author email: sabriya.linton@emory.edu

Background: Racial/ethnic assortative sexual partnerships may partly explain racial/
ethnic disparities in HIV infection among people who inject drugs (PWID). The po-
tential impacts of racial and ethnic housing discrimination and residential segrega-
tion on racial/ethnic assortative sexual partnerships remains underexplored.
Methods: Multilevel modeling was used to assess cross-sectional associations of 
county-level racial and ethnic housing discrimination and ZIP code-level racial and 
ethnic residential segregation with self-reported racial/ethnic assortative sexual 
partnerships among 7,934 PWID recruited from 19 U.S. cities for CDC’s 2012 
National HIV Behavioral Surveillance. Racial/ethnic assortative sexual partner was 
last sexual partner in past year who was the same race/ethnicity. Housing discrimi-
nation and residential segregation variables were created using administrative data 
(e.g., U.S. Census). Racial housing discrimination and ethnic housing discrimina-
tion were separate exposures denoting the odds that black (or Hispanic/Latino) ap-
plicants were denied mortgage loans as compared to white applicants with similar 
characteristics in a given county. Racial residential segregation and ethnic residen-
tial segregation were separate exposures comparing concentrations of white resi-
dents to black (or Hispanic/Latino) residents in a given zip code.
Results: There were racial/ethnic differences in associations of racial and ethnic 
housing discrimination and racial and ethnic residential segregation with racial/eth-
nic assortative sexual partnerships. For example, racial housing discrimination was 
associated with more racial/ethnic assortativity among white and black PWID, but 
less assortativity among Latinos. Tables present standardized adjusted odds ratios.

Housing discrimination by race and ethnicity Adjusted odds ratio 
(95% confidence interval) p-value

Racial housing discrimination (White) 1.31 (1.07, 1.61) 0.009
Racial housing discrimination (Black) 1.25 (1.00, 1.58) 0.052
Racial housing discrimination (Latino) 0.82 (0.67, 1.00) 0.047
Ethnic housing discrimination (White) 0.93 (0.81, 1.08) 0.352
Ethnic housing discrimination (Black) 0.79 (0.67, 0.94) 0.008
Ethnic housing discrimination (Latino) 1.19 (1.02, 1.38) 0.024

[Housing discrimination and assortative partners]

Residential segregation by race and ethnicity Adjusted odds ratio 
(95% confidence interval) p-value

Racial residential segregation (White) 0.61 (0.51, 0.73) <0.001
Racial residential segregation (Black) 1.91 (1.63, 2.24) <0.001
Racial residential segregation (Latino) 1.10 (0.90, 1.32) 0.367
Ethnic residential segregation (White) 0.81 (0.69, 0.96) 0.016
Ethnic residential segregation (Black) 0.81 (0.68, 0.98) 0.032
Ethnic residential segregation (Latino) 1.77 (1.50, 2.09) <0.001

[Residential segregation and assortative partners]

Conclusions: Institutional racism may differentially impact HIV transmission 
among racial/ethnic groups of PWID by differentially impacting sexual network 
assortativity. Extending this research to other key populations and identifying 
mechanisms behind these associations can inform housing-based HIV prevention 
strategies. 

TUPEC0754
Characteristics associated with risky sexual behaviors reported 
by internet recruited MSM in the United States, eSTAMP 2015
R.J. MacGowan1, P.R. Chavez1, C.B. Borkowf1, W.D. Johnson1,  
A.D. McNaghten1, P.S. Sullivan2 
1Centers for Disease Control and Prevention, NCHHSPT/DHAP, Atlanta, United 
States, 2Emory University, Atlanta, United States  

Background: Men who have sex with men (MSM) account for >60% of new HIV 
infections each year in the US. The internet has become a mechanism for meeting 
sex partners. We report baseline characteristics associated with “risky sex” from 
the 12-month internet-based Evaluation of HIV Self-Testing among MSM Project 
(eSTAMP).
Methods: In 2015, we recruited MSM through online banner advertisements. 
Eligibility included: HIV-negative or unknown status, ≥18 years old, had a male sex 
partner in the past year, and not taking HIV antiretroviral medications. Participants 
provided information on demographic characteristics, HIV testing, and sexual be-
haviors in the past 3 months. For this analysis “risky sex” is defined as anal sex with-
out condoms with an HIV-positive or unknown-status male partner. Odds ratios 
(ORs) for associations with risky sex were computed.
Results: The 2665 MSM were 58%-white, 23%-Hispanic, 10%-black; 17%-never 
tested for HIV, 41%-untested in past year; 43%-college degree; 85%-employed 
part or full-time; 57%-recruited from internet dating sites; 63%-reported ≥2 male 
sex partners, and 32%-reported engaging in “risky sex”. “Risky sex” was associated 
with being black or Hispanic, ≤high school education, never tested for HIV, recruit-
ed from dating site, unemployed, and reporting ≥2 male sex partners. 

Characteristic Proportion Odds Ratio 95% CI P-value
NH** Black vs. NH** White 0.38 vs. 0.30 1.46 1.11-1.92 <0.01
Hispanic vs. NHb White 0.37 vs. 0.30 1.36 1.12-1.66 <0.01
≤ High School vs. Post HS education 0.37 vs. 0.31 1.31 1.06-1.62 <0.01
Never tested HIV vs. Tested 0.39 vs. 0.31 1.43 1.16-1.77 <0.01
Dating site vs. Not Dating site 0.35 vs. 0.29 1.34 1.14-1.59 <0.01
Not employed vs. employed 0.42 vs. 0.31 1.67 1.34-2.07 <0.01
***≥2 male partners: Yes vs. No 0.43 vs 0.15 4.20 3.44-5.13 <0.01
Risky sex*: anal sex without a condom with an HIV positive or unknown HIV status male partner in 
the past 3 months, **NH : non-Hispanic, ***≥2 male partners: 2 or more male sex partners in the 
past 3 months

[Characteristics associated with risky sex*]

Conclusions: The internet may be useful in recruiting MSM who have never or 
not recently been tested for HIV. Contrary to previous research, “risky sex” was 
more prevalent among black and Hispanic MSM than white MSM. Online studies 
of MSM who engage in higher-risk sexual behaviors may consider recruiting more 
men of lower socio-economic status, minority populations, and from dating sites. 

TUPEC0755
Association between internalized stigma and depressive 
symptoms: a cohort study in rural Uganda
A. Kembabazi1, L. M Bebell2,3, N. Musinguzi1, J. N Martin4, P. W Hunt5,  
J. E Haberer6, B. M Bwana1, M. J Siedner7, D. R Bangsberg8, A. C Tsai9 
1Mbarara University of Science and Technology, Mbarara, Uganda, 2Massachusetts 
General Hospital Center for Global Health, Boston, United States, 3Division of 
Infectious Diseases, Massachusetts General Hospital, Boston, United States, 
4University of California, Epidemiology and Biostatistics, San Francisco, United States, 
5University of California, Department of Medicine, San Francisco, United States, 
6Massachusetts General Hospital, Center for Global Health, Boston, United States, 
7Massachusetts General Hospital, Boston, United States, 8Oregon Health & Science 
University, Portland, United States, 9Harvard Center for Population and Development 
Studies, Boston, United States 
Presenting author email: akembabazi2005@yahoo.com

Background: Depression affects>40% of people living with HIV (PLHIV) in low- 
and middle-income countries, and, >50% of all PLHIV report HIV-related stigma, 
a principal driver of depression. However, few longitudinal studies have examined 
the relationship between HIV stigma-related depression and antiretroviral therapy 
(ART). We sought to estimate the association between HIV, stigma, and depression 
among individuals initiating ART.
Methods: Data were obtained from the Uganda AIDS Rural Treatment Outcomes 
(UARTO) cohort of treatment-naïve PLHIV starting ART between 2007-2013 in 
rural Mbarara district. Eligible patients were ART-naïve, ≥18 years, and lived within 
60km of clinic. Our primary outcome was depression, measured usingHopkins 
Symptom (HSS) checklist;our primary exposure was stigma score, measured using 
Internalized AIDS-Related Stigma Scale (IASS). Both scores weremeasured at en-
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rollment and follow-up visits. We fit a linear generalized estimating equations (GEE) 
regression model to estimate the association between stigma and depression as con-
tinuous variables.We also fit a logistic regression model, dichotomizing stigma as any 
stigma (IASS score >0) and probable depression(HSS score ≥1.75). Estimates were 
adjusted for age, sex, education, marital status, household asset wealth, CD4 count, 
cohort entry date to account for secular trends in HIV stigma over time.
Results: The analysis included 454 participants (68% female) with mean age of 34 
(SD 9.6) years; 54% were married. Mean baseline CD4 count increased from 169 for 
participants enrolled 2007-2009 to 310 for those enrolled 2010-2013 (P<0.001). 
Our GEE model demonstrated that both lower stigma (coefficient 0.032, P<0.001) 
and increased duration of ART (coefficient -0.0090, P<0.001) were associated 
with lower depression scores. Logistic regression models indicated that any stigma 
was associated with increased odds of probable depression (OR 2.6, 95% CI 2.0-3.5, 
P<0.001). The relationship between stigma and depression was similar after control-
ling for potential confounders (OR 2.6, 95% CI 2.0-3.3, P<0.001).
Conclusions: Higher degree of internalized stigma was longitudinally associ-
ated with higher depression scores in this large cohort of PLHIV initiating ART. 
Consistent with previous findings, longer duration of ART therapy was indepen-
dently associated with lower depression scores. Our findings underscore the need 
for stigma-reduction interventions early in treatment for PLHIV. 

TUPEC0756
Sexually transmitted bedfellows: exquisite association  
between HIV and HSV2 in 21 communities in Southern Africa 
in the HPTN 071 (PopART) study
R.J. Hayes1, J. Bradley1, S. Floyd1, E. Piwowar-Manning2, A. Young3, S. Fidler4,  
N. Beyers5, H. Ayles6,7, HPTN 071 (PopART) Study Team 
1London School of Hygiene & Tropical Medicine, Infectious Disease Epidemiology, 
London, United Kingdom, 2HPTN Laboratory Center, Johns Hopkins University, 
School of Medicine, Baltimore, United States, 3HPTN Statistical & Data Management 
Center, SCHARP, Seattle, United States, 4Imperial College, HIV Clinical Trials Unit, 
London, United Kingdom, 5Desmond Tutu TB Centre, Stellenbosch University, Cape 
Town, South Africa, 6Zambart, Lusaka, Zambia, 7London School of Hygiene & Tropical 
Medicine, Clinical Research, London, United Kingdom 
Presenting author email: richard.hayes@lshtm.ac.uk

Background: Many studies have identified associations between HIV and Herpes 
simplex virus type-2 (HSV2), the commonest viral sexually transmitted infection, 
although the exact role of HSV2 as a cofactor in HIV transmission is unknown. 
A large community-randomised trial of an HIV preventive intervention afforded 
an opportunity to re-examine this association at individual and community levels.
Methods: The HPTN071(PopART) trial is measuring the impact of a combination 
prevention intervention on HIV incidence at population-level in 21 urban com-
munities in Zambia and South Africa. To measure impact, a population-cohort of 
approximately 2,000 adults aged 18-44 was selected randomly from each commu-
nity. Baseline data were collected on socio-demographic characteristics and sexual 
behaviour, and serological tests performed for HIV and HSV2 infection. Logistic 
regression was used to examine the association between HIV and HSV2 after ad-
justment for confounders. At community-level, HIV prevalence was plotted against 
HSV2 prevalence.

 HIV+ve/Total  

 HSV2-ve HSV2+ve OR (adj for age, 
community)

OR (adj for age, cty, 
partners, other)

Males 372/7,657 (4.9%) 834/2,401 (34.7%) 6.28 (p<0.001) 5.76 (p<0.001)

Females 790/11,380 (6.9%) 5652/13,305 (42.5%) 7.40 (p<0.001) 6.38 (p<0.001)

[Association between HIV and HSV2 in 21 communities]

[HIV and HSV2 prevalence in 21 communities]

Results: 38,691 adults were enrolled in the cohort. Overall HSV2 prevalence in 
men and women was 22% and 50% in Zambia, and 26% and 59% in South Africa. 
At individual level (Table) a six-fold higher odds of HIV was seen in HSV2-infected 
individuals in both sexes, even after adjustment for other risk factors including life-
time number of sex partners. At community-level there was a strong linear relation-
ship between HIV prevalence and HSV2 infection (Figure). 
Conclusions: These data show the exquisite association between these two infec-
tions, seen at both individual and community levels. While both viruses are sexually 
transmitted, the associations remained strong after adjustment for measures of 
sexual behaviour. This association is likely due at least partly to a powerful biologi-
cal cofactor effect of HSV2 on HIV acquisition. Effective control tools for HSV2 
could make an important contribution to HIV prevention. 

TUPEC0757
Adolescent girls and young women’s knowledge of sex partners’ 
HIV status in Tanzania
D. Boyee1, A. Exavery1, C. Casalini1, F. Rweikiza2, N. Jonas1, G. Kessy3, G. Lija4,  
T. Lennemann1, A. Komba1, K. Curran5 
1Jhpiego, Dar es Salaam, Tanzania, United Republic of, 2EngenderHealth, Dar es 
Salaam, Tanzania, United Republic of, 3Tanzania Commission for AIDS (TACAIDS), 
Dar es Salaam, Tanzania, United Republic of, 4National AIDS Control Programme 
(NACP), Dar es Salaam, Tanzania, United Republic of, 5Jhpiego, Washington, United 
States 
Presenting author email: dorica.boyee@jhpiego.org

Background: Because 80% of HIV infections occur sexually in Tanzania, knowledge 
of sex partner’s HIV status is vital to inform appropriate prevention strategies for 
individuals and couples, for example condom use or treatment as prevention. This 
analysis examines factors associated with unawareness of sex partner’s HIV status 
among adolescent girls and young women (AGYW) in Tanzania.
Methods: We analyzed routine program data from the PEPFAR/USAID-funded 
Sauti Project that provides comprehensive, community-based biomedical, behav-
ioral and structural prevention services to AGYW and key populations in Tanzania. 
Between November 2015 and March 2016, a vulnerability index tool was adminis-
tered to out-of-school AGYW aged 15-24 years. Data analysis involved cross-tabu-
lations with a Chi-square test for associations. Multivariate analysis was performed 
using mixed-effects logistic regression to identify factors associated with lack of 
awareness of sex partner’s HIV status.
Results: Of 2,832 sexually active AGYW analyzed, 73% were not aware of the HIV 
status of their current sexual partners. Among the AGYW unaware of their part-
ner’s HIV status, 44% did not use condoms in all of their last three sex acts and 47% 
reported three or more sexual partners in the last 12 months. Multivariate analysis 
showed that lack of awareness of partners’ HIV status was positively associated with 
food insecurity (OR=1.55%, 95% CI 1.23-1.94), increasing age difference between 
AGYW and her oldest sex partner (e.g. 10+yrs: OR=1.57, 95% CI 1.07- 2.29), hav-
ing only some primary education or lack of formal education (OR=1.59, 95% CI 
1.28-1.97), concurrency of sexual partners (OR=1.61, 95% CI 1.27-2.06), lack of an 
adult in the community that the AGYW could go to for emotional/financial support 
(OR=1.29, 95% CI 1.04-1.60) and being single/unmarried
(OR=2.40, 95% CI 1.90-3.02).
Conclusions: Lack of awareness of sexual partner ś HIV status and inconsistent 
condom use are pervasive and constitute a significant risk for HIV acquisition 
among AGYW in Tanzania. Structural factors such as food insecurity, lack of adult 
support and limited education were associated with lack of awareness of partner’s 
HIV status in our analysis, and highlight the potential role of structural interven-
tions in reducing HIV acquisition risk. 
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TUPEC0758
Child sexual abuse, adolescent pregnancy and early substance 
use associated with underage entry to sex trade and HIV/STI 
infection in the Mexico - U. S. Border region
A.E.N. Servin Aguirre1,2, E. Reed3, C. Magis-Rodriguez4, H. Staines-Orozco5,  
S. Strathdee2, K. Brouwer2, J. Silverman6 
1University Xochicalco, School of Medicine, Tijuana, Mexico, 2University of California, 
Division of Global Public Health, San Diego, United States, 3San Diego State 
University, Health Promotion and Behavioral Science, San Diego, United States, 
4Centro Nacional para la Prevencion y el Control del VIH y SIDA, Prevencion, 
Mexico, Mexico, 5Universidad Autonoma de Ciudad Juarez, Departamento de Ciencias 
Medicas, Ciudad Juarez, Mexico, 6University of California, Center for Gender Equity 
and Health, San Diego, United States 
Presenting author email: argentinanoelle@gmail.com

Background: Forced or underage entry to sex trade has been linked to serious 
health and social impacts including enhanced risk of HIV infection, sexually trans-
mitted infections (STIs), substance use and mental health disorders among youth. 
However, there is limited data about the risk factors that create vulnerability for 
underage entry, especially in Latin America, a region that is believed to be one of 
the largest sources of persons moved across international borders for the purposes 
of sexual exploitation.
Methods: This mixed methods study surveyed 603 female sex workers (FSWs) 
selected through modified time-location sampling within both indoor and street 
venues in two cities located on the Mexico-U.S. border region. Additionally, 30 
in-depth interviews (15 in each city) were conducted with FSWs screening positive 
for underage entry to sex trade.
Results: One fourth of participants reported entering sex trade prior to age 18, 
among whom HIV and any STI (e.g., chlamydia, syphilis, gonorrhea, hepatitis B and/
or C, HPV) prevalence were 5.9% and 49.6%. One in 8 participants (12.4%) re-
ported child sexual abuse (forced sex prior to age 13), 54.5% reported an adolescent 
pregnancy (prior to age 18), 14.1% reported substance use prior to age 13 and 7.1% 
injected drugs prior to age 18. In multivariate analyses, child sexual abuse (adjusted 
odds ratio [AOR]= 1.9; 95% confidence interval [CI] 1.2-2.9), adolescent preg-
nancy (AOR=2.3; 95%CI 1.4-3.6), and substance use prior to age 13 (AOR=4.6; 
95%CI 2.7-8.1) remained significant predictors for underage entry to sex trade. 
Qualitative data illustrates how sexual violence as a child can make girls vulnerable 
to adolescent pregnancy, early substance use and subsequent underage entry to 
sex trade.
Conclusions: Experiences of child sexual abuse, adolescent pregnancy and early 
substance use were associated with underage entry to sex trade. Further, FSWs 
who entered underage had a higher prevalence of HIV/STIs than those who did not. 
These results underscore the importance of targeting abused and otherwise vulner-
able youth for prevention of sex trafficking in Mexico. 

TUPEC0759
How changes in substance use affect psychological wellbeing 
and quality of life among people living with HIV/AIDS in South 
China?
X. Li1, S. Qiao1, Y. Zhou2, Z. Shen2 
1University of South Carolina, SC SmartState Center for Healthcare Quality, 
Columbia, United States, 2Guangxi CDC, Institute of HIV/ATD Prevention and 
Control, Nanning, China  

Background: Reductions in tobacco, alcohol, and other substance use may improve 
wellness of people living with HIV/AIDS (PLWH), but more empirical evidence 
is needed to inform interventions in diverse settings. This study aims to describe 
changes in substance use since HIV diagnosis, and explore whether and how the 
changes are associated with psychological wellbeing and quality of life among 
PLWH in China.
Methods: A cross-sectional survey was conducted among 2987 PLWH from 12 cit-
ies/counties in Guangxi, China to assess their health behaviors and outcomes. Data 
on substance use behaviors were collected from those who had ever engaged in 
tobacco, alcohol or other drug use. We conducted descriptive analysis and a series 
of multivariate regressions. Data analysis was stratified by gender.
Results: Men who were married, older, with higher education attainment and short-
er period since HIV diagnosis were more likely to reduce or abstain from tobacco 
use. No demographic variables were related to the changes in either alcohol use or 
drug use among men. Similarly we did not identify any demographic variables were 
associated with changes of substance use among women. 
For male participants, change in smoking was positively associated with perceived 
social support (αβ=.074, 95%PI= [.036, .210], p=.025) and self-efficacy (αβ=.055, 
95%PI= [.003, .160], p=.04); reducing or abstaining from alcohol was associated 
with lower quality of life (αβ=-.076, 95%PI=[-.159, -.019], p=.013); reducing or 

quitting drug use was significantly decreased depression (αβ=-.163, 95%PI= [-.435, 
-.137], p<0.0001) and improved perceived social support (αβ=.160, 95%PI= [.166, 
.536], p<0.0001), self-efficacy(αβ=.120, 95%PI= [.072, .421], p=.006), resilience 
(αβ=.117, 95%PI= [.075, .474], p=0.007), and quality of life(αβ=.101, 95%PI= 
[.023, .289], p=0.022). 
Among female participants, those reduced or quitted tobacco use reported lower 
self-efficacy (3. 22 vs. 3.50); those reduced or stopped drinking were more likely to 
show lower quality of life(αβ=-.146, 95%PI=[-.311, -.009], p=.038), self-efficacy 
(αβ=-.163, 95%PI=[-.477, -.040], p=.021) and resilience (αβ=-.176, 95%PI=[-.514, 
-.063], p=.012).
Conclusions: Abstaining from smoking, alcohol and drug may not always improve 
psychological wellbeing or enhance quality of life among PLWH. Psychological 
counseling services that assist PLWH in adaptation during post-abstaining period 
should be integrated into HIV care and management practice. 

TUPEC0760
Prevalence and correlates of receptive anal intercourse among 
out of school adolescent girls and young women in Tanzania
T. Lennemann1, C. Casalini1, E. Majani1, F. Hezwa1, M. Ndolichimpa1, E. Mlanga2, 
N. Makyao3, C. Chipere4, A. Komba1 
1Jhpiego Tanzania, Sauti Project, Dar es Salaam, Tanzania, United Republic of, 2USAID 
Tanzania, Dar es Salaam, Tanzania, United Republic of, 3National AIDS Control 
Program, Dar es Salaam, Tanzania, United Republic of, 4Pact, Sauti Project, Dar es 
Salaam, Tanzania, United Republic of 
Presenting author email: albert.komba@jhpiego.org

Background: The risk of contracting HIV through receptive anal intercourse (RAI) 
is up to 18 times higher than through vaginal intercourse. Qualitative research sug-
gests an increased acceptability of condomless anal sex (AS) among young women 
and their sexual partners in Tanzania. This abstracts investigates prevalence and cor-
relates of RAI in out-of-school adolescent girls and young women (AGYW) aged 
15-24 reached by the USAID-funded Sauti program in Tanzania.
Methods: Data were collected August 2015 to June 2016 in 5 regions of Tanzania. 
Univariate and multivariate comparisons used Chi square and multivariate logistic 
regression respectively.
Results: Of 6,678 AGYW who had ever been sexually active, 37% were 15-19, and 
63% were 20-24 years of age. Twelve percent (n=900) reported AS. Multivariate 
analysis showed that having no adult support (OR 1.4, p <0.01), food insecurity 
(OR 2.8, p <0.001), exchanging sex for cash (OR 1.8, p <0.001), having multiple 
sexual partners (OR 2.1, p <0.001), partners with age difference >10 years (OR 
1.8, p <0.001), lifetime experience of sexual violence (SV) ≥2 (OR 2.5, p <0.001), 
belonging to AGYW social groups (OR 1.8, p <0.01), and first pregnancy younger 
than 17 or older than 20 years (OR 1.6, 2.6 p <0.001) were positively associated 
with the likelihood of practicing AS. 
On the other hand, AGYW with primary education or more were less likely to prac-
tice AS (OR 0.4 p <0.001). Though significant on univariate model, knowledge of 
partner HIV status, use of contraceptives, and age of sexual debut and exchange of 
sex for gifts were not associated with AS.
Conclusions: RAS is a relevant risk factor for HIV acquisition in out of school 
AGYW in Tanzania. Programs should invest in combination prevention services that 
offer condom promotion, GBV screening, and support along with cash transfer, 
gender transformative behavior change education and caregivers mentoring to 
protect from HIV acquisition through AS. Furthermore, use of mapping tools to 
better understand the communities where the AGYW live would play a crucial role 
to assess safety of existing social groups and institutions and therefore to design 
programmatic responses to that. 
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TUPEC0761
Latent substance use profiles and associations with condomless 
anal intercourse among a sample of young black men who have 
sex with men and transgender women in the United States
S. LeGrand1, K. Muessig2, R. Simmons3, N. Blackburn2, S.K. Choi2,  
L. Hightow-Weidman4 
1Duke University, Duke Global Health Institute, Center for Health Policy and 
Inequalities Research, Durham, United States, 2University of North Carolina at Chapel 
Hill, Gillings School of Global Public Health, Department of Health Behavior, Chapel 
Hill, United States, 3Duke University, Duke Global Health Institute, Durham, United 
States, 4University of North Carolina at Chapel Hill, School of Medicine, Division of 
Infectious Diseases, Chapel Hill, United States 
Presenting author email: sara.legrand@duke.edu

Background: Substance use has been associated with engagement in sexual risk 
behaviors among young black men who have sex with men and transgender women 
(YBMSM/TW), however additional research is needed to understand how patterns 
of substance use are associated with risk. We identified profiles of substance use 
among a sample of YBMSM/TW and examined associations with condomless anal 
intercourse (CAI).
Methods: Baseline data from 474 participants in the randomized controlled trial 
of healthMpowerment, a mobile-phone-optimized, Internet-based intervention to 
reduce sexual risk behaviors among HIV-positive and negative YBMSM/TW, ages 
18-30, were examined. Latent profile analysis was used to approximate substance 
use profiles based on last 90 days use of alcohol, marijuana, crack, cocaine, heroin, 
methamphetamine, club drugs, opiates and inhalants. A zero-inflated Poisson mod-
el was used to predict mean episodes of CAI in the last 30 days based on substance 
use profiles and to compare CAI across profiles.
Results: Three distinct profiles of substance use were identified: low users (73% of 
sample; mean 11.98 days of alcohol use, 4.31 of marijuana use; low to no use of other 
substances); heavy marijuana users (25% of sample; mean 73.60 days of marijuana 
use, 20.34 of alcohol, 2.05 of cocaine; minimal use of other substances) and poly-
substance users (2% of sample; mean 24.50 days of methamphetamine use, 36.40 
of marijuana, 22.20 of alcohol, 9.10 of inhalants, 8.30 of club drugs, 3.90 of crack, 
2.60 of cocaine and low use of other substances). Mean CAI was highest among 
poly-substance users (8.96, 95% CI: 7.03, 10.90), followed by heavy marijuana us-
ers (6.31: 95% CI: 5.64, 6.98) and low users (5.94: 95% CI 5.40, 6.48). CAI was 
significantly higher among poly-substance users compared to low users (IRR: 1.51; 
95% CI: 1.20, 1.82) and heavy marijuana users (IRR: 1.42 95% 1.12, 1.72). There was 
no significant difference between heavy marijuana users and low users (IRR: 1.06; 
95% CI 0.98, 1.15).
Conclusions: Patterns of substance use among this population were differentially 
associated with CAI. Although the proportion of poly-substance users was low, 
higher CAI in this group warrants targeted substance abuse interventions to reduce 
the likelihood of HIV acquisition or onward transmission. 

TUPEC0762
Using exploratory factor analysis to guide the development  
of an HIV risk index for adolescent girls and young women  
in Tanzania
H. Han1, S. Ketende1, S. Baral1, G. Urassa2, C. Chipere3, M. Bangser4,  
S. Kaganda5, A. Kinemo6, A. Akridge7, A. Komba2, T. Lennemann2 
1Johns Hopkins Bloomberg School of Public Health, Epidemiology, Baltimore, 
United States, 2Jhpiego, Dar es Salaam, Tanzania, United Republic of, 3Pact, Dar es 
Salaam, Tanzania, United Republic of, 4Independent Consultant, New York, United 
States, 5Tanzania Commission for AIDS, Dar es Salaam, Tanzania, United Republic 
of, 6National AIDS Control Program, Dar es Salaam, Tanzania, United Republic of, 
7USAID/DREAMS, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: hhan19@jhu.edu

Background: Improved strategies to address the disproportionate burden of HIV 
and sustained HIV acquisition risks remains as a crucial component of an effective 
HIV response. To better tailor HIV prevention interventions, the USAID-funded 
Sauti program aims to develop and evaluate a risk stratification tool and determi-
nants of HIV acquisition risk among adolescent girls and young women (AGYW) 
in Tanzania.
Methods: A 20-item index was developed and administered by trained peers to 
6,526 out-of-school AGYW aged 15-24 in five regions of Tanzania August 2015 to 
June 2016. Based on the composite score received on the index, AGYW were cate-
gorized into four different risk groups (Low, Middle, High, and Very High). Principal 
factor analysis with polychoric correlation and promax oblique rotation was used 
to describe an underlying latent variable for the vulnerability of HIV acquisition. 
Factors included in the final scale were selected based on Kaiser’s criterion, eigen-
values, scree plots, Horn’s test, and interpretability with items selected based on 
factor loading estimates greater than 0.3.

Results: Thirteen items were selected in the final scale. Inter-item correlation iden-
tified four factors: sexual behavior, psychosocial vulnerability, transactional sex, 
and reproductive health. A Cronbach’s alpha of 0.74 suggested high reliability of 
the tool. Although stratification by region and age (15-19 vs. 20-24) showed slightly 
different item combinations, the 13 items in the final scale are measuring the same 
risk construct. Risk groups were significantly associated with increased odds of mul-
tiple concurrent partners and compensated sex across all risk levels compared to the 
low-risk group (Table 1). 

[Table 1. Logistic regression assessing the relationship between HIV-related risk groups 
assigned by the HIV risk assessment tool and surrogate parameters of HIV acquisition 
risk]

Conclusions: The Sauti AGYW HIV Risk Index reliably stratifies out-of-school 
AGYW in Tanzania based on individual and structural HIV risks. Scaling implemen-
tation of this risk stratification tool may support better HIV prevention specifi-
cation for AGYW in Tanzania ranging from enhanced counseling and education, 
addressing structural risk determinants, and HIV pre-exposure prophylaxis. 

TUPEC0763
Relationship between sexually transmitted infections (STIs) and 
HIV transmission among female sex workers (FSWs) in Nigeria
G. Emmanuel1, A. Yusuf2, P. Umoh3, A. Ojeimiri3, B. Ochonye4, A. Kalaiwo5,  
C. Law-Maduka6, L. Torjir7, R. Abang8, K. Osisami9, S. Ngene9, V. Bassey10,  
T. Zakka11, J. Eze12, B. Aiwonodagbon3 
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Presenting author email: ayusuf@heartlandalliance.org

Background: STIs is a known predisposing factor to acquiring HIV. The Integrated 
Biological and Behavioural Surveillance Survey conducted in Nigeria in 2014 re-
ported a high prevalence of HIV (19.4%) among brothel based female sex workers 
(BBFSW); with 21% and 7.2% of the BBFSW reporting unusual vaginal discharge 
and genital ulcers/sore respectively in the past 12 months prior to the survey.
Methods: Through the PEPFAR and USAID Integrated MARPs HIV Prevention 
Program (IMHIPP) in Nigeria, Heartland Alliance International works with female 
sex workers led community based organizations (CBOs) in 8 states of Nigeria (Akwa 
Ibom, Benue, Cross Rivers, Federal Capital Territory, Lagos, Kaduna, Nasarawa and 
Rivers) to mitigate the impact of HIV among sex workers of ages 15-49 through the 
provision of comprehensive HIV services. A total of 112,355 BBFSWs were reached 
with comprehensive HIV services across eight states in cohorts over a period of 
twenty months (April 2015-Novemebr 2016). 
Each cohort of ten FSWs held cohort sessions weekly for six weeks. A total of 
81,519 FSWs were provided HIV Testing Services (HTS) and also screened for STIs 
by trained providers. HTS and STI data were collected using client intake forms 
with each BBFSW given a unique ID. IBM SPSS statistical software 23 was used 
to analyze data and to ascertain the proportion of BBFSW with dual STIs and HIV 
infection.
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Results: 3847 out of 81, 519 FSWs tested positive for HIV (4.7%). 1171 out of the 
3847 FSWs (30.44%) that tested positive for HIV also had STIs. The most com-
mon STI were vaginitis (47.61%), lower abdominal pain (30.98%) and cervicitis 
(21.41%). There was statistical significance with a P value of 0.01. In addition, the 
Pearson’s r was 0.947 which also indicates a very strong positive relationship.
Conclusions: The presence of STIs such as vaginitis and cervicitis increases the 
risk of HIV infection among BBFSWs in Nigeria. It is therefore essential that HIV 
prevention strategies targeting BBFSWs includes a full range of STI screening and 
treatment. 

TUPEC0764
Comparison of HIV risks and HIV prevalence between poppers, 
amphetamine-type substance (ATS) and polydrug using Thai 
men who have sex with men and transgender women
T. Anand1, C. Nitpolprasert1, J. Jantarapakde1, S. Pengnonyang1, T. Sungsing1,  
P. Rodbamrung1, S.J. Kerr2,3,4, T. Nakpor5, W. Champa6, D. Linjongrat7,  
S. Janyam8, R. Meksena2, P. Phanuphak1,2, N. Phanuphak1 
1The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2HIV-NAT, The Thai 
Red Cross AIDS Research Centre, Bangkok, Thailand, 3Kirby Institute, University 
of New South Wales, Sydney, Australia, 4Academic Medical Center, University of 
Amsterdam, Institute for Global Health and Development, Department of Global 
Health, Amsterdam, Netherlands, 5Sisters Foundation, Chon Buri, Thailand, 6Caremat 
Organization, Chiang Mai, Thailand, 7Rainbow Sky Association of Thailand, Bangkok, 
Thailand, 8Service Workers In Group Foundation, Bangkok, Thailand 
Presenting author email: tarandeepsinghanand@gmail.com

Background: Substance use has emerged as a part of the HIV syndemic among Thai 
men who have sex with men (MSM) and transgender women (TG). We compared 
HIV risks and prevalence between poppers, amphetamine-type substance (ATS) 
and polydrug users.
Methods: As part of community-based Test and Treat and Adam’s Love study, MSM 
and TG received HIV testing and completed socio-demographic and risk behavior 
questionnaires. Participants were categorized on the basis of their substance use 
(regardless of alcohol use) into three groups: (1) ‘only poppers users’; (2) ‘only ATS 
users’; and (3) ‘polydrug users’. Logistic regression analyses examined the associa-
tion of each group with sexual behaviors and HIV infection.
Results: From May 2015 to December 2016, a total of 2,855 participants (75.4% 
MSM and 24.6% TG) were enrolled, and mean age was 26.5 (SD=7.1). There were 
4.7% poppers, 3.6% ATS and 9.7% polydrug users. When compared with ATS and 
polydrug users, popper users were more likely to be MSM (98.5% vs. 65.1% vs. 
83.8%, p<0.001), to have obtained a bachelor’s degree or higher (51.9% vs. 20.4% 
vs. 34.9%, p<0.001), and were least likely to be bisexual (22.2% vs. 33% vs. 42.5%, 
p<0.001) or have only one sexual partner in the past 6 months (5.2% vs. 6.8% vs. 
6.5%, p<0.001). ATS users included higher number of TG (35% vs. 16.2% vs. 1.5%, 
p<0.001), had less than high school education (43.7% vs. 27.7% vs. 7.4%, p<0.001), 
had monthly income ≤ 500 USD (63.1% vs. 49.6% vs. 42.2%, p=0.001) and had 
never previously tested for HIV (45.6% vs. 36.7% vs. 29.6%, p=0.001) as compared 
with polydrug and popper users. In multivariate regression model, using ATS was 
associated with unprotected anal sex (AOR 3.11, 95% CI 1.49 - 6.49, p=0.002) and 
testing HIV-positive (AOR 1.92, 95% CI 1.08 - 3.39, p=0.02).
Conclusions: Our study identified unique HIV vulnerabilities of distinct substance-
using MSM and TG groups, ATS-users being at higher risk. Putting prevention tools 
such as pre-exposure prophylaxis (PrEP) and condoms into the hands of substance-
users seeking clinical services, and implementing innovative models to identify 
those ‚unreached’ for early interventions remains a critical priority. 

TUPEC0765
Cluster of HIV infections associated with unsafe injection 
practices in a rural village in Cambodia
L. Ferradini1, V. Saphonn2, M. Fujita1, S. Samreth3, S. Chan3, F. Rouet4, V. Khol3, 
S. Mam3, C. Mom5, S. Tuot6, L.-V. Le7, P.S. Ly3, C.V. Mean3 
1WHO, Phnom Penh, Cambodia, 2University of Health Sciences, Ohnom Penh, 
Cambodia, 3Cambodian National Center for HIV/AIDS, Dermatology and Sexually 
Transmitted Diseases, Ministry of Health, Phnom Penh, Cambodia, 4HIV/Hepatitis 
Unit, Institut Pasteur du Cambodge, Phnom Penh, Cambodia, 5Centers for Disease 
Control and Prevention (CDC), Phnom Penh, Cambodia, 6KHANA, Phnom Penh, 
Cambodia, 7World Health Organization. Regional Office for the Western Pacific, 
Manilla, Philippines 
Presenting author email: ferradinil@who.int

Background: In late 2014 in a rural village in Cambodia, a surge in HIV infections 
was reported and a rapid investigation identified 114 among 915 Roka commune 
residents being HIV infected (12.4%).

Methods: A case-control study was performed in December 2014 to identify risk 
factors associated with recently diagnosed HIV positive cases in Roka commune.
Results: The results provide strong evidence that unsafe medical injection practices 
were associated with HIV cases. Recent exposure to medical injections (AOR=4.9 
[2.2 - 10.8]), intravenous infusion (AOR=4.3 [2.1 - 8.9]) or blood draw (AOR=5.6 
[2.5 - 12.2]) within the past six months were found independently associated with 
HIV infection. No other factors examined were significantly associated with recent 
HIV infection, including other invasive procedures, injection drug use and sex-re-
lated risk behaviour usually associated with HIV transmission.
Conclusions: In countries with low HIV prevalence like Cambodia, healthcare-asso-
ciated HIV transmission may continue to represent substantial HIV risk and com-
promise HIV control. Such a risk should be closely monitored with appropriate tools 
and alert systems, actively prevented by improving healthcare providers’ injection 
practices, both in the public and private sectors, and reducing the demand for un-
necessary medical injections by raising awareness of both the public and medical 
practitioners. 

TUPEC0766
Alcohol use, substance use, and risk of HIV transmission  
among female sex workers in Kampala, Uganda
K. Ortblad1, D. Kibuuka Musoke2, T. Ngabirano3, A. Nakitende2, G. Taasi4,  
A. Bazzi5, T. Barnighausen6, C. Oldenburg7 
1Harvard T H Chan School of Public Health, Global Health and Population, Boston, 
United States, 2International Research Consortium, Kampala, Uganda, 3Uganda 
Health Marketing Group, Kampala, Uganda, 4Uganda Ministry of Health, Kampala, 
Uganda, 5Boston University School of Public Health, Department of Community 
Health Sciences, Boston, United States, 6Heidelberg University, Heidelberg, Germany, 
7Francis I. Proctor Foundation, University of California San Francisco, San Francisco, 
United States 
Presenting author email: kibuukamd@sfg-group.com

Background: Alcohol and substance use decrease inhibition and are thought to 
be associated with risk behaviors for HIV transmission. Key populations, includ-
ing female sex workers (FSW), have historically high risk of HIV acquisition as well 
as alcohol and substance use. We investigate the association between alcohol use, 
substance use, and HIV-related risk behaviors among FSW in Kampala, Uganda.
Methods: HIV-naïve or perceived uninfected (no testing < 3 months) Kampala-
based FSWs (n= 963) completed quantitative questionnaires in October - 
November 2016. Participants were asked how often they drank alcohol just before 
or during sex work (5-point scale, past month) and if they had used any intoxicating 
substances or drugs (past 12 months). HIV-related behavioral outcomes included 1) 
condom use with clients and 2) HIV testing (past 6 months). Multivariable logistic 
regression models adjusting for sociodemographic variables assessed associations 
between alcohol and substance use and the two behavioral outcomes.
Results: Participants had a median age of 28 years (IQR: 24-32 years) and the 
majority were literate (822, 85.7%) and reported monthly income < 250,000 
UGX/~USD $70 (527, 55.1%). Almost half reported alcohol use before or dur-
ing sex work “most times” or “every time” (435, 45.2%) and 374 participants 
(38.8%) reported past 12-month substance use. Inconsistent condom use was re-
ported by 388 participants (40.4%) and 353 participants (33.7%) reported past 
6-month HIV testing. Alcohol use (most or every time) before/during work and 
past 12-month substance use were both associated with increased odds of inconsis-
tent condom use with clients (alcohol: aOR 1.98, 95% CI: 1.51-2.58; substance use: 
1.89, 95% CI: 1.44-2.47) and decreased odds of past 6-month HIV testing (alco-
hol: aOR 0.85, 95% CI: 0.65-1.11; substance use: aOR 0.51, 95% CI: 0.38-0.67); 
the association between alcohol use and HIV testing, however, was not significant.
Conclusions: Alcohol and substance use are prevalent in this key population of 
Kampala-based FSWs and strongly associated with inconsistent condom use with 
clients and reduced HIV testing, behaviors that increase risk of HIV transmission 
and delay linkage to treatment and care. Interventions that reduce alcohol and sub-
stance use in the sex work environment should be developed for FSW in Kampala, 
Uganda. 
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TUPEC0767
Recent incarceration and risk of hepatitis C and HIV 
transmission amongst people who inject drugs: a systematic 
review and meta-analysis
J. Stone1, M. Hickman1, A. Lim1, H. Fraser1, J. Walker1, L. MacGregor1, A. Trickey1, 
S. Abbott1, Z. Ward1, N.K. Martin1,2, P. Vickerman1 
1University of Bristol, School of Social and Community Medicine, Bristol, United 
Kingdom, 2University of California San Diego, Division of Global Public Health, San 
Diego, United States 
Presenting author email: jack.stone@bristol.ac.uk

Background: Recent modelling has suggested that incarceration could be a signifi-
cant driver of HIV and hepatitis C virus (HCV) transmission amongst people who 
inject drugs (PWID), primarily due to an elevated risk of HIV and HCV acquisition 
following recent release. We conducted a systematic review to assess the degree to 
which recent incarceration elevates the risk of HCV or HIV transmission amongst 
PWID.
Methods: MEDLINE, EMBASE and PSYCHINFO databases were searched for 
epidemiological studies assessing HCV (both primary infection and reinfection) or 
HIV incidence amongst community PWID. Studies published since January 2000 
were retrieved for review without language restriction. Studies were included if they 
reported the association between recent incarceration and HCV or HIV incidence. 
Authors of incidence studies which did not report on this outcome, but may have 
collected data regarding recent incarceration were contacted to obtain additional 
data. Data were extracted and pooled in meta-analyses using a random effects 
model.
Results: Sixteen published studies that examined the impact of recent incarcera-
tion on HIV or HCV transmission met criteria for inclusion; 11 studies of HCV 
transmission (10 primary infection and 1 reinfection) and 5 of HIV transmission. 
Recent incarceration was associated with a 56% increase in the risk of HCV infec-
tion (rate ratio 1.56, 95% confidence interval (95%CI) 1.15-1.98; P< 0.001) and a 
doubling in the risk of HIV infection (rate ratio 1.99, 95%CI 1.21-2.77; P< 0.001) 
among PWID. There was evidence of heterogeneity between studies in the HIV 
analysis (I-squared = 72.3%, chi(2)=14.46, P=0.006) but not in the HCV analysis 
(I-squared = 32.9%, chi(2)=14.70, P=0.144).
Conclusions: Recent incarceration is associated with an increased risk of both HCV 
and HIV transmission amongst PWID. Because of the high rates of incarceration 
experienced by PWID in most settings, incarceration is likely to be a significant 
driver for HCV and HIV epidemics amongst PWID. To help develop future inter-
ventions, research is needed to determine the precise mechanism by which incar-
ceration elevates HCV and HIV transmission risk amongst PWID, and so whether 
prison-based harm reduction and structural interventions could reduce this elevat-
ed risk and the burden of HCV and HIV. 

TUPEC0768
Evaluating the HIV prevention and treatment needs among 
male clients of female sex workers in Senegal
K. Coly1, F.M. Drame2, D. Diouf2, C. Toure Kane3, S. Ketende1, C. Lyons1,  
B. Liestman1, O. Ndiaye3, G. Turpin Nunez1, A. Rao1, F.M. Sy2, P. Dieng2,  
D. Diagne Gueye3, S. Schwartz1, S.D. Baral1 
1Johns Hopkins School of Public Health, Center for Public Health and Human Rights, 
Baltimore, United States, 2Enda Santé, Dakar, Senegal, 3LBV/IRESSEF, Dakar, 
Senegal 
Presenting author email: kcoly1@jhu.edu

Background: Consistent data support the concentration of HIV risks in Senegal. 
Specifically, burden of HIV in Senegal, is highly concentrated among specific key 
populations with specific HIV acquisition and transmission risks. Characterizing the 
HIV transmission dynamics in Senegal can support continued implementation of 
increasingly specific HIV prevention and treatment programs. While the preva-
lence of HIV among female sex workers (FSW) appears to have fallen in recent 
years, there has been limited study of the HIV prevention and treatment needs of 
the clients of FSW.
Methods: Using time location sampling we visited 56 sites in Dakar, sampled 602 
clients of FSW defined as men who pay money to have sex with FSW between 
11/2015 and 05/2016. The survey included a structured instrument combined with 
biological testing for HIV and syphilis.
Results: 602 clients participated in the study, the median age of included men is 
34 (IQR: 27-42) 23.0%(140/602) went to koranic school, 19.6%(118/602) did not 
finish high school, and 7.1% (43/602) are university students. 49.3%(297/602) 
are single, 40.5 %(244/602) are married , 8.4%(51/602) are widowers, with 
68.1%(169/602) of participants reporting not living with their partners. The me-
dian income per week (CFA) was 75000 (IQR: 36000-150000), 31.9%(192/602) 
were skilled workers, and 4.5%(27/602) were unemployed. 37.4%(225/602) re-
ported always using condoms with sex workers though 96.8%(583/602) reported 

using health services designed for FSW and their clients within the past year. HIV-
1 prevalence was 1.2 % (7/602) with 2.3% found to have active syphilis (14/602). 
While 33.4%(201/602) reported having tested for HIV, none of the participants 
that tested positive to HIV declared knowing their status before the study.
Conclusions: These data highlight male client engagement in sex work-oriented 
services, but limited history of HIV testing and consequently limited awareness 
of HIV status among those living with HIV. Given the significant risk of onward 
transmission among those unaware of their HIV status to other female partners, 
these unmet needs are significant. Moreover, understanding the HIV acquisition 
and transmission risks among all people including non-FSW partners of male clients 
provides further insight into the distributions of HIV risks and ultimately national 
investments needed to address these risks. 

TUPEC0769
“I’ve finally deleted Jack’d (for good)”: in-group HIV, sexuality 
and racial stigma within geospatial networking apps and sexual 
networking websites
S. LeGrand1, D. Pulley2, N. Blackburn2, M. Barry2, G. Sallabank3, W. Dong2,  
G. Harper4, L. Hightow-Weidman5, J. Bauermeister6, S.K. Choi2, K. Muessig2 
1Duke University, Duke Global Health Institute, Center for Health Policy and 
Inequalities Research, Durham, United States, 2University of North Carolina at 
Chapel Hill, Gillings School of Global Public Health, Department of Health Behavior, 
Chapel Hill, United States, 3University of Michigan, Center for Sexuality and Health 
Disparities, Ann Arbor, United States, 4University of Michigan, School of Public 
Health, Department of Health Behavior and Health Education, Ann Arbor, United 
States, 5University of North Carolina at Chapel Hill, School of Medicine, Division of 
Infectious Diseases, Chapel Hill, United States, 6University of Pennsylvania, School of 
Nursing, Department of Family and Community Health, Philadelphia, United States 
Presenting author email: sara.legrand@duke.edu

Background: Geospatial networking apps (e.g., Grindr, Jack’d) and sexual network-
ing sites (e.g., Adam4Adam, Manhunt) are often used by young black men who 
have sex with men (YBMSM) in the USA to identify sexual partners. Use of these 
online tools has been associated with increased sexual risk behavior. Experiences of 
HIV, sexuality and racial stigma within these sites may negatively impact sexual risk, 
mental health outcomes and uptake of HIV prevention and care services.
Methods: 232 YBMSM completed the intervention arm of a 12-month randomized 
controlled trial of healthMpowerment (HMP), an Internet-based intervention to 
reduce condomless anal intercourse. Intervention components included a discus-
sion forum (The Forum) where participants could post about a variety of new and 
predefined topics such as coming out, HIV disclosure, and relationships. We used 
qualitative software to assist in systematically coding and thematically analyzing 
participant contributions about experiencing, anticipating, perpetuating and chal-
lenging in-group HIV, sexuality and racial stigma within geospatial networking apps 
and sexual networking site contexts.
Results: At baseline, 68.9% of participants reported searching for sexual partners 
on sexual networking sites in the last 3 months; 26.2% indicated at least daily use. 
The Forum participants discussed the strong emphasis on sex seeking in sexual net-
working apps and websites, sharing numerous examples of stigmatizing language 
describing HIV status, race, and sexuality. Participants debated the acceptability of 
expressing “preferences” regarding femininity vs. masculinity, sexual position, and 
body image and connected these preferences to an online culture that condoned 
stigmatization within the gay community. YBMSM recognized the stigma they 
experienced or anticipated in these virtual environments and articulated links to 
decisions about sex, condom use, and HIV status disclosure. Nevertheless, several 
participants felt unable to delete their app/website profiles because they served as 
a primary connection to the gay community.
Conclusions: YBMSM experience multiple layers of externally imposed stigma, 
impeding connection with other MSM for sexual or nonsexual relationships. 
Geospatial networking apps and sexual networking sites facilitate these connec-
tions, but in-group stigma within these virtual environments may contribute to 
increased risky sexual behaviors. Stigma reduction interventions that address in-
group stigmas within sexual networking apps and websites may reduce sexual risk 
and HIV transmission. 
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TUPEC0770
Longitudinal analysis of sexual risk behavior, alcohol misuse 
and mental health disorders associated with STIs among U.S. 
military personnel across a shipboard deployment
J. Harbertson1,2,3, B. Hale1,4, N. Michael2, P. Scott2 
1Naval Health Research Center, San Diego, United States, 2Walter Reed Army Institute 
of Research, US Military HIV Research Program, Rockville, United States, 3Leidos, 
San Diego, United States, 4University of California, San Diego, United States 
Presenting author email: judith.harbertson.ctr@mail.mil

Background: Longitudinal sexually transmitted infection (STI) risk behavior data in 
mobile populations is difficult to obtain. Rates of sexual risk, alcohol misuse, mental 
health disorders, and other factors influencing STI acquisition may change signifi-
cantly during a military deployment cycle; more accurate data on these factors may 
improve STI prevention. We examine factors associated with STIs before, during 
and after a U.S. military shipboard deployment.
Methods: Data were collected from 2012 through 2014 among active-duty U.S. 
Navy and Marine Corps personnel assigned to 11 deploying ships. Consenting par-
ticipants completed an anonymous, paper-based survey assessing three months be-
fore deployment (T1), during the deployment (T2), and three months after deploy-
ment (T3). Questions included demographics, military history, sexual risk behavior, 
alcohol (AUDIT-C) and drug use, and mental health screening tools (CES-D and 
PCL-C). STI diagnosis was defined as a healthcare provider-diagnosed STI (chla-
mydia, gonorrhea, trichomoniasis, and/or syphilis). Descriptive and bivariate as-
sociations with STIs are reported for T1-T3 using t-tests and chi-square tests with 
statistical significance defined as p-value <0.05. Data were analyzed using SAS 
version 9.4. (SAS Institute, Cary, North Carolina, USA).
Results: Among participants, n=2,421(T1), n= 1,930 (T2), and n=1,444 (T3) com-
pleted the survey and reported age and sex. After excluding individuals who were 
not sexually active, the sample size for analysis was n=2,232 (T1), n= 649 (T2) and 
n=1,200 (T3). The STI prevalence was 1.5%, 6.8% and 2.3% for T1, T2 and T3 re-
spectively among sexually active participants. Among participants reporting 2 or 
more sexual partners, 3% (T1), 7.7% (T2) and 5.8%(T3) of individuals also reported 
an STI. Among participants reporting engaging in transactional sex, 12.6% (T1), 
19.9% (T2) and 22.2% (T3) also reported an STI in those respective time periods.
Conclusions: The proportion of sexually active individuals dropped to approximately 
33% of all participants during T2, although those still engaging in sex during T2 had 
significantly higher STI rates compared to before or after deployment. Individuals 
who choose to remain sexually active during deployment face much higher risk of 
acquiring STIs and could be targeted for enhanced STI prevention and screening 
during this time period. 

TUPEC0771
HIV risk factors and associated health outcomes among sexual 
minority women in the United States
J. Sherwood, A. Sharp, B. Honermann, S. Blumenthal, G. Millett 
amfAR, The Foundation for AIDS Research, Washington, United States 
Presenting author email: jennifer.sherwood@amfar.org

Background: Female-to-female sexual contact is an inefficient route of HIV trans-
mission; and as such, sexual minority women have not been prioritized for HIV 
prevention programs. However, previous research has found high rates of sexual 
violence victimization, injection drug use, and lower healthcare access among sexual 
minority women, suggesting underlying vulnerabilities. This analysis examines sexu-
al health outcomes and HIV risk factors among a population-based sample of sexual 
minority women in the United States.
Methods: 2013-2015 National Survey of Family Growth data from female respon-
dents aged 15-44 (weighted n = 61,021,314) were analyzed. Multivariate logistic 
regression modeled associations between: 
1) women reporting sex with women (WSW) and; 
2) women identifying as lesbian, bisexual or gay (LBG), with a set of HIV and sexual 
health risk factors.
Results: 17.6% of U.S women (n = 10,757,319) report a same-sex experience. In 
adjusted analysis, WSW had increased odds of forced sex by a male, involuntary 
first sex, induced abortion, use of emergency contraception, and injection drug use, 
compared to other women. 
Similar results were found among LBG women (8.5% of survey sample). WSW are 
more likely to have had a recent STD test, but no more likely to have HIV tests, 
pelvic exams, or pap smears compared to other women.

 WSW WSW vs. non-WSW
 % cOR (95% CI) aOR (95% CI)*

Ever forced sex by male 28.9 3.29 (2.59 - 4.19) 2.60 (2.03 - 3.32)
Involuntary first sex 9.7 1.82 (1.28 - 2.56) 1.67 (1.15 - 2.42)
Ever had an HIV test 80.9 1.63 (1.20 - 2.21) 1.04 (0.71 - 1.52)
STD test in past 12 months 44.5 2.11 (1.69 - 2.63) 1.51 (1.18 - 1.94)
Ever had induced abortion 32.1 2.54 (1.87 - 3.47) 2.12 (1.50 - 2.98)
Ever used emergency contraception 31.3 1.87 (1.48 - 2.37) 1.50 (1.17 - 1.92)
Pelvic exam or Pap test in past 12 months 64.0 1.24 (1.00 - 1.53) 1.02 (0.81 - 1.27)
Ever injected drugs that were not prescribed 4.6 9.61 (5.38 - 17.16) 6.33 (3.43 - 11.70)

[*adjusted: demographic vars., # of sexual partners]

Conclusions: Although WSW have a low risk of HIV transmission from sexual con-
tact with women, elevated risk of sexual violence victimization, injection drug use, 
and proxies for unprotected sex with men including abortion and use of emergency 
contraception, suggest risk for STIs including HIV. Healthcare providers should 
understand that sexual identity does not always predict behavior, or risk, and that 
women who identify as LGB may still be at risk for HIV. WSW would benefit from 
trauma-informed medical care as well as culturally sensitive interventions that ad-
dress HIV risk from injection drug use and unprotected sex with men. 

TUPEC0772
Experience of sexual violence and association with HIV  
risk among adolescent girls and young women engaged  
in the DREAMS initiative in Kenya
S. Mathur1, N. Pilgrim1, J. Okal2, J. Matheka2, N. Jani1, J. Pulerwitz1 
1Population Council, HIV and AIDS Program, Washington, United States, 2Population 
Council, HIV and AIDS Program, Nairobi, Kenya 
Presenting author email: smathur@popcouncil.org

Background: Research shows sexual violence is associated with HIV acquisition, yet 
there is insufficient evidence about adolescent girl and young women’s (AGYW) 
experiences of sexual violence and related HIV risk. 
We examined the experience of sexual violence by intimate and non-intimate part-
ners (IP vs. non-IP) among 15-24 year old women and its influence on their HIV risk 
perceptions and STI symptoms.
Methods: We conducted a cross-sectional survey with 914 AGYW enrolled in the 
DREAMS Initiative in two locations in Kenya between October and December 
2016. Survey participants were randomly selected from rosters of DREAMS pro-
gram beneficiaries. The survey assessed experience of sexual violence with non-
IP (i.e. not boyfriend or husband) among all AGYW and sexual violence among 
partnered AGYW (N=574) in the last 12 months. Participants also reported on 
perceived risk of HIV (very /somewhat likely versus unlikely/not at all likely) and 
experiencing any of four STI symptoms (e.g., genital ulcer) in the last 12 months. 
Multivariable logistic regression analyses examined associations between experi-
ence of sexual violence (IP and non-IP) and HIV risk perception and STI symptoms. 
Informed consent was obtained for each respondent.
Results: Approximately 24% of all AGYW reported experience of sexual violence 
from non-IP and 19% reported experience of sexual violence from IP in the last 12 
months. Among all AGYW, 20.4% perceived that they were at high risk of HIV. 
Among sexually experienced AGYW, 23.7% had experienced at least one STI 
symptom in the last 12 months. 
Adjusted analyses show that experiencing IP or non-IP sexual violence was signifi-
cantly associated with high HIV risk perception (ORadj: 2.44 [1.54-3.84] and 2.68 
[1.87-3.85], respectively), after controlling for age and other sociodemographic 
factors. Similarly, AGYW who experienced IP or non-IP sexual violence had in-
creased odds of experiencing an STI symptom in the last 12 months (ORadj: 2.23 
[1.34-3.69] and 1.74 [1.13-2.66], respectively).
Conclusions: AGYW experience sexual violence from both intimate and non-inti-
mate partners, and both experiences are associated with STI symptoms. Primary 
prevention programs for sexual violence are urgently needed. Further, screening 
for sexual violence history and provision of post-violence care is critical within HIV 
prevention programs for young women. 
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TUPEC0773
HIV risk, risk perception and uptake of HIV testing and 
counseling among youth men who have sex with men attending 
a gay sauna
T. Khawcharoenporn1, S. Mongkolkaewsub2, C. Naijitra2, W. Khonphiern2,  
A. Apisarnthanarak1, N. Phanuphak3 
1Thammasat University, Infectious Diseases/Internal Medicine, Bangkok, Thailand, 
2Thammasat University Hospital, Pathumthani, Thailand, 3The Thai Red Cross AIDS 
and Research Center, Bangkok, Thailand 
Presenting author email: thanak30@yahoo.com

Background: Men who have sex with men (MSM) are amongst populations at-risk 
for HIV acquisition in Thailand. In youth MSM (aged 13-24 years), the incidence of 
HIV infection has substantially increased. However, data on HIV risk, risk percep-
tion and HIV testing and counseling (HTC) uptake among youth MSM in hotspots 
are limited.
Methods: A 3-year prospective study was conducted among MSM attending a gay 
sauna in Pathumthani, Thailand during 2013-2016. HIV risk and risk perception 
were assessed by an anonymous survey. HTC was provided on-site with result no-
tification within 1 hour. HIV care establishment appointment was arranged by the 
counselors for HIV-infected participants. Care engagement within 1 year of diag-
nosis was subsequently assessed.
Results: There were 358 MSM participants; 87 (24%) were youth MSM. Of these 
87 youth MSM, 48% were college or university students. Comparing to other 
MSM, youth MSM had significantly higher median number of different sexual 
partner (2 vs. 1; P <0.001), were more-likely to exchange sex for money (44% vs. 
9%; P <0.001) and have sexual partner who exchanged sex for money (8% vs. 1%;  
P <0.001). Rates of consistent condom use for anal, oral and vaginal sexes were low 
and not significantly different between youth and other MSM (51% vs. 61%, 26% vs. 
35% and 72% vs. 61%, respectively). By using the study risk categorization tool, there 
were 68 youth MSM with moderate or high-risk for HIV acquisition, of which 43 
(63%) had false perception of low HIV risk. Youth MSM were more-likely than other 
MSM to accept HTC (68% vs. 33%) and to be first-time testers (42% vs. 28%). By 
HTC, the rates of HIV infection were higher among youth MSM comparing to other 
MSM [14/59 (24%) vs. 11/89 (12%); P=0.07]. Among the 14 youth MSM newly-
diagnosed with HIV infection, only 6 (43%) showed-up for continuity care.
Conclusions: Youth MSM had substantial high HIV risk, false perception of low HIV 
risk and low rate of care engagement but demonstrated considerable rate of HTC 
uptake. Strategies to improve access to HTC, risk perception and linkage to care are 
needed for HIV prevention and management among the youth MSM. 

TUPEC0774
Epidemiology of HIV and cascade of care in 2016 in injecting 
drug users from 1983 to 2016 in Luxembourg
A. Fischer1, V. Etienne2, L. Guillorit3, G. Biwersi4, A. Origer5, C. Devaux3,  
T. Staub6, V. Arendt6 
1Luxembourg Institute of Health, Clinical and Epidemiological Investigation Center, 
Strassen, Luxembourg, 2Luxembourg Institute of Health, CIEC, Strassen, Luxembourg, 
3Luxembourg Institute of Health, Esch sur Alzette, Luxembourg, 4Fondation Jugend-
an Drogenhëllef, Luxembourg, Luxembourg, 5Ministry of Health, Luxembourg, 
Luxembourg, 6Centre Hospitalier de Luxembourg, Luxembourg, Luxembourg 
Presenting author email: aurelie.fischer@lih.lu

Background: HIV prevention, treatment and care for injecting drug users (IDUs), 
as a key population, is a priority for WHO. The National Service of Infectious 
Diseases (NSID) follows a cohort of all HIV infected persons in Luxembourg. In this 
context the epidemiology of all IDUs infected by HIV from the beginning of the 
epidemic could be analyzed.
Methods: Our retrospective cohort study included all HIV infected injecting drug 
users from 1983 to 2016. Detailed informations were reviewed from patient files to 
characterize the IVDU cohort, the proportion of IDUs among newly HIV infected 
persons, and the cascade of care in this population.
Results: Since 1983, 202/1184 (17%) new HIV infections were due to injecting 
drugs. 152/202 (75.2%) were coinfected with HCV, 13/202 (6.4%) with HBV and 
11/202 (5.5%) with HCV/HBV. 147 (72.9%) are still alive and 49 (24.5%) died. 
IDUs prevalence rate was estimated in 2009 at 3.9 per 1000 persons (95% CI : 3.7 
- 4.0), giving an estimated number of 2224 IDUs in 2016. Based on this estimation 
the overall HIV prevalence rate in IDUs was 9%. Among the 147 HIV IVDUs alive, 
111 (75.5%) were under ARV treatment and 96 (86.5% of the treated persons) had 
an undetectable viral load. 
The proportion of IDUs among new HIV infections decreased from 20% in the 
80’s-90’s to a very low rate around 2% in 2009. However, from 2011 on, this pro-
portion increased regularly to reach 30% in 2016 and phylogenetic analyses showed 
that this increase was mainly due to an active cluster of 30 IDUs infected by the 
same virus emerging in 2013.

Conclusions: In Luxembourg 17% of all new HIV infections since 1983 were due 
to injecting drugs but this rate reached 30% in 2016, showing an alarming recru-
descence of HIV in this population. When looking at the cascade of care, improve-
ment could be made in the number of treated IDUs since “only” 75.5% of them 
were under ARV treatment. A recent and rapid increase in the proportion of IDUs 
among the new HIV infections was mainly due to an active cluster of IDUs infected 
by the same virus. 

TUPEC0775
Mixed synthetic drugs and heroin use practices, drug effects, 
and potential risks for HIV, syphilis, and hepatitis C infections 
among Chinese drug users
S. Su1, L. Mao2, J. Zhao3, L. Chen3, F. Cheng4, J. Jing4, L. Zhang1 
1Monash University, School of Public Health and Preventive Medicine, Melbourne, 
Australia, 2The University of New South Wales, Sydney, Australia, 3Centers for Disease 
Control and Prevention, Yuxi Prefecture, Yuxi, China, 4Tsinghua University, Beijing, 
China 
Presenting author email: ssu27@student.monash.edu

Background: Mixed synthetic drugs (SDs) and heroin users have become increas-
ingly prevalent among Chinese drug users in the past decade as the combined ef-
fects of polydrug consumption could maximise anticipated satisfaction. This study 
aims to identify the socio-demographic characteristics, drug-related practices, and 
blood-borne viruses and sexually transmitted infections among SDs users mixed use 
with heroin and compare differences to those sole SD and heroin users.
Methods: A total of 1,291 drug users were recruited from the national surveillance 
settings during 2016 in the Southwest Chinese province, which is near the “Golden 
Triangle” (the major drug planting and trafficking region in the world). The com-
parison was conducted in participants according to their drug-use categories by 
multivariate logistic regression.
Results: Of 1,291 participants, 447 mix-used SDs with heroin, while 526 used SDs 
only and 318 used heroin only. Mixed users appear to be an older population with 
worse socioeconomic status, longer drug use history, and consumed drugs more 
frequently than sole users. Individuals with monthly income below 2000 RMB 
(≈300 USD) almost doubled the odds of mixed drug-use (ARR=1.86, 95% CI 1.24-
3.67) compared with sole-SDs users. People who initiated drug use for pleasure 
seeking were more likely to mix use than those occasionally use for the recreational 
purpose (ARR=1.89, 1.09-3.73). Long drug use history and using drug for subse-
quent sexual excitement were associating factors of mixed drug use (ARR=1.21, 
1.12-1.32; 1.59, 1.02-2.47, respectively). Hallucination (37.1%) in sole-SDs users, 
hyperactivity (32.2%) in sole-heroin users, and sexual arousal (36.8%) in mixed us-
ers is the primary concern for the drug effects. Among all the drug users, mixed 
drug users have highest HIV (7.4%) and syphilis prevalence (2.9%), but highest 
HCV prevalence (49.7%) was observed in sole-heroin users. Mixed drug use was a 
risk factor for HIV and syphilis infections (ARR= 2.99, 1.42-8.97; 3.95, 1.43-7.04).
Conclusions: Mixed use of heroin and SDs is more frequent in older drug users and 
contribute to higher risk of HIV and syphilis infections. Effective interventions and 
drug-policy for harm and infections reduction are necessary to target an enlarging 
population of mixed drug users. 

TUPEC0776
Potential bridging group for HIV transmission: sexual behaviors 
and HIV prevalence among motorcycle-taxi drivers in Cameroon 
(MOVIHCAM study - ANRS 12350)
H. Hidayatou1, V. Sandres2, V. Pente1, G. Beninguisse3, S. Legac4, P. Msellati5,  
P. De Beaudrap6 
1Moto Action Cameroon, Yaounde, Cameroon, 2Moto Action France, Jouy en Josas, 
France, 3IFORD, Yaounde, Cameroon, 4Site ANRS Cameroun, Yaounde, Cameroon, 
5Institut de Recherche pour le Developpement, Montpellier, France, 6Institut de 
Recherche pour le Developpement, Paris, France 
Presenting author email: hidayahindou10@yahoo.fr

Background: Ending the AIDS epidemic is now discussed, which was unthinkable a 
few years ago. However, such objective can be achieved only if all affected popula-
tions are identified, reached and have access to immediate antiretroviral therapy. 
While motorcycle-taxi drivers have been identified as a potential bridging group in 
the late 90s, little is known on their characteristics and sexual behaviors. This work 
aims to fill this gap by adding to the recently emerging body of information on HIV 
risk among motorcycle-taxi drivers.
Methods: A cross-sectional survey was conducted with 1411 motorcycle-taxi driv-
ers recruited using a time-location sampling in Yaoundé, Douala, Kribi and Bertoua 
(Cameroon). Face-to-face interviews were realized with all participants and HIV 
tests administrated to a subset of them (n = 1003). 
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Participants characteristics were described using weighted estimators and com-
pared to historical data (DHS and ANRS12302 study conducted respectively in 
2011 and 2015). Factors associated with HIV infection were assessed using mixed-
effects logistic regression.
Results: Compared to other men, motorcycle-taxi drivers reported a higher num-
ber of sexual partners and sexual relationships with commercial and casual partners. 

 DHS 2011 ANRS 12302 study Movihcam

≥2 partners in the past year 38.4% 
(36.0 - 40.8)

46.4% 
(40.9 - 51.9)

52.2% 
(49.2 - 55.2)

Most recent sex partner casual 5.3% 
(4.1 - 6.6)

2.2% 
(0.5 - 3.8)

8.9% 
(7.2 - 10.6)

Commercial sex in the past year 5.9% 
(4.7 - 7.0)

26.0% 
(21.2 - 30.7)

35.1% 
(31.5 - 38.7)

[Table 1.]

During their most recent relationships, 55% of them had multiple partners. 
Moreover, 32% reported sexual relationships with female clients in exchange of 
a ride. Consistent condoms use was frequent with casual partners (69.1%) or sex 
workers (91.9%) but less common with clients (58.9%). HIV prevalence was 2.4% 
(1.6 - 3.2), slightly higher than the HIV prevalence observed among men in 2015 
in the ANRS12302 study (1.5%). The prevalence of HIV infection was significantly 
higher among participants living with their family (OR 3.8, p=0.01) and among 
those not owning their motorcycle (OR 3.0, p=0.01). A high proportion of the 
motorcycle-taxi drivers (82%) get tested for HIV at least once (DHS2011: 65%, 
ANRS12302: 74%).
Conclusions: Our results show that motorcycle-taxi drivers are often engaged in 
risky sexual behaviors and suggest they may be at increased risk of HIV infection. 
As the use of motorcycle-taxi is increasing in many African settings, interventions 
tailored to this group are urgently needed. 

TUPEC0777
Joint effects of alcohol and amphetamine type stimulant  
(ATS) use disorders on STI acquisition in a cohort of women 
engaged in sex work in Phnom Penh, Cambodia
J. Evans1, M.-C. Couture2, A. Carrico3, E. Stein1, M. Sokunny4, P. Maly4,  
L. Aynar4, S. Ngak4, C. Sophal5, Y. Neak6, L. Maher7, K. Page8 
1University of California, San Francisco, San Francisco, United States, 2University 
of San Francisco, San Francisco, United States, 3University of Miami, Miami, 
United States, 4FHI 360 Cambodia, Phnom Penh, Cambodia, 5Ministry of Health, 
Department of Mental Health and Substance Abuse, Phnom Penh, Cambodia, 
6National Authority for Combating Drugs, Phnom Penh, Cambodia, 7UNSW Australia, 
Kirby Institute for Infection and Immunity, Syndey, Australia, 8University of New 
Mexico, Albuquerque, United States 

Background: Female entertainment and sex workers (FESW) have high rates of 
alcohol consumption and ATS use, which can lead to increased sexual risk, HIV, and 
other negative health outcomes. We estimated the joint effects of alcohol and ATS 
use disorders on sexually transmitted infections (STIs) acquisition accounting for 
time-varying confounding.
Methods: Prospective cohort of 1,198 FESW enrolled in a HIV and stimulant use 
prevention intervention conducted in 10 provinces in Cambodia. Alcohol and ATS 
use disorders (AUD and SUD) were assessed using the Alcohol and Substance Use 
Involvement (ASSIST) scale. STI acquisition was defined as self-reported STI diag-
nosis by a medical provider in the past 3 months. Marginal structural models were 
used to estimate the joint effects of AUD and SUD on STI acquisition.
Results: At baseline, 25% scored >27 on the ASSIST for alcohol and 7% for ATS, 
screening positive for AUD and SUD respectively. Twenty-six percent reported one 
or more recent STIs during the 18-month follow-up. After accounting for several 
known confounders including sexual risk behaviors, the adjusted odds ratio (AOR) 
for STI acquisition associated with screening positive for AUD alone was 3.19 (95% 
CI: 1.84, 5.54). The AOR ratio for SUD alone was 3.79 (95% CI: 1.40, 10.23). The 
AOR for the joint effect of AUD and SUD was not significant (AOR = 3.24; 95% 
CI: 0.95, 11.11; p = 0.22).
Conclusions: Even after accounting for sexual risk taking behavior, AUD and 
SUD are independently associated with greater odds of STI acquisition among 
Cambodian FESW. Those who screened positive for SUD alone had the greatest 
odds of acquiring a STI over follow-up. Further research is needed to understand 
how AUD and SUD potentiate biological as well as behavioral pathways that influ-
ence STI acquisition in FESW. Clinical research is needed to examine if interven-
tions to address AUD and SUD among FESW can boost the effectiveness of exist-
ing HIV prevention activities. 

TUPEC0778
I am venal out of necessity, but I do not risk my life for  
money: factors associated with men having sex with other  
men in exchange for monetary/non-monetary advantages
C.H. Kounta1, L.S. Teyssier1,2, G. Maradan1,2, P.-J. Coulaud1, A. Coulibaly3,  
A.A. Keita3, B.D. Keita3, C. Laurent4, B. Spire1,2, CohMSM Study Group 
1Aix Marseille Univ, INSERM, IRD, SESSTIM, Bouches de Rhône, Marseille, France, 
2ORS PACA, Marseille, France, 3ARCAD-SIDA, Bamako, Mali, 4Unité TransVIHMI, 
IRD UMI 233, INSERM U 1175, Université de Montpellier, Montpellier, France 
Presenting author email: kountacheick80@yahoo.fr

Background: Men who have sex with men (MSM) are at much greater risk of HIV 
infection in Sub-Saharan Africa. Little is known about MSM transactional sex in 
Africa. We aimed to characterize MSM who had sex with other men in exchange for 
monetary/non-monetary advantages (MSM-SEMA).
Methods: CohMSM is an interventional cohort study of MSM in four West-African 
countries, including Mali. This analysis focused on Malian MSM enrolled between 
June 2015 and May 2016 with/without a 6-month follow-up visit. Data on socio-
economic dimensions, psychosocial outcomes and sexual behaviours were collected 
through standardized face-to-face interviews. Three HIV risk-reduction strategy 
sub-scores were constructed using principal component analysis: avoidance score: 
avoidance of at-risk situations as a protection strategy; knowledge score: knowledge 
of ART-related strategies including informal PrEP, treatment as prevention (TasP) 
and condomless sex only with treated/undetectable viral load HIV-positive men; 
sero-adaptation score: avoidance of condomless sex with men known to be HIV-
positive status or with unknown status. An experienced stigmatization score was 
also constructed. 
Data analysis used a generalized estimating equation model to estimate the popula-
tion-averaged effects on the probability of being an MSM-SEMA.
Results: Among the 200 participants enrolled in Mali, 149 completed the follow-
up visit 6 months later. Of the total 349 visits analysed, 25.5% corresponded to 
participants reporting to be MSM-SEMA. 
Overall, 49.6% were under 24 years old (median[IQR]=24[22-27]), and 79.1% 
qualified their financial situation as difficult. Declaring oneself to be MSM-SEMA 
was more frequently associated with younger age (OR[95%CI]: 0.6[0.4-0.9]), 
alcohol consumption during sex (OR[95%CI]: 6.4[1.5-27.7]), simultaneous multi-
partner male sex (OR[95%CI]: 5.7[2.6-12.9]), satisfaction with current sexual life 
(OR[95%CI]: 4.7[1.5-15.2]), knowledge (OR[95%CI]: 5.6[1.1-29.7]) and sero-
adaptation scores (OR[95%CI]: 11.9[1.2-120.3]), and an experienced stigmatiza-
tion score >2 (OR[95%CI]: 2.3[1.2-4.4]). Having had one’s most recent sexual en-
counter with one’s girlfriend (OR[95%CI]: 0.4[0.2-0.9]), having had insertive anal 
intercourse with one’s boyfriend in the previous 6 months (OR[95%CI]: 0.4[0.2-
0.8]), and having an avoidance score (OR[95%CI]: 0.1[0.02-0.6]) were all associ-
ated with less frequent declaration of being MSM-SEMA.
Conclusions: Malian MSM-SEMA may not be the subpopulation most vulnerable 
to HIV infection as they seem better informed about risk-reduction strategies, es-
pecially informal PrEP, TasP. Tailored HIV prevention health promotion interven-
tions for this group are needed to reduce sexual risks. 

TUPEC0779
Does pre-exposure prophylaxis use lead to a higher incidence  
of sexually transmitted infections? A case-crossover study of 
men who have sex with men in Los Angeles, California
M. Beymer1, R. Weiss2, M. Devost3, R. Flynn4, R. Bolan4, R. Landovitz1 
1University of California, Los Angeles, School of Medicine, Los Angeles, United States, 
2University of California, Los Angeles, Department of Biostatistics, Los Angeles, 
United States, 3Los Angeles LGBT Center, Sexual Health and Education Program, Los 
Angeles, United States, 4Los Angeles LGBT Center, Research, Los Angeles, United 
States 
Presenting author email: mbeymer@lalgbtcenter.org

Background: Pre-exposure prophylaxis (PrEP) is an effective method for reducing 
HIV incidence among at-risk populations. However, concerns exist over the po-
tential for an increase in sexually transmitted infections (STIs) following PrEP ini-
tiation. This study compares STI incidence before and after PrEP initiation, within 
subjects among a cohort of men who have sex with men (MSM) in Los Angeles, 
California.
Methods: This study used data from patients who received PrEP services at the Los 
Angeles LGBT Center between November 2015 and October 2016 (n = 211). A 
generalized linear mixed model was used in a case-crossover design to determine if 
there was a significant difference in STIs within subjects for up to 365 days before 
PrEP initiation as compared to up to 365 days after. We jointly analyzed syphilis, 
urethral gonorrhea, rectal gonorrhea, pharyngeal gonorrhea, urethral chlamydia, 
and rectal chlamydia.
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Results: Between the Before PrEP and After PrEP periods, there was a statistically 
significant within-subject decrease in STIs overall (p = 0.04) that differed by site/
disease. Analyzing individual bodily site-STI combinations, there was a statistically 
significant increase between periods in syphilis (p = 0.01) as well as rectal chlamydia 
(p = 0.02), but no significant difference between periods in rectal gonorrhea (p 
= 0.63), pharyngeal gonorrhea (p = 0.48), urethral gonorrhea (p = 0.77), and/or 
urethral chlamydia (p = 0.62).
Conclusions: There was a statistically significant increase in syphilis and rectal chla-
mydia, but the remainder of STIs remained unchanged between periods. Future 
studies should determine whether this increase is an artifact of detection bias or 
represents a true increase in sexual risk behavior following PrEP uptake for this 
segment of users. 

TUPEC0780
Syndemic psychosocial health problems associated with recent 
client-perpetrated sexual violence among female entertainment 
sex workers in Cambodia
M.-C. Couture1, J.L. Evans2, S. Muth3, M. Phou3, A. Len3, S. Ngak3, S. Chhit4,  
Y. Neak5, E.S. Stein2, A.W. Carrico6, L. Maher7, K. Page8 
1University of San Francisco, Population Health Sciences, San Francisco, United 
States, 2University of California San Francisco, Department of Epidemiology & 
Biostatistics, San Francisco, United States, 3FHI 360, Phnom Penh, Cambodia, 
4Ministry of Health, Department of Mental Health and Substance Abuse, Phnom 
Penh, Cambodia, 5National Authority for Combating Drugs, Phnom Penh, Cambodia, 
6University of Miami, Department of Public Health Sciences, School of Medicine, 
Miami, United States, 7University of New South Wales, Kirby Institute for Infection 
and Immunity, Sydney, Australia, 8University of New Mexico, Division of Epidemiology, 
Biostatistics and Preventive Medicine, Department of Internal Medicine, Albuquerque, 
United States 
Presenting author email: mccouture1@gmail.com

Background: Female entertainment and sex workers (FESW) are vulnerable to 
sexual violence, which impedes safe sex behaviors and increases the risk of HIV 
infection. FESW are also disproportionately affected by multiple co-occurring 
psychosocial health problems including substance use, depression and economic 
insecurity, all associated with an increased risk of exposure to violence. We used a 
syndemic framework to examine the additive effects of co-occurring problems on 
the risk of recent exposure to sexual violence among FESW in Cambodia.
Methods: Data were obtained from a sample of 1198 FESW participating in an 
HIV prevention program in 10 provinces in Cambodia. Women were surveyed at 
baseline regarding recent exposure to client-perpetrated sexual violence (prior 3 
months) as well as syndemic psychological health problems (depression, alcohol 
use, amphetamine-type stimulant (ATS) use, housing insecurity, food insecurity 
and having a debt). Bivariate and multivariate logistic regression analyses were 
conducted.
Results: Prevalence of recent exposure to sexual violence from clients was 6.9%. 
Bivariate analyses showed high correlations between co-occurring psychosocial 
problems, and all, except ATS use, were associated with exposure to sexual violence. 
In multivariable models, risk of recent sexual violence increased with the number 
of psychosocial problems, showing an additive effect (Figure 1). Compared to 
those with ≤1 problem, FESW with two psychosocial problems had twice the odds 
(AOR=2.08; 95%CI: 1.00-4.31) and women with 5-6 psychosocial problems had 
eight-fold higher odds (AOR=8.10; 95%CI: 3.4-19.31) of reporting recent sexual 
violence from clients. 

[Adjusted odds of sexual violence from clients]

Conclusions: Our findings support a syndemic model of co-occurring psychosocial 
problems among FESW that are associated with increased risk of recent sexual vio-
lence from clients. Effective HIV prevention interventions targeting FESW should 
use a comprehensive approach that takes into consideration the interconnections 
between these multiple co-occurring psychosocial health problems. 

TUPEC0781
Social epidemiology of HIV acquisition among Afro-Caribbean 
immigrants post-migration: the MSAFIRI study, Canada
A. Daftary1,2, L. Calzavara1, W. Tharao1,3, A. Burchell1,4, E. Amoako1,  
J. Iveniuk1, T. Mbulaheni5, M. Loutfy6,7, R. Kaul7, S.T. Ryan8, L. Leonard9,  
MSAFIRI Study Team 
1University of Toronto, Dalla Lana School of Public Health, Toronto, Canada, 2McGill 
University, Epidemiology, Biostatistics & Occupational Health, Montreal, Canada, 
3Women’s Health in Women’s Hands CHC, Toronto, Canada, 4Li Ka Shing Knowledge 
Institute, St. Michael’s Hospital, Toronto, Canada, 5African and Caribbean Council 
on HIV/AIDS in Ontario (ACCHO), Toronto, Canada, 6Women’s College Hospital, 
Toronto, Canada, 7University of Toronto, Department of Medicine, Toronto, Canada, 
8Black Coalition for AIDS Prevention, Toronto, Canada, 9University of Ottawa, 
Department of Epidemiology & Community Medicine, Ottawa, Canada 
Presenting author email: e.amoako@mail.utoronto.ca

Background: In high-income countries, HIV prevalence is disproportionately high 
among immigrants originating from HIV-endemic countries. Yet, the extent and 
drivers of infection after migration are unknown. The MSAFIRI Study uses mixed-
methods to characterize the social epidemiology of HIV acquisition among African, 
Caribbean and Black (ACB) immigrants in Canada.
Methods: Socio-demographic data from a province-wide clinical cohort of 825 
ACB adults attending HIV care in Ontario were analyzed to identify those who 
were born abroad and infected post-arrival. Interviews with a purposive sub-sample 
were qualitatively analyzed to understand the circumstances of sexually acquired 
infections post-arrival.
Results: The time of HIV acquisition could be established in 349 ACB adults born 
abroad (mean age 38y, 57% female); 80% were infected pre-arrival and 20% post-
arrival. Persons born abroad and infected post-arrival were significantly more likely 
to be from the Caribbean (61.4 vs. 16.9%), male (62.9 vs. 38%), identify as gay/
bisexual (37.1 vs. 10.4%), and report MSM transmission (32.9 vs. 10.8%), compared 
to persons infected pre-arrival; age was not a factor. Post-arrival MSM transmission 
was akin to the general Canadian population, but heterosexual transmission was sig-
nificantly higher. Interviews with 32 participants (50% female, 34.4% gay/bisexual, 
43.8% born in Africa, 56.2% born in the Caribbean) helped to contextualize the de-
terminants of HIV acquisition in Canada: 1) Difficulties assimilating under a racial-
ized, migrant identity post-arrival left most participants detached from traditional 
social networks. 2) HIV was perceived to affect people of colour in participants’ 
countries of origin but not “white” people. 3) Men’s sexual activities were governed 
by a desire to explore multiple, novel (often, biracial) partnerships, where they felt 
immune to HIV. 4) Women’s sexual encounters were governed by a dependency on 
their partners, leaving them unable to assert agency. 5) Heterosexual encounters 
stemmed from long-term monogamous partnerships, whereas MSM encounters 
were casual.
Conclusions: Risk misperceptions and inequities of race, gender and social capi-
tal - emergent in interviews and supported by epidemiological analyses - suggest a 
reconstructed vulnerability to HIV among Afro-Caribbean immigrants in Canada. 
Prevention strategies must address the unique, intersecting drivers of HIV acquisi-
tion post-migration in persons moving from HIV-endemic countries to countries of 
perceivably lower risk. 
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TUPEC0782
High prevalence of HIV and sexually transmitted infections, 
along with high rate of unprotected sex, among Thai MSM and 
TG who reported no or low self-perceived risk level for HIV
S. Pengnonyang1, J. Jantarapakde1, D. Trachunthong1, T. Sungsing1,  
P. Rodbamrung1, P. Mingkwanrungruang1, W. Sirisakyot1, S. Tongmuang1,  
S. Jarupittaya1, N. Mahachokchai2, P. Yokchawee2, S. Samalu3, M. Uthaikorn3,  
P. Potasin4, W. Champa5, P. Patpeerapong6, S. Mills7, S. Charoenying7,  
P. Phanuphak1, M. Cassell8, R. Vannakit8, N. Phanuphak1 
1The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2Rainbow Sky 
Association of Thailand, Bangkok, Thailand, 3The Service Workers In Group 
Foundation, Bangkok, Thailand, 4Sisters Foundation, Chonburi, Thailand, 5Caremat 
Organisation, Chiang Mai, Thailand, 6Mplus Foundation, Chiang Mai, Thailand, 7FHI 
360 and USAID LINKAGES Project, Bangkok, Thailand, 8Office of Public Health, 
U.S. Agency for International Development Regional Development Mission Asia, 
Bangkok, Thailand  

Background: Self-perceived risk is a significant factor associated with health-
seeking behaviors, including the pursuit of HIV testing and counselling. However, 
discrepancies between self-perceived risk and actual risk can result in less-than op-
timal coverage of HIV services and allocative inefficiency. We investigated correla-
tions between self-perceived risk and HIV and STI among MSM and TG in Thailand.
Methods: Baseline data was collected from May 2015 to September 2016 using 
self-administered questionnaires and HIV/STI (syphilis/gonorrhea/chlamydia) test-
ing from MSM and TG enrolled in a cohort study in six community sites in Thailand. 
Based on their responses, participants were stratified into four categories of per-
ceived HIV risk (no risk, low risk, moderate risk, and high risk). Participant charac-
teristics and prevalence of STI/HIV infection were compared with self-perceived 
risk levels using Chi-square test. The associations between self-perceived risk and 
other factors were analyzed by logistic regression.
Results: Of 2468 individuals (70.6% MSM and 29.4% TG) with a mean (±SD) age 
of 26.8 (7.2) years, 17.9% reported high self-perceived HIV risk, 32.0% moder-
ate, 37.7% low and 11.2% none. Logistic regression identified age >25 years (OR 
1.32, 95%CI 1.07-1.64, p=0.009), knowing someone with HIV infection (OR 1.55, 
95%CI 1.27-1.89, p< 0.001), having multiple partners in the past six months
(OR 2.24, 95%CI 1.76-2.84, p< 0.001), unprotected sex (OR 2.29, 95%CI 1.83-
2.87, p< 0.001),
STI (OR 1.80, 95%CI 1.23-2.66, p< 0.001) and group sex (OR 2.22, 95%CI1.68-
2.93, p< 0.001) to be associated with increasing level of self-perceived risk. 
In high, moderate, low and no risk groups, HIV prevalence was 23.9%, 17.4%, 11.7% 
and 8.9%
(p< 0.001), while STI prevalence was 39.5%, 35.2%, 30.8% and 26.8% (p=0.001), 
respectively. Of those who reported no/low risk, their actual risk behaviors were: 
multiple partners (33.2% and 50.3%), unprotected sex (61.1% and 74.2%), group 
sex (3.2% and 8.4%), and STI symptoms/diagnosis
(11.4% and 27.4%) in the past six months.
Conclusions: Self-perceived HIV risk positively correlated with the likelihood of 
having HIV/STI infections. However, self-perceived no/low risk groups exhibited 
high-risk sexual behaviors. Improved self-assessment skills and more strategic be-
havior change communication interventions to MSM and TG need to be strength-
ened to improve uptake of HIV/STI testing in these populations. 

TUPEC0783
The portrait of HIV prevalence, risk behavior and HIV 
prevention response on population men who have sex with  
men (MSM) in Indonesia 2007-2013
I.F. Lestari Doloksaribu 
Country Coordinating Mechanism Indonesia, Jakarta Selatan, Indonesia 
Presenting author email: irmadoloksaribu@gmail.com

Background: The prevalence of HIV in Men who have sex with Men (MSM) popula-
tions in Indonesia continued to increase, while access to HIV treatment services in 
this group is low. The HIV burden in most provinces in Indonesia is concentrated in 
“most at risk” populations and is generalized in Papua and West Papua provinces. 
Estimates of the prevalence of HIV in 2012 in the general population in Indonesia 
is 0.4%, while in Papua 2.3%. Men sex with men is one of the key populations at 
higher risk of contracting HIV than men in the general population. Estimates MSM 
population in Indonesia by 2012 of 81.338 people.
Methods: The method is a descriptive study using the Integrated Biological 
and behavioral surveillance (IBBS) by Ministry of Health (MOH) Indonesia 
(2007,2009,2011,2013), Sero-Surveillance and Behavioral Quick Surveillance 
by MOH and National AIDS Commission(NAC) (2013), MSM and Transgender 
Program Studies in Indonesia by MOH and NAC (2013) and Impact Analysis 
Studies by NAC (2015).

Results: Based on the results of IBBS in 2007-2013 and the Sero Surveillance re-
sults of 2013, the prevalence of HIV in the MSM population in Indonesia is increas-
ing. The prevalence on 2007: 5.3%, 2008 : 5.48%, 2009 :7%, 2013:13.6% and 
2013:17.3%. For MSM Risk Behavior (the consistency of condom usage) on 2007 
:27%, 2011 :33%, 2013 : 31%. Indonesia response for HIV prevention on MSM: 
Presidential Decree No.75/2006, National Strategy and Action Plan 2010 - 2014 
for MSM, MSM community strengthening, Fund for HIV prevention in MSM com-
munity is USD17.379.143 in 2011 and USD23.692.860 in 2012.
Conclusions: HIV prevalence in MSM increased between the years 2007-2013 at 
5% in 2007 to 17.3% in 2013. On the other survey locations in 2009 by 7% to 12.8% 
in 2013. Risk behaviors in MSM that may increase the risk of HIV is low propor-
tion of MSM use condoms consistently. Strengthening policies and programs have 
been conducted, but the effectiveness of the program to achieve the impact of the 
epidemic is not yet fully meet the expectations where the HIV prevalence among 
MSM increased by more than 100%. More than 50% of the funding is still sourced 
from abroad. 

TUPEC0784
Statistical adjustment of network degree in respondent-driven 
sampling estimator venue attendance as a proxy for personal 
network size among young MSM
K. Fujimoto1, M. Cao1, L. Kuhns2, D. Li1, J. Schneider3 
1University of Texas at Houston, Health Promotion and Behavioral Sciences, Houston, 
United States, 2Northwestern University Feinberg School of Medicine, Pediatrics - 
Adolescent Medicine, Chicago, United States, 3University of Chicago, Department of 
Medicine, Chicago, United States 
Presenting author email: jschnei1@medicine.bsd.uchicago.edu

Background: Respondent-driven sampling (RDS) is widely used to sample hard-
to-reach populations, such as men who have sex with men (MSM), and to estimate 
the prevalence of disease and risk/protective behaviors. Use of RDS among young 
MSM (YMSM), however, poses challenges that make RDS estimates using the 
standard degree measure suspect. 
The objective of the current study is to introduce a statistical approach to adjust 
the standard degree measure of self- reported network size, which is then applied to 
respondent-driven sampling (RDS) estimators.
 We propose a new network degree measure based on approximated frequencies of 
venue attendance.
Methods: We recruited 729 Young men who have sex with men (YMSM) aged 16-
29 in 2014-2016 in Chicago, IL, and Houston, TX, and estimated the population 
seroprevalence of HIV and syphilis, risk behavior, and protective behavior by com-
puting and comparing RDS estimates adjusted by the standard degree measure, a 
venue-informed degree measure, and the unadjusted sample estimates.
Results: The results indicate that RDS estimates adjusted by a venue-predicted de-
gree tend to be more efficient (smaller variance) than adjustment by the standard 
self-reported network size for RDS population estimates in both cities sampled.
Conclusions: Venue attendance may provide a more reliable degree measure for 
RDS estimates of outcomes of interest, which can then be used to better design 
HIV-prevention interventions that target hard to reach populations such as YMSM. 

Characteristic
Percentage (n) or Mean 
(SD; Min, Max) Chicago 

(N = 373)

Percentage (n) or Mean 
(SD; Min, Max) Houston 

(N = 356)

Age
24.3 

(2.8; 17, 30)
24.8 

(2.9; 17, 30)

Race/Ethnicity White
20.1% 
(75)

15.2%
(54)

Black
63.8% 
(238)

59.0% 
(210)

Hispanic
10.7% 
(40)

19.4% 
(69)

Other race/ethnicity
5.1% 
(19)

6.5% 
(23)

Housing instability
29.5%
 (110)

17.4% 
(62)

Education High school or less
37.0% 
(138)

34.6% 
(96)

College or more
61.0% 
(227)

62.9% 
(224)

Degree measures Self-reported peer 
network size

51.8 
(226.3; 0, 4000)

54.6 
(142.5; 0, 1300)

[Characteristics of young men who have sex with men]



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July
Poster
Exhibition

289

[Figure]

TUPEC0785
VCT data to estimate HIV incidence among key populations,  
Ho Chi Minh City, Vietnam
N. Nguyen1, M. Ackers2, T. Nguyen3, P. Le3 
1US CDC Vietnam, DGHT, Ho Chi Minh, Vietnam, 2US CDC Vietnam, Ho Chi Minh, 
Vietnam, 3Ho Chi Minh City AIDS Control Center, Ho Chi Minh, Vietnam  

Background: Accurate estimates of HIV incidence are crucial to evaluate program 
impact. VCT program cohort data can help produce incidence estimates and de-
termine program priorities among key populations (KP) including men who have 
sex with men (MSM), people who inject drugs (PWID), and female sex workers 
(FSW).
Methods: We reviewed data from a retrospective cohort of clients at 25 VCT sites 
in Ho Chi Minh City during 2006-2015. Routine program data were analyzed from 
clients who reported ≥2 HIV tests >3 months apart whose first test result was nega-
tive. To calculate person-years of exposure, non-seroconverters contributed the 
time between the first and last tests; seroconverters contributed the time between 
the first test and the estimated date of seroconversion (midpoint between the last 
negative and first positive test). HIV incidence rate (IR) and 95% Confidence 
Intervals (CI) were calculated.
Results: Among 273,313 tests performed, 33,782 repeat testers with a document-
ed initial HIV negative test contributed 27,509 person-years (py). Median time 
between tests was 218 days; 13,007 (39%) repeat testers self-identified as KP. 
Of 769 seroconverters, 272 (35%) were PWID; 111 (26%), MSM; and 45 (6%), 
FSW. Overall HIV IR was 2.8 seroconversions per 100 py (95% CI: 2.6 to 3.0) and 
was highest in 2006 at 9.7 per 100 py, fell annually to 2.5 per 100 py in 2010 and 
then stabilized. 
Among KP subgroups, IR was 5.0 per 100 py (95% CI: 4.2-6.1) among MSM, 4.3 
per 100 py (95% CI: 3.8-4.8) in PWID, and 1.7 per 100 py (95% CI: 1.2-2.3) among 
FSW. IR patterns over time varied among subgroups. 

[Table: HIV incidence rate among repeat testers by KP group, HCMC, 2006-2015]

Conclusions: From 2006-2015, PWID and FSW demonstrated substantial drops 
in IR. After initially declining, IR among MSM may be increasing in recent years. 
Targeted prevention efforts, like PrEP, will be required to reduce incidence further, 
especially among MSM. 

TUPEC0786
Outsider or farmer? Deconstructing the role of migration  
in the HIV risk of Chinese men who have sex with men
C. Liu1, R. Fu1, W. Tang1,2,3, B. Cao1, C. Wei4, J. Tucker1,2, K. Smith1 
1University of North Carolina at Chapel Hill Project-China, Guangzhou, China, 
2University of North Carolina at Chapel Hill, School of Medicine, Chapel Hill, United 
States, 3Guangdong Center for Skin Diseases and STI Control, Guangzhou, China, 
4University of California, School of Medicine, San Francisco, United States 
Presenting author email: chuncheng@seshglobal.org

Background: Migration of men who have sex with men (MSM) from rural to urban 
areas is common across low- and middle-income countries, and is widely believed to 
explain elevated HIV risk among migrant MSM. Little consensus exists on whether 
their risk is due to their transplantation or their being from economically disad-
vantage rural areas. This study examined HIV risk associated with each of these 
two migration characteristics - transplantation and being of an economically dis-
advantaged rural background - to compare the association of each strategy with 
measures of HIV risk.
Methods: In July 2016, MSM ≥ 16 years old currently residing in one of eight urban 
cities in China were recruited for an online cross-sectional survey, which collected 
information on socio-demographics, sexual behaviors, HIV care seeking behaviors, 
and health services utilization. Based on several questions about residency status, 
each participant was classified as being either a local or a non-local, and as an urban 
or a rural person. Multivariable logistic regression was used to examine the asso-
ciations between risky behaviors and health care utilization and the two migration 
characteristics.
Results: 2,007 eligible MSM participated, about two thirds (67%, n=1,359) of 
whom were non-local and half (44%, n=881) of whom were from rural areas. Non-
locals differed from locals only in their likelihood of having ever HIV tested (adjust-
ed odds ratio [aOR]=0.72, 95% confidence interval [CI]: 0.55-0.93), rural MSM 
were less likely to have ever purchased sex (aOR=0.51, 95%CI: 0.34-0.77), to have 
ever disclosed same-sex behaviors to a healthcare provider (aOR=0.65, 95%CI: 
0.51-0.82), to have ever been HIV tested (aOR=0.65, 95%CI: 0.51-0.82), and 
among those who were HIV positive, to have ever initiated antiretroviral therapy 
(aOR=0.22, 95%CI: 0.07-0.66), as compared to their urban counterparts.
Conclusions: Migrant status as defined by urban/rural status was a far more salient 
predictor of HIV associated risk behaviors as compared to transplantation status. 
Elevated risk of HIV infection in migrants most likely stems more from their lack of 
social and economic resources rather than from individual behaviors. Health policy 
efforts to address service gaps faced by these MSM must focus on structural as well 
as individual level barriers. 

TUPEC0787
Studying the most marginalized hijra/transgender population 
for burden of HIV related risk behavior, HIV prevalence and 
utilization of related HIV services in India
P. Kumar, B. Sangal, N. Dhingra, M. Zainab 
National AIDS Control Organization, Strategic Information Management Unit, New 
Delhi, India 
Presenting author email: drpradeep2014@gmail.com

Background: Hijra/Transgender (H/TG) people are one of the most vulnerable 
group to HIV epidemic. We aimed to characterize the socio-demographic status, 
high-risk behaviors, HIV prevalence and the related care continuum among H/TG 
people in India.
Methods: A cross-sectional probability-based survey enrolled 4,966 self-identified 
H/TG in 14 districts selected districts from eleven states in India. The H/TG popula-
tion was reached with the active involvement of Gurus and Nayak. The sociodemo-
graphic status, sexual behavior, and utilization of HIV/AIDS related services were 
assessed using a structured questionnaire. Blood samples were tested for HIV and 
the prevalence was estimated by the presence of anti-HIV antibodies.
Results: The mean age of respondents was 29 years (IQR 23-32); most were lit-
erate and never married (89% and 79% respectively). More than half (55%) were 
engaged in selling sex and had a variety of sex (penetrative: 91%, oral: 66%, manual: 
45%) with clients. Consistent condom use with paying client was 52%. Alcohol 
consumption during the 12 months preceding the survey was reported by 57% of 
respondents; 55% of them reported doing so before or during last sex act. 4% re-
ported drug injection for non-medical purposes. Four fifth (81%) of them were at 
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least once tested for HIV while 40% received comprehensive package of prevention 
services. Weighted HIV prevalence was 7·5%; correlates of HIV infection included 
higher age group, being sex worker and exposure to HIV/AIDS programme. Of the 
359 H/TG people that were HIV antibody positive, 281 (78%) were ever aware of 
their status while 255 (71%) were aware of ART. Awareness of HIV positive status 
was significantly associated with exposure to HIV/AIDS programme.
Conclusions: The high burden of HIV related risk behavior and HIV infection 
among H/TG people is an area of concern. The programme need to scale up its 
coverage through the comprehensive package of services in the population. Failure 
to do so may lead to rising prevalence not only in the population itself but also to 
general population through the clients as significant proportion of them are also 
engaged in sex work. 

TUPEC0788
Lower HIV prevalence and incidence despite greater 
demographic and behavioral risks among transgender women 
when compared to MSM in community-based test and treat 
cohorts in Thailand
P. Seekaew1, T. Nakpor2, S. Pengnonyan1, J. Jantarapakde1, S. Keadpudsa1,  
R. Reankhomfu3, D. Ling jongrat4, S. Janyam5, T. Sungsing1, P. Rodbumrung1,  
S. Charoenying6, S. Mills6, M. Cassell7, P. Phanuphak1, R. Vannakit7,  
N. Phanuphak1 
1Thai Red Cross AIDS Research Centre, Prevention, Bangkok, Thailand, 2Sisters 
Foundation, Chonburi, Thailand, 3Caremat Organization, Chiang Mai, Thailand, 
4Rainbow Sky Association of Thailand, Bangkok, Thailand, 5Service Workers In Group 
Foundation, Bangkok, Thailand, 6FHI 360 and USAID LINKAGES Project, Bangkok, 
Thailand, 7Office of Public Health, U.S. Agency for International Development 
Regional Development Mission Asia, Bangkok, Thailand 
Presenting author email: jureepornj@trcarc.org

Background: Globally, HIV acquisition risk is 49 times higher in transgender wom-
en (TG) and is 24 times higher in men who have sex with men (MSM) than in the 
general population. More than half of all new HIV infections annually in Thailand 
occur among MSM and TG women. Better understanding of the gender-specific 
risks and epidemiologic profiles of Thai MSM and TG is needed to inform program-
ming.
Methods: Baseline data were collected from May 2015 to September 2016 us-
ing self-administered questionnaires and HIV/STI (syphilis/gonorrhea/chlamydia) 
testing from MSM and TG aged ≥18 years enrolled in a cohort study in six com-
munity sites in Thailand. HIV testing was performed at least every six months for 
18 months. Factors associated with gender-specific HIV prevalence and HIV inci-
dence were determined by logistic regression and Cox proportional hazard analyses, 
respectively.
Results: Of 1,763 MSM and 734 TG enrolled, mean (SD) ages were 26.4 (7.2) and 
25.9 (6.6) years, respectively. TG had lower education (15.7%vs.31.7% with college 
degree or higher, p<0.001) and lower income (41.7%vs.49.5% >288 USD/month, 
p<0.001) than MSM. 
In the past six months, high proportions of TG and MSM had unprotected sex 
(66.1%vs.70%, p=0.17) and multiple partners (74.7%vs.72.8%, p=0.71), but more 
TG practiced anal receptive sex (91.2%vs.61.3%, p<0.001). 
HIV prevalence among MSM was 18.15% (95%CI:16.38-20.03) and was associated 
with: previous HIV testing (OR:0.39; 95%CI:0.28-0.54; p<0.001), self-perceived 
HIV risks (OR:4.20; 95%CI:1.79-9.85; p<0.001); and having STI (OR:3.09; 
95%CI:2.26-4.22; p<0.001). 
HIV prevalence among TG was lower at 8.99% (95%CI:7.02-11.30, p<0.001) and 
associated with: not attending college (OR:3.87; 95%CI:1.14-13.15; p=0.01), previ-
ous HIV testing (OR:0.42; 95%CI:0.23-0.75; p<0.01), and having STI (OR:2.71; 
95%CI:1.53-4.79; p<0.001). 
HIV incidence in MSM was 3.16 per 100 person-years (95%CI:2.00-4.74) and as-
sociated with previous STI (HR: 2.86; 95%CI:1.72-4.76; p<0.001). TG had lower 
HIV incidence (1.13 per 100 person-years, 95%CI:0.31-2.89, p=0.02) than MSM.
Conclusions: TG in Thailand had lower HIV prevalence and incidence than MSM 
despite having higher demographic and behavioral risks. This finding is contradicto-
ry to previous studies, suggesting that sexual networks of MSM and TG in Thailand 
need to be urgently analyzed to better strategize HIV prevention programs. 

TUPEC0789
Unmet stigma mitigation needs among female sex workers  
in six countries across sub-Saharan Africa
C. Lyons1, B. Liestman2, S. Ketende1, F. Drame3,4, D. Diouf4, I. Njindam5,  
G. Turpin1, K. Coly2, S. Schwartz1, A. Rao1, F. Yang1, S. Baral1 
1Johns Hopkins Bloomberg School of Public Health, Department of Epidemiology, 
Baltimore, United States, 2Johns Hopkins Bloomberg School of Public Health, 
Department of Epidemiology, Dakar, Senegal, 3Gaston Berger University, Saint-Louis, 
Senegal, 4Enda Santé, Dakar, Senegal, 5Johns Hopkins Bloomberg School of Public 
Health, Yaounde, Cameroon 
Presenting author email: clyons8@jhu.edu

Background: Even in the context of more generalized HIV epidemics across Sub-
Saharan Africa (SSA), female sex workers (FSW) bear a disproportionate burden 
of HIV. While stigma measurement and programming has traditionally focused 
on HIV-related stigma and stigma affecting gay men and other men who have sex 
with men, understanding the burden of sex-work-related stigma has direct impli-
cations for the implementation of both HIV prevention and treatment programs. 
Consequently, this study aims to estimate the prevalence of stigma among FSW in 
6 countries in SSA, and the association between HIV infection and stigma.
Methods: Biological HIV testing and socio-behavioral questionnaires were con-
ducted with 5253 FSW in Burkina Faso (N=699), Cameroon (N=2272), Cote 
d’Ivoire (N=466), Senegal (N=758), South Africa (N=410), and Togo (N=648). 
Participants were recruited via respondent driven sampling between 2013-2016. 
Consistent stigma metrics were used in each setting measuring social stigma, 
healthcare-related stigma, and enacted community stigma. Logistic regression was 
used to assess associations between HIV and stigma.
Results: Pooled HIV prevalence is 22.3% (1174/5253), with prevalence reported 
by country in Table 1. HIV infection was significantly associated (Table 2) with 
exclusion from family activities (Odds Ratio [OR]:1.4;95% Confidence Interval 
[CI]:1.2-1.7; p<0.001); rejection from friends (OR:1.5;95% CI:1.2-1.8 ; p<0.001); 
healthcare services avoidance (OR: 0.7;95% CI:0.6-0.9; p=0.003); police refusal 
of protection (OR:1.5;95% CI:1.3-1.8; p<0.001); verbal harassment (OR:1.4;95% 
CI:1.2-1.6; p<0.001); blackmail (OR:1.2;95% CI:1.1-1.4; p=0.004); physical vio-
lence (OR:1.4;95% CI:1.2-1.6; p<0.001); and forced sex (OR:1.2;95% CI:1.0-1.4; 
p=0.014).
Conclusions: Prevalence of social stigma, healthcare-related stigma, and enacted 
community stigma is high among FSW in SSA. Given the association between 
stigma and HIV, upstream determinants of HIV must be identified and targeted 
through stigma mitigation interventions adapted to the specific needs of FSW to 
effectively address HIV risk and HIV-related outcomes. 

[Table 1. Prevalence of HIV, and stigma among female sex workers in Burkina Faso, 
Cameroon, Cote d’Ivoire, Senegal, South Africa and Togo]

[Table 2. Pooled prevalence of stigma by HIV status among female sex workers in 
Burkina Faso, Cameroon, Cote d’Ivoire, Senegal, South Africa and Togo]
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TUPEC0790
Trends in HIV infection diagnoses among men who have sex 
with men, overall and by state, United States, 2008-2014
A.M. Oster, T. Tang, H.I. Hall 
Centers for Disease Control and Prevention, Division of HIV/AIDS Prevention, 
Atlanta, United States 
Presenting author email: aoster@cdc.gov

Background: The U.S. National HIV/AIDS Strategy recommends intensification 
of prevention efforts in communities where HIV is most highly concentrated and 
establishes targets for reducing diagnoses among key populations, including men 
who have sex with men (MSM). Although trends in diagnoses among subgroups of 
MSM have been examined nationally, HIV risk, testing, and prevention behaviors 
vary geographically, and HIV prevention is typically delivered at a state or local 
level. We analyzed trends in HIV diagnoses among subgroups of MSM in the United 
States by state.
Methods: Using National HIV Surveillance System data submitted through June 
2016 and adjusted for missing risk information, we determined the annual number 
of diagnoses among MSM during 2008-2014, overall and by race/ethnicity and age 
group. To examine trends, we calculated estimated annual percent change (EAPC) 
for each subgroup, nationally and for each state and the District of Columbia. We 
present significant increases or decreases (p< 0.05), given ≥12 diagnoses per year.
Results: The number of diagnoses among MSM decreased slightly during 2008-
2014 (Table). Diagnoses increased among Hispanic/Latino MSM and MSM aged 
13-24 y or 25-34 y and decreased among white MSM and MSM aged 35-44 y 
or 45-54 y. Findings were heterogeneous by state, with 7 states experiencing in-
creases in diagnoses among MSM and 12 experiencing decreases. Notably, diagno-
ses among Hispanic/Latino MSM increased in 7 states and did not decrease in any 
states. Diagnoses among MSM aged 13-24 y and 25-34 y increased in 16 and 18 
states, respectively. 

[Table.]

Conclusions: Sub-national trends indicate that achieving national goals to reduce 
diagnoses will require intervention in a large number of states, with a focus on 
young, Hispanic/Latino, and black MSM. This analysis also identified states with 
successes in reducing HIV transmission, which may offer lessons learned. 

TUPEC0791
Population size estimates of key populations at risk for HIV 
infection: men who have sex with men, female sex workers and 
people who inject drugs in multiple districts of Zambia
R. Keating1, H.F. Raymond1,2, M. Musheke3, N. Pilgrim4, H. Witola5,  
J. Mulwanda5, L. Banda3, D. Mulenga3, L. Phiri3, S. Geibel4, W. Tun4 
1University of California, Global Health Sciences, San Francisco, United States, 2San 
Francisco Department of Health, San Francisco, United States, 3Population Council, 
Lusaka, Zambia, 4Population Council, HIV and AIDS Program, Washington, United 
States, 5National AIDS Council, Lusaka, Zambia 
Presenting author email: mmusheke@popcouncil.org

Background: Size estimates of populations at higher risk for HIV infection are 
needed to help policy makers understand the scope of the epidemic and tailor ap-
propriate interventions. Population size estimates of men who have sex with men 
(MSM), female sex workers (FSW) and people who inject drugs (PWID) are few or 
non-existent Zambia.
Methods: In conjunction with a formative assessment of HIV risk factors among 
key populations, we conducted population size estimation of MSM, FSW and PWID 
in multiple districts of Zambia using two integrated methods: enumeration and desk 
review. Enumeration occurred in two steps: first a collection of potential venues 
where population members are known to congregate and then a direct count of 
these population members at a number of sites. Desk review consisted of a literature 
review of previously published data on the prevalence of key populations in regions 
similar to Zambia, which was applied to recent census figures to obtain age-adjusted 
estimates. Population size estimates were made for FSW in 9 municipalities, while 

MSM and PWID estimates were formed for 5 and 3 municipalities, respectively.
Results: For enumeration, a total of 410 FSW, 143 MSM and 73 PWID venues 
were identified from KIIs; direct counts of these venues yielded an estimated 13,199 
FSW, 4,211 MSM and 2,909 PWID. For desk review estimates, we used the lower 
quartile value of the range of each population occurrence in Africa as described in 
the literature (2.8% FSW, 1.2% MSM and 0.3% PWID) with national census data 
to obtain an estimated 23,015 FSW, 8,857 MSM and 1,652 PWID living in the 
selected sites. Enumeration and desk review estimates form our lower and upper 
range values respectively, with an overall median estimate of 18,107 FSW, 6,534 
MSM and 2,281 PWID in the selected municipalities.
Conclusions: These estimates may be useful to advocate for and to plan, implement 
and evaluate HIV prevention and care programmes for MSM, FSW and PWID. 
Given potential biases, these estimates should be triangulated with additional size 
estimation methods, including multiplier methods, capture-recapture and wisdom 
of the crowds. 

TUPEC0792
HIV prevalence and characteristics of men who have sex with 
men in the metropolitan region of Chile
V. Stuardo Ávila, M. Fuentes Alburquenque, J. Belmar Prieto 
Escuela de Salud Pública, Facultad de Medicina, Universidad de Chile, Santiago de 
Chile, Chile 
Presenting author email: valeria.stuardo@gmail.com

Background: In Chile, the rate of people living with HIV in 2014 reached 9.6 x 
100,000 inhabitants, in the Metropolitan Region (MR) is more than 50 x 100,000 
inhabitants. Chile currently has an epidemic concentrated in men who have sex with 
men (MSM). Second-generation HIV surveillance is not established in the coun-
try and the preventive social policies are limited. The objective of this study was to 
determine the prevalence of HIV in MSM in the Metropolitan Region and describe 
their behavioral, sociodemographic and clinical-epidemiological characteristics.
Methods: Cross-sectional study. The population was MSM living in the MR. 
The Responding Driven Sampling (RDS) sampling method was used. The HIV 
prevalence was performed through the ABON ™ HIV 1/2 / O Tri-Line Human 
Immunodeficiency Virus Rapid Test (Biopharm Hangzhou Co., Ltd.), all posi-
tive cases were confirmed with the Enzyme test -Linked ImmunoSorbent Assay 
(ELISA). A questionnaire adapted and validated for the Chilean population was ap-
plied. Data analysis included descriptive analysis, quantitative characteristics will be 
described using the median and interquartile range (IR), and qualitative character-
istics by percentages. All ethical aspects were considered during the study.
Results: 375 men were recruited. The median age was 24 years (minimum 18, maxi-
mum 69). There were 52 HIV positive cases, which correspond to a prevalence of 
17.6%; between 25-34 years the prevalence was 25.1%. Most cases of low-middle 
socioeconomic level. 41.7% of the participants did not use the condom with their 
casual partners in the last 6 months. 28.0% had not had an HIV test in the past 12 
months. The majority of subjects (60.0%) had no access to HIV / STI preventive 
information or received condoms (42.0%) in the last 12 months, which are higher 
in HIV-positive men.
Conclusions: The prevalence of HIV found in MSM shows a reemergence of HIV in 
Chile. Cases are concentrated in young men younger than 35 years. Low access to 
condoms and testing is observed. Sexual education is necessary, including gender 
and cultural relevance. Prevention programs are insufficient and are not reaching 
the populations that most need it. Focused preventive interventions such as peer 
education and access to community testing are required. 

TUPEC0793
HIV, serostatus knowledge, and viral load suppression  
among female sex workers in Kampala, Uganda, 2012:  
a respondent-driven sampling survey
R.H. Doshi1,2, E. Sande3, M. Ogwal4, H. Kiyingi3, J. Kusiima4, A. McIntyre2,  
W. Hladik2 
1Centers for Disease Control and Prevention, Epidemic Intelligence Service, Atlanta, 
United States, 2Centers for Disease Control and Prevention, Division of Global HIV 
and TB, Atlanta, United States, 3Centers for Disease Control and Prevention, Division 
of Global HIV and TB, Entebbe, Uganda, 4Makerere University, School of Public 
Health, Kampala, Uganda 
Presenting author email: reenahdoshi@gmail.com

Background: The Joint United Nations Programme on HIV and AIDS (UNAIDS) 
set global targets for 2020, aiming for 90% of people living with HIV to know their 
serostatus and for 73% to have viral load suppression (VLS). We investigated prog-
ress towards these targets among female sex workers (FSW) in Kampala, Uganda, 
who bear a disproportionate burden of HIV.
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Methods: Between April and December 2012, FSW, defined as women, 15-49 
years, residing in greater Kampala, and selling sex for money in the last 6 months, 
were recruited using respondent-driven sampling (RDS). Venous blood was col-
lected for HIV testing according to Uganda’s national serial rapid test algorithm 
and for VL testing (VLS defined as <50 copies/mL). We collected data using audio 
computer-assisted self-interviews. Weighted population estimates were calculated 
using RDS Analyst software.
Results: Sampling was initiated with 4 respondents; 1,487 FSW were enrolled 
over 25 recruitment waves; median age was 27 years (interquartile range: 23 to 
32). HIV seroprevalence was 31.4% (95% confidence interval [CI]: 28.7-34.0%). 
Among HIV-positive FSW, serostatus knowledge was 26.5% (95% CI: 21.7-31.4%) 
and VLS was 21.6% (95% CI: 16.2-27.0%). Assuming that all FSW with VLS know 
their serostatus yielded a corrected serostatus knowledge estimate of 37.5% (95% 
CI: 32.4-42.6%).
Conclusions: HIV prevalence among Kampala FSW is high, whereas serostatus 
knowledge and VLS are far below UNAIDS population-level targets. The high pop-
ulation prevalence of unsuppressed VL suggests substantial risk of transmission to 
partners and clients. FSW in Kampala are in need of intensified and targeted control 
efforts, including pre-exposure prophylaxis, frequent HIV screening, and improved 
linkage to treatment services. 

TUPEC0794
Forced sex and physical violence affecting men who have sex 
with men in Senegal: associations with HIV and HIV related 
outcomes and perceived and enacted stigma
C. Lyons1, F. Drame2,3, S. Ketende1, D. Diouf3, B. Liestman4, D. Castor5,  
N. Leye-Diouf6, K. Diop7, G. Turpin1, K. Coly4, F. Yang1, S. Baral1 
1Johns Hopkins Bloomberg School of Public Health, Department of Epidemiology, 
Baltimore, United States, 2Gaston Berger University, Saint-Louis, Senegal, 3Enda 
Santé, Dakar, Senegal, 4Johns Hopkins Bloomberg School of Public Health, 
Department of Epidemiology, Dakar, Senegal, 5USAID, Office of HIV/AIDS, Bureau 
for Global Health, Arlington, United States, 6Institut de Recherche en Santé, de 
Surveillance Epidemiologique et de Formations, Dakar, Senegal, 7Division de la lutte 
contre le Sida et Les IST, Ministry of Health, Dakar, Senegal 
Presenting author email: clyons8@jhu.edu

Background: Men who have sex with men(MSM) are disproportionately affected 
by HIV globally. In Senegal, the estimated HIV prevalence is 23.5% among MSM 
compared to the 0.5% national prevalence estimate. Social and structural deter-
minants such as limited access to primary HIV prevention, stigma, and violence 
affecting MSM may further enhance HIV risk. This study aims to measure violence 
and its intersection with stigma and HIV.
Methods: In 2015, 724 MSM were recruited through respondent driven sampling 
in Dakar (N=462), Mbour (N=159) and Theis (N=103), Senegal. Participants com-
pleted a socio-behavioral questionnaire and biological HIV testing. Bivariate and 
multivariate logistic regression was used to examine relationships between violence 
and HIV outcomes, and between violence and stigma.
Results: Overall, 38.0%(275/724) had been forced to have sex, and 
14.2%(103/724) have experienced physical violence due to being MSM. Sexual 
violence was associated with HIV infection (adjusted Odds Ratio [aOR]:1.8;95% 
Confidence Interval[CI]:1.3-2.4), and physical violence was associated with 
HIV testing (AOR:1.9;95% CI:1.1-3.3)(Table 1). Sexual violence was associ-
ated with stigma from family and friends; fear (AOR:1.8;95% CI:1.2-2.6) and 
avoidance of seeking healthcare (AOR:1.9;95%CI:1.2-2.8); verbal harassment 
(AOR:3.4;95%CI:2.5-4.8) and blackmail (AOR:3.5;95%CI:2.4-4.9). Physical 
violence was associated with fear (AOR:1.6;95%CI:1.0-2.7) and mistreatment in 
the healthcare setting (AOR:4.9;95%CI:2.0-12.3)(Table 2).

[Table 1. Relationship between HIV treatment cascade with physical and sexual violence 
among men who have sex with men in Senegal]

[Table 2. Relationship between perceived and enacted stigma with physical and sexual 
violence among men who have sex with men in Senegal]

Conclusions: Forced sex and physical violence are prevalent among MSM in 
Senegal, and associated with HIV related outcomes. Family- and social-stigma, 
stigma related to accessing healthcare, and community enacted stigma was preva-
lent among this sample. As an antecedent to both HIV and violence, stigma should 
be targeted through mitigation interventions to effectively reduce these outcomes; 
and violence reduction interventions should be integrated into HIV programming.

TUPEC0795
Health behaviors and outcomes in a U.S. cohort of transgender 
women in HIV care
S. Reisner1, M. Matsuzaki2, R. Nance2, C. Grasso1, J. Delaney2, E. Fitzsimmons2, 
W. Mathews3, J. Eron4, G. Chander5, M. Saag6, K. Christopoulos7, E. McCaul5,  
M. Kitahata2, H. Crane2, K. Mayer1, R. Fredericksen2 
1Fenway Community Health, Boston, United States, 2University of Washington, 
Seattle, United States, 3University of California at San Diego, San Diego, United 
States, 4University of North Carolina, Chapel Hill, United States, 5Johns Hopkins 
University, Baltimore, United States, 6University of Alabama, Birmingham, United 
States, 7University of California, San Francisco, United States 
Presenting author email: rfrederi@uw.edu

Background: HIV disproportionately affects transgender women (TW), with 28% 
testing positive for HIV in the U.S., a 34-fold increased odds of infection relative 
to the general U.S. adult population. We compared the prevalence of mental health 
symptoms, risk behaviors, and treatment outcomes between TW and cisgender 
(non-transgender) male patients in HIV care.
Methods: We analyzed cross-sectional data from TW and male patients in HIV 
care across seven geographically diverse U.S. clinics within the CFAR Network of 
Integrated Clinical Systems (CNICS) from 2000-2016. We identified TW in the 
cohort using a combined algorithm that integrated clinical data and identity-based 
measures. Patient-reported data included antiretroviral medication adherence 
(VAS), depression (PHQ-9), anxiety (PHQ-5), sexual risk behavior, substance/
alcohol/tobacco use (ASSIST, AUDIT-C), and quality of life (EQ-5D). Clinical data 
included viral load and CD4 count. Analyses compared TW and males for each out-
come in log-binomial regression models adjusted for propensity scores based on 
age, race/ethnicity, year of entry into CNICS cohort, and site of care.
Results: Among 12,235 HIV-infected individuals, 118 TW were identified (mean 
age=43.9, SD=9.9), of whom 42% were Latino, 29% African-American, 23% 
White, and 7% other. TW were significantly more likely to report meeting clinical 
thresholds for moderate-to-severe depression (29.8% vs. 22.2%, p=0.01), anxiety 
(43.4% vs. 25.8%, p=0.01), and worse quality of life (62.4% vs. 46.7%, p=0.01) 
compared to males. No statistically significant differences were observed between 
TW and male patients in terms of viral suppression, CD4 counts, antiretroviral 
medication adherence, prior and current substance use, binge drinking, or tobacco 
use. A significantly lower proportion of TW reported hazardous drinking, defined 
as a score >4 on the AUDIT-C, than in males (21.3% vs 26.7%, p=0.04). The lower 
rate of condom-less sex in TW relative to male patients only approached statistical 
significance (42.4% vs 53.1%, p=0.07).
Conclusions: TW living with HIV indicated higher rates of moderate-to-severe de-
pression and anxiety, as well as lower quality of life, when compared to HIV-infected 
males. These findings suggest a need for improved mental health screening and sup-
port for TW in HIV care. 

TUPEC0796
Most HIV-positive African MSM screened for HPTN 075 are 
unaware of their infection
T. Sandfort1, Y.Q. Chen2, V. Cummings3, K. Dominguez4, X. Guo2, E.L. Hamilton5, 
N. Kayange6, L. McKinstry2, A. Ogendo7, R. Panchia8, HPTN 075 
1Columbia University, New York, United States, 2Statistical Center for HIV/AIDS 
Research and Prevention (SCHARP), Seattle, United States, 3Johns Hopkins 
University School of Medicine, Dept. of Pathology, Baltimore, United States, 
4Desmond Tutu HIV Foundation, Cape Town, South Africa, 5FHI 360, Durham, United 
States, 6Johns Hopkins Project, College of Medicine, Blantyre, Malawi, 7KEMRI CDC, 
Kisumu, Kenya, 8Perinatal HIV Research Unit (PHRU), Soweto, South Africa 
Presenting author email: ehamilton@fhi360.org

Background: Scant research has examined HIV testing and diagnosis among men 
who have sex with men (MSM) in sub-Saharan Africa. Through screening proce-
dures for HPTN 075—a study to evaluate the feasibility of HIV prevention research 
among this population in four sites in Kenya; Malawi; and South Africa - we
(1) Explored the proportion of MSM who were previously unaware of their positive 
HIV status, and;
(2) Identified characteristics of these men among those who had ever tested before 
for HIV.
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Methods: A total of 599 MSM (18 to 44 years old) recruited from community 
locations were screened through HIV testing and a brief questionnaire. Using mul-
tivariate logistic regression, we compared MSM who reported to be unaware of their 
positive HIV status with those who were aware, among men with a prior HIV test.
Results: Of 599 MSM screened, 183 (30.6%) tested HIV positive. One hun-
dred and sixteen of these men (63.4%) reported to be unaware of their infection. 
Seventeen of these 116 men (14.7%) had never previously tested for HIV, whereas 
99 (85.3%) reported prior HIV negative test results. Among men who had tested 
before, unawareness of one’s positive HIV status was not associated with migrant 
status, behavioral factors, or study site. Multivariate logistic regression, controlling 
for age and gender identification, showed that not being aware of one’s positive HIV 
status was associated with recency of the last HIV test. Men who tested between 
6 to 12 months ago were more likely to be unaware of their positive status than 
those who had tested in the preceding 6 months (AOR=3.07, 95%CI: 1.24, 7.65); 
they did not differ significantly from men who had tested over a year ago. There 
was a marginally significant (p=.09) negative association between number of times 
ever tested (three or more versus two or less) and not being aware of one’s positive 
status.
Conclusions: Given the UNAIDS 90-90-90 goals, our findings indicate sub-
optimal awareness of HIV positive status among this population of MSM in sub-
Saharan Africa with a high HIV prevalence. Promoting repeat and frequent HIV 
testing seems an effective first step in addressing the HIV treatment cascade in 
this population. 

TUPEC0797
Incidence and predictors of the initiation of crystal 
methamphetamine use among gay and bisexual men
M.A. Hammoud1, F. Jin1, L. Maher1, T. Lea2, S. Vaccher3, G. Prestage1 
1The Kirby Institute, UNSW Australia, Medicine, Kensington, Australia, 2Centre 
for Social Research in Health, UNSW Australia, Kensington, Australia, 3The Kirby 
Institute, University of New South Wales, Faculty of Medicine, Kensington, Australia 
Presenting author email: svaccher@kirby.unsw.edu.au

Background: Crystal methamphetamine (MA) use among gay and bisexual men 
(GBM) is higher than in other populations. MA has also been implicated in HIV risk 
behaviours and transmission among GBM. We identify incident rates and predictive 
factors at baseline that are associated with the initiation of MA use at follow-up.
Methods: In 2014-2015, 1710 men enrolled in the Flux cohort study of drug use 
among GBM; by 2016, 1328 men completed at least one follow-up interview. Using 
multivariate analysis, we identified factors predicting MA initiation at follow-up.
Results: Mean age was 34.9 years. Between baseline and 1-year follow-up: 81.8% 
had never used MA, 9.6% reported continuous use, 4.0% had ceased use at follow-
up, and 4.6% had initiated use at follow-up. At baseline, 34.9% reported having gay 
friends who used MA.
At baseline, men who reported condomless anal intercourse with casual partners 
(CLAIC) (HR 1.08; 95%CI 0.62-1.88), had more gay friends who used MA (HR 
3.19; 95%CI 1.88-5.43), and scored higher on sexual sensation-seeking (HR 1.08; 
95%CI 1.03-1.12) were more likely to subsequently initiate MA at follow-up. In mul-
tivariate analysis, compared with men who had never used MA, men who initiated 
MA scored higher on the sexual sensation seeking scale (HR 1.06; 95%CI 1.02-1.11) 
and were more socially engaged at baseline with other GBM who used MA (HR 
1.32; 95%CI 1.11-1.57).
The most common reasons men cited for using MA among those who initiated were 
‘fun’ (44.3%), for a ‘buzz’ (39.3%), and ‘party-n-play’ (chemsex) sessions (37.7%).
Conclusions: Men who had gay friends who used MA and who enjoyed ‘risky’ sex 
were more likely to commence MA use themselves. Exposure to, and feeling com-
fortable around MA use within friendship networks increases the likelihood of MA 
use. Many men commenced using MA to increase pleasure, specifically during 
sexual experiences. Their MA use may be viewed as ‘functional’ for the purposes 
of enhancing sex and initiation. Initiating MA often appears to occur in the context 
of CLAIC. Intensive sex partying networks have been previously associated with 
sexual risk behaviour and HIV transmission, but may also offer opportunities for 
harm reduction. 

TUPEC0798
Incidence and predictors of the initiation of HIV pre-exposure 
prophylaxis use among gay and bisexual men
M.A. Hammoud1, F. Jin1, L. Maher1, T. Lea2, S. Vaccher3, G. Prestage1 
1Kirby Institute, UNSW Australia, Medicine, Kensington, Australia, 2Centre for 
Social Research in Health, UNSW Australia, Kensington, Australia, 3Kirby Institute, 
University of New South Wales, Faculty of Medicine, Kensington, Australia 
Presenting author email: mhammoud@kirby.unsw.edu.au

Background: HIV pre-exposure prophylaxis (PrEP) is becoming increasingly avail-
able in Australia. Australian guidelines for access to PrEP for gay and bisexual men 
(GBM) include condomless anal intercourse with casual partners (CLAIC) and use 
of crystalline methamphetamine. We estimate incidence and baseline factors as-
sociated with initiation of PrEP.
Methods: Between 2014 and 2015, 1133 GBM who reported testing HIV-negative 
(either at baseline or follow-up) had enrolled in the Flux cohort study of drug use 
among GBM. They reported their PrEP use at each six-monthly interview. We 
conducted a multivariate analysis to identify factors independently associated with 
PrEP initiation at follow-up.
Results: Thirteen men reported PrEP use at baseline. At 12-month follow-up, of 
1120 men who were not using PrEP at baseline, 65 men had initiated PrEP. The 
cumulative12-month incidence for PrEP initiation was 0.6%.
53.6% of those who initiated PrEP at follow-up imported it online, 17.9% were par-
ticipants in a clinical trial, and 10.7% used prescribed HIV post-exposure prophy-
laxis (PEP) as PrEP. 
Among men who initiated PrEP, 55.4% reported CLAIC at baseline compared to 
only 26.9% of men who never used PrEP (p< 0.001). One quarter (23.1%) of those 
who initiated PrEP reported crystal methamphetamine use during the six months 
before baseline.
In multivariate analysis, factors associated with PrEP initiation included greater so-
cial engagment with other gay men (HR 1.25; 95%CI 1.07-1.46) reporting CLAIC 
(HR 2.29; 95%CI 1.40-3.72), group sex (HR 2.61; 95%CI 1.55-4.39), and recent 
amyl nitrite use (HR 2.12; 95%CI 1.29-3.50).
Conclusions: Most men who initiated PrEP had engaged in HIV risk behaviours 
prior to commencing use. This is consistent with the Australian guidelines for ac-
cess. Men who initiated PrEP tended to be more sexually active and more socially 
connected to other GBM. Men with stronger connections to gay community may 
have greater knowledge about PrEP and how to access it. 

TUPEC0799
Mapping and size estimation of key populations in Somalia  
and Somaliland
C. Masika1, F. Dubow1, S. Taher1, A. Yoshino1, K. Abdullahinur2, A. Abdulkadir2,  
H. Osman2, A. Abdow1, S.A. Ali3, D.S. Tarabi3, A.I. Omar4, A.M. Jimale5, H. Ali6,  
M. Fidhin7, A. Said8, A. Hirsi9, C. Pierotti10, T. Damte10, C. Ito1 
1International Organization for Migration (IOM), Migration Health Division, Nairobi, 
Kenya, 2International Organization for Migration (IOM), Migration Health Division, 
Mogadishu, Somalia, 3International Organization for Migration (IOM), Migration 
Health Division, Garowe, Somalia, 4International Organization for Migration (IOM), 
Migration Health Division, Hargeisa, Somalia, 5Somali National AIDS Commission 
(SNAC), Mogadishu, Somalia, 6Somaliland AIDS Commission (SOLNAC), Hargeisa, 
Somalia, 7Ministry of Health, Somaliland, Hargeisa, Somalia, 8Puntland AIDS 
Commission, Garowe, Somalia, 9Ministry of Health, Puntland, Garowe, Somalia, 
10United Nations Children’s Fund (UNICEF), Nairobi, Kenya  

Background: Somalia is characterised by a concentrated HIV epidemic among 
key populations. Based on two Integrated Biological and Behavioural Surveillance 
(IBBS) Surveys among sampled female sex workers in Hargeisa, Somaliland HIV 
prevalence was revealed at 5.2% in 2008 and 4.8% in 2014. Outside Hargeisa, 
however, the lack of data on where and how key populations exist is limiting the HIV 
response. Key populations are hidden partially due to cultural norms limiting sexual 
relations outside marriage and also force those who engage in these behaviours to 
remain hidden. 
This study aimed at establishing the locations and size estimates of key populations 
to inform HIV policy and programming.
Methods: A cross sectional study was conducted in January 2016 in Mogadishu, 
Hargeisa and Bossaso using geographical mapping, unique service multiplier, and 
the Wisdom of Crowds). The study populations comprised female sex workers 
(FSWs) and their clients including truckers, port workers, fishermen, seafarers, 
policemen, military personnel, and khat and tea clients. A mobile application was 
used to collect field data. Descriptive analysis was computed to establish plausible 
bounds of the key populations.
Results: A total of 2,877 respondents participated in this study. The estimated 
number of FSWs and their clients were 963 and 2,599 in Mogadishu, 1,126 and 
1,827 in Hargeisa and 911 and 3,530 in Bossaso respectively. Over half of the FSWs 
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57.3%, in Mogadishu and 61.2% in Hargeisa meet their clients at homes whereas 
49.1% in Bossaso meet at khat and tea selling joints. In all three locations, com-
mercial sex work mostly occurs on Thursdays and Fridays between 1700 hours and 
2000 hours. Only 2.2% of FSWs had received free condoms within the last twelve 
months prior to this study. The majority of FSWs, 64.1%, are willing to attend a 
center dedicated to serving FSWs with HIV counselings and testing, and sexually 
transmitted infections screening and treatment, cervical cancer screening, and 
condom provision.
Conclusions: This study provided the evidence of the sex work presence and HIV 
risk in Somalia. Preliminary and critical data from this study showed an alarming 
HIV vulnerability among sex workers and their clients which need to be timely ad-
dressed. 

TUPEC0800
Estimating age-specific proportion of new HIV infections 
among males who have sex with males and transgender women: 
application of the 2016 Philippine AIDS epidemic model
A. Aquino1, G.M. Samonte1, M. Bermejo1, I. Asuncion1, W. Peerapatanapokin2 
1Epidemiology Bureau, Department of Health, Manila, Philippines, 2East West Center, 
Hawaii, United States 
Presenting author email: genesis.samonte@gmail.com

Background: The national bio-behavioral surveillance (IHBSS) revealed an increas-
ing HIV prevalence among 15 to 24 year old males and transgender women who 
have sex with males (M/TSM) from 2.3% in 2011 to 6.0% in 2015. Existing case reg-
istry data do not support this trend; only 30% of newly diagnosed infections among 
M/TSM were from 15 to 24 years old. Development of the 2016 Philippine AIDS 
Epidemic Model (AEM) opened a platform to generate age-specific estimates to 
inform the national HIV program on the age group where the highest number of 
new infections are occurring.
Methods: To determine incidence by age among M/TSM, change in prevalence was 
compared in 21 cities of the 2013 and 2015 IHBSS. This was used as input in the age 
distribution for incidence of the Philippine AEM to produce age-specific propor-
tion of new HIV infections. Supporting factors on sexual debut, age at first condom 
use, and age at first HIV test were further analysed in the IHBSS.
Results: Estimates from AEM showed that 62% of new infections in 2016 occur 
among 15 to 24 years old. Majority (89%) of these new infections occur among 
M/TSM. Average onset of sexual activity is at 16 years old among M/TSM but first 
condom use starts two years later. Probability of acquiring HIV infection at this age 
is high due to the gap between first sex and first condom use. 
However, laws requiring parental consent for HIV testing delay timely detection of 
HIV among minors. Among M/TSM, HIV testing uptake is low and generally starts 
at 22 years old.
Conclusions: Findings raised the need to prioritize young M/TSM in the national 
HIV plan with the goal of reducing new HIV infections by 2022. Through multi-
sectoral collaboration, bolder strategies are taken to ensure provision of prevention, 
testing and treatment services to young M/TSM. These include creating partner-
ships with schools to increase HIV knowledge, making provisions for proxy consent, 
and revising existing laws so that minors will have access to HIV services. 

TUPEC0801
Unmet mental health needs in HIV prevention and treatment 
interventions for men who have sex with men (MSM) and 
transgender women in Senegal
B. Liestman1, A. Rao2, F.M. Dramé3, A.K. Diop4, D. Diouf3, C. Lyons2,  
K. Coly2, A. Diallo3, K. Diop3, A. Kane3, C. Touré Kane5, N. Leye Diouf5,  
F. Yang2, S. Ketende2, G. Turpin2, S. Baral2 
1Johns Hopkins Bloomberg School of Public Health, Epidemiology, Dakar, Senegal, 
2Johns Hopkins Bloomberg School of Public Health, Epidemiology, Baltimore, United 
States, 3Enda Santé, Dakar, Senegal, 4Division de Lutte contre le Sida et les Infections 
Sexuellement Transmissibles, Dakar, Senegal, 5CHU Aristide le Dantec, Laboratoire 
Bactégriologie-Virology, Dakar, Senegal 
Presenting author email: bliestm1@jhu.edu

Background: According to syndemic theory, psychosocial factors such as depres-
sion, substance abuse, and violence combine with behavioral and biological factors 
to increase HIV infection and transmission risk. Evidence from high-income coun-
tries estimate the prevalence of depression among MSM to be 3-5 times that of 
other men. However, little data exist on the prevalence and correlates of depression 
among MSM and transgender women in low- and middle-income countries where 
existing HIV prevention and treatment programs rarely include mental health com-
ponents.

Methods: 521 MSM and 184 transgender women were recruited in Dakar, Mbour, 
and Thies, Senegal using Respondent-Driven Sampling. Participants completed 
a questionnaire based on the modified socio-ecological model and HIV and viral 
load testing. Poisson regression with robust variance estimation was used to model 
prevalence ratios of depression (PHQ-9 score ≥10) and known HIV risk factors.
Results: The estimated prevalence of depression was 19.4%(101/521) among MSM 
and 23.9%(44/184) among transgender women. 20.4%(106/521) of MSM and 
20.1%(37/183) of transgender women reported recent suicidal ideation. Depression 
was significantly higher among MSM with experiences of exclusion (aPR:2.3, 
95%CI:1.6-3.4) and gossip from family (aPR:2.0, 95%CI:1.4-3.0), verbal 
(aPR:1.8, 95%CI:1.3-2.5) and physical harassment (aPR:2.0, 95%CI:1.3-2.9), rape 
(aPR:1.6, 95%CI:1.1-2.2), and arrest on charges related to homosexuality (aPR:1.9, 
95%CI:1.2-3.1). Among transgender women, depression was significantly higher 
among those with experiences of exclusion (aPR:2.6, 95%CI:1.6-4.2) or gossip 
from family (aPR:2.2, 95%CI:1.3-3.6), verbal (aPR:1.8, 95%CI:1.1-3.0) and physi-
cal harassment (aPR:2.2, 95%CI:1.3-3.6), rape (aPR:2.6, 95%CI:1.5-4.5), fear of 
seeking healthcare (aPR:2.0, 95%CI1.2-3.6), and rejection by friends (aPR:3.5, 
95%CI2.2-5.5). (Table 1)

 MSM 
median age: 23 (IQR: 20-27)

Transgender women
median age: 22 (IQR: 20-25) Footnotes

 Crude 
PR

Crude 
PR 

95%CI
aPR‡ aPR 

95%CI
Crude 

PR

Crude 
PR 

95%CI
aPR‡ aPR 

95%CI

†Because they 
have sex with 
men

Felt excluded 
from family 
activities†

2.5*** 1.7, 3.7 2.3*** 1.6, 3.4 2.8*** 1.8, 4.6 2.6*** 1.6, 4.2

‡Controlling 
for age, level of 
education, and 
employment 
status

Felt family 
members made 
discriminatory 
remarks or 
gossiped about 
them†

2.2*** 1.5, 3.1 2.0*** 1.4, 3.0 2.4*** 1.4, 3.9 2.2*** 1.3, 3.6
*p≤0.10 
** p≤0.05 
*** p≤0.01

Felt rejected by 
friends who are 
not MSM†

1.7** 1.1, 2.7 1.6* 1.0, 2.6 3.6*** 2.3, 5.7 3.5*** 2.2, 5.5  

Felt afraid to 
seek healthcare† 1.2 0.7, 1.8 1.2 0.8, 1.8 1.9** 1.1, 3.2 2.0** 1.2, 3.6  

Arrested on 
charges of 
homosexuality

2.4*** 1.5, 3.6 1.9*** 1.2, 3.1 1.6 0.7, 3.8 1.1 0.5, 2.4  

Verbally 
harassed† 1.8*** 1.3, 2.6 1.8*** 1.3, 2.5 1.8** 1.1, 3.1 1.8** 1.1, 3.0  

Physically 
harassed† 2.1*** 1.4, 3.1 2.0*** 1.3, 2.9 2.4*** 1.4, 3.9 2.2*** 1.3, 3.6  

Raped 1.6** 1.1, 2.2 1.6** 1.1, 2.2 2.4*** 1.5, 4.1 2.6*** 1.5, 4.5  

[Crude & adjusted PR of depression and risk factors]

Conclusions: In Senegal, the prevalence of depression is high among MSM and 
transgender women. However, mental health remains largely under-addressed in 
existing HIV prevention and treatment programs for these high-risk populations. 
Including mental health as well as stigma mitigation in future programs has the 
potential to alleviate the burden of depression and contribute to ending the HIV 
epidemic. 

TUPEC0802
More frequent experience of homo/transphobia is associated 
with higher sexual risk among transgender women compared  
to men who have sex with men in Lima, Peru
E.M. Reyes Diaz1, K. Konda1,2, A. Silva-Santiesteban3, C. Cáceres4 
1Universidad Peruana Cayetano Heredia, Lima, Peru, 2UCLA, Los Angeles, United 
States, 3Cayetano Heredia University, Lima, Peru, 4Cayetano Heredia University, Peru, 
Peru 
Presenting author email: edward.reyes@upch.pe

Background: Transgender women (TW) report exposure to homo/transphobia 
and sexual risk profiles distinct from those of men who have sex with men (MSM), 
though these two populations are often grouped. Assessing whether or not expo-
sure to homo/transphobia is associated with differences in sexual risk between TW 
and MSM will help respond to TW needs.
Methods: We analyzed data from an 18-month clinical trial completed in 2011 
that included 166 TW and 404 MSM from 24 low-income neighborhoods of 
Metropolitan Lima. Surveys collected data on gender identity, experience of homo/
transphobia, sexual risk and alcohol abuse. Incidence of any STI (HIV, Syphilis, 
HSV-2, anal chlamydia and anal gonorrhea) was analyzed based on biological test-
ing at the 9- and 18-month study visits. Experience of homo/transphobia was as-
sessed as a potential mediator by calculating confidence intervals of indirect effect 
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standardized coefficient (SC) on the pathways between gender identity, sexual risk 
(number of sex partners, compensated sex and alcohol abuse).
Results: TW had higher scores of homo/transphobic experiences (17.5 vs 14,  
p <0.001), more sex partners (10 vs 4, p <0.001), more reported compensated sex 
at least weekly (45% vs 15%, p <0.001) and more alcohol abuse than MSM (68% 
vs 53%, p <0.001). There was no difference in STI/HIV incidence (39% vs 39%) 
or unprotected anal sex (60% vs 57%), all p-values >0.05. Experience of homo/
transphobia had significant mediation (indirect) effect between gender identity 
and number of sex partners (IC 0.01 - 0.04), compensated sex (IC 0.01 - 0.06) 
and alcohol abuse (IC 0.01 - 0.05).
Conclusions: TW report riskier sexual behavior, more alcohol abuse an experi-
ences of homo/transphobia than MSM. Experience of Homo/transphobia appears 
to contribute to risky sexual behavior and alcohol abuse among TW. The increased 
experience of homo/transphobia captures the increased stigma and discrimination 
affecting TW that can also predispose them to negative social and health outcomes. 
The HIV programmatic response to TW must address the structural underpinnings 
of social stress to reduce social inequity and subsequent risk behaviors.

Effect Number of sex partners Compensated sex Alcohol Abuse
 SC CI SC CI SC CI

Indirect 0.02 0.01 - 0.04 0.03 0.01 - 0.06 0.03 0.01 - 0.05
Indirect/Total 0.08  0.09  0.21  
SC: Standardized Coefficient CI: Confidence Interval

[Table 1. Homo/transphobia mediation effect]

TUPEC0803
Burden of infectious diseases and substance abuse among 
incarcerated women in Kuala Lumpur, Malaysia
V. Pillai1, C. Pedersen2, J. Wickersham2, F. Altice2, A. Kamarulzaman1 
1University Malaya, Centre of Excellence for Research in AIDS, Kuala Lumpur, 
Malaysia, 2Yale University, Department of Medicine, New Haven, United States 
Presenting author email: vnapillai@gmail.com

Background: The prevalence of infectious diseases, including HIV, hepatitis B vi-
rus (HBV), hepatitis C virus (HCV), and syphilis, are higher in prisons than in the 
general population. As a consequence, prisons have become venues where disease 
transmission is common and often continues after release to the community. While 
there has been increasing focus on the public health challenges of prisons, limited 
research has focused on the unique challenges facing incarcerated women. This 
study reports on the first-ever systematic study of HIV, HBV, HCV, and syphilis 
burden in incarcerated women in Kuala Lumpur, Malaysia.
Methods: A biobehavioral health assessment was conducted among women incar-
cerated at Malaysia’s largest women’s prison. Inclusion criteria were: 18 years of age 
or older, female sex, able to speak English or Bahasa Malaysia, and have been incar-
cerated for at least 1 month. After consent, participants underwent a standardized 
health assessment and serological testing for HIV, HBV, HCV, and syphilis.
Results: A total of 365 female prisoners enrolled in the study. Mean age was 35.9 
years (Range 18-60), most were Malaysian nationality (76.8%), and half (49.3) 
were incarcerated for drug-related offenses. Most (69.8%) participants had at 
least one prior incarceration. Prevalence of HIV, HBV, HCV, and syphilis were 
4.1% (95%CI 2.4-7.1), 2.1% (95%CI 1.0-4.4), 10.7% (95%CI 7.6-14.8), and 3.5% 
(95%CI 1.9-6.2), respectively. The majority of HCV was previously undiagnosed 
(71.0%), while only 20.0% of HIV was previously diagnosed. Amphetamine-type 
substances (36.0%), heroin (19.1%), and alcohol (18.1%) were the most commonly 
used substances 30 days prior to the current incarceration and 13.1% reported prior 
injection drug use. Over half (58.8%) met screening criteria for moderate to severe 
depression.
Conclusions: This study found a high burden of previously undiagnosed HCV 
among incarcerated women in Kuala Lumpur. Likewise, HIV prevalence in this 
sample is more than 25 times higher compared to females in the general population 
in Malaysia. Because there is a high degree of recidivism among this population, 
treatment prior to release is an important step in preventing onward transmission. 
Interventions to improve public health in prisons is a necessary step for curbing co-
occurring epidemics of HIV, HCV, and injection drug use. 

TUPEC0804
Violence and HIV vulnerability among female sex workers 
recruited by respondent-driven sampling in 10 Brazilian cities: 
base-line data for future preventive program evaluation
F.S. Da Silva Lima1, M. Urdaneta2, E. Merchan-Hamann2,  
G. Nogueira Damacena3, C. Landmann Szwarcwald3 
1Escola Superior de Ciências da Saúde, Brasilia, Brazil, 2Universidade de Brasília,  
Saúde Coletiva, Brasilia, Brazil, 3FIOCRUZ, ICICT, Rio de Janeiro, Brazil 
Presenting author email: urdanetamm@gmail.com

Background: Violence and HIV vulnerability among female sex workers (FSW) 
remains marginalized in most studies on the topic. This study aims to character-
ize violence against Brazilian FSW and verify possible association with factors of 
vulnerability to HIV.
Methods: We conducted a cross-sectional study based on data from 2,523 adult 
FSW in ten cities, recruited by Respondent-Driven Sampling (RDS) in 2009. 
Weighted prevalence estimates were calculated for different types of violence and 
perpetrators in the last 12 months. Adjusted Odds Ratios (AOR) were calculated by 
logistic regression to study the associations between violence (dependent variable) 
and several social-demographic and behavioral variables, and inconsistent condom 
use (dependent variable) and violence. Multivariate models took into account the 
dependency structure of observations.
Results: Prevalence of verbal violence was 59.5%; and of physical violence (PhV), 
38.1%. Prevalence of PhV perpetrated by intimate partner was 25.2%, and by cli-
ents: 11.7%. Factors associated to PhV were: age < 30 years old (AOR 2.27, 95%CI 
= 1.56 - 3.29); drug use (AOR 2.02, 95%CI = 1.54-2.65); price of sex work < ~US$ 
13.20 (AOR 1.51, 95%CI = 1.07 - 2.13). Factors associated to PhV by an intimate 
partner were: inconsistent condom use (AOR = 1.99, 95% CI = 1.27-3.11) and age < 
30 years old (AOR = 1.92, 95% CI = 1.23 - 2.99). Age under 30 years old was also 
associated to PhV perpetrated by clients (AOR = 2.24, 95% CI = 1.24-3.75) as well 
as sex work price less than ~US$ 13.20 (AOR = 2.09, 95% CI 129 - 3.38). Drug 
consumption was associated significantly with all types of violence and to PhV per-
petrated by policemen (AOR = 2.54, 95% CI = 1.61-3.39). Intimate partner- PhV 
was associated with inconsistent condom use (AOR = 1.98, 95% CI = 1.12-3.51).
Conclusions: Young and underprivileged Brazilian FSW are frequently victimized 
by violence perpetrated by different social actors. Preventable factors such as sub-
stance consumption and inconsistent condom use constitute relevant potential bar-
riers to safe sex practices rendering them more vulnerable to HIV. These results are 
useful to compare with data from a new RDS study conducted in late 2016. 

TUPEC0805
HIV knowledge, perceived HIV risk, and condom use among 
female sex workers in Kampala, Uganda
D. Kibuuka Musoke1, C. Oldenburg2, T. Ngabirano3, A. Nakitende1, G. Taasi4,  
T. Barnighausen5, K. Ortblad6 
1International Research Consortium, Kampala, Uganda, 2Francis I. Proctor Foundation, 
University of California San Francisco, San Francisco, United States, 3Uganda Health 
Marketing Group, Kampala, Uganda, 4Uganda Ministry of Health, Kampala, Uganda, 
5Heidelberg University, Heidelberg, Germany, 6Harvard T H Chan School of Public 
Health, Global Health and Population, Boston, United States 
Presenting author email: kibuukamd@sfg-group.com

Background: HIV educational programs are associated with decreased HIV risk-
taking behaviors including condomless sex. Female sex workers (FSW) in Kampala, 
Uganda have been the target of many HIV prevention campaigns. We want to un-
derstand if HIV knowledge and perceived risk among members of this high-risk 
population is associated with decreased HIV risk-taking behaviors, specifically con-
dom use with clients.
Methods: In 2016, 963 HIV uninfected FSW participated in a quantitative ques-
tionnaire. HIV knowledge was measured using a 9-item scale that included true/
false statements related to HIV transmission (adapted from HIV-KQ-18). The scale 
had a range of 0-9, points were given for correct responses. Perceived risk of HIV 
transmission was measured by asking participants how likely (1-10 ladder scale) a 
HIV negative women was to contract HIV if she had condomless vaginal sex with 
a HIV positive man once. Inconsistent condom use with clients was identified if 
the self-reported average number of clients did not match the self-reported aver-
age number of clients with whom participants used condoms. Multivariable logistic 
models, adjusted for sociodemographic variables, were used to measure the associa-
tion between HIV knowledge, perceived risk, and condom use.
Results: Of the 963 participants, median age was 28 years (IQR: 24-32 years), lit-
eracy was 85.7% (N=822), and 55.1% of participants (N=527) reported a monthly 
income < 250,000 UGX (~USD $70). Median HIV knowledge score was 7 (IQR: 
6-8) and median perceived risk of HIV transmission per condomless sex act was 
5 (IQR: 5-8), a probability of 0.55 (IQR: 0.55-0.89). Inconsistent condom use 
among FSW was high (N=388, 40.3%). A higher HIV knowledge score was not 
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associated with inconsistent condom use with clients (aOR 0.97, 95% CI: 0.88-
1.07), nor was a higher perceived risk of HIV per condomless sex act (aOR 0.96, 
95% CI: 0.91-1.01).
Conclusions: High HIV knowledge and high perceptions of risk per condomless 
sex act are not associated with behaviors that decrease HIV transmission, namely 
condom use, among FSW in Kampala, Uganda. While HIV knowledge remains an 
important component of HIV prevention campaigns, more research should be done 
on the drivers of condomless vaginal sex in this FSW community. 

TUPEC0806
Factors associated with previously undiagnosed HIV infection 
in transgender women sex workers in Greater Kuala Lumpur, 
Malaysia
J.A. Wickersham1,2, B.A. Gibson1, R. Rutledge1, O. Morozova3, C.J. Pedersen3,  
S. Foley3, V. Pillai2, N. El-Bassel4, A. Kamarulzaman2, F.L. Altice1,3 
1Yale University School of Medicine, Internal Medicine, New Haven, United States, 
2University of Malaya Faculty of Medicine, Centre of Excellence for Research in AIDS, 
Kuala Lumpur, Malaysia, 3Yale University School of Public Health, New Haven, United 
States, 4Columbia University School of Social Work, New York, United States 
Presenting author email: jeffrey.wickersham@yale.edu

Background: Transgender women and transgender women sex workers (TWSW) 
are among the most at-risk populations for HIV. The estimated worldwide HIV 
prevalence for transgender women is 19.1% (95% CI 17.4-20.7). For TWSW, the 
global HIV burden is even higher at 27.3%. Early identification of HIV infection is 
critical in order to engage individuals in treatment and prevent onward transmission 
of the virus. This study examined factors associated with previously undiagnosed 
HIV infection among TWSW in Greater Kuala Lumpur, Malaysia.
Methods: From April to December 2014, respondent-driven sampling was used to 
recruit 193 TWSW in Greater Kuala Lumpur, Malaysia. Inclusion criteria were: ≥18 
years of age, identify as a transgender woman, report involvement in sex work in 
the last 6 months, and ability to speak Bahasa Malaysia, English, or Tamil. After 
consent, all participants underwent a comprehensive bio-behavioral survey and se-
rology for HIV, chlamydia, gonorrhea, and syphilis.
Results: HIV prevalence was 12.4% (24/193) for the sample, of which 29.2% 
(7/24) had been diagnosed with HIV prior to study participation, indicating 70.8% 
of HIV detected was previously undiagnosed. Multivariate logistic regression was 
conducted to identify correlates of newly diagnosed HIV (N=186). Results indi-
cated current chlamydia infection (aOR=6.13, p=0.02), current syphilis infection 
(aOR=2.91, p=0.05), being in a committed interpersonal relationship (aOR=0.21, 
p=0.01), and any previous incarceration (aOR=3.64, p=0.02) were associated with 
undiagnosed HIV infection. 
Most participants (74.6%) had been HIV tested at least once in their lifetime, how-
ever, only 21.2% were tested in the last 12 months. Moreover, the mean time since 
last HIV test was 2.5 years.
Conclusions: This is the first-ever study to explore factors associated with previ-
ously undiagnosed HIV infection among TWSW in Malaysia. Active sexually trans-
mitted infections (STI), including syphilis and chlamydia, were robust correlates of 
undiagnosed HIV in this sample. Given that primary syphilis facilitates HIV trans-
mission and acquisition, interventions that integrate HIV and STI screening may 
improve early identification of TWSW at high risk for HIV through early detection 
and treatment of STIs. Furthermore, the suboptimal frequency of HIV testing sug-
gests a need to develop novel interventions to ensure HIV screening at least once 
every 12 months. 

TUPEC0807
Sub-Saharan African (sSA) migrant women living with HIV 
lack highly effective contraception: migrant effect or HIV 
consequence? Results from the ANRS-Parcours study
B. Maraux1, M. Annequin1, F. Lert2, A. Desgrees-du-Lou1,  
PARCOURS Study Group 
1CEPED, UMR 196 Université Paris Descartes-IRD, Paris, France, 2INSERM, 
CESP-U 1018, Villejuif, France 
Presenting author email: barbara.maraux@gmail.com

Background: Despite consistent evidence that hormonal contraception and IUD 
are at no risk for women on ART, preliminary study demonstrated that condom 
remained the predominant contraception among sSA migrant women living with 
HIV in France. Whether it is due to HIV status or it is related to their migration 
characteristics is still uncertain. 
Objective: Compare prevalence of medical contraception among sSA migrant 
women in France according to their HIV status.

Methods: PARCOURS is a life-event survey conducted in 2012-2013 in 74 health-
care facilities in the Paris region, among a representative sample of sSA migrants 
constituted as follows: 926 receiving HIV care and 763 with neither HIV nor hepa-
titis B (reference group). Women concerned by contraception were in fecund age, 
sexually active in the past 12 months, not pregnant or seeking to get pregnant, not 
sterile or menopausal. Contraception was grouped in three categories: condom, 
medical (oral pill, IUD, implant, sterilization and injection) and no method.
Results: Among women in fecund age (18-49), 441 were HIV positive and 270 were 
not. Median age at migration was 28 years, 10.2% had once use medical contracep-
tion before migration.
Among women concerned by contraception (N=354), 63.3% of HIV positive wom-
en use condom, 72.3% use medical contraception in the reference group and one 
on ten declare no method in both groups. After adjustment on age, children, part-
nership, level of education, employment, time living in France and access to health 
insurance, HIV positive women remain less likely to use medical contraception than 
non HIV infected women (PRR 0.39 (0.29-0.52) p<0.000).
Conclusions: Migration to France provides contraceptive choices for sSA migrants 
women. However, HIV infection produces a break into access to the highly effec-
tive contraception that could not be explained by a single migrant effect. Our find-
ing suggest that message of dual contraception, condom and medical contraception 
must be strongly promoted, as unintended pregnancies are still frequent. 

TUPEC0808
Measures of recent migration predict STI (GC/CT) among 
adults in East African communities participating in the 
SEARCH study
C.S. Camlin1,2, M. Getahun1, A. Akullian3, T. Neilands2, E. Geng4, C.R. Cohen1,  
M. Gandhi4, T.A. Odeny5, E.A. Bukusi5, M.R. Kamya6,7, E.D. Charlebois2 
1University of California, Obstetrics, Gynecology & Reproductive Sciences, San 
Francisco, United States, 2University of California, Center for AIDS Prevention 
Studies, San Francisco, United States, 3Institute for Disease Modeling, Seattle, United 
States, 4University of California, HIV, ID and Global Medicine, San Francisco, United 
States, 5Kenya Medical Research Institute (KEMRI), Nairobi, Kenya, 6Makerere 
University College of Health Sciences, Kampala, Uganda, 7Infectious Diseases 
Research Collaboration, Kampala, Uganda 
Presenting author email: carol.camlin@ucsf.edu

Background: Geographic mobility represents a widespread challenge to HIV 
prevention and treatment goals: it can break bonds between individuals and care 
systems, link geographically separate epidemics, and intensify transmission. This 
study (1R01MH104132), embedded within an ongoing HIV test and treat study 
(SEARCH, NCT01864603), sought to examine how mobility affects sexual be-
havior, STI and HIV risk in East African communities.
Methods: Survey data were collected February-November 2016 from 2,750 adults 
aged 16 and older in 12 communities in Uganda and Kenya, to measure mobility and 
sexual behavior; STI (Chlamydia trachomatis (CT) and Neisseria gonorrhoeae (NG) 
were detected using Xpert® assays. Mixed-effects logistic regression models were 
fitted to test associations of four measures of recent migration with STI infection, 
controlling for key covariates (gender, age, marital status and household wealth).
Results: 7.3% of adults undertook ≥1 migration in past year; 20.8% in past five years, 
most of which were internal migrations over county/district boundaries. A greater 
proportion of men (8.9%) than women migrated in past year (5.9%)(p=.003), and 
past 5 years (23.7% men vs. 18.1% women)(p=< .001).

 Model 3 Model 4
STI (GC/CT) OR p 95% CI OR p 95% CI
Female (ref.: Male) 1.39 0.159 0.88 2.19 1.39 0.158 0.88 2.19
Age ≥25 (ref.: <25) 0.54 0.049 0.29 1.00 0.56 0.058 0.30 1.02
Single (ref.: all other 
marital status) 2.15 0.026 1.10 4.20 2.37 0.011 1.22 4.61

Poorest (ref: greater 
household wealth) 2.10 0.005 1.24 3.53 2.03 0.007 1.21 3.40

≥1 Migrations in past year 2.22 0.014 1.17 4.20 -- -- -- --
model constant 0.02 0.000 0.01 0.06 -- -- -- --
≥1 Migrations in past 
5 year -- -- -- -- 1.89 0.009 1.17 3.05

model constant -- -- -- -- 0.02 0.000 0.01 0.05

[Measures of migration predicting STI]

STI prevalence was 3.14% overall (1.6% CT, 1.5% NG, 0.1 both); 7.1% in past year 
migrants vs. 2.8% in non-migrants (p= 0.001). In multivariate mixed-effects mod-
els, numbers of past year (OR 1.79, 1.23-2.61 [95%CI]) and 5 year migrations (OR 
1.36, 1.09-1.70 [95%CI]), and measures of ≥1 migration in past 1 year (OR 2.22, 
1.17-4.20 [95%CI]) and 5 years (OR 1.89, 1.17-3.05 [95%CI]) were predictive of 
STI prevalence, controlling for important covariates.
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Conclusions: Greater proportions of men than women participate in migration in 
Kenya and Uganda. Despite overall low prevalence of STI (GC/CT) among adults 
in the study in Kenya and Uganda, past year and also past five year migrations were 
predictive of STI, warranting focused prevention efforts among mobile populations. 

TUPEC0809
Prevalence and predictors of human immunodeficiency  
virus and selected sexually transmitted infections among  
people who inject drugs in Dar es Salaam, Tanzania:  
a new focus to get to zero
N.E. Makyao1, D.E. Mbaga2, P.K. Moen3, P.M. Leshabari4 
1Ministry of Health and Social Welfare, National AIDS Control Programme, Dar es 
Salaam, Tanzania, United Republic of, 2Muhimbili University of Health and Allied 
Sciencies, Epidemiology, Dar es Salaam, Tanzania, United Republic of, 3University of 
Oslo, Department of Community Medicine and Global Health, Institute of Health and 
Society, Oslo, Norway, 4Muhimbili University of Health and Allied Sciencies, Dar es 
Salaam, Tanzania, United Republic of 
Presenting author email: neemakirei@gmail.com

Background: : Previous studies in Tanzania indicated that human immunodeficiency 
virus (HIV) prevalence among people who inject drugs (PWIDs) could be as high 
as 40%. We aim to provide data on the prevalence of HIV and sexually transmitted 
infection among PWIDs to inform national plans to get to zero.
Methods: Respondent-driven sampling was used to collect drug use, and sexual 
practices data among PWIDs aged 15 years and older. Blood samples were examined 
for HIV, herpes simplex virus type 2, syphilis, and hepatitis B.
Results: A total of 620 PWIDs with a median age of 32 (interquartile range, 17-
52) participated in the study. Their use of drugs had typically started during ado-
lescence. The prevalence of HIV was found to be 15.5%, whereas that of herpes 
simplex type 2 was 43.3%. 
Associated with an increased likelihood of HIV infection was being a female (ad-
justed odds ratio [aOR], 2.3; 95% confidence interval [CI], 1.0-3.6), sharing of sy-
ringes (aOR, 2.4; 95% CI, 1.1-6.1), used syringes hidden in public places (aOR, 5.1; 
95% CI, 1.3-10.2), and having had a genital ulcer during the last 12 months before 
this survey. 
On the other hand, being educated, use of non-injectable drugs, access (aOR, 0.5; 
95% CI, 0.2-0.8), and use of clean syringes (aOR, 0.3; 95% CI, 0.1-0.6) were as-
sociated with decreased likelihood of HIV infection.
Conclusions: The prevalence of HIV infection among PWIDs in Dar es Salaam is 
3 times higher than that in the general population. Behavioral and biological risk 
factors contribute to HIV transmission and needs to be addressed to be able to 
get to zero. 

TUPEC0810
HIV care and treatment cascade among key populations living 
with HIV in Mozambique: results from the integrated biological 
and behavioral surveillance (IBBS) surveys 2011-2014
M. Boothe1,2, I. Sathane2, C. Semá Baltazar3, E. Fazito4, J. Peregoy5,6,  
L. Dengo Baloi7, B. Cummings8, P. Young9, R. Horth10 
1University of California, San Francisco (UCSF), Maputo, Mozambique, 2UCSF 
Global Programs for Research and Training, Maputo, Mozambique, 3National Institute 
of Health, Surveillance, Maputo, Mozambique, 4The Joint United Nations Program 
on HIV/AIDS (UNAIDS), Maputo, Mozambique, 5Association for Schools and 
Programs of Public Health (ASPPH), Maputo, Mozambique, 6Centers for Disease 
Control and Prevention, Maputo, Mozambique, 7National Institute of Health, San 
Francisco, Mozambique, 8Centers for Disease Control and Prevention, Gaborone, 
Botswana, 9Centers for Disease Control and Prevention, Nairobi, Kenya, 10University of 
California, San Francisco (UCSF), San Francisco, United States 
Presenting author email: liliana.dengo.baloi@gmail.com

Background: Although Mozambique has a generalized HIV epidemic, key popula-
tions (KP) are disproportionately affected. Our analysis estimates HIV care and 
treatment cascade indicators among participants in the IBBS surveys among Men 
Who Have Sex With Men (MSM), Female Sex Workers (FSW), and People Who 
Inject Drugs (PWID) in three cities in Mozambique to track progression of People 
Living with HIV (PLHIV) from one service to the next and highlight attrition of 
coverage.
Methods: We conducted a secondary data analysis of results from respondent-driv-
en sampling surveys conducted in Maputo, Beira and Nampula/Nacala from 2011 to 
2014. Results from respondents’ HIV testing results and self-reported responses to 
the survey questionnaire were pooled across survey cities and then used to produce 
unweighted proxy cascade indicators.

Results: HIV prevalence among survey participants was 8.0% (n=114), 27.5% (n= 
341), 45.8% (n=204) for MSM, FSW and PWID, respectively, where the num-
ber of PLHIV served as the denominators. Figure 1 illustrates the percentage of 
KPs that progressed through the HIV care cascade. Losses occurred throughout 
the continuum for the three populations, with the largest breakpoint occurring at 
knowledge of HIV status, which varied from 8.8% among MSM to 63.2% among 
PWID. Use of services appears high  er among PWID, when compared to the other 
KPs; however, there is a high dropout rate among PWID who initiated antiretroviral 
therapy (ART) and those currently on ARTs. 

[Figure 1: HIV Care and Treatment Cascade among KPs]

Conclusions: Special attention should be given to interventions that increase ser-
vice uptake of HIV testing and retention in care among all KPs, but particularly 
among MSM and FSW. It is possible that some respondents may have been aware of 
their HIV positive status but refused to disclose, thus representing a bias that may 
potentially impact results. Future IBBS surveys should include viral load testing to 
guarantee a more complete picture of the cascade. 

TUPEC0811
Trans identity and HIV risk- findings from a large study  
of young transwomen
E. Wilson, C. Turner, S. Arayasirikul 
San Francisco Department of Public Health, San Francisco, United States 
Presenting author email: erincwilson@gmail.com

Background: Globally, transwomen bear a larger burden of HIV than any other 
population, and research points to discrimination and stigma as a primary cause. 
Transwomen exposed to more discrimination because they are out as trans at a 
younger age may experience higher risk for HIV. This analysis uses the first large 
dataset of young transwomen to examine the impact of realizing trans identity and 
living as trans on HIV risk.
Methods: Data for this analysis are from 243 participants in the SHINE study- a 
social epidemiological study of HIV risk and resilience among of young transwomen 
aged 16-24 years in the San Francisco Bay Area, California, USA. We conducted 
an exploratory analysis to identify age of transgender identity realization and out-
ness associations with increased sexual risk behavior at baseline. Logistic regression 
analysis examined increased engagement in condomless anal intercourse (CAI).
Results: The sample consisted of 39.9% white youth, 31.6% Latinas, 12.2% Black/
African Americans, and 16.3% youth of other racial/ethnic identities. HIV preva-
lence was 3% (n=8) at baseline.The mean age at which participants thought they 
were trans or something other than a man was 8.9 years and 17.5 years for the mean 
age they began living as trans. Young transwomen had significantly lower odds of 
engaging in CAI with increasing age at which youth felt they were trans (OR 0.93; 
95% CI 0.88-0.98) and began living as trans (OR 0.78; 95% CI 0.70-0.88). 
African American young transwomen had significantly higher odds of engaging in 
CAI as age at which they began living as trans increased (OR 1.06; 95% CI 1.00-
1.77).
Conclusions: We found overall that the later the age at which young transwomen 
realized and began living as trans, the lower their odds were for engaging in sexual 
risk behavior; however, later age of beginning to live as trans may be detrimental 
to the health of transwomen of color who already face multiple forms of stigma. 
Though interventions like PrEP and access to HIV testing are important, policy and 
human rights approaches to reducing stigma and discrimination towards transgen-
der people may have a more sustained impact on reducing HIV and other health 
risks among transwomen. 
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TUPEC0812
Prevalence and mapping of hepatitis C infections among men 
who have sex with men in New York city
H.V. Tieu1,2, O. Laeyendecker3,4, V. Nandi5, R. Rose6, R. Fernandez4, B. Lynch3, 
D.R. Hoover7, B.A. Koblin1, NYC M2M Study Team 
1New York Blood Center, Laboratory of Infectious Disease Prevention, New York, 
United States, 2Columbia University Medical Center, Division of Infectious Diseases, 
Department of Medicine, New York, United States, 3National Institute of Allergy and 
Infectious Diseases, Baltimore, United States, 4School of Medicine, Johns Hopkins 
University, Baltimore, United States, 5New York Blood Center, Laboratory of Data 
Analytics, New York, United States, 6BioInfoExperts, LLC, Thibodaux, United States, 
7Rutgers the State University of New Jersey, Department of Statistics, Piscataway, 
United States 
Presenting author email: htieu@nybc.org

Background: Emerging sexually transmitted hepatitis C (HCV) infection epidem-
ics among men who have sex with men (MSM) have been reported worldwide, with 
higher HCV infection rates among HIV-infected than HIV-negative MSM. This 
study aims to determine prevalence of recent and chronic HCV infections among 
community-recruited MSM in New York City (NYC), map HCV infections by 
home, social, and sexual neighborhoods, and determine clusters of genetically 
linked HCV variants using phylogenetic analysis.
Methods: The NYC M2M study recruited MSM via modified time-space, ven-
ue-based sampling and internet/mobile app-based recruitment during 2011-12. 
Participants completed a Google Earth map on neighborhoods of where they lived, 
socialized, and had sex in the last 3 months, an ACASI questionnaire, and a sexual 
network inventory about their sex partners. The men received HIV testing and pro-
vided serum samples. 
Testing on stored serum samples included HCV antibody and RNA viral load, HCV 
antibody avidity assay (avidity index <40% with positive viral load is considered re-
cently infected), and HCV RNA extraction and amplification to generate a 432 
base-pair region of Core/E1 for sequencing and phylogenetic analysis. Historic local 
controls were included in the phylogenetic analysis.
Results: Of 1,028 MSM, 77.2% were HIV-negative and 22.6% HIV-positive. 
Twenty nine MSM (2.8%) were HCV antibody-positive. MSM who were HCV 
antibody-positive reported a median of 2 male sex partners in last 3 months, with 
6.9% aged 18-24, 17.2% 25-29, 13.8% 30-39, and 62.1% 40 and over. Over half 
(58.6%) of HIV-positive MSM were HCV antibody-positive vs. 21.5% of HIV-
negative men (p<0.001). Of 29 HCV-antibody positive MSM, 12 (41.4%) were 
HCV RNA-positive (11 subtype 1a and 1 subtype 1b). Two of 12 HCV RNA-positive 
participants had low antibody avidity values, suggesting recent infection. Mapping 
of HCV infections differed slightly by home, social, and sexual neighborhoods. 
Based on phylogenetic analysis from 12 HCV RNA-positive samples, no evidence 
of a clustered HCV epidemic was found.
Conclusions: Overall HCV seroprevalence was 2.8% among community-recruited 
MSM in NYC, with higher prevalence among HIV-positive MSM compared to HIV-
negative MSM. Only two participants were found to have recent HCV infection, 
with no evidence of a clustered HCV epidemic based on phylogenetic analysis. 

TUPEC0813
Identification of high-incidence ‘hotspots’ of HIV-associated 
extensively drug-resistant (XDR) TB in KwaZulu-Natal, South 
Africa
K. Nelson1, S. Auld1,2, J. Brust3, B. Mathema4, T. Cohen5, P. Moodley6,  
A. Campbell1, S. Allana1, S. Shah7, N. Gandhi1 
1Emory University School of Public Health, Atlanta, United States, 2Emory University 
School of Medicine, Atlanta, United States, 3Albert Einstein College of Medicine, 
Bronx, United States, 4Columbia University Mailman School of Public Health, New 
York, United States, 5Yale University School of Public Health, New Haven, United 
States, 6University of KwaZulu-Natal, Durban, South Africa, 7Centers for Disease 
Control and Prevention, Atlanta, United States 
Presenting author email: knbratt@emory.edu

Background: Drug resistance represents a major threat to global tuberculosis (TB) 
control, particularly for people with HIV. In KwaZulu-Natal Province, South Africa, 
we determined that the majority of extensively drug-resistant (XDR) TB is due to 
transmission of resistant organisms rather than inadequate treatment. We hypoth-
esize that XDR TB cases are concentrated in ‘hotspots,’ or areas of high incidence, 
which account for the majority of transmission events. We aimed to characterize 
the geographic distribution of notified XDR TB cases in a high HIV prevalence set-
ting to identify hotspots for targeted prevention efforts.
Methods: We enrolled newly-diagnosed, culture-confirmed cases of XDR TB from 
2011-2014 in KwaZulu-Natal. We collected participants’ clinical and demographic 
information and GPS coordinates of their home residence. We mapped cases by 
home residence and calculated annual XDR TB incidence by main place (eThekwini) 

and sub-place (Durban), South African census units. We used Bayesian methods 
to stabilize rates and defined a hotspot as a unit with annual incidence above 1.5 
per 100,000.
Results: We enrolled 404 participants from all 11 districts and 42 of 51 sub-districts 
in KwaZulu-Natal, 311 (77%) of whom were HIV-positive. eThekwini and Msinga 
sub-districts had the highest absolute number of cases with 132 (33%) and 42 (10%) 
cases, respectively. In eThekwini, which includes the provincial population center 
of Durban, 13 of 168 census units were identified as hotspots and 51% (67/132) of 
cases in eThekwini were located within a hotspot (Figure, inset shows eThekwini 
on a map of KwaZulu-Natal province). There was no substantial difference in case 
distribution by HIV status.

[XDR TB incidence in KwaZulu-Natal, South Africa.]

Conclusions: The urban district of eThekwini has the highest burden of XDR cases 
in KZN, with distinct hotspots within eThekwini. Bacterial genomics studies focused 
on these hotspots can clarify local transmission dynamics and inform the design of 
more effective local interventions. 

TUPEC0814
Higher positivity of whole blood Epstein-Barr virus DNA  
among HIV-infected versus HIV-uninfected men who have  
sex with men in Shanghai, China
R. Pan1,2,3, X. Liu1, S. Zhou1, Z. Ning4, H. Zheng5, M. Gao1, Y. Ding1, W. Yao3,  
X. Liao3, Y. Liu6, N. He1,2 
1School of Public Health, and the Key Laboratory of Public Health Safety of Ministry 
of Education, Fudan University, Department of Epidemiology, Shanghai, China, 
2Collaborative Innovation Center of Social Risks Governance in Health, Fudan 
University, Shanghai, China, 3Hongkou District Center for Disease Control and 
Prevention, Shanghai, China, 4Shanghai Center for Disease Control and Prevention, 
Shanghai, China, 5Shanghai Piaoxue Cultural Media Limited, Shanghai, China, 6Putuo 
District Center for Disease Control and Prevention, Shanghai, China 
Presenting author email: petpann@126.com

Background: Approximately 5-10% of men who have sex with men (MSM) in China 
are infected with HIV. HIV-infected patients are at high risk of developing malig-
nancies including those associated with Epstein-Barr virus (EBV). This study aimed 
to compare whole blood EBV DNA positivity between HIV-positive and HIV-
negative MSM in Shanghai, China.
Methods: HIV-positive MSM and an equal number of age-matched (±5 years) HIV-
negative MSM were recruited from an HIV counseling and testing clinic in Shanghai 
from Nov. 2014 to Nov.2015 and were administered with a cross-sectional ques-
tionnaire interview. Whole blood EBV DNA was tested by nested polymerase chain 
reaction assays on EBNA-1, EBNA-2 and LMP-1 genes.
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Results: Among 1008 participants including 504 HIV-positive and 504 HIV-
negative MSM, 81.8% aged at 21-40 years, 62.4% were non-local Shanghai resi-
dents, 96% were ethnic Han, 66.8% received college or higher education, 76.5% 
were never married, and 40.5% had depression when measured with CES-D. The 
two groups were comparable in distributions of residency, ethnicity and marital sta-
tus, but were significantly different in age and education distributions. Compared 
with HIV-negative controls, HIV-positive MSM reported significantly higher 
proportion of lifetime experience of homosexual activities including having ≥5 
partners (83.9% vs. 71.2%), unprotected anal sex (76.4% vs. 63.1%), unprotected 
casual sex (94.6% vs. 77.6%), receptive anal sex (86.9% vs. 76.0%), unprotected 
sex after drinking (27.4% vs. 21.8%), and unprotected sex after drug use (25.6% 
vs. 16.9%). The EBV DNA positivity was 56.0% for HIV-positive MSM and 26.0% 
for HIV-negative controls. Three separate multiple logistic regression analyses were 
performed and showed that after appropriately adjusted for potential confounding 
variables, the EBV DNA positivity was significantly associated with HIV infection 
status (aOR=3.30; 95%CI: 2.53-4.40; P< 0.001) in the whole sample, and with 
< 200 cells/ul CD4+ cell counts (aOR=1.64; 95%CI: 1.02-2.63; P=0.042) in the 
HIV-positive group, but with no any factors in the HIV-negative group.
Conclusions: The higher positivity of whole blood EBV DNA and its association 
with low CD4+ T cell counts among HIV-infected MSM discovered the population 
at higher risk for active EBV replication and underscore needs of further surveil-
lance and research on EBV-related carcinogenesis in this population. 

TUPEC0815
Predictors and incidence of sexually transmitted hepatitis C 
virus infection in HIV-positive men who have sex with men
N.A. Medland1, C. Eric P F1, C.S. Bradshaw1, T.H.R. Read1, J.J. Sasadeuz2,  
C.K. Fairley1 
1Monash University, Melbourne Sexual Health Centre, Alfred Health, Central Clinical 
School, Melbourne, Australia, 2Royal Melbourne Hospital, Victorian Infectious 
Diseases Service, Melbourne, Australia 
Presenting author email: nmedland@mshc.org.au

Background: Sexual transmission of Hepatitis C virus (HCV) in men who have sex 
with men (MSM) and its interaction with HIV status, sexually transmitted infec-
tions and sexual behaviour is poorly understood. We assessed the incidence and 
predictors of HCV infection in HIV positive MSM.
Methods: The electronic medical record and laboratory results from HIV posi-
tive MSM in care at a large urban public specialist HIV clinic embedded in a sexual 
health centre in Melbourne Australia were collected. Patients with two or more 
HCV antibody tests between January 2008 and March 2016 and with no record 
of injecting drug use were included. The HCV exposure intervals were the periods 
between a negative HCV test and the next HCV test. We compared HCV exposure 
intervals temporally associated with and without newly acquired syphilis or ano-
rectal chlamydia. HCV exposure intervals were also categorised as being before 
or after HIV virological suppression and by most recent and nadir CD4 cell count.
Results: 37 new HCV infections were diagnosed in 822 HIV positive MSM with no 
history of injecting drug use over 3114 person years (PY) of follow-up. Mean age 
was 43.1 years (±12.5) and mean CD4 cell count nadir was 362 cells/uL (± 186). 
The incidence of HCV infection in the study population was 1.19/100PY (0.99-
1.38). The incidence in exposure periods temporally close to new syphilis infec-
tion was 4.72/100PY (3.35-6.08) and to new anorectal chlamydia infection was 
1.37/100PY (0.81-1.93). The incidence in men without supressed viral load was 
3.19/100PY (1.89-4.49). In the multivariate Cox regression analysis only younger 
age (aHR 0.67 (0.48-0.92)), exposure periods temporally associated to new syphi-
lis infection (aHR 4.96 (2.46-9.99)) and higher CD4 cell count nadir (aHR 1.26 
per 100 cells/uL (1.01-1.58)) were associated with increased risk of HCV infection. 
During the study period the incidence of syphilis increased dramatically but the 
incidence of HCV infection remained the same.
Conclusions: Incidence of HCV infection is associated with syphilis but not anorec-
tal chlamydia which suggests a biological rather than behavioural risk modification. 
Rising syphilis incidence may offset declines in HCV transmission through HCV 
treatment as prevention. 

TUPEC0816
Prevalence and predictors of eye disorders among ART  
patients in Limpopo, South Africa, 2012-2015
P. Manjengwa-Hungwe1, L. Kuonza2, E. Mathatha3, A. Samie4 
1National Institute of Communicable Diseases, South African Field Epidemiology 
and Training Programme, Johannesburg, South Africa, 2National Institute of 
Communicable Diseases, South African Field Epidemiology Training Progrmme, 
Johannesburg, South Africa, 3National Institutes of Communicable Diseases, 
South African Field Epidemiology Training Progrmme, Johannesburg, South Africa, 
4University of Venda, Microbiology, Limpopo, South Africa 
Presenting author email: manjengwa.patience@gmail.com

Background: Opportunistic infections are common among HIV positive individu-
als. Approximately 80% of HIV infected patients will develop HIV associated eye 
disorders during the course of their illness. Up to 40% of patients with advanced 
HIV develop cytomegalovirus retinitis which can lead to total blindness. Eye dis-
orders have received minimal attention; hence there is limited data to identify the 
burden in South Africa (SA). 
We determined the prevalence and identified risk factors of eye disorders among 
HIV positive patients in one South African province.
Methods: A cross sectional study among 535 HIV-infected patients was conducted 
in Vhembe District, Limpopo province, SA from 2012-2015. Clinical data were 
collected from the patients using a structured questionnaire and patient files were 
followed up from 2012-2015. Data were analysed using STATA13. Multivariable 
logistic regression analysis was used to determine risk factors. Manual backward 
stepwise procedure was used to select variables and a cut-off p-value of less than 
0.05 was used to retain variables in the final multivariate model. We adjusted for 
confounders of age and gender.
Results: The overall prevalence of eye disorders among HIV positive patients was 
33% (177/535, including Scotoma 13% (22/ 177) (95% CI: 8.4 - 18.6); Retinal de-
tachment 13% (22/177) (95% CI: 8.4 - 18.6); Keratoconjunctivitis28% (48/177) 
(95% CI: 21.4 - 34.7) and Uveitis 54% (93/177) (95% CI: 46.2 - 61.1). 
HIV positive patients with diabetes co-morbidity were four times more likely to re-
port eye problems as compared to those without diabetes (OR=4.14, 95%CI=1.22-
14.00, p=0.017). 
Having a history of TB treatment (OR=1.57, 95%CI=1.04-2.37, p=0.004) and 
CD4 count less than 200 (OR=2.05, 95%CI=1.92-2.16, p=0.002) were significant 
predictors of eye disorders among HIV positive patients.
Conclusions: This study demonstrates that eye disorders are common among HIV 
positive patients in Limpopo. TB diagnosis and treatment, Diabetes and low CD4 
count were associated with eye disorders. This highlights that eye disorders are 
further exacerbated by HIV and having a weakened immune system. Heightened 
awareness for better management of ocular disorders is recommended among 
health care personnel and HIV positive people. Policy makers need to integrate 
ophthalmic examinations in public health facilities when HIV patients receive their 
treatment. 

TUPEC0817
PrEP usage is related to increased STD rates
K. Alaei, C. Paynter, GIHHR 
Global Institute for Health and Human Rights, Albany, United States 
Presenting author email: kalaei@albany.edu

Background: Truvada has proven to be very effective for use as pre-exposure pro-
phylaxis (PrEP). However, a possible concern is that increased Truvada use will lead 
to reduced condom usage and increase in STDs that were previously under control.
Methods: We obtained data on rates of Truvada usage for PrEP in the United 
States. We then ran correlations between Truvada usage and the percent change 
in STD rates across states between the two-year period from 2011-2012 and the 
two-year period from 2013-2014. The three STDs examined were gonorrhea, chla-
mydia, and primary/secondary syphilis. The hypothesis was that a higher rate of 
PrEP usage would correlate with greater increases in STDs.

[Percent change in gonorrhea among men as a function of PrEP usage across states]
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Results: There was a significant positive correlation between PrEP usage and in-
crease in gonorrhea rates (r=0.389, p <0.01) for men across states as well as for 
women (r=0.438, p <0.005). Correlations were not significant for chlamydia 
or syphilis. The change in gonorrhea rates were broken down further by racial 
group and gender. A significant correlation was found for African-American men 
(r=0.374, p <0.01), but there was no significant correlation for white (p >0.1) or 
Hispanic (p >0.1) men. For women, a significant correlation was found for whites 
(r=0.346, p <0.05) and Hispanics (r=0.282, p <0.05) but not African-Americans 
(r=0.202, p >0.1). 
Conclusions: Higher usage of Truvada for PrEP is linked to greater increases in gon-
orrhea rates among men. Public health officials should ensure that individuals tak-
ing PrEP have access to adequate safe sex counseling, particularly if they are either 
African-American men or white or Hispanic women. 

TUPEC0819
Better survival outcomes among HIV-infected women with 
cervical cancer at a national referral hospital, Kenya
A. Njoroge1,2, M. Mugo3, M. Mudenyo3, L. Muchiri4, C. Kigondu4, J. Rajab4,  
J. Kinuthia1,2 
1Kenyatta National Hospital, Research & Programs, Nairobi, Kenya, 2University of 
Washington, Department of Global Health, Seattle, United States, 3Kenyatta National 
Hospital, Health & Information Systems, Nairobi, Kenya, 4University of Nairobi, 
Department of Human Pathology, Nairobi, Kenya 
Presenting author email: anjoroge@uw.edu

Background: Cervical cancer screening has been integrated into many HIV pro-
grams in Sub-Saharan Africa. Most women who screen positive are often referred 
out for further evaluation with minimal follow-up on their outcomes. We compared 
survival outcomes among HIV-infected to uninfected women in a cancer registry at 
a national referral hospital in Kenya.
Methods: Cervical cancer patients whose diagnosis was confirmed by histology/
cytology and enrolled for cancer care at Kenyatta National Hospital between April 
2014 and July 2015 were included. Patient demographics, HIV testing history, 
stage of disease at enrolment into cancer care and outcome status (dead or alive) 
as at Aug 2015 were collected from medical files, laboratory and autopsy records. 
Logistic regression with recycled predictions was used to obtain the risk ratio of 
death.
Results: Of 1069 cervical cancer patients, only 435 (41%) had a HIV status indi-
cated. Of these, 211(49%) were HIV-infected. HIV-infected women were younger 
(median=43 years (IQR 38, 57)) compared to HIV-uninfected women (median=47 
years (IQR 40, 54)).Average follow-up duration at the oncology clinic was 9.5 
months (8.2, 10.7) and did not vary with HIV status. HIV-infected women had 
lower stage disease at enrolment compared to HIV-uninfected women (Trend test 
p=0.042).

Cervical Cancer Stage 
(FIGO)

HIV-Infected 
(n)

HIV-Uninfected 
(n)

Prevalence 
Ratio 95% CI

I 28 13 1.00 Reference
II 43 48 0.42 0.19, 0.90
III 50 68 0.34 0.16, 0.72
IV 17 19 0.42 0.16, 1.05

[Table 1: Cervical Cancer Stage by HIV status]

Of the 211 HIV-infected women, 17(8.1%) had died while 34(15.2%) of the 224 
uninfected women had died. Adjusting for age and stage of disease ,HIV-infected 
women with cervical cancer were 1.1 times more likely to be alive compared to HIV-
uninfected women (risk ratio 1.11 (95%CI: 1.01 - 1.2) p= 0.0174.
Conclusions: HIV-infected women with cervical cancer had lower stage disease at 
diagnosis and better outcome compared to uninfected women. This could be a re-
sult of systematic cervical cancer screening and referral offered in HIV care clinics. 
This approach could be of benefit if integrated into other programs that routinely 
offer services to women. 

TUPEC0820
Inflammation is an important predictor of diabetes in veterans 
with HIV infection: a veterans aging cohort study
M. Wellons1, K. McGinnis2,3, K. So-Armah4, J. Blume1, A. Justice2,3, M. Freiberg1, 
J. Koethe1 
1Vanderbilt University Medical Center, Nashville, United States, 2VA Connecticut 
Healthcare System, West Haven, United States, 3Yale University Schools of Medicine 
and Public Health, West Haven, United States, 4Boston University School of Medicine, 
Boston, United States 
Presenting author email: melissa.wellons@vanderbilt.edu

Background: HIV-infected (HIV+) persons on long-term antiretroviral therapy 
(ART) are at risk of diabetes mellitus (DM), which has been linked to persistent 
inflammation. Further, an increasing proportion of HIV+ persons are overweight 
and obese, which is both a risk factor for DM and a pro-inflammatory condition. 
We used the Veterans Aging Cohort Study biospecimen cohort (VACS-BC) to 
assess whether the relationship between BMI or inflammatory biomarkers and DM 
incidence differs by HIV status.
Methods: VACS-BC is a longitudinal cohort study of HIV+ and uninfected (2:1) 
veterans from 8 Veterans Affairs Healthcare Centers enrolled between 2005 
and 2007. DM diagnoses and onset date were determined using an algorithm in-
corporating glucose, HbA1c, ICD-9 codes, and medications. Cox proportional 
hazards models were used to model the incidence of DM as a function of baseline 
interleukin-6 (IL-6), d-dimer, soluble CD14 (sCD14), HIV status and BMI. HIV+ 
participants were stratified as suppressed (plasma HIV RNA < 500 copies/ml at 
enrollment) or unsuppressed (≥500 copies/ml). Models were adjusted for age, race, 
sex, education level, hepatitis C status, smoking status, alcohol use, and interaction 
terms.
Results: Excluding prevalent cases (n=556), our algorithm identified 231 incident 
DM cases among 1833 participants. IL-6, HIV status and BMI but not sCD14 or 
D-dimer were associated with incident DM. After exclusion of underweight (BMI 
≤ 18.5) and stratification by HIV status, overweight and obesity as compared with 
normal weight were significantly associated with risk of DM in uninfected and HIV+ 
with suppressed virus, but not significantly in unsuppressed HIV+. High serum IL-6 
(Q4) was significantly associated with higher DM risk (Q4 versus Q1) in all groups.
 

Uninfected Veterans HIV-infected Veterans
 Uninfected (n=562) RNA<500 (n=756) RNA≥500 (n=454)

Normal weight (BMI 18.5-24.9) HR 1.00 HR 1.00 HR 1.00

Overweight (BMI 25-29.9) HR 2.90; 95%CI 
1.35-6.22

HR 1.73; 95%CI 
1.02-2.96

HR 0.87; 95%CI 
0.43-1.77

Obese (BMI ≥30) HR 4.39; 95%CI 
2.10-9.21

HR 2.69; 95%CI 
1.38-5.25

HR 1.52; 95%CI 
0.67-3.46

Low IL6 (Quartile 1) HR 1.00 HR 1.00 HR 1.00

High IL6 (Quartile 4) HR 2.50; 95%CI 
1.44-4.33

HR 2.44; 95%CI 
1.06-5.63

HR 4.08; 95%CI 
1.16-14.43

[Hazard of DM by BMI and IL-6.]

Conclusions: In HIV+ persons with suppressed viremia, being overweight/obese and 
having elevated IL-6 are independently associated with increased DM risk. BMI has 
less prognostic value for DM risk in HIV+ persons with unsuppressed viremia. 

TUPEC0821
Phylogeographic analysis of HIV-2 ANRS CO5 cohort reveals 
new trends in HIV-2 epidemic patterns in West Africa
B. Visseaux1, M. Bertine1, A. Storto1, F. Damond1, F. Collin2, G. Chêne2,  
S. Matheron3, C. Charpentier1, S. Hué4, D. Descamps1 
1Laboratoire Virologie Bichat Claude Bernard - APHP - IAME, UMR 1137, INSERM, 
Paris, France, 2Université Bordeaux, ISPED, Centre INSERM U 897, Bordeaux, 
France, 3Maladies Infectieuses et Tropicale, Hôpital Bichat, APHP, IAME UMR 1137, 
Inserm, Université Paris Diderot, Paris, France, 4Department of Infectious Diseases 
Epidemiology, Faculty of Epidemiology and Public Health, London School of Hygiene 
and Tropical Medicine, London, United Kingdom 
Presenting author email: benoit.visseaux@aphp.fr

Background: The early spread of HIV-2 in Western Africa is imperfectly described 
for group B and the recently identified subtype A2. Recent HIV-2 epidemiological 
data are also scarce outside of Guinea-Bissau. The sequence database of the HIV-2 
ANRS CO5-cohort, one of the largest to date, was used to explore the early migra-
tion patterns of these strains by phylodynamics means.
Methods: All publicly available (49 and 8 for A and B, respectively) and ANRS 
CO5-cohort (125 and 68 for A and B, respectively) pol sequences with available 
time of sampling and patient’s country of birth were included. Bayesian phylogeo-
graphic reconstructions and effective population size estimations were performed 
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under the best fitting combination of evolutionary, demographic and molecular 
clock models using BEAST 1.8. The tree topology was assessed with maximum like-
lihood trees using RAxML 8.0.0.
Results: The estimated introduction of group A in human was 1945 [95% HPD: 
1935-53], as previously reported. Subtype A1, present in Senegal, Gambia, Guinea-
Bissau and Guinea, experienced an early diversification around 1946 [1936-54] 
with two distinct early epidemics in Guinea-Bissau and Senegal. Subtype A2, pres-
ent in Ivory Coast and Mali, experienced a latter diversification (1956 [1947-63]) in 
Ivory Coast with two introduction events in Mali (1963 [1957-69] and 1967 [1960-
74]). Group B was originally introduced in Ivory Coast in 1962 [1953-13]. Changes 
in effective population size over time revealed an initial exponential growth followed 
by a population decline starting in the 2000’s for the three HIV-2 strains. The rate 
of this decline was slower for A2 and B subtypes (Ivory Coast, Mali) than for A1 
(Guinea-Bissau, Senegal).
Conclusions: This phylogeographic study is the first to reconstruct the early disper-
sal of A2 and B HIV-2 clades in Western Africa. Our results suggest that subtype 
A1 was circulating in Guinea-Bissau and Senegal before the independence war of 
the former, believed to have contributed to the dispersal of HIV-2. Both A2 and B 
clades emerged in Ivory Coast and experienced latter diversification and population 
expansion (starting in 1980 and 1990, respectively) than A1. There is indication of 
slow decreasing incidence rates of HIV-2 in Ivory Coast or Mali where recent data 
are scarce. 

TUPEC0822
Expansion of HIV BF recombinants among men who have sex 
with men (MSM) in Buenos Aires, Argentina
M.A. Pando1, R. Marone2, I. Balan3, A. Carballo Dieguez3, M.M. Avila1 
1Instituto de Investigaciones Biomédicas en Retrovirus y SIDA (INBIRS), Ciudad 
Autonoma de Buenos Aires, Argentina, 2Nexo AC, Ciudad Autónoma de Buenos 
Aires, Argentina, 3HIV Center for Clinical and Behavioral Studies, New York State 
Psychiatric Institute and Columbia University, New York, United States 
Presenting author email: ac72@cumc.columbia.edu

Background: Several HIV epidemiological studies performed among MSM from 
Buenos Aires, Argentina revealed high HIV prevalence (11-17%) and incidence (4.5 
per 100 persons-year). First studies on molecular epidemiology established that 
subtype B dominated the epidemic among MSM while BF recombinants were more 
frequent among heterosexual men and women. 
The objective of the study was to describe the subtype diversity of HIV among 
MSM along 10 years of epidemiological studies in Buenos Aires, Argentina (2000-
2009).
Methods: Four different studies were performed from 2000 to 2009 (Study 1, 
2, 3 and 4). All the studies included self-reported MSM, including those who have 
other partners (women and/or transgender) and those who exclusively have male 
partners. HIV DNA/RNA was isolated from cells/plasma samples using commercial 
kits and pol gene was amplified from positions 2143 to 3798 (HXB2 numbering) 
and sequenced in an automatic sequencer. The phylogenetic analysis was performed 
by Neighbor-joining and bootscanning.
Results: A total of 293 pol gene sequences were obtained and phylogenetic analysis 
revealed that 221 (75.4%) were subtype B and 72 were BF recombinants (24.6%). 
Temporal analysis demonstrated that frequency of subtype B significantly de-
creased over time: 89.6% in Study 1, 83.3% in Study 2, 71.2% in Study 3 and 58.5% 
in Study 4 (p<0.001). In the last study, the frequency of subtype B was significantly 
higher among men who exclusively have sex with men as compared with those also 
having sex with women and/or trans (74.1% vs. 42.3%, p=0.027).
Conclusions: Subtype B continues being predominant among MSM, however, in 
comparison to previous studies, the frequency of BF recombinants is increasing 
over time. Our results suggest that even subtype B might have been the subtype 
that originated the HIV epidemic among MSM, the interconnection with other 
groups where BF recombinants predominate, has produced a change in the mo-
lecular epidemiology of MSM. This fact needs to be considered for any preventive 
clinical trial to be conducted among MSM, where HIV subtype could be influencing 
the result. 

TUPEC0823
Prevalence of HIV-2 and HIV-1 group O infections among  
new HIV diagnoses in France, 2003-2015
F. Barin1,2, F. Cazein3, J. Pillonel3, D. Thierry2, C. Semaille3, F. Lot3 
1Université F-Rabelais, Virology & Inserm U 966, Tours, France, 2CHU Bretonneau, 
Virology Lab & CNR VIH, Tours, France, 3Santé Publique France, Saint Maurice, 
France 
Presenting author email: francis.barin@univ-tours.fr

Background: Both HIV-2 and HIV-1 group O (HIV-1O) are considered as restricted 
geographically, either to west Africa vs Cameroon, respectively. Cases have been 
described outside Africa, particularly in Europe, but no extensive epidemiological 
surveys have determined the extent or dynamics of spread of these rare viruses in 
western countries on a long period.
Methods: The French reporting system for new HIV diagnoses is linked to a viro-
logical surveillance using dried serum spots (DSS) on which a serotyping assay that 
discriminates between HIV-1 group M (HIV-1M), HIV-1O and HIV-2 is performed. 
Clinical and epidemiological variables are collected and entered into the national 
database, among which: sex, age, country of birth, mode of transmission, clinical 
stage at HIV diagnosis.
Results: Of 47,097 new HIV diagnoses reported during the 13-year period for 
which DSS was available, 779 concerned patients infected by HIV-2 (1.65%) and 
40 patients infected by HIV-1O (0.09 %). In addition 46 cases of dual HIV-1/HIV-
2 infections and 3 cases of dual HIV-1/HIV-1O infections were observed. Patients 
infected by HIV-2 were mostly born in a west African country (83.4%), mainly 
Ivory Cost, Mali, Senegal, Guinea and Guinea-Bissau. Patients infected by HIV-1O 
were mostly born in Cameroon (71.4%). However 34 patients infected by HIV-2 
were born in Europe (31 in France and 3 in Portugal) and 6 patients infected by 
HIV-1O were born in France. When compared to HIV-1M, patients infected by HIV-
2 or HIV-1O were older and were more frequently women. Among 12,737 new HIV 
diagnoses in men who have sex with men, only 5 were infected by HIV-2 and none 
by HIV-1O. HIV-2 prevalence decreased since the 2006-08 period: 1.58% (2003-
05), 2.24% (2006-08), 1.56% (2009-11) and 1.29% (2012-15) (p< 10-4). For HIV-
1O, the decrease was not significant: 0.12%, 0.11%, 0.09% and 0.05% (p=0.054).
Conclusions: The study shows that most of the cases diagnosed during this 13-year 
period still occurred in patients originating from the endemic areas, west Africa and 
Cameroon, for HIV-2 and HIV-1O, respectively. There is no increasing spread of 
these rare variants in France. 

TUPEC0824
Identification of rapid and emerging transmission clusters  
from genetic network
T.H. Kwan1, N.S. Wong2, K.C.W. Chan3, O.T.Y. Tsang4, M.P. Lee5, D.P.C. Chan2, 
W.C. Yam6, S.S. Lee2 
1Chinese University of Hong Kong, Jockey Club School of Public Health and Primary 
Care, Shatin, Hong Kong, 2Chinese University of Hong Kong, Stanley Ho Centre for 
Emerging Infectious Diseases, Shatin, Hong Kong, 3Centre for Health Protection, 
Special Preventive Programme, Department of Health, Hong Kong, Hong Kong, 
4Princess Margaret Hospital, Department of Medicine and Geriatrics, Lai Chi Kok, 
Hong Kong, 5Queen Elizabeth Hospital, Department of Medicine, Kowloon, Hong 
Kong, 6University of Hong Kong, Department of Microbiology, Pokfulam, Hong Kong 
Presenting author email: kwantszho@gmail.com

Background: Transmission network could be inferred from HIV sequences. This 
study aimed at applying social network analysis to identify clusters with accelerat-
ing transmission for informing targeted intervention.
Methods: HIV sequences of gag-pol region with demographics and longitudinal 
viral load data were collected over a 20-year period from all three HIV clinics in 
Hong Kong. Individual seroconversion year was estimated by back-calculation. 
Transmission networks were formed by pairs with TN93 distance ≤1.5%. Network 
clusters were identified and decomposed by modularity if one contained more than 
half of the nodes. Clusters were then analysed by the following metrics: density, 
clustering coefficient, and transmission speed in persons per year (ppy). Emergence 
of new nodes was evaluated by the average number of nodes added to clusters in the 
foregone 2 years (2-year cluster incidence).
Results: Between 1994 and 2013, 2352 genetic sequences were available for analy-
sis, accounting for 40% of Hong Kong’s reported incident cases. Density of the 
entire network was 1.65%. Among 131 connected components, 68 were dyads. The 
largest component consisted of 72% of the connected nodes, from which 20 clus-
ters were decomposed.
A total of 82 clusters were further analysed. Most clusters were of subtype B (62%), 
while subtypes CRF01_AE and CRF07_BC/CRF08_BC accounted for 22% and 
10%, respectively. The largest cluster, with the highest speed (12.31 ppy), was com-
posed of CRF01_AE heterosexuals, men who have sex with men (MSM) and some 
injection drug users. The second fastest (9.00 ppy) was a subtype B cluster com-



ABSTRACT BOOK • www.iAS2017.ORg

Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July
Poster

Exhibition

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

302

posing of largely MSM. Emerging transmission was identified from MSM clusters of 
subtype CRF01_AE and CRF07_BC (2-year cluster incidence: 7.00, 6.50). Some 
76% of the clusters had not grown further after 2010.
Demographically, clusters with younger individuals had a higher 2-year cluster in-
cidence and clustering coefficient. Percentage of viral suppression in clusters was 
negatively associated with clustering coefficient.
Conclusions: The new metrics have enabled us to uncover multiple ongoing HIV 
transmission networks in Hong Kong. Clusters of younger individuals emerged and 
grew rapidly, which are of public health concern. Viral suppression achieved from 
antiretroviral therapy had reduced onward viral transmission, resulting in a low clus-
tering coefficient. 

TUPEC0825
Near Full-length genomic sequencing and molecular analysis 
of HIV-infected individuals in a network-based intervention 
(TRIP) in Athens: phylogenetic clusters correlate with 
individuals with social links
E.-G. Kostaki1, D. Paraskevis1, D. Frampton2, B. Ferns3, J. Raffle2, P. Grant4,  
Z. Kozlakidis5, G. Nikolopoulos6, A. Hadjikou7, E. Pavlitina8, A. Hatzakis1,  
L. Williams9, S.R. Friedman9, E. Nastouli3,10, on behalf of the ICONIC Consortium 
1National and Kapodistrian University of Athens, Medical School, Department of 
Hygiene, Epidemiology and Medical Statistics, Athens, Greece, 2UCL, Department 
of Infection and Immunity, London, United Kingdom, 3UCLH/UCL, NIHR 
Biomedical Research Centre, London, United Kingdom, 4UCLH, Department of 
Clinical Virology, London, United Kingdom, 5UCL and Farr Institute of Health 
Informatics Research, Faculty of Medical Sciences, Division of Infection and 
Immunity, London, United Kingdom, 6University of Cyprus, Medical School, Nicosia, 
Cyprus, 7European University Cyprus, Nicosia, Cyprus, 8Transmission Reduction 
Intervention Project, Athens, Greece, 9National Development and Research Institutes, 
Institute for Infectious Disease Research, New York, United States, 10UCL GOS 
Institute of Child Health, Department of Population, Policy and Practice, London, 
United Kingdom 
Presenting author email: ekostakh@med.uoa.gr

Background: The Transmission Reduction Intervention Project (TRIP) was a so-
cial network-based contact tracing study to detect individuals with recent HIV 
infection within 6 months. Most of the participants were people who inject drugs 
(PWID). We herein explore factors associated with transmission clustering based 
on full-length HIV genomic phylogenetic analysis and on well characterized social 
networks.
Methods: TRIP participants were grouped into clusters following a social network-
based contact tracing. HIV whole genomes were generated using methods devel-
oped under the Infection Response through Virus Genomics (ICONIC) project. 
Full-length genomic alignments were performed with MAFFT program available 
online on HIV sequence database. Phylogenetic trees were inferred by an ap-
proximate maximum likelihood method derived from whole genome alignments of 
samples of 104 HIV+ participants using the FastTree program. Highly supported 
phylogenetic clusters (subnetworks) were those receiving >0.95 SH-support.
Results: All sequences belonged to previously identified local transmission net-
works of PWID (CRF14_BG, CRF35_AD, subtypes A and B) (LTNs) in the 
Athenian outbreak (n=76) and of unique recombinants (n=28). After excluding 
unique recombinants, phylogenetic analysis of 76 near full-length HIV genomic 
sequences suggested the existence of 14 subnetworks with 2-4 sequences each and 
38 sequences in total (50% of all sequences). Eleven subnetworks (11/14, 78.6%) in-
cluded sequences of twenty two individuals (22/38, 57.9%) with first degree social 
links with at least another member of their subnetwork.
Conclusions: Additional HIV whole genome sequencing data helped to better de-
fine phylogenetic subnetworks. Interestingly, all sequences falling within phyloge-
netic clusters (n=7) by Sanger sequencing before did so also by full-length sequence 
analysis. The percentage of individuals within phylogenetic subnetworks having also 
social links with other subnetwork members was higher with full-length genome 
analysis (57.9%) than with Sanger sequencing (43.8%), suggesting that the former 
describes subnetworks in more detail. Molecular methods can identify infected 
people with social connections in more than half of the phylogenetic clusters. To 
our knowledge, this is one of the first studies showing the added value of molecular 
epidemiology, which uses full-length phylogenetic analysis of HIV sequence data to 
identify phylogenetic clusters of individuals who also have social ties. 

TUPEC0826
The geography of HIV/AIDS among marginalized highland 
ethnic minorities in Chiang Rai province, Thailand
K.M. Soe1, P. Saenna2, T. Apidechkul3, B. Wilcox1 
1Faculty of Public Health, Mahidol University, Bangkok, Thailand, 2Faculty of 
Education, Khon Kaen University, Khon Kaen, Thailand, 3School of Health Science, 
Mae Fah Luang University, Chiang Rai, Thailand 
Presenting author email: feradodo@gmail.com

Background: Subsequent to Thailand’s first HIV/AIDS epidemic wave in its urban 
center in recent decades, a new epidemic wave emerged among highland ethnic 
minorities in Northern Thailand. It is a major challenge to combat the burdens im-
posed by the epidemic on ethnic minorities because of barriers in social cultural-
language, political, and health systems.
Methods: The Study describes and determines the spatial and temporal dynamics 
of the HIV epidemic by HIV cumulative incidences among six highland Hill Tribes in 
the province of Chiang Rai. Secondary data of 16 hospitals in the province was com-
piled for ethnic minority HIV reported cases during 1990 to 2011. Quantum GIS 
Desktop (Version 1.8.0) was used to create maps of HIV incidences of different Hill 
tribe village locations across districts and sub-districts in Chiang Rai.
Results: A total of 3130 HIV incidences were reported in 294 villages out of 651 
with spatial density non-randomly distributed: 1420 (45.4%) female; 2738 (87%) 
age of 15 - 49, 229 under 15 (7.3 %) and 163 cases (5.2%) 50 or above; 1403 (45%) 
agriculture workers, 1003 (32%) labor worker and others (23.2%); Sexual transmis-
sion 91.6%, Mother to child transmission at 5.7% and injecting drug use <1%. The 
Akha tribe contributes to the highest no. of cases 1441 (46%) followed by Lahu 617 
(19.7%), Yao 298 (9.5%), Lisu 282 (9%) Karen 271 (8.7%) and Hmong 221 (7.1%). 
The districts with dense population in highlands and those with close proximity to 
major municipalities are most affected.
Conclusions: Hill tribes living in Chiang Rai are among the most disadvantaged and 
vulnerable societies who are at risk of HIV infection due to poverty, lack of ac-
cess to education, increased drug use, increase sex work and social marginalization. 
Education programs to promote behavioral change and priority focused interven-
tions should be implemented.

[Cumulative HIV Incidence among Hill Tribes]

TUPEC0827
Updated estimates of HIV incidence in France, 2003-2014
C. Sommen1, F. Cazein1, Y. Le Strat1, J. Pillonel1, F. Lot1, S. Le Vu1, F. Barin2 
1Santé Publique France, Saint Maurice, France, 2National Reference Center for HIV, 
Tours, France 
Presenting author email: francoise.cazein@santepubliquefrance.fr

Background: A surveillance system combining case reporting and biomarker-based 
identification of recently acquired infection is implemented in France to monitor 
HIV incidence at the country level. First estimates indicated an overall downward 
trend in new infections but a stable number in men who have sex with men (MSM), 
representing half of new cases in 2008 (Le Vu et al, Lancet Inf Dis 2010). Here, 
we provide revised national estimates for the period 2003 to 2014, accounting for 
updates in data and methodology.
Methods: We used the stratified extrapolation approach described in Prejean et 
al. (PloS ONE 2011) that infers yearly number of new infections by weighting re-
ported diagnoses detected as recent infections (EIA-RI assay). The weights reflect 
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HIV testing behaviors specific to each stratum of transmission category and demo-
graphics. Diagnosis data were adjusted for reporting delays and under-reporting. 
Missing data for key variables was imputed by multiple imputation. Temporal trends 
in incidence based upon 52 375 diagnoses were compared using variance-weighted 
least-square regression.
Results: We estimate that 5659 [95%CI: 5129-6189] persons were newly infected 
with HIV in France in 2014. This led to an overall incidence rate of 13 per 100,000 
persons/year (aged from 18 to 69 years). With 2912 (51%) new infections in 2014, 
MSM still contributed dramatically to the overall number of cases. Among the 
2680 (48%) new infections attributed to heterosexual transmission, foreign-born 
individuals (56%) exceeded French-born (44%). Intravenous drug users accounted 
for 1% of new infections. The HIV incidence globally decreased from 2003 (with 10 
651 [95%CI: 9348-11955] new infections) to 2014. The decrease was significant 
throughout the whole period in heterosexuals, but only over the 2008-2014 period 
in MSM.
Conclusions: These updated results confirm the overall decrease of HIV incidence 
in France since 2003. MSM are still disproportionately contributing to current 
HIV transmission but after having kept a stable level up to 2008, new infections 
are now decreasing in this group. An analysis with more intricate breakdown by 
demographics (world region of birth, age and geographical area) is underway to fully 
appreciate the progress made in the country to drive down new HIV infections. 

TUPEC0828
Development of a multiplex assay for HIV diagnosis,  
serotyping and detection of recent HIV-1 infection
E. Yufenyuy, B. Parekh 
Centers for Disease Control and Prevention, Division of Global HIV and TB, Atlanta, 
United States 
Presenting author email: bparekh@cdc.gov

Background: Currently LAg-Avidity EIA, developed in our laboratory, is the best 
tool to detect recent HIV-1 infection. However, efforts to use laboratory-based 
assays in cross-sectional surveys are often challenged by inaccurate HIV diagnosis 
and presence of HIV-2 infection, requiring multiple additional steps. We developed 
a multiplex assay that combines HIV diagnosis, HIV serotyping and detection of 
recent HIV-1 infection, all in a single test.
Methods: Magpix Luminex technology which uses colored magnetic beads was 
used for multiplex assay development. HIV diagnosis and HIV-2 serotyping were 
accomplished by coupling beads with a recombinant HIV-1 p24-gp41 fusion protein 
and HIV-2 peptide from gp36 immunodominant region, respectively. HIV-1 recent 
infection detection was accomplished by using limiting amounts of multi-subtype 
gp41 recombinant protein, rIDR-M. 
Assay conditions, including coupling, were optimized using well-characterized 
specimens in a stepwise manner. Beads were subsequently combined in a multiplex 
assay to evaluate its performance using a previously characterized world-wide panel 
of specimens (n=1500) from HIV-1 positive (n=570, recent = 78, long-term= 492), 
HIV-2 positive (n= 31) and seronegative persons (n=899) from 10 countries, repre-
senting subtypes A, B, C, D, and AE. 
Reference results were generated using EIA/WB algorithm for HIV status, 
Multispot assay for HIV-1 and 2 serotyping and LAg-Avidity EIA for recent or 
long-term classification. Assay cutoffs and algorithms were determined by using 
3-parameters comparing it to the results of reference standard. 

[Development of a multiplex assay]

Results: The diagnostic component of the assay performed with high sensitivity 
(99.8%) and specificity (99.7%), while the HIV-2 serotyping sensitivity was 96.7% 
and specificity was 100%. There was a high level of correlation between the detec-
tion of recent infections using the LAg-Avidity EIA and that from the multiplex 
assay with the possibility of extending the mean duration of recent infection. The 
assay showed high reproducibility with coefficient of variation of <10%.
Conclusions: The new multiplex assay has the ability to accurately diagnose HIV 
infection, perform HIV-1 and 2 serotyping and detect and distinguish recent from 
long-term HIV-1 infections, all in a single test. This novel assay has the potential 
to simplify HIV surveillance by combining critical biomarkers on a single platform. 

TUPEC0829
HIV prevalence in Argentina: a large scale study
N. Haag1, A. Arce2, M. Pedrola3, P. Campos4, N. Delgadillo4, M. Laurido2 
1AHF Argentina, HIV Testing and Prevention, Buenos Aires, Argentina, 2AHF 
Argentina, Buenos Aires, Argentina, 3AHF Latin America, Buenos Aires, Argentina, 
4AHF Latin America, Mexico, Mexico 
Presenting author email: natalia.haag@aidshealth.org

Background: According to the UNAIDS report of 2015, HIV prevalence in 
Argentina is 0.4%. This information comes from the estimation of HIV cases of the 
Ministry of Health in relation to the total country population in 2015. Therefore a 
study on the HIV prevalence in general population was carried out.
Methods: Between January 2, 2016 and December 30, 2016, HIV antibody de-
terminations were performed in individuals from 10 provinces of Argentina, which 
together represent more than 60% of the total country population, through a previ-
ously validated rapid test (Alere Determine ™ HIV-1/2). Counselling was given to all 
people and for positive cases established the appropriate referral. The information 
was collected in an Ad Hoc database. Chi2, Fisher exact or Mid P tests and maxi-
mum likelihood odds ratios were used as appropriate.
Results: Determinations were made in 30013 people. Age range: 18 months to over 
49 years. Gender distribution: women 53.6%, men 45.4%, transgender 1%. It was 
the first HIV test for 56%. There were 272 HIV positive results. Prevalence: 0.9% 
(95%CI: 0.8-1). Although the prevalence was significantly higher in men than in 
women (1.2% versus 0.5%, p < 0.001), the highest level was observed in transgender 
(4.6%). There was a greater probability of having a positive test in people who had 
unprotected sex (OR: 1.49 - 95%CI: 1.16-1.91; p = 0.001) and people between 25 
and 49 years-old (OR: 1.46 - 95%CI: 1.15-1.86; p = 0.002). No significant differ-
ences were found in relation to sexual preferences (p = 0.69) or intravenous drug 
use (p = 0.40). Consistent condom use was reported in 14.5% of the people with 
negative results and in 22.3% of those with positive results. 80% of the population 
tested had at least high school education.
Conclusions: HIV prevalence observed in this population was twice as high as that 
reported for the general population of Argentina by UNAIDS. Multiple factors 
such as cultural issues, vulnerability or information on HIV transmission could ex-
plain this finding. Large scale testing is necessary to adjust estimates of the total 
population living with HIV and to establish better strategies for reducing the risk 
of transmission. 

TUPEC0830
Risk factors and HIV care continuum outcomes for diagnosis 
during recent HIV infection in North Carolina
C. Sellers1, S. Zhou2, K. Seaton3, G. Tomaras3, S. Zimmerman4, E. Samoff4,  
R. Swanstrom2, J. Eron1, M. Cohen1, A. Dennis1 
1University of North Carolina School of Medicine, Medicine / Infectious Diseases, 
Chapel Hill, United States, 2University of North Carolina, Biochemistry and 
Biophysics, Chapel Hill, United States, 3Duke University, Duke Human Vaccine 
Institute, Durham, United States, 4North Carolina Department of Health and Human 
Services, Division of Public Health, Communicable Disease Branch, Raleigh, United 
States 
Presenting author email: cjseller@unch.unc.edu

Background: Distinguishing between recent and chronic HIV infection has im-
portant implications for HIV transmission dynamics and prevention programs. We 
examined associations with recent infection among new HIV diagnoses in North 
Carolina in 2014.
Methods: We used a novel Binding Antibody Multiplex Assay that has performed 
well compared with existing assays to distinguish recent (< 9 months) from chronic 
infection among individuals with newly diagnosed, antibody-positive HIV infec-
tion using remnant diagnostic specimen at the North Carolina State Laboratory 
of Public Health. Associations between recent infection and demographics were 
examined using unadjusted and adjusted logistic regression. HIV care continuum 
outcomes were measured with surveillance data, examining associations of recent 
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infection with linkage to care (CD4 or viral load [VL] within 90 days of diagnosis) 
and viral suppression at 1 year (VL < 200 copies/mL).
Results: 32% (61/190) of subjects were classified as recently infected. Median base-
line CD4 and VL were 473 (quartiles: 351, 618) and 54,000 (11,560, 143,040) 
copies/ml for recent versus 350 (212, 609) and 28,893 (7620, 66,665) copies/
ml for chronic. Younger age and traditional high-risk groups had significant associa-
tions with recent infection. More individuals with recent infection were linked and 
had viral suppression. 

 N % Recent

Unadjusted 
prevalence ratio 

(PR) for recent vs. 
chronic (95% CI)

Adjusted PR 
(95% CI), if 
retained in 
final model

Male (vs female) 148 (vs 42) 34% (vs 26%) 1.12 (0.51, 2.43) -
<30 years old vs >30 106 (vs 84) 40% (vs 23%) 1.58 (1.01, 2.49) 1.65 (1.04, 2.61)
African-American (vs 
Hispanic) 134 (vs 18) 33% (vs 17%) 1.72 (0.61, 4.12) -

White (vs Hispanic) 35 (vs 18) 40% (vs 17%) 2.06 (0.70, 6.09) -
MSM (vs denied high risk 
transmission exposure) 112 (vs 32) 38% (vs 3%) 9.90 (1.36, 72.14) 11.61 

(1.66, 81.34)
IDU (vs denied high risk 
transmission exposure) 10 (vs 32) 40% (vs 3%) 14.67 (1.90, 113.31) 15.09 

(1.92, 118.76)
High-risk non-MSM sex* 
(vs denied high risk 
transmission exposure)

34 (vs 32) 38% (vs 3%) 11.93 (1.64, 86.70) 13.12 
(1.82, 94.34)

Tested by county health 
department (HD) (vs non-HD 
testing site)

150 (vs 40) 35% (vs 20%) 1.15 (0.62, 2.13) -

*High-risk non-MSM sex defined as: not MSM and 1 or more of: female partner of MSM, 
sexual partner of IDU, transactional sex, sex while intoxicated, multiple sexual partners in 

past year

[Associations with recent HIV at time of diagnosis]

[Figure. Linkage to HIV care and viral suppression]

Conclusions: There was a strong association between diagnosis during recent in-
fection and history of MSM, IDU and high-risk non-MSM sex, possibly reflecting 
high ongoing local HIV transmission in these groups and poor uptake of HIV testing 
in those without these risk factors. Our results also suggest that diagnosis during 
recent infection is not a barrier to linkage or viral suppression. 

TUPEC0831
Leveraging individual and ego-network predictors of HIV 
incidence among Nigerian Men who have sex with men to guide 
network-level interventions
R. Nowak1, A. Mitchell1, T. Crowell2,3, H. Ramadhani1, N. Ndembi4, I. Orazulike5, 
S. Baral6, J. Ake2, H. Liu7, M. Charurat1, TRUST/RV368 Study Group 
1Institute of Human Virology, University of Maryland School of Medicine, Baltimore, 
United States, 2US Military HIV Research Program, Walter Reed Army Institute 
of Research, Silver Spring, United States, 3Henry M Jackson Foundation for the 
Advancement of Military Medicine, Bethesda, United States, 4Institute of Human 
Virology Nigeria, Abuja, Nigeria, 5International Center on Advocacy and Rights to 
Health, Abuja, Nigeria, 6Johns Hopkins Bloomberg School of Public Health, Baltimore, 
United States, 7University of Maryland School of Public Health, College Park, United 
States 
Presenting author email: rnowak@ihv.umaryland.edu

Background: In Nigeria, the rate of new HIV infections in the population are de-
clining but appears to be increasing among men who have sex with men (MSM). To 
guide the development of comprehensive HIV prevention and treatment interven-
tions needed to reverse these trends, this study characterizes the individual and 
network-level determinants of new HIV infections among MSM in Nigeria.
Methods: TRUST/RV368 recruited MSM into HIV care and treatment in Abuja 
and Lagos, Nigeria. At baseline and every quarterly visit, participants (ego) com-
pleted a structured instrument studying characteristics of the individual and five 
most recent sexual partners (alters) along with biological specimens for HIV and 
sexually transmitted infections (STIs). From March/2013-Oct/2016, 365 MSM 
who tested negative for HIV at baseline and returned for at least one additional 
HIV test were included in the analysis. Crude hazard ratios (HR) were estimated for 
predictors of HIV incidence using Cox proportional hazard models.
Results: Fifty-one individuals seroconverted during follow-up and the overall in-
cidence was 18.8 infections per 100 person-years [PY] (95% confidence inter-
val [CI], 14.1-24.5/100 PY. Those who were younger, unemployed, engaged in 
receptive intercourse, engaged in recent condomless sex, diagnosed with rectal 
gonorrhea at the preceding visit were significantly correlated with incident HIV 
infections. Significant network-level level determinants of incident HIV infections 
included having older sexual partners by five years, more educated partners, and 
partners with a higher socio-economic status. (Table 1).
Conclusions: The high HIV incidence rate observed in our study confirms that evi-
dence-based and appropriately scaled HIV prevention and treatment interventions 
are a public health priority for MSM in Nigeria. While the focus of most of these 
interventions to date has been addressing individual-level risks, these data reinforce 
the importance of addressing network-level risks when considering the implemen-
tation of interventions especially for young MSM in Nigeria. 

Predictor Category vs. 
Reference

Unadjusted HR 
(95% CI)

Age (years) 16-23 vs. 24+ 3.5 (1.8-6.7)

Employment status Unemployed vs. 
Employed 3.4 (1.9-6.4)

Sexual Positioning Receptive vs. Insertive 16.0 (4.7-54.5)
Condomless sex at last anal sex Yes vs. No 1.8 (1.0-3.3)
Rectal gonorrhea preceding visit Pos vs. Neg 4.2 (2.3-7.4)
Any % of alters 5+ years older than ego >1% vs. 0% 6.9 (2.8-17.5)
Any % of alters with higher education >1% vs. 0% 2.5 (1.4-4.6)
Percent of alters with higher socio-economic status 68-100% vs. 0-33% 4.4 (2.2-8.9)
Abbreviations: vs., versus; HR, hazard ratio; CI, confidence intervals

[Predictors of HIV Incidence among MSM in Nigeria]
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TUPEC0832
Estimation of HIV incidence and the profile of incident  
cases in Zimbabwe Population-Based Impact Assessment  
(ZIMPHIA) 2015-2016
E. Gonese1, G. Musuka2, L. Ruangtragool3, A. Hakim4, M. Morgan4, B. Parekh5,  
T. Dobbs5, Y. Duong-Pottinger5, M. Mhangara6, A. Nwankwo-Igomu7, N. Vere7,  
J. Manjengwa2, J. Justman8, A. Herman-Roloff7, L. Gwanzura9, B. Tippett-Barr7,  
O. Mugurungi6, H. Patel5 
1Division of Global AIDS and TB, Centers for Disease Control and Prevention, Harare, 
Zimbabwe, 2International Centre for AIDS Care Treatment Programs, at Columbia 
University, Harare, Zimbabwe, 3ASPPH/CDC Allan Rosenfield Global Health Fellow, 
U.S. Centers for Disease Control and Prevention, Harare, Zimbabwe, 4Division of 
Global AIDS and TB, Centers for Disease Control and Prevention, Atlanta, United 
States, 5International Lab Branch, Division of Global HIV and TB, Center for Global 
Health, Centers for Disease Control and Prevention, Atlanta, United States, 6AIDS 
and TB Programmes, Ministry of Health and Child Care, Harare, Zimbabwe, 7Centers 
for Disease Control and Prevention, CGH/TB, Harare, Zimbabwe, 8International 
Centre for AIDS Care Treatment Programs, at Columbia University, New York, United 
States, 9Biomedical Research and Training Institute, Harare, Zimbabwe 
Presenting author email: egonese@cdc.gov

Background: Zimbabwe estimated a decline in HIV incidence from 4.6% (1993) 
to 0.88% (2015) using Spectrum model. The country has made significant invest-
ments in HIV prevention, care and treatment in the last decade. Zimbabwe con-
ducted a Population-Based HIV Impact Assessment (PHIA) that measured HIV 
incidence in 2015/16.
Methods: A total 22,496 adults (15-645 years) consented to both a face-face 
questionnaire and biomarker testing in the nationally-representative household 
survey which had 83.9% response. Home-based HIV testing was performed us-
ing the national serial rapid test algorithm of Determineä, First Responseä and 
Stat-Pak (tie-breaker). HIV positives were confirmed in a satellite laboratory using 
Geenius HIV-1/2ä, viral load using Roche Taqman and Biomerieux nuclisens and 
recency using Limiting Antigen Avidityä (LAg). Recent was confirmed by an algo-
rithm of LAg normalized optical density < 1.5 + viral load >1000 copies. We calcu-
lated weighted annual HIV incidence.
Results: Overall, 36 of 3,503-(1.03%) HIV positive cases were confirmed as recent 
infection. Among these, 11 were male and 25 female. The weighted annual incidence 
was 0.45% (95% CI 0.28 -0.62) and 0.48% (0.29-0.66) for adults 15-64years 
and 15-49years respectively. The observed incidence (0.48%) is nearly half that 
reported by Spectrum (0.88%) The point-estimate for incidence was more than 
twice as high among women (0.67% [0.37-0.97]) compared to men (0.28% [0.06-
0.50]) in the 15-49 year age-group. Young men (15-24 years) had lowest incidence, 
0.13% (0.00-0.34), while it was three-times high (0.54% [0.14 - 0.94]) in women 
of similar age-group. By residence, overall incidence for adults (15-49 years) was 
higher in urban, 0.63% (0.25-1.01) compared to 0.38% (0.18-0.59) in rural set-
ting. The majority of respondents (15-49 years) with incident infections (26/31, 
83.9%) had previously been tested. The point-estimate among those ever tested 
was 0.56% (0.32 -0.80) compared to 0.25% (0.00 -0.52) for participants without 
prior HIV testing.
Conclusions: HIV incidence remains high among women especially in young wom-
en. The high incidence in urban setting may be a signal for increase in high risk be-
haviours and emergence of sub-epidemics. High incidence among previously tested 
cases suggest the need to strengthen prevention messaging. Additional exploration, 
focused interventions should be prioritized. 

TUPEC0833
Estimated cumulative HIV incidence rate among men who have 
sex with men (MSM) in Georgia: study results from repeated 
bio-behavioral surveys between 2010-2015
N. Shengelia1, A. Noori2, I. Chikovani1, A. Mirzazadeh2 
1Curatio International Foundation, Research Unit, Tbilisi, Georgia, 2Kerman University 
of Medical Sciences, The Regional Knowledge Hub and WHO Collaborating Centre for 
HIV Surveillance, Kerman, Iran, Islamic Republic of 
Presenting author email: n.shengelia@curatio.com

Background: Georgia is among the countries with rapidly increasing HIV epidemics 
among men who have sex with men (MSM). While preventive interventions for this 
key population are in place, HIV transmission from homosexual contacts is increas-
ing among all new cases and HIV prevalence among MSM reached 25.1% in 2015. 
This study evaluates incidence trend among MSM in Tbilisi, Georgia.
Methods: To estimate the cumulative incidence rate we used the three rounds of 
Bio-behavioural surveillance surveys (BBSS) data with respondent driven sam-
pling, conducted in 2010 (N=278), 2012 (N=218) and 2015 (N=300) among 
MSM in Tbilisi, Georgia. Estimates of annual cumulative incidence rate were 

derived as follows: the prevalence of HIV infection/person-year at risk for HIV 
(summing the number of days since the first anal intercourse (as the proxy of HIV 
negativity and start of exposure risk) and the first HIV test result). The earliest age 
of anal intercourse was assumed 15 years old. HIV cumulative incidence rates (per 
100 persons) along with their 95% confidence intervals (CI) were calculated using 
Kaplan Meier method and compared among the three respective BBSS rounds by 
log-rank test.
Results: Cumulative incidence rate per 100 persons increased significantly from 
0.59 (0.38-0.93) to 1.26 (0.87-1.83), and 2.06 (1.67-2.55) in 2010, 2012 and 
2015, respectively. As for the incidence rate ratio (IRR), analyses showed that the 
cumulative incidence rate was 2.12 (1.18-3.79) times higher in 2012 and 3.46 (2.10-
5.69) times higher in 2015 compared to 2010. 

 
Estimated 

incidence rate per 
100 persons

95% CI 
for IR

Estimated 
Incidence rate 

ratio

95% CI for 
IRR

P-value for 
comparing 

the IRR
Survey 2010 0.59 0.38-0.93 1 - -
Survey 2012 1.26 0.87-1.83 2.12 1.18-3.79 0.011
Survey 20105 2.06 1.67-2.55 3.46 2.10-5.69 <0.001
Overall - - 1.25 1.16-1.36 <0.001

[Incidence rates and rate ratios of HIV among MSM]

Conclusions: Given rapidly increasing HIV infection among MSM, having estimat-
ed HIV incidence along with HIV prevalence data is more useful as it reveals latest 
and more specific picture of HIV epidemics for effective planning of preventive 
interventions. 

TUPEC0834
A clinical utility risk-benefit analysis for HIV self-testing
C. Johnson1,2, C. Figueroa3, V. Cambiano4, A. Phillips5, A. Sands6, R. Meurant6, 
W. Urassa6, M. Perez Gonzalez6, I. Prat6, F. Terris-Prestholt2, E. Corbett2,7,  
K. Hatzold8, M. Taegtmeyer9, R. Baggaley1 
1World Health Organization, Department of HIV, Geneva, Switzerland, 2London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 3World Health 
Organization, Geneva, Switzerland, 4University College London, London, United 
Kingdom, 5University College of London, London, United Kingdom, 6World Health 
Organization, Essential Medicines and Health Products, Geneva, Switzerland, 7Malawi 
Liverpool Wellcome Trust, Blantyre, Malawi, 8Population Services International, 
Harrare, Zimbabwe, 9Liverpool School of Tropical Medicine, Liverpool, United Kingdom 
Presenting author email: johnsonc@who.int

Background: Interest in HIV self-testing (HIVST) is increasing as countries pursue 
the UN “90-90-90” targets and consider adopting WHO’s recommendation to 
offer HIVST. While many self-testers can achieve results similar to trained testers, 
performance can vary based on context and approach. Among other important 
considerations is the minimum performance by self-testers at which public health 
benefit is achieved; defined here as “clinical utility”.
Methods: To assess HIVST’s clinical utility and weigh performance-related risks 
and benefits: sensitivity (65-99.8%), specificity (65-100%), HIV prevalence (0.01-
15%), linkage to care (50-85%) and linkage to prevention (0-35%) were considered. 
Different scenarios characterized by varying levels of the factors listed above were 
simulated. A net benefit score was derived from Total Benefit (true reactive linked 
to care; true nonreactive linked to prevention) minus Total Risk (false reactive; false 
nonreactive). False nonreactives and true reactives linked to care were weighted 
based on expert consultation. The proportion of scenarios with positive net benefit 
was calculated. Sub-analysis of high (5-10%) and low (0.1-1%) prevalence scenarios, 
high (20-30%) and low (0-10%) linkage to prevention; and high (70-80%) and low 
(50-60%) linkage to care was conducted.
Results: 61% of scenarios with ≥70% sensitivity and ≥90% specificity yielded great-
er benefit than risk. In high prevalence scenarios, positive net benefit was observed 
at ≥80% specificity and ≥70% sensitivity. For low prevalence scenarios, net benefit 
marginally increased when sensitivity increased from 70% to 90%. Linkage to pre-
vention drove net benefit; when high, benefit was achieved at ≥80% specificity but 
when low ≥90% specificity was needed. Linkage to care had modest impact except 
in very high prevalence settings, e.g. net benefit in all scenarios was not observed 
among female sex workers in Johannesburg until linkage to care was ≥50%.
Conclusions: In all scenarios, there were some false non-reactive and false reactive 
results; but in most, risks were exceeded by the benefits of diagnosis and linkage 
to prevention and treatment. While HIVST’s clinical utility is greatest when per-
formance is greatest, this analysis suggests ≥90% specificity and ≥70% sensitivity 
is needed to achieve a net benefit. For very high prevalence settings with very low 
linkage, ≥90% sensitivity and specificity would be needed. 
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TUPEC0835
Cost-effectiveness of nurse-driven HIV screening targeting  
key populations in metropolitan Paris emergency departments 
in the ANRS DICI-VIH cluster-randomized two-period 
crossover trial
J. Leblanc1,2, P. Mutuon3, G. Hejblum4, H. Piquet5, D. Costagliola4, T. Simon6,7, 
A.-C. Crémieux8,9, I. Durand-Zaleski3,10,11 
1Assistance Publique - Hôpitaux de Paris (AP-HP), Groupe Hospitalier des Hôpitaux 
Universitaires Est Parisien, Clinical Research Center of East of Paris (CRC-Est), Paris, 
France, 2Université Paris Saclay-Université Versailles St Quentin, Doctoral School of 
Public Health (EDSP), INSERM UMR 1173, Garches, France, 3AP-HP, Hôpital Hôtel-
Dieu, URC Eco Île-de-France, Paris, France, 4Sorbonne Universités, UPMC Univ Paris 
06, INSERM, Institut Pierre Louis d’Épidémiologie et de Santé Publique (IPLESP 
UMRS 1136), Paris, France, 5AP-HP, Hôpital Saint-Antoine, Emergency Department, 
Paris, France, 6AP-HP, Groupe Hospitalier des Hôpitaux Universitaires Est Parisien, 
Department of Clinical Pharmacology and Clinical Research Platform of East of Paris 
(CRC-Est, URC-Est, CRB-HUEP), Paris, France, 7Sorbonne Universités, UPMC Univ 
Paris 06, INSERM, UMR 1148, Paris, France, 8AP-HP, Hôpital Saint Louis, Infectious 
Disease Department, Paris, France, 9Université Versailles St Quentin, INSERM UMR 
1173, Garches, France, 10Université Paris Diderot, Univ Paris 07, INSERM, ECEVE, 
UMR 1123, Paris, France, 11AP-HP, Hôpital Henri-Mondor, Santé Publique, Créteil, 
France 
Presenting author email: judith.leblanc@aphp.fr

Background: In the ANRS DICI-VIH trial, nurse-driven targeted HIV screening 
combined with physician-directed diagnostic testing (NTS strategy) substantially 
increased new HIV diagnoses compared to diagnostic testing alone (DT strategy) in 
Emergency Departments (ED) of metropolitan Paris, one of the most affected re-
gions in France. A cost-effectiveness evaluation of the NTS strategy was conducted 
and is reported here.
Methods: A prospective economic evaluation, adopting the hospital perspective, 
estimated the additional costs of the NTS strategy per additional HIV diagnosis 
among participants (18-64 year old patients presenting to the ED for reasons other 
than HIV exposure) compared to the DT strategy. The costs of nurse-driven tar-
geted screening by rapid test (RT) were estimated using a bottom-up micro-costing 
approach and included testing equipment, procedure duration and staff involved. 
The total costs of both strategies were estimated for all participants. The cost dif-
ference was directly calculated. A scenario analysis explored the impact of various 
costs, including RT price and staff time required for positive RT result disclosure 
(physician vs. nurse).
Results: During the DICI-VIH trial, a total of 74,161 (NTS strategy) and 74,166 
participants (DT strategy) were included in 8 EDs of metropolitan Paris. The 
proportion of new HIV diagnoses was higher in the NTS strategy than in the DT 
strategy (3.0 per 10,000 vs. 0.8 per 10,000, relative risk 3.7, 95%CI 1.4-9.8). 
The total costs were estimated as 23,011€ with the NTS strategy vs. 1,954€ with 
the DT strategy, corresponding to €0.31 and €0.03 per participant, respective-
ly. The nurse time costs represented 60% of the costs in the NTS strategy. The 
Incremental Cost-Effectiveness Ratio (ICER) for the NTS strategy was €1,298 
per additional new HIV diagnosis. 
The scenario analysis yielded an ICER ranging from €1,251 to €1,947, which com-
pares favorably to the 20,400€ average cost per new diagnosis estimated in 2015 
in voluntary testing centers in the region.
Conclusions: Our results support the cost-effectiveness of a targeted screening 
strategy for HIV in areas with concentrated epidemics. 

TUPEC0836
Migration and HIV: a double penalty? Assessing the respective 
impacts of migration and HIV diagnosis on sub-Saharan 
immigrants’ lives in Paris greater area. Results from the ANRS 
parcours survey
A. Gosselin1, E. Lelièvre2, A. Ravalihasy1,3, F. Lert1, N. Lydié4,  
A. Desgrées du Loû1,3, Parcours Study Group 
1CEPED (Paris Descartes University-IRD), Paris, France, 2Institut National d’Etudes 
Démographiques (INED), Paris, France, 3Institut de Recherche pour le Developpement 
(IRD), Marseille, France, 4Santé Publique France, National Agency for Public Health, 
Saint-Maurice, France 
Presenting author email: anne.gosselin@ceped.org

Background: Immigrants account for 35% of HIV diagnoses in the European Union 
(ECDC 2014). Yet little is known about the impact of such a lifelong infection diag-
nosis on live-courses that are already marked by migration. In this study, we assess 
the respective impact of migration and HIV diagnosis on the loss of activity, con-
jugal break up, degradation of perceived well-being among Sub-Saharan migrants 
living in Ile-de-France.

Methods: We use the ANRS PARCOURS retrospective life-event survey (2012-
2013) which collected 926 life histories of randomly-sampled Sub-Saharan immi-
grants living with HIV in 24 health structures in in Ile-de-France. We use relative-
time graphs to describe the levels of activity, union and perceived well-being across 
time. We model year by year since 18 years of age until data collection the prob-
abilities to lose one’s activity, to experience a conjugal break up and the probability 
of degradation of perceived well-being. We estimate the impact of migration and of 
HIV diagnosis on these probabilities, thanks to discrete-time logistic regressions.
Results: Our results show that the probability to lose one’s activity is higher at the 
moment of migration than before (aOR= 8.0 [3.6-18.1] for men and 8.7 [5.1-15.0] 
for women), as well as the probability to experience a conjugal break up (aOR=3.7 
[1.8-7.5] for men and 3.0 [1.7-5.4] for women). These probabilities do not vary at 
time of HIV diagnosis. However, the probability of experiencing a degradation of 
perceived well-being increases both at time of migration and at time of HIV diagno-
sis (aOR=11.3 [4.6-27.6] for men and 5.8 [2.8-11.9] for women). 

[Graph 1]

Conclusions: When HIV diagnosis occurs, it reinforces the negative impact of mi-
gration. Migrants living with HIV in France then face a double penalty. These results 
plead for better social support for recently diagnosed Sub-Saharan immigrants in 
France. 

TUPEC0837
Advanced HIV disease and severe immunosuppression  
at diagnosis as Mozambique and Swaziland prepare for test  
and start
S. Kujawski1, M.R. Lamb1,2, M. Lahuerta1,2, M. McNairy2, L. Ahoua3,  
F. Abacassamo4, H. Nuwagaba-Biribonwoha1,5, A. Gachuhi2, W. El-Sadr1,2, B. Elul1 
1Columbia University Mailman School of Public Health, Department of Epidemiology, 
New York, United States, 2ICAP-Columbia University Mailman School of Public 
Health, New York, United States, 3ICAP-Columbia University Mailman School of 
Public Health, Maputo, Mozambique, 4Centro de Colaboração em Saude, Maputo, 
Mozambique, 5ICAP-Columbia University Mailman School of Public Health, Mbabane, 
Swaziland 
Presenting author email: be2124@columbia.edu

Background: Early diagnosis of HIV is critical to preventing disease progression and 
reducing onward transmission of HIV.
Methods: We used data from two implementation science studies conducted in 
Mozambique and Swaziland to examine the magnitude and predictors of advanced 
HIV disease and severe immunosuppression at HIV diagnosis. Adults >18 years 
of age were enrolled following diagnosis in HIV testing and counseling clinics at 
10 health facilities from 4/2013-6/2015 in Mozambique and 8/2013-11/2014 in 
Swaziland, and received same day point-of-care CD4 testing. Advanced disease 
was defined as CD4 count ≤350 cells/µl. Severe immunosuppression was defined 
as CD4 count ≤100 cells/µl. We estimated the relative risk (RR) of advanced HIV 
disease and severe immunosuppression in adjusted multilevel regression models.
Results: 2335 adults newly diagnosed with HIV (62.7% female) were included 
in the analysis. The median CD4 count at diagnosis was 314 cells/µl (IQR: 165-
485) with significant differences by sex but not country (Table 1). More than half 
(56.4%) of the participants had CD4 ≤350 cells/µl, and 13.9% had CD4 ≤100 cells/
µl, with differences observed by sex but not country. The adjusted risk of both out-
comes was higher in men compared to women (advanced disease aRR=1.31, 95% 
CI: 1.10-1.56; severe immunosuppression aRR=1.53, 95% CI: 1.16-2.0), and those 
HIV tested because they felt ill (advanced disease aRR=1.31, 95% CI: 1.10-1.56; se-
vere immunosuppression aRR=2.11, 95% CI: 1.36-2.29). Age 18-24 (vs. age 24-39) 
was associated with a significantly lower risk of both outcomes (advanced disease 
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aRR=0.71, 95% CI: 0.59-0.84; severe immunosuppression aRR=0.62, 95% CI: 
0.40-0.95). No significant differences emerged when the analysis was stratified 
by country or sex.
Conclusions: More than 10 years into the global scale-up of HIV services, the ma-
jority of adults diagnosed with HIV in two high prevalence countries have advanced 
disease. Innovative strategies to identify people living with HIV earlier are urgently 
needed for individual and societal benefits. 

 
Total 

sample 
(N=2335)

Males 
(N=871)

Females 
(N=1464) p-value Mozambique 

(N=1235)
Swaziland 
(N=1100) p-value

 N(%) N(%) N(%)  N(%) N(%)  
CD4 count 
(Median, IQR)

314 
(165-485)

253 
(129-407)

354 
(197-515) <0.0001 318 

(176-498)
311 

(159-473) 0.10

CD4 count:        

CD4 ≤100 325 
(13.92)

158 
(18.14)

167 
(11.40) <0.0001 164 

(13.28)
161 

(14.64) 0.31

CD4 101-350 992 
(42.48)

434 
(49.83)

558 
(39.28)  519 

(42.02)
473 

(43.00)  

CD4 351-500 476 
(20.39)

136 
(15.61)

340 
(23.22)  247 

(20.00)
229 

(20.82)  

CD4>500 542 
(23.21)

143 
(16.41)

399 
(27.26)  305 

(24.70)
237 

(21.55)  

[CD4 count distribution at HIV diagnosis]

TUPEC0838
Performance of 9 rapid diagnostic HIV tests on a wide panel  
of whole blood samples
T. Mourez1, V. Lemée1, V. Delbos2, C. Delaugerre3, M. Etienne2,4,  
E. Alessandri-Gradt1, F. Simon3, M.-L. Chaix3, J.-C. Plantier1 
1Normandie Univ, UNIROUEN, EA 2656, Rouen University Hospital, Department 
of Virology, Laboratory associated to the HIV National Reference Center, Rouen, 
France, 2Normandie Univ, UNIROUEN, EA 2656, Rouen University Hospital, 
Tropical and Infectious Diseases Department, Rouen, France, 3Paris 7 Denis Diderot 
University, INSERM U 941, AP-HP, Saint Louis Hospital, Virology Unit, Paris, France, 
4COREVIH Haute-Normandie, Rouen, France 
Presenting author email: thomas.mourez@chu-rouen.fr

Background: Rapid diagnostic HIV tests (RDTs) are now used in and outside labo-
ratories or as self-tests, to improve HIV diagnosis coverage. RDTs performances are 
classically tested on serum, and more rarely on whole blood, limiting interpretation 
on a “real life” use. Moreover, most of the RDTs tested only detect antibodies (3rd 
generation). We tested the performance of 9 RDTs, including two detecting p24 
and antibodies (4th generation) on a large panel of fresh and reconstituted whole 
blood samples, corresponding to diverse clinical status and representative of the 
wide genetic diversity of HIV.
Methods: Seven 3rd generation RDTs - STAT-VIEW HIV 1/2 (Chembio diag-
nostic systems), EXACTO PRO TEST HIV (Biosynex), EZ-TRUST HIV 1 & 2 
Rapid Screen Test (CS Innovation Ltd), Genie Fast HIV1/2 (Bio-Rad), HIVTOP 
(Biosynex), INSTI (bioLytical), VIKIA HIV 1/2 (bioMérieux) - and two 4th genera-
tion RDTs - BioTechMed HIV1/2 Rapid-4 (BioTechMed) and HIV Combo (Alere) 
- were tested. The specificity and sensitivity were evaluated on 200 negative and 
300 positive samples. Among these latter, 100 corresponded to ART-naïve pa-
tients; 150 were representative of HIV diversity, including HIV-1/O and HIV-2; and 
50 were collected during the primary HIV infection phase.
Results: HIV-1/M and HIV-2 samples were positive with all the RDTs, except for 
6/13 HIV-2 samples not detected with BioTechMed assay. Only the HIV Combo 
and VIKIA HIV 1/2 detected all HIV-1/O samples. Among the 50 PHI samples, 
27 to 37 were found positive using the 3rd generation tests; the two 4th generation 
tests, HIV BioTechMed HIV1/2 Rapid-4 and HIV Combo, detected 30 and 43 of 
the 50 samples, respectively. The specificity ranged from 98 to 100%.
Conclusions: Our method of reconstituted whole blood allowed us to evaluate 
RDTs close to real-life conditions, on a large panel of samples in terms of genetic 
diversity and clinical status. No difference was observed for diagnosis of HIV-1/M 
infections; nonetheless, divergent HIV-1/O samples remains of concern, with only 
2 tests detecting them all. Use of 4th generation RDT can significantly increase the 
diagnosis of primary infection, but results are largely depending on the test used, 
the HIV BioTechMed Rapid-4 being worse than some 3rd generation RDTs. 

TUPEC0839
Characteristics associated with HIV self-testing reported by 
internet-recruited MSM in the United States, eSTAMP baseline 
data, 2015
P.R. Chavez1, R.J. MacGowan1, C.B. Borkowf1, W.D. Johnson1, L. Wesolowski1, 
A.D. McNaghten1, P. Sullivan2 
1Centers for Disease Control and Prevention, NCHHSTP/Division of HIV/AIDS 
Prevention, Atlanta, United States, 2Emory University, Atlanta, United States 
Presenting author email: pssulli@emory.edu

Background: The introduction of OraQuick® In-home HIV Test (OQ) into the 
US market in 2012 renewed questions about the use, reach, and public health im-
plications of HIV self-testing (HIVST) for men who have sex with men (MSM). 
Using baseline data from the Evaluation of HIV Self-testing among MSM Project 
(eSTAMP), we report on HIV home test (HHT) use and associated factors among 
MSM.
Methods: Between March 25 and August 4, 2015, MSM reporting HIV-negative or 
HIV-unknown status were recruited online into a 12-month randomized controlled 
trial of HIVST. Before randomization all participants completed an online survey. 
Using these data, we examined participant characteristics and calculated frequency 
and associations of past 12 months HIVST with selected sociodemographic charac-
teristics. We present unadjusted relative risks (RR) and 95% confidence intervals 
(95% CI).
Results: Among 2,665 participants [32% 18-24 years; 58% white; 43% ≥college 
degree; 84% employed; 23% < $20K household income; 63% had anal sex with 
≥2 male partners, past 3 months; 6% had condomless anal sex (CAS) with an HIV 
infected male partner, past 3 months] 59% tested for HIV in the past year, 17% 
tested ≥3 times in the past year, and 70% had heard of HHTs. Among 10% (259) 
who reported HIVST in the past year, 92% used OQ and 61% acquired HHTs from 
a pharmacy. Convenience and privacy were the most common reasons for HIVST, 
61% and 52%, respectively. Significant associations with HIVST shown below. 

Characteristics (referent is on the right side) Proportion RR (95% CI) p-value
Age (years): 25-39 vs 18-24 0.10 vs 0.08 1.34 (1.01-1.78) <0.05
Age (years): 40+ vs 18-24 0.12 vs 0.08 1.63 (1.16-2.28) <0.01
Race/Ethnicity: Hispanic vs Non-Hispanic White 0.06 vs 0.11 0.58 (0.41-0.81) <0.01
Education (College Graduate): Yes vs No 0.13 vs 0.07 1.79 (1.41-2.26) <0.001
Employment: Employed vs Unemployed 0.11 vs 0.05 2.09 (1.34-3.27) <0.01
Household income (US $): 40,000 - 74,999 vs 
<20,000 0.13 vs 0.06 2.21 (1.51-3.25) <0.001

Household income (US $): ≥75,000 vs <20,000 0.16 vs 0.06 2.79 (1.90-4.11) <0.001
Anal sex with ≥2 male sex partners, past 3 
months: Yes vs No 0.11 vs 0.08 1.40 (1.09-1.81) <0.01

CAS with HIV infected male partner, past 3 
months: Yes vs No 0.15 vs 0.09 1.53 (1.02-2.30) <0.05

[Table 1]

Conclusions: Awareness of HHTs was high, but few MSM reported HIVST in the 
past year. MSM who engage in HIV sexual risk behaviors may have been earlier 
HIVST adopters. HIVST was positively associated with higher socioeconomic status 
possibly due to test cost in the US (approximately $40). Providing free or subsi-
dized tests may be necessary to increase HIVST among MSM in the US, especially 
among lower income populations. 

TUPEC0840
Factors associated with late HIV diagnosis, based on data  
from 7 years of national surveillance
F. Cazein, Y. Le Strat, J. Pillonel, F. Lot 
Santé Publique France, Saint Maurice, France 
Presenting author email: francoise.cazein@santepubliquefrance.fr

Background: Late HIV diagnosis is a major concern, as it compromises both early 
treatment of infected persons and prevention of HIV transmission. The aim of this 
analysis was to identify factors associated with late diagnosis among all HIV infec-
tions diagnosed in France between 2009 and 2015.
Methods: We used data from the mandatory HIV surveillance system in France, 
adjusted for under-reporting, reporting delays and missing values. Late HIV diag-
noses were defined as diagnoses with a CD4 count below 350 cells/mm3 excluding 
HIV acute illness, or with an AIDS defining disease regardless of the CD4 count. 
Correlates of late diagnosis were assessed through Poisson regression.
Results: Among 43,416 new HIV diagnoses in France from 2009 to 2015, 45.2% 
were lately diagnosed. This proportion seemed to decrease from 46.6% in 2009, 
to 42.5% in 2015. 
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In multivariate analysis, year of diagnosis was not associated to late diagnosis. Male 
gender, age, transmission through heterosexual sex or through sharing of drug 
injection equipment, residence outside the Paris area or in the French overseas, 
being born abroad, occupational category as business owners or merchants, circum-
stances of HIV test (tested because of HIV related signs, on the occasion of another 
illness or because of belonging to an exposed group, test performed at physician’s 
request), and having never been tested for HIV before the diagnosis, were positively 
and significantly associated to late diagnosis.
Conclusions: Late HIV diagnosis was related both to the circumstances of the test 
and to some epidemiological characteristics, and has not decreased between 2009 
and 2015 once those factors are taken into account. 
These results highlight the importance of encouraging people to ask for a test rap-
idly after having been exposed to HIV, and health professionals to offer a test to 
people exposed or never tested, especially in groups identified as more likely to be 
lately diagnosed. 

TUPEC0841
Undiagnosed HIV is higher among urban residents, young 
adults and men: first findings from Malawi Population-based 
HIV Impact Assessment (MPHIA)
E. Radin1, G. Chipungu2, S. Saito1, J. Kadzandira3, J. Burnett4, K. Brown4,  
Y. Duong1, N. Wadonda-Kabondo5, S. Jonnalagadda4, B. Parekh4, S. Nkoka2,  
T. Kalua6, The MPHIA Study Team 
1ICAP at Columbia University, New York, United States, 2ICAP at Columbia 
University, Lilongwe, Malawi, 3Centre for Social Research, Chancellor College, 
University of Malawi, Zomba, Malawi, 4U.S. Centers for Disease Control and 
Prevention, Atlanta, United States, 5U.S. Centers for Disease Control and Prevention, 
Lilongwe, Malawi, 6Ministry of Health, Government of Malawi, Lilongwe, Malawi 
Presenting author email: er2743@columbia.edu

Background: Malawi has made substantial progress towards the 90/90/90 goals. 
However, further progress in diagnosing people living with HIV (PLHIV), the 
first 90, is needed to control the HIV epidemic. Providing testing to undiagnosed 
PLHIV, particularly in areas with high HIV prevalence, will be critical. Here we iden-
tify which PLHIV are at greatest risk of being undiagnosed.
Methods: From November 2015-August 2016, MPHIA recruited a nationally rep-
resentative sample of 17,127 adults age 15-64. Participants completed an interview 
and received home-based HIV testing and counseling per national guidelines. We 
defined participants that tested HIV positive as previously undiagnosed if they re-
ported 1) never previously having an HIV test; or 2) testing negative on their most 
recent test. We estimated the relative risk of previously undiagnosed HIV by area 
of residence, age and sex using a multivariate log-binomial regression. All analyses 
accounted for complex survey design.
Results: MPHIA identified 2,214 HIV-positive adults among whom 578 (26%) 
were undiagnosed, 1,054 (48%) live in urban areas, 709 (32%) were male, and 
median age was 37 [Interquartile Range: 30-45]. HIV prevalence was significantly 
higher in urban areas (14.3%, 95% CI: 13.2-15.4%) vs rural areas (9.7%, 95% CI: 
8.9-10.4%). 
Previously undiagnosed HIV was higher in urban (30.6%, 95% CI: 27.6-33.6%) vs 
rural areas (25.9%, 95% CI: 22.9%-28.9%), and significantly higher in men (33.3%, 
95% CI: 28.8-37.7%) vs women (23.6%, 95% CI: 21.2-25.9%) and younger (15-24 
years: 46.7%, 95% CI: 38.0-55.3%) (25-34 years: 32.1, 95% CI: 27.4-36.9%) vs 
older age groups (35-64: 21.7, 95% CI: 18.9-24.6%). In multivariate analysis, living 
in an urban area (RRurban=1.18, 95% CI: 1.01-1.37), being male (RRmale=1.56, 95% CI: 
1.34-1.82) and being 15-24 or 25-34 vs 35-64 years old (RR15-24=2.30, 95% CI: 
1.86-2.85; RR25-34 =1.58, 95% CI: 1.29-1.94, respectively) were all associated with 
having previously undiagnosed HIV.
Conclusions: Young, male and urban PLHIV were at increased risk of having undi-
agnosed HIV in Malawi. These disparities threaten HIV epidemic control as urban 
areas have higher HIV prevalence and increasing population due to urbanization. To 
achieve epidemic control, Malawi’s HIV programs should focus on diagnosing HIV 
in urban areas, particularly among young adults and men. 

TUPEC0842
Is OraQuick® HIV-self-testing valid among intended users? 
Analysis from a clinical performance study in Lusaka, Zambia
K.N. Kapaku1, M. Neuman2, K. Maluzi1, L. Sigande1, M. Nalubamba3,  
M. Taegtmeyer4, E. Corbett2, C. Johnson5, K. Hatzold6, B. Kosloff1,2, A. Schaap1,2,  
A. Mwinga1, H. Ayles1,2 
1Zambart Project, Lusaka, Zambia, 2London School of Hygiene and Tropical Medicine, 
London, United Kingdom, 3Society for Family Health, Lusaka, Zambia, 4Liverpool 
School of Tropical Medicine, Liverpool, United Kingdom, 5World Health Organisation, 
Geneva, Switzerland, 6Population Services International, Harare, Zimbabwe 
Presenting author email: knjamba@yahoo.co.uk

Background: HIVST has been proposed to increase the uptake of HIV testing 
and enable more linkage to treatment and prevention services thereby preventing 
HIV transmission. The aim of this study was to assess the clinical performance of 
OraQuick® self-testing (OFT-ST) among intended users in Zambia.
Methods: Consenting participants >16 years were randomly selected from ur-
ban and rural communities in Lusaka, Zambia. Consecutive attendees for HIV 
counselling and testing in the urban health facility were invited to participate. 
Researchers demonstrated use of OFT and provided manufacturer’s instructions 
for use. Participants conducted the test and recorded their results by themselves. 
Researchers repeated the OFT and re-read the participant’s test strip. Following 
the Zambian national algorithm a nurse blinded to OFT results performed a se-
ries of rapid HIV diagnostic tests (RDTs). A blood sample was tested for HIV fol-
lowing a reference standard algorithm consisting of fourth generation EIA tests. 
Demographic data and information of prior HIV testing was collected. The study is 
ongoing and we report data from 22/06/16-10/11/16.
Results: A total of 1,104 participants were recruited (Table 1).

 Rural 
Community

Urban 
Community

Urban Health 
Facility Total

Overall total 460 291 353 1104
Female 216 (47%) 222 (76.3%) 189 (53.5%) 627 (56.8%)
Median Age (IQR) 31 (22,43) 26 (21,33) 25 (22,32) 27 (22,37)
Previously tested for HIV 369 (80.2%) 243 (83.5%) 316 (89.5%) 928 (84.1%)
Self-reported HIV+ (% of 
previously tested) 10 (2.8%) 4 (1.7%) 9 (2.5%) 22 (2.4%)

[Table 1. Participant sociodemographic characterist]

There was good agreement (kappa=0.96) between participant and researcher con-
ducted OFT. The sensitivity of OFT-ST was 95.5% (95%CI 89.7, 98.5) when com-
pared to RDT, and fell to 87.5% (95%CI 80.2, 92.8) when compared to laboratory 
testing. Specificity was 99.3% (95%CI 98.5, 99.7) compared with laboratory refer-
ence. Self-testers from the rural community achieved a lower sensitivity (74.3%, 
95%CI 56.7, 87.5) compared to the urban community (92.3%, 95%CI 74.9, 99.1).
Conclusions: OFT-ST with prior demonstration provides reasonable specificity and 
sensitivity when compared to the Zambian rapid test algorithm. When compared to 
the laboratory reference standard the sensitivity decreases, though the specificity 
remains constant. Although HIVST is a screening test, its ability to increase HIV 
testing must be weighed against the lower sensitivity of test results. 

TUPEC0843
Reducing the HIV undiagnosed fraction: systematic review  
on testing for HIV in prison settings
H. Vroling1, A. Oordt1, G. Madeddu2, S. Babudieri2, R. Monarca3,  
M. Vonk Noordegraaf-Schouten1, L. Tavoschi4 
1Pallas Health Research and Consultancy, Rotterdam, Netherlands, 2University 
of Sassari, Department of Clinical and Experimental Medicine, Unit of Infectious 
Diseases, Sassari, Italy, 3Health Without Barriers - European Federation for Prison 
Health, Viterbo, Italy, 4European Centre for Disease Prevention and Control, 
Surveillance and Response Unit, Stockholm, Sweden 
Presenting author email: lara.tavoschi@gmail.com

Background: UNAIDS and the WHO have set the ambitious target of 90% of 
people living with HIV diagnosed. This depends primarily on effectiveness of HIV-
testing interventions in targeting high-risk groups and boosting early diagnosis. 
Across the EU/EEA HIV prevalence in prison populations is much higher than in 
the community, therefore prison settings offer a key opportunity for active case 
finding (ACF). The objective was to systematically review data on HIV-ACF in EU/
EEA correctional facilities.
Methods: A systematic review of literature on Pubmed and Embase (from 1990 
onwards) and Cochrane Library (from 1980 onwards) was performed. This search 
was complemented with conference abstracts and unpublished research reports, 
and discussed during expert meetings.
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Results: Sixteen primary studies and one systematic review (including eleven rel-
evant studies) were included in the review. Three primary studies were from the 
EU/EEA and the others from the USA. Within-study comparisons were hardly 
performed. When comparing results across studies, no trends were seen regard-
ing uptake, positivity rates, effectiveness or treatment initiation. Overall, opt-in 
testing at entry was most frequently investigated in the peer-reviewed literature, 
resulting in an uptake rate ranging from 6%-97%, HIV positivity rate of 0%-5.4%, 
and identification of 0%-1.8% new HIV cases.
For opt-out testing at entry these ranges were 22%-98%, 0%-2% and 0.1%-0.8%, 
respectively. However, due to heterogeneity of the studies regarding timing, offer, 
promoting and testing methods, 
no conclusions can be drawn based on comparisons across studies. In conference 
abstracts, using different ACF methods, the uptake and positivity rates were 56.3-
91.5% and 1.0-26.6%, respectively, and 35.2%-78.0% initiated treatment after 
diagnosis.
Conclusions: The evidence on HIV-testing in correctional facilities is limited and 
variable. Positivity rates among tested inmates indicate cases are continuously 
being identified. ACF for HIV in prison settings could contribute to prevent on-
ward transmission and lower the undiagnosed fraction in the EU/EEA. Our study 
suggests to actively offer provider-initiated HIV-testing at entrance to all people 
in prison. Furthermore, it is advisable to consider offering provider-initiated HIV-
testing at regular intervals during prison stay for high-risk subgroups and in case of 
an exposure incident and to promote client-initiated HIV-testing throughout prison 
stay. 

TUPEC0844
How acceptable and feasible is HIV self-testing among 
key populations in Vietnam? Preliminary results from an 
intervention evaluation study
K. Green1, B. Vu Ngoc1, H. Phan Thi Thu2, M. Tran Hung3, S. Vo Hai2,  
H. Ngo Van1, H.A. Doan1, L. Dang Hong4 
1PATH, Hanoi, Vietnam, 2MoH/VAAC, Hanoi, Vietnam, 3Center for Creative 
Initiatives in Health and Population (CCIHP), Hanoi, Vietnam, 4CCIHP, Hanoi, 
Vietnam 
Presenting author email: bvu@path.org

Background: Annual HIV testing uptake among key populations is low (~30%) in 
Vietnam. Barriers include concerns regarding confidentiality of test result, wait 
time, and travel/opportunity costs. MoH leaders recognized the potential of HIV 
self-testing (HIVST) to accelerate 90-90-90 case detection goals, and endorsed 
a pilot to assess HIVST acceptability, feasibility and service linkages to inform HIV 
testing guidelines and scale-up.
Methods: Fourteen KP-led community-based organizations (CBOs) in Saigon and 
Hanoi that serve men who have sex with men (MSM), transgender women (TGW), 
people who inject drugs (PWID), their sex partners (PWID-SP), and/or female sex 
workers (FSW) were trained to offer assisted and unassisted HIVST. Clients were 
offered a choice of a blood-based (Determine_HIV-1/2_Antibody) or oral fluid 
(OraQuick_ADVANCE_Rapid_HIV-1/2_Antibody) assay. Vietnamese language 
test inserts, pamphlets and tutorial videos were provided to clients. A post-test in-
tervention evaluation included 552 individuals out of 1,994 that HIV self-tested 
from June-December, 2016. Participants were recruited at randomly chosen ser-
vice days and completed a computer-assisted/self-administered survey.
Results: MSM represented the majority of HIV self-testers (76.6%), then PWID 
(12.3%), PWID-SP (8.2%) and FSW (2.9%). The most common reasons for se-
lecting HIVST were: being the first person to know result (59.1%), confidentiality 
(55.4%), and rapid result (54.2%). 41.5% of HIV self-testers had tested for HIV be-
fore. MSM were more likely to have tested previously (46.8%), compared to PWID 
(25%), PWID-SP (22.7%) and FSW (12.5%), representing a statistically significant 
difference (p< 0.05). 92.8% of those using Determine (n=296), and 85.4% using 
OraQuick (n=199) shared their test results with the CBO provider. HIV test result 
concordance between an observer and self-tester were high (99%) for both tests. 
However, 63.6% reported difficulty using Determine and 8.1% OraQuick. 8.1% of 
those that revealed their test results tested reactive (compared to 0.9% in public 
testing sites), 91% received confirmation testing, and 97.7% of those confirmed 
were enrolled in ART.
Conclusions: HIVST reached a majority of new HIV testers, with a high HIV yield 
compared to conventional HIV testing sites (0.9%), and a strong HIV-testing-to-
ART-enrollment cascade. HIV self-testers generated accurate results despite chal-
lenges. Recommend integrating HIVST into national HIV testing guidelines, and 
increasing targeted access to HIVST. 

TUPEC0845
Perceptions of HIV self-testing among a population of  
self-testing naïve female sex workers in Kampala, Uganda
T. Ngabirano1, C. Oldenburg2, D. Kibuuka Musoke3, A. Nakitende3, G. Taasi4,  
T. Barnighausen5, K. Ortblad6 
1Uganda Health Marketing Group, Kampala, Uganda, 2Francis I. Proctor Foundation, 
University of California San Francisco, San Francisco, United States, 3International 
Research Consortium, Kampala, Uganda, 4Uganda Ministry of Health, Kampala, 
Uganda, 5Heidelberg University, Heidelberg, Germany, 6Harvard T H Chan School of 
Public Health, Global Health and Population, Boston, United States 
Presenting author email: taasi.taasi@gmail.com

Background: Oral HIV self-testing (HIVST) has the potential to complement 
traditional HIV testing and counseling programs and reach individuals who are not 
currently accessing health services. Female sex workers (FSW) often have diffi-
culty accessing health services as a result of stigma and working hours. Majority of 
sub-Saharan African countries have no policies related to HIVST; a few even have 
policies specifying it as illegal (i.e. Uganda). Here we measure interest in oral HIVST 
and belief in non-blood based testing among FSW in Kampala, Uganda.
Methods: In 2016, 963 FSW participated in a quantitative questionnaire. Eligible 
participants were 18 years or older, reported the exchange of sex for money or 
goods in the past month, and were perceived to be HIV uninfected. All participants 
were asked if they had ever heard of HIVST, if they would ever consider using a 
self-test kit to test for HIV, and if they would believe the results of a self-test kits 
that was not blood based. The percentage of participants that reported the various 
response categories was calculated and reported.
Results: Among 963 study participants, median age was 28 years (IQR: 24-32 
years) and literacy was 85.7% (N=882). Only 15.4% of all participants (N=148) 
had ever heard of HIVST and reported interest in HIVST was high; 662 participants 
(68.7%) reported a definite interest, while only 163 participants (16.9%) reported 
that they would definitely not be interested. Majority of study participants (N=756, 
78.5%) said they would definitely believe the results of a HIV test kit that did not 
draw blood, only 9 participants (0.9%) said they definitely would not, Figure 1. 

[Figure 1. Reported interest in HIV self-testing (red) and belief in a non-blood based 
HIV test (blue) among 963 FSW study participants]

Conclusions: Interest in HIVST among a self-testing naïve population was high, as 
was reported belief in a non-blood based self-testing kit. This indicates a potential 
demand for self-testing and need for government HIVST policies. 

TUPEC0846
An assessment of oral HIV self-testing process accuracy and 
results interpretation among female sex worker peer educators 
in Kampala, Uganda
K. Ortblad1, D. Kibuuka Musoke2, T. Ngabirano3, A. Nakitende2, G. Taasi4,  
T. Barnighausen5, C. Oldenburg6 
1Harvard T H Chan School of Public Health, Global Health and Population, Boston, 
United States, 2International Research Consortium, Kampala, Uganda, 3Uganda 
Health Marketing Group, Kampala, Uganda, 4Uganda Ministry of Health, Kampala, 
Uganda, 5Heidelberg University, Heidelberg, Germany, 6Francis I. Proctor Foundation, 
University of California San Francisco, San Francisco, United States 
Presenting author email: katrina.ortblad@mail.harvard.edu

Background: Oral HIV self-testing (HIVST) may be an attractive alternative to 
clinic-based testing, particularly for stigmatized and inaccessible populations. 
Available oral HIV self-test kits (OraQuick ADVANCE Rapid HIV-1/2 Antibody 
Test) have high sensitivity and specificity when used precisely as intended (93.6% 
and 99.9% respectively), but test performance may be worse if the sequence of 
testing steps are not correctly executed or results are misinterpreted. We evaluate 
whether female sex workers (FSW) in Kampala, Uganda can correctly use HIVST 
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kits and interpret test results under potential real-world conditions where no pre-
test training is available.
Methods: 104 FSW performed an oral HIVST without supervision under observa-
tion by a trained research assistant. Participants were given no pre-test training on 
kit use and had only the kit’s standard pictorial and written instructions to guide 
them. Study participants were asked to interpret a randomly drawn, anonymous, 
used oral HIV self-test kit. Self-read sensitivity and specificity were calculated in 
reference to the trained research assistants’ interpretation of the randomly drawn 
tests and adjusted for the kit’s sensitivity and specificity when used and interpreted 
as intended.
Results: The majority of participants (61%) completed the necessary steps for an 
interpretable test result, but most (96%) struggled with the testing process in some 
way. Incorrect interpretation of test results was common: 23% of HIV-negative 
tests were interpreted as HIV-positive while 8% of HIV-positive tests were inter-
preted as HIV-negative, Figure 1. The self-interpreted real-world sensitivity and 
specificity were 67.9% (95% CI: 54.5-81.4%) and 67.7% (95% CI: 56.1-79.6%) 
respectively. 

[Figure 1. Self-interpretation of the oral HIV self-test kit results by “true” result, 
determined from pictorial research assistant drawings of the used oral HIV self-test kits]

Conclusions: In the absence of pre-test training, participants struggle with the oral 
HIV self-testing process and self-interpreted sensitivity and specificity is lower 
than expected. Training on HIVST kit use or improved self-test kit instructions may 
be necessary to avoid false positive and false negative test results. 

TUPEC0847
Closing the HIV testing gap: facility-based integration of 
HIV self-testing, a way to improve testing coverage, yield and 
efficiency of client-initiated HIV testing services in Zimbabwe
K. Hatzold1, M. Mutseta2, E. Sibanda3, S. Gudukeya2, M. Tumushime3, C. Lopez1, 
P. Stankard1, M. Taegtmeyer4, C. Johnson5, E. Corbett6, F. Cowan3,4 
1Population Services International, Washington, United States, 2Population Services 
International, Harare, Zimbabwe, 3Centre for Sexual Health and HIV/AIDS Research 
(CeSHHAR), Harare, Zimbabwe, 4Liverpool School of Tropical Medicine, Liverpool, 
United Kingdom, 5World Health Organization, Geneva, Switzerland, 6London School of 
Hygiene & Tropical Medicine, London, United Kingdom 
Presenting author email: khatzold@psi.org

Background: HIV self-testing (HIVST) is a new approach to HIV testing that could 
help identify HIV-positive individuals reluctant to test with a provider. HIVST used 
as a triage test with provider initiated (PITC) and client initiated HIV testing ser-
vices (CITC) could relieve human resource challenges with HIV testing services, 
increase efficiency, reduce costs and increase HIV testing coverage.
Methods: HIVST was introduced at 4 CITC centres in 4 urban areas in Zimbabwe 
as an alternative option to provider delivered testing (PDT). Participants opting for 
HIVST were shown a short instructional video and provided the option to conduct 
the self-test in a private space or to conduct the self-test off site. One counselor was 
available to assist and facilitate linkage for self-testers needing on-site confirmative 
testing and anti-retroviral-therapy (ART). Demographics were captured electroni-
cally. Self-testers were asked to return used kits to locked drop-boxes and complete 
a short questionnaire on testing history and interpretation of HIVST results. Used 
kits were read by a professional and reactive results were used to estimate positivity 
rates. Costing, cost-effectiveness, and qualitative research to assess provider/client 
perceptions are underway.
Results: Between September-December 2016 a total of 6636 HIVST kits were dis-
tributed in 4 CITC clinics. HIVST was chosen over parallel PDT services by 31.2% of 
clients presenting at the site (6636/21260, 27.1% of females, 31.4% of men). 98.4% 

of self-test accepters opted to test on-site; all of whom returned their used test. 
4.3% of self-testers had reactive tests (5.8% of women, 3.1% of men) as compared 
to 12.8% (14.2% of women, 7.2% of men) with PDT. 23% were first-time-testers. 
Among those who had tested before, 3% tested positive previously, none reported 
being on ART. All self-testers with reactive result linked to confirmative testing, 
95.5% tested HIV-positive and initiated ART.
Conclusions: Uptake of HIVST as alternative testing option to PDT is high at CITC 
clinics. Used as triage test, HIVST might increase efficiency, freeing counsellor 
time previously spent on testing HIV-negative individuals to focus on those with 
reactive results in need of further testing and ART. HIVST will be expanded to im-
prove PITC at public sector health facilities. 

TUPEC0848
Prevalence and correlates of HIV diagnosis in domiciliary  
testing of transgender women in Argentina
C. Frola1,2, V. Zalazar1, N. Cardozo1,3,4, Y. Gómez1,3, E. Fojo1, I. Aristegui1,5,  
M. Lucas6, M. Romero3,4, A. Gun1, P. Cahn1, O. Sued1 
1Fundacion Huesped, Clinical Research, Buenos Aires, Argentina, 2Hospital Juan A. 
Fernandez, Infectious Diseases Unit, Buenos Aires, Argentina, 3Asociación de Travestis, 
Transexuales y Transgéneros de Argentina (A.T.T.T.A.), Buenos Aires, Argentina, 
4REDLACTRANS, Buenos Aires, Argentina, 5Universidad de Palermo, Buenos Aires, 
Argentina, 6Fundacion Huesped, Buenos Aires, Argentina 
Presenting author email: mar.lucas@huesped.org.ar

Background: Transgender women (TGW) are at the highest risk of HIV and often 
suffer discrimination in healthcare settings. The objective of this study was to ex-
plore if a proactive provider-initiated testing strategy, visiting TGW at home and 
other sites could improve testing rates in this population. Correlation between two 
different rapid tests (HIV DetermineTM and HIV combo DetermineTM) and 4th gen-
eration ELISA (HIV DUO, BioMérieux) was also explored.
Methods: From November 2015 to December 2016, a team of infectious diseases 
physicians, psychologists, peer counselors and laboratory technicians performed 
testing in rooming-houses and other venues were TGW congregate in 4 cities in 
Argentina. Self-identified TGW, ≥14 years old, with unknown HIV status or previous 
negative test (>3 months), were included. After obtaining informed consent, par-
ticipants completed social and behavioral questionnaires. Two rapid tests were used 
and compared with 4th generation ELISA. Using bivariable and multivariate logistic 
regression, we assessed factors associated with positive results.
Results: A total of 180 TGW were tested with a median age of 29 (IQR: 24-
38). HIV prevalence was 24%. Most of them had a history of sex-work (86.2%) 
and 10.2% were foreign born. No acute infections were detected and both rapid 
tests and ELISA showed a correlation of 100%. A bivariable logistic regres-
sion showed that factors associated with HIV positive results were: being foreign 
born (OR=0.99, 95% CI:0.96-1.03), current sex-work (OR=2.16, 95% CI:1.05-
4.45), previous STIs (OR=2.16, 95% CI:1.05-4.41) and not being tested before 
(OR=4.58, 95% CI:1.98-10.55). In multivariate analysis (Table), all factors remain 
with a positive correlate except foreign born. Among positive cases median CD4 
was 432 (IQR:222-662). 

Multivariable logistic regression of factors associated with HIV positive result in TGW

Variable Adjusted Odds Ratio 
(AOR)

95% Confidence 
Interval (CI) p - value

Foreign born (yes vs. no) 2.41 (0.62- 9.37) 0.202

Current sex-work (yes vs. no) 3.02 (1.16- 7.89) 0.024

Not tested before (yes vs. no) 4.79 (1.77- 12.94) 0.002

Previous STIs (yes vs. no) 3.71 (1.43- 9.59) 0.007

[Table]

Conclusions: TGW had a high prevalence of HIV. Current sex-work, previous STIs 
and lacking previous HIV test correlated with positive results, indicating efforts 
should focused on TGW sex workers. Domiciliary testing is a successful approach 
for this hard-to reach population and, as the quite low CD4 counts shows, a timely 
linkage to healthcare. 
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TUPEC0849
Performance evaluation of Asante™ Rapid Recency Assay for 
HIV diagnosis and detection of recent infection: potential for 
surveillance and prevention
B. Parekh, M. Detorio, V. Shanmugam, E. Yufenyuy, T. Dobbs, A. Kim,  
J. Nkengasong 
Centers for Disease Control and Prevention, Division of Global HIV and TB, Atlanta, 
United States 
Presenting author email: bparekh@cdc.gov

Background: Detection of recent infection is critical for incidence estimates from 
surveys and can also help in targeted prevention. We previously described develop-
ment of a rapid test that can diagnose HIV infection and detect recency of infection 
in one device. This technology was successfully transferred to a commercial partner 
as AsanteTM Rapid Recency Assay developed by Sedia BioSciences (Portland, OR). 
We evaluated performance of this assay in laboratory using a well-characterized 
panel of specimens.
Methods: Specimen panel consisted of 1500 sera or plasma from 580 HIV positive 
(570 HIV-1, 10 HIV-2), and 920 seronegative individuals representing subtypes A, 
B, C, D, and AE from multiple geographic areas. Reference data were generated 
using Bio-Rad HIV-1-2-O EIA + Western blot algorithm with further serotyping 
done using Multispot HIV-1/2 assay. LAg-Avidity EIA was used to generate recency 
information. AsanteTM assay was performed as recommended by the manufacturer 
and line intensities for diagnostic and incidence lines were read using a hand-held 
reader. Ability to diagnose HIV and detect recent infections were determined using 
a recommended reader cut-off values of 1000 for each and results were compared 
to reference results. Reproducibility of the assay was measured with multiple mea-
surements.
Results: AsanteTM rapid recency assay detected 575/580 HIV positive specimens 
correctly resulting in a sensitivity of 99.1% (95% CI 98.0-99.6) while specificity of 
Asante assay was 98.7% (908/920) (95% CI 97.7-99.3). There was high correla-
tion (Spearman rank correlation r=0.785) between ODn of LAg-Avidity EIA and 
incidence line intensity of the Asante test for 570 HIV-1 specimens with cutoff of 
1000 matching with LAg ODn of 2.0 (See Figure) corresponding to mean duration 
of recent infection of about 180 days. Recency assay classified 98 specimens as 
recent infections compared to 103 by LAg-Avidity EIA. The assay had high repro-
ducibility with %CV of < 10% in the dynamic range. 

[Performance evaluation of Asante]

Conclusions: AsanteTM assay meets requirements of a diagnostic assay with sensi-
tivity and specificity close to 99%, while identifying recent infections with a mean 
window period of about 6 months post-seroconversion. This point-of-care assay has 
implications for enhancing surveillance and targeted prevention in high incidence 
population. 

TUPEC0850
Leveraging HIV-1 resistance patterns to guide the 
implementation of treatment programs for MSM living  
with HIV in Senegal: the HIV prevention 2.0 project
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8Regional Hospital, Thies, Senegal, 9USAID, Office of HIV/AIDS, Bureau for Global 
Health, Arlington, United States 
Presenting author email: nafissatouleye@yahoo.fr

Background: Senegal represents a country with significant successes in HIV re-
sponse given early implementation of routine HIV testing and access to antiret-
roviral therapy(ART) for those living with HIV. However, HIV prevalence among 
men who have sex with men(MSM) remains elevated with estimates consistently 
over 20%. While universal access to ART is a core component of an effective HIV 
response for MSM, increasing drug resistance may compromise ART effectiveness. 
Here we describe the prevalence of primary HIV drug resistance among MSM living 
with HIV in Senegal.
Methods: MSM were enrolled in 3 sites using respondent-driven-sampling in-
cluding a structured survey instrument and viral load(VL) testing with an Abbott 
m2000 or NucliSens EasyQ. Drug resistance was evaluated for all with HIV-1 
VL≥1000 copies/ml and phylogenetic analyses were completed with Seaview 4.0 
and recombination by Simplot version 3.5. Interpretation of drug resistance mu-
tations (DRMs) was performed using HIVDB algorithms with statistical analyses 
performed using STATA 13.
Results: Of 730 MSMs included in this analysis, HIV prevalence was 
30.4%(N=222/730), with a median age of 24 years(n=217). Among the 151 MSM 
living with HIV who had never taken ART, 107 had VL≥1000 copies/ml. Among 
them, 46 sequences were obtained on RT+PROT gene, 18 on RT, 11 on PROT only. 
The 64 RT sequences showed that 10/64 had at least 1 DRMs, with 12.5%(8/64) 
no-nuc and 4.7%(3/64) nuc. No DRMs were found on the 57 proteases sequences. 
DRMs were T215Y/A(n=2) and M184V(n=1) for NRTI and K103N(n=4), V108I(n= 
3), V106M(n=3) for NNRTI. Phylogenetic analyses on the 75 RT and or PROT 
sequences showed 50.7%(n=38) of subtype C, 44%(n=33) of CRF02_AG, 
2.7%(n=2) of B and 1.3%(n=1) of each of CRF06_cpx and URFs.
Conclusions: The data highlight that one in eight MSM living with HIV show evi-
dence of non-nucleoside drug resistance in Senegal, which is particularly challeng-
ing given the current first line treatment regimens in Senegal. These data reinforce 
the importance of ART retention programs, the implementation of HIV drug sur-
veillance as recommended by WHO including the pre-treatment HIV drug resis-
tance and leveraging all data such as this to guide the implementation of ART choice 
including the potential integration of integrase inhibitors in Senegal. 
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Stable prevalence of transmitted drug resistance mutations  
and increase circulation of non-B subtype in antiretroviral-naive 
chronically HIV-infected patients in 2015/2016 in France:  
the ANRS Odyssee study
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Background: As recommended by French ANRS program for HIV-1 resistance 
surveillance, we estimated prevalence of transmitted drug resistance associated 
mutations (TDRAMs) in antiretroviral-naive chronically HIV-1-infected patients.
Methods: TDRAMs were sought in samples from 674 newly diagnosed HIV-
1-infected patients in 2015/16 in 33 HIV clinical cares. Protease and reverse-
transcriptase TDRAMs were identified from the 2009 Stanford Resistance 
Surveillance list. Etravirine, rilpivirine and integrase (IN) mutations were identified 
from IAS and ANRS lists. Weighted analyses, taking into account the number of 
patients followed in each center, were used to derive representative estimates of the 
percentage of patients with TDRAMs.
Results: At inclusion, median CD4 cell counts and plasma HIV-1 RNA were 357/
mm3 (IQR: 186-524) and 4.6 log10 cps/ml (IQR: 4.0-5.1), respectively. Median 
duration of known seropositivity was 0.39 months (IQR: 0.07-2.83) and below 6 
months in 81.5 % of patients. Non-B subtypes were observed in 58.8% of patients. 
Using Stanford list, prevalence of virus with PR or RT RAMs was 10.2% (CI95%: 
7.9-12.5). Prevalence of PIs, NRTIs, NNRTIs and INI RAMs was not different ac-
cording to duration of HIV diagnosis and was 3.1% (CI95%: 1.8-4.5), 5.8% (4.0-
7.6), 5.4% (3.7-7.1) (15.7% (12.9-18.4) including etravirine and rilpivirine RAMs) 
and 8.7% (6.4-11), respectively. IN RAMs observed were: L74M n=13, T97A n=11, 
E138K n=1, G140A n=1, Q148K/R n=2, E157Q n=30, R263K n=6. The double 
mutant G140A+Q148R was observed in 1 patient. Resistance to 1, 2, 3 and 4 
classes of ARV was evidenced in 14.2%, 2.2%, 1.1% and 0.2% of patients, respec-
tively. Baseline characteristics such as gender, age, transmission routes, country of 
transmission, CD4, viral load and subtypes were not associated with prevalence of 
TDRAMs, except CRF_02 strains which exhibited lower frequency of TDRAMs 
compared with B subtype (6.6% versus 12.4%, P=0.04, respectively). When com-
paring 2010/11 survey, prevalence of non-B subtype viruses increased from 43.5% 
to 58.8% (p< 0.001).
Conclusions: In France in 2015/2016, overall prevalence of TDRAMs was 10.2% 
and stable compared to 2010/2011 previous survey as well as for PI and NRTI 
whereas NNRTI RAMs increased. High prevalence of INI RAMs was observed. 
Non-B subtypes dramatically increased since 2010. 
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drug resistance in newborns from Argentina
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Background: Transmitted HIV drug resistance (TDR) is on the rise in Argentina, 
mostly associated to Non-nucleoside reverse transcriptase inhibitors (NNRTIs). 
Of concern, antiretroviral (ARV)-naive pregnant women already show high levels 
of TDR (20%), which may jeopardize the efficacy of NNRTI-based regimens used 
for prevention of mother-to-child transmission (pMTCT). However, TDR rate in 
newborns is unknown in our country. We sought to investigate HIV drug resistance 
(HIVDR) in ARV-naive and pMTCT-exposed newborns before starting 1st line an-
tiretroviral therapy.
Methods: HIV-1 genotypic resistance test was performed in 115 newborns born be-
tween 2007 and 2014. Median age was 2.3 months (IQR 1.5-5.5). Characteristics 
and ARV exposure for pMTCT were collected in all mother-child pairs. Surveillance 
drug resistance mutations (SDRMs) were considered to determine TDR rates in 
ARV-naive infants, and acquired drug resistance mutations (DRMs) listed by IAS 
were identified among pMTCT-exposed infants.
Results: According to ARV exposure of the mother-child pairs, 50 of 115 infants 
were considered ARV-naive (no maternal cART during pregnancy and no pMTCT 
or AZT alone according to PACTG 076 at birth). At least one SDRM was found in 
12 cases (TDR= 24%, 16% to NNRTIs, 8% to NRTIs and 8% to protease inhibitors 
(PIs)). In 9 of them, the mother was also ARV naïve and unaware of her HIV-1 posi-
tive status. Among 65 pMTCT-exposed infants, DRMs were found in: 75% of 28 
cases exposed to a maternal NNRTI-based cART (67% to NNRTIs, 42% to NRTIs, 
0% to PIs), 18% of 12 cases exposed to a maternal PI-based cART (14% to NNRTIs, 
7% to NRTIs, 0% to PIs), and 40% of 25 cases who received a nevirapine-based 
extended prophylaxis at birth with 2 doses of nevirapine at first and third day of life 
according to NICHD HPTN 040/PACTG 1043 (36% to NNRTIs, 8% to NRTIs, 
0% to PIs).
Conclusions: High TDR levels were found in newborns from Argentina (24%), 
mostly fueled by onward transmission from ARV-naive mothers. Repeated HIV-1 
testing during pregnancy and rational use of NNRTI-based prophylaxis based on 
maternal HIV-1 drug susceptibility profiles should be implemented not only to 
reduce the rates of mother-to-child transmission but also prevent HIVDR from 
spreading. 
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8CREMER, Virology Laboratory IMPM-IRD, Yaoundé, Cameroon 
Presenting author email: avelin.aghokeng@ird.fr

Background: The ongoing scale-up of antiretroviral treatment (ART) in the devel-
oping world has now moved to a new era with the recent WHO recommendations 
to test and immediately treat HIV-positive individuals. High frequency of Pre-
treatment drug resistance (PDR) can compromise ART efficacy and the 90-90-
90 objectives. Our study presents updated estimates of PDR in six countries from 
West Africa (Cameroon-CM, Cote d’Ivoire-CI, Mali-ML, Togo-TG) and South-
east Asia (Thailand-TH, Vietnam-VN).
Methods: The study was a pilot approach based on the 2014 WHO PDR protocol 
(www.who.int/hiv/pub/drugresistance/pretreatment_drugresistance). Eligible par-
ticipants were HIV-1 positive adults, initiating the first-line ART as per national rec-
ommendations. Recruitments were conducted from December 2015 to November 
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2016 and enrolment sites included 1 to 5 major ART clinics in each country. HIV 
drug resistance (HIVDR) testings were conducted for all specimens and interpreta-
tion was done using the Stanford algorithm.
Results: Overall, 1,093 participants were recruited from the six countries, CM 
(n=202), CI (n=203), ML (n=175), TG (n=158), TH (n=180), and VN (n=175). 
Genotyping assays were successful for 944 samples. Overall, 880 pol sequences 
were successfully analyzed and interpreted. PDR frequency among all initiators was 
10.1% (95% CI: 8.1-12.1%) overall, ranging from 4.5% and 5% in TH and ML respec-
tively; 12% in CM, CI, and VN; to 16.8% in TG. 
Among all participants with available sequences, the frequency of NNRTI resis-
tance mutations was 7.5%, the frequency of NRTI resistance mutations was 4.2%, 
and PI resistance mutations represented 1.9%. Both NRTI and NNRTI mutations 
were observed in 2.5% of participants. K103N and M184V mutations predominat-
ed, at frequency of 50.6% and 21.3% respectively, but complex resistance profiles 
including TAMs profiles were found also.
Conclusions: Access to ART in the developing world relies on the used of standard 
first-line regimens. A low frequency of PDR is important to maintain the success of 
this public health approach. Our study indicates that PDR is increasing critically in 
many countries, exceeding 15% in some sites. Nationally representative studies are 
needed in countries to confirm our findings, but actions to prevent drug resistance 
should be implemented or improved. 
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International trends in new HIV diagnoses among men  
who have sex with men in North America, Western Europe  
and Australia 2000-2014
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Background: An increase in HIV diagnoses in men who have sex with men (MSM) in 
high-income countries was identified from 2000-2005. We sought to investigate 
recent trends through 2014 to better inform treatment and prevention strategies.
Methods: Data on annual rates of HIV diagnoses among MSM ages 15-65 from 
2000-2014 were collected from 13 high-income countries. Joinpoint regression 
software was used to empirically determine country-specific trend periods. Trends 
in the annual HIV diagnoses rates and in the proportion of diagnoses occurring in 
young MSM ages 15-24 were analyzed using Poisson regression and log-binomial 
regression respectively.
Results: Four trend typologies were identified. Six countries experienced an in-
creasing trend from 2000 to 2007-08 followed by either a stable or declining 
trend through 2014. Five countries had recently increasing trends and two coun-
tries had one stable trend from 2000-2014. Trends in unprotected anal intercourse 
and syphilis rates increased in most countries. 
All 13 countries experienced increasing trends in the proportion of HIV diagnoses in 
young MSM during this period.
Conclusions: High-income countries differed in HIV trend typologies. Half of the 
countries experienced a stable or decreasing trend in recent years despite increas-
ing UAI and STIs, suggesting that recent treatment advances and improved ART 
coverage and adherence may be contributing to declines in HIV rates among MSM. 
Still, young MSM do not appear to be benefitting equally from such treatment-as-
prevention initiatives. 
Global efforts to support early sexual health promotion, reduce barriers to PrEP, 
and improve care engagement for YMSM are critical to addressing current inter-
national HIV trends. 

[Figure 1]

[Figure 2]
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results from the first nationally representative survey  
conducted in Guatemala, 2016
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Background: Guatemala has the largest cohort of adults on antiretroviral treat-
ment (ART) in Central America. HIV drug resistance (HIVDR) emergence might 
compromise Guatemalan efforts to achieve 90-90-90 targets by 2020. In 2016, 
we conducted the first nationally representative survey to estimate the prevalence 
of pretreatment drug resistance (PDR) and acquired drug resistance among per-
sons living with HIV (PLHIV) on ART for 12±3 months (ADR12) and ≥48 months 
(ADR48) following World Health Organization (WHO) guidelines.
Methods: We included 10 out of 14 ART clinics in the survey (excluding clinics that 
represented < 10% of the national cohort of PLHIV on ART). Clinic sample size 
was estimated using the WHO standardized calculator. Eligible participants (ac-
cording to WHO survey guidelines criteria) were recruited consecutively for 6 
months. All patients provided written informed consent to participate in the study. 
HIV Viral Load (VL) was measured using a RT-qPCR assay. HIVDR was assessed 
using Sanger sequencing and the Stanford HIVdb algorithm at a WHO designated 
regional genotyping laboratory. All analysis accounted for the survey design.
Results: We enrolled 869 participants: 269 for PDR, 222 for ADR12, and 378 for 
ADR48. Overall PDR prevalence was 13.6% (95%CI 9.6-18.5%), mostly related 
to non-nucleoside reverse transcriptase inhibitors (NNRTI) resistance (11.6%), 
followed by nucleoside reverse transcriptase inhibitors (NRTI, 3.6%) and protease 
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inhibitors (PI, 0.8%). Approximately 13% of ART initiators had prior exposure to 
antiretrovirals; however, PDR prevalence in this group did not differ from individu-
als with no previous exposure to ART. Viral suppression rate was 88.7% (95%CI 
83.8-92.6%) and 86.8% (95%CI 83.0-89.8%) among PLHIV on ART for 12±3 
and ≥48 months, respectively. ADR12 prevalence among patients with VL≥1000 
copies/ml was 78.9% (95%CI 54.4-93.9%) with 73.7% and 57.9% NNRTI and NRTI 
resistance, respectively. ADR48 prevalence among patients with VL≥1000 copies/
ml, was 75.6% (95%CI 59.7-87.6%), with 73.2%, 63.4%, and 2.4% of NNRTI, NRTI 
and PI resistance, respectively.
Conclusions: Guatemala reached a moderate PDR level (5-15%). Viral suppression 
rates were >85% and ADR levels >75% in those with a VL>1000 copies/ml. Our 
findings underscore the importance of targeted efforts to improve ART adherence 
strategies and review current programmatic actions to prevent HIVDR transmis-
sion to uninfected individuals. 
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Brazilian network for HIV drug resistance surveillance  
(HIV-BresNet) of naive-treatment individuals: a cross  
sectional study
A. Pires1,2, M. Franchini3, M. Arruda4, N. Veras3, A. Benzaken3, A. Tanuri4,  
M. B. Arruda5, L. T. Boullosa6, C.C. Cardoso7, C. M. da Costa8,  
C. Roberto B. Alves9, S. T. S. De Lima10, H.T. Kaminski11, A.W. Aleixo12,  
A.O.P. Esposito13, A.M.S. Cavalcantih14, M. Riedel15, J.C. Couto-Fernandez16,  
S.B. Ferreira17, I.C.M. De Oliveira18, L.E. Portal19, H.H.C. Wolf20,  
S.B. Fernandes21, M.I.D.M.C. Pardini22, M.V.C. Feiteiro23, F.M. Tolentino24,  
R.S. Diaz25, G.I.S.L. Lopes26, R.B.L. Francisco27, F. Mesquita27, HIV-BresNet 
1Departament of STI, AIDS and Viral Hepatitis, Brasília, Brazil, 2Universidade 
de Brasília, Programa de Pós Graduação em Saúde Coletiva, Brasilia, Brazil, 
3Departament of STI, AIDS and Viral Hepatitis, Brasilia, Brazil, 4Universidade 
Federal do Rio de Janeiro, Rio de Janeiro, Brazil, 5Laboratório de Virologia Molecular / 
Universidade Federal do Rio de Janeiro, Departamento de Genética-IB, Rio de Janeiro, 
Brazil, 6Laboratório de Virologia Molecular, Universidade Federal do Rio de Janeiro, 
Departamento de Genética-IB, Rio de Janeiro, Brazil, 7Laboratório de Virologia 
Molecular/ Universidade Federal do Rio de Janeiro, Departamento de Genética-IB, 
Rio de Janeiro, Brazil, 8Fundação Medicina Tropical do Amazonas, Manaus, Brazil, 
9Laboratório de Pesquisa - LAPI Universidade Federal da Bahia- Hospital Universitário 
‚ Prof. Edgar Santos, Salvador, Brazil, 10Laboratório Central de Saúde Pública do 
Ceará (Lacen-CE), Fortaleza, Brazil, 11Laboratório Central de Saúde Pública do 
Distrito Federal, Brasilia, Brazil, 12Universidade Federal de Minas Gerais (UFMG), 
Faculdade de Medicina - Laboratório de Imunologia e Biologia Molecular (DIP)., 
Belo Horizonte, Brazil, 13Laboratório Central de Saúde Pública de Mato Grosso do 
Sul, Campo Grande, Brazil, 14Laboratório Central de Saúde Pública de Pernambuco, 
Recife, Brazil, 15Laboratório Municipal de Curitiba, Parana, Brazil, 16Laboratório de 
AIDS e Imunologia Molecular - Departamento de Imunologia - FIOCRUZ, Rio de 
Janeiro, Brazil, 17Hospital Universitário Clementino Fraga Filho, Rio de Janeiro, Brazil, 
18Instituto de Biologia do Exército, Rio de Janeiro, Brazil, 19Laboratório Central de 
Saúde Pública do Rio Grande do Sul, Porto Alegre, Brazil, 20Laboratório do Hospital 
Nossa Senhora da Conceição, Porto Alegre, Brazil, 21Laboratório Central de Saúde 
Pública de Santa Catarina, Florianopolis, Brazil, 22Laboratório de Biologia Molecular do 
Hemocentro de Botucatu, Faculdade de Medicina, São Paulo, Brazil, 23Laboratório de 
Pesquisa em AIDS-Hospital de Clíncas da UNICAMP, São Paulo, Brazil, 24Laboratório 
de Biologia Molecular-Instituto Adolfo Lutz de São José do Rio Preto, São Paulo, 
Brazil, 25Laboratório de Retrovirologia-UNIFESP, Escola Paulista de Medicina, São 
Paulo, Brazil, 26Laboratório de Retrovírus - Genotipagem do HIV. Núcleo de Doenças 
Sanguíneas e Sexuais. Centro de Virologia, São Paulo, Brazil, 27Ministério da Saúde 
- Secretaria de Vigilância em Saúde - Departamento de Vigilância, Prevenção e 
Controle, Brasilia, Brazil 
Presenting author email: aflaviapires@gmail.com

Background: In Brazil, more than 487,450 individuals are currently undergoing 
antiretroviral treatment. In order to monitor the transmission of drug-resistant 
strains and HIV subtype distribution in Brazil, the present work aimed to estimate 
the prevalence and to characterize the nationwide pre-treatment drug resistance in 
individuals recently diagnosed with HIV
Methods: The HIV Threshold Survey methodology (HIV-THS, WHO) targeting 
antiretroviral-naïve individuals with recent HIV diagnosis was utilized, and subjects 
were selected from 51 highly populated cities present in all five Brazilian macro-re-
gions. HIV pol genotypic test was performed by genomic sequencing.TDR analyses 
based on the CPR algorithm were conducted for each geographic region separately
Results: We analyzed samples from 1,568 antiretroviral naïve individuals with re-
cent HIV infection, and the overall transmitted drug resistance (TDR) prevalence 
9·5% (150 sequences). The mean viral load was 54,827 copies/mL. The regional 
prevalence of resistance was 9·4% in the Northeast, 11·2% in the Southeast, 6·8% 
in the Central region, 10·2% in the North, and 8·8% in the South. The inhibitor-
specific TDR prevalence was 3·6% for nucleoside reverse transcriptase inhibitors 
(NRTIs), 5·8% for non-nucleoside reverse transcriptase inhibitors (NNRTIs), and 

1·6% for protease inhibitors (PIs); 1·0% of individuals presented resistance to more 
than one class of inhibitors. Overall, subtype B was more prevalent in all regions be-
sides the South region where C prevails. prevalence of the NNRTI mutation K103N 
in recently diagnosed individuals in all Brazilian regions, ranging from 3·4 to 5·5%, 
which reconciles with the world trends for
Conclusions: In conclusion, we believe that the sampling technique used herein 
provides for the first time results on TDR that are truly representative of Brazil, 
revealing a moderate rate of primary prevalence of TDR in the five Brazilian macro 
regions, although some cities such as the city of Sao Paulo in the Southeast region 
and the city of Salvador in the Northeast region presents higher prevalence. These 
results further illustrate the important contribution of studies of surveillance in de-
signing future strategies to mitigate TDR or initial treatment related strategies, as 
well as help in predicting future trends in other regions of the Globe where massive 
ARV treatment was implemented 
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Background: Behavioral and HIV prevalence data have not yet been described for 
female sex workers (FSW) in South Sudan, a key population in the HIV epidemic. 
Using a biobehavioral survey, we aimed to describe demographic, biological, and 
behavioral characteristics of FSW in South Sudan, and identify correlates of recent 
HIV testing to detect and target women not testing every six months.
Methods: Respondent-driven sampling (RDS) was used to recruit 846 FSW in 
Juba, South Sudan from November 2015-March 2016. Participants completed a 
risk behavior questionnaire, pre- and post-test counseling, and rapid HIV testing. 
We collected geospatial data on participant activity, HIV clinics, and outreach test-
ing sites in Juba, and conducted bivariate and multivariate analyses of factors asso-
ciated with HIV testing in the past 6 months. Data were analyzed in SAS, ArcGIS, 
and RDS-A, with RDS-adjusted results presented.
Results: Among FSW who reported being HIV-negative at last test, 27.8% had been 
tested in the last 6 months and 14.6% were currently infected with HIV. Nearly 
two-thirds (63.3%) had last tested at a clinic, and 30.2% had ever had a peer educa-
tor or outreach worker talk to them about HIV. Over half (57.1%) of FSW were from 
outside South Sudan, and 56.8% had been in Juba for 1-4 years. 76.7% felt FSW 
peers supported them in condom use, and, respectively, 35.8% and 80.3% of FSW 
sold sex within half a kilometer and one kilometer of a clinic or outreach testing 
site. Based on multivariate logistic regression, non-South Sudanese nationals (Odds 
Ratio (OR) = 3.38, 95% CI: 1.69-6.77) and those who had a counselor or outreach 
worker talk to them about HIV (OR=2.22, 95% CI: 1.29-3.83) had significantly 
increased odds of testing in the past 6 months, while residency longer than 1-4 
years was significantly associated with decreased odds (5-9 years OR=0.34, 95% 
CI: 0.19-0.63, 10+ years OR=0.25, 95% CI: 0.09-0.70).
Conclusions: HIV testing in the past six months among FSW in Juba is low despite 
proximity to clinics or outreach sites. Greater outreach, specifically targeting South 
Sudanese FSW and including discussion of HIV, is needed to increase testing among 
FSW in Juba every six months. 
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TUPEC0858
Early warning indicators of HIV drug resistance among 
antiretroviral therapy sites in Namibia: a geospatial approach  
to population-based surveillance
F. Kimelman1, T. Stopka1, N. Mutenda2, T. Nakanyala2, N. Hamunime2,  
G. Mazibuko3, S. Mwinga3, D. Mabirizi3, E. Sagawa3, R. Indongo4, A. Kerrigan1,  
M. Jordan1,5, S. Hong1,5 
1Tufts University School of Medicine, Department of Public Health and Community 
Medicine, Boston, United States, 2Republic of Namibia Ministry of Health and Social 
Services, Directorate of Special Programmes, Windhoek, Namibia, 3Management 
Sciences for Health, Systems for Improved Access to Pharmaceuticals and Services 
Program, Windhoek, Namibia, 4United States Agency for International Development, 
Windhoek, Namibia, 5Tufts Medical Center, Division of Geographic Medicine and 
Infectious Diseases, Boston, United States 
Presenting author email: francescaariel@gmail.com

Background: HIV drug resistance (HIVDR) poses a significant threat to success-
ful antiretroviral therapy (ART). The World Health Organization’s Early Warning 
Indicators (EWIs) of HIVDR monitor site-level performance of factors associ-
ated with the emergence of HIVDR. Geographic information systems (GIS) offer 
a unique opportunity for Namibia and other resource-limited countries to better 
understand the geospatial distribution of the HIV epidemic and EWI measures to 
inform appropriate public health interventions.
Methods: We conducted geospatial analysis of the following EWIs at ART site 
level: 1. On-Time Pill Pick-Up, 2. Retention on ART at 12 months, 3. Pharmacy 
Stock-Outs, 4. Antiretroviral Dispensing Practices, 5. Viral Load Suppression at 
12 months, and 5a. Viral Load Completion at 12 months. We assessed the geoloca-
tion and EWI indicators among 249 adult and 216 pediatric ART sites with 2015 
and 2016 data. We developed thematic maps to assess geospatial patterns for HIV 
prevalence, EWI status, and ART delivery performance throughout Namibia.
Results: We identified regions with high HIV prevalence (>25%) and inconsistent 
EWI performance along Namibia’s northern border with Angola. While on-time pill 
pick up was excellent in the northeastern region (>90%) in 2015, it was fair (80-
90%) to poor (< 80%) in most other regions of the country. Retention in care was 
inconsistent across all regions during 2015 and 2016. Pharmacy stock-outs were 
widespread across all regions, with the exception of a few sites in the northern bor-
der in 2015 and one district in the northeast in 2016. ARV dispensing practices 
were excellent (0% mono-dual therapy) through all regions in both years. Viral load 
completion was poor (< 70%) across all regions in both years. Viral load suppression 
was unavailable in any regions in 2015, but in 2016 in regions with data available viral 
load suppression rates were excellent (≥90%).
Conclusions: We provided the first geospatial assessment of EWIs for HIVDR, and 
identified regions with EWI successes and challenges in Namibia. Integration of GIS 
into routine EWI analysis offers valuable insight for evidence-based decision-mak-
ing at site-specific and programmatic levels and can inform targeted interventions 
to minimize the emergence of HIVDR and optimize patient care. 

TUPEC0859
Population HIV viral load metrics: findings from household 
surveys in KwaZulu-Natal, South Africa
A.B. Kharsany1, C. Cawood2, D. Khanyile2, A. Grobler1, L. Lewis1, A. Puren3 
1University of KwaZulu-Natal, Centre for the AIDS Programme of Research in South 
Africa, Durban, South Africa, 2Epicentre AIDS Risk Management (Pty) Limited, 
Durban, South Africa, 3National Health Laboratory Services, Centre for HIV and STIs, 
National Institute for Communicable Diseases, Johannesburg, South Africa 
Presenting author email: ayesha.kharsany@caprisa.org

Background: To assess the impact of combination HIV prevention strategies on 
achieving epidemic control, quantifiable population HIV viral load (VL) metrics are 
important and useful. We report on the VL metrics in HIV positive individuals ir-
respective of ART use.
Methods: Two sequential cross-sectional household surveys were undertaken 
across two sub-districts of uMgungundlovu, KwaZulu-Natal. Surveys one and two 
were undertaken one year apart from June 2014 to June 2015 and from July 2015 
to June 2016 respectively. A randomly selected individual 
(15-49 years) per household was enrolled and provided clinical samples for labora-
tory measurements and had a questionnaire administered.
Results: In survey one 3969/9812 tested antibody positive for HIV (weighted 
prevalence 36.3%, 95% CI 34.8-37.8) with 42.3% of HIV positive participants re-
ported being on ART (36.7% males and 45.6% females). The population mean and 
median VL were 45913 (range 0-5400000) and 402 (IQR 0-23656) copies/ml 
respectively. Whilst 50% of individuals had VL < 400 copies/ml, 15.4%, 18.7% and 
15.9% had VL of 400-10000, 10001-50000 and >50000 copies/ml respectively. 
In survey two 3870/10236 tested antibody positive for HIV (weighted prevalence 
35.2%, 95% CI 33.9-36.4), despite 55.3% of HIV positive participants reporting 

to be on ART (48.6% males and 58.8% females). The population mean and me-
dian VL were 91896 (range 0-18000000) and 6.9 (IQR 0-14440) copies /ml 
respectively. The proportion of individuals with VL <400 copies/ml increased to 
58.0%, however, 14.5%, 11.3% and 16.2% had VL of 400-10000, 10001-50000 
and >50000 copies/ml respectively. Across both surveys men were more likely to 
have VL >50000 copies/ml (p<0.001). After controlling for gender, individuals 
<30 years of age (p<0.001), never having had an HIV test (p< 0.001) and not know-
ing their HIV status (p<0.0001) were more likely to have VL >50000 copies/ml.
Conclusions: Our findings show that the proportion of potential transmitters with 
VL >50000 copies/ml remains high. To achieve epidemic control, HIV combination 
prevention efforts including universal test and treat programmes must identify 
potential transmitters with VL >50000 copies/ml, specifically men, those <30 
years of age, those not having had an HIV test and unaware of HIV status. 

TUPEC0860
Estimation of mother to child transmission of HIV  
in the Brazilian public health system based on programmatic 
data on viral load, 2009-2015
M. Veloso Meireles1,2, A.R. Pati Pascom1, M. Jorge de Queiroz1,  
M. Araújo de Freitas3, J.P. Toledo1, A. Schwartz Benzaken1 
1Ministry of Health of Brazil, Department of STI, HIV/AIDS and Viral Hepatitis, 
Brasília, Brazil, 2Universidade de Brasília, Núcleo de Medicina Tropical, Brasília, Brazil, 
3Columbia University, Maputo, Mozambique 
Presenting author email: adele.benzaken@aids.gov.br

Background: The elimination of mother-to-child transmission (MTCT) is a world-
wide priority for HIV programmes. For HIV MTCT elimination, transmission rates 
must be below 2%. This study estimates MTCT of HIV among newborns from HIV-
infected mothers followed in the public health system in Brazil from 2010 to 2015 
and its trends.
Methods: )We used individual-level programmatic information on HIV viral load 
(VL) results performed in the Brazilian public health system. We analyzed data for 
55,822 children aged up to 18 months exposed to HIV from 2010 to 2015. All 
treatment-naïve exposed children were classified into three categories: infected 
(those who presented at least two VL≥5,000 copies/mL); not infected (those with 
at least two VL< 5,000); and undefined (those who performed only one VL in the 
first 18mo of life or present two discordant VL, below and above 5,000). The MTCT 
rate was calculated as the percentage of infected over the total analyzed.
Results: In the period of 2010-2015, the number of infected children was 1,960 
and the overall MTCT rate 3.5%. Trend analysis showed a decrease in the rates from 
4.4% to 3.2% (p-value< 0.001) and in the numbers of infected children from 391 to 
318 (p-value< 0.001) in the period. Nevertheless, we observed an increase in both 
number and rate in the last three years of observation (p-value=0.030).
Conclusions: Despite the decrease trends from 2010 to 2015, the increase in the 
last 3 years has drawn the Ministry of Health ś (MoH) attention, who has intensi-
fied actions to prevent MTCT. This national increase conceals regional disparities, 
and several municipalities that have already implemented successful MTCT pro-
grams have shown relevant declines or even elimination. Among the MoH’s initia-
tives is the certification process of municipalities that eliminated MTCT. These 
municipalities may serve as models for others to implement similar programs and 
contribute to MTCT elimination in Brazil. 

[Figure 1]
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TUPEC0861
Patterns and correlates of displacement of sex workers  
and implications for HIV programmes: findings of a 
community-based project in Vancouver, Canada
O. Amram, K. Shannon, M. Braschel, S. Machat, S. Moreheart, J. Montaner,  
S. Goldenberg 
B.C. Centre for Excellence in HIV/AIDS, Vancouver, Canada 
Presenting author email: oamram@cfenet.ubc.ca

Background: Urban gentrification, criminalization and policing have increasingly 
displaced sex workers outside of neighbourhoods or workspaces. This displacement 
has been associated with increased HIV risk and reduced access to HIV services. 
Drawing on a community-based cohort, community mapping and spatial epidemio-
logical analyses were used to identify:
1. spatial patterns of workplace displacement and;
2. contextual (policing, violence, and safety) and individual correlates of displace-
ment (defined as changing the primary working neighbourhood) among sex workers 
in an urban Canadian setting, over time.
Methods: This analysis utilized data from a longitudinal community-based cohort 
of women sex workers in Metro Vancouver (AESHA, 2010-2016), including inter-
viewer-administered questionnaires and voluntary HIV/STI/HCV testing by expe-
riential/community interviewers. Multivariable logistic regression with generalized 
estimating equations was used to examine correlates of displacement. Mapping was 
used to examine patterns of displacement by neighbourhood (Figure1).
Results: Analyses were restricted to 543 sex workers who reported their neigh-
bourhood of solicitation and/or service in at least two separate study visits (2010-
2016).Displacement was associated with being of a younger age (adjusted odds 
ratio (AOR) 0.99, 95 % confidence interval (CI) 0.97- 1.00), whereas homeless-
ness (AOR 1.41, 95 % CI 1.11-1.79), identifying as a gender/sexual minority (AOR 
1.31, 95 % CI 1.02-1.67), being harassed by police(AOR 1.19, 95 % CI 0.96-1.48), 
changing work environments due to safety (AOR 1.37, 95 % CI 0.94-2.00) and 
servicing outdoors (AOR 1.48, 95 % CI 1.21-1.81) were correlated with increased 
odds of displacement. 

[Figure 1]

Conclusions: This study indicates that the marginalized populations of sex work-
ers (e.g., youth, sexual/gender minorities, street-based) were most likely to expe-
rience displacement. In light of prior research suggesting that displacement may 
exacerbate HIV risks and reduce access to critical HIV and sexual health services, 
structural interventions to reduce criminalization and displacement and support sex 
workers’ access to safer work and housing environments and HIV services remain 
critically needed. 

TUPEC0862
Trends of racial and ethnic disparities in virologic suppression 
among women in the HIV Outpatient Study, 2010-2015
A. Geter1, M. Sutton1, C. Armon2, M. Durham1, F. Palella, Jr.3, E. Tedaldi4,  
R. Hart2, K. Buchacz1 
1Centers for Disease Control and Prevention, National Center for HIV/AIDS, Viral 
Hepatitis, STD, and TB Prevention, Atlanta, United States, 2Cerner Corporation, 
Kansas City, United States, 3Northwestern University, Chicago, United States, 4Temple 
University, Philadelphia, United States 
Presenting author email: hyt7@cdc.gov

Background: In the United States (US), women accounted for 19% of HIV diagno-
ses in 2015. Black/African American (black) and Hispanic women/Latinas (Latinas) 
were disproportionately affected; they comprised 76.7% of all women diagnosed 
with HIV infection. Antiretroviral therapy (ART)-induced viral suppression (VS) 
results in decreased morbidity and mortality; a goal of the National HIV/AIDS 
Strategy (NHAS) is to have 80% of HIV-infected persons reach VS by 2020. 
However, factors influencing VS have been understudied among women. We 
sought to examine VS among women to inform gender-specific HIV management 
interventions.
Methods: We used medical records data from the HIV Outpatient Study (HOPS), 
a cohort study of HIV-infected adults receiving care at several US clinical sites. We 
limited analyses to women aged ≥ 18 years with ≥ 1 HOPS visit, on ART, and at least 
one viral load (VL) test performed between 2010 and 2015. We defined VS as VL < 
50 copies/mL and calculated prevalence ratios (PR) with 95% confidence intervals 
(CI) for VS among women by race/ethnicity and by year of measure. Generalized 
estimating equations were used for multivariable analyses to assess factors associ-
ated with VS among women.
Results: Among 809 women (entering observation at median age = 44 years), 482 
(59.6%) were black, 177 (21.9%) were white, 150 (18.5%) were Latina. VS was less 
prevalent among black women (73.0%) compared with Latinas (82.7%) and whites 
(90.7%) even when limited to women for whom ART was prescribed. In multivari-
able analyses, adjusting for age and time-updated ART use, VS was less likely among 
women who were black (aPR=0.45; CI=0.33-0.63) or Latina (aPR=0.61; CI=0.41-
0.92) compared with white women, and who attended a public clinic (aPR=0.71; 
CI=0.54-0.93) compared with a private one. Among all women, VS increased from 
62.5% to 77.4% between 2010 and 2015, but racial/ethnic disparities persisted in 
each year.
Conclusions: Despite improvements in VS over time toward the NHAS goal of 
80%, racial/ethnic disparities persist among HIV-infected women, with black 
women and Latinas achieving significantly lower rates of VS than white women. 
Interventions targeting VS improvement among black women and Latinas, espe-
cially those who attend public clinics, are warranted. 

TUPEC0863
Clinical, health and social outcomes associated with food  
and housing insecurity among a national cohort of women living 
with HIV in Canada
C.H. Logie1, Y. Wang1, N. O’Brien2, A. Kaida3, V. Nicholson3, K. Webster3,  
A. de Pokomandy2, T. Conway4, M.R. Loutfy4 
1University of Toronto, Factor-Inwentash Faculty of Social Work, Toronto, Canada, 
2McGill University, Montreal, Canada, 3Simon Frasier University, Vancouver, Canada, 
4Women’s College Research Institute, Toronto, Canada 
Presenting author email: yings.wang@mail.utoronto.ca

Background: Women living with HIV (WLWH) in Canada experience dispropor-
tionate rates of food and housing insecurity. The study objective was to examine 
factors associated with experiencing food and housing insecurity among a Canadian 
cohort of WLWH.
Methods: We analyzed baseline survey data for WLWH (≥16 years) enrolled in a 
community-based cohort study in British Columbia, Ontario, and Québec. We as-
sessed self-reported housing insecurity (unstable housing [transitional/shelter, liv-
ing outdoors, couch surfing], difficulty paying rent) and food insecurity (concerns 
and/or experiences with running out of food) in the past 12 months. Multinomial 
logistic regression analyses were conducted to identify socio-demographic, social, 
health and clinical factors associated with experiencing: food insecurity, housing 
insecurity, or both food and housing insecurity.
Results: Of 1425 participants, the median age was 43 (IQR=36-51) years. Of 1404 
participants included in analyses: one-fifth (n=300; 21%) reported no food/hous-
ing insecurity, 27% (n=381) reported food insecurity alone, 14% (n=200) housing 
insecurity alone, and 37% (n=523) both food and housing insecurity. In unadjusted 
analyses, socio-demographic factors associated with food and housing insecurity 
included: <high school education, <$20,000 annual income, and Indigenous or 
African Caribbean Black vs. Caucasian ethno-racial identity. In adjusted multi-
nomial analyses controlling for socio-demographics, food insecurity alone was 
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associated with health outcomes (depression, lower health-related quality of 
life [HrQOL], reduced resilience, lower odds of ever received a Pap test), clini-
cal outcomes (detectable viral load, HIV medical care barriers), and social factors 
(HIV-related stigma, racial discrimination, gender discrimination). In multivari-
able analyses housing insecurity alone was associated with social (lower social sup-
port) and clinical (CD4 count of <200 cells/mm3 vs. >500 cells/mm3) outcomes. 
Experiencing food and housing insecurity concurrently was associated with: health 
(current injection drug use, depression symptoms, lower HrQOL, lower resilience), 
social (lower social support, HIV-related stigma, racial discrimination, gender dis-
crimination) and clinical (CD4 count of < 200 cells/mm3 vs. >500 cells/mm3, 
<80% antiretroviral adherence vs. 100% adherence) outcomes.
Conclusions: Food and housing insecurity are widespread among WLWH and as-
sociated with poorer social, health and clinical outcomes, including lower adherence 
and CD4 count. Findings highlight an urgent need to address housing and food 
insecurity to promote WLWH’s health and wellbeing. 

TUPEC0864
Gender and age disparities in achieving each of the 90-90-90 
UNAIDS goals in three sub-Saharan countries
H. Huerga1, J. Ben Farhat1, S. Wanjala2, L. Salumu3, G. Van Cutsem4, T. Ellman4, 
D. Maman5, J.F. Etard5,6 
1Epicentre, Clinical Research, Paris, France, 2Medecins Sans Frontieres, Nairobi, 
Kenya, 3Medecins Sans Frontieres, Paris, France, 4Medecins Sans Frontieres, 
Cape Town, South Africa, 5Epicentre, Paris, France, 6Institut de Recherche pour le 
Développement, UMI 233, Montpellier, France 
Presenting author email: helena.huerga@epicentre.msf.org

Background: Understanding gender and age disparities in the HIV cascade of care 
can help to focus HIV strategies to achieve the 90-90-90 UNAIDS goals. We 
aimed to assess the effect of gender and age at each step of the HIV cascade of care 
in 3 sub-Saharan African countries.
Methods: Three population-based cross-sectional surveys were conducted in 
Ndhiwa (Kenya), KwaZulu-Natal (South Africa) and Chiradzulu (Malawi) between 
September 2012 and November 2013. Persons aged 15-59 years were eligible. 
Individuals were interviewed and tested for HIV at home. Those positive had a vi-
ral load (VL). Multivariable logistic regression models were used to assess factors 
associated with being diagnosed among all HIV-positive, untreated among those 
diagnosed, and virally unsuppressed (VL≥1000cp/mL) among those on ART.
Results: In total 9,802 houses were visited, 21,782 individuals were eligible and 
19,006 (87.5%) included. In total, 1457 (24.1%) individuals were HIV positive in 
Kenya, 1423 (25.2%) in South Africa and 1234 (17.0%) in Malawi. Overall 90-90-
90 UNAIDS goals were achieved at 59.6%-68.2%-82.5% in Kenya, 75.2%-66.9%-
89.8% in South Africa, and 76.8%-82.9%-90.8% in Malawi with viral suppression 
among HIV-positive being 39.9%, 57.1% and 61.7% respectively. HIV diagnosis was 
lower in men (62.2%, 95%CI: 59.0-65.2) than in women (73.4%, 95%CI: 71.5-
75.2). This difference persisted in the multivariable model (aOR: 2.1, 95%CI: 
1.8-2.5). Viral suppression among HIV-positive was lower in men (46.9%, 95%CI: 
43.6-50.2) than in women (54.8%, 95%CI: 52.9-56.6). However, diagnosed men 
did not have a higher risk of being untreated or, when on ART, being virally unsup-
pressed. Individuals aged 15-24 years had a 4 to 7 times increased risk of attri-
tion all along the cascade compared to those aged 45-59 years (diagnosed aOR: 
4.9, 95%CI:3.7-6.4; untreated aOR: 5.1, 95%CI:3.7-7.3; unsuppressed aOR: 6.9, 
95%CI:3.9-12.0).
Conclusions: In these 3 settings, men had higher viral loads compared to women 
due to their lower HIV diagnosis. However, men did not have a higher risk of being 
untreated once they were diagnosed or of being virally unsuppressed once on ART. 
The effect of age persisted along the HIV cascade of care. Individuals aged 15-24 
years had a higher risk of not achieving the UNAIDS 90-90-90 goals. 

TUPEC0865
Elevated levels of HIV-1 RNA among newly diagnosed 
individuals in Botswana
V. Novitsky1, M. Prague2, S. Moyo3, T. Gaolathe3, M. Mmalane3, E. Kadima3,  
U. Chakalisa3, R. Lebelonyane4, N. Khan1, K. Powis5, E. van Widenfelt3,  
S. Gaseitsiwe3, S. Dryden-Peterson6, M.P. Holme1, V. DeGruttola1, P. Bachanas7, 
J. Makhema3, S. Lockman1, M. Essex1 
1Harvard T H Chan School of Public Health, Boston, United States, 2INRIA (SISTM) 
Centre Recherche Bordeaux Sud-Ouest, Bordeaux, France, 3Botswana-Harvard AIDS 
Institute, Gaborone, Botswana, 4Ministry of Health, Republic of Botswana, Gaborone, 
Botswana, 5Massachusetts General Hospital, Boston, United States, 6Brigham and 
Women’s Hospital, Boston, United States, 7Centers for Disease Control and Prevention, 
Atlanta, United States 
Presenting author email: sgaseitsiwe@gmail.com

Background: High HIV-1 RNA load is associated with higher risk of virus transmis-
sion, and it is believed that virologically suppressed individuals do not transmit the 
virus. Identification of subpopulations with elevated levels of HIV-1 RNA is relevant 
to public health strategies aimed to reduce HIV transmission and control the HIV 
epidemic.
Methods: HIV-infected individuals (n=3,596) were identified during a household 
survey performed in 30 communities across Botswana. We focused on the most 
likely subpopulation of HIV-infected individuals able to transmit virus - ART-naïve 
HIV-infected people with HIV-1 RNA above 400 copies/mL (considered as a 
threshold of virus transmission). Within this group, we compared levels of HIV-1 
RNA between newly diagnosed people and individuals who knew that they were 
infected at the time of household visit. We analyzed levels of HIV-1 RNA among 
newly and previously diagnosed people, overall and by age and gender. Individuals 
with recent HIV-1C infection were identified by using combined Limiting-Antigen 
Avidity Assay data, ART status and HIV-1 RNA load, as described in Rehle et al. 
(PLoS One 2015; 10(7):e0133255).
Results: Among 815 HIV-infected ART-naïve persons with detectable virus (HIV-
1 RNA >400 copies/mL), newly diagnosed individuals had higher levels of HIV-
1 RNA (n=490, median HIV-1 RNA 4.35, IQR 3.79-4.91 log10 copies/mL) than 
those aware of their HIV-positive status at the time of household visit (n=325, 
median HIV-1 RNA 4.10, IQR 3.55-4.68 log10 copies/mL; p-value <0.001, but p-
value =0.011 after adjusting for age and gender). A non-significant trend for higher 
HIV-1 RNA was evident among newly diagnosed men aged 30 years or older (me-
dian HIV-1 RNA 4.58, IQR 4.07-5.02 log10 copies/mL vs. 4.17, 3.61-4.71 log10 cop-
ies/mL). Only 5% (95% CI 3-7%) of newly diagnosed people were tested as recently 
infected.
Conclusions: Among HIV-infected individuals with detectable viral load, newly di-
agnosed individuals had elevated levels of HIV-1 RNA, as compared with people 
who were previously aware of their HIV-positive status. Interventions targeting un-
diagnosed middle-aged men could enhance the value of Treatment-as-Prevention 
and Universal Treatment campaigns. 

TUPEC0866
HIV testing preferences among men who have sex  
with men in China: a discrete choice experiment from  
a nationwide sample
S.W. Pan1,2, M. Durvasula3, C. Liu1,2, H. Fu4, J. Ong1,5, C. Wei6, W. Tang1,2,  
J. Tucker1,2 
1Social Entrepreneurship for Sexual Health, Guangzhou, China, 2University of 
North Carolina at Chapel Hill, UNC - Project China, Guangzhou, China, 3Duke 
University, Durham, United States, 4Eastern Virginia Medical School, Norfolk, 
United States, 5London School of Hygiene and Tropical Medicine, London, United 
Kingdom, 6University of California, Department of Epidemiology and Biostatistics, San 
Francisco, United States 
Presenting author email: stephen.w.pan@gmail.com

Background: Discrete choice experiments (DCE) present study participants with 
hypothetical choice scenarios in order to quantitatively determine the relative in-
fluence of specific factors underpinning individual choice decisions. We used DCEs 
to identify the most important considerations and preferences driving MSM HIV 
testing decisions, stratified by income and sexual orientation.
Methods: In January 2017, men over 16 years old and reported ever having sex with 
another man were recruited via social media throughout China to complete an on-
line DCE. Participants were given six choice sets, each asking the participant to 
choose from two hypothetical HIV testing scenarios or a “do not test” selection. 
Each testing scenario had a combination of attributes including: test location, veni-
puncture or finger prick test type, whether true names were collected, whether test 
administrator was a health professional or person with on-the-job training, whether 
disclosure of MSM status was required, and cost/incentive ($7.25 USD incentive; 
free; pay $7.25 USD; pay $14.50 USD). Design of the DCE attributes and levels 
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were based on results from five focus groups and a pilot study with 95 participants. 
Parameter estimates and attribute influence were calculated using mixed multino-
mial logit modeling.
Results: 717 individuals completed 3663 choice tasks. Median age was 24 years, 
51% had monthly income below $435 USD, and 20% did not identify as gay.
Overall, cost/incentive was the most important consideration for HIV testing deci-
sions, influencing 39% of testing choices. Free HIV testing was the most preferred 
option, followed by $7.25 USD testing incentives and fee-based testing. Test ad-
ministrator considerations influenced 20% of testing choices, with health profes-
sionals being preferred over individuals with on-the-job training. Considerations 
about disclosure of identifying information influenced 17% of testing choices, with 
anonymous testing being preferred over disclosure of true names.
Test administrator was a more important consideration for gay-identifying partici-
pants than non-gay identifying participants, influencing 21.8% and 11.7% of testing 
choices, respectively. Compared to higher income participants, those with lower 
income were more averse to any fee-based testing.
Conclusions: Increasing anonymous and free HIV-testing services administered 
by health professionals may increase HIV test uptake among MSM, especially for 
those with lower monthly income. 

TUPEC0867
90-90-90 and the HIV continuum of care: how well is Papua 
New Guinea doing amongst key populations?
A. Kelly-Hanku1,2, S. Badman2, B. Willie1, R. Narakobi1, A. Amos-Kuma1,  
S. Pekon3, M. Kupul1, H. Aeno1, R. Boli Neo1, S. Ase1, J. Nembari1, P. Hou1,  
N. Dala3, D. Weikum4, A. Vallely1,2, A. Hakim4, Kauntim mi tu Study Group 
1PNG Institute of Medical Research, Goroka, Papua New Guinea, 2UNSW Australia, 
Kirby Institute, Sydney, Australia, 3PNG National Department of Health, Port 
Moresby, Papua New Guinea, 4US Centres for Disease Control and Prevention, 
Atlanta, United States 
Presenting author email: a.kelly@unsw.edu.au

Background: With the largest HIV epidemic in the Pacific, and limited availabil-
ity of HIV Viral load testing, describing Papua New Guinea’s (PNG) HIV cascade 
has been impossible until now. We conducted an integrated bio-behavioral survey 
(IBBS) of female sex workers (FSW) and men who have sex with men (MSM) and 
transgender women (TG) in Port Moresby, PNG to obtain these important data and 
inform the National HIV Strategy.
Methods: Using Respondent-Driven Sampling (RDS) we conducted a cross-sec-
tional IBBS from June to October 2016 for FSW and MSM/TG. Eligibility criteria 
for FSW were: born female, ≥12 years or older, could speak English or Tok Pisin 
(Melanesian Pidgin) and had sold or exchanged sex with a man in the past 6 months. 
The Eligibility for MSM/TG were: born male, ≥12 years or older, could speak English 
or Tok Pisin and had oral or anal sex with another person born male in the past 6 
months. Consenting eligible participants (FSW N=676; MSM/TG=400) were in-
terviewed face-to-face and offered an HIV test, and HIV viral load, as appropriate. 
All tests were provided at point-of-care and results provided the same day to par-
ticipants. Weighted data analysis was conducted using RDS-Analyst, except where 
the sample counts were too small.
Results: HIV prevalence was 14.9% among FSW and 8.5% among MSM/TG. 
Among FSW, only 39.3% were aware they had HIV. Of those with known HIV, 
84.4% self-reported being on treatment, among whom, 54.6% had suppressed viral 
load (HIV RNA < 1000 copies per millilitre). Awareness of HIV status was lower 
among MSM/TG, (24.4%; n=6). Among this group, only three participants self-
reported being on treatment, of whom, two were virally suppressed.
Conclusions: While PNG appears to be achieving high treatment access and HIV 
viral suppression among those who are aware of their HIV positive status, urgent 
intervention is needed to increase HIV testing uptake among key population groups 
in order to reach the first continuum of care coverage target. 

TUPEC0868
Rising HIV prevalence among men who have sex with men  
in Nigeria: a trend analysis (2007 - 2014)
G.I. Eluwa, J. Njab, S. Adebajo 
Population Council, Abuja, Nigeria  

Background: Men who have sex with men (MSM) constitute less than 1% of the 
Nigerian population yet nationally account for about 20% of new HIV infection. We 
estimated the trend in HIV prevalence and determined correlates of HIV transmis-
sion among MSM.
Methods: Data from three rounds of integrated biological and behavioral surveil-
lance survey (2007, 2010 and 2014) were evaluated in a cross-sectional analysis. 
Each round used similar methodology and thus allows for comparison. Behavioral 

data were obtained using a structured pre-coded questionnaire. Differences in cat-
egorical variables were assessed with Chi Square. Logistic regression was used to 
identify factors associated with risk behaviors.
Results: A total of 879, 1,545 and 3,611 MSM were recruited in 2007, 2010 and 
2014 respectively. Median age was 22 years for 2007 and 2014 while it was 24 
years in 2010. Majority of the respondents had achieved secondary level education 
in 2007 (68%), 2010 (50%) and 2014 (55%). Over one-third of MSM in 2007 and 
2014 and about two-fifths in 2010 had engaged in transactional sex. HIV preva-
lence increased from 14% in 2007 to 17% in 2010 to 23% in 2014 (p<0.0001). 
HIV prevalence was higher among those aged >= 25 years in 2007 (25% vs. 11%; p< 
0.0001), 2010 (20% vs. 16%; p=0.031) and 2014 (34% vs. 19%; p< 0.0001). HIV 
prevalence was higher among those who engaged in receptive anal sex in 2007 (14% 
vs. 8%; p=0.025), 2010 (19% vs. 14%; p=0.016) and 2014 (25%vs.18%; 
p< 0.0001). When controlled for age [(reference) < 25 years vs. >= 25 years], 
educational status, engaging in transactional sex, consistent use of condom during 
transactional age and receptive sex [(reference) yes vs. no], only age [AOR:1.78; 
95% CI:1.32-2.39, p<0.00001] and engaging in receptive sex [AOR:1.61; 95% 
CI:1.14 - 2.27, p=0.006] were associated with HIV.
Conclusions: There’s been a consistent and significant increase in HIV prevalence 
among MSM with a 64% increase over seven years. Older MSM were more likely 
to be HIV positive and this may reflect their prolonged exposure to high risk sexual 
activities. Evidence based interventions are urgently needed to mitigate a vicious 
intra-group HIV transmission. 

TUPEC0869
Religious affiliation and uptake of HIV testing, treatment  
and viral suppression in Botswana
M.O. Mmalane1, J. Leidner2, N. Khan3, M. Pretorius Holme3, B.W. Sento4,  
M.G. Alwano5, J.M. Makhema1, T. Phindela6, K. Bennett7, K.E. Wirth3,8 
1Botswana-Harvard Partnership, Admin, Gaborone, Botswana, 2Goodtables 
Consulting, Oklahoma, United States, 3Harvard T H Chan School of Public Health, 
Immunology and Infectious Diseases, Boston, United States, 4Tebelopele, Gaborone, 
Botswana, 5Centers for Disease Control and Prevention, Gaborone, Botswana, 
6Ministry of Health Botswana, Gaborone, Botswana, 7Ben, Ballton Lake, United States, 
8Harvard T H Chan School of Public Health, Immunology and Infectious Diseases, 
Epidemiology, Boston, United States 
Presenting author email: mmmalane@bhp.org.bw

Background: Religious beliefs and practices can influence HIV-related health-
seeking behaviours including HIV testing, treatment initiation and adherence. 
Using data from a large ongoing community-based randomized trial in Botswana, 
we examined the relationship between religious affiliation, HIV prevalence and up-
take of HIV testing and treatment as defined by the UNAIDS 90-90-90 targets 
for 2020.
Methods: As part of the Botswana Combination Prevention Project, baseline 
household surveys were administered to 30 communities from Oct 2013 to Nov 
2015. The survey was administered to all consenting Botswana citizens or spouses 
of citizens aged 16-64 years, in 20% of households per community, and obtained 
information on religious affiliation and HIV status; among HIV-infected subjects, 
documentation of prior diagnosis and treatment status was collected. Blood was 
taken for HIV testing (in the absence of prior documentation of a positive HIV 
status) and viral load measurement. Achievement of the combined UNAIDS 90-
90-90 targets was defined as the proportion of HIV-infected participants diag-
nosed, on treatment and virally suppressed. Modified Poisson generalized estimat-
ing equations were used to obtain univariable and multivariable-adjusted prevalence 
ratios (PR) and 95% confidence intervals (CI) for the associations between religious 
affiliation and
(a) HIV status and;
(b) binary outcome indicating achievement of the combined UNAIDS 90-90-90 
target.
Results: Among the 12,601 participants with religious affiliation data, 3,968 (32%) 
reported no affiliation; these participants were significantly more likely to be male 
and younger compared to affiliated subjects. After adjustment for age and gender, 
HIV prevalence was significantly lower (PR: 0.88; 95%CI: 0.83-0.95) among af-
filiated participants compared to unaffiliated. In univariable analyses, any religious 
affiliation was positively associated with achievement of the combined UNAIDS 
90-90-90 target (P=0.001); the association remained significant after adjustment 
for age and gender (PR: 1.08; 95%CI: 1.02-1.14). Similarly, in adjusted analyses, 
self-reported affiliation with Apostolic, Pentecostal and Zion Christian Church 
religious groups (as compared to no affiliation) was significantly associated with a 
7%, 9% and 13% higher probability of meeting the combined UNAIDS 90-90-90 
target, respectively (P=0.02).
Conclusions: Religious affiliation was significantly associated with increased uptake 
of HIV testing, treatment and viral suppression in Botswana. 
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TUPEC0870
HIV infection among men who have sex with men attending 
gay venues in France: results from a time-location sampling 
bio-behavioural survey conducted in 5 cities PREVAGAY2015 
survey
A. Velter1, F. Barin2, G. Peytavin3, L. Saboni1, C. Sauvage1, A. Alexandre4,  
N. Lydié1, C. Sommen1, F. Lot1 
1Santé Publique France, Saint Maurice, France, 2CHU Bretonneau, Laboratoire 
de Virologie, Tours, France, 3IAME, Inserm UMR 1137, Université Paris 7, UF 301 
Laboratoire de Pharmaco-Toxicologie, Paris, France, 4ENIPSE, Paris, France 
Presenting author email: annie.velter@santepubliquefrance.fr

Background: In France, Men who have Sex with Men (MSM) remain the only popu-
lation for whom new HIV diagnoses have not decreased overtime. In 2015, to up-
date data, a survey was set up to estimate the prevalence of HIV infections among 
MSM, including the prevalence of both undiagnosed and recent infections.
Methods: An anonymous cross-sectional survey, using a time-location sampling 
method and the generalized method of sampling weights, was conducted among 
MSM attending gay venues in five cities. Behavioral questionnaires and finger-prick 
blood samples on blotting paper (DBS) were collected. Samples were screened us-
ing the Genscreen ultra HIV Ag-Ab® (Biorad) assay and confirmed by western Blot 
and serotyping. Positive specimens were tested using an enzyme immunoassay for 
recent HIV-1 infection (EIA-RI). Antiretrovirals (ART) among positive specimens 
were detected on DBS using UPLC-MS/MS and taken into account to determine 
recency of infection. Viral load (VL) was estimated using the Abbott Realtime HIV-
1-RNA assay for DBS (high VL ≥ 3.5log10 copies/mL). Inclusion probabilities, fre-
quency of venue attendance and multi-stage survey design were taken into account 
for all statistical analyses.
Results: Of 2,646 participants tested and analyzed, 433 were HIV-positive. The 
HIV weighted prevalence was estimated to 14.3% [95% CI: 12.0-16.9], ranging 
from 7.6% [5.1-11.1] to 17.1% [11.8-24.1] according to cities.
Among HIV-positive MSM, 90.5% [95%CI: 84.5- 94.4] were diagnosed for their 
HIV-infection, 94.9% [95%CI: 91.9-96.8] were on ART and among them 1.5% 
[95% CI: 0.6- 3.9] had high VL.
Undiagnosed HIV-positive MSM were estimated to 9.4% [95% CI: 5.6- 15.5%]. 
Among them, 24.7% [95% CI: 10.1-48.9] had recent infection and 33.4% [95% CI: 
13.9-61.1] had a high VL.
Conclusions: The implementation of innovative statistical methodologies and bio-
logical analyses enabled us to evaluate, the current burden of HIV among MSM 
attending gay venues in France. Despite a high HIV prevalence, diagnosed HIV-
positive MSM were mostly treated with succeed reducing VL and sexual HIV 
transmission risk. The proportion of undiagnosed HIV-positive MSM was low, but 
in regards to their high VL, they may contribute disproportionately to new HIV 
infections. 

TUPEC0871
Only 36% of adults living with HIV aware of their  
HIV+ status but progress in ART coverage and viral  
suppression in a subnational survey in Uganda:  
progress towards UNAIDS 90-90-90
S.M. Kiene1, R. Naigino2, K.M. Sileo1, S.C. Kalichman3, N. Menzies4, H. Lule5, 
M.H. Bategenya6, C.D. Lin7, B. Nogueira1, T. Snyder1, R.K. Wanyenze2,  
PATH/Ekkubo Study Team 
1San Diego State University Graduate School of Public Health, Division of 
Epidemiology and Biostatistics, San Diego, United States, 2Makerere University School 
of Public Health, Department of Disease Control and Environmental Health, Kampala, 
Uganda, 3University of Connecticut, Storrs, United States, 4Harvard School of Public 
Health, Department of Global Health and Population, Boston, United States, 5Gombe 
Hospital, Gombe, Uganda, 6Centers for Disease Control and Prevention, Division of 
Global HIV and Tuberculosis, Atlanta, United States, 7San Diego State University, 
Department of Mathematics and Statistics, San Diego, United States 
Presenting author email: skiene@mail.sdsu.edu

Background: Recent data suggests that Uganda is making gains towards meeting 
the second and third UNAIDS 90-90-90 targets, however, less is known about 
progress on the first—90% of those living with HIV being aware of their status as 
well as the target of 73% population-level viral suppression.
Methods: As part of a randomized trial (NCT02545673) evaluating the effective-
ness of a linkage to care intervention at achieving HIV viral suppression we conduct-
ed a population-based survey of individuals aged 15-59 residing in two rural districts 
in Uganda between December 2015 and December 2016. Teams visited households 
and offered individuals participation in a survey and HIV testing. The questionnaire 
captured previous HIV testing, and linkage to HIV care and treatment for those 
aware they were positive. Venous blood was collected for HIV viral load testing.

Results: There were 5,401 individuals eligible for participation (aged 15-59, residing 
in household); 201 (3.7%) declined participation. We tested 5,200 individuals (56% 
female) for HIV, of which 242 (4.7%) tested HIV positive. 35.5% of those who 
tested HIV positive knew they were positive, 86.0% of those who knew they were 
positive were taking ARVs, 88.9% of those taking ARVs were virally suppressed 
(VL < 500) and 62.8% had an undetectable viral load (VL < 20). Population-level 
viral suppression (VL< 500) was 46.6%. Of those unaware of their HIV positive 
status: 21.8% had never tested, 17.3% tested more than 2 years ago, 16.7% tested 
1-2 years ago, 18.6% tested 6 months-1 year ago, 12.2% tested 3-6 months ago, and 
13.5% had tested within the prior 3 months.
Conclusions: These data from rural Uganda suggest that challenges remain in 
reaching the first of the UNAIDS 90-90-90 targets—90% of people living with 
HIV aware of their status. Consequently, achieving population-level viral suppres-
sion was well below the target of 73%. These gaps may reflect disparities in access/
uptake of testing. Performance was better for the second and third 90-90-90 tar-
gets (90% ART coverage for individuals with known HIV positive status, and 90% 
viral suppression for individuals on ART). In rural areas of Uganda, increased efforts 
to reach HIV positive individuals unaware of their HIV status are needed. 

TUPEC0872
Fishermen and Fishing communities in East Africa:  
most-at-risk population of acquiring HIV infection.  
Results from a population-based survey
J. Burgos-Soto1, I. Alley1, P. Ojuka2, E. Mulogo3, T. Bamulekise4, M. Bouhenia1,  
L. Salumu5, P. Mendiharat5, R. Mathela6, C. Langendorf1, S. Cohuet1, H. Huerga1 
1Epicentre, Paris, France, 2Epicentre, Mbarara, Mbarara, Uganda, 3Mbarara 
University of Science and Technology, Mbarara, Uganda, 4Ministry of Health of 
Uganda, Mbarara, Uganda, 5Medecins Sans Frontieres, Paris, France, 6Medecins Sans 
Frontieres, Kampala, Uganda 
Presenting author email: juanburgosmd@gmail.com

Background: In East-Africa, fishermen and fishing communities are considered 
most-at-risk population of acquiring HIV but knowledge about the epidemic in 
these contexts is scarce. 
Objective: To estimate the HIV-prevalence rate among adults and children in 12 
fishing communities surrounding Lake George and Edward, Uganda and; to assess 
the HIV cascade of care in these settings.
Methods: We conducted a cross-sectional household-based survey. Following an 
exhaustive household enumeration using GPS, trained-nurses visited 890 random-
ly-selected households during two months, interviewing 15-69 years’ old men and 
women. All HIV-positive individuals were asked to provide a blood sample for viral 
load measures. Children < 15 years old were eligible for testing only if their parents 
were HIV-positive. Logistic regression models, adjusted on sociodemographic-
behavioral variables were used to identify factors associated with HIV testing and 
being HIV-positive and, factors associated with HIV-status unawareness and viral 
suppression among HIV-positive adults.
Results: Overall, 1738 adults and 148 children were included. The HIV-prevalence 
rate among adults was of 17.5%(95%CI:15.8-19.4) and among HIV-exposed chil-
dren 6.1%(95%CI:3.1-11.4). HIV-Prevalence rate was higher among women 
(20.9%;95%CI:18.4-23.5) than among men (13.5%;95%CI:11.3-16.1). According 
to occupation and sex, farmers had the highest HIV-prevalence rate among women 
(27.6%) and fishermen among men (18.7%). After adjustment, only fishermen 
remained with a 4-times higher risk of being HIV-positive (aOR: 3.9; 95%CI 
[1.6-9.4]), compared to men of other occupations. Among HIV-negatives, 81.0% 
declared had a test < =12 months ago. Among HIV-positives, 86.0% declared HIV-
status awareness, 78.0% on ART and 56.0% had a viral load < 20cp/ml (On ART: 
67.6%) (Figure1). Men had a higher risk of being untested (aOR: 2.2;95%CI:1.4-
3.7) and virally detectable (aOR:6.6; 95%CI:1.9-22.0) than women. Fishermen did 
not have a higher risk of being untested or virally unsuppressed.
Conclusions: In Uganda, HIV-prevalence rate in fishing communities is high, 
particularly among women and fishermen. Although HIV testing and ART ini-
tiation rates are high, viral suppression rate remains poor, especially among men. 
Nevertheless, fishermen do not seem to have a lower access to care than other men. 
More HIV preventive interventions are needed in these settings, particularly tar-
geting women and fishermen. Strengthen ART-retention, particularly among men, 
should be a priority in these settings. 
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TUPEC0873
Time trends in RNA HIV-1 population viral load: results from  
a hyper-endemic South African setting 2011-2014
A. Vandormael1,2, T. Bärnighausen1,3,4, J. Herbeck5, A. Tomita1, A. Phillips6,  
D. Pillay1,7, T. de Oliveira2,8, F. Tanser1,2,8 
1Africa Health Research Institute, Durban, South Africa, 2Nelson R Mandela School 
of Medicine, College of Health Sciences, University of KwaZulu-Natal, Durban, South 
Africa, 3Institute for Public Health, Faculty of Medicine, University of Heidelberg, 
Heidelberg, Germany, 4Harvard T.H. Chan School of Public Health, Department of 
Global Health and Population, Boston, United States, 5International Clinical Research 
Center, Department of Global Health, University of Washington, Seattle, United 
States, 6University College London, Research Department of Infection and Population 
Health, London, United Kingdom, 7Division of Infection and Immunity, University 
College London, London, United Kingdom, 8Centre for the AIDS Programme of 
Research in South Africa (CAPRISA), University of KwaZulu-Natal, Durban, South 
Africa 
Presenting author email: avandormael@africacentre.ac.za

Background: HIV population viral load (PVL) has been widely advocated as a sensi-
tive biological index of the transmission potential and the treatment program ef-
fectiveness of a particular geography. In this study, we aimed to quantify the change 
in the PVL over time for a South African community with a high HIV burden and a 
well-established ART program.
Methods: The data comes from a large population-based surveillance program, situ-
ated in the northern KwaZulu-Natal province, that has tested approximately 60% 
(~40,000) of all adults for HIV since 2004. We performed viral load measure-
ments on 6959 dried blood spot samples with a HIV-positive test result in 2011 
(n=2420), 2013 (n=2203), and 2014 (n=2336). For the HIV-positive population, 
we calculated the log10 viral load level and the proportion with virologic suppression, 
as indicated by a detection limit of <1550 copies/mL.
Results: Overall, the log10 viral load decreased from 3.91 copies/mL in 2011 to 3.64 
copies/mL and 3.55 copies/mL in 2013 and 2014 respectively (p-value <0.001). 
The percentage of HIV-positive participants with viral suppression increased from 
30% in 2011 to 39.1% and then 45.2% in 2013 and 2014 (p-value <0.001). Men and 
participants <30 years had higher log10 viral loads and lower rates of viral suppres-
sion (p-value <0.001).
Conclusions: Our study has evaluated the change in HIV viral load patterns in a full 
population (irrespective of knowledge of HIV status or linkage to care) over time in 
a sub-Saharan African setting. We have observed a substantial increase in the rate 
of viral suppression, by approximately 50%, during a four year period. Although this 
result is encouraging, we acknowledge that only 45% of our sample had a suppressed 
viral load in 2014. This result is currently well below the UNAIDS benchmark to 
ensure 73% of all HIV infected patients have virologic suppression by 2020. 

[Figure 1]

TUPEC0874
Residual populations at risk for HIV transmission in a 
generalized epidemic at the UNAIDS 90-90-90 target:  
a cross-sectional analysis from Botswana
S. Dryden-Peterson1,2, K. Wirth3, T. Gaolathe2, R. Lebelonyane4, J. Makhema2,  
V. Novitsky3, M. Mmalane2, E. Kadima2, U. Chakalisa2, E. van Widenfelt2,  
K. Powis5, M. Pretorius Holme3, J. Moore6, M. Essex2,3, E. Tchetgen Tchetgen2,3,  
S. Lockman1,2 
1Brigham and Women’s Hospital, Harvard Medical School, Medicine, Infectious 
Diseases, Boston, United States, 2Botswana Harvard AIDS Institute, Gaborone, 
Botswana, 3Harvard T H Chan School of Public Health, Boston, United States, 
4Botswana Ministry of Health, Gaborone, Botswana, 5Massachusetts General Hospital, 
Harvard Medical School, Boston, United States, 6Centers for Disease Control and 
Prevention, Atlanta, United States 
Presenting author email: scott_peterson@post.harvard.edu

Background: Prior to universal ART, Botswana had nearly achieved the UNAIDS 
90-90-90 target (83%, 87%, and 97%, respectively) in 30 surveyed communities, 
but annual HIV incidence remained >1%. We sought to describe residual populations 
at risk for transmitting HIV to guide prevention efforts.
Methods: During a baseline survey for an HIV prevention trial, we performed HIV 
testing (CD4 and HIV viral load, if positive) among residents (age 16-64) in a 20% 
random household sample in 30 small Botswana communities. Among persons with 
HIV viremia (>400 copies/mL), we describe knowledge of HIV status, ART his-
tory, and CD4 cell count (eligibility for ART ≤350 cells/µL at time). We modeled 
the effects of expanded HIV testing and/or universal ART on community viremia 
prevalence by age.
Results: A total of 12,610 residents participated, including 3,596 (29%) with HIV 
infection, 932 (26%) of whom had HIV viremia. Community prevalence of HIV 
viremia (including all residents, both HIV+ and HIV-) was 7.4% (women 7.9%, men 
6.5%, Figure 1). Lack of knowledge of HIV+ status was the leading contributor to 
viremia (Table 1). Modeling projected that transition to universal ART alone would 
reduce viremia prevalence to 5.2% (-2.7%) in women and 5.6% (-0.9%) in men. 
Concurrent expansion of HIV testing (reduction in unknown HIV+ status by 50%) 
with universal ART lead to projected viremia prevalence of 4.5% in women (-3.4%) 
and 4.6% men (-1.9%).

[Figure 1. Measured community prevalence of viremia (all residents, including HIV+ and 
HIV-) prior to intervention and projected prevalence with universal ART with/without 
expansion of HIV testing]

Cause Female Male Total
Unaware HIV+ 233 (37%) 167 (56%) 400 (44%)
Aware HIV+, ART-naive    
 CD4 Eligible but not yet on ART 110 (17%) 45 (15%) 155 (17%)

 CD4 Ineligible and not on ART 219 (34%) 43 (15%) 262 (28%)
Aware HIV+, history of ART    
 Default from ART 12 (2%) 11 (4%) 23 (2%)

 Virologic failure 62 (10%) 30 (10%) 92 (10%)

[Table 1: Leading contributing cause for viremia]

Conclusions: Nearing the UNAIDS 90-90-90 targets, community prevalence 
of HIV viremia is high in Botswana. Women previously ineligible for ART by CD4 
count and men unaware of their HIV status account for a disproportionate burden 
of viremia. 
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TUPEC0875
Closing the 90-90-90 Gap: ZAMPHIA, 2016
D.T. Barradas1, C. Moyo2, S. Gupta1, D.B. Williams3, W. Kaonga2, 
K. Sachathep4, D. Hoos4, K. Dzekedzeke5, N. Nkombo6, W. Kasongo7, 
B. Parekh3, H. Patel3, S. Kamocha1, C.B. Ndongmo1, K. Hageman1, M.A. Riggs1, 
ZAMPHIA Study Team 
1Centers for Disease Control and Prevention, Lusaka, Zambia, 2Ministry of Health, 
Lusaka, Zambia, 3Centers for Disease Control and Prevention, Division of Global HIV 
and TB, Atlanta, United States, 4ICAP, Mailman School of Public Health, Columbia 
University, New York, United States, 5ICAP, Lusaka, Zambia, 6Central Statistics 
Office, Lusaka, Zambia, 7Tropical Disease Research Centre, Ndola, Zambia  

Background: Findings from the 2016 Zambia Population-based HIV Impact 
Assessment (ZAMPHIA) indicate that Zambia has achieved significant progress 
towards meeting UNAIDS 90-90-90 goals. To better target expansion of HIV 
treatment services, ZAMPHIA data can be used to identify gaps in uptake of HIV 
testing counseling, initiation of antiretroviral therapy (ART), and adherence leading 
to viral load suppression (VLS).
Methods: A nationally representative, household-based sample of adults and chil-
dren was recruited in all 10 Zambian provinces. Consenting participants provided 
demographic and clinical information and blood samples for household HIV testing 
per national guidelines. HIV-seropositive results were confirmed via a supplemental 
assay; viral load and limiting antigen (LAg) avidity testing were performed on all 
HIV-seropositive samples. VLS was defined as HIV RNA < 1000 c/ml.
Results: In 2016, 19,029 adults (15-59 y) from 10,959 selected households pro-
vided interviews and blood samples. One-third (32.7% [95% CI 30.2-35.3]) of 
persons living with HIV (PLHIV) reported being unaware of their HIV status; this 
was highest among adults ages 15-24 y (58.2% [52.0-64.3]). 
HIV-seropositive males ages 25-34 y (58.2% [49.5-66.9]) and 35-44 y (32.2% 
[25.9-38.4]) had higher prevalence of unknown HIV status relative to females of 
the same age (25-34 y: 29.0% [24.5-33.4]; 35-44 y: 20.8%[16.9-24.7]). 
Among PLHIV who reported being aware of their status, 14.6% (95% 12.5-16.7) 
reported they were not receiving ART; this was highest among adults ages 15-24 y 
(21.5% [13.2-29.7]) and 25-34 y (22.1% [17.2-27.0]). 
VLS among PLHIV who reported receiving ART was 89.2% [87.4-91.0]. 
VLS was lowest among 15-24 y males; 48.5% (23.0-73.9) were not virally sup-
pressed. Gender differences did not reach statistical significance for reported re-
ceipt of ART and VLS.
Conclusions: Young adults (15-34 y) living with HIV in Zambia had the lowest prev-
alence for each of the 90’s: awareness of their HIV status, receipt of ART, and VLS. 
Results from ZAMPHIA confirm the need to increase HIV testing, treatment, re-
tention and adherence for both young men and young women, in an effort to make 
further progress in controlling Zambia’s HIV epidemic. 

TUPEC0876
Unmet 90-90-90 targets among adolescent girls and young 
women living with HIV in Malawi
D. Payne1, C. West1, T. Kalua2, A. Low3, C. Chung4, A. Auld1, F.M. Ogollah4,  
M. Tsoka5, K. Brown6, J. Burnett6, E. Kim1, M. Cates6, S. Birhanu6,  
S. Jonnalagadda6, for the MPHIA Study Team 
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States, 4ICAP at Columbia University, Lilongwe, Malawi, 5Centre for Social Research, 
Chancellor College, University of Malawi, Zomba, Malawi, 6U.S. Centers for Disease 
Control and Prevention, Atlanta, United States 
Presenting author email: wau4@cdc.gov

Background: In 2015, adolescent girls and young women (AGYW), aged 15-24 
years in Sub-Saharan Africa, accounted for 25% of new HIV infections among 
adults despite being 17% of the adult population. Nationally representative data on 
HIV for AGYW in Malawi are limited in scope. This analysis describes the burden 
of HIV among AGYW in Malawi and their progress towards achieving the UNAIDS 
90-90-90 targets.
Methods: The Malawi Population-based HIV Impact Assessment (MPHIA), a 
national household survey, was conducted from November 2015 to August 2016 
to measure national HIV incidence and sub-national viral load suppression (VLS). 
Participants answered questionnaires and provided blood for home-based HIV 
testing using the national rapid HIV testing algorithm, followed by laboratory-based 
confirmation using Geenius HIV 1/2 Confirmatory Assay (Bio-Rad). Viral load 
measurements <1,000 copies/mL were considered suppressed. Weighted point 
estimates and survey-adjusted 95% confidence intervals (CIs), calculated using 
the Jackknife replication method, are presented for the number of young women 
living with HIV (using population projections from the Malawi National Statistical 
Office), prevalence, awareness of HIV status, self-reported antiretroviral therapy 
(ART) status and VLS.

Results: Of 4,592 eligible women, 3,571 (78%) responded to the questionnaire 
and provided blood. Of those tested, 169 were HIV positive, resulting in a 3.7% 
prevalence (95% CI: 2.9-4.5); 1.9% (95% CI: 1.2-2.8) in 15-19 year olds (n=38) 
and 5.2% (95% CI: 3.9-6.6) in 20-24 year olds (n=131). HIV prevalence was sig-
nificantly greater in urban (6.3%; 95% CI: 4.4-8.2) compared to rural areas (3.0%; 
95% CI: 2.1-3.9). Of the 61,855 (95% CI: 48,119-75,593) AGYW estimated to be 
HIV infected, 58.6% (95% CI: 49.2-68.3) were aware of their HIV positive status; 
76.9% (95% CI: 57.6-96.1) of those aware of their status were on ART, and 79.3% 
(95% CI: 67.6-91.1) of those on ART were virally suppressed. Overall VLS among all 
HIV positive AGYW was 52.0% (95% CI: 41.0-62.8%).
Conclusions: These results indicate a gap among AGYW in awareness of their HIV 
positive status, receiving ART and achieving viral suppression compared to the 
UNAIDS 90-90-90 targets. Concerted efforts are needed to improve prevention, 
diagnosis, treatment initiation and adherence among AGYW. 

TUPEC0877
Geographical distribution of HIV burden in Malawi:  
where is the gap in achieving the 3rd 90?
G. Bello1, G. Chipungu2, B. Janet3, B. Parekh4, T. Dobbs4, D. Hoos5, A. Munthali6, 
M. Nzima7, B. Matatiyo8, S. Dadabhai9, C. West10, N. Wadonda-Kabondo10, 
MPHIA Study Team 
1I-TECH, Lilongwe, Malawi, 2ICAP at Columbia University, Lilongwe, Malawi, 3CDC, 
Altanta, United States, 4CDC, Atlanta, United States, 5ICAP at Columbia University, 
New York, United States, 6Centre for Social Research, Chancellor College, University 
of Malawi, Zomba, Malawi, 7UNAIDS, Lilongwe, Malawi, 8Malawi National AIDS 
Commission, Lilongwe, Malawi, 9Johns Hopkins Project, College of Medicine, Blantyre, 
Malawi, 10CDC, Lilongwe, Malawi 
Presenting author email: gbello@itech-malawi.org

Background: Although Malawi has a generalized epidemic, previous studies have 
shown that the prevalence varies widely by geography, gender and other socio-
economic indicators. We recently conducted a survey to measure national and sub-
national prevalence and viral load suppression in Malawi to understand the progress 
in controlling the epidemic.
Methods: Malawi conducted a Population-based HIV Impact Assessment survey 
between November 2015 and August 2016, stratified by seven geographical zones 
(Central East, Central West, and Lilongwe City in the Centre, Blantyre City, South 
East, and South West in the South and North). This household level survey assessed 
HIV prevalence in 0-64 year olds and viral load suppression in 15-64 year olds. The 
estimates and confidence intervals accounted for the survey design. Home-based 
HIV rapid testing using the national algorithm and Geenius supplemental test for 
confirmation at satellite labs were conducted. HIV positive samples were centrally 
tested for viral load suppression and recency of infection using LAg-Avidity EIA. 
Viral load suppression was defined as <1,000 HIV RNA copies/mL.
Results: The weighted national HIV prevalence among 15-64 year olds was 10.6% 
[females (12.8%) and males (8.2%)]. By region, HIV prevalence was highest in the 
South particularly Blantyre City (18.2%) and lowest in Central East (5.3%) and 
Central West (5.8%). HIV prevalence in the Lilongwe City (11.8%) was higher than 
the other two zones in the Centre. Blantyre City had both the highest prevalence 
and the lowest viral load suppression among adults living with HIV, as seen in table.  

Zone HIV Prevalence % (95% C.I.) % HIV Population Virally suppressed
North 7.3 (5.8-8.7) 66.9 (60.7-73.1)
Central-East 5.3 (4.0-6.6) 63.7 ( 51.1-76.3)
Central-West 5.8 (4.9-6.8) 70.4 (63.0-77.9)
Lilongwe City 11.8 (10.4-13.1) 65.5 (60.3-70.7)
South East 15.6 (13.4-17.8) 68.8 (62.3-75.3)
South West 15.9 (14.0-17.8) 70.3 (65.4-75)
Blantyre City 18.2 (16.4-19.9) 59.5 (53.6-65.5)
Total 10.6 (9.9-11.2) 67.6 (65.0-70.2)

[Geographical distribution of HIV indicators in Mal]

Conclusions: The HIV epidemic in Malawi continues to show geographical variation 
and gender disparities with the Southern Region being the most affected and with 
some of the largest gaps in achieving the viral load suppression target. This suggests 
that the HIV program in Malawi needs strengthening in the Southern Region par-
ticularly Blantyre City. 
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TUPEC0878
Critical situation concerning HIV exposure among people who 
inject drugs in France: results from ANRS-Coquelicot surveys 
and HIV monitoring system
M. Jauffret-Roustide1,2, J. Pillonel3, F. Lot3, F. Barin4, F. Cazein3 
1INSERM, Cermes3, Paris, France, 2Public Health France, Paris, France, 3Public 
Health France, Saint-Maurice, France, 4CHU, Tours, France 
Presenting author email: josiane.pillonel@santepubliquefrance.fr

Background: Harm reduction policies has had a marked impact on HIV transmis-
sion in PWID (People Who Inject Drugs) but a much more limited impact on HCV. 
Therefore, harm reduction strategies are currently more focused on HCV preven-
tion. However, some recent indicators presented here show that the French situa-
tion concerning HIV dynamic in PWID remains critical.
Methods: We used data from the mandatory HIV surveillance system in France, 
adjusted for under-reporting, reporting delays and missing values. Diagnoses at an 
advanced stage of HIV infection were defined as diagnoses with a CD4 count be-
low 200 cells/mm3 excluding HIV acute illness, or with an AIDS defining disease 
regardless of the CD4 count. 
We also used data from the ANRS-Coquelicot cross-sectional surveys that includ-
ed a sampling plan (Time Location Sampling combined with the Generalized Weight 
Sampling Method) and were conducted in 2004 and in 2013 among 1,718 PWID 
who had injected drugs at least once in their life. Socio-behavioral data were col-
lected from face-to-face interviews. Self-finger prick blood samples were collected 
on dried blood spots.
Results: PWID are more likely to be diagnosed at an advanced stage of infection 
(38% of new diagnoses in 2015) than MSM (18%) and heterosexually-infected peo-
ple (34% among men, 27% among women). In 2012, incidence in PWID - who con-
stituted the second most exposed group to HIV - was estimated at 86 per 100 000 
person-years and has not decrease since 2003. This incidence was much higher 
than that in heterosexuals born in France (5/100,000) or abroad (44/100,000). 
The ANRS-Coquelicot surveys highlight that 26% of PWID declared they shared 
their syringes at least once during the previous month compared with 13% in 2004. 
Furthermore, in 2013, 30% of PWID declared difficulties in obtaining syringes, 
even in big cities as Paris.
Conclusions: All these indicators show that conditions favouring exposure to in-
fectious diseases including HIV in PWID are still present. Our data indicate that 
France should remain vigilant with respect to the HIV epidemic in PWID. HIV 
screening is still insufficient and new harm reduction policies, focusing more on 
socio-structural interventions, are urgently needed. 

TUPEC0879
Factors associated with longer engagement in methadone 
maintenance therapy among HIV-positive people who use  
illicit opioids
T. Andrusiak1, E. Wood2,3, J. Shoveller2,4, T. Kerr2,3, J. Montaner2,3, M.-J. Milloy2,3 
1St. Paul’s Hospital, Goldcorp Addiction Medicine Fellowship, Vancouver, Canada, 
2St. Paul’s Hospital, BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 
3University of British Columbia, Division of AIDS, Department of Medicine, 
Vancouver, Canada, 4University of British Columbia, School of Population and Public 
Health, Vancouver, Canada 
Presenting author email: tara.andrusiak@gmail.com

Background: Compared to non-drug using peers, HIV-positive individuals who use 
illicit drugs exhibit higher rates of suboptimal HIV treatment outcomes. For many 
with opioid dependence, methadone maintenance therapy (MMT), is required to 
lower risks of negative health outcomes. Thus far, factors associated with longer en-
gagement in MMT among HIV-positive individuals has not been described. Hence, 
we set out to describe behavioral, social and clinical factors associated with engage-
ment in MMT among a cohort of HIV positive illicit opioid users in Vancouver, 
British Columbia.
Methods: Data was obtained from the AIDS Care Cohort to evaluate Exposure to 
Survival Services (ACCESS), an outgoing prospective cohort of HIV-positive illicit 
drug users linked to clinical records in universal no-cost HIV treatment and care. 
The primary outcome of interest was reporting being on MMT at the time of study 
interview. Baseline characteristics of HIV-positive individuals were obtained and 
a generalized estimating equation (GEE) with Poisson regression was used to lon-
gitudinally estimate relationships between the primary outcome and explanatory 
variables. In the final multivariate model, all variables with p <0.05 were included
Results: From December 1 2005 to June 1 2015, 586 HIV-positive, antiretroviral 
therapy (ART) exposed individuals with a history of illicit opioid use or MMT use 
were recruited. At baseline, there was a positive association between those on MMT 
and use of ART (OR 2.38, 95% CI:1.44-3.93). Over the study period, a positive 
association was found between longer engagement in MMT and achieving an un-

detectable viral load (VL) (ARR 1.30, 95% CI: 1.22-1.38) as well as having at least 
a high school diploma (ARR 1.14, 95% CI: 1.08-1.21). Engagement in MMT was 
negatively associated with daily heroin injection (ARR 0.62, 95% CI: 0.56-0.69) 
and daily methamphetamine use (ARR 0.40, 95% CI: 0.28-0.56).
Conclusions: In this community-recruited cohort of illicit-opioid using HIV-
positive individuals, engagement in MMT was associated with positive health and 
social factors including maintenance of an undetectable viral load, obtaining at 
least a high school education, and decreased participation in the use of heroin and 
methamphetamines. These findings strongly reaffirm the use of opioid substitution 
therapy in the management of HIV-positive individuals with opioid use disorder. 

TUPEC0880
Impact of HIV/AIDS on the psychological behavior of children 
from HIV affected families in Myanmar
M.-M. Mon1, L.L. Win1, Y.T.N. Oo1, S. Saw1, H.N. Oo2, P.P.W. Htin3 
1Ministry of Health and Sports, Department of Medical Research, Yangon, Myanmar, 
2Ministry of Health and Sports, National AIDS Program, Nay Pyi Taw, Myanmar, 
3UNICEF, Yangon, Myanmar 
Presenting author email: mmyomon@gmail.com

Background: Information on the impact of HIV/AIDS on the psychological behav-
ior of children on a national scale is lacking in Myanmar. Therefore, a nationwide 
survey was conducted to identify and compare the psychological behaviors of chil-
dren from HIV affected families with children from neighborhood.
Methods: A community-based, cross-sectional comparative study was done in 
30 townships of Myanmar in 2014. Study children were children under 18 years 
who have/had HIV infected parents regardless of their own HIV status. Age group 
matched children were recruited from neighborhood. Parents/guardians of 1,511 
study children and 1,511 controls were interviewed by using a pre-tested, structured 
questionnaire. In-depth interviews were conducted with providers and parents/
guardians.
Results: Mean age of the children was 8.7±4.1 years and 46.8% of study children 
were orphans. Higher proportion of study children stayed in extended families (36% 
vs. 29%). Among 10 to 14 years old children, 8.6% of study children was working for 
their living compared to 4.4% of the control group (p<0.05). Over 24% of study 
children were HIV infective and 75% have initiated ART. Psychological behavior 
was measured by the Strengths and Difficulties Questionnaire (SDQ) which in-
cluded 22 items organized into emotional, conduct problems, hyperactivity, peer 
relationship and pro-social behavior. Regarding the total difficulties score, higher 
proportion of study children were seen in abnormal category than their neighbor-
hood children (13.4% vs. 9.1%, p<0.01). Similarly, higher percentage of study chil-
dren were in the abnormal emotional behavior (24% vs. 18%, p< 0.01) and abnormal 
conduct behavior categories (15% vs. 11%, p<0.05). These findings pointed out the 
higher risk of developing behavioral problems among the study children in compar-
ing to neighborhood children. Many key informants highlighted the issues of verti-
cally HIV infected adolescents including emotional and behavioral problems, ART 
non-compliance and unmet need of reproductive health information. Many health 
care providers indicated psychological support as a priority especially for the HIV 
infected adolescents.
Conclusions: The needs of HIV positive adolescents should be addressed through 
the provision of psychological support and reproductive health information. In con-
clusion, long term strategic plans should be drawn up for psychological support for 
the children from HIV affected families. 

TUPEC0881
HIV serostatus disclosure from partners before sex: results from 
an online survey of Chinese men who have sex with men
W. Tang1, B. Cao2, C. Liu2, R. Fu2, S. Pan2, H. Li2, W. Ma3, C. Wei4, J. Tucker1, 
SESH 
1University of North Carolina at Chapel Hill, Chapel Hill, United States, 2UNC 
Project-China, Guangzhou, China, 3Shandong University, Jinan, China, 4University of 
California, San Francisco, San Francisco, United States 
Presenting author email: weimingtangscience@gmail.com

Background: HIV serostatus disclosure before sex can facilitate serosorting, con-
dom use and potentially decrease the risk of HIV acquisition. However, few stud-
ies have evaluated HIV serostatus disclosure from different partners before sex. 
We examined the rates and correlates of HIV serostatus disclosure from different 
types of partners before sex among an online sample of men who have sex with men 
(MSM) in China.
Methods: An online cross-sectional study was conducted among MSM in eight 
Chinese cities in July 2016. Participants completed questions covering sociode-
mographic information, sexual behaviors, HIV testing (including HIV self-testing) 
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history, self-reported HIV status, post-test violence, and whether or not HIV test 
results were disclosed between them and their different kinds of most recent part-
ners before sex. Participants or their partners who never tested for HIV were de-
fined as undisclosed.
Results: Overall, 2105 men completed the survey. Among them, 85.9% were never 
married, and 35.4% had high school or less education. 346/1678 (20.6%) of men 
received HIV serostatus disclosure from their regular male partners, which was sig-
nificantly lower than the disclosure rate of the participants to their regular partners 
(704/1678 42.0%, P<0.001). HIV serostatus disclosure rates from other types 
of partners were: 17.8% (287/1608) from casual male partners, 16.2% (62/383) 
from regular female partners, and 16.8% (48/286) from casual female partners. 
Multivariable analysis indicated that disclosure from regular male partners was as-
sociated with a higher likelihood of post-test violence (adjusted OR (aOR) =5.18, 
95% CI: 1.53-17.58). Compared to never self-tested participants, participants ever 
self-tested for HIV were also more likely to receive HIV status disclosure from 
regular male partners (aOR=1.92, 95% CI: 1.50-2.44).
Conclusions: This study showed that HIV serostatus disclosure from partners was 
uncommon among Chinese MSM. Interventions and further implementation re-
search to facilitate safe disclosure are urgently needed for MSM. 

TUPEC0882
HIV-related stigma, racial discrimination and gender 
discrimination are associated with reduced antiretroviral 
adherence and lower health-related quality of life among a 
national cohort of women living with HIV in Canada
C.H. Logie1, Y. Wang1, A. Lacombe-Duncan1, A.C. Wagner2, K. Webster3,  
A. Kaida3, T. Conway4, A. de Pokomandy5, M.R. Loutfy4 
1University of Toronto, Toronto, Canada, 2Ryerson University, Toronto, Canada, 3Simon 
Frasier University, Vancouver, Canada, 4Women’s College Research Institute, Toronto, 
Canada, 5McGill University, Montreal, Canada 
Presenting author email: yings.wang@mail.utoronto.ca

Background: HIV-related stigma has well-known deleterious health impacts among 
women living with HIV (WLWH). Less is known, however, about the effects of mul-
tiple, intersectional forms of stigma. The study objective was to examine associa-
tions between HIV-related stigma, racial and gender discrimination and WLWH’s 
health outcomes.
Methods: We used baseline data from a national cohort study with WLWH to 
test a conceptual model of pathways between intersectional stigma (HIV-related 
stigma, racial discrimination, gender discrimination) and antiretroviral adherence 
and health-related quality of life (HrQOL) (mental and physical dimensions). We 
hypothesized that stigma would be associated with reduced antiretroviral (ART) 
adherence (< 90% adherence vs. >90%) and lower HrQOL, and that social sup-
port and HIV disclosure concerns would mediate these relationships. We conduct-
ed structural equation modeling using maximum likelihood estimation to test the 
model.
Results: Participant (n=1425) mean age was 42.8 (SD=10.62); 41% of participants 
were Caucasian, 22% Aboriginal, and 29% African/Caribbean/Black. The confir-
matory factor analysis of the intersectional stigma construct demonstrated good 
model fit with three factors (HIV-related stigma, racial discrimination, gender dis-
crimination) (CFI=0.91, TLI=0.90, RMSEA=0.05). In independent models, HIV-
related stigma, racial discrimination and gender discrimination were each associated 
with: lower social support, reduced mental and physical HrQOL, increased HIV 
disclosure concerns, and reduced ART adherence. In the simultaneous model, HIV-
related stigma had a significant indirect effect on reduced ART adherence, fully 
mediated by HIV disclosure concerns. HIV-related stigma had significant direct 
and indirect effects on mental HrQOL, partially mediated by social support and 
HIV disclosure concerns. HIV-related stigma had a significant indirect effect on 
physical HrQOL, fully mediated by social support. Racial discrimination had a sig-
nificant direct effect on ART adherence, partially mediated by social support and 
HIV disclosure concerns. Gender discrimination had significant direct and indirect 
effects on mental and physical HrQOL, partially mediated by social support. The 
model fit the data well (CFI=0.96, RMSEA=0.062).
Conclusions: Associations between intersectional stigma—HIV-related stigma, 
gender and racial discrimination—and ART adherence and HrQOL are multi-facet-
ed and associated with HIV disclosure concerns and social support. Interventions to 
increase ART adherence and HrQOL among WLWH must address multiple forms 
of stigma, HIV disclosure strategies, and build social support. 

TUPEC0883
A pilot study comparing sexual risk data collected via 
smartphone application diaries and online survey questionnaire 
among at-risk HIV-negative men who have sex with men
M. Musuruana1,2, B. Koblin3, D. Lucy3, G. Ortiz3, J. McCrossin3, D. Usher3,  
H.V. Tieu3 
1University of Illinois College of Medicine, Peoria, United States, 2HVTN Research 
and Mentorship Program Scholar, New York, United States, 3New York Blood Center, 
Laboratory of Infectious Disease Prevention, New York, United States 
Presenting author email: musurua1@gmail.com

Background: Men who have sex with men (MSM) are disproportionately affected 
by HIV in the US. Self-reports of sexual risk behaviors among MSM may be biased 
and unreliable. The study objectives were to test the feasibility and acceptability of 
using smartphone app-based diaries for collection of sensitive sexual behavioral risk 
data among MSM in New York City.
Methods: Participants were recruited via online platforms and referral letters. 
Inclusion criteria were male at birth, anal sex with a man or transwoman in the last 
month, age 18-50 years, and self-report being HIV negative or unknown status. 
After informed consent, participants were randomized into 3 study arms with 
smartphone sex diary entries daily, weekly, or after sex. Participants completed a 
self-administered online survey at enrollment and at 30 days. Data collected from 
the surveys were compared with data from the smartphone diaries using kappa sta-
tistics.
Results: 30 MSM enrolled in the study; median age was 32 years. Mean number 
of anal sex partners in the last 30 days was 4. Smartphone diary completion was 
higher among the weekly arm (97.5%) than the daily (70.6%) (p=.025). When com-
pared to online survey data collected at day 30, agreement in reported number of 
anal sex partners in the 3 sex app arms was low (kappa range: 0-0.23). The number 
of protected insertive and receptive anal sex acts reported by the daily study arm 
showed moderate agreement with the survey (kappa= 0.58 and 0.53, respectively). 
In the weekly study arm for the same categories, the kappa statistics were 0.231 and 
0.318 respectively. Participant feedback was largely positive with 89.3% finding it 
to be “very easy” or “easy” to complete their sex diaries.
Conclusions: It is feasible to collect sexual risk behavior data using a smartphone 
app-based diary among MSM. Completion of diaries once weekly is more desirable 
as participants had a high completion rate. There was low to moderate agreement 
of data between the diary app and online survey across behaviors. This pilot study 
supports the use of mobile devices to obtain sensitive behavioral information that 
may otherwise not effectively be obtained via surveys with longer recall periods. 

TUPEC0884
HIV testing patterns in MSM attending  
community-based voluntary counselling and testing  
services in Europe: preliminary results from COBA-Cohort 
(The Euro HIV EDAT Project)
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Catalunya (CEEISCAT), Departament de Salut, Generalitat de Catalunya, Badalona, 
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Presenting author email: nlorente@iconcologia.net

Background: The COmmunity-BAsed Cohort (COBA-Cohort), implemented in 
the framework of the Euro HIV EDAT project, aims to collect common data among 
HIV-negative MSM attending community-based voluntary counselling and testing 
(CBVCT) services in 6 European countries. The objective of the present analysis 
was to identify patterns in HIV-testing in the preliminary baseline data of COBA-
Cohort.
Methods: All HIV-negative MSM >18 attending one of the 17 participating CBVCT 
services are invited to participate in COBA-Cohort. The first site started enroll-
ing in January 2015, the last one in October 2016. We performed a Latent Class 
Analysis (LCA) using 5 categorical variables: time since last HIV test, main reason 
for the present test, steady relationship type, condomless anal intercourse (CAI) 
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with the last casual partner, and willingness to use PrEP. The LCA was adjusted for 
the country of participants (cluster option), and the number of classes relied on 
information criteria and interpretability of the item-response probabilities.
Results: Among the 3071 HIV-negative MSM enrolled in COBA-Cohort from 
commencement to 06/30/2016, 21% reported an HIV test < 6 months prior to 
enrolment, and 15.8% were never tested. Regular control was the main reason for 
the baseline HIV test (71.4%). 49.2% reported only casual partners in the last 12 
months, 12.9% only steady partners and 31.6% both. CAI with the last casual part-
ner was reported by 19.5% of participants and willingness to use PrEP by 40.7%. 
The first class (58% of all participants) described regular testers reporting con-
dom use at last casual encounter; the second class (18%) grouped regular testers in 
steady/exclusive relationship; the third class (18%) was composed of regular testers 
having both CAI and non-CAI with casual partners, but no steady partner; and the 
last class (6%) grouped men recently tested but not coming on a regular basis, re-
porting CAI and willingness to use PrEP.
Conclusions: This LCA brings a first insight of HIV testing patterns in relation to 
several basic risk indicators, and suggests that the most regular testers are not nec-
essarily the most at-risk individuals. Further explorations of the COBA-Cohort’s 
data will allow to better characterise these profiles and identify possible changes 
over time. 

TUPEC0885
Association between self-report measures of treatment 
adherence and viral suppression among people living with  
HIV/AIDS in China: optimal recall period and item content
W. Da1, X. Li1, S. Qiao1, Y. Zhou2, Z. Shen2 
1University of South Carolina, Department of Health Promotion, Education, and 
Behavior, Arnold School of Public Health, Columbia, United States, 2Guangxi Center 
for Disease Control and Prevention, Nanning, China 
Presenting author email: shanqiao@mailbox.sc.edu

Background: Strong correlations between self-report treatment adherence mea-
sures and HIV viral load have been reported in several studies. Few studies, how-
ever, have assessed the ability of treatment adherence measures differing in recall 
time frames and item contents in predicting viral suppression. This study aims to 
compare the performance of four self-report treatment adherence measures in 
predicting viral suppression.
Methods: A cross-sectional study among 2,987 HIV patients recruited from 12 
cities/counties in Guangxi, China were used in this study. Medication adherence 
behaviors were collected by self-administered questionnaires and most recent viral 
load was obtained from patients’ medical records. Adherence was dichotomized at 
the cut-off of 90%. Viral suppression was defined as having an HIV viral load below 
400 copies/ml. Tetrachoric correlation was used to assess the correlation between 
adherence and viral suppression. The ability to predict viral suppression was evalu-
ated by calculating the area under the receiver-operating characteristic (AUROC) 
curve. Multivariate logistic regression was used to assess the association between 
adherence measures and viral suppression controlling for demographics, depres-
sion, and HIV risk-related behaviors.
Results: The correlation ranged from 0.49 to 0.73 between the four adherence 
measures, and from 0.11 to 0.24 between adherence measures and viral suppres-
sion. The difference between AUROC curves was not statistically significant. Viral 
suppression was positively associated with one-month adherence measured by 
missed doses (aOR = 2.12, 95% CI 1.08, 4.17), but not by missed days (aOR = 1.63, 
95% CI 0.80, 3.31). Both 3-day (aOR = 2.12, 95% CI 1.08, 4.17) and weekend 
(aOR = 2.51, 95% CI 1.14, 5.54) adherence were positively associated with viral 
suppression. Time on treatment (aOR ranging from 1.02 to 1.03) and injection drug 
use (aOR ranging from 0.52 to 0.55) were associated with viral suppression.
Conclusions: One-month recall periods can be of similar accuracy in predicting 
viral suppression compared with shorter periods. Questions asking about number 
of missed doses may be more accurate than those asking about missed days, which 
might be due to differences in levels of dosing schedules. Therefore, adherence 
measurement items may need tailoring to specific dosing regimens. 

TUPEC0886
Can regular HIV testing and counselling modify  
sexual behaviour in HIV-negative Malian MSM?  
(CohMSM ANRS 12324 - Expertise France)
P.-J. Coulaud1, B. Mmadi Mrenda1, L. Sagaon-Teyssier1, G. Maradan1, M. Mora1,  
B. Dembélé Keita2, F. Diallo2, A. Coulibaly2, A.A. Keita2, A. Bernier3, C. Laurent4,  
B. Spire1, The CohMSM Study Group 
1Aix Marseille Univ, INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de 
la Santé & Traitement de l’Information Médicale, Marseille, France, 2ARCAD-SIDA, 
Bamako, Mali, 3Coalition Internationale Sida, Pantin, France, 4TransVIHMI, IRD UMI 
233, INSERM U 1175, Université de Montpellier, Montpellier, France 
Presenting author email: pierre-julien.coulaud@inserm.fr

Background: The promotion of safe sex practices is necessary in HIV-negative men 
who have sex with men (MSM), especially for those who regularly attend sexual 
health centres. We aimed to assess possible changes in sexual behaviours of MSM 
in West-Africa, in the context of regular, comprehensive follow-up in healthcare 
facilities according to international recommendations.
Methods: Data were obtained from an interventional cohort of HIV-negative MSM 
implemented in Western Africa (CohMSM). Among participants enrolled in Mali, 
we focused on the first 90 MSM who completed 12 months of follow-up compris-
ing quarterly HIV-testing and counselling. Socio-behavioural data were collected 
at baseline, 6 and 12 months, using a standardised face-to-face questionnaire. 
Outcomes of condom use during anal or oral sex, and number of sexual partners 
in the previous 6 months were used as indicators of sexual risk behaviours. A multi-
state Markov model was used to predict the evolution of these outcomes over time 
using estimated transition probabilities between baseline and M12.
Results: 174 MSM were recruited with a median age of 24 years (Interquartile 
Range=22-27), 90% of them were single and 78% reported financial difficulties. 
No significant differences were found regarding socio-demographic characteristics 
between the 90 MSM sub-group and the other Malian participants. Markov model-
ling highlighted that the probability of participants who practiced condomless anal 
sex at baseline changing to systematic condom use at M12 was 0.11. In contrast, the 
probability of participants with systematic condom use during anal sex at baseline 
stopping condom use was 0.04. With respect to oral sex, the probability of partici-
pants adopting systematic condom use was higher than that of stopping condom use 
(0.07 versus 0.05). MSM with multiple partners at enrolment were more likely to 
still have multiple partnerships at M12 (i.e., 0.86).
Conclusions: Predictions of risky sexual behaviours at one year of follow-up showed 
a modest impact of regular HIV-testing and counselling on the sexual practices of 
HIV-negative MSM. In a context where HIV incidence remains high among MSM, 
comprehensive biomedical interventions including both early ART and PrEP are 
needed to have a stronger impact on HIV incidence. 

TUPEC0887
90-90-90 HIV targets will not be enough to achieve global 
incidence reduction targets
N. Scott1,2, S. Kelly1,2, D. Wilson1, M. Stoove1,2, M. Hellard1,2,3 
1Burnet Institute, Melbourne, Australia, 2Monash University, Melbourne, Australia, 
3The Alfred Hospital, Melbourne, Australia 
Presenting author email: nick.scott@burnet.edu.au

Background: The UNAIDS 90-90-90 target aims to have 90% of people living 
with HIV knowing their status, 90% of people diagnosed on treatment, and 90% of 
people on treatment with suppressed viral loads by 2020. We estimated the HIV 
incidence reduction in Australia corresponding to: 
(1) achieving the UNAIDS 90-90-90 targets by 2020 and; 
(2) achieving extended targets of 95-95-95 by 2030, in combination with various 
scale-ups of HIV testing, primary prevention and pre-exposure prophylaxis (PrEP) 
among high-risk men who have sex with men (MSM). 
These projections were evaluated against the ending AIDS target of achieving a 
90% reduction in HIV incidence by 2030 compared to 2010 levels.
Methods: A mathematical model was used to project annual HIV incidence in 
Australia between 2016 and 2030 for all combinations of HIV care cascade targets, 
testing frequencies, primary prevention coverages and levels of PrEP scale-up.
Results: Achieving 90-90-90 by 2020 was estimated to reduce incidence by 8% 
from 2010 levels; however beyond this continued improvements were required to 
prevent incidence from increasing. Achieving 95-95-95 by 2030 was estimated 
to reduce incidence by 14% from 2010 levels. This was improved to 29% by testing 
low- / high-risk MSM two / three times per year respectively; to 39% by including 
a 5-year scale-up to 30% PrEP coverage among high-risk MSM; and to 55% by in-
creasing condom use with casual partners from an estimated 42% to 60%. However, 
it was only with 95-95-95, two / three test per year for low- / high-risk MSM, 100% 
high-risk MSM PrEP coverage and 100% condom use that an 89% reduction in 
incidence was possible by 2030.
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Conclusions: Even if the UNAIDS care cascade targets are met or exceeded, addi-
tional coverage of prevention programs will be required to achieve a 90% reduction 
in HIV incidence by 2030. 

TUPEC0888
The impact of antiretroviral treatment on adult mortality  
trends in South Africa
L. Johnson1, M. Cornell1, R. Dorrington2, A. Boulle1, M. May3, M. Egger4,  
M.-A. Davies1 
1University of Cape Town, Centre for Infectious Disease Epidemiology and Research, 
Cape Town, South Africa, 2University of Cape Town, Centre for Actuarial Research, 
Cape Town, South Africa, 3University of Bristol, School of Social and Community 
Medicine, Bristol, United Kingdom, 4University of Bern, Institute of Social and 
Preventive Medicine, Bern, Switzerland 
Presenting author email: leigh.johnson@uct.ac.za

Background: Substantial reductions in adult mortality have been observed in South 
Africa since the mid-2000s, but there has been no formal evaluation of how much 
of this decline is attributable to the impact of antiretroviral treatment (ART).
Methods: A combined demographic and HIV model was developed for South Africa. 
Estimates of mortality rates in ART patients were obtained from the International 
Epidemiology Databases for the Evaluation of AIDS Southern Africa (IeDEA-SA) 
collaboration. The model was calibrated to HIV prevalence data and death data from 
the South African vital registration system, which records 94% of adult deaths, us-
ing a Bayesian approach. To evaluate the impact of ART, the model was used to 
simulate the mortality trend that would have been expected in the absence of ART.
Results: The model matched the recorded death data closely (Figure). In the period 
up to the end of 2014, 2.73 million adult HIV-related deaths occurred in South 
Africa. Adult HIV deaths peaked at 232 000 per annum in 2006 and declined to 
97 000 in 2014, a reduction of 75% when compared to the scenario without ART 
(Figure). In the period up to the end of 2014, the South African ART programme 
is estimated to have saved 6.36 million life years in adults (95% CI: 5.55-6.92 
million). This compares with a potential saving of 9.12 million (95% CI: 8.01-9.91 
million) life years that might have been achieved had South Africa moved swiftly 
to implement WHO guidelines and achieved high levels of ART uptake in HIV-
diagnosed individuals from 2004. 

[Figure: Trends in adult deaths (ages 20-59)]

Conclusions: ART has had a dramatic impact on adult mortality in South Africa, but 
delays in the rollout of ART, especially in the early stages of the ART programme, 
have contributed to the loss of 2.8 million life years. 

TUPEC0889
Acceptability of male circumcision by women partners  
in a clinical trial in the Dominican Republic
S. Mayer1, P. Fleming2, S. Khosla3, L. Lerebours4, Y. Donastorg5, M. Brito3 
1University of Illinois at Chicago, Infectious Disease, Chicago, United States, 
2University of Michigan, Ann Arbor, United States, 3University of Illinois at Chicago, 
Chicago, United States, 4Clinica De Familia, La Romana, Dominican Republic, 
5Instituto Dematologico, Santo Domingo, Dominican Republic 
Presenting author email: smayer75@uic.edu

Background: Voluntary Medical Male Circumcision (VMMC) serves as an effec-
tive HIV prevention strategy in high prevalence areas. A recent single arm clinical 
trial of VMMC in the Dominican Republic (DR) reported high acceptability and 
low complication rates in circumcised men. Little is known about the acceptability 
of VMMC in sex partners of circumcised Dominican men. The aim of this study was 
to assess satisfaction, acceptability, and sexual health in women before and after 
their partner’s circumcision.
Methods: We recruited regular sex partners of men circumcised in a clinical trial 
of VMMC in the DR. Willing participants either joined focus group discussions or 
completed a survey on acceptability, sexual practices, and health. Focus groups 
were audio-recorded, transcribed verbatim, and coded using Atlas.ti software. We 
analyzed survey data with SAS (v9.3) to generate descriptive statistics bivariate 
results.
Results: Median age of women surveyed (n=55) was 28 years (IQR 24-34) and 
80% had children. Almost universally (98%) women were satisfied with their part-
ner’s circumcision and would consider circumcising their sons (98%). The majority 
of women (89%) were more attracted to their partner after circumcision and 98% 
were more satisfied with sex after circumcision. Women who reported vaginal and 
urinary symptoms (dysuria, bleeding, abnormal vaginal discharge, ulcers) prior to 
their partner’s circumcision reported a substantial decrease of these symptoms af-
ter circumcision. All women were very satisfied with their partner’s hygiene and 
the majority (>70%) felt more protected against HIV/STI. Almost all (98%) had 
recommended the procedure to other couples. Focus group data confirmed high 
levels of acceptability and satisfaction, primarily due to perceived improvements in 
their sex life and health.
Conclusions: Regular sex partners of circumcised men perceived VMMC to im-
prove sexual health and satisfaction. These findings suggest that VMMC may have 
a positive impact on women and that they could be engaged to promote VMMC. 

TUPEC0890
Impact of TasP, PrEP and condoms on the HIV epidemic  
among MSM in British Columbia
V.D. Lima1, I. Rozada1, N.J. Lachowsky2, D.M. Moore1, M.W. Hull1, R.S. Hogg1, 
J.A. Shoveller1, J.S.G. Montaner1 
1British Columbia Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2University 
of Victoria, Victoria, Canada 
Presenting author email: irozada@cfenet.ubc.ca

Background: Gay, bisexual and other men who have sex with men (MSM) are dis-
proportionally affected by the HIV epidemic. In British Columbia (BC), the HIV 
epidemic has decreased among people who inject drugs. However, the same trend 
has not been observed among MSM. Today, condoms, Treatment as Prevention 
(TasP), and Pre-Exposure Prophylaxis (PrEP) are highly efficacious HIV preven-
tion strategies that can prevent HIV transmission in MSM. We conducted this 
study to assess how condoms, TasP and PrEP can be used in combination to prevent 
further HIV infections among the MSM population in BC.
Methods: We designed a mathematical model that combines individual-based 
knowledge of clinical, behavioral and epidemiological aspects of the HIV epidemic 
among MSM in BC. The MSM population was divided into low- and high-risk of 
acquiring/transmitting HIV, based on the US CDC HIV Incidence Risk Index for 
MSM. We assessed the effect of increasing condom use and PrEP access. For PrEP, 
we evaluated universal (all MSM are eligible) and targeted (only high-risk MSM 
are eligible) scenarios. We studied the effect of increased TasP by decreasing the 
time to HIV diagnosis, to antiretroviral treatment (ART) initiation, and increasing 
the time retained on ART. The effect of the interventions at five and ten years was 
evaluated on HIV incidence, all-cause mortality, HIV prevalence, and the Control 
Reproduction Number Rc.
Results: Optimizing all aspects of TasP and increased provision of PrEP to high-risk 
MSM was the most effective strategy (74% reduction in incidence, Rc as low as 
0.63). Increasing condom use maintained the effectiveness of the strategy while 
limiting the extent of targeted PrEP coverage. TasP was the only intervention that 
significantly decreased mortality. The most influential aspect of TasP was the time 
individuals were retained into treatment.
Conclusions: The results provided by this model showed that the optimization of 
TasP, by promoting timely HIV diagnosis, treatment initiation and higher retention, 
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combined with the distribution of PrEP to MSM at high risk of HIV infection was 
the most successful strategy to control the HIV epidemic among MSM. Consistent 
use of condoms should continue to be actively promoted to reduce HIV transmis-
sion by all MSM. 

TUPEC0891
Using the AIDS epidemic model to guide programs of a rapidly 
increasing epidemic
N.D. Montevirgen1, A. Aquino2, A. Balaoing3, L. Trinidad3, B. Castaneda3,  
K.A. Umali3, M.J. Zapanta3, N. Palaypayon3, G. Samonte3, I. Asuncion3,  
W. Peerapatanapokin4 
1Epidemiology Bureau, Department of Health, Pasay, Philippines, 2Epidemiology 
Bureau, Department of Health, Manila, Philippines, 3Department of Health, Manila, 
Philippines, 4Eastwest Center, Bangkok, Thailand 
Presenting author email: genesis.samonte@gmail.com

Background: Current treatment guidelines in the Philippines are not aligned with 
WHO treat all recommendation. The 2016 Philippine AIDS Epidemic Model 
(AEM) provides a means to determine the potential impact and relevance of a 
treat all strategy for the country’s HIV program. Given the diverse distribution of 
the HIV epidemic in the country, the Philippine AEM was constructed using sub-
national models.
Methods: Five sub-national models were developed and combined to construct 
the Philippine AEM using key inputs population size estimates, HIV prevalence, 
risk and protective behaviors, and anti-retroviral (ART) coverage. Unit cost of pre-
vention and treatment interventions were derived from the 2014 Philippine AEM. 
Adjustments to treatment parameters were done for the treat all scenario, while 
prevention parameters were sustained. A combined scale up prevention and treat 
all strategy was modeled by increasing prevention coverage along with treatment 
adjustments.
Results: The 2016 Philippine AEM estimates 55,005 people living with HIV 
(PLHIV); only 30% are currently on ART. New infections are estimated to occur 
at 29 cases daily, and are expected to increase by 607% in 2030 if current efforts 
are maintained. Meanwhile, a treat all strategy averts 68% of new HIV infections, 
and prevents 74% of HIV-related deaths. A combination strategy not only averts 
significantly more new HIV infections (90%) and prevents 10% more HIV-related 
deaths than a lone treat all approach, it also offers a lower resource need from the 
program in the long run. 

[Figure 1. Total resource needs for HIV prevention & treatment (in USD)]

Conclusions: A combined prevention scale up and treat all strategy is highly recom-
mended given the potential it offers for halting and reversing the Philippine HIV 
epidemic coupled with a more economical resource requirement in the long-term. 
Current prevention coverage is at 30%, increasing this to 60% will already make 
a dent in the epidemic, however a 90% coverage was found to be most effective. 

TUPEC0892
Valuing the synergistic benefits of multipurpose HIV and 
pregnancy protection: an economic evaluation of multipurpose 
prevention products in South Africa
M. Quaife1,2, F. Terris-Prestholt1, M.A. Cabrera Escobar2, R. Eakle1,2,  
S. Delany-Moretlwe2, M. Mvundura3, M. Kilbourne-Brook3, P. Vickerman4 
1London School of Hygiene and Tropical Medicine, Global Health and Development, 
London, United Kingdom, 2University of the Witwatersrand, Wits RHI, Johannesburg, 
South Africa, 3PATH, Seattle, United States, 4University of Bristol, School of Social 
and Community Medicine, Bristol, United Kingdom 
Presenting author email: matthew.quaife@lshtm.ac.uk

Background: The development of antiretroviral-based HIV prevention products 
has substantially changed the prevention landscape. A promising area of research 
is the development of candidate multipurpose prevention technologies (MPTs), 
products which could offer users protection from HIV, other STIs, or unintended 
pregnancy. We estimate the cost-effectiveness of a range of potential single- and 
multi-purpose prevention products.
Methods: We combine a cost model with a simple, static model of product impact 
to estimate the cost-effectiveness of five MPTs - oral PrEP, intravaginal rings, in-
jectable ARVs, microbicide gels, and SILCS diaphragms used in concert with gel. 
We account for the preferences of end-users by predicting uptake using a discrete 
choice experiment (DCE) among 362 general population women (HIV negative, 
aged 16-45) and 122 female sex workers (FSW) (HIV negative, aged 18-45) in 
South Africa. DCE results were also used to predict additional uptake for products 
offering contraceptive properties. Disability-adjusted life years (DALYs) averted 
per HIV infection were estimated for each group under scenarios of low, median 
and high HIV incidence as observed in recent trials. The model incorporated costs 
relating to local and national implementation and MPT development, whilst averted 
costs included those related to treatment and the avoidance of unintended preg-
nancies. A sensitivity analysis explores the robustness of estimates to parameter 
uncertainty.
Results: On average, the cost-effectiveness of MPTs was around 35% better than 
single-purpose products. All rollout scenarios were cost-effective using a 1xGDP 
threshold, but only interventions among young women (< 25 years) and FSWs were 
cost-effective when lower, more methodologically robust thresholds were applied. 

[Figure]

Conclusions: Candidate MPTs are attractive to both women in the general popu-
lation, and female sex workers. Incorporating contraceptive indications into HIV 
prevention products could increase product uptake, impact, and improve cost-ef-
fectiveness. This study provides further impetus for the development of effective 
and attractive MPTs. 
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TUPEC0893
National evaluation of option B+ in Malawi: high maternal  
ART coverage and low early infant transmission in all areas  
of the country
B. Tippett Barr1, M. van Lettow2, M. Landes3,4, J.J. van Oosterhout2,5,  
E. Schouten6, N. Wadonda7, S. Gupta8, T. Kalua9, A. Jahn9,10 
1Centers for Disease Control and Prevention, CGH/DGHT, Harare, Zimbabwe, 
2Dignitas International, Blantyre, Malawi, 3University of Toronto, Toronto, Canada, 
4Dignitas International, Toronto, Canada, 5University of Malawi, College of Medicine, 
Blantyre, Malawi, 6Management Sciences for Health, Blantyre, Malawi, 7Centers for 
Disease Control and Prevention, CGH/DGHT, Lilongwe, Malawi, 8Centers for Disease 
Control and Prevention, Lusaka, Zambia, 9Ministry of Health, Department of HIV and 
AIDS, Lilongwe, Malawi, 10University of Washington, ITECH, Lilongwe, Malawi 
Presenting author email: joepvanoosterhout@gmail.com

Background: Option B+ was conceptualized and implemented in Malawi in 2011. 
Routine program data suggest relatively high ART uptake among pregnant women 
and challenges with retention. HIV testing for exposed children is affected by de-
lays and loss to follow-up. The Ministry of Health has led the implementation of a 
National Evaluation of Malawi’s PMTCT Program (NEMAPP) to provide unbiased 
nationally representative data on maternal ART coverage and on early and late ver-
tical transmission rates.
Methods: NEMAPP is a 2 year longitudinal cohort study implemented at 54 health 
facilities in November 2014 using a two-stage cluster sampling design to identify 
a representative sample of 4-12 week old infants. Mothers were consecutively 
consented and screened for HIV while attending an under-5 clinic; HIV-exposed 
infants receive HIV-1 DNA testing at enrolment, 12 and 24 months. Complex 
weighted survey design analysis was conducted using STATA.
Results: Among 2,125 HIV-positive mothers, 2,082 (96.1%) reported knowing 
their HIV status before or during pregnancy, and 1,865 (88.5%, 59.4-100% across 
sites %) were on ART in pregnancy. Overall MTCT was 4.2% (95% CI 2.9-6.1); for 
women on ART in pregnancy, MTCT was 2.5% (95% CI 1.6-3.9). MTCT was 17.9% 
(95% CI 13.0-24.2) among women not on ART during pregnancy. MTCT varied 
from 1.4% (95% CI 0.5-3.9) among women who initiated ART before pregnancy, to 
20.2% (95% CI 5.8-50.7) in those starting ART post-partum. Early infant trans-
mission was similar across geographic strata, ranging from 3.2% (95% CI 1.7 - 5.8) 
to 5.1% (95% CI 3.5-6.3) between strata (Table 1).
Conclusions: Malawi’s early MTCT rates are close to those of developed nations. 
Decentralization of ART services to all ANC clinics and strong program leadership 
through quarterly supportive site supervision and active supply chain management 
have resulted in high levels of ART coverage and low early transmission rates in all 
areas of the country. The number of new pediatric infections are disproportion-
ately contributed to by the small percentage of HIV-positive women not on ART 
in pregnancy. 

TUPEC0894
Using the QALY to evaluate interventions for HIV treatment 
and prevention: value and ethics
B. Nosyk, J. Min, X. Zang, M. Olding, J. Montaner 
BC Centre for Excellence in HIV/AIDS, Vancouver, Canada 
Presenting author email: bnosyk@cfenet.ubc.ca

Background: Motivated by the principle of maximizing population health, the use 
of quality-adjusted life years (QALYs) is ubiquitous in health economic evaluation. 
An explicit focus on reducing new HIV infections by the US National HIV/AIDS 
strategy among others has prompted some to consider HIV infections averted in 
the denominator of the incremental cost-effectiveness ratio (ICER), used to judge 
incremental value of an intervention. 
Our objective is to demonstrate the health and ethical implications of using HIV 
infections averted, as opposed to QALYs gained, in judging the relative value of HIV 
treatment and prevention interventions.
Methods: Building off a prior model-based evaluation of HIV care interventions 
(primary care testing (hospital, emergency department, outpatient) and ART ini-
tiation) in British Columbia (BC), we plotted health production functions, showing 
the highest-valued combinations of strategies for the range of investment levels, 
with QALYs and HIV infections averted in the y-axes to illustrate differences in 
valuation. Strategies were compared to the next-most resource intensive, with 
ICERs <3xGDP per capita considered for funding (BC GDP per capita:$55,405).
Results: With HIV infections averted in the y-axis (top panel), ED testing, ED+ 
hospital-based testing, all primary care testing and the combined intervention lie on 
the health production function, with all primary care testing likely to be implement-
ed (ICER:$116,739/HIV infection averted). With QALYs in the y-axis (bottom 
panel) ED testing, ED testing+ART initiation, ED+hospital testing+ART initiation 
and the combination intervention lie on the health production function, with the 
combination intervention likely to be implemented (ICER:$47,420/QALY). This 

strategy results in an additional 584 QALYs at a cost of $19.5M compared to the 
strategy selected by focusing on HIV infections averted, with an ICER ($33,421/
QALY) well-within international standards.
Conclusions: Using HIV infections averted in the ICER undervalues strategies pro-
viding immediate health benefits to PLHIV, resulting in sub-optimal and potentially 
unethical funding decisions. 

[Figure 1. Health production functions]

TUPEC0895
Estimating the potential impact of providing HIV treatment  
and opioid agonist therapy (OAT) in prison and upon release 
on HIV incidence among people who inject drugs (PWID) in 
Tijuana, Mexico
A. Borquez1, D. Abramovitz1, S. Strathdee1, L. Beletsky1,2, A. Vera1,  
C. Magis-Rodríguez3, P. Vickerman4, M.C. Boily5, N.K. Martin1,4 
1University of California San Diego, Medicine, La Jolla, United States, 2Northeastern 
University, School of Law & Bouvé College of Health Sciences, Boston, United States, 
3CENSIDA, Mexico, Mexico, 4University of Bristol, Bristol, United Kingdom, 5Imperial 
College London, London, United Kingdom 
Presenting author email: natasha-martin@ucsd.edu

Background: Tijuana is a nexus for drug use on the Mexico-US border, with an es-
timated 10,000 PWID, among whom HIV prevalence is 3.5% and incidence 1 per 
100 person-years (although much higher among women than men). Among PWID 
in Tijuana, access to HIV and harm reduction services is very low (< 3% receiving 
ART or OAT) and incarceration is frequent. We estimate the potential impact of 
providing ART and OAT in prisons and upon release on HIV incidence among PWID 
in Tijuana, using mathematical modeling.
Methods: We developed a deterministic model of injecting and sexual HIV trans-
mission among PWID disaggregated by HIV status (including ART), sex, incarcera-
tion status and OAT. We calibrated the model to HIV prevalence and incidence data 
among PWID in Tijuana, parameterized with local data on incarceration patterns 
and elevated risk of syringe sharing among recently and non-recently incarcerated. 
For simplicity, we assumed no coverage of ART or OAT at baseline either in prison 
or the community. In the counterfactual scenarios, we varied the efficacy of ART 
in preventing parenteral transmission (relative risk 0.4-0.96) and assumed a drop 
out rate of 0.1/year in the community. We assumed an efficacy of OAT in reducing 
HIV acquisition of 0.53 (95%CI: 0.33-0.68) based on a meta-analysis and mean 
duration of 1 year. We estimated the impact on HIV incidence of providing ART to 
HIV-infected PWID in prison and on release, OAT to all PWID in prison and on 
release, or both (OAT+ART) from 2017-2030.



ABSTRACT BOOK • www.iAS2017.ORg

Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July
Poster

Exhibition

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

328

Results: Modeling estimated that between 2017-2030, ART provision in prison 
and on release could avert 16% (95% Credible Interval (CrI): 8%-28%) of new 
HIV infections. OAT provision to all PWID in prison and on release could avert 
12% (95%CrI: 5%-22%) of HIV infections, and OAT+ART provision could avert 21% 
(95%CrI: 11%-34%) of HIV infections.
Conclusions: Prisons could provide a valuable opportunity for initiating PWID onto 
HIV prevention in Tijuana, a population in much need of HIV and harm reduction 
services. Indeed, a fifth of new HIV infections could be averted between 2017-
2030 through the provision of ART and OAT in prison and upon release. 

Strategies to Increase Uptake of and Retention  
in HIV Services

TUPED1185
Minors access to HCT and proxy consent: standing up for their 
right to highest quality of care
M. Balibago1, E. Brathwaite2 
1UNICEF Philippines, HIV and Adolescent Programming, Caloocan City, Philippines, 
2ICRC, Carlton, Australia 
Presenting author email: mbalibago@unicef.org

Background: The Philippines is one of the seven countries with increasing HIV cases 
in the world, with 19 of 29 estimated new HIV infections per day occur among 15 
to 24 years old. Restrictive laws remain as significant barriers especially with the 
recent decision of the Supreme Court on the constitutionality of the Responsible 
Parenthood Reproductive Health Law that requires below 18 y/o adolescents to 
obtain written consent from their parents; the same requirement of AIDS Law for 
HIV testing. With the very low comprehensive knowledge on HIV among the key 
populations (IHBSS 2015) and the general youth (YAFS 2013), delayed access to 
services and low condom use among those who engaged in risky behaviors at an 
early age, and unwillingness to disclose sexual activities to parents, the YOUTH will 
continue being drivers of the HIV epidemic in the country.
Methods: UNICEF worked with Philippine government to start reverting 62% 
of HIV cases among youth, thus implemented the Integrated SRH/HIV Service 
Delivery Model for Adolescents. Capacity of national and local government agen-
cies, civil society organizations (CSO), PLHIV community and youth networks 
were strengthened on HCT provision, determining “conditions to provide proxy 
consent”, training health providers/social workers providing adolescent friendly 
health services, review of ethical medical practice and use of case management 
tools and forms, and establishing a wide network of service delivery referrals on 
adolescent using standardized operational guidelines.
Results: Improved life skills education and other demand generation activities that 
is linked to adolescent friendly health services increased service uptake. Frontline 
service providers are less afraid to provide services through the partnership model. 
To date, 2 HIV high burden cities have amended HIV ordinance lowering age to 
consent for HIV testing from 18 to 15 y/o while other cities have ongoing leveraging 
with mayors to provide HCT services to minors through MOU. Most important is 
that more than a thousand of adolescent minors as young as 13 years old have ac-
cessed HCT; those positive linked to services.
Conclusions: Use of evidence-based data, documentation of experiences, and 
strong government/CSO/youth partnerships guarantee actions to overcoming le-
gal barriers and other challenges to minors access to services. 

TUPED1186
Engagement in care and viral suppression (VS) are not 
associated with same-day versus delayed antiretroviral therapy 
(ART) initiation during pregnancy in Cape Town,  
South Africa
N. Langwenya1,2, E.J. Abrams3,4, T. Phillips1,2, J. McIntyre1,5, K. Brittain1,2,  
A. Zerbe3, L. Myer1,2 
1University of Cape Town, Division of Epidemiology & Biostatistics, Cape Town, South 
Africa, 2University of Cape Town, Centre for Infectious Diseases Epidemiology & 
Research, Cape Town, South Africa, 3Columbia University, ICAP, New York, United 
States, 4Columbia University,College of Physicians & Surgeons, New York, United 
States, 5Anova Health Institute, Johannesburg, South Africa 
Presenting author email: nontokozo.langwenya@uct.ac.za

Background: Immediate initiation of ART on the same day as eligibility is deter-
mined (“same-day initiation”) is common in PMTCT services to help maximise 
time on ART and VS before delivery. However there are concerns that same-day 

initiation may restrict patient preparation before ART start and contribute to sub-
sequent non-adherence, disengagement from care and raised viral load (VL). We 
examined whether same-day initiation is associated with engagement and VS in a 
cohort of women initiating ART during pregnancy.
Methods: At a large primary care clinic, consecutive ART-eligible women were en-
rolled into an implementation science study at their first antenatal visit, 4/2013-
6/2014. During the study, ART eligibility/initiation changed from delayed initiation 
following CD4-driven eligibility criteria (“Option A”, 4-6/2013) to universal same-
day initiation (“Option B+” after 6/2013). All women were followed with VL testing 
for the study, separate from routine care, through 12m postpartum. Postpartum 
engagement in ART services was measured using routinely-collected clinic, phar-
macy and laboratory records.
Results: Of 628 ART-eligible women enrolled (median age=28y; median 
gestation=21w; 55% newly diagnosed HIV+), 73% started ART same-day; 81% and 
19% under “Option B+” and “Option A”, respectively; there were no significant de-
mographic differences between same-day and delayed initiators. There were no dif-
ferences in engagement through 12m postpartum (same-day=76%, delayed=75%, 
p=0.512). Levels of VS< 1000cps/mL at delivery (92%vs90%) and 12m postpartum 
(75%vs71%) were the same under same-day vs delayed initiation, respectively; simi-
lar findings were observed when VS was defined at < 50cps/mL (p>0.200 through-
out). Results did not vary after adjustment for demographic/clinical measures, and 
were consistent across subgroups of age, CD4 and timing of HIV diagnosis (Table).
Conclusions: These data suggest that same-day ART initiation is not associated 
with lower levels of engagement in care or VS through 12m post-delivery, reassuring 
findings for PMTCT/ART programmes offering immediate ART initiation.

Subgroup At delivery [OR (95% CI)] At 12 months Postpartum [OR (95% CI)]

 VS<50 VS<1000 VS<50 VS<1000 Engaged in 
care

All women 0.97 
(0.48-1.97)

1.72 
(0.69-4.25)

1.33 
(0.71-2.53)

1.38 
(0.71-2.71)

1.54 
(0.82-2.90)

Age: <28 years 1.49 
(0.61-3.68)

3.64 
(1.16-11.5)

1.20 
(0.49-2.95)

1.32 
(0.54-3.26)

1.90 
(0.83-4.33

Age: ≥28 years 0.80 
(0.24-2.60

0.62 
(0.12-3.20)

1.56 
(0.59-4.14)

1.63 
(0.56-4.71)

1.39 
(0.49-4.00)

Pre-ART CD4: ≤350 1.05 
(0.43-2.60)

1.47 
(0.44-4.92)

0.88 
(0.35-2.20)

1.12 
(0.43-2.88)

1.62 
(0.64-4.11)

Pre-ART CD4: >350 0.81 
(0.24-2.75)

2.83 
(0.69-11.6)

1.70 
(0.65-4.47)

1.54 
(0.56-4.26)

1.35 
(0.53-3.42)

HIV diagnosis: new in 
pregnancy

0.99 
(0.36-2.70)

1.79 
(0.53-6.08)

1.52 
(0.57-4.02)

1.42 
(0.53-3.79)

1.20 
(0.53-2.75)

HIV diagnosis: before 
pregnancy

0.77 
(0.26-2.30)

1.47 
(0.37-5.87)

1.07 
(0.45-2.58)

1.25 
(0.48-3.24)

2.09 
(0.75-5.86)

All models adjusted for pre-ART VL, time on ART, gestation at ART initiation, marital status and 
PMTCT Option (A/B+); models with all women also adjusted for CD4, age and timing of HIV 
diagnosis

[Adjusted association same-day vs delayed]

TUPED1187
Will HIV test and start be the end of baseline CD4 monitoring? 
CD4 functionality and impact of transition in a resource-limited 
setting, Zimbabwe
T. Maphosa1, K. Webb1, V. Chitiyo1, B. Engelsmann1, J. Murungu2, S. Page1,  
P. Nesara1, D. Patel1 
1Organisation for Public Health Interventions and Development, Harare, Zimbabwe, 
2Ministry of Health and Child Care, AIDS and TB Program, Harare, Zimbabwe 
Presenting author email: tmaphosa@ophid.co.zw

Background: In 2015, World Health Organization (WHO) released new HIV treat-
ment and care guidelines recommending starting antiretroviral therapy (ART) in all 
people living with HIV (PLHIV) regardless of CD4 count or clinical stage. In June 
2016, Zimbabwe started implementing the new HIV treatment guidelines which 
still recommend baseline CD4 monitoring. The objectives of the assessment were 
to describe the availability of CD4 monitoring and identify existing bottlenecks to 
effective and efficient use of CD4 monitoring equipment.
Methods: Qualitative and quantitative data was collected in 22 purposively sampled 
districts (5 provinces). Health care staff was interviewed in March 2016 using a 
structured questionnaire. After Treat All roll out; CD4 utilization pattern was re-
corded pre- and post-TREAT ALL implementation in June and July 2016 respec-
tively. Stata V12 was used to conduct the data analysis.
Results: At the time of the assessment; 50% (15/30) of conventional and 34% 
(42/124) CD4 POC machines were not functioning. Average length of break down 
was 118 days, with most frequently cited reasons for breakdown being error mes-
sages, no cartridges or reagents, and results printer down. In the previous 6 months, 
81% of all CD4 machines had experienced a reagent stock out, breakdown or both. 
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The proportion of patients initiated on ART that received baseline CD4 monitoring 
significantly reduced the month after Treat All began (47% vs. 26%, p <0.001). The 
table below shows the reported status of the CD4 machines per province. 

Province

Total 
CD4 

machi-
nes

Number 
of Point of 
care CD4 
machines

Number 
of con-

ventional 
CD4 

machi-
nes

Number of 
machines 

CURRENTLY 
non-func-

tional (May 
2016)

Machines 
reporting 
cartridge 
or reagent 
stock out

Number of 
machines 
reported 
broken 
down

Machines 
reporting 

breakdown 
&/or stock 

out

Bulawayo 13 11 2 3 (23%) 10 (91%) 3 (23%) 11 (85%)
Manicaland 31 26 5 4 (13%) 18 (58%) 8 (26%) 23 (74%)
Masvingo 34 27 7 12 (35%) 17 (50%) 15 (44%) 25 (74%)
Mat. South 31 23 8 20 (65%) 26 (84%) 11 (35%) 29 (94%)
Midlands 45 37 8 18 (40%) 26 (58%) 29 (64%) 36 (80%)
Total 154 124 30 57 (37%) 97 (63%) 66 (43%) 124 (81%)

[Reported CD4 machine status per province]

Conclusions: We report frequent breakdown of both POC and conventional CD4 
machines and a significant decline in documented baseline CD4 in newly initiated 
patients following the start of Treat All in Zimbabwe. As national scale up of VL 
monitoring continues, we recommend cost-effectiveness analyses to determine 
optimal investment for improving functionality of existing CD4 equipment to 
support baseline monitoring of patients on ART as recommended in Zimbabwean 
national guidelines. 

TUPED1188
“PrEP in the Wild”: results from a global survey of medical 
providers’ PrEP practices in settings where it is approved and 
where it is not
J. Galea1,2, R. Cook3, J. Pickett4,5, P. Gorbach3 
1Socios en Salud, Boston, United States, 2Harvard Medical School, Global Health 
and Social Medicine, Boston, United States, 3University of California, Los Angeles, 
Epidemiology, Fielding School of Public Health & Division of Infectious Diseases, 
David Geffen School of Medicine, Los Angeles, United States, 4AIDS Foundation 
of Chicago, Prevention Advocacy, Chicago, United States, 5International Rectal 
Microbicide Advocates, Chicago, United States 
Presenting author email: jpickett@aidschicago.org

Background: Some medical providers prescribe PrEP drugs off label (“in the wild”) 
and/or provide related medical monitoring to individuals who procure PrEP drugs on 
their own. Little is known about the practices of these medical providers.
Methods: During February-December, 2016, an internet survey of PrEP providers 
was deployed globally in English, French and Spanish. A descriptive analysis of PrEP 
provider practices was conducted.
Results: 70 surveys were completed by medical providers from 27 countries. Their 
reported patients included: people who inject drugs (76%); transgender persons 
(63%); men who have sex with men (91%); and, heterosexual women (84%) and men 
(86%). 89% of providers reported following established PrEP guidelines including: 
US CDC (62%); WHO (62%); South African (14%). HIV infection was ruled-out 
prior to prescribing PrEP by: rapid HIV antibody (70%) or HIV antibody with P24 
antigen (53%) tests; ELISA with P24 antigen (54%); PCR/viral load (30%); CD4+ 
(11%). ARVs prescribed included: Truvada® (80%) or generic TDF/FTC (55%); 
3TC+TDF (13%); TDF (5%); Stribild (5%); Atripla (7%); other (10%). Primary ARV 
dosing schedules prescribed: daily (92%); 1 dose the day before sex, then 1 dose 
every day of sex, and 1 dose the day after sex (12%); and 1 dose 4x/week (8%). HIV 
was testing most frequently recommended monthly (7%); quarterly (75%); or bi-
annually (7%). Other testing included: gonorrhea (73%); chlamydia (77%); HPV 
(36%); mycoplasma (23%); syphilis (94%); hepatitis A, B, C (56%, 92% and 76%, 
respectively); serum creatinine clearance (92%); liver function (74%); bone min-
eral density (10%); and urine dipsticks (62%). Social services referrals were com-
mon (67%). Reasons for refusing to prescribe/support PrEP included: low HIV risk 
(52%); concerns about reduced condom use (19%); recreational drug use (13%); 
mental health problems (21%); < 18 years of age (20%); female (17%); transgender 
(13%); sex worker (11%); current condomless sex (19%); no condomless sex (35%); 
only heterosexual sex (17%); medication affecting kidneys (57%).
Conclusions: Most “in the wild” PrEP providers followed established guidelines; 
however, non-recommended PrEP regimens and tests were common. Of concern 
was refusal to prescribe PrEP to potentially very vulnerable individuals. PrEP ap-
proval in countries is critical to the consistent, correct provision of PrEP. 

TUPED1189
Facilitators and barriers for providing HIV, sexual and 
reproductive health (SRH) services to adolescent key 
populations in Kenya: a situational analysis
R. Kimathi1, M. Kiragu1, S. Nduta1, M. Mireku1, M. Muthare1, G. Ombui1,  
J. Kyongo1, R. Karuga1, E. Gitau2, U. Gilbert2, H. Musyoki3, A. Ikahu1, L. Digolo1,  
W. Mukoma1, L. Otiso1 
1LVCT Health, Nairobi, Kenya, 2UNICEF, Nairobi, Kenya, 3NASCOP, Nairobi, Kenya 
Presenting author email: rkimathi@lvcthealth.org

Background: AIDS related deaths among adolescents continues to rise in Africa. 
Key populations contribute to 30% of new infections annually and include adoles-
cent key populations (KPs). However, limited data exists on adolescent key popula-
tions in Kenya, limiting sexual and reproductive health (SRH) and HIV policy for-
mulation and service delivery. 
In this study, adolescent KPs were defined as adolescents aged 10-19 years who 
engage in either sex work, same sex relationships or intravenous drug use. The study 
aimed to identify enablers and barriers to inform provision of HIV/SRH services to 
adolescent KPs in Kenya.
Methods: A cross sectional study using qualitative methods was conducted be-
tween October 2015 and April 2016. A total of 9 focus group discussions and 18 in-
depth interviews were conducted with 108 adolescent KPs. Fifteen key informant 
interviews were conducted with national and county policy makers, 18 with health 
service providers (clinicians and counsellors) and 18 with key populations’ program 
implementers (program officers and managers) in Nairobi, Mombasa and Kisumu 
counties of Kenya. The interviews explored perceptions of facilitators and barriers 
to provision of HIV/SRH services to adolescent key populations by the different 
groups. Data were recorded digitally, translated, transcribed and coded in NVivo10 
prior to a thematic analysis.
Results: Adolescent KPs, health service providers, program implementers and 
policy makers identified several facilitators in the provision of services namely: a 
friendly and easily accessible location or environment for provision of HIV/SRH 
services and integrated health services that minimize referrals (“one-stop-shop”). 
Barriers to provision of services reported were; limited involvement of adolescent 
KPs in the design of HIV/SRH programs, negative health care providers’ attitudes 
towards key populations, limited age appropriate information education materials, 
absence of disaggregated data that helps in decision making on programming, and 
lack of adolescent key population’s policies & guidelines on HIV and sexual repro-
ductive health.
Conclusions: The study has demonstrated existing facilitators and significant bar-
riers to provision of HIV/SRH services for an at risk group for which limited data 
exist. These results provide a basis for policy review and program redesign involving 
the adolescent KPs to minimize barriers and facilitate HIV/SRH service access and 
uptake. 

TUPED1190
Interpersonal Communications (IPC) linked with a  
mobile-based feedback mechanism for voluntary medical  
male circumcision (VMMC) demand creation: lessons from  
a 6-month implementation pilot in Zambia
B. Thurston1, A. Machinda2, M. Namukoko3, G. Sishekanu Liche3,  
M. Sundaram4, N. Chintu2 
1Population Services International, Lusaka, Zambia, 2Population Services International/
Society for Family Health, Lusaka, Zambia, 3Society for Family Health, Lusaka, 
Zambia, 4Bill & Melinda Gates Foundation, Seattle, United States 
Presenting author email: brittanyt@sfh.org.zm

Background: IPC approaches are the backbone of VMMC demand, facilitating 
discussions and allowing men to address their unique concerns. Despite relative ef-
fectiveness of IPC, most men showing willingness to get circumcised do not get cir-
cumcised. Internal programmatic data shows one third of men reached with circum-
cision messages get circumcised. Most VMMC programs lack structured follow-up 
strategies for clients missing appointments.
A door-to-door mobilization model, which utilized Community Health Workers 
(CHWs) equipped with tablets to maximize follow-up, efficiency and effective-
ness of contact with potential VMMC clients was implemented over six months 
in Lusaka.
Methods: Ten CHWs and one supervisor were trained and equipped with pre-con-
figured tablets, given unique identifier codes and assigned to one geographical area. 
At each household, CHWs electronically submitted client information and booked 
VMMC appointments through a custom-built application, which generated unique 
client numbers. These were used to track clients and ultimately for reconciling ap-
pointments. Automated reminder messages were sent to appropriate CHW a maxi-
mum three times for clients missing appointments.
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Results: 70% (121/171) of booked clients were circumcised, 91% of these on first 
booking, and 9% after follow-up visits. 37% of clients booked through a CHW were 
circumcised the following day, while 15% were circumcised between 2 to 5 days 
later, and 19% took 6 to 75 days. 
Most of circumcised clients were males between 15-29 years; unmarried (84%); at-
tained a minimum of primary school level education (96%); and unemployed (70%). 
Clients most likely to go for circumcision after a day were those with tertiary educa-
tion (50%); heads of households (45%); unmarried (48%); employed (43%); and 
aged 15-29 years (41%). Conversely, clients requiring more time to get circumcised 
were those with up to secondary level education only (26%), and aged less than 15 
years (23%).
Of the 30% clients missing appointments, most never attended school (71%) and 
were below 15 years (40%).
Conclusions: An innovative IPC demand creation model using CHWs coupled with 
a mobile-based feedback mechanism is an effective approach for identifying char-
acteristics of clients who access VMMC services in low resource settings; monitor-
ing client referral success rates; and promoting timely and systematic follow-ups. 

TUPED1191
Evaluation of lost to follow-up tracing system in integrated  
HIV care (IHC) program in Myanmar: call for strengthening  
of current tracing activity
A.M. Ko Ko1, K.W.Y. Kyaw2, Z.Z. Oo1, T. Htun3, S. Thiha1, A.C. Min1, T.K. Aung1, 
N.T.T. Kyaw2, H.N. Oo4 
1International Union against Tuberculosis and Lung Disease (The Union), HIV Unit, 
Mandalay, Myanmar, 2International Union against Tuberculosis and Lung Disease 
(The Union), Operational Research Department, Mandalay, Myanmar, 3International 
Union against Tuberculosis and Lung Disease (The Union), Monitoring, Evaluation, 
Accountability and Learning Deparment, Mandalay, Myanmar, 4Ministry of Health 
and Sports, National AIDS Program, Nay Pyi Taw, Myanmar  

Background: Access to the antiretroviral therapy (ART) has been rapidly increased 
during the past ten years in Myanmar as well as in Integrated HIV Care (IHC) 
Program. Loss-to-follow-up (LTFU) rate 7% was reported in the IHC program in 
2012 although the target set by National Program is < 5%. Hence, LTFU, defined 
as “disengagement from clinic at least 12 weeks from last appointed date” in the 
program, became one of the critical area to emphasize to improve the treatment 
outcome in this setting. The systematic tracing of LTFU was implemented in 2015 
and 2016 by contacting via phone or by visiting home with monthly interval of at 
least three times by peer network.
Methods: Retrospective analysis of the tracing outcomes of LTFU patients 
from three ART Centers of Mandalay General Hospital and one of 300 Bedded 
Mandalay Teaching Hospital between June 2005 and December 2016.
Results: Of 1,368 LTFU patients from four ART Centers, 733 (54%) were traced 
with 648 (88%) patients on ART and 85 (12%) on stopped ART at the time of LTFU. 
The median (interquartile range -IQR) age at time of enrolment was 35 years (30 
- 40), while the median duration on ART at the time of LTFU was 7 months (IQR 
2 - 19). After tracing, 185 (25.2%) were reported to be alive, 118 (16.1%) were dead, 
245 (33.5%) could not reached because of wrong recording or changing of ad-
dresses and phone numbers; and 185 (25.2%) patients were reported as family lost 
connection with patients, loss of record booklet, etc. LTFU patients with CD4≤200 
cells/mm3 were more likely to report dead compared with those who had CD4>200 
cells/mm3 [Odd ratio 3 (95% confidence interval 1.84 - 4.88)].
Conclusions: The current LTFU tracing system is needed to strengthen to cover 
more LTFU patients, moreover, the recording system of the program is also re-
quired to improve to get correct contact details of patients with regular updating 
of the changes. In addition, it is needed to implement a new innovative strategy for 
patients with low CD4 count to prevent disengagement from care. 

TUPED1192
Impact of household visit schedule of field teams on retention of 
community-recruited participants in HIV prevention research: 
perspectives from the HPTN 071 (PopART) study
E. Nkuna1, N. Mandla1, R. Hayes2, H. Ayles2, P. Bock1, N. Beyers1, R. Sloot1,  
on behalf of the HPTN 071 (PopART) Study Team 
1Stellenbosch University, Desmond Tutu TB Centre, Cape Town, South Africa, 2London 
School of Hygiene and Tropical Medicine, London, United Kingdom 
Presenting author email: eliudn@sun.ac.za

Background: Successful follow-up of community-recruited participants in HIV 
prevention research could be influenced by the household visit schedule of field 
teams. The aim of this study is to investigate the impact of different field work shifts 
on successful follow-up of participants.

Methods: HPTN 071 (PopART) is a community-randomised trial of a household-
based HIV-prevention intervention package in South Africa and Zambia. The 
primary outcome, HIV incidence, is measured in a randomly selected Population 
Cohort (PC). We used data from the 12 month follow-up survey (July 2015 - June 
2016) of the PC in 9 South African communities. Follow-up household visits among 
individuals consented to participate at baseline were scheduled in three shifts: 
Midweek (Monday-Friday) shifts (8 hour duration) categorized as early shift if it 
ended before 4pm; as late shift if it ended after 4pm; and a Saturday shift (5 hours). 
During each shift, 4 teams (two individuals per team) were active per community. 
A participant was considered successfully followed-up if the survey was completed 
during the household visit. The number of successful follow-up visits were calcu-
lated for each shift type and standardized to account for variation in shift duration. 
Poisson regression analysis was used to calculate incidence rate ratio’s (IRRs) and 
95% confidence intervals (CIs) of number of successful visits. Month of visit was 
included in the model to account for confounding with calendar time.
Results: 11,720 participants, including 8,251 females (70%), were successfully 
followed-up during 223 days. The rate of successful visits per hour was 5.1 for 
early shifts (CI=4.1-6.0), 6.8 for late shifts (CI=5.9-7.6) and 15.7 for Saturday 
shifts (CI=12.1-19.3). Follow-up visits during Saturday shifts were more success-
ful as compared to visits during early or late midweek shifts (IRR=3.1, CI=2.5-3.9; 
IRR=2.4, CI=1.9-2.9, respectively). Among males, Saturday shifts resulted in 3.6 
times as many successful visits compared to early midweek shifts (CI=2.8-4.5) and 
2.9 times as many compared to late shifts (CI=2.4-3.5). Among females, these 
IRRs were 2.9 (CI=2.3-3.7) and 2.2 (CI=1.7-2.7).
Conclusions: To efficiently follow-up participants, in particular males, more house-
hold visits should be scheduled during Saturday shifts instead of midweek shifts. 
These findings can be used for implementation of community-based research. 

TUPED1193
Improving documentation of antiretroviral therapy (ART) 
medication pick-up via electronic pharmacy barcode system  
in rural Mozambique
S.M.F. Van Rompaey1, M. Melo2, J. Viele3, A. Green3, H. Machabane4,  
A. Muicha5, C. Magumisse6, C.W. Wester3,7 
1Friends in Global Health, Quality Improvement, Maputo, Mozambique, 2Friends in 
Global Health, Quality Improvement, Quelimane, Mozambique, 3Vanderbilt University 
Medical Center, Nashville, United States, 4Friends in Global Health, Maputo, 
Mozambique, 5Friends in Global Health, Quelimane, Mozambique, 6Direcção Districtal 
de Saúde, Alto Molocue, Mozambique, 7Vanderbilt Institute for Global Health, 
Nashville, United States 
Presenting author email: mayra.melo@fgh.org.mz

Background: In 2011 the Mozambican Ministry of Health (MoH) modified the 
existing paper-based system to register individual medication pick-up for antiret-
roviral therapy (ART). However, use of the form (known locally as a FILA - Ficha 
Individual de Levantamentos de ARV) was time consuming and inconsistent, 
threatening accuracy of ART retention data. Therefore, in 2015 the MoH included 
electronic FILA systems in its national strategy for quality improvement. In March 
2016, the international non-governmental organization Friends in Global Health 
(FGH) established a user-friendly electronic barcode FILA system (eFILA) with 
interoperability between its Electronic Patient Tracking System (EPTS) at the rural 
Alto Molocue Hospital pharmacy in Zambezia province, Mozambique; which aver-
ages 48 ART patients a day. We assessed the effect of this innovation on timely 
registration of patient ART medication pick-up into the EPTS and FILA processing 
time.
Methods: Analysis of timely registration for patients who picked up ART at the 
pharmacy throughout 5 consecutive business days during the following periods: 
March 10-16, 2016 (pre-implementation) and September 14-20, 2016 (during 
implementation). We triangulated data for patient pick-up date, ART regimen and 
dosage between the prescription, paper-based FILA, eFILA and EPTS, with timely 
registration in EPTS defined as no more than two days beyond the inclusion period. 
We also assessed, from the time a patient was attended by pharmacy staff: a) time 
of paper-based FILA completion, and b) time of registration into the eFILA system, 
to calculate mean FILA processing time.
Results: Before implementation, timely registration of ART pick-up in EPTS was 
noted for 173 (71%) of 243 patients. During implementation, timely registration 
was noted for 299 (98%) of 305 patients. Prior to eFILA implementation, the 
mean processing time for paper-based FILAs was 162 minutes, compared to 47 
minutes (71% reduction) for paper-based FILAs and 2 minutes for eFILA following 
implementation.
Conclusions: The electronic barcode system, with its user-friendly scanning device 
and EPTS interoperability, shows great potential to improve timely registration of 
ART pickup in Mozambique. Future analyses are planned to explore the system’s 
impact on retention data. 
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TUPED1194
Challenges in managing cryptococcal meningitis  
in resource-limited settings
G. Gonese1, A.F. Bochner2, R. Makurumidze1, T. Apollo3, B. Makunike1,  
E. Meacham2, F. Petracca2, R. Levine2, S. Balachandra4, P. Nyika4, A. Downer2 
1International Training and Education Center for Health (I-TECH), Harare, Zimbabwe, 
2International Training and Education Center for Health (I-TECH), University of 
Washington Department of Global Health, Seattle, United States, 3Zimbabwe Ministry 
of Health and Child Care, Harare, Zimbabwe, 4U.S. Centers for Disease Control and 
Prevention, Harare, Zimbabwe 
Presenting author email: tsitsiapollo2@gmail.com

Background: Cryptococcal meningitis remains a major cause of mortality and 
morbidity among HIV-infected individuals. The Zimbabwe national HIV guidelines 
recommend screening all HIV positive clients for cryptococcal infection. I-TECH 
Zimbabwe, with funding from the U.S. Centers for Disease Control and Prevention, 
supports the Ministry of Health and Child Care’s roll-out of cryptococcal antigen 
(CrAg) screening as standard HIV care. Prior to implementation, a baseline assess-
ment was conducted, and we report our findings.
Methods: The baseline assessment was performed in September 2016 at seven hos-
pitals, purposively sampled in Zimbabwe. The assessment tool contained questions 
assessing the capacity of sites to perform CrAg screening, other laboratory services 
used in the diagnosis and management of meningitis cases, and the availability of 
commodities. Key informants at each facility were interviewed, and the assessment 
took approximately a half day to complete.
Results: Five district hospitals and two provincial hospitals participated in the as-
sessment. Two facilities assessed were currently offering CrAg screening. At fa-
cilities not performing CrAg screening, lack of test kits, reagents, and trained staff 
were reported as barriers to service provision. Both of the facilities offering CrAg 
screening reported insufficient quantities of reagents. All facilities had functional 
lumbar puncture packs and four facilities had the necessary reagents to perform 
CSF microscopy, culture, and sensitivity. Six facilities had Fluconazole available; 
Amphotericin B was unavailable at all sites. All sites offered haematology, six had 
functional CD4 services, and three offered urea and electrolytes chemistry.

[CrAG Screening Algorithm (Adopted from WHO)]

Conclusions: The majority of hospitals lacked capacity to offer CrAg screening and 
manage cryptococcal meningitis cases. The baseline assessment identified ways in 
which hospitals would need to be supported to implement CrAg screening and man-
age cryptococcal meningitis cases within acceptable standards. Additional support 
to hospitals through staff training and increased availability of commodities has the 
potential to reduce the morbidity and mortality caused by cryptococcal meningitis. 

TUPED1195
Trends in tetanus immunization and VMMC uptake in 12 
districts in Rwanda
E. Rugwizangoga1, A. Ntakirutimana1, E. Tayebwa1, J. Sinzahera1,  
J.M.V. Kabalisa2, E. Zimulinda3, R. Favero4, J. Reed4, K. Curran4,  
B. Mukarugwiro1, S. Mutwiwa1 
1Jhpiego, Rwanda, Kigali, Rwanda, 2RDF/Medical Regiment, Kigali, Rwanda, 3DoD, 
Kigali, Rwanda, 4Jhpiego, Baltimore, United States 
Presenting author email: eugene.rugwizangoga@jhpiego.org

Background: By 2014, thirteen tetanus cases were reported across Sub-Saharan 
Africa VMMC programs. Consequently, WHO advised administering two tetanus 
toxoid containing vaccine (TTCV) doses prior to VMMC procedure. The impact of 
this new guidance on VMMC programs is unknown. This documentation assesses 
the trend of VMMC uptake before and after implementation of the new WHO 
TTCV advice issued in June 2016.

Methods: Vaccines were provided by the Ministry of Health and providers were ori-
ented on new WHO advice. The population was sensitized on TTCV through public 
media and counseling. Data were included from the same months (July-December) 
in 2015 (before the WHO advice) and 2016 (after). All males screened for VMMC 
in 7 RDF sites and 13 sites in priority districts were included. Data were collected 
from registers, client forms, and monthly reports. There were no reported stock 
outs of vaccine or VMMC commodities during the assessment. Data will be col-
lected through December 2017.
Results: Fewer VMMC procedures were performed during July-Sept 2016 vs. July-
Sept 2015. 353 clients were lost to followup (LTFU) after TTCV1 and an additional 
60 lost after TTCV2. Immunization rates decrease 3 months after the initial swell 
of clients are immunized and the program enters holidays. 

[VMMC uptake]

[TTCV uptake]

Conclusions: Programs should expect a decline in VMMC procedures immediately 
following initiation of the pre-VMMC tetanus immunization. Clients receiving 
TTCV2 and VMMC were lower than initially screened, implying a need for close 
monitoring to minimize LTFU. There were more VMMC procedures done compared 
to clients completing TTCV2, indicating potential contribution from partners. 

TUPED1196
HIV and tuberculosis in Malawian prisons: a comprehensive 
prevention, screening and management programme
S.C. Mendelsohn, C. Aluda, R. Ortuno, A. Shigayeva, K. Hilderband,  
E. Goemaere 
Medecins Sans Frontieres, Brussels, Belgium 
Presenting author email: simonmendelsohn@gmail.com

Background: Maula and Chichiri maximum security prisons in Malawi currently 
hold 2,757 and 1,936 inmates respectively, over 240% of their intended capacities. 
Congested cells, lack of infection control measures, and prevalent malnutrition re-
sult in a high transmission setting for tuberculosis (TB). Prior to any interventions, 
a limited antiretroviral therapy (ART) programme was the only healthcare service 
provided by inadequately trained prison staff. 
A 2011 study estimated HIV (41%) and TB (4.4%) point prevalence in central 
Malawian prisons. In 2014 Médecins Sans Frontières’ (MSF) introduced a compre-
hensive package of interventions to prevent, screen, treat, and monitor HIV and TB 
in these prisons according to the Southern African Development Community mini-
mum standards for prisons. Auxiliary care includes a nutrition programme, hepatitis 
B vaccination, mental health screening, outpatient care and referral, health promo-
tion, and advocacy. 
This research outlines the unique programmatic tools and structural interventions 
implemented by MSF, and the impact of these interventions on HIV care and TB 
transmission in the prisons.
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Methods: An overview of the programmatic interventions introduced by MSF 
between June 2014 and December 2016 in Maula and Chichiri prisons. Data 
were captured in TIER.Net, analysed using Stata 12.1, and results reported until 
31/12/2016.
Results: The HIV point prevalence at Maula and Chichiri prisons was 13.7% (95% 
CI: 12.4-15.1%) and 20.6% (18.8-22.5%) respectively. There have been no con-
firmed cases of HIV transmission in the prisons. The UNAIDS 90-90-90 HIV 
cascade indicators are summarised in the table below: 

 Maula Prison Chichiri Prison

Prisoners screened for HIV in 
past 6 months

2334/2359 
(98.9%; 95% CI: 98.4-99.3%)

1780/1807 
(98.5%; 95% CI: 97.8-99%)

HIV positive on ART
363/378 

(96.0%; 95% CI: 93.5-97.8%)
397/399 

(99.5%; 95% CI: 98.2-99.9%)

On ART eligible for viral load 
with viral load taken

180/241 
(74.7%; 95% CI: 68.7-80.1%)

244/281 
(86.8%; 95% CI: 82.3-90.6%)

Viral load <1000 copies/ml
165/180 

(91.7%; 95% CI: 86.6-96.2%)
229/244 

(93.9%; 95% CI: 90.1-96.5%)

[UNAIDS 90-90-90 HIV cascade indicators in prisons]

The number of inmates with active TB on treatment was 33 (1.2%; 95% CI: 0.8-
1.7%) in Maula and 22 (1.1%; 0.7-1.7%) in Chichiri with HIV-TB co-infection of 
24.2% (8/33) and 59.1% (13/22) respectively.
Conclusions: The model of care implemented in this challenging setting has been 
effective in helping to achieve the UNAIDS 90-90-90 goal and can be replicated 
in similar prison contexts. Active TB case finding and infection control efforts (in-
cluding isoniazid preventative therapy) need to be intensified to curb transmission. 

TUPED1197
Internalized homophobia, HIV/AIDS responsibility beliefs,  
and HIV knowledge amongst men who have sex with men: 
correlates of HIV/AIDS discrimination in a setting of 
institutionalized homophobia
R.K.J. Tan1, B. Teerawichitchainan2 
1National University of Singapore, Saw Swee Hock School of Public Health, Singapore, 
Singapore, 2Singapore Management University, School of Social Sciences, Singapore, 
Singapore 
Presenting author email: e0145771@u.nus.edu

Background: Men who have Sex with Men (MSM) in Singapore are disproportion-
ately represented in the proportion of prevailing HIV infections, relative to the 
general population. However, there exists a paucity of research on the psychoso-
cial dimensions of the HIV/AIDS epidemic amongst MSM in non-Western settings 
such as Singapore due to the criminalization of gay sex and prevailing homosexual 
stigma. The present study addresses this gap by investigating the significant demo-
graphic and psychosocial correlates of HIV/AIDS discrimination amongst MSM. 
The results will serve to highlight psychosocial barriers to the reduction of HIV/
AIDS discrimination against People Living with HIV/AIDS (PLWHA) which is as-
sociated with poor antiretroviral adherence, increased risky sexual behaviors, and 
poor mental well-being when internalized.
Methods: 164 responses from self-identified MSM were obtained through pur-
posive and convenience sampling methods by employing a web-based survey dis-
seminated by two voluntary welfare organizations. Surveys were self-administered 
and responses were anonymized to protect participants from possible legal reper-
cussions in Singapore, where gay sex is criminalized. The survey sought to measure 
discrimination against PLWHA, and its association with internalized homophobia, 
HIV/AIDS personal responsibility beliefs (HAPRB) and HIV knowledge. An or-
dinary least squares regression model, using a sequential modelling approach, was 
employed for analysis.
Results: Results indicate that internalized homophobia is positively associated 
with discrimination against PLWHA. Age and living in private housing are nega-
tively associated with internalized homophobia. Personal income, perception of 
strong community support, and having no religion are positively associated with 
HIV knowledge. Being HIV-positive and personal income are positively associated 
with HAPRB, while having no religion or perceiving strong community support 
are negatively associated with HAPRB. Internalized homophobia also mediates 
the relationship between HAPRB and discrimination against PLWHA [Mediated 
Effect = .24, SE = .11, 95% CI = .03, .46]. This study validates a 13-item internalized 
homophobia scale (Cronbach’s alpha = .86), and a 3-item discrimination against 
PLWHA scale (Cronbach’s alpha = .79) amongst Singaporean MSM.
Conclusions: Community-based interventions in settings of prevailing institution-
alized homophobia should recognize internalized homophobia as a barrier to the ef-
fectiveness of programs targeted at reducing HIV/AIDS discrimination amongst 
MSM, which in turn has wider implications for HIV prevention efforts. 

TUPED1198
What prevents central Asian migrant workers from accessing 
HIV testing? Implications for increasing HIV testing uptake in 
Kazakhstan
A. Davis1,2, A. Terlikbayeva3, D. Terloyeva3, S. Primbetova3, N. El-Bassel2 
1Columbia University Medical Center, HIV Center, New York, United States, 2Columbia 
University, School of Social Work, New York, United States, 3Columbia University 
Global Health Research Center of Central Asia, Almaty, Kazakhstan 
Presenting author email: ad3324@cumc.columbia.edu

Background: Several barriers prevent key populations, such as migrant workers, 
from accessing HIV testing. The success of the UNAIDS 90-90-90 goals hinges 
on the ability to drastically increase the number of people being tested for HIV, 
particularly among key affected populations with low HIV testing uptake, such as 
migrant workers. There is a dearth of HIV research on migrants in Central Asia, 
a region that has one of the fastest growing HIV epidemics in the world. Central 
Asia also has high levels of migration flows, which may complicate controlling the 
HIV epidemic in the region. This study identifies the determinants of HIV testing 
among Central Asian labor migrants (from Kyrgyzstan, Tajikistan, and Uzbekistan) 
in Kazakhstan.
Methods: Using data from a cross-sectional study among 623 migrant workers 
(22% female, 78% male) in Kazakhstan, we examined factors associated with HIV 
testing. Participants completed surveys containing questions related to demo-
graphic, economic, legal, sexual risk, and health care access factors. We assessed 
associations between independent variables and HIV testing using bivariate logistic 
regression. Significant variables in the bivariate models were simultaneously en-
tered in the multivariate model to identify variables that remained significantly as-
sociated with HIV testing.
Results: Overall, 48% of participants had ever received an HIV test. Being female 
(AOR 2.56; (95% CI [1.48-4.45]), having temporary registration (AOR 1.69; 
(95% CI [1.12-2.56]), having an employment contract (AOR 2.59; (95% CI [1.58-
4.23]), being able to afford health care services (AOR 3.61; (95% CI [1.86-7.03]) 
having a medical check-up in the past 12 months (AOR 1.85; 95% CI [1.18-2.89]), 
and having a regular doctor (AOR 2.37; 95% CI [1.20-4.70]) were associated with 
having an HIV test.
Conclusions: HIV testing uptake among migrants in Kazakhstan falls far short of 
the UNAIDS 90-90-90 goals. Intervention strategies to increase HIV testing 
among this population may include initiatives that focus on improving outreach to 
undocumented migrants, making health care services more affordable, and linking 
migrants to health care. 

TUPED1199
Financial and behavioral economic factors associated with 
uptake of free HIV testing in AIDS-affected adolescents and 
households in Uganda: a cross-sectional analysis
L. Jennings1, F. Ssewamala2, L.M. Michalopoulos3, P. Namatovu4 
1Johns Hopkins Bloomberg School of Public Health, Department of International 
Health, Baltimore, United States, 2Columbia University School of Social Work, 
International Center for Child Health and Development, New York, United States, 
3Columbia University School of Social Work, Global Health and Mental Health 
Unit of SIG, New York, United States, 4Columbia University School of Social Work, 
International Center for Child Health and Asset Development, New York, United 
States 
Presenting author email: lm2996@columbia.edu

Background: Provision of free HIV counseling and testing services (HCTS) is per-
ceived to remove financial barriers to seeking care. Yet, little is known on whether 
uptake of free HCTS by households impoverished by AIDS is influenced by finan-
cial and behavioral economic factors. Research suggests that individuals experienc-
ing financial distress may be reluctant to seek HCTS with high opportunity costs, 
but this has not been examined in adolescents and families.
Methods: We used baseline data from the Suubi-Maka randomized experiment in 
the Rakai and Masaka districts of Uganda. Three hundred forty-six (n=346) AIDS-
affected adolescents, aged 10 - 17, and their guardians were enrolled. Multivariate, 
hierarchal logistic regression was used to examine the association of prior HIV 
testing with traditional financial measures, such as employment, savings, food and 
income insecurity. We also examined whether guardians in households affected 
by AIDS with “present-bias” preferences were more likely to seek free HCTS for 
themselves, their adolescent orphans, and other household adults. Present-biased 
individuals were defined by behavioral economics as those who disproportionately 
weighted the present while discounting the future.
Results: HIV testing was low for adolescent orphans (8%), guardians (59%), and 
households with at least one non-guardian adult (41%). Household savings were 
not associated with adolescent testing (OR=0.88, CI:0.32 - 2.46). However, ado-
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lescents cared for by present-biased guardians were more likely to be HIV tested 
(OR=2.64, CI:1.04 - 6.70) than adolescents cared for by guardians who weighted 
future gains. This suggests that present-biased guardians may have valued HIV test-
ing given the rapid results. Conversely, omitting adolescent HIV testing may have 
been consistent with future-biased guardians’ preferences to avoid present-day 
costs and reserve resources for the future. Guardians (OR=2.02; CI:1.19 - 3.41) 
and non-guardian adults (OR=2.38; CI:1.30 - 4.34) in households with cash sav-
ings were also more likely to have been tested. Financially-insecure households 
(OR=0.59, CI:0.35 - 0.97) and those with an employed non-guardian adult 
(OR=0.49, CI:0.25 - 0.97) were less likely to be tested.
Conclusions: Interventions that address would-be HIV testers’ economic needs, in-
cluding present- or future-behavioral economic biases, may prove beneficial. More 
research is needed to understand how costs and household economies impact HIV 
testing behaviors. 

TUPED1200
The role of gender norms and masculinity on men’s  
engagement in the HIV care continuum in sub-Saharan Africa:  
a systematic review
K. Sileo1,2, R. Fielding-Miller2, S. Dworkin3, P. Fleming4 
1San Diego State University Graduate School of Public Health, San Diego, United 
States, 2University of California, Division of Global Health, School of Medicine, San 
Diego, United States, 3University of California, School of Nursing, San Francisco, 
United States, 4University of Michigan School of Public Health, Department of Health 
Behavior & Health Education, Ann Arbor, United States  

Background: Men living with HIV/AIDS in sub-Saharan Africa have worse out-
comes throughout the HIV care continuum compared to women. Gender norms 
and masculinity have been hypothesized as key factors in men’s poor engagement 
in HIV care.
Methods: We conducted a systematic review and qualitative synthesis to examine 
how masculinity influenced men’s HIV care engagement in sub-Saharan Africa. In 
May 2016, we systematically searched PubMed, Web of Science, and PsychInfo for 
quantitative and qualitative studies examining masculinity/gender norms and HIV 
care engagement outcomes (HIV testing, support-seeking, linkage to care, treat-
ment adherence, clinic attendance). Studies were first screened for eligibility by title 
and abstract, then full articles reviewed, and data extracted, with consensus obtained 
across authors. A content analysis approach was used for qualitative analysis.
Results: Our review yielded a total of 23 qualitative studies from 10 countries that 
met inclusion criteria. Masculinity was defined similarly across settings, and com-
mon themes demonstrated how notions of masculinity can serve both as barriers 
and facilitators to care engagement across all stages of care. The articles identi-
fied several masculine norms as barriers to care engagement: being physically and 
mentally strong, independent, emotionally inexpressive, and sexually successful 
with women; and fear that HIV would threaten men’s social relationships including 
their role as husband, father, head of household, provider, worker, and peer. HIV 
stigma was found to threaten men’s fulfillment of these masculine gender roles. 
Facilitators to HIV care/treatment included: perceptions that care/treatment could 
restore masculinity through regained physical strength, ability to work/provide, and 
potential for marriage and children. Studies found that over time some men were 
able to adopt new masculine identities and roles in the community that were con-
ducive to care engagement.
Conclusions: Our review identifies evidence across sub-Saharan Africa that mas-
culinity plays an important role in men’s decision to seek and remain in HIV care. 
These findings suggest a need for further cross-sectional and longitudinal work to 
establish the relationship between masculinity related norms and HIV care. Future 
research should consider integrating a gender-transformative approach into HIV 
counseling to help reduce the masculinity-related barriers to care. 

TUPED1201
Barriers to ART uptake experienced by healthy clients  
in Malawi under test and treat
K. Dovel1,2, K. Phiri2, A. Schooley1,2, M. Bellos2, E. Sanudi2, D. Chasweka2,  
R. Hoffman1,2 
1University of California, Department of Infectious Disease, Los Angeles, United 
States, 2Partners in Hope, Lilongwe, Malawi 
Presenting author email: kdovel@mednet.ucla.edu

Background: Malawi is one of the first countries in sub-Saharan Africa to imple-
ment antiretroviral therapy (ART) regardless of clinical stage or CD4 cell count 
(Test and Treat). We evaluated barriers and facilitators to ART uptake from the 
perspective of both asymptomatic newly HIV+ clients and HIV service providers 
during the first 6 weeks of program implementation.

Methods: Routine data from 5 ART clinics were reviewed to identify clients ≥ 18 
years of age testing HIV+ between July 14-September 23, 2016. Individuals were 
screened to determine if they were asymptomatic at time of testing. In-depth in-
terviews were conducted with asymptomatic clients. Twelve focus group discussions 
were completed with ART providers (n=31), HIV counselors (n=19), and communi-
ty-based support staff (n=29).
Results: One hundred and fifty-three clients tested HIV+ and of those 22% (n=33) 
were asymptomatic. Ninety-one percent of clients identified as asymptomatic 
completed in-depth interviews (n=30). The most common barriers to ART uptake 
identified by clients were fear of disclosure (63%, n=19), fear of experiencing side 
effects while healthy (57%, n=17), work schedules or other commitments that 
conflict with clinic hours (33%, n=10), and needing time to accept their diagnosis 
before initiating ART (30%, n=9). Dominant facilitators to ART initiation included 
the desire to stay healthy to provide and/or care for family members (70%, n=21), 
motivation to prevent unwanted disclosure by becoming sick (23%, n=7), the desire 
to extend one’s life (43%, n=13), and personal knowledge of others who died from 
AIDS due to delayed treatment (37%, n=11). Providers identified fear of disclosure, 
lack of privacy at ART clinics, and poor knowledge about benefits of early ART 
as primary barriers to uptake among asymptomatic clients. Additionally, providers 
raised concern that asymptomatic men may not engage in HIV care.
Conclusions: Concern about HIV disclosure, lack of privacy, fear of side effects, 
and facility hours may limit ART uptake among asymptomatic clients. Patient- and 
provider-reported barriers closely align. Interventions that improve privacy, sup-
port disclosure, increase patient knowledge, and improve access to ART may fa-
cilitate ART uptake among asymptomatic HIV+ individuals under Test and Treat. 

TUPED1202
Out-of-pocket expenditures associated with HIV treatment and 
care in the Dominican Republic: results of a community-based 
research
C.G. Véronique Chaumont, A. de León 
ITPC LATCA, Guatemala, Guatemala  

Background: Though treatment is free for most people in the Dominican Republic, 
there are external factors that inhibit individuals to procure treatment or to assist 
to their regular checkups, such as the inability to pay for transportation, meals, and 
childcare. Evidence from other countries shows that out-of-pocket (OOP) expen-
ditures can generate significant barriers to access and retention in care for persons 
living with HIV. The objective of this research was to estimate OOP expenses in-
curred by persons with HIV, and to analyze characteristics associated with them, in-
cluding socio-demographic characteristics, current treatment options, vital status, 
use of health services, and impact of opportunistic infections.
Methods: Data was collected between October and November 2015 with a com-
munity based participatory research (CBPR). The sample consisted in 191 randomly 
selected adults living with HIV, enrolled in ART or pre-ART services across 10 sites 
in and around Santo Domingo. Researchers conducted individual face-to-face in-
terviews with different themes: demographic characteristics, current visit at health 
facility, vital status, and OOP expenditures associated with HIV services in the last 
six months.
Results: Individuals interviewed reported an average total spending on health for 
the last six months corresponding to US$ 153. Besides, individuals reported an av-
erage of US$ 28 spent on transport and housing to access HIV services. When 
looking at how out-of-pocket expenditures were spent, the two most important 
categories were hospital stay and nutrition complements, which corresponded to 
US$35 and US$43 respectively. These important expenses can lead individuals to 
rely on external financial sources. 17% reported having to sell personal belongings to 
pay for health expenditures, 35% having to ask a personal loan from family or friend, 
and 31% having to take a loan from someone outside their personal and family circle.
Conclusions: The costs of transport and housing to access HIV services appeared 
to be significant for a vast majority of the individuals surveyed (85%). Our results 
suggest that while the majority of people with HIV reports limited amount of OOP 
expenditures, the latter could be a significant barrier to access and retention to 
HIV care and treatment for a minority of individuals facing important expenses in 
the Dominican Republic. 



ABSTRACT BOOK • www.iAS2017.ORg

Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July

Tuesday
25 July
Poster

Exhibition

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

334

TUPED1203
Can adolescents and youth in Kenya afford free HIV testing 
services? A cost analysis
A. Wagner1, K. Wilson1, J. Babigumira1, C. Mugo2, P. Maingi3, D. Wamalwa2,  
D. Bukusi3, G. John-Stewart4, P. Kohler5, J. Slyker1 
1University of Washington, Global Health, Seattle, United States, 2University of 
Nairobi, Pediatrics and Child Health, Nairobi, Kenya, 3Kenyatta National Hospital, 
HIV Prevention Unit, Nairobi, Kenya, 4University of Washington, Global Health, 
Pediatrics, Medicine, Epidemiology, Seattle, United States, 5University of Washington, 
Global Health, Nursing, Seattle, United States 
Presenting author email: anjuliwagner@gmail.com

Background: Voluntary HIV testing among adolescents is critical to curb transmis-
sion and limit morbidity and mortality. Although HIV testing is free, other costs to 
adolescents may be barriers.
Methods: Adolescents and youth ages 14-24 who completed voluntary HIV testing 
and counseling (VCT) at a large public hospital in Nairobi, Kenya were recruited. 
Direct non-medical costs (transportation, childcare, and food), indirect costs 
(missed income), and lost school time were collected. Per capita GDP ($115USD/
mo) was used as a proxy for wages for unpaid work. Median and interquartile ranges 
(IQR) presented for participants with non-zero costs.
Results: Among 189 adolescents, 121(64%) reported non-zero costs; 118(62%) had 
direct non-medical costs, 19(10%) had indirect costs. Among those with non-zero 
costs, the median total cost was $1.98. Median direct costs were $1.73. Food and 
transport were the largest components of direct costs: 79(42%) paid for food (me-
dian: $1.98), 98(52%) paid for their own transport (median: $0.59), and 20(11%) 
paid another person’s fare (median: $0.50). Median indirect costs were $7.97; 
19(10%) missed a half or full day of work. 78(42%) missed a half or full day of school. 
Monthly income ranged; 25(13%) of adolescents had any income. Among those 
with income, median monthly income was $198; 52% reported no income but in-
curred direct costs; 35% reported no income and no direct costs.
In sex-stratified analyses, males (34%) were more likely to have direct and indirect 
cost than females (78% vs 53%, 15% vs 7%, respectively). They had similar sources 
of income, but males were more likely to have a salaried job (15% vs 10%). Males 
were more likely to pay for their transport than females (63% vs 45%).
Conclusions: The costs of HIV testing may influence adolescent care seeking and 
HIV detection. Interventions to address cost of seeking HIV testing and time away 
from school or work should be considered.

N=189 n % median 25th percentile 75th percentile
Any direct non-medical costs 118 (62) 1.73 0.69 2.97
Any indirect costs 19 (10) 7.97 5.01 11.38
Has salaried job 23 (12) 148.51 54.46 297.03
Has non-salaried (casual 
labor) job 15 (8) 49.50 19.80 99.01

Does unpaid work 86 (46) -- -- --
Has other source of income 11 (6) 19.80 4.95 49.50
Any food and drink outside 
the house 79 (42) 1.98 0.99 1.98

Paid own transportation costs 98 (52) 0.59 0.40 0.99
Paid another person´s 
transportation costs 20 (11) 0.50 0.30 0.84

[Costs of adolescent care seeking]

TUPED1204
Rethinking the value of pill counts: poor performance of pill 
counts in correlating with viral suppression in HIV-infected 
patients on ART at the Mbeya, Tanzania COE
J. Bacha1,2,3, L. Campbell1,2,3, M. Chodota3, V. Mng’ong’o3, R. Mgimba3,  
B. Kasambala3, L. Mwita3 
1Baylor International Pediatric AIDS Initiative (BIPAI) at Texas Children’s Hospital, 
Houston, United States, 2Baylor College of Medicine, Pediatrics, Houston, United 
States, 3Baylor College of Medicine Children’s Foundation, Pediatrics, Mbeya, 
Tanzania, United Republic of 
Presenting author email: bacha@bcm.edu

Background: Pill counting is a labor-intense, time-consuming and logistically chal-
lenging process to implement efficiently at high volume clinics. It is susceptibility 
to unintentional calculation and human errors at the facility and patient level. Given 
the time consuming nature of the practice, it is important to evaluate the utility of 
pill counting in our resource limited settings. We evaluated the performance of pill 
counting in correlating with viral suppression in patients on ART in Mbeya, Tanzania.

Methods: Retrospective review of pill count data and VL results was extracted be-
tween January 2015 and May 2016 at the Baylor College of Medicine Children’s 
Foundation - Tanzania centre of excellence in Mbeya, Tanzania. “Viral suppression” 
was defined as VL <1000 copies. Pill count value of “95-105%” was used to define 
test result of interest. Pill count data was extracted from the same visit the VL 
testing was performed. Sensitivity, specificity, positive predictive value (PPV), and 
negative predictive value (NPV) was calculated to evaluate the performance of pill 
count of “95-105%” to identify viral suppression.
Results: Between January 2015 and May 2016, 903 patients had both a document-
ed pill count and VL. Of these, 59% (530/903) were virologically suppressed. In 
correctly identifying virologically suppressed patients, pill count of “95-105%” had 
64% sensitivity, 40% specificity, 60% PPV and 44% NPV. For patients during the 
routine VL testing era that started February 2016 (n= 575), 63% (364/575) were 
fully suppressed, and “95-105%” pill count had 63% sensitivity, 38% specificity, 
64% PPV and 38% NPV.
Conclusions: Pill count value of “95-105%”performed poorly in identifying viro-
logically suppressed patients on ART. Sensitivity, specificity, PPV and NPV were 
all low. Clinicians need to be aware of these limitations of pill counts, and critically 
consider the utility of this practice. Pill counts may be an additional tool, but is not 
a standalone replacement for adherence monitoring, and our findings should bring 
to light the risks and pitfalls of relying too heavily on pill counts as the sole measure 
of adherence. 

TUPED1205
Community-based support reduces the risk of virological failure 
among children with HIV infection: results of the ZENITH trial
R. Ferrand1,2, V. Simms1, E. Dauya2, T. Bandason2, G. Mchugh2, P. Chonzi3,  
J. Busza1, K. Kranzer1,4, H. Weiss1, R. Hayes1 
1London School of Hygiene and Tropical Medicine, London, United Kingdom, 
2Biomedical Research and Training Institute, Harare, Zimbabwe, 3Harare City Health 
Services, Harare, Zimbabwe, 4Research Centre Borstel, Hamburg, Germany 
Presenting author email: rashida.ferrand@lshtm.ac.uk

Background: Children have poorer HIV treatment outcomes than adults. We con-
ducted a randomized controlled trial to investigate the impact of community-based 
support on viral suppression and retention in care.
Methods: Children aged 6-15 years with newly-diagnosed HIV attending 7 primary 
health clinics (PHC) in Zimbabwe were randomized to receive routine (PHC-based) 
care (control arm) or routine care plus structured support visits by lay workers (LW) 
(intervention arm) over 18 months. Primary outcomes were proportion who i)died 
or had an unsuppressed HIV viral load (VL) (>400 copies/ml) at 12 months post an-
tiretroviral therapy (ART) initiation (only in those who started ART within 6 months 
of enrolment, and ii)missed ≥2 scheduled clinic appointments within 18 months (all 
participants). The secondary outcome was a composite of death, VL>400 copies/
ml, not initiating ART and loss-to-follow-up at 18 months. Odds ratios for outcomes 
were estimated using mixed-effects logistic regression, with adjustment for age and 
sex, LW and clinic and any variables with imbalance between arms at baseline.
Results: We randomised 334 participants (166 intervention; 168 control); median 
age 11 years and 53% female. Trial retention rates were similar between arms (Table): 

 Intervention arm(n=166) Control arm(n=168)
 n(%)

Transferred to another clinic 30(18.1%) 23(13.7%)
-Planned -28 -14

-Client did not inform clinic -2 -9
Died 5(3.0%) 7(4.2%)
Withdrew from trial 0 1(0.6%)
Lost-to-follow-up 6(3.6%) 11(6.5%)

[Trial retention rates]

Within 6 months of randomization 122 intervention arm and 115 control arm partici-
pants started ART, and at 12 months post ART initiation in this group the proportion 
of participants with VL >400copies/ml or death was lower in the intervention arm 
compared to control arm participants (33.0% vs 48.2%; aOR=0.47, 95%CI 0.24-
0.91; p=0.03). There was also a significant difference between trial arms in the pro-
portion who met the composite outcome (43.8% in intervention arm vs 58.0% in 
control arm; aOR=0.50; 95%CI 0.28-0.89; p=0.02). There was no difference by 
arm in proportion who missed >2 clinic appointments (17.4% vs 18.2%, aOR=0.92, 
95%CI 0.49-1.74; p=0.79).
Conclusions: This is the first trial of an intervention that reduces risk of HIV vi-
rological failure in children in resource-limited settings, and has high potential for 
scaleability. 



ABSTRACT BOOK • www.iAS2017.ORg

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July
Poster
Exhibition

335

TUPED1206
Development of a risk score-based on patient’s individual  
factors for predicting non-adherence to antiretroviral therapy
H. Knobel1, A. Guelar1, S. Calzado1, A. Retamero2, M. De Antonio2, J. Vila3,  
I. Subirana3, R. Guerri1, G. Casamayor1, E. Lerma1, J. Villar1, A. Gonzalez1, S. Luque2 
1Hospital del Mar, Dept. Infectious Diseases, Barcelona, Spain, 2Hospital del Mar, 
Pharmacy, Barcelona, Spain, 3CIBER de Epidemiologia y Salud Publica, Barcelona, Spain 
Presenting author email: hknobel@parcdesalutmar.cat

Background: Adherence remains a key factor in the effectiveness of antiretroviral 
therapy. Patient-related individual factors that influence adherence are well known. 
However, we do not have a useful tool to predict adherence considering several risk 
factors together. The aim of the study was to develop a model to predict the risk of 
non-adherence in people living with HIV.
Methods: We retrospectively evaluated 349 HIV-infected patients who started 
antiretroviral therapy in 2012-2015 from a University Hospital in Barcelona, Spain. 
Adherence was evaluated every 2 months by pharmacy refills and by self-reports. A 
patient with < 90% of prescribed dose and / or ART interruption for more than one 
week was considered non-adherent. To test the association of risk factors with non-
adherence univariate and multivariate logistic regression (LR) was used. The best 
cut-off was obtained by means of bootstrapping methodology. To develop an ease to 
use predictive score, we assigned the risk factors identified by multivariate analysis 
weighted points proportional to the β regression coefficient values. C statistic was 
evaluated as measure of performance.
Results: During a median follow-up of 23.13 months, 104 patients (29.8%) were 
considered non-adherents.
Seven independent risk factors were identified, and each was assigned a value pro-
portional to its regression coefficient: alcohol use (20); current substance use (11); 
language and cultural barrier (24); unstable housing (13); concerns and negative be-
liefs about treatment (28); loss of previous appointments (28); Psychiatric disorder 
(depression, psychosis) (9). We calculated risk scores for each patient adding the 
values of each risk factor. The optimal cutoff point calculated was 29.7, and to pre-
dict non-adherence we found sensitivity 0.87, specificity 0.87, positive predictive 
value 0.74, and a negative predictive value 0.94. The C statistic was 0.91 (95% CI 
0.87-0.94). Viral load < 20 copies / ml was achieved at follow-up by 92.7% versus 
33.7% of patients in the adherent and non-adherent group respectively (p:0.000).
Conclusions: A simple risk score was developed to predict non-adherence to anti-
retroviral treatment with high sensitivity and high specificity. Once validated in an-
other population could be a useful tool to identify the resources needed to achieve 
the optimal treatment goals. 

TUPED1207
Predictors of missed clinic visits in the TREAT Asia HIV 
Observational Database (TAHOD)
A. Jiamsakul1, S. Kerr2, S. Kiertiburanakul3, I. Azwa4, F. Zhang5, R. Chaiwarith6, 
W. Wong7, L.P. Sun8, N. Kumarasamy9, R. Ditangco10, S. Pujari11, E. Yunihastuti12, 
D.D. Cuong13, T.P. Merati14, V.K. Nguyen15, M.P. Lee16, J.Y. Choi17, S. Oka18, 
P. Kantipong19, B. Sim20, O.T. Ng21, J. Ross22, M. Law1, the TREAT Asia HIV 
Observational Database (TAHOD) 
1The Kirby Institute, UNSW Sydney, Sydney, Australia, 2HIV-NAT, The Thai Red 
Cross AIDS Research Centre, Bangkok, Thailand, 3Faculty of Medicine Ramathibodi 
Hospital, Mahidol University, Bangkok, Thailand, 4University of Malaya Medical 
Centre, Kuala Lumpur, Malaysia, 5Beijing Ditan Hospital, Capital Medical University, 
Beijing, China, 6Research Institute for Health Sciences, Chiang Mai University, 
Chiang Mai, Thailand, 7Taipei Veterans General Hospital, Taipei, Taiwan, Province 
of China, 8National Center for HIV/AIDS, Dermatology & STDs, and University of 
Health Sciences, Phnom Penh, Cambodia, 9YRGCARE Medical Centre, Chennai, 
India, 10Research Institute for Tropical Medicine, Manila, Philippines, 11Institute of 
Infectious Diseases, Pune, India, 12Working Group on AIDS, Faculty of Medicine, 
University of Indonesia/Cipto Mangunkusumo Hospital, Jakarta, Indonesia, 13Bach 
Mai Hospital, Hanoi, Vietnam, 14Faculty of Medicine Udayana University & Sanglah 
Hospital, Bali, Indonesia, 15National Hospital for Tropical Diseases, Hanoi, Vietnam, 
16Queen Elizabeth Hospital, Hong Kong, Hong Kong, 17Division of Infectious Diseases, 
Department of Internal Medicine, Yonsei University College of Medicine, Seoul, 
Republic of Korea, 18National Center for Global Health and Medicine, Tokyo, Japan, 
19Chiangrai Prachanukroh Hospital, Chiang Rai, Thailand, 20Hospital Sungai Buloh, 
Sungai Buloh, Malaysia, 21Tan Tock Seng Hospital, Department of Infectious Diseases, 
Singapore, Singapore, 22TREAT Asia, amfAR - The Foundation for AIDS Research, 
Bangkok, Thailand 
Presenting author email: ajiamsakul@kirby.unsw.edu.au

Background: Missed clinic visits can lead to poorer HIV treatment outcomes and 
higher risk of mortality. Knowing the determinants of missed visits will allow for 
appropriate counselling and intervention strategies to ensure continuous engage-
ment in care.

Methods: Patients from TAHOD who have initiated antiretroviral therapy (ART) 
were included in the analyses. A missed visit was defined as having no clinical visits 
or laboratory assessments in a six-monthly time period, up to five years after ART 
initiation. Patients who were lost to follow-up were counted as having a “missed 
visit” up until 12 months after their last visit date then removed from the analysis 
dataset. Repeated measures logistic regression (GEE) was used to analyse factors 
associated with missed visits.
Results: A total of 7100 patients were included from 20 sites in 12 countries in Asia 
with 2676 (37.7%) having at least one missed visit. There were 4967 males (70%) and 
2133 females (30%). The median follow-up time was 5.1 years (IQR 3.2 - 7.4). ART 
adherence information in the first six months was available in 2541 patients (35.8%). 
Multivariate analyses indicate that patients with early suboptimal self-reported ad-
herence < 95% in the first six months were more likely to have a missed visit compared 
to those with adherence ≥95% (OR=2.55, 95% CI(1.81-3.61)). Other significant fac-
tors associated with having a missed visit were homosexual (OR=1.45, 95%CI(1.27-
1.66)) and other modes of HIV exposure (OR=1.48, 95%CI(1.27-1.74)) compared to 
heterosexual exposure; using PI-based (OR=1.33, 95%CI(1.15-1.53) and other ART 
combinations (OR=1.79, 95%CI(1.39-2.32)) compared to NRTI+NNRTI combina-
tions; and being hepatitis C co-infected (OR=1.27, 95%CI(1.06-1.52)). Patients 
aged older than 30 years (31-40 years OR=0.81, 95%CI(0.73-0.89); 41-50 years 
OR=0.73, 95%CI(0.64-0.83); and >50 years OR=0.77, 95%CI(0.64-0.93)); fe-
male sex (OR=0.81, 95%CI(0.72-0.90)); and being from upper middle (OR=0.78, 
95%CI(0.70-0.80)) or high-income countries (OR=0.42, 95%CI(0.35-0.51)), 
were less likely to have missed visits.
Conclusions: Missed visits occurred in almost 40% of our TAHOD patients. Early 
ART adherence was an indicator of subsequent clinic visits. Intensive counselling 
and adherence support should be provided at ART initiation in order to optimise 
long term clinic attendance and maximise treatment outcomes. 

TUPED1208
“Because my life is more important”: findings from a qualitative 
study on adherence to second and third-line antiretroviral 
therapy regimens in rural Malawi and Kenya
R. Burns1, P. Blasco2, M. Kibogo3, A. Vandenbulcke4, E. Szumilin2, I. Mukui5,  
D. Magalasi6, B. Schramm1, T. Kalua7, E. Pasquier2, A. Wringe8 
1Epicentre, Paris, France, 2Medecins Sans Frontieres, Paris, France, 3Medecins Sans 
Frontieres, Homa Bay, Kenya, 4Medecins Sans Frontieres, Nairobi, Kenya, 5Ministry of 
Health, Nairobi, Kenya, 6Medecins Sans Frontieres, Chiradzulu, Malawi, 7Ministry of 
Health, Lilongwe, Malawi, 8London School of Hygiene and Tropical Medicine, London, 
United Kingdom 
Presenting author email: alison.wringe@lshtm.ac.uk

Background: Little is known about treatment adherence behaviours amongst 
second- and third-line patients who may have unique experiences associated with 
reaching ‚the end’ of their treatment options. We explored influences on adherence 
to second- and third-line regimens among patients enrolled in HIV programmes 
supported by Médecins sans Frontières in rural Malawi and Kenya.
Methods: Repeated in-depth interviews were conducted with 29 HIV patients on 
second- or third-line antiretroviral therapy and 10 HIV health workers with differ-
ent roles in Chiradzulu, Malawi and Homa Bay, Kenya. Patients were purposively 
sampled from second and third-line patients receiving their current regimen for 6 
months minimum, and ensuring maximum diversity in terms of age, sex, residence, 
virological outcomes and regimen type. Observations took place in clinics including 
group education sessions. Interviews were audio-recorded, transcribed and translat-
ed into English. Following coding, themes were derived deductively and inductively.
Results: In both settings, many patients’ engagement with second and third-line 
treatment was shaped by experiencing life-threatening illnesses prior to switching 
regimens and fearing they had reached ‚the end’ of treatment options, before be-
ing given “a final chance at life”. These events often catalyzed changes in patients’ 
attitudes to treatment-taking and prompted feelings of responsibility for managing 
their disease. Transformations reported by patients included giving up drinking, re-
ducing sexual encounters, changing jobs that interfered with treatment-taking, be-
coming involved in leadership positions in the community and overcoming stigma. 
This was more evident in the Kenyan programme where the counsellor had received 
more training in working with patients after regimen changes. Nevertheless, many 
patients reported the persistence of multiple and interrelated social, economic and 
health systems challenges that had undermined their adherence to first-line treat-
ments.
Conclusions: While well-established barriers to adherence remain for many sec-
ond- and third line patients, others experienced a resurgence of hope as they over-
came debilitating HIV-related illnesses associated with prior treatment failure. 
Although this can initially encourage renewed efforts to adhere, the effects may 
wane over time. Regular, patient-centred counseling or peer-led mentoring follow-
ing regimen change may help promote and sustain these life transformations and 
build resilience among patients, supporting adherence and thereby prolonging the 
life-span of second and third-line regimens. 
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TUPED1209
Is readiness the key of achieving viral suppression among  
people newly diagnosis with HIV
Y.-Y. Lai1, C.-Y. Hsieh2, Y.-C. Chen3, C.-C. Lin4, C.-P. Wu5, Y.-W. Tang1,  
H.-C. Ku6, Y.-C. Kuo7, L.-F. Liu8, N.-Y. Ko9 
1National Cheng Kung University Hospital, Tainan, Taiwan, Province of China, 
2Taichung Veterans General Hospital, Department of Nursing, Taichung, Taiwan, 
Province of China, 3National Cheng Chung University, Tainan, Taiwan, Province of 
China, 4Chung Shan Medical University Hospital, Department of Internal Medicine, 
Taichung, Taiwan, Province of China, 5Chain Medical University Hospital, Taichung, 
Taiwan, Province of China, 6Chi Mei Medical Center Hospital, Tainan, Taiwan, Province 
of China, 7EDA Hospital, Kaohsiung, Taiwan, Province of China, 8The Nurse AIDS 
Prevention Foundation, Taipei, Taiwan, Province of China, 9National Cheng Kung 
University, Tainan, Taiwan, Province of China 
Presenting author email: yohooaha@gmail.com

Background: International emphasizes the need of early uptake of antiretroviral 
therapy (ART) for all HIV-infected patients at any CD4 cell count. Understanding 
individual ś readiness to initiate lifelong treatment is essential. The study purpose 
was to determine patient’s readiness to take ART impact on HIV viral suppression.
Methods: A prospective longitudinal study was conducted at seven AIDS desig-
nated hospitals of Taiwan. Eligible patients were over 20 years old, newly diagnosed 
with HIV after 2014, and not currently taking antiretroviral medication. 
Readiness to take ART is measured by the 10-item HIV medication readiness scale 
(HMRS) and the score >31.5 referred to ready to take ART. 
Readiness and HIV viral load were repeated measured at three time points: base-
line, one month (T1) and 6 months (T2) after taking ART. 
Generalized estimating equation analysis was used to estimate relationships among 
readiness, adherence and viral suppression.
Results: A total of 283 patients newly diagnosed with HIV were enrolled, of them 
146 (51.6%) had initiated of ART. Of the 137(48.4%) patients received ART, 58.4% 
had the HMRS score >31.5 referred to ready to take ART, 44.9% had achieved viral 
load suppression in T2. Factors associated with taking ART were: readiness (OR, 
2.07; 95% CI, 1.24-3.46, p=0.005) CD4 cell counts lower than 350 counts/mm3 
(OR, 0.567; 95% CI, 0.33-0.98, p=0.042), and viral load >100,000 copies/ml 
(OR, 1.89; 95% CI, 1-05-3.39; p=0.034). Eighty (54.8%) patients completed 
three times repeated measure, readiness increased from 61.6% in baseline, 86.2% in 
T1, and 88.9% in T2. After taking HAART, adherence ≥90% increased from 41.6% 
in T1 to 92.9% in T2, and viral suppression rate increased from 9.8% in T1 to 44.9% 
in T2. Factors associated with viral suppression after taking ART were: Readiness 
(β=0.43, p=0.08), CD4 cell 350-500 counts/mm3 (β=1.11, p=0.07) and greater 
than 500 counts/mm3 (β=1.82, p=0.002).
Conclusions: Readiness is the key of initiation of ART among people newly diag-
nosis with HIV, but not the major factors of achieving viral suppression after taking 
ART. Preparing individual’s readiness to initiate lifelong treatment is essential in the 
era of “ treat-for-all”. 

TUPED1210
Adherence to maternal ART during the 18 months  
post-delivery in South Africa
A. Larsen1,2, V. Magasana3, K. Ayalew4, M. Cheyip4, W. Chirindra5, T.-H. Dinh6,  
D. Jackson7,8, C. Lombard9,10, N. Ngandu5, G. Kindra11, A. Goga5,12 
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Information, Pretoria, South Africa, 2Fred Hutchinson Cancer Research Center, 
Seattle, United States, 3South African Medical Research Council, Health Systems 
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Prevention, Pretoria, South Africa, 5South African Medical Research Council, Pretoria, 
South Africa, 6US Centers for Disease Control and Prevention, Atlanta, United States, 
7United Nations Children’s Fund, New York, United States, 8University of Western 
Cape, Cape Town, South Africa, 9South African Medical Research Council, Cape Town, 
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Presenting author email: vuyolwethu.magasana@mrc.ac.za

Background: Despite improved policies to prevent mother-to-child HIV transmis-
sion (MTCT), adherence to maternal antiretroviral therapy (ART) is low in South 
Africa. We describe ART adherence amongst a cohort of HIV-positive mothers 
from six weeks until 18 months post-delivery and identify risk factors for nonad-
herence.
Methods: Data were collected in 2012-2014 through a nationally representative 
survey of PMTCT effectiveness. Mother-infant pairs were enrolled during the in-
fant’s first immunization visit at 6 weeks. Mothers and HIV-exposed infants (2,811 
pairs) were followed to 18 months at 3-month intervals. Mothers who self-reported 

being on ART at 6 weeks postpartum (N=1572 (55.9%)) were eligible for this anal-
ysis and information about their adherence was captured at each interview they 
attended thereafter. We defined nonadherence within each 3-month interval as 
self-report of missing >5% of daily ART doses, estimated cumulative adherence us-
ing Anderson & Gill analysis for recurring events, and identified risk factors for 
nonadherence with an extended Cox regression model (separately for mothers and 
infants) in Stata 13. Results are as yet not adjusted for the study design or non-
response and not weighted for live-births.
Results: Cumulative adherence to ART until 18 months was 63.6% among mothers 
reporting ART use at 6 weeks (95% confidence interval (CI): 60.9-66.2) based on 
483 nonadherence events during the 480,715 days of person-time contributed. 
Risk factors for nonadherence to maternal ART, controlling for other factors, in-
cluded single status (single vs. married, adjusted Hazard Ratio (aHR): 1.6, 95% CI: 
1.1-2.3), young maternal age (16-24 years vs. >35 year aHR: 1.5, 95% CI: 1.1-2.1), 
and nondisclosure of HIV status to anyone (nondisclosure vs. disclosure: aHR: 1.5, 
95% CI: 1.2-1.9).
Conclusions: Maintaining ART adherence until 18 months postpartum remains a 
crucial challenge with maternal ART adherence <65%. Young, single, and moth-
ers who do not disclose their status should be targeted with messages to improve 
adherence. 

TUPED1211
Impact of mobile technology in improving tracking outcomes  
in Northern Nigeria
A. Okafor1, N. Ndulue2, B. Saidu1, A. Yakubu1, M. Dauda1, E. Nwabueze3 
1Management Sciences for Health, Care and Support for PLHIV, Abuja, Nigeria, 
2Management Sciences for Health, HIV Prevention, Treatment, Care and Support, 
Abuja, Nigeria, 3Management Sciences for Health, HIV Treatmment, Abuja, Nigeria 
Presenting author email: nndulue@msh.org

Background: Retention in ART has remained a serious challenge for HIV treatment 
programs in northern Nigeria among patients on ART. High rate of Lost to Follow 
Up (LTFU) among clients on ART constitute a significant challenge to the success 
of achieving 90% retention rate. This is as a result of difficulty in physically tracking 
the clients back to treatment due to distance and hard to reach terrains. Thus, most 
PLHIV who default on ART and are eventually lost to follow up.
Methods: With funding from USAID, MSH’s Pro ACT project provided mobile 
phones to select trained adherence counsellors and trackers in select supported 
health facilities. These mobile phones are used to track clients who default on ap-
pointment and those LTFU. Counseling services are also provided to defaulters and 
LTFU clients via mobile phones. List of defaulters and LTFU clients are generated 
from supported health facilities by data clerks and handed over to trained trackers 
and adherence counsellors for onward tracking using mobile phones. The trackers 
and adherence counsellors reach the defaulters and LTFU clients at least twice a 
week through mobile phones. These interventions were conducted in supported 
health facilities across Kwara, Sokoto and Kebbi states in North Central and North 
Western Nigeria. A total of 4315 clients comprising of defaulters and LTFU were 
tracked. This number comprised of 1425 males and 2830 females.
Results: After twelve months of intervention, a total of 2956 clients comprising of 
defaulters and LTFU were tracked back to ART. This number comprised of 1020 
males and 1936 females. Thus, 68.5% of defaulters and LTFU clients were returned 
to ART using mobile technology.
Conclusions: The use of mobile technology in tracking and provision of adherence 
counseling services improves clients retention on ART especially among clients 
from far distance and hard to reach terrains. Thus, there is a need to scale up this 
intervention especially in rural communities. 

TUPED1212
Client and provider perceptions of factors affecting adherence 
to antiretroviral therapy in Côte d’Ivoire
K. Ouattara1, E. Bazant2, G. Furlane2, D. Burke2, A. Dia Lou1, D. Bassalia3,  
S.C. Stender4 
1Jhpiego, Abidjan, Cote D’Ivoire, 2Jhpiego, Baltimore, United States, 3Ministry of 
Health, Abidjan, Cote D’Ivoire, 4Jhpiego, Cape Town, South Africa 
Presenting author email: ouattara.kiyali@jhpiego.org

Background: HIV is the leading cause of death in Côte d’Ivoire and adult prevalence 
is 3.5%. In 2012 it was estimated that only 67% of clients were alive and on treat-
ment 12 months after initiation of antiretroviral therapy (ART). A 3-year pilot of an 
integrated model of chronic care aiming to improve retention and adherence began 
in 2015 in 42 government facilities across 2 regions of the country. A qualitative 
evaluation was undertaken to understand patient and provider perceptions of barri-
ers and enablers to adherence to care.
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Methods: In May 2016, we conducted a cross-sectional qualitative assessment in 
one hospital and one health center in one region where the model was being imple-
mented, with matched facilities in a neighboring control region. This included in-
depth interviews and focus group discussions with clients, and in-depth interviews 
with providers. A total of 108 participants were interviewed during 36 discussions 
after consent was obtained. Ritchie’s Framework analysis approach was used to 
ascertain themes deductively and inductively, and coding of verbatim transcripts 
occurred in Atas-ti.
Results: Service-level enablers identified included improved access to medicines, 
provider follow-up with clients, counselling that emphasizes HIV as a chronic condi-
tion, confidentiality, presence of a clinical care team, appointment scheduling and 
encouragement of partner disclosure of HIV status. Client-level barriers included 
difficulty disclosing status, stigma, missing appointments for social responsibilities; 
traditional healers discouraging ART use; and transport costs. Service-related bar-
riers were related to staffing and wait times. Facility staff and clients articulated the 
perception that HIV is a condition that one can live with, similar to other chronic 
conditions.
Conclusions: The integrated chronic care model has potential to improve social sup-
port for PLHIV, facilitate disclosure of HIV status among couples, and may reduce 
perceived stigma that, for many PLHIV, contributes to difficulties with adhering to 
treatment. The model aims to decentralize care, contributing to the reduction of 
transport costs as a barrier, as well as improve facility-level care through instituting 
appointment systems and integrating services, leading to decreased waiting times 
and uncoordinated visits for clients. 

TUPED1213
Use of digital gaming and Wisepill dispenser technology  
to measure adherence among HIV-infected adolescents and 
young adults
C. Griffith1,2, A. Castel2, D. Greenberg3, N. Ellenberger1,2, B. Lewis2, N. Hussein1,2, 
T. Howard2,4, N. Rakhmanina1,2,5 
1Children’s National Health System, Washington, United States, 2George Washington 
University, Washington, United States, 3Media Rez, Washington, United States, 
4Howard University, Washington, United States, 5Elizabeth Glaser Pediatric AIDS 
Foundation, Washington, United States 
Presenting author email: cgriffit@childrensnational.org

Background: There is an unmet need for effective interventions to improve adher-
ence to antiretroviral treatment (ART) among HIV-infected adolescents and young 
adults (AYAs). Interventions that utilize user-friendly gaming with motivational 
components have shown promise for behavior change in AYAs. Currently, the data 
on the role of gaming and real-time medication adherence monitoring of ART ad-
herence remain limited. This study examined the uptake of interactive smartphone 
based games interlinked with medication-monitoring device (Wisepill dispenser) 
among a cohort of HIV-infected AYAs on ART.
Methods: HIV-infected AYAs ages 13-24 years with suboptimal ART adherence 
(defined as detectable HIV viral load) were eligible. Participants were provided with 
smartphones containing three digital games with varying levels of difficulty and a 
Wisepill dispenser, which openings were linked to in-game incentives. Gameplay 
data, including the numbers of levels completed and Wisepill dispenser openings 
were tracked using wireless technology. Descriptive statistics were used for data 
analysis.
Results: Twenty-four participants (mean age=18 years; 12M/12F) were recruited; 
17 (10F/7M) completed the 3-month follow up. Participants opened their Wisepill 
dispensers only 23% of the time based on the prescribed ART frequency (501 ac-
tual/2169 prescribed openings). On time Wisepill dispensers’ openings (within two 
hours of self-reported daily medication ingestion times) were observed only 5% of 
the time (118 actual/2169 prescribed openings). Nearly three-fourths (71%; n=17) 
decreased the number of Wisepill openings during the study period. Available game 
data among 3-month follow up participants (n=12; 7M/5F) showed overall little 
gameplay (mean=12% completion). There were no differences in amount of game-
play by age; however, females showed slightly higher completion compared to males 
(14% vs. 10%). Among the three games, higher degree of difficulty was associated 
with lower degrees of completions.
Conclusions: Although a real-time, electronic ART adherence monitoring system 
interlinked with smartphone gaming was technically feasible, we observed low up-
take of this technology among this cohort of HIV-infected AYAs with suboptimal 
ART adherence. Data from ongoing exit surveys will be used to modify gaming and 
adherence monitoring design. 

TUPED1214
Antiretroviral therapy adherence among HIV-positive 
breastfeeding women in an implementation research study  
in Malawi
J. Joseph1, T. Tchereni2, A. Gunda2, T. Farley3, A. Erlwanger4, V. Mwapasa5 
1Clinton Health Access Initiative, Applied Analytics Team, Boston, United States, 
2Clinton Health Access Initiative, Lilongwe, Malawi, 3Sigma3 Services SÀR, Nyon, 
Switzerland, 4Clinton Health Access Initiative, Harare, Zimbabwe, 5College of 
Medicine, Postgraduate Studies and Research, Blantyre, Malawi 
Presenting author email: j joseph@clintonhealthaccess.org

Background: Option B+ has changed the landscape for prevention of mother-to-
child-transmission of HIV (MTCT), offering antiretroviral therapy (ART) to all 
HIV-infected pregnant women for life. To achieve virtual elimination of MTCT, ef-
forts must include evaluating retention in care and adherence to ART. This analy-
sis examines adherence of ART medication possession ratio (MPR) among HIV-
positive breastfeeding mothers in Malawi.
Methods: Data from clinical records abstracted as part of the Promoting Retention 
among Infants and Mothers Effectively (PRIME) study (a cluster randomized 
controlled trial that examined post-partum retention in care), conducted May 
2013-August 2016, were pooled and reanalyzed. Using ART attendance dates, 
number of pills dispensed, transfers and deaths for every woman, at every visit, the 
proportion of women with good adherence was assessed, defined by MPR ≥95% of 
the time while in care, from delivery through 360 days.
Results: Among the 1084 women on ART and in care at delivery (day 0), 70% 
had good adherence. This proportion decreased to 63% on day 60, 51% on day 
180, and 45% on day 360 (p< .001), with the overall proportion retained on day 
360 decreasing to 87% (figure 1). By day 360 2% died or transferred and 11% were 
lost. Women who initiated ART during pregnancy (61%) were more likely to be lost 
by day 360 than those already on ART prior to pregnancy (14% vs. 6%, RR 2.05, 
p=0.001). Similarly, women already on ART were more likely to have good adher-
ence (51% vs. 41%, RR 1.24, p=0.002).

[Figure 1. Evolution of good ART adherence (medication possession ratio ≥95%) and 
retention in care from days 0 to 360 post-delivery]

Conclusions: Although most women were retained in care one year after delivery, 
less than half had good adherence, much lower than Malawi’s goal of achieving good 
adherence among 90% of patients by 2020. Interventions to keep women in care 
and ensure good adherence must begin during the antenatal period and be main-
tained through the postpartum and breastfeeding period. 
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TUPED1215
Understanding treatment failure amongst patients on  
second-line antiretroviral therapy regimens:  
a mixed methods study in Médecins sans Frontières-supported 
HIV programmes in rural Malawi and Kenya
B. Schramm1, R. Burns1, P. Blasco2, J. Oruko3, A. Vandenbulcke4, E. Szumilin2,  
I. Mukui5, E. Pasquier2, D. Ardiet1, V. Carnimeo1, A. Rakesh6, T. Zimba6, T. Kalua7, 
A. Wringe8 
1Epicentre, Paris, France, 2Medecins Sans Frontieres, Paris, France, 3Medecins Sans 
Frontieres, Homa Bay, Kenya, 4Medecins Sans Frontieres, Nairobi, Kenya, 5National 
AIDS and STIs Control Programme, Nairobi, Kenya, 6Medecins Sans Frontieres, 
Chiradzulu, Malawi, 7Ministry of Health, Lilongwe, Malawi, 8London School of Hygiene 
& Tropical Medicine, London, United Kingdom 
Presenting author email: birgit.schramm@epicentre.msf.org

Background: Patients’ understanding of the relationship between viral load and 
antiretroviral therapy may influence their adherence to treatment, particularly 
among those who have experienced treatment failure. We investigated second-line 
patients’ understanding of HIV, treatment and viral load and its association with 
viral load suppression.
Methods: Quantitative: Adult patients receiving second-line antiretroviral therapy 
regimens for at least 6 months in Médecins sans Frontières-supported programmes 
in Chiradzulu (Malawi) and Homa Bay (Kenya) underwent viral load testing and 
were interviewed to assess knowledge about HIV, treatment and viral load. A knowl-
edge score was calculated by summing the number of correct answers to 9 true/
false questions on antiretroviral therapy. 
Qualitative: In each site, repeated in-depth interviews were conducted with a pur-
posive sample from the survey participants (Kenya:n=16) and (Malawi:n=13) and 5 
health workers to explore experiences and understanding of second-line medica-
tion. Interview data were transcribed, translated and coded. Content analysis iden-
tified emerging themes from the data.
Results: Quantitative: In Kenya, 299 (51% female) and in Malawi 212 (59% fe-
male) were surveyed. Knowledge about antiretroviral therapy was high in both sites, 
whereas understanding of viral load was more limited, with some differences by site 
(table 1).

 KENYA MALAWI

 VL < 1000 
copies/ml

VL ≥ 1000 
copies/ml

p 
value

VL < 1000 
copies/ml

VL ≥ 1000 
copies/ml

p 
value

 n(%) n(%)  n(%) n(%)  

Total surveyed n (%) 256(86) 43(14) n/a 188(89) 24(11) n/a
Good ART knowledge: 
(8/9 questions correct) 192(75) 31(72) 0,67 186(99) 24(100) 0,61

Doesn’t know if ever had 
VL test 39(15) 9(20) 0,56 9(5) 1(4) 0,64

Doesn’t know what VL 
test is for 43(17) 15(35) 0,006 28(15) 4(17) 0,76

Knows that VL test can 
check if ART is working 57(22) 7(16) 0,37 122(65) 1(71) 0,56

Knows that VL test can 
monitor adherence 11(4) 0()  72(38) 9(36) 0,94

[Table 1. Results Knowledge questions ]

Qualitative data revealed that moralistic messages from health workers in both set-
tings meant that some patients believed that high viral load results and treatment 
failure were due to unprotected sex, use of traditional medicine or witchcraft, par-
ticularly in Malawi. Many patients did not explicitly link viral load results to their own 
pill-taking or the effectiveness of their treatment.
Conclusions: Despite excellent knowledge about antiretroviral therapy, many 
second-line patients have limited understanding of viral load and its relationship to 
adherence and treatment failure. Counselling sessions should address the missed 
opportunity to explain this relationship which may promote regular pill-taking. 
Supportive counselling approaches should be favoured rather than blaming pa-
tients’ sexual behavior or use of traditional medicine for treatment failure. 

TUPED1216
Design of a user-centered strategy to improve ART adherence 
among MSM living with HIV in Mexico
Z. Andrade-Romo1, L. Chavira-Razo1, B. Crabtree-Ramírez2,  
L.F. Barraza-Araiza1, J.S. Andrade-Pérez3, S.G. Sosa-Rubí1, T. Aramburo-Muro1,  
S. Bautista-Arredondo1,4 
1National Institute of Public Health, Health Economics, Cuernavaca, Mexico, 2Instituto 
Nacional de Nutrición y Ciencias Médicas Salvador Zubirán en la Ciudad de México, 
Infectious Diseases Department, Mexico, Mexico, 3Hospital Civil de Guadalajara 
Dr. Juan I. Menchaca, Infectious Diseases Department, Guadalajara, Mexico, 4UC 
Berkeley, School of Public Health, Berkeley, United States 
Presenting author email: brenda.crabtree@infecto.mx

Background: Globally, studies show that adherence levels to antiretroviral therapy 
(ART) among people living with HIV are not optimal. High adherence to ART is key 
to improving survival rate and reducing AIDS related complications among patients, 
while also reducing HIV-transmission. The objective of this study was to design a 
user-centered strategy to improve adherence to ART among MSM living with HIV 
in Mexico.
Methods: Between October and November 2016, 37 MSM participated in six fo-
cus groups discussions held in two Mexican cities, and 9 semi-structured interviews 
were conducted with health care providers of two HIV-clinics. A team discourse 
analysis approach was first used to identify themes using MAXQDA software. A 
“design thinking” approach was then used in order to identify the best elements to 
design the strategy.
Results: We identified multiple barriers and facilitators to ART adherence, and 
strategies used by patients to improve their medication intake. We found that these 
strategies vary in time as patients adjust their routines over the course of treatment. 
Two key moments were identified as crucial to intervene: treatment initiation and a 
period of readjustment after an intake routine is established. The former is a stage in 
which most of the adherence barriers first emerge and is crucial for newly diagnosed 
patients; the latter is essential for those who have already achieved a routine of 
medication intake, but this routine is discontinued or about to be. 
To address this, we designed a multi-stage intervention strategy. For the first, we 
focused on the formation of skills to overcome key barriers. For the second, we 
reinforcement key information regarding HIV and ART, strengthen communica-
tion with health personnel, and create safe spaces for MSM living with HIV to share 
experiences with peers.
Conclusions: Barriers and facilitators to adherence are not static, and might un-
dergo changes throughout different stages of adjustment to ART, thus, different 
moments and strategies that can be used to improve medication intake should be 
considered by health personnel. 
Daily routine, social context, and cultural factors should be taken into account while 
designing a strategy to improve ART adherence in MSM in order to make it relevant 
and effective. 

TUPED1217
Assessment of predictors of retention in care HIV-infected 
women in Ukraine
T. Koval1, G. Dubynska1, T. Andreeva2, O. Danilenko3, E. Sabinina3,  
O. Marchenko1, A. Koval1 
1Ukrainian Medical Stomatological Academy, Infectious Diseases and Epidemiology, 
Poltava, Ukraine, 2Kyiv-Mohyla Academy, Kiev, Ukraine, 3Poltava Regional HIV/AIDS 
Center, Poltava, Ukraine 
Presenting author email: kovalti@ukr.net

Background: HIV-infected women are very affected through stigmatization, social 
problems and drug abuse. Women initiating ART during pregnancy before imple-
mentation of Option B+ have high rates of dropout, particularly after delivery. In 
this study, we aimed to explore the HIV cascade care in Ukraine and potential bar-
riers to retention HIV infected women.
Methods: We analyze data from medical documentation a retrospective cohort of 
839 women who were observed in HIV outpatient clinic in Poltava region of Ukraine 
in 2003-2016. Three outcome measures related to involvement and retention in 
care were considered - (1) duration of contact with the HIV-care institution after 
the initial registration, (2) time of the first CD4 count analysis, (3) start of ART.
Results: Among 839 study participants, were registered in care 121 in 2005 or ear-
lier, 226 in 2006-2008 and 492 in 2009 or later. Proportion of women who were 
registered in care and not seen by health workers in subsequent years was 25.7% 
overall and lower (13.2%) in earlier years. Women who inject drugs and those who 
diagnosed during the pregnancy had higher rates of dropout (OR=1.6, 95%CI 1.1-
1.8; OR=1.9, 95%CI 1.5-2.3). Staying in care was best predicted by having any of the 
clinical complications including oropharyngeal candidiasis (OR=0.6, 95%CI 0.3-
0.7), any unknown opportunistic infection (OR=0.5, 95%CI 0.3-0.9), tubercu-
losis (OR=1.2, 95%CI 1.1-2.8), herpes zoster (OR=0.5, 95%CI 0.3-0.8). Likewise, 
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patients with diagnosed HIV-infection stage 4 at admission were less likely to drop 
out (OR=0.5, 95%CI 0.3-0.8). Among those who stayed in care, 538 (64.1%) had 
their CD4 test within same or next year after registration, 205 (24.4%) did so later 
on, and 96 (11.4%) never got their CD4 counts. Younger women (29 years or less) 
had greater risk to never get CD4 counts and to postpone getting the test. Analysis 
of start ART showed that if any of the above listed symptoms were present, odds of 
getting ART were greater: OR=2.2, 95%CI 1.4-3.4.
Conclusions: The main predictors of retention in HIV care were revealed appear-
ance of severe opportunistic infections, low level of CD4 counts, older age, drug 
abuse and diagnosing HIV during the pregnancy before implementation of Option 
B+. 

TUPED1218
The role of peer-to-peer model in achieving 90-90-90 among 
female sex workers in East Central Uganda
H. Ndagire, F.H. Kazibwe, F. Ajok, A. Mugume 
(JSI) and World Education, Inc. / Strengthening TB and HIV&AIDS Responses in East 
Central Uganda (STAR-EC), Technical, Kampala, Uganda 
Presenting author email: ndagireh2002@yahoo.com

Background: Female Sex workers (FSWs) have an increased risk of HIV infections 
due to a number of behavioral and structural drivers. In Uganda, HIV prevalence 
among FSWs is estimated between 33 and 37 percent, much higher than the na-
tional average of 7.3 percent. The objective of presented work was to assess en-
gagement of FSWs in HIV care continuum within Strengthening HIV&AIDS and 
Tuberculosis Responses in East Central Uganda (STAR-EC) program.
Methods: STAR-EC supported access to and use of TB and HIV services within 
the East Central Region for the period 2014-2016. The project targeted different 
populations, including Key populations. STAR-EC trained peer-to-peer- mentor 
buddies, identified and registered FSWs in brothels, bars, lodges, and truck stops. 
Registered FSWs were referred to reproductive health and HIV services, including 
family planning, STI risk reduction counselling, HTC, ART, and adherence counsel-
ling, offered at health facilities and outreach clinics. Follow up by health workers 
to HIV-negative FSWs on a monthly basis was conducted and HIV-positive FSWs 
received retention support services including CD4 and viral load testing.
Results: A total of 2,815 FSWs were reached by STAR-EC during October 2014 
- June 2016. Among them 2,318 FSWs were tested for HIV for the first time and 
608 tested HIV positive. Among 608 HIV positive FSWs, 577 (95%) linked to 
ART, 537 (88%) remained active on ART within the region, 430 (71%) received 
CD4 and viral load testing and 318 (52%) were virally suppressed.
Conclusions: Peer-to-peer ‚mentor buddies’ program helped to diagnose HIV posi-
tive persons and link them to care. Additionally, the model helped FSWs to be re-
tained on ART program. A lot more is still required to ensure everybody accesses 
viral load testing and mechanism to be put in place to ensure viral load suppression 
for FSWs in order to achieve the 90 90 90. 

TUPED1219
“I can do this myself”: investigating the acceptability  
of a web-based, HIV self-testing service in South Africa
P. Smith1, R. Marcus1,2, M. Atujuna1, N. Madubela1, L.-G. Bekker1 
1Desmond Tutu HIV Centre, Socio-behavioural, Cape Town, South Africa, 2Barts 
Health NHS Trust, Department of Infection and Immunity, London, United Kingdom 
Presenting author email: philip.smith@hiv-research.org.za

Background: While HIV testing rates have improved in South Africa, the major-
ity of HIV positive individuals (65% male, 45% female) are unaware of their sero-
positivity, which negatively impacts the potential for universal HIV treatment. HIV 
self-testing (HIVST) has been shown to have high fidelity, feasibility and accept-
ability, and therefore has the potential to provide testing to individuals who may not 
use traditional healthcare services, with subsequent opportunities for timely HIV 
care. This study evaluated individual acceptability of a web-based HIVST delivery 
service.
Methods: Self-selected participants above 18 years old logged onto the iTest web-
site via a web search. After viewing text and video study information, participants 
requested an HIVST and were presented with referral options. Following online 
consent, a courier was notified to deliver the iTest HIVST to the participant’s ad-
dress. A researcher administered a telephonic acceptability questionnaire within 
two weeks of the HIVST delivery.
Results: 205 (55%) of 372 participants who enrolled were successfully contacted. 
141 of these participants (58% female) had completed the HIVST, and 7% were 
first-time (debut) testers. No adverse experiences were reported. The majority 
(97%) reported satisfaction with delivery times, which ranged from 2-5 days, with 7 
participants reporting non-delivery. Nearly all participants considered the service 

to be confidential (94%), with an easily understood video (97%) and written infor-
mation (96%). The service was rated 4.7 out of 5 with 115 (82%) stating that their 
experience of self-testing was better than facility based testing.
Conclusions: This study demonstrated high acceptability for the web-based HIVST 
service, with no adverse events reported. The number of debut testers was sur-
prisingly low. Further qualitative research may elucidate the reasons for seemingly 
lower uptake from debut testers. The study indicates that HIVST available online 
can complement existing HIV testing strategies by offering a rapid and confidential 
testing environment. 

TUPED1220
Engagement of traditional birth attendants for scaling-up 
PMTCT coverage in Abia and Taraba States, Nigeria
B. Olakunde1, S. Wakdok1, Y. Olaifa1, F. Agbo1, U. Essen1, O. Ojo1, M. Okeh2, S. Ibi3 
1National Agency for the Control of AIDS, Abuja, Nigeria, 2Abia State Ministry of 
Health, Umuahia, Nigeria, 3Taraba State Ministry of Health, Jalingo, Nigeria 
Presenting author email: boolakunde@yahoo.com

Background: Slow effort at integrating Traditional Birth Attendants (TBAs) care 
has been identified as one of the barriers to scaling up prevention of mother-to-
child transmission of HIV (PMTCT) in Nigeria. Under the National Agency for 
Control of AIDS Comprehensive AIDS Programme with States, we engaged TBAs 
to scale-up PMTCT coverage in Abia and Taraba States.
Methods: Mapping: Officers-in-charge (OIC) or the PMTCT focal persons in the 
Primary Healthcare Centres (PHCs) were asked to identify TBAs within their en-
virons.
Capacity building: A two-day meeting was held to train the TBAs on universal pre-
caution and safe assisted delivery and to also get a buy-in on the engagement.
Network formation: Referral and linkage networks were established between TBAs 
and PHCs.
Service provision: From July to September 2016, the OICs or PMTCT focal per-
sons in the PHCs conducted monthly outreaches while the TBAs mobilized their 
clientele for the outreaches. The OICs were provided with stipend for the out-
reaches and the TBAs were also provided with communication stipend to facilitate 
referral and linkages with the PHCs.
Monitoring and Evaluation: Ad hoc forms were developed for reports on the out-
reaches. Data were also captured using the national M & E tools and register as 
appropriate.
Results: A total of 720 TBAs were mapped (Abia 407; Taraba 313). Three hundred 
and ninety nine TBAs who participated in the capacity building meeting were linked 
to 115 PHCs in Abia State while 245 TBAs were linked to 27 PHCs in Taraba State.
In three months, the outreaches contributed 17% to the number of pregnant women 
counselled tested and received result (CTRR) (table 1) and 15% to the total posi-
tive women identified (table 2). All the positive pregnant women were enrolled into 
care. 

State TBA outreach Facility Total CTRR % contribution from TBA outreach 
to total CTRR

Abia 2,053 9,073 11,126 18%
Taraba 1,892 10,154 12,046 16%

Total 3,945 19,227 23,172 17%

[Table 1: Pregnant women CTRR]

State TBA outreach Facility Total positive % contribution from TBA outreach 
to total positive

Abia 58 270 328 18%
Taraba 22 174 196 11%

Total 80 444 524 15%

[Table 2: Pregnant women who tested positive]

Conclusions: If effectively engaged, TBAs can improve the uptake and coverage 
of PMTCT services by bridging the gap between the communities and the health 
facilities. 
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TUPED1221
Effectiveness of community-based HIV testing and  
counseling in identifying HIV-positive cases and linking  
to care in a concentrated epidemic in Viet Nam
V.T.T. Nguyen1, T.T.H. Phan2, T.S. Le3, B.M. Truong4, D.N. Vu3, T.T.H. Nguyen4, 
H.S. Vo2, N. Ishikawa5, T.H. Ho6, M. Kato1 
1World Health Organization, Country Office in Viet Nam, Hanoi, Vietnam, 2Viet Nam 
Authority for HIV/AIDS Prevention and Control, MOH, Hanoi, Vietnam, 3Thanh Hoa 
Provincial AIDS Centre, Thanh Hoa, Vietnam, 4Thai Nguyen Provincial AIDS Centre, 
Thai Nguyen, Vietnam, 5World Health Organization, Western Pacific Regional Office, 
Manila, Philippines, 6Hanoi School of Public Health, Hanoi, Vietnam 
Presenting author email: nguyenva@who.int

Background: Uptake of HIV testing and counseling services (HTS) at health fa-
cilities has been limited among key populations in Vietnam due to various reasons, 
e.g. fear of discrimination, stigma, need to travel long distance. Community-based 
HTS (CBHTS) was piloted to test the hypothesis that CBHTS is acceptable to key 
populations and effective in identifying HIV positive cases and linking them to 
treatment.
Methods: Pilot description: The pilot was started in January 2015 in Thanh Hoa and 
in August 2015 in Thai Nguyen province. CBHTS was delivered by trained village 
health workers in 12 communes in Thanh Hoa, and by trained PWID and MSM peer 
educators at three sites in Thai Nguyen. 
Pilot assessment: A review on CBHTS was conducted in November 2016 to as-
sess the outcomes of the pilot including feasibility and acceptability of CBHTS. 
Quantitative data were obtained through the reviews of HTS and treatment log-
books. Qualitative data were collected though 33 in-depth interviews and 2 focus 
group discussion sessions
Results: A total of 1,711 clients received HTS in communities. Forty-four clients 
were diagnosed as HIV positive and 40 (91%) were linked to ART (Table 1). Better 
linkage from HIV testing to treatment was achieved compared to facility-based 
HTS (Figure 1). Both clients and lay providers reported CBHTS is convenient for 
clients, enhancing demands for HTS; reaching “unreached” key populations, pro-
viding prompt and accurate results while ensuring privacy and confidentiality, and 
supportively linking to care and treatment services. 

Clients # tested # HIV+ cases (%) # received ART (%)
Key populations 834 34 (4.1) 30 (88.2)
Partners/children of people living with 
HIV/people who inject drugs 472 8 (1.7) 8 (100)

Other 405 2 (0.5) 2 (100)
Total 1711 44 (2.6) 40 (90.9)

[Table 1. Results of CBHTS in two piloted provinces]

[Figure 1. Linkage from HIV testing to care and tre]

Conclusions: The results of this pilot demonstrated the appropriateness, effective-
ness and feasibility of CBHTS as an additional approach for increasing testing up-
take. The results of this pilot informed development of national guidelines for HIV 
testing in which CBHTS was recommended. 

TUPED1222
Provider-initiated testing and counseling: is it still high yield? 
Yield of routine HIV testing in pediatric and adult inpatient 
wards in central and southern Malawi
K. Simon1,2, M. Montandon1,2, S. Ahmed1,2, E. Wetzel1, R. Sabelli1, T. Beyene1,2,  
E. Kavuta1, C. Chikoti1, K. Namachapa3, P. Kazembe1,2, M. Kim1,2 
1Baylor College of Medicine Children’s Foundation, Lilongwe, Malawi, 2Baylor 
International Pediatric AIDS Initiative at Texas Children’s Hospital, Baylor College of 
Medicine, Houston, United States, 3Malawi Ministry of Health, Department of HIV/
AIDS, Lilongwe, Malawi 
Presenting author email: ksimon@tingathe.org

Background: Routine HIV testing at health facilities (provider-initiated testing and 
counseling, PITC) is recommended at presumed high yield venues like inpatient 
wards. Limited recent data exist on testing yield in settings like Malawi with ma-
ture Option B+ and active HIV case finding programs. We evaluated inpatient PITC 
yield at three hospitals in central and southeastern Malawi.
Methods: Data on PITC in inpatient wards (adult, pediatric, pediatric nutritional 
rehabilitation units (NRU)) were collected from July-Dec 2016 (Salima) and Oct-
Dec 2016 (Balaka, Mangochi) using dedicated PITC registers. Per national guide-
lines, patients one year of age and older underwent rapid antibody testing to deter-
mine HIV status; mothers of infants less than one year (or if unavailable, infants) 
underwent rapid HIV testing to determine HIV exposure. Patients were offered 
testing if they had never tested for HIV, tested negative >3 months ago, or had no 
documentation of prior testing. HIV status (known or newly ascertained) and test-
ing outcomes for patients one year of age or older were analyzed to determine ward 
HIV prevalence and testing yield.
Results: Of 7664 inpatients (3526 pediatric, 4064 adult, 74 NRU) admitted dur-
ing the evaluation period, 6266 (82%) were assessed for testing eligibility. Of those 
assessed, 4742 (76%) did not have documented HIV status (including those never 
tested) or tested negative >3 months ago and were offered testing. Refusal rate 
was 1.6%.

 Ward prevalence: Known and new HIV+ / 
(Total Known Status + Total Newly Tested >1yo)

Testing Yield:New HIV+ / 
(Total Newly Tested >1yo)

NRU 25.5% (13/51) 12.5% ( 4/32)
Pediatric Inpatient 3.5% (75/2118) 1.1% (19/1799)
Adult Inpatient 23.7% (787/3327) 4.8% (102/2141)

[Ward Prevalence and Testing Yield]

The majority of HIV-positive inpatients knew their HIV status prior to admission 
(87% in adult wards, 75% in pediatric wards, 69% in NRU). Inpatient ward HIV 
prevalence was higher than national population HIV prevalence (1.6% 0-14y and 
10.6% 15-64y) (Malawi Population-based HIV Impact Assessment 2016). Yield 
of new HIV testing among inpatients (excluding NRU) was lower than population 
prevalence.
Conclusions: PITC remains an important approach for HIV case finding and is criti-
cal for prompt treatment initiation, however in the setting of Option B+ and active 
HIV case finding, yield may be decreasing. Contemporary data on PITC yield in 
various settings and identification of novel high-yield case finding strategies are 
needed. 

TUPED1223
After achieving 90-90-90 in the SEARCH study:  
who is not achieving viral suppression?
D. Kwarisiima1,2, M. Kaur3, F. Mwangwa4, J. Ayieko5, A. Owaraganise4,  
D.M. Byonanebye4, T. Liegler3, L. Brown3, D. Black3, T.D. Ruel6, V. Jain3,  
C.R. Cohen7, E.A. Bukusi5, E.D. Charlebois3, T.D. Clark3, M.L. Petersen8,  
D.V. Havlir3, M.R. Kamya4,9 
1Infectious Disease Research Collaboration, SEARCH Trial, Kampala, Uganda, 
2Makerere University Joint AIDS Program, HIV Prevention, Kampala, Uganda, 
3University of California, Division of HIV, Infectious Diseases & Global Medicine, San 
Francisco, United States, 4Infectious Diseases Research Collaboration, SEARCH Trial, 
Kampala, Uganda, 5Kenya Medical Research Institute, Nairobi, Kenya, 6University 
of California, Department of Pediatrics, San Francisco, United States, 7University 
of California, Department of Obstetrics, Gynecology & Reproductive Sciences, San 
Francisco, United States, 8University of California, Berkeley, Berkeley School of Public 
Health, San Francisco, United States, 9Makerere University, School of Medicine, 
College of Health Sciences, Kampala, Uganda 
Presenting author email: bkdalsone@yahoo.co.uk

Background: HIV viral suppression (VS) on a population level can acceler-
ate elimination of new HIV infections. The SEARCH HIV test-and-treat study 
(NCT01864603), achieved 97% HIV tested/93% on ART/89% suppressed after 2 
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years in 16 intervention communities (~10,000 persons each). Population-level vi-
ral suppression among HIV+ persons was 80%. We assessed demographic and care 
characteristics to better understand factors contributing non-suppression in the 
20% of adults who remain viremic.
Methods: We studied HIV+ adults (≥15 years) in 16 SEARCH intervention com-
munities using streamlined HIV care that included: 
(1) nurse-driven triage, 
(2) multi-disease care, 
(3) viral load (VL) testing and counseling, 
(4) 3-month ART refills, 
(5) appointment reminders and patient tracking, and; 
(6) telephone access to clinicians. 
VLs were measured at during annual campaigns and clinical follow-up (June, 2013 
- November, 2016). Predictors of viremia (most recent VL>500 copies/ml) were 
sought with multivariate logistic regression.
Results: Among 8299 HIV+ adults, 5705 (69%) were ≥30 years and 2594 (31%) 
were aged 15-29 years. Among the 7968 (96%) adults with at least one VL mea-
surement, 1603/7968 (20%) were viremic. Among these viremic adults: 980 (61%) 
were female, 869 (54%) were ≥30 years, 1082 (68%) were married, 1257 (78%) 
had attained primary education, 831 (52%) were farmers and 1131 (71%) resided in 
Kenya. In total, 494 (31%) had never been in care, 512 (32%) were linked to care but 
lost to follow up (LTFU), and 597 (37%) were actively engaging in care. Predictors 
of viremia included: age 15-29 years (OR= 2.29 vs. age ≥30, 95% CI 2.02-2.58); 
male (OR=1.43, 95% CI 1.26-1.61); working in transport (OR=1.49 vs farming, 95% 
CI 1.01-2.19); being a student (OR=2.27 vs farmer, 95% CI 1.70-3.04), and residing 
in Kenya (OR= 1.24 vs. residing in Uganda, 95% CI 1.09-1.40).
Conclusions: In the SEARCH Study, after 2 years of a universal HIV test-and-treat 
intervention, 20% of HIV+ adults remained viremic. One third had never linked to 
care, 1/3 LTFU and 1/3 were still engaged in care. Youth—in particular young men—
and students were the most at risk for viremia. Targeted interventions to support 
viral suppression are urgently needed for these sub-populations. 

TUPED1224
Barriers and facilitators of HIV testing among female sex 
workers in rural pastoralist communities in Northern Kenya
C. Akolo1, S. Ochieng’2, P. Edonga Ekuam3, B. Ediedu Ogwang’2, N. Njuguna2 
1Family Health International (FHI 360), LINKAGES Project, Washington DC, United 
States, 2Family Health International (FHI 360), LINKAGES Project, Nairobi, Kenya, 
3Turkana Pastralist Development Organization, LINKAGES Project, Lodwar, Kenya 
Presenting author email: cakolo@fhi360.org

Background: Female sex workers (FSWs) in Turkana County, Kenya, are dispropor-
tionately affected by HIV compared to the general population and other FSWs in 
Kenya (36% versus 6% and 29%, respectively). HIV testing is a critical first step in 
linkage to care and yet uptake is low in this region. 
We sought to increase HIV testing through peer-led outreach and determine rea-
sons for low testing uptake among FSWs in Turkana West subcounty, a rural pasto-
ralist community in Northern Kenya.
Methods: The USAID and PEPFAR funded LINKAGES project, in collaboration 
with TUPADO, conducted hotspot mapping exercises in Turkana West subcounty. 
We estimated the number of FSWs in the region and formed a community advisory 
board consisting of FSWs and project staff to help identify a suitable location for 
a drop-in center (DIC). We trained 30 peer educators to mobilize their peers for 
intensified HIV testing at least once every quarter. FSWs were tested through re-
ferrals to the DIC or through outreach events. We analyzed data collected during 
programmatic activities for accelerating HIV testing in the run-up to World AIDS 
Day 2016. Descriptive statistics are used to summarize HIV testing uptake.
Results: A total of 28 hotspots with 1,465 FSWs were identified from October to 
December 2016. Of 851 FSWs (58%) offered HIV testing services, 162 (19%) ac-
cessed the HIV testing centers, of whom 147 (17%) received an HIV test. Sixty-five 
percent of FSWs tested were ages 15-24 years. The most common reason cited for 
testing was a need to confirm their HIV negative status. Of the 15 FSWs who ac-
cessed the testing center but declined an HIV test, seven (47%) reported a condom 
burst without access to post-exposure prophylaxis in the previous three months. 
The most commonly cited reason for not testing was fear of others knowing their 
status and desire for heightened anonymity.
Conclusions: HIV testing uptake continues to be low among FSWs in this high HIV 
prevalence region. HIV stigma reduction interventions and heightened confidenti-
ality measures during testing are urgently needed to increase uptake of HIV testing 
and prevention services among high risk FSW. 

TUPED1225
High virological suppression and retention in HIV-infected 
patients initiated on ART with CD4 above 500 in a program 
setting in Uganda
D.M. Byonanebye1,2, F.C. Semitala2,3, J. Katende3, I. Arinaitwe2, A. Bakenga2,  
I. Nahamya3, P. Musinguzi4, P. Kyambadde5, M.R. Kamya1,2 
1Infectous Diseases Research Collaboration, Resaerch, Kampala, Uganda, 2Makerere 
University, Kampala, Uganda, 3Makerere Joint AIDS Program, Kampala, Uganda, 
4Mulago Hospital, STD/HIV Clinic, Kampala, Uganda, 5Most at Risk Populations 
Initiative, Kampala, Uganda 
Presenting author email: dathan@idrc-uganda.org

Background: The World Health Organization recommends antiretroviral therapy 
(ART) for all HIV-infected patients. However, there are concerns that healthy 
patients especially key populations (KPs) accessing ART in programmatic settings 
may have poorer rates of virological suppression. We sought to determine the prev-
alence of lost to follow up (LTFU) and define predictors of viral suppression among 
HIV infected adult patients initiated on ART with baseline CD4 cell count >500 
cells/µl at two high volume urban clinics in Kampala, Uganda.
Methods: In this cross-sectional study, we enrolled patients attending two PEPFAR 
supported clinics, one of which exclusively serves KPs. Eligible patients were aged 
≥18 years, baseline CD4>500 and on first line ART for ≥six months. We obtained 
data on socio-demographics, ART history, clinic and reasons for ART; using in-
terviewer-administered questionnaires. Plasma HIV RNA was determined with 
Abbott Real-time© HIV-1assay.Predictors of virological suppression (HIV RNA< 
75 copies/ml) were determined using multivariate logistic regression.
Results: Between August 2015 and March 2016, 228 consecutive participants 
were eligible of which 25 (11%) were LTFU (no visit in prior 90 days). Of the 203 
enrolled patients, 106 (52.2%) were sex workers, 9 (4.4%) men who have sex with 
men, 17 (8.4%) discordant couples, 45 (22.2%) pregnant or lactating women and 
26 (12.8%) were other high-risk populations. The median age (IQR) was 30 (25-
35) years, median duration (IQR) on ART14.2 (8.4-16.2) months and baseline 
CD4 (IQR) was 662 (547-774) cells/µl. Virological suppression was achieved in 
173/203 (85%; 95% CI, 80.3-90.1) patients, and 192/203 (95%, 95% CI 90-97) 
had HIV RNA< 1000 copies/ml. In a model adjusting for age, sex, adherence, prior 
HIV RNA test, reason for ART initiation and clinic, the factors associated with vi-
rological suppression were prior HIV RNA monitoring test(s) (aOR 6.98; 95% CI 
2.63-18.50; p value < 0.001) and receiving care from a non-KP clinic (aOR 5.41; 
95% CI 1.52-19.27; p=0.009). Of the 25 LTFU, 10 were alive and 60% (6/10) of 
these patients had stopped ART.
Conclusions: HIV infected patients with high CD4 counts including KPs, achieved 
excellent virological suppression and retention in care in a routine program setting. 
VL monitoring and clinic type were associated with suppression. 

TUPED1226
Why do people delay seeking healthcare for advanced HIV? 
A qualitative study from a low-coverage setting in Kinshasa, 
Democratic Republic of Congo (DRC)
E. Venables1, S. Spiers2, I. Casteels2, E. Goemaere1, M. Mashako2, G. van Cutsem1 
1Medecins Sans Frontieres, Southern Africa Medical Unit, Cape Town, South Africa, 
2Medecins Sans Frontieres, Kinshasa, Congo, Democratic Republic of the 
Presenting author email: msfocb-kinshasa-sida-pmr@brussels.msf.org

Background: HIV prevalence in DRC is estimated to be 1.2%, and access to HIV 
testing and treatment remain low across the country. National ART coverage is 
among the lowest worldwide (23% in 2014). While 64% of the population lives 
below the poverty line, 43% of health expenditure is made by households. User 
fees severely limit health-care access, and many people with HIV start ART late 
or interrupt treatment due to cost. At the Centre Hospitalier Kabinda (CHK) in 
Kinshasa, median CD4 count at admission was 74 cells/uL and in-patient mortal-
ity was 25%; 70% of patients were previously on ART and 50% had interrupted 
treatment for more than 6 months and 20% were treatment failures not managed 
accordingly. A qualitative study was conducted to explore why patients arriving at 
CHK delayed seeking treatment.
Methods: 24 in-depth interviews were carried out with currently- and previously-
hospitalised patients, relatives/care-givers of patients and health-care workers in 
CHK. Patients included those who were ART-naïve and non-naïve. Participant ob-
servation was also conducted. Interviews were conducted in French and Lingala. All 
interviews were translated into English, entered into NVivo, coded and thematically 
analysed.
Results: Patients, care-givers and health-care workers gave similar reasons for late 
arrival of patients including lack of training amongst health-care workers on treat-
ment failure management; religious leaders encouraging people not to take ART; 
poor patient understanding of diagnosis/treatment; stigma and lack of economic 
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resources to pay for consultations. Stigma prevented patients from disclosing and 
seeking support from their relatives. Health-care workers felt HIV testing was not 
offered early enough and that adherence support was insufficient. Clinics were 
described as ‚boutiques’ where every intervention had an additional - often unaf-
fordable - cost.
Conclusions: Cost, stigma, lack of patient and health-care worker knowledge and 
misinformation by religious leaders causes delays in seeking health-care. These 
factors jeopardise the assumption that lifelong HIV treatment is feasible in low-
coverage settings, and contribute to explain ongoing persistence of advanced HIV 
disease. Access to free HIV-testing, ART and treatment of opportunistic infec-
tions; counselling (disclosure, adherence, treatment failure); training of health-care 
workers and counsellors; support for care-givers and stigma reduction strategies 
with churches are urgently needed. 

TUPED1227
Access to prevention of mother to child transmission (PMTCT) 
of HIV service cascade through integrated active case 
management in 15 operational districts in Cambodia
S. Samreth1, T. Delvaux2, V. Ouk1, V. Keo1, R. Tep1, S. Leang1, A. Ke1, B. Ngauv1,  
S. Mam1, P.S. Ly1 
1National Center for HIV/AIDS, Dermatology and STD (NCHADS), Phnom Penh, 
Cambodia, 2Institute of Tropical Medicine (ITM), Antwerp, Belgium 
Presenting author email: sovannarith@nchads.org

Background: Aiming to achieve the goal of virtually eliminating mother-to-child 
HIV transmission by 2025, Cambodia has implemented integrated active case 
management (IACM) approach since 2014. This approach is expected to improve 
detection of HIV positive cases and assure that all HIV positive pregnant women 
and their HIV-exposed infants receive the full package of PMTCT services. This 
study aimed to analyse PMTCT cascade data in 15 operational districts (ODs) im-
plementing the IACM in Cambodia.
Methods: A retrospective cohort study design was used to analyse data obtained 
from IACM program database from 15 ODs implementing IACM between 1 
January 2014 and 31 December 2016. We measured key PMTCT cascade indica-
tors including HIV infected pregnant women identified, maternal antiretroviral 
treatment (ART) during pregnancy, infant antiretroviral (ARV) prophylaxis, infant 
cotrimoxazole prophylaxis, and early infant diagnosis (EID) of HIV infection by 
DNA PCR test.
Results: During the study period, 895 HIV positive pregnant women were identi-
fied. Among them, 237 (26.5%) were tested HIV positive during pregnancy, 9 (1%) 
were tested HIV positive at delivery, and 649 (72.5%) were HIV positive women 
already on treatment who became pregnant. By 31 December 2016, 501 women in 
the cohort had given birth to 502 infants, as one woman had twins. Among these 
502 infants, 496 were live birth infants and 486 reached 6 weeks old or older. 
PMTCT cascade analysis shows that 92.3% (826/895) of the identified women had 
access to ART during pregnancy, 85.3% (423/496) of live birth infants received 
ARV prophylactic treatment, and that 72.8% (354/486) and 70.4% (342/486) 
of the infants aged 6 weeks or older received cotrimoxazole prophylaxis and DNA 
PCR test, respectively. Among infants who received DNA PCR test, 2.6% (9/342) 
was HIV positive.
Conclusions: Gaps in accessing PMTCT of HIV service cascade were still sig-
nificant in these ODs implementing IACM. Many HIV positive women and their 
HIV-exposed infants were still not able to receive treatment, prophylaxis, and early 
diagnosis of HIV. Further research is needed to identify the determinants of access 
to PMTCT service cascade. 

TUPED1228
A program implemented to expand access to HIV testing  
finds high prevalence and incidence among young MSM in  
four provinces in Thailand
S. Ongwandee1, C. Manopaiboon2, M. Wasantioopapokakorn1, T. Phoorisri1,  
F. Langkafah2, U. Kritsanavarin2, P. Visavakum2, B. Jetsawang2, S. Nookhai2,  
N. Jongchotchatchawal2, A. Sukkul2, M. Martin2,3 
1Ministry of Public Health, Bureau of AIDS, TB and STIs, Nonthaburi, Thailand, 
2Thailand Ministry of Public Health-U.S. CDC Collaboration (TUC), Division of 
Global HV and TB (DGHT), Nonthaburi, Thailand, 3Centers for Disease Control and 
Prevention, Center for Global Health, Division of Global HIV/AIDS, Atlanta, United 
States 
Presenting author email: sumet_o@yahoo.com

Background: HIV prevalence and incidence among men who have sex with men 
(MSM) remain high in Thailand but HIV testing, an entry point to care, is low. We 
launched a four-year pilot program to promote HIV testing and link HIV-infected 

MSM to care in September 2011 in Bangkok, Khon Kaen, Phuket, and Udon Thani, 
four high-HIV prevalence provinces in Thailand.
Methods: MSM were recruited and trained to promote HIV testing among their 
peers. Mobile and clinic-based sites were identified to provide HIV testing using 
three rapid HIV tests, consistent with national guidelines. MSM who tested HIV-
positive were referred for care. During HIV testing, health care providers collected 
demographic and HIV testing history information using a standardized form. We 
used Poisson regression to determine trends in annual HIV testing and calculated 
incidence, per 100 person-years of observation, using data from participants who 
initially tested HIV negative and tested at least one more time (there were 68 in-
cident HIV infections), assuming a uniform probability distribution throughout the 
interval between the last negative and first positive HIV tests.
Results: A total of 5,629 MSM agreed to HIV testing. Testing increased from 458 
in fiscal year (FY) 2012 to 1,832 in FY 2016 (p<0.001). Participant’s median age at 
enrollment was 24 years, 2,299 (41%) were referred by peers, 1,923 (34%) tested 
at mobile clinics, and 3,412 (61%) were testing for the first time. Almost 100% 
(5,606) received their HIV test results. HIV prevalence was 21% in FY 2012 and 
decreased to 17% in FY 2016 (p<0.001). Among HIV-positive MSM, 63% had a 
CD4 test and the median CD4 count was 284 (interquartile range 143-420) cells/
mm3. The overall HIV incidence was 6.2 per 100 person-years (95% CI, 4.8-7.9) 
but higher among MSM 15-19 years old (10.1 per 100 person-years) and 20-24 
years old (10.9 per 100 person-years) than among MSM >24 years old (3.8 per 
100 person-years).
Conclusions: We successfully implemented an HIV testing program among MSM. 
HIV prevalence and HIV incidence among MSM remains high, particularly among 
young MSM, highlighting the urgent and ongoing need for comprehensive HIV 
prevention services for this population. 

TUPED1229
Toward the first 90: identifying and testing younger populations 
for HIV at community outreach events in Kenya
N.A. Okoko1, M.A. Guzé2, S. Ndolo1, G. Nyanaro1, E.A. Bukusi1, C.R. Cohen2,  
J. Penner3, J.L. Kulzer2 
1Kenya Medical Research Institute (KEMRI), Family AIDS Care and Education Services 
(FACES), Center for Microbiology Research (CMR), Kisumu, Kenya, 2University of 
California, Department of Obstetrics, Gynaecology and Reproductive Sciences, San 
Francisco, United States, 3University of British Columbia, Vancouver, Canada 
Presenting author email: awuornicollate@gmail.com

Background: Low HIV status awareness among children and adolescents, 12,940 
new HIV infections among children and rising adolescent AIDS-related deaths in 
Kenya is a cause for concern given the association of delayed HIV identification 
with poor health outcomes. This study examined HIV testing outcomes and charac-
teristics of younger (age < 19) populations attending targeted community outreach 
events (TCOEs).
Methods: In Homa Bay, Migori, and Kisumu counties in Kenya 492 TCOEs with 
HIV testing and identification were conducted in 148 health facility catchment 
areas supported by the HIV program Family AIDS Care & Education Services 
(FACES) over five months from July - December 2015. Aggregated HIV testing 
(mean number tested), yield (mean number identified HIV positive), and gender 
among eligible children (age < 15) and adolescents (age 15-19) at TCOEs were cap-
tured in a REDCap database. Negative binomial models were used to assess age and 
gender differences in HIV testing and yield.
Results: Among 14,603 individuals tested at TCOEs, 67% (N=9788) were children 
(age < 15) and 33% (N=4815) were adolescents (age 15-19). Among children, 54% 
(N=5291) were female with 0.2% (N=10) HIV positive; 46% (N=4497) were males 
including 0.2% (N=8) HIV positive. Among adolescents, 51% (N=2457) were fe-
male with 0.5% (N=13) HIV positive; 49% (N=2358) were male including 0.2% 
(N=4) HIV positive. Adolescents were less likely to be tested at TCOEs compared 
to children (IRR: 0.46; 95% CI: 0.34, 0.62; p<0.01). Although fewer males than 
females tested overall (IRR: 0.85; 95% CI: 0.78, 0.93; p<0.01), the decrease in 
males testing from the children age group to the adolescent age group was smaller 
than in females (IRR: 1.13, 95% CI: 1.02, 1.25, p=0.02). There was no significant 
difference in age and gender among those testing positive.
Conclusions: Targeted community outreach events reached twice as many children 
as adolescents for HIV testing and identification and female HIV testing declined 
in adolescence. The TCOE approach appears useful in reaching children, however 
a better understanding of what type of community approaches would draw adoles-
cents, particularly females, is needed. 
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TUPED1230
Gender and power dynamics of social relationships shape 
willingness to participate in biomedical HIV prevention research 
among South African adolescents and young adults
L. Lee1, J. Dietrich2, L. Greener3, L. Makhale2, P. Smith1, S. Hornschuh2,  
T. Mathenjwa3, M. Brockman1, M. Beksinska3, G. Gray2, J. Smit4, A. Kaida1,  
on behalf of the AYAZAZI research team 
1Simon Fraser University, Faculty of Health Sciences, Burnaby, Canada, 2Perinatal 
HIV Research Unit, University of the Witwatersrand, Bio-Behavioural Research 
Division, Soweto, South Africa, 3MatCH Research Unit (MRU), University of the 
Witwatersrand, Faculty of Health Sciences, Durban, South Africa, 4MatCH Research 
Unit (MRU), University of the Witwatersrand, Faculty of Health Sciences, Dept. of 
Obstetrics and Gynaecology, Durban, South Africa 
Presenting author email: jsmit@matchresearch.co.za

Background: Adolescents and young adults (AYA) are a priority population for HIV 
prevention initiatives. We explored the social relationships at intimate, family, com-
munity and institutional levels that influence AYA participation and potential ad-
herence to protocols in HIV prevention research (e.g., PrEP, vaccine trials, mucosal 
sampling, medical male circumcision).
Methods: Eight age- and gender-stratified (16-18; 19-24 years) focus group discus-
sions (FGDs) were conducted with 33 male and 42 female participants enrolled in 
AYAZAZI, a youth-centred HIV prevention study among AYA in Soweto (April-
May 2015) and Durban (July 2016). FGDs were co-facilitated by trained qualitative 
researchers and youth interviewers in English, Sesotho, or isiZulu, audio-recorded 
and translated verbatim. Data were analysed using grounded theory and ecological 
systems theory.
Results: Across all levels, gender and power dynamics of AYA’s social relationships 
shaped willingness to participate in research. At an intimate level, vaccine trials and 
PrEP were favoured by women for access to female-controlled discrete options to 
protect themselves against HIV and by men who desired to protect themselves and 
sexual partners (i.e against unfaithfulness; when condoms weren’t used). 
At the family level, AYA feared that to parents, study participation would suggest 
risky sexual behavior and expressed concerns about a lack of privacy if asked to col-
lect vaginal or seminal samples at home. 
At the community level, AYA feared stigmatization from neighbors and peers for 
participating in research and men feared physical abuse and teasing. Learning about 
sexual risks and sharing knowledge with friends to protect them was a motivator to 
participate for men and women. Some men feared marginalization from their com-
munity if they chose medical over traditional circumcision.
Institutional: Both men and women were motivated by the desire to help society. 
Positive relationships with health care teams (trust, safety, non-judgmental, listen-
ing ear) were also motivators to participate in such research.
Conclusions: Large numbers of AYA will be required to demonstrate efficacy and 
feasibility for future biomedical HIV prevention research. Recruitment and reten-
tion efforts are likely to be enhanced through adopting a multi-level relational and 
gendered approach that considers collective decision making processes such as sup-
port, opposition or judgment of family, partners and community regarding study 
participation. 

TUPED1231
High yields attained through HIV household index case testing 
in Zimbabwe: the case of the FHI 360 Zimbabwe HIV care and 
treatment project
N. Mahachi1, A. Muchedzi1, T. Moga1, T. Tapfuma1, C. Dziwa1, T. Chimbidzikayi1,  
S. Gonouya1, O. Chakubili2, K. Torpey3 
1FHI 360, Programmes, Harare, Zimbabwe, 2FHI 360, Global, Durham, United States, 
3FHI 360, Global Technical, Washington, United States 
Presenting author email: nyikadoc@yahoo.com

Background: FHI360 in Zimbabwe is implementing a USAID-funded, Zimbabwe 
HIV Care and Treatment Project (ZHCT), to increase the availability and qual-
ity of care and treatment services for persons living with HIV (PLHIV), through 
community-based interventions. 
This project compliments the Government of Zimbabwe efforts towards achieve-
ment of the first and the third 90s of the UNAIDS Strategy aimed at ending AIDS 
by 2030.
Methods: The ZHCT project primarily provides household index-case testing 
(HICT) specifically targeting adolescents, young women, pregnant and breastfeed-
ing women, men and sexual partners. In 2016, ZHCT project was implemented in 
communities around health facilities with more than 175 patients enrolled on ART 
in eight districts in 2 provinces of Zimbabwe. Between March and December 2016, 
HIV- positive index-cases were identified at various service delivery points at these 
health facilities and were followed up by trained nurse testers. HIV testing services 

(HTS) were then provided to their sexual partners and children at household levels. 
Those identified to be HIV-positive were linked to care and confirmed by being 
recorded in the health facility pre-ART register.
Results: A total of 25,930 people tested for HIV during the period under review and 
4383(16.9% yield) were newly identified to be HIV-positive. The yield increased 
from 8% to 39% over the first year of implementation. A total of 13,057 (50%) of 
those that tested for HIV were men while (48%) were aged 25-49 years. A total of 
1579 (75%) of those identified to be HIV-positive were linked for HIV care.
Conclusions: These findings show that HICT gives a higher yield of HIV-positives 
identified and linked to HIV care than traditional community based HTS approach-
es like door to door or outreach. In this project HICT reached the sexually active age 
group and more men with HIV testing services compared with ~10% at heath facil-
ity levels. Based on these findings HICT should be scaled up with a focus on testing 
of sexual partners and exploring the sexual network in Zimbabwe as the country 
moves towards attainment of the 90x 90x90 targets and thus reach individuals less 
likely to test within the conventional health facility testing stream. 

TUPED1232
Index client testing: is this the magic bullet to better testing 
yield in the journey towards the first 90?
M. Kitheka1, S. Gitia2, S. Bii3, M. Mudany1 
1Jhpiego, Nairobi, Kenya, 2LVCT Health, Nairobi, Kenya, 3USAID, Nairobi, Kenya 
Presenting author email: moses.kitheka@jhpiego.org

Background: There are estimated 1.6 million Kenyans living with HIV, with 101,560 
new HIV infections annually in 2016. Kenya has adopted UNAIDS’ 90-90-90 
goals, as outlined in the Kenya AIDS Strategic Framework. In order to achieve 
these, beginning with the first “90”, Kenya has embraced innovative HIV testing 
strategies that target highest risk populations and aim to identify more people liv-
ing with HIV. Among this was index client testing which is a strategy to identify 
untested sex partners/spouses and family members of people living with HIV and 
offer them HIV testing services.
Methods: APHIAPLUS KAMILI is a USAID funded project led by Jhpiego sup-
porting HIV Prevention, Care and Treatment in Eastern and Central Kenya, in-
cluding HIV testing services (HTS). In year 2016, the project began offering in-
dex client testing in 62 HTS sites. Health facility staff and HTS counselors were 
mentored on the approach, and roles and responsibilities for each were outlined. 
Client records were reviewed during routine facility visits to identify family mem-
bers (spouse and children) with unknown HIV status. Clients were educated on the 
importance of family member testing, and were requested to bring them for testing 
during their next appointment. In some cases where the client was unable to visit, 
HTS counselors offered family member testing in the clients’ home.
Results: Between January and September 2016, a total of 4,561 HIV client records 
were reviewed as the index cases. Of these, 8,876 contacts/family members were 
identified, of which 1,529 had a known HIV status and were excluded. Of the 7,347 
with unknown HIV status, 6,047 (82%) were tested, 397 (7%) tested HIV positive, 
and 363 (91%) were successfully linked with treatment. This yield is significantly 
higher than the 2.1% HIV positivity at outpatient and 2.5 % at Inpatient HTS ob-
served during the same time period.
Conclusions: The index client testing strategy is a high yield and effective approach 
to identify undiagnosed HIV-positive clients. This enables programs reach people 
with a high likelihood of being HIV positive to optimise on HTS services. Jhpiego 
and other programs should scale up this approach as part of the strategy to achieve 
the UNAIDS 90-90-90 goals. 

TUPED1233
Uptake of HIV services in rural Mozambique: factors associated 
with retention in care after community-based ascertainment of 
12-month outcomes
E. Lopez-Varela1,2, L. Fuente-Soro1,2, O. J. Augusto1, C. Sacoor1, A. Nhacolo1,  
E. Bernardo1,3, E. Karajeanes4, P. Vaz4, D. Naniche1,2 
1Centro de Investigação em Saúde de Manhiça, Maputo, Mozambique, 2Barcelona 
Institute for Global Health (ISGLOBAL), Barcelona, Spain, 3Manhiça District Health 
Services, Manhiça, Mozambique, 4Fundação Ariel Glaser Contra o SIDA Pediátrico, 
Maputo, Mozambique 
Presenting author email: elisa.lopez@isglobal.org

Background: In order to end the HIV/AIDS epidemic by 2030, the current gap in 
case detection needs to be closed through HIV counseling and testing strategies 
that are locally appropriate and effective in linking patients into care. We aimed to 
compare the linkage rates between different testing modalities in a semi-rural area 
in southern Mozambique.
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Methods: Between May 2014 and June 2016, a prospective cohort study conduct-
ed in the Manhiça District Health Demographic Surveillance System consecutively 
enrolled adults with a first positive HIV result from three testing modalities: volun-
tary and provider initiated (VCT and PICT) and home based testing (HBT). Linkage 
and retention data was extracted from patient clinical charts. Determinants of lost 
to follow-up (LTFU) at each step of the cascade were evaluated through the Fine 
and Gray competing risk model. The true attrition rate was ascertained through 
home visits after 12 months’ follow-up.
Results: Among the 1122 enrolled patients, 56.1% were female with a median age 
of 33 years and 43.7% had linked to care, defined as having a CD4 count available 
within three months of diagnosis. Among them, median CD4 cell count was 291/
mm3 (IQR 173-450) and 69% were ART eligible. When conditioned on the previ-
ous step, the testing venue showed no significant difference in linkage, although, 
it did influence significantly initial enrollment in care (98%, 91% and 36% enroll-
ment for VCT, PICT and HBT respectively, p<0.01). Other factors associated with 
increased linkage included older age (adjusted sub-distribution hazard ratio (aSHR) 
1.56; 95% CI: 1.17-2.09), having a previous HIV test more than a year ago (aSHR 
1.85; 95%CI: 1.15-2.27), and being tested with other family/friends (aSHR 1.32; 
95%CI: 1.01-1.73). Whereas decreased linkage was associated with showing no in-
tention to disclose their HIV status to partner (aSHR 0.64; 95%CI: 0.43-0.95). 
One fourth of participants initiating anti-retroviral treatment were LTFU after 12 
months of initiation. Among them, 22% were deaths, an additional 29% were trans-
fers and migrations, thus reducing the proportion of true LTFU by half.
Conclusions: Improved linkage will require multiple cascade step-specific interven-
tions and adequate monitoring including ascertainment of true LTFU. 

TUPED1234
Contact tracing of HIV-infected individuals, an innovative 
approach to increase HIV case finding in Angola (pilot project)
M.L. Furtado1, I. Fortes1, F. Alberto2, A.G. Ngulu2, S. Ngonyani3, S. Kelbert4,  
M. Gurdian3, J. Juarez3, K. Curran4, M.J. Cardoso5, A.S. Tamele5, L.V. Vemba3 
1National AIDS Institute Angola, Luanda, Angola, 2Viana I Health Center, Luanda, 
Angola, 3Jhpiego, Luanda, Angola, 4Jhpiego, Technical Leadership Office, Baltimore, 
United States, 5Jhpiego, Maputo, Mozambique 
Presenting author email: silvia.kelbert@jhpiego.org

Background: Angola has a generalized heterosexually-driven HIV/AIDS epidemic 
with an estimated HIV prevalence of 2.41% in adults aged 15-49. An estimated 
317,206 people are living with HIV in Angola, more than 50% of whom do not know 
their HIV status. To achieve the UNAIDS 90-90-90 goals by 2020, additional 
efforts are needed to identify HIV-positive persons and link them to HIV care and 
treatment services. Contact tracing has shown success in achieving this goal.
Methods: Strengthening Angola Systems for Health (SASH), a USAID-funded 
project, together with the National AIDS Institute (INLS), Luanda Health 
Directorate, and Viana Municipal Health Directorate, implemented a contact trac-
ing pilot project in Viana I Health Center October-December 2016. The goal was to 
increase the number of HIV-positive individuals who know their HIV status and link 
them to care and treatment services. All index cases, or ICs, (i.e. all persons newly 
diagnosed with HIV and/or recently admitted into HIV care) included in the project 
received counseling and information about the importance of testing contacts. ICs 
provided healthcare workers with information to reach their sexual contacts and 
consented verbally to home visits. Contacts were reached via phone or home visits 
and offered HIV testing at home or at the health facility.
Results: 60 ICs were enrolled in the pilot project, with 80% between 25-49 years. 
67% were female. 131 contacts were identified: 64 sexual partners (37 primary 
partners), 48 children, 2 parents of child/adolescent ICs, and 17 other family mem-
bers. Male ICs were more willing to provide information about their sexual partners. 
50 contacts (38%) were HIV-positive: 30 sexual partners (47%), 8 children (17%), 
2 parents of IC children (100%), and 10 other family members (59%). Linkage to 
HIV care and treatment was successfully documented in 42 (84%) HIV-positive 
contacts; 30 initiated ART (71.4%).
Conclusions: Contact tracing is an innovative strategy for testing persons at high 
risk of HIV infection and increasing the number of HIV-positive individuals diag-
nosed and linked to HIV care and treatment. Contact tracing should be offered to 
all ICs, although additional work may be necessary to increase future tracing of sex 
partners, who may be at highest risk. 

TUPED1235
Pilot of a community-based hybrid HIV testing program  
as a strategy to saturate testing coverage in Western Kenya
H.-H.M. Truong1, E. Akama2, F. Otieno2, D. Ogindo2, E. Wandera2, P. Ntwali3,  
M. Guzé3, S. Obabo2, D. Bushman3, K. Kadede2, E.A. Bukusi2, P. Oyaro2,  
C.R. Cohen3 
1University of California, Department of Medicine, San Francisco, United States, 
2Kenya Medical Research Institute, Kisumu, Kenya, 3University of California, 
Department of Obstetrics, Gynecology & Reproductive Sciences, San Francisco, 
United States  

Background: Increasing access and uptake of HIV testing services (HTS) is a critical 
first step for linking individuals to prevention, care and treatment services. In 2015, 
Homabay County had the highest HIV incidence in Kenya and HIV prevalence was 
4.5 times higher than nationally. We piloted a community-based “Hybrid” HTS 
program entailing community mapping, household census, multi-disease commu-
nity health campaigns (CHCs) and home-based HTS.
Methods: The pilot was implemented in July-September 2016. HTS eligibility (not 
previously-diagnosed HIV-positive, age ≥15 years, sexually-active youth <15) and 
antiretroviral therapy (ART) initiation were based on 2016 national guidelines. 
Services provided at CHCs included HTS, and screening/referral for tuberculosis, 
malaria, hypertension and diabetes. Enumerated residents not attending CHCs 
were tracked to offer home-based HTS. Demographic factors associated with ac-
cepting HTS were assessed by multivariate logistic regression.
Results: The Hybrid program reached a total of 28,460 persons: 24,608 enumer-
ated Rusinga and Lambwe residents, and 3,852 non-residents. There were 19,291 
persons reached through CHCs (n=14,018) and tracking (n=5,273). Of the 11,352 
HTS-eligible individuals, 9,487 (84%) accepted testing, of which 854 (9%) were 
first-time testers and 124 (1.3%) were newly-diagnosed with HIV. Persons ages 
25-34 (aOR=0.86; p=0.047) and those with no prior testing history (aOR=0.23; 
p<0.001) were less likely to accept HTS. Among eligible residents, HTS was 
achieved in 76% of adults and 100% of children, yielding 94 new diagnoses. These 
new diagnoses represent 7% of total 1,336 HIV cases (newly- and previously-diag-
nosed) among residents attending CHCs or tracked. Sixty-one percent of newly-
diagnosed persons identified at the CHCs initiated ART the same day as part of 
the campaign.
Conclusions: The Hybrid HTS program diagnosed Homabay County residents pre-
viously unaware of their HIV-positive status, thereby enabling linkage to care and 
same-day treatment and reducing onward transmission risk. The pilot was among 
the first programs in Kenya to implement new national guidelines of ART initia-
tion upon diagnosis. The brief implementation timeframe limited the number of 
CHCs and duration of tracking activities. Increasing HTS uptake among individuals 
who never tested or potentially at-risk for infection remains challenging. Lessons 
learned from this pilot will inform future implementation of HIV testing approaches 
in sub-Saharan Africa. 

TUPED1236
Participant reasons for not initiating antiretroviral treatment 
despite compelling evidence following early unblinding of the 
Strategic Timing of Antiretroviral Treatment (START) trial
C. Rappoport1, S. Sharma2, G.M. Corbelli3, S. Meger2, S. Collins4, D. Munroe5,  
S. Schwarze6, P. Aagaard7, M. Meulbroek8, M. Turner9, F. Gordin10,  
INSIGHT START Study Group 
1University of California, Division of AIDS, ID and Global Medicine, San Francisco, 
United States, 2University of Minnesota, Division of Biostatistics, Minneapolis, United 
States, 3European AIDS Treatment Group, Rome, Italy, 4HIV i-BASE, London, United 
Kingdom, 5INSIGHT Community Advisory Board, New Orleans, United States, 
6European AIDS Treatment Group, Berlin, Germany, 7Copenhagen HIV Programme, 
Rigshospitalet, University of Copenhagen, Copenhagen, Denmark, 8Projecte dels 
NOMS-Hispanosida, Barcelona, Spain, 9Washington DC Veterans Affairs Medical 
Center, Washington DC, United States, 10Washington DC Veterans Affairs Medical 
Center, Washington, United States 
Presenting author email: giuliomariacorbelli@gmail.com

Background: START, an international randomized clinical trial, investigated wheth-
er immediate initiation of antiretroviral treatment (ART) at CD4 cell counts > 500 
cells/µL was superior to deferral until CD4 < 350 cells/µL or development of AIDS 
in terms of morbidity and mortality. After 3.0 years average follow-up, the data 
safety and monitoring board (DSMB) unblinded the study due to significant clinical 
benefit in favor of immediate ART initiation. The DSMB recommended that ART 
be offered to all participants in the deferred arm not yet on therapy. Despite the 
DSMB’s recommendations, some participants elected not to initiate ART.
Methods: A case report form (CRF) was developed to capture why participants 
in the deferred arm declined ART. The CRF listed multiple possible reasons, and 
site staff completed the form following discussion with the participant. The CRF 
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was available over a 6-month period to allow sites time to contact participants and 
discuss the study results.
Results: Of the 4685 randomized participants, 2359 were in the deferred arm. At 
the time of unblinding in May 2015, 48% (1134) of the deferred arm were on ART; 
six months later, 454 (19%) participants were not known to have initiated ART and 
were requested to complete the CRF. Of these, 33% (148) reported not wanting to 
begin ART, 40% (181) elected to or had already initiated ART, and 28% (125) were 
not able to be contacted. 
Of the 148 who declined ART the most common reasons were: not ready to begin 
ART (57%); high CD4 cell count (37%); low HIV viral load (20%); and, concern 
about side effects (19%). 40% of participants provided 2 or more reasons. Reasons 
were consistent across geographic regions.
Conclusions: In START, despite strong evidence of clinical benefit from initiation 
of ART at high CD4 cell counts, some participants were reluctant to begin ART. 
The most common reason reported was not being ready to begin ART, which indi-
cates that patient approaches to treatment are more complex than clinical evidence 
alone. More effort is needed to fully understand why some individuals decline ART. 
Further study should investigate individuals’ personal reasons for making treatment 
decisions. 

TUPED1237
Bridging the HIV treatment gap using a door to door strategy: 
experience from the community care program in Benue state 
Nigeria
F. Ogirima, R. Muhammed, G. Agada, P. Christopher Izere, I. Abutu, E. Udeh,  
P. Jwanle, M. Ashie, B. Ameh, J. Ujah, B. Oyeledun 
Center for Integrated Health Programs, Abuja, Nigeria 
Presenting author email: fogirima@gmail.com

Background: To close the HIV treatment gap and facilitate achievement of the 
UNAIDS 90-90-90 goal, there is need to decentralize HIV services. PEPFAR 
selected 32 high HIV burden local government areas (LGA) for scale up and satu-
ration of HIV services in a ‘test and treat’ pilot. The Center for Integrated Health 
Programs (CIHP) an indigenous non-governmental organization, was mandated to 
scale up HIV services in 5 of the LGAs in Benue state. To increase antiretroviral 
treatment (ART) coverage we instituted a door to door initiative across 58 ward 
councils of the 5 LGAs.
Methods: CIHP mapped the existing HIV treatment clinics and communities 
within the wards. Door-to-door community care program (CCP) protocol was de-
veloped in line with the WHO ‘test and treat’ strategy. Integrated community en-
gagement approaches were undertaken to get buy-in of the community gate keep-
ers. Community care volunteers (CCVs), which included a pool of unemployed but 
certified community health extension workers, were engaged and trained to provide 
HIV services. From January-September 2016, door to door HIV testing were con-
ducted by groups of 3-4 CCVs and newly diagnosed HIV positives started on ART 
using the ‘test and treat’ strategy, then linked to the clinics for follow up. Newly 
diagnosed HIV positive persons were screened for tuberculosis and presumptive 
cases referred to the clinics. Contact tracing systems were instituted to enhance 
completion of referrals. Programmatic oversight was provided by trained LGA of-
ficials and CIHP technical staff.
Results: Seventy four percent of the communities (1,192/ 1,603) were reached in 
9 months of intervention. 385,534 (48% males and 52% females) were tested for 
HIV and 90% (4,191/ 4,656) of HIV positive started on ART by the CCVs. 93% 
(3,912/ 4,191) of those initiated on ART were successfully linked to the clinics for 
follow up HIV care services. 88% (1,647/ 1,870) of the patients linked to the clinics 
remained in care 6 months post ART initiation.
Conclusions: The door-to-door CCP is a feasible way to take HIV services to un-
derserved communities and bridge the HIV treatment gap. However targeting high 
risk populations will increase the efficiency of door to door HIV testing. 

TUPED1238
Tracking lost to follow-up patients for ART initiation after  
the introduction of test and start in the North of Haiti
V.A. Francois 
Jhpiego, HIV/TB, Cap-Haitian, Haiti 
Presenting author email: valerie.francois@jhpiego.org

Background: The incidence of HIV in Haiti is among the highest in the Caribbean 
but has decreased in the past decade from 6.6% to 2.2%. Despite great progress 
in the HIV response, retention in care is a national concern as many people living 
with HIV (PLHIV) are considered lost to follow up (LTFU). In 22 health facilities 
in northern Haiti supported by MCSP-SSQH/USAID, only 25%, (4773) of PLHIV 
enrolled in care were receiving ART in July 2016. The launch of Test and Start that 

same month prompted improved efforts between July-September 2016 to track 
HIV patients LTFU and support them to be initiated on ART.
Methods: A tracking tool was developed and airtime/transportation fees were pro-
vided to community health workers/Peer Educators to actively search for and bring 
back those patients.. The total number of patients active in care and number of 
clients who were LTFU were inconsistent, and a triangulation between pharmacy, 
EMR and appointment book registries was necessary. LTFU was defined as patient 
that missed more than 3 visits. The list of clients who were LTFU was updated week-
ly as patients returned to the clinic.
Results: As of September 2016 a total of 1182 HIV patients were active in care and 
1354 were LTFU. 836 (62%) of patients LTFU had been contacted through phone 
calls or home visits.225 (27%) were found, and more than 209 (25%) returned 
for treatment. We were unable to trace 81 patients due to absence of contact in-
formation, and the remaining had reportedly travelled to nearby countries in the 
Caribbean for economic reasons.
Conclusions: In light of the new policy to treat all PLHIV, it is critical to ensure HIV 
clients who are already in care but were LTFU are re-engaged in care and initiated 
on ART. Additional efforts are needed to track those clients and reintegrate them 
back into care to contribute for epidemic control. 

TUPED1239
Role of support persons in adolescent and youth voluntary 
counseling and testing for HIV
J. Neary1, A. Wagner2, C. Mugo3, P. Maingi4, D. Bukusi4, G. John-Stewart1,2,5,  
D. Wamalwa6, P.K. Kohler2,7, J. Slyker1,2, DASH Team Study Group 
1University of Washington, Department of Epidemiology, Seattle, United States, 
2University of Washington, Department of Global Health, Seattle, United States, 
3University of Nairobi, Nairobi, Kenya, 4Kenyatta National Hospital, Nairobi, Kenya, 
5University of Washington, Medicine & Pediatrics, Seattle, United States, 6University 
of Nairobi, Department of Pediatrics and Child Health, Nairobi, Kenya, 7University 
of Washington, Department of Psychosocial and Community Health, Seattle, United 
States 
Presenting author email: anjuliw@uw.edu

Background: HIV incidence and mortality are high in adolescents and youth (AY), 
but testing rates remain low. Understanding how support persons influence HIV 
testing decisions of AY may improve the uptake and quality of testing.
Methods: AY aged 14-24 seeking HIV testing in Nairobi, Kenya completed a post-
test survey which assessed the role of support persons in HIV testing. Correlates 
were evaluated using chi-square tests and multivariate relative risk regression.
Results: Among 1,062 AY, median age was 21 (IQR: 19-23); 306 (29%) were 
younger (14-19 years), and 756 (71%) were older (20-24 years). Overall, 12.4% re-
ported their decision to test was influenced by a parent, 20% by a partner, and 22% 
by a peer. Older AY were more likely than younger AY to be influenced to test by 
partners (23% vs 12%, p<0.001), and less likely by parents (7% vs 27%, p<0.001), 
health care workers (11% vs 16%, p=0.048), or counselors (9% vs 19%, p<0.001). 
Half of AY were accompanied for HIV testing (10% with parent, 11% partner, 23% 
peer, 4% others, and 2% with multiple types). Support persons were involved in all 
aspects of testing: 57% were present for pre-test counseling, 64% for finger prick/
blood draw, 33% in disclosure of results, and 33% for post-test counseling.
Older AY were more likely than younger AY to present alone (58% vs 32%, 
p<0.001) or with a partner (12% vs 7%, p<0.001), and less likely to present with 
a parent (2% vs 31%, p<0.001). Similar proportions of younger and older AY came 
with a peer or in a group. 
Correlates of presenting with a support person included: younger age (RR=1.63 
[95%CI=1.37-1.94]), female sex (aRR=1.45 [95%CI=1.21-1.73]), and school enroll-
ment (RR=1.43 [95%CI=1.07-1.92]). Accompanied and unaccompanied AY had 
similar HIV transmission and prevention knowledge and similar proportions previ-
ously tested for STI (p>0.05).
Conclusions: Support persons play an important role in Kenyan AY’s HIV testing 
experience, however support person involvement may vary with age. Leveraging AY 
support persons may provide interventional opportunities to enhance the uptake 
and quality of HIV testing for this population. 
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TUPED1240
Determinants of voluntary HIV testing among female  
sex workers and men who have sex with men in India:  
a cross-sectional study
P. Mathew1, E. Daniel1, N. Raghunathan2, S. Kumar3, S. Karkal4, P. Patel5,  
S. Shyam1 
1Swasti Health Resource Centre, Monitoring, Evaluation and Learning, Bangalore, 
India, 2Catalyst Management Services, Bangalore, India, 3Swasti Health Resource 
Centre, Bangalore, India, 4Swasti Health Resource Centre, Sexual Reproductive Health 
and Rights, Bangalore, India, 5Catalyst Management Services, Monitoring, Evaluation 
and Learning, Bangalore, India  

Background: Regular HIV testing plays a critical role in the HIV prevention effort. 
Regular testing is not only an indicator of heightened awareness of one’s HIV status 
but also a gauge to assess ownership of his/her own sexual health. However regular 
HIV testing among High-Risk groups (HRGs) fails to take precedence in certain 
settings. This study investigates factors associated with HIV testing among FSWs 
and MSM in the AVAHAN phase-3 project areas in South and Western India.
Methods: A Systematic survey was conducted by field workers in their respective 
intervention areas using existing lists available with CO and TI and Snow balling 
technique.The Cross-sectional study was conducted during April - September 
2015. It covered 109,366 FSWs and 8594 MSM in the five high-risk states of India.
Socio-demographic characteristics, sex work related factors and community in-
volvement were used as independent variables. Outcome indicator used was HIV 
testing at least twice a year. Multiple regression analysis was applied which was 
stratified based on the type of HRG.
Results: The Study revealed poor HIV testing behavior among both FSW and MSM 
groups approximately 63% and 62% respectively. Factors negatively associated with 
HIV testing among FSW and MSM groups included Younger age( < 25 years), Low 
monthly income (< 5000Rs), living with parents or alone and alcohol consumption. 
Factors such as increased years in sex work, higher client load per week were posi-
tively associated. Increased involvement with a community organization was strong-
ly associated with testing as per the norm in both FSW AOR (1.464, CI (1.422-
1.508) and MSM AOR (2.76, CI (2.37-3.20). FSWs who frequently changed the 
site of sex work were more likely to go for tests. In contrast among MSM, HIV 
testing was higher among those who had never changed the place of sex work.
Conclusions: Regular HIV testing among HRGs remains dismal. Special atten-
tion needs to be paid on actively engaging with the younger and newer entrants 
into commercial sex work. Addressing alcohol use among HRGs will be an essential 
component to consider in the HIV prevention program. The study clearly reiterates 
the potential of community organizations in improving voluntary testing. 

TUPED1241
Improving access to HIV testing among hard to reach and 
hidden sex workers in India: will uptake of HIV test increase  
if testing services are provided at the door-step?
S. Godbole1, A.V. Kadam2, S. Deshpande3, A. Lokhande1, S. Karkal4,  
R. Gangakhedkar1 
1National AIDS Research Institute (ICMR), Pune, India, 2ICMR-National AIDS 
Research Institute, Department of Health Research, Ministry of Health and Family 
Welfare, Bhosari, Pune, India, 3Consultant, Pune, India, 4SWASTI, Bangalore, India 
Presenting author email: akadam@nariindia.org

Background: To meet the first UNAIDS 90-90-90 target; India, with a low-level, 
concentrated but high-burden HIV epidemic, needs to focus on testing most-at-
risk populations, who are least likely to test. India’s updated National guidelines 
(Dec 2016) for HIV Counseling and Testing Services (HCTS), provide an enabling 
environment for novel interventions. We conducted a rapid field-assessment in a 
high-burden state in western-India, to explore needs, develop and understand fea-
sibility of a community-based HIV testing (CHT) model among female sex workers 
(FSWs) as a new intervention to “test the untested”.
Methods: Between June-September 2016; 3 group-discussions (GD) with FSWs 
in Kolhapur (urban), Ichalkaranji (semi-urban) and Gadahinglaj (rural) and 2 among 
Government Integrated Counseling Testing Centre (ICTC) staff and FSW-peers 
from Targeted Intervention (TI) sites were held. GDs were taped after seeking con-
sent.
Results: Most FSW “accepted” the importance of HIV testing. Urban, semi-
urban and rural FSWs availed public-facility based HCTS differentially. Although 
urban-FSWs, living elsewhere and working in the city, reported high levels of bi-
annual HCTS in public-facilities; the testing was primarily driven by ‚peers’ from 
TI programs. Semi-urban FSWs were less likely to access ICTC in public-facility 
due to “fear of recognition” and all knew many “hidden/secret” FSW who neither 
interacted with TI nor got tested. Secretive-FSW from less-populous rural areas, 
said that attending the “highly publicized” ICTC at rural-hospitals, was potentially 

stigmatizing and a deterrent to testing. All expressed a strong need for community-
based anonymous opportunities for screening and opined that “if we are healthy, 
we can serve better”. FSW accepted trained-peers providing pre-HIV-test educa-
tion; but would not accept a ‚trained-peer’ to perform the HIV screening test in 
the community.
Conclusions: FSW continue to remain less likely to self-initiate conventional HIV-
Testing, especially at public facilities, even in the urban ambience offering anonymi-
ty. Secretive semi-urban and rural FSWs are less likely to access government HCTS 
and strongly favor anonymous community-based testing services.These data have 
helped develop a CHT model, leveraging the local networking of secretive-FSW, 
to provide anonymous HIV-screening opportunities at conveniently timed, small 
social-gatherings to “reach the unreached and test the untested” FSWs in rural ar-
eas. A demonstration study is planned in 2017-18. 

TUPED1242
A user costs analysis for HIV testing among rural communities 
in Malawi
L. Sande1, C. Mangenah2, L. Mwenge3, H. Maheswaran4, M. Neuman5,  
C. Johnson6, P. Indavudh1, M. d’Elbée5, K. Hatzold7, L. Corbett5,  
F. Terris-Prestholt5 
1Malawi Liverpool Wellcome Trust Clinical Research Programme, Blantyre, Malawi, 
2Centre for Sexual Health and HIV/AIDS Research, Harare, Zimbabwe, 3Zambart, 
Lusaka, Zambia, 4University of Warwick, Conventry, United Kingdom, 5London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 6World Health 
Organisation, Geneva, Switzerland, 7Population Services International, Harare, 
Zimbabwe 
Presenting author email: cmangenah1@gmail.com

Background: HIV prevalence remains high in Malawi, with adult rates of infection 
at 9% and high testing gap among men. Even if no user fees are charged, direct and 
indirect user costs of attending health services are increasingly recognized as a bar-
rier to access. We estimated user costs in terms of direct costs, such as transport, 
and indirect costs such as lost income and child care costs of accessing HIV testing 
in rural Malawi as part of the HIV Self-Test Africa (STAR) project and analyzed 
their key determinants.
Methods: A baseline household survey was conducted in southern Malawi as part of 
a cluster randomized trial of HIV self-testing. The questionnaire was administered to 
adults (15-49 years) of randomly selected households (n=5,556), of which 25% were 
randomly allocated an extended HIV testing questionnaire (n=1,387). Further, the 
respondents who reported having at least one HIV test in the preceding 12 months 
(14%) completed a module on costs associated with their last test (n=749). To esti-
mate the impact of user and service level characteristics on patient expenditures, 
while accounting costs being censored at $0, a Tobit model was applied.
Results: Fifty-nine percent of respondents had previously accessed HIV testing at 
a health facility, 29% reported no user costs. Of those reporting costs, the median 
cost was $2.08: $2.98 for men and $1.39 for women. Both user and service char-
acteristics were important drivers of costs. Overall, individuals who tested at health 
care facilities spent twice as much as those who tested within their communities 
(mobile clinic) with each additional hour spent at the facilities leading to an average 
of 24% increase in user costs, ceteris paribus.

[Regression Results]
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Conclusions: Observed user costs in rural Malawi were significant, approximately 
equal to 154% of average daily earnings. This financial burden may provide insights 
into the existing HIV testing gap, particularly among men. 

TUPED1243
Normalizing HIV testing to reach the first 90:  
PITC at clinic reception - Zambezi NAPPA Clinic, Namibia
T. Chakare1, M. Strachan2, A. Christensen3 
1Jhpiego, Windhoek, Namibia, 2Jhpiego, Washington, United States, 3Jhpiego, Dar es 
Salaam, Tanzania, United Republic of 
Presenting author email: tafadzwa.chakare@jhpiego.org

Background: An estimated 28% of people with HIV in Namibia do not know their 
HIV status and provider-initiated testing and counselling (PITC) is one of several 
strategies to achieve UNAIDS 90-90-90 goals. Namibia Planned Parenthood 
Association (NAPPA) operates a clinic in Zambezi region, offering sexual and re-
productive health (SRH) services targeted at adolescents and young people. The 
majority of clients are women and girls seeking family planning and HIV Testing 
Services (HTS). Despite efforts to boost provider initiation, HTS was largely client-
initiated with low uptake and frequent retesting. It failed to reach highest-risk indi-
viduals including adolescents.
Methods: In December 2015, PITC was integrated into the clinic registration pro-
cess for all clients, in an effort to improve HTS uptake and increase case finding. 
Clients receive group pre-test information, then individually proceed to a private 
room for registration procedures including blood collection via finger prick. HIV 
results are given individually along with the services originally sought. Waiting times 
are the same for all clients, including those who opt out of HIV testing. Clients 
with negative results in the past 12 months were only retested if they insisted. Data 
from HTS monthly reports was reviewed, comparing six pre-intervention months 
(June-November 2015) to the six post-intervention months (December 2015-
June 2016). There was no HTS in April 2016 due to test kit unavailability.
Results: In comparison to the pre-intervention period, the post-intervention 
months showed a remarkable increase in the total number of HIV tests conducted 
(1211 vs 571), number of provider initiated tests (661 vs 117), number of first time 
testers (634 vs 276) and most importantly, the number of positive results (119 vs 
72). There was a small increase in the number of males tested (212 vs 181). However, 
a lower positivity yield (9.8% vs 12.6%) was recorded post-intervention. While there 
was an overall 210% increase in HTS uptake post-intervention, the greatest increase 
(302%) was observed among persons aged 15-19 years.
Conclusions: Integrating PITC to standard clinic registration process remarkably 
increased HTS uptake and HIV case finding among SRH clients. The prominent 
impact observed among middle and late adolescents suggests an added adolescent 
appeal. 

TUPED1244
Targeted health campaign for key populations improves  
access to HIV testing and initiation on antiretroviral therapy 
(ART) in Botswana
M.D. Seretse1, M. Merrigan1, V. Ranebennur2, M. Gilbert-Lephodisa1, W. Dikobe1, 
C. Akolo3, S. Gaosenkwe1 
1FHI 360, Gaborone, Botswana, 2FHI 360, Mumbai, India, 3FHI 360, Washington, 
United States 
Presenting author email: mseretse@fhi360.org

Background: The traditional hot-spot based outreach approach often used to reach 
key populations (KPs) - including men who have sex with men and female sex work-
ers - with HIV prevention interventions has resulted in low uptake of HIV testing 
and low positivity yield because of limited penetration of KP networks. 
To improve access to new KP networks and increase uptake of HIV testing services 
(HTS) and ART services by KPs, the USAID- and PEPFAR-funded LINKAGES 
project conducted a 1 month KP health campaign in the 4 LINKAGES Botswana 
districts.
Methods: The campaign used social network strategy (SNS), a respondent-driven 
sampling, to find KPs and link them to clinical services. The strategy used an ini-
tial purposive selection of 39 peer outreach workers and mobilizers/recruiters as 
‘seeds’, who were each given 4 referral coupons to share with members of their 
social networks. When KP members presented with a coupon, they were enrolled 
in the program, received phone airtime incentive (approximately $10), received a 
basic package of clinical services, and were given coupons to recruit other KPs. A 
small airtime incentive was also provided to the recruiter for each KP successfully 
referred to the campaign site.

Results: 

[Campaign results vs project results]

In the 5 months of project implementation prior to the campaign, 951 KPs were 
tested for HIV and 146 were initiated on ART. During the campaign, 1944 KPs 
(1665 FSW and 279 MSM), newly tested for HIV. 163 (155 FSW and 8 MSM) were 
initiated on ART. Incomplete referrals were limited as comprehensive services were 
available in one spot.
Conclusions: The combination of SNS-based health campaign and same-day ser-
vice provision increased coverage and uptake of HTS, identified more KPs living 
with HIV, and improved linkage to ART services among KPs in Botswana. SNS has 
proven to produce results and other KP focused programs can implement it. 

TUPED1245
Saved by angels: a SHIPS for MARPS approach for partner 
notification services (PNS)
S. Isigbo1, M. Ojo2, O. Agwagah3, C. Ndukwe4, B. Abusaeed5, S. Molokwu6,  
R. Ugbena2, S. Ikani2, S. Faruna2, S. Iwuagwu7 
1Centre for the Right to Health-CRH, Monitoring and Evaluaion Unit, Abuja, 
Nigeria, 2Society for Family Health, Monitoring and Evaluation Unit, Garki, Nigeria, 
3Society for Family Health (SFH), Program Management, FCT, Nigeria, 4Society for 
Family Health, Program Management, Garki, Nigeria, 5Society for Family Health, 
Community Intervention, Garki, Nigeria, 6Centre for the Right to Health, Community 
Intervention, Garki, Nigeria, 7Centre for the Right to Health-CRH, Program 
Management, FCT, Nigeria 
Presenting author email: ugosylvia56@yahoo.com

Background: Partner Notification Services is the act of notifying the sexual 
partner(s) of a MARP, known as the “index case”, who has been newly diagnosed 
with HIV. It involves contact tracing and index testing of the MARPs partners. In 
response to the UNAIDS 90:90:90 objective, the SHIPS for MARPs project ad-
opted an index testing strategy into its program implementation in order to ensure 
that the first and second 90 objective is achieved.
Methods: Once a MARP is tested positive during HIV Testing Services, s/he is pro-
vided with post counseling during which their disclosure plan is discussed. The mo-
ment the MARP declines or presents fear of status notification to partners due to 
Intimate Partner Violation, partners Contacts and best time of partner availability 
are elicited while s/he is linked to the One Stop Shop (OSS) for further manage-
ment. Cluster testing is conducted in the spots/neighborhood at the times provided 
by the MARP. Upon identification of the INDEX case, disclosure plan is equally 
discussed and if the Index client decline, same process is followed.
Results: The project commenced Partner Notification Services in quarter 3 of the 
Fiscal Year16. The table below shows her progressive achievement in HTS and ART 
through PNS only;

INDICATOR QTR 3 QTR 4 QTR 1, FY17
No of elicited partners tested 226 525 413
No of elicited partners tested positive 21 54 219
No of elicited partners enrolled on ARV 1 27 212

[PNS Result]
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Conclusions: Great effort and emphasis should be laid on cluster testing for Partner 
Notification Services as it has proved effective in reducing incidence/cases of 
Intimate Partner Violation, improved MARPs early knowledge of their status and 
initiation on treatment (ART) as well as enhanced level of confidence bearing. 

TUPED1246
The use of risk-tracking snowball approach to increase HIV 
testing and HIV case detection among hard-to-reach individuals 
at higher risk of HIV infection
S. Chhim1, J. Macom2, C. Pav1, N. Nim1, P. Yun3, S. Tuot4 
1FHI 360, Phnom Penh, Cambodia, 2FHI 360, Bangkak, Thailand, 3Chhouk Sar 
Association, Phnom Penh, Cambodia, 4KHANA, Phnom Penh, Cambodia 
Presenting author email: tsovannary@khana.org.kh

Background: This implementation study is to tests whether a Risk Tracing Snowball 
approach (RTSA) at Non-Governmental Organization (NGO) clinics result in a 
higher testing and HIV detection rate than among people walked in.
Methods: Between March and August 2016, at two NGO clinics in Phnom Penh 
Cambodia, RTSA adopted from respondent driven sampling was used to reach 
hard-to-reach individuals at higher risk of HIV infection. All clients who presented 
for HIV testing and counselling services, were given the opportunity to be seeds 
who will recruit other high-risk individuals to get tested for HIV. If recruited indi-
viduals presented at either HIV NGO clinic with a valid coupon, screened as being 
“at risk” for HIV infection, and completed HIV testing, their seeds received $2.5 
USD compensation. Recruited individuals were then given the same opportunity as 
initial clients to be recruiters. Study participant criteria were everybody who came 
for HIV testing—general population, men who sex with men, transgender women, 
and female sex workers—and aged 18 years or older, and never tested for past three 
months. Simple descriptive analysis was used to examine client’s type of population, 
referral network, and study outcome (rate of newly identified HIV positive).
Results: During the implementation period, 2,293 HIV tests were conducted at 
these two clinics—721 walked-in clients, and 1,572 clients referred by seeds/re-
cruiters. Among tests conducted, newly HIV identified positive via RTSA was lower 
than walked-in clients (1.8% vs. 3.2%, p-value=0.002). However, the number of 
total HIV cases were increased compared to the same six-month period prior RTSA 
implementation (32 vs 52). Also, the rate of newly identified HIV positive cases 
among those recruited in RTSA were about six times higher than the rate among 
35,398 tests of key populations tested by outreach workers at community in 2016 
(1.8% vs. 0.6%, p-value <0.001).
Conclusions: RTSA was a promising alternative approach to increased HIV testing 
uptake (surplus on the routine HIV test), but not increased the newly identified 
HIV positive rate. However, the HIV case detection rate in RTSA is still an accept-
able rate, given the low HIV case detection rate among key population tested by 
outreach workers at community. 

TUPED1247
Making mobile HIV testing available for high-risk MSM  
in saunas
P. Krisintu1, M. Avery1, T. Sattayapanich1, A. Arunmanakul1, S. Janyam2,  
D. Linjongrat3 
1FHI 360, USAID LINKAGES Project, Bangkok, Thailand, 2Service Workers in Group 
(SWING), Bangkok, Thailand, 3Rainbow Sky Association of Thailand, Bangkok, Thailand 
Presenting author email: pkrisintu@fhi360.org

Background: Men who have sex with men (MSM) account for roughly half of all new 
HIV infections in Thailand, but only 1/3 of HIV-positive MSM know their status, 
which limits the potential impact of HIV treatment as prevention. We aimed to 
improve testing uptake and HIV case finding in Bangkok, Thailand by offering on-
site HIV testing in saunas where high-risk MSM gather to seek partners and engage 
in sex on the premises.
Methods: Community-based organizational partners identified 4 high-volume 
men’s saunas and, with the support of the venue owners, provided venous blood-
based, rapid mobile testing at each venue once per month, following a three-test 
confirmatory algorithm. Uniformed outreach workers recruited clients in the public 
areas of the sauna, and a private space was set aside for counselors and laboratory 
specialists. Standard operating procedures (SOPs) were developed to ensure that 
mobile testing met quality guidelines, protected clients’ confidentiality and did 
not interfere with sauna operations. All clients were registered and tracked with 
a Unique ID Code.
Results: From July-December 2016, community partners conducted 20 sauna 
testing sessions at 4 saunas and tested 224 clients, finding 36 new HIV-positive 
cases (16.1%), compared to an 10.6% yield for all facility-based testing clients in 
Bangkok during the same period. 8 clients (22%) were successfully referred to ART 

services and initiated ARV treatment. 30 clients were screened syphilis reactive 
using a TPHA rapid syphilis screening test (19 of whom were also HIV-positive); 
however, only 7 were successfully referred for VDRL confirmation and treatment. 
Sauna-based testing clients included a higher-than-usual proportion of migrant and 
non-Thai individuals who were less open to follow-up by community-based orga-
nizations.
Conclusions: Sauna-based HIV testing was more accepted than originally antici-
pated by sauna owners and patrons, though existing SOPs should be modified to 
accommodate a higher volume of clients with restricted time and space. Elevated 
seropositive rates indicate testing in these venues access higher-risk subpopulations 
of MSM. However, ensuring successful referrals to both ARV and STI treatment 
are significant challenges. Where sauna-based testing is supported, care and sup-
port staff should be integrated into the mobile testing team, with rigorous follow-up 
protocols. 

TUPED1248
Comparison of testing of index-case networks with  
outreach in community hotspots for identification and linkage 
of HIV-positive clients into care
K.P. Nyalali1, L. Mphuru1, J. McMahan2, C. Viadro2, D. Nelson2, J. Wesson3,  
D. Mbilinyi4, K.J. Kazaura4 
1IntraHealth International, Dar es Salaam, Tanzania, United Republic of, 2IntraHealth 
International, Chapel Hill, United States, 3IntraHealth International, Monitoring, 
Evaluation & Research, Chapel Hill, United States, 4Centers for Disease Control and 
Prevention, Dar es Salaam, Tanzania, United Republic of 
Presenting author email: jwesson@intrahealth.org

Background: Despite aggressive global targets to raise awareness about HIV sta-
tus among 90% of people living with HIV (PLHIV), HIV testing and counselling 
(HTC) interventions have not reached most of this group. Tanzania’s country opera-
tion plan (2014) showed that only 4.3% of PLHIV were being identified through 
facility-based HTC outlets. In 2016, with CDC funding, IntraHealth International 
piloted and compared two community-based HTC approaches: 1) Outreach in com-
munity hotspots, and 2) home-based index-case testing.
Methods: HTC and treatment databases and participatory social mapping with local 
leaders were used to identify high transmission areas and social networks. Outreach 
in community hotspots targeted people with high-risk behaviours for testing with 
their consent, while the index-case approach started with known HIV-positive 
clients, contacted by service providers for linking up with their social networks. 
Individuals who tested HIV-positive were offered an escort for clinic follow-up and 
enrolment into care and treatment. 
Quarterly service data were used to analyse trends in HTC service uptake and en-
rolment of HIV-positive clients into treatment. Using Excel, manual calculations 
generated the proportion of clients as well as enrolment rates by service delivery 
model, age, and sex.
Results: Both community-based approaches were acceptable, but home-based 
testing of index-case networks was more logistically feasible in urban and semi-
urban versus rural settings. Overall, the hotspot approach allowed four times more 
clients to be tested (117,511) than the index-case approach (27,827). 
However, home-based testing of index-case client networks was more sensitive in 
identifying HIV-positive clients (7.6% of those tested) than testing in hotspot areas 
(4.3%). Outreach in homes with people sick for unidentified reasons was better 
for reaching children below 15 years and couples who had never been tested. Both 
models were effective in enrolling clients into care (82%), but slightly more index-
case clients were enrolled into care (79%) compared to individuals in hotspot areas 
(72%).
Conclusions: Both community approaches are promising to reach people outside 
clinics for HIV testing, but the index-case approach may be more sensitive in iden-
tifying HIV-positive clients. 

TUPED1249
HIV care & support program review for India: longitudinal 
trends in enrolment for antiretroviral therapy (ART)
M. Bamrotiya1, R.S. Gupta1, Y. Bansal2, V. Purohit3, P. Goyal2, K. Sharma2,  
S. Sinh1, R. Rana4, N. Garg1 
1National AIDS Control Organization, New Delhi, India, 2Clinton Health Access 
Initiative, New Delhi, India, 3Independant Public Health Consultant, New Delhi, India, 
4Former National AIDS Control Organization, New Delhi, India 
Presenting author email: bamrotiya.manish@gmail.com

Background: The Indian ART program began in 2004 and has grown from 8 to 528 
ART centers. It has enrolled approximately 2 million patients and currently provides 
care to 1.2 million people. Access to treatment has been increased by adopting mul-
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tiple strategies like scale-up of treatment centres, revision of national guidelines as 
per international recommendations, awareness creation activities etc. This paper 
seeks to
(a) quantify the changes in program performance over time for metrics enumer-
ated below and 
(b) evaluate demographic factors that may impact these metrics in order to assist 
the programme in formulating future strategizing.
Methods: A retrospective analysis was conducted on program data comprised 
of 15,40,133 (out of 18,01,678) adults (>15 years old) registered into care from 
January 2004-September 2015 in 519 government ART centres with complete 
patient records. The annual movement in 
(a) patient registrations, 
(b) CD4 count at registration, 
(c) ART initiations, and
(d) time to ART initiation after registration for eligible patients were evaluated. 
Eligible patients were defined as patients who were eligible for ART initiation (as per 
prevailing ART guidelines) at registration based on their CD4 count.
Results: Annual patient enrolments increased from 37,849 in 2005 to 2,03,747 in 
2014. Median CD4 counts at registration increased from 165 cells/mm3 in 2005 
to 253 cells/mm3 in 2015 and proportion of patients presenting with CD4 counts 
greater than 350 cells/mm3 increased from 21% to 35%, including 19% with >500/
cmm. For all years analysed, it was observed that older and male patients registered 
with lower median CD4 counts than younger and female patients. 80% (6,93,057) 
of the 56% (8,68,010) eligible patients were initiated on ART. The proportion of 
eligible patients initiated increased from 73% to 85% while their median time to 
initiation decreased from 16 to 6 days.
Conclusions: The program has been successful in diagnosing and treating patients 
considerably earlier. However, a large proportion of patients still register at a later 
disease stage (CD4< 350) and males more often than females, necessitating cus-
tomised strategies and deeper evaluation of causal social factors that needs to be 
considered before Test and Treat. 

TUPED1250
Increased HIV test uptake with comprehensive PITC 
implementation: findings from 3 district hospitals in Zimbabwe
B. Wazara1, F. Petracca2, E. Meacham2, P. Kilmarx3, B. Tippet-Barr4,  
S. Balachandra4, B. Makunike-Chikwinya5, R. Levine6, T. Apollo7, G. Ncube7,  
S. Gwashure7, M. Dunbar1, C. Nzou8, A. Rufu9, A. Downer2 
1Pangaea Global AIDS, Strategic Information Unit, Harare, Zimbabwe, 2International 
Training and Education Center for Health, University of Washington Department of 
Global Health, Seattle, United States, 3U.S. National Institutes of Health, Fogarty 
International Center, Bethesda, United States, 4U.S. Centers for Disease Control 
and Prevention (CDC), Harare, Zimbabwe, 5International Training and Education 
Center for Health (ITECH), University of Washington Department of Global Health, 
Seattle, United States, 6International Training and Education Center for Health 
(I-TECH), University of Washington Department of Global Health, Seattle, United 
States, 7Ministry of Health and Child Care, AIDS and TB Program, Harare, Zimbabwe, 
8Zimbabwe Association of Church Related Hospitals (ZACH), HIV Care and Treatment 
Program, Harare, Zimbabwe, 9Zimbabwe Association of Church Related Hospitals, HIV 
Care and Treatment Program, Harare, Zimbabwe 
Presenting author email: peter.kilmarx@nih.gov

Background: Provider-initiated HIV testing and counselling (PITC) and linkage to 
care are key interventions towards UNAIDS’ 90-90-90 objectives in Zimbabwe. 
A facility-based PITC model was implemented at 3 mission hospitals, deploying 
dedicated nurse counsellors to offer HIV testing to patients in hospital outpatient 
departments (OPDs). An “OPD HIV testing tracking tool” was administered from 
October 1, 2015, to July 31, 2016, capturing clients > 18 years of age attending the 
OPD, with known HIV-positive status or eligible for testing, the proportion tested, 
positives identified and linked into care.
Methods: Summary descriptive statistics were used to report the HIV test ac-
ceptance and linkage rates, comparing average number of tests performed and 
positives identified 12 months before and after PITC implementation. Forty-two 
qualitative interviews were conducted with health care providers, adult clients who 
declined testing, and key stakeholders. Interviews were thematically analysed to 
assess respondents’ experiences.
Results: Of the 6,951 clients attending OPD and not in OI/ART care we tracked, 
95.3% (6,621) accepted HIV testing, with 631 (9.5%) testing positive, and 617 
(97.8%) being linked to care. The average number of HIV tests performed per 
month at the 3 facilities increased from 623 (SD=134.6) in the 12 months prior to 
introducing PITC, to 1,009 (SD=246.8) in the 12-month period post PITC initia-
tion (p <0.0001). The average number of positives identified per month also in-
creased from 73.8 (SD=13.8) to 89 (SD=19.2), (p=0.0363). Themes from qualita-
tive analysis suggested that primary reasons for refusing testing included patients’ 
preference to consult with partner first, not feeling ready, or the perception that 
they were not at risk. 

Facility performing HIV tests Pre-PITC Mean 
(±SD)

Post-PITC Mean 
(±SD)

Mean 
Difference p-value

Makonde Mission Hospital 182.8 (48.8) 336.2(77.9) 153.4 <.0001
St. Paul´s Mission Hospital 182.1 (80.5) 324 (112.7) 141.9 0.0018
St. Luke´s Mission Hospital 258.3 (118.4) 349 (150.6) 90.7 0.1149
Total 623 (134.6) 1,009.2 (246.8) 386.2 <.0001

Facility identifying HIV-positives Pre-PITC Mean 
(±SD)

Post-PITC Mean 
(±SD)

Mean 
Difference p-value

Makonde Mission Hospital 22.75 (7.7) 27.3(6.9) 4.55 0.1394
St. Paul´s Mission Hospital 23.8 (2.6) 29.5 (2.67) 5.7 0.144
St. Luke´s Mission Hospital 27.2 (12.5) 32.2 (13.4) 5 0.354
Total 73.8 (13.9) 89 (19.2) 15.2 0.0363

[Average number of tests performed and positives id]

Conclusions: Strengthening PITC resulted in a 62% increase in testing, 21% in-
crease in positives identified and a 97.8% linkage rate. Programs to increase PITC 
coverage in OPD departments can play a role in reaching UNAIDS´ 90-90-90 
objectives in Zimbabwe. 

TUPED1251
Values and preferences of adolescent girls and young  
women in Kenya for three HIV prevention approaches:  
PrEP, HIV self-testing and HIV partner notification
F.A.A. Anam1, R. Matheson2, C. Payne3, C. Figeroa-Guerrero3, F. Koechlin3,  
S. Dalal3, M. Rodolph3, C. Johnson3, R. Baggaley3, M. Happy4, D. Chihenyo4,  
C. Opiyo4 
1The International Community of Women Living with HIV (ICW), Advocacy and 
Communication, Nairobi, Kenya, 2The International Community of Women Living with 
HIV, Advocacy and Communication, Nairobi, Kenya, 3World Health Organization 
(WHO), Geneva, Switzerland, 4International Community of Women Living with HIV 
(ICW), Nairobi, Kenya 
Presenting author email: advocacy@iamicw.org

Background: Adolescent girls and young women are especially vulnerable to HIV 
infection in high prevalence settings, underscoring the need to ensure the accept-
ability and accessibility of HIV testing and preventative services among this popula-
tion. This study explores the values and preferences of adolescent girls and young 
women in Kenya for PrEP, HIV self-testing and partner notification.
Methods: This mixed methods study was conducted in five high HIV prevalence 
counties in Kenya (8.6%-27.1%): Homabay, Siaya, Kisumu, Mombasa and Nairobi. 
Females 18-24 years old were eligible for the study. Participants were recruited 
through national and county networks of PLHIV, youth groups, sex workers and 
PWID. Data was collected from structured questionnaires and focus group discus-
sions (FGDs). FGDs were conducted in a mix of health facilities and community 
sites. Standard thematic analysis was applied to qualitative transcripts.
Results: 489 adolescent girls and young women participated in structured ques-
tionnaires and 240 participated in 20 FGDs. Prior to the study, less than half of all 
participants had heard of PrEP, HIV self-testing or partner notification. However, 
respondents reported that all three approaches were acceptable for preventing HIV 
or learning your HIV status. 59% of respondents felt at risk for HIV. 89% had previ-
ously tested for HIV. 49% of 18-19 year-old participants and 29% of 20-24 year-
olds did not know their partners’ HIV status. 11% of participants reported previously 
using PrEP. Participants discussed possible adherence challenges for PrEP. It was 
also observed that many participants confused PrEP with PEP. Lack of confidenti-
ality at health facilities was considered a barrier to accessing services. Participants 
felt HIV self-testing would provide much-needed privacy. However, some par-
ticipants worried about forced testing, increased risk behaviors and the potential 
for oral HIV self-tests to revive misconceptions that HIV is spread through saliva. 
Partner notification was largely seen as beneficial for both partners to know their 
status and support each other to access treatment, but there were concerns it could 
influence household breakups.
Conclusions: Adolescent girls and young women in Kenya had overall positive per-
spectives on PrEP, HIV self-testing and partner notification. Supportive, confiden-
tial service delivery could improve uptake of HIV prevention approaches for this 
population. 
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TUPED1252
Men are absent across the HIV continuum of care in a rural  
area of southern Mozambique
L. Fuente-Soro1,2, E. López-Varela1,2, O. J. Augusto1, C. Sacoor1, A. Nhacolo1,  
E. Bernardo1,3, E. Karajeanes4, P. Vaz4, D. Naniche1,2 
1Centro de Investigação em Saúde de Manhiça, Maputo, Mozambique, 2Barcelona 
Institute for Global Health (ISGLOBAL), Barcelona, Spain, 3Manhiça District Health 
Services, Manhiça, Mozambique, 4Fundação Ariel Glaser Contra o SIDA Pediátrico, 
Maputo, Mozambique 
Presenting author email: laura.fuente@manhica.net

Background: Loss-to-follow up (LTFU) along the HIV continuum of care leads to 
increased morbidity and mortality which is not distributed equally by gender. In 
sub Saharan Africa (SSA), the female-male gap in adult life expectancy has nearly 
doubled since the scale-up of antiretroviral treatment (ART) in 2004. Although 
the incidence of new HIV infections is higher in women in SSA, mortality is higher 
in men.
Methods: Between May 2014 to June 2016, a prospective cohort study conduct-
ed in the Manhiça District Health Demographic Surveillance System (HDSS) in 
southern Mozambique consecutively enrolled 1,122 adults with a first positive HIV 
result from three testing modalities: voluntary and provider initiated (VCT and 
PICT) and home based testing (HBT). Linkage and retention data was extracted 
from clinical charts and demographic data from the HDSS database.
Results: Of the new HIV diagnoses, 43.9% were male with a median age of 33 
years. The proportion of males among total clients was higher in PICT and HBT as 
compared to VCT (39.1%, 34.1% and 26.2% respectively, p=0.05). 
However, in a random sample of 10,897 households visited for HBT, men were 3 
times more likely than women to be absent from the household (p<0.01) and 1.2 
times more likely to have emigrated (p<0.01). Furthermore, the acceptance of HBT 
was significantly higher in women (84%) than in in men (77%) (p<0.01). 
After initial linkage to care, men were twice as likely to be in WHO stages III/IV 
at first visit (p<0.01) and the median CD4 count was lower (209 vs. 281 c/µL, 
p=0.03). Of those initially ART eligible, a similar proportion of men and women 
initiated treatment (81 and 86%, respectively). Both had similar odds of LTFU at 
pre-ART stage but women were more likely to be retained in ART after 12 months 
(82.5% vs. 69.9%, p<0.01). 
Overall 12 month mortality was almost twice as high in men as compared to women 
(5.9% vs. 3.2%, p=0.03).
Conclusions: Decreasing the female-male gap in mortality and achieving the 90-
90-90 targets will require gender-based strategies. Male-friendly approaches for 
testing and retention across the continuum care are needed to control the epidemic. 

TUPED1253
Linkage Expert Program facilitates timely linkage to care  
and promotes early retention for people living with HIV
R.A. Sabelli1, K.R. Simon1,2, P.N. Kazembe1,2, S. Ahmed1,2, M. Kim1,2 
1Baylor College of Medicine Abbott Fund Children’s Clinical Center of Excellence, 
Lilongwe, Malawi, 2Baylor International Pediatric AIDS Initiative at Texas Children’s 
Hospital, Baylor College of Medicine, Houston, United States 
Presenting author email: saeeda@bcm.edu

Background: Timely linkage between HIV diagnosis and treatment services is criti-
cal for the health of people living with HIV and transmission prevention. Recent 
literature demonstrates high rates of loss to follow-up between diagnosis and treat-
ment initiation or enrollment in HIV care services. We developed and evaluated 
the impact of a novel Linkage Expert Program to facilitate prompt linkage to and 
retention in HIV care.
Methods: The program was implemented from June 2015 to November 2015 in 
two government-funded health facilities in central Malawi. Immediately following 
an HIV+ diagnosis, patients were referred to a community health worker designated 
as the focal linkage person, or Linkage Expert (LE), who provided intensified post-
diagnosis counseling and an escort to HIV services. Patient data was recorded in a 
linkage register and their enrollment into HIV services tracked. For patients who 
did not enroll, at least two tracing attempts were made via phone and home visit 
to follow up.
Results: A total of 515 patients were enrolled in the program, median age (IQR) was 
34 (26-42) years and 215 (41.8%) were male. The majority were referred from the 
voluntary testing and counselling department (51.1%). At the time of identification, 
117 (22.7%) reported knowing their HIV+ status, but had not initiated treatment. 
Of all enrolled patients, 449 (87.2%) were eligible for ART; 384 (85.5%) initiated 
in a median time (IQR) of 7 (1-10) days. Of those initiated on ART, 345 (89.9%) 
remained in care three months post enrollment. 

[Table. Outcomes of patients enrolled in the Linkage Expert Program by health facility]

Conclusions: These findings suggest that in settings with sub-optimal rates of 
linkage from testing to treatment initiation, a dedicated LE can promote prompt 
linkage from identification to HIV care with high rates of early retention. Further 
characterization of clients with known HIV+ status who have not yet initiated treat-
ment may inform development of better strategies to increase treatment coverage. 

TUPED1254
High HIV positivity rate in Index Case Testing in Malawi
L. Khongonyowa, A. Zakaliya, A. Abdallah, E.J. Schouten 
Management Sciences for Health, Malawi Program, Lilongwe, Malawi 
Presenting author email: lkhongonyowa@msh.org

Background: In partnership with the Malawi government, the CDC funded DHSS 
project, implemented by Management Sciences for Health (MSH) and partners, 
aims to identify people living with HIV and enroll and sustain them in care and treat-
ment. Overall HIV prevalence in Malawi is 10.6%, but HIV positivity rate of HIV 
testing has declined to less than 5%. This is the result of a high coverage rate of 70% 
of all people living with HIV on ART. 
To increase the HIV positivity rate or yield DHSS introduced Index Case contact 
testing. All patients attending HIV Care or ART Clinics are encouraged to bring 
their family members (children, spouses, siblings, and parents) for HIV testing 
during family testing days organised at each health facility, facilitated by a Family 
Referral Slip (FRS) which is given to the first member of the family identified 
(Index Case).
Methods: Routinely collected data from HIV testing registers were used to pre-
pared monthly ‚Index Case Testing’ reports from each of the 41 health facilities. We 
used these reports for further analysis for this paper.
Results: From August - December, 2016, a total of 7,680 adults and children from 
families living with HIV/AIDS were tested in 41 Facilities in four districts in the 
south of Malawi (Blantyre, Chiradzulu, Thyolo and Neno). The table gives an over-
view of the number of tests done, the number HIV positive, and the HIV positivity 
rate (yield). 

 Male Female Total

Age 
Group Tested Positive Positivity 

Rate Tested Positive Positivity 
Rate Tested Positive Positivity 

Rate

1-4 822 54 7% 870 37 4% 1692 91 5%

5-9 276 38 14% 372 40 11% 648 78 12%

10-14 208 25 12% 236 32 14% 444 57 13%

15-19 181 39 22% 474 66 14% 655 105 16%

20+ 2081 789 38% 2160 855 40% 4241 1644 39%

Total 3568 945 26% 4112 1030 25% 7680 1978 26%

[Results]

Conclusions: Our results indicate that Index Case testing in the Malawi setting 
shows good results. A positivity rate of 26% is high compared to the overall preva-
lence and the number of men reached was encouraging. Therefore, case finding 
through index patients is a promising strategy to maximize HIV case detection. 
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TUPED1255
Association between a novel telehealth intervention and 
utilization of HIV services among transgender women of color  
in Washington, DC, U.S.A
M. Magnus1, E. Edwards1, A. Dright1, L. Gilliam1, A. Brown1, V. Criss1, M. Levy1,  
N. Sikka1, M. Siegel1, E. Machtinger2, C.C. Watson3, I. Kuo1 
1George Washington University, Washington, United States, 2University of California, 
San Francisco, San Francisco, United States, 3George Washington University (at Time 
of this Work), Washington, United States 
Presenting author email: manyadm@gwu.edu

Background: Transgender women of color (TWC) are an underserved population 
who often experience HIV and barriers to care, as well stigma, violence, and trauma. 
Novel ways to improve access for TWC are urgently needed. Telehealth can engage 
TWC in care, yet this approach has been unexamined. The purpose of this study was 
to develop a TWC-specific telehealth intervention to increase access to care and 
assess feasibility of the intervention among TWC.
Methods: Participants were ≥18 years, male at birth, transgender or female identi-
fied, a racial/ethnic minority, and with at least one study-defined barrier to health-
care in the last 6m. Following a 3m pre-intervention phase, participants received 
a 3m intervention with secure, remote access to trained peer health consultants 
(PHC) via video, email, text, and phone. Utilization of the intervention and out-
comes were assessed monthly. Intention to seek care and receipt of care were mod-
eled using generalized estimating equations (GEE) from data obtained from PHC 
and participants via Computer Assisted Self-Interview (CASI).
Results: Of 25 participants, most were Black (96%), >25y (69%), living with HIV 
(52%), and reported recent depressive symptomatology (67%).The intervention 
was acceptable and well-utilized based (Table 1). The intervention was associated 
with significantly (p< 0.05) increased odds of intention to seek TWC-specific care 
[aOR 1.76 (1.00-3.08)] compared to each person’s baseline, while participants with 
depressive symptoms were significantly more likely to have intention to seek spe-
cialty care [aOR 10.53 (1.42-77.97)], HIV-specific care [aOR 2.56 (1.27-5.17)], 
and mental health care [aOR 2.56 (1.27-5.17)] post intervention. Participants with 
depressive symptoms had significantly greater odds of having sought HIV care in 
the past month [aOR 2.31 (1.31-4.06)] post intervention relative to those without.

Characteristic--> Intention 
to seek type of care in the 

next month

Post Intervention Period 
(vs. Pre-Intervention Period) 

Adjusted OR (95% CI)

Elevated CES-D-8 
(vs. Lower CES-D-8) Adjusted 

OR (95% CI)
Primary care 0.91 (0.52-1.57) 0.99 (0.58-1.70)
Specialty care 0.39 (0.10-1.59) p=0.188* 10.53 (1.42-77.97) p=0.02**
Transgender-specific care 1.76 (1.001-3.08) p=0.049** 1.52 (0.87-2.65) p=0.142*
HIV-specific care (prevention 
or treatment, as applicable) 0.97 (0.53-1.77) 2.56 (1.27-5.17) p=0.009**

Mental health care 0.63 (0.28-1.40) 2.80 (1.22-6.43) p=0.015**
N=16 with baseline evaluation plus at least one post-intervention assessment
**p<0.05 *0.05<p<0.25 shown due to hypothesis-generating nature of pilot study.

[Correlates of Intention to Seek Care]

Conclusions: These data suggest telehealth may be facilitated by PHCs who pro-
vide immediate non-clinical consultation; this may be effective in overcoming bar-
riers and improving health of TWC. Telehealth may be an innovative solution to 
improve outcomes for TWC with barriers to care. 

TUPED1256
Finding the hard to reach HIV-infected: respondent-driven 
sampling as a public health intervention for PWID and MSM
S.S. Solomon1,2,3, A. McFall2, G. Lucas1, A. Srikrishnan3, D. Celentano2,  
M.S. Kumar3, S. Anand3, J. Wong4, S. Solomon3, S.H. Mehta2,  
The NCA Study Group 
1Johns Hopkins University School of Medicine, Medicine, Baltimore, United States, 
2Johns Hopkins Bloomberg School of Public Health, Epidemiology, Baltimore, United 
States, 3YR Gaitonde Centre for AIDS Research and Education, Chennai, India, 4Tufts 
University School of Medicine, Boston, United States 
Presenting author email: sss@jhmi.edu

Background: HIV treatment-induced viral suppression is the most efficacious pre-
vention tool available, so all HIV programs should seek to minimize prevalence of vi-
remia in a community. However, to achieve viral suppression, HIV-infected persons 
need to be identified, linked and maintained on ART. In hard-to-reach populations 
such as MSM and PWID, identifying out of care HIV-infected persons remains the 
biggest deficiency in the HIV care continuum. We hypothesized that respondent 
driven sampling (RDS) to identify viremic individuals would be cost-effective by 
leveraging social network connectedness in MSM and PWID.

Methods: Between 9/12-12/13, we recruited 14,481 PWID and 12,022 MSM across 
27 sites in India (n~1000 per site) through RDS. To estimate costs, we identi-
fied costs from site operations (e.g., rent, staffing), RDS (e.g., compensation for 
recruiting participants), and HIV testing (market pricing) and excluded research 
costs (e.g., investigator salaries, travel, sample storage). Cost per viremic person 
identified was calculated as the total non-research costs at each site divided by the 
number of viremic persons identified at the site.
Results: From 56 seeds recruiting 26,447 individuals, RDS identified 4,065 HIV-
infected individuals (median: 197 per PWID site and 86 per MSM site) of whom 
2,825 were viremic (median: 141 per PWID site and 50 per MSM site) and 2,329 
were unaware of their HIV infection. The median site cost per viremic individual 
identified was USD 349 (range: 117-1344). This varied from USD 233 (range: 117-
820) for PWID sites to USD 481 (range: 291-1344) for MSM sites. The prevalence 
of viremia and speed of recruitment were positively associated with the cost per vi-
remic individual identified. The median site costs per unaware HIV-infected PWID 
and MSM identified were USD 147 and 437, respectively. The additional median 
cost of identifying a HCV-infected PWID unaware of his/her status was USD 11 
(site range: 7-142).
Conclusions: RDS is an efficient way to identify hard to reach viremic HIV-infected 
MSM and PWID with the potential to transmit HIV, particularly in communities 
with high HIV burden, poor ART access and strong interconnectedness. RDS ap-
pears more cost-effective in PWID compared to MSM, potentially explained by 
higher HIV burden and poorer ART access. 

TUPED1257
Community involvement and targeted approach: increase 
uptake of HIV testing among family members of PLHIVs 
- experience from the Global Fund-Supported Vihaan 
Programme in India
V. Arumugam1, H. Rosenara2, R.M. Saravanan1, A.K.s. Parihar1, M. Bamrotiya3,  
U. Chawla2, R.S. Gupta3, S. Mehta2 
1India HIV/AIDS Alliance, Strategic Information, Delhi, India, 2India HIV/AIDS 
Alliance, New Delhi, India, 3National AIDS Control Organisation, Delhi, India 
Presenting author email: aviswanathan@allianceindia.org

Background: India HIV/AIDS Alliance implements the Global Fund supported 
Vihaan programme to deliver care and support services for people living with HIV 
(PLHIV) through its 361 community-based Care & Support Centres (CSC) across 
India from 2013 to 2017. Around 1 million PLHIVs were provided care and support 
services through CSCs. Care and support helps increase treatment adherence, im-
proves quality of life and ensures healthy life for PLHIV. Partner notification and 
partner testing including family members for HIV still remains challenge.
Methods: Screening to firm up the eligible family members were carried out among 
1,019,667 registered clients through 361 CSCs till June 2016. Data were collected 
using structured client registration form after obtaining consent from the client. 
Eligible clients were approached individually by 2021 field level outreach workers 
and peer counsellors for linking with HTC for testing through proper referral slip. 
Outcome were updated and documented in the CSCs. Clients were followed up to 
ensure HIV testing and receive results. Intervention also ensured all newly diag-
nosed PLHIV are linked with treatment center for medication.
Results: Family size of the 1,019,667 registered clients were 2.2 with total fam-
ily members of 2,276,326. Mean duration of having connected with treatment 
center is more 3.2 years. 9.4% (n=2,13,298) of family members were identified as 
eligible for HIV testing but not tested for more than one year or ever. Majority of 
the eligible family members were spouse/partners (57%), female and age group of 
15-45 years. Through regular counselling and motivated family notification, 38% 
(80,476) of eligible clients were tested for HIV and received results with 10.3% 
positivity. As a continuum of care, 73% (6,091 vs 8,329) of the newly diagnosed 
HIV positive clients were linked with ART center for care and treatment.
Conclusions: HIV positivity among family members is higher than the key popula-
tions and so focus on this group is most warranted. Community based intensified 
focused approach on family members especially spouses and partners improve the 
uptake HIV testing and early linkage with treatment center. Vihaan model may be 
replicated across world as it yielded high result. 
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TUPED1259
How should we configure services to maximise uptake  
of couples HIV testing: results of a qualitative study and discrete 
choice experiment from rural Zimbabwe
E.L. Sibanda1, G. Maringwa1, N. Ruhode1, C. Madanhire1, M. Tumushime1,  
C. Watadzaushe1, S. Napierala Mavedzenge2, S. Gudukeya3,  
S. Bautista-Arredondo4, H. Thirumurthy5, K. Hatzold3, F. Terris-Prestholt6,  
F.M. Cowan1,7 
1Centre for Sexual Health and HIV/AIDS Research, Harare, Zimbabwe, 2RTI 
International, San Francisco, United States, 3Population Services International, 
Harare, Zimbabwe, 4National Institute of Public Health, Mexico, Mexico, 5University of 
North Carolina at Chapel Hill, Chapel Hill, United States, 6London School of Hygiene 
and Tropical Medicine, London, Zimbabwe, 7Liverpool School of Tropical Medicine, 
Liverpool, United Kingdom 
Presenting author email: euphemiasibanda@yahoo.co.uk

Background: Despite numerous health benefits, uptake of couples HIV testing 
(CHT) is suboptimal. We conducted a mixed-methods study to identify and evalu-
ate relative preferences for CHT services in a rural Zimbabwean community.
Methods: We systematically identified attributes to explore in the discrete choice 
experiment (DCE): we conducted mixed-gender focus group discussions (FGDs) 
and in-depth interviews to explore barriers and facilitators to CHT and identify 
preferred service delivery characteristics. We used these findings along with struc-
tured discussions with programmers/implementers to finalise DCE attributes. The 
piloted paper-based DCE questionnaire was illustrated pictorially and administered 
among adults >18 years. DCE data were analysed using the multinomial logit model 
allowing for preference heterogeneity.
Results: We conducted four FGDs with 8-9 participants each (n=34, 17 women), 
and 29 in-depth interviews (16 women). Barriers to CHT included:
1) difficulty broaching the subject of CHT for cultural reasons (females not ex-
pected to bring up sexuality issues) and discomfort with associated implications of 
distrust/infidelity; 
2) fear of relationship dissolution in case of HIV-positive diagnosis; 
3) conflicting work schedules. Men reportedly resisted CHT more than women. 
Interventions that “put pressure” to test together, such as CHT at antenatal clin-
ics, reportedly facilitated CHT. Small non-monetary incentives were suggested as 
CHT facilitators.
We enrolled 300 DCE participants, including 174 women. The final DCE attributes 
and levels and their relative strength of preferences identified people’s optimal 
CHT service attributes: a nearby, not busy, integrated facility that has short waiting 
times with weekend opening (figure). 

[Relative Utilities for CHT Program Characteristics]

Non-monetary incentives for CHT were highly attractive. Even low value incentives 
could compensate for perceived shortcomings in other program attributes. In sub-
group analysis women had stronger preferences for incentives than men.
Conclusions: Broaching the subject of CHTC is challenging especially for women. 
Paying attention to strengths of preferences may ensure design of programs which 
improve CHT. Incentives may help overcome identified barriers. 

TUPED1260
Values and preferences of PLHIV and key populations  
in HIV self-testing (HIVST) and partner notification (PN)  
in the Middle East and North Africa (MENA)
J. Hermez1, G. Eid2, R. Haddad3, G. Azzi4, C. Khoury4, E. Ballan4, C. Johnson5,  
C. Figueroa5, C. Payne5, A. Verster5, G. Riedner1 
1World Health Organization - Regional Office for the Eastern Mediterranean, HIV-
STI-Hepatitis, Cairo, Egypt, 2Regional/Arab Network against AIDS (RANAA), Beirut, 
Lebanon, 3Independent Public Health Consultant, Beit Chabab, Lebanon, 4Arab 
Foundation for Freedom and Equity (AFE), Beirut, Lebanon, 5WHO, HIV, Geneva, 
Switzerland 
Presenting author email: hermezj@who.int

Background: In 2016, WHO issued guidelines recommending HIVST and PN. In 
this context, the WHO Regional Office for the Eastern Mediterranean conducted 
an assessment of the values and preferences of key populations (KP) in collabora-
tion with two regional networks, RANAA and AFEMENA. The results of the as-
sessment will be used to address low access to HIV testing services (HTS) and anti-
retroviral therapy in the region.
Methods: Focus group discussions and in-depth interviews were conducted by 
trained service providers in Morocco, Tunisia, Lebanon and Jordan. Forty people 
who inject drugs, 34 female sex workers (FSW), 24 men who have sex with men, 
24 transwomen (TG) and 72 people living with HIV (PLHIV) were recruited using 
a convenience sample. Consultation with service providers was conducted virtually. 
All answers were categorized and analyzed thematically.
Results: HIVST was known to a minority of participants, including service provid-
ers. A large proportion of the participants perceived HIVST as beneficial to increase 
access to HTS and overcome stigma and discrimination (S&D). TG were more skep-
tical due to lack of awareness in the community. PLHIV with prior bad experiences 
with HTS favoured HIVST while those with positive experiences tended to reject 
it. Unacceptance of HIVST was due to overprotection of PLHIV, distrust in rapid 
testing, fear of self-harm, and lack of counselling and linkage. 
Overall, assisted and unassisted HIVST were acceptable especially if supported by 
population-tailored information and delivered through NGOs, peers via outreach 
programs, pharmacies or health services.
PN was considered essential by all groups, but less so by FSW due to the difficulty 
of reaching clients, fear of violence and income loss. Barriers include S&D, limited 
awareness, loss of partner’s trust and fear of HIV status being known by others.
The preferred approaches to PN were dual and contract referral due to the protec-
tion and support by the service provider. Few empowered and independent partici-
pants preferred the passive referral.
Conclusions: Introduction of HIVST and PN in MENA is acceptable to KP, service 
providers and PLHIV. Implementation will require advocacy, raising awareness and 
building capacity among communities and service providers, along with tailoring 
service delivery to community needs and context. 

TUPED1261
Improving quality of care for patients by introducing  
atazanavir/ritonavir as the preferred second-line  
protease-inhibitor in Togo
S. Zekeng1, F. Kossi2, A. Dagnra2, B. Assimadzi2, A. Singo-Tokofai2, A. Zakillatou2, 
F. Boubakari2, B. Caldwell3, C. Middlecote3, B. Stewart3, N. Sugandhi3 
1Clinton Health Access Initiative, Dakar, Senegal, 2Togo National AIDS Control 
Programme, Lomé, Togo, 3Clinton Health Access Initiative, Boston, United States 
Presenting author email: szekeng@clintonhealthaccess.org

Background: In 2010, Togo had 24,635 patients on treatment and 5% on second-
line (2L). 98% of 2L patients were on LPV/r-containing regimens despite challenges 
such as poor tolerability, twice-daily dosing schedule, and high pill burden. A new 
protease-inhibitor, atazanavir/ritonavir (ATV/r), became available in 2013 with ben-
efits over LPV/r including: smaller pill size, decreased pill burden, once-daily dosing, 
and improved tolerability. ATV/r was also less costly compared to LPV/r.
Methods: In December 2010, the Clinton Health Access Initiative supported the 
Togo Ministry of Health to develop a comprehensive product introduction process 
for national rollout of ATV/r in Togo. A National Technical Committee for ARV’s 
and other related commodities for the management of HIV was established and 
tasked with drafting and disseminating dispensing guidelines for ATV/r administra-
tion. A progressive switch of 70% of patients from LPV/r to ATV/r was planned from 
January 2015 to December 2017. The National Anti-AIDS Committee used men-
tors to actively engage with facilities to monitor the rapid uptake of ATV/r through 
dispenser reports providing site-level breakdown.
Results: Starting with 100 patients on ATV/r in the second quarter of 2011, Togo 
expanded to 2,216 patients on ATV/r by the end of 2014. Between 2010 and 2014, 
approximately 1,500 patients on 2L treatment switched from LPV/r to ATV/r. By 
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the end of 2014, 60% of 2L patients were on ATV/r. The success of the ATV/r roll-
out was tied, in part, to engagement with community groups as part of the national 
adoption framework. Additionally, Togo achieved over $1,232,705 in savings from 
2011-2014 by preferring ATV/r to LPV/r in 2L.
Conclusions: Successful uptake of new products requires more than adoption into 
national guidelines. Key interventions in Togo contributing to successful uptake 
included: comprehensive planning and engagement with stakeholders; a strong 
regional approach; the use of mentors who had a deep understanding of the reali-
ties in the field; and periodic supervisory site visits to monitor dispensation reports, 
identify sites not implementing, and develop solutions to resolve any bottlenecks. 

TUPED1262
Increasing ART initiations with a community outreach  
health information intervention, a cluster-randomized trial  
from Zomba, Malawi
L. Derksen1, A. Muula2, A. Matengeni3, M. van Lettow3, S. Sodhi4,  
J.J. van Oosterhout2,3 
1University of Toronto, Toronto, Canada, 2University of Malawi, College of Medicine, 
Blantyre, Malawi, 3Dignitas International, Zomba, Malawi, 4Dignitas International, 
Toronto, Canada 
Presenting author email: joepvanoosterhout@gmail.com

Background: Treatment as prevention is a potentially effective strategy to end the 
AIDS epidemic in southern Africa. ART is widely available upon diagnosis; in Malawi 
a test and (immediate) treat policy has recently been implemented. Evidence-
based policy to increase uptake of ART is necessary in order to successfully scale 
up treatment as prevention. We evaluated a community outreach information cam-
paign as a policy to increase HIV testing and ART uptake.
Methods: We conducted a cluster-randomized controlled trial in a rural area of 
Zomba district, Malawi, with two arms: control villages (n=122) and intervention 
villages (n=62). In late 2013, we held a 45-minute community health information 
meeting, conducted by a trained community educator, in every intervention village. 
On average, 64% of adults attended the meeting (total attendance =7375 adults). 
We provided the information that ART prolongs life, reverses HIV/AIDS symptoms 
by suppressing viral load, and is available at a specific nearby health facility.
Results: We collected health facility data on village-level outcomes collected dur-
ing 12 months post-intervention. We find a significant effect on HIV diagnoses 
(aOR 1.39, 95% CI 1.04-1.86, control arm mean =2.4 diagnoses/village) and ART 
uptake (aOR 1.33, 95% CI 1.02-1.75, control arm mean =1.4 initiations/village). The 
effect of the intervention on ART uptake was heterogeneous, and was larger for 
villages with higher pre-intervention rates of HIV testing (p=0.06) and ART up-
take (p=0.05), and for villages that were further from a health facility (p=0.06). 
The mean age of clients who initiated ART in the intervention arm was two years 
younger (p=0.14) and they were 9 percentage points more likely to have a CD4 
count taken (p=0.08), which was only indicated for individuals in WHO-stage I 
or II, suggesting that the intervention may have encouraged early ART initiation. 
Clients who initiated ART did not differ significantly by gender or weight between 
the intervention and control arms.
Conclusions: The results demonstrate that lack of information about the benefits 
and availability of ART is a barrier to ART uptake among adults in rural Zomba, 
Malawi. An inexpensive, one-time community outreach information campaign is an 
effective policy to increase ART uptake. 

TUPED1263
Men’s perspectives of their HIV risk and vulnerability  
in KwaZulu-Natal, South Africa: formative findings of the 
‘linkage of men to HIV care’ study
J. Chikovore1, H. van Rooyen2, L. Bruns3, T. Ngubani2, T. Coates3 
1Human Sciences Research Council, HIV/AIDS, STIs & TB, Durban, South Africa, 
2Human Sciences Research Council, Human and Social Development, Sweetwaters, 
South Africa, 3University of California, Los Angeles, Centre for World Health, Los 
Angeles, United States 
Presenting author email: jchikovore@hsrc.ac.za

Background: Treatment-as-Prevention requires that a substantial proportion of 
HIV-positive persons be diagnosed, linked to, and maintained in care. Substantially 
fewer men than women in sub-Saharan Africa are tested and linked to treatment; 
addressing this will reduce men and women’s risk and vulnerability to HIV. This is 
one of a handful of studies rigorously evaluating evidence-based strategies to diag-
nose, link and retain HIV-infected men in care in a high-prevalence context.
Methods: Using a cluster randomized design, eight communities in KwaZulu-Natal, 
South Africa will be randomised to receive one of: 

(1) male-centred mobilization, 
(2) a small incentive and male-focused testing, or 
(3) standard-of-care health services. Once tested, HIV-positive men will be indi-
vidually randomized to: 
(1) standard-of-care ART,
(2) point-of-care CD4 testing, or 
(3) point-of-care CD4 testing combined with personalized male linkage to care. 
Finally, we will estimate the joint effect of the structural and individual-level inter-
ventions and conduct cost-effectiveness analysis. Formative data were collected in 
May-July 2016 through key informant interviews with stakeholders working with 
men (n=10; ages 25-58) to understand risk concepts, potential linkage barriers, 
and possible intervention strategies. Five focus group discussions were conducted 
with men (n=42; ages 25-49) to explore gender norms and barriers to HIV testing 
and treatment. Data were transcribed and translated verbatim, then analysed both 
inductively and deductively to identify, refine and consolidate emerging themes.
Results: Men articulated their HIV vulnerability as being tied to several complexly 
interconnected factors, namely 
i) unemployment and related struggles with role reversal and failure, lost respect 
and waning power in sexual relationships;
ii) social disconnectedness and lack of platforms to share and discuss challenges, 
iii) inability to engage women partners or healthcare workers about physical, sexual 
or psychological health problems;
iv) health systems that were experienced as alienating, and where consultations car-
ried huge direct and opportunity costs amid poverty; and v) high alcohol use in a 
context of stress, poverty and unemployment.
Conclusions: In this setting, determinants of men’s HIV vulnerability intersect in 
complex ways, reiterating that multi-strategy interventions could be the key to ef-
fectively diagnosing, linking and retaining men in HIV care. 

TUPED1264
Association between intimate partner violence and the 
prevention of mother to child transmission of HIV
M. Gichane1, K. Moracco1, H. Thirumurthy2, E. Okitolonda3, F. Behets4,5,  
M. Yotebieng5,6 
1University of North Carolina at Chapel Hill, GIllings School of Global Public Health, 
Health Behavior, Chapel Hill, United States, 2University of North Carolina at Chapel 
Hill, Gillings School of Global Public Health, Health Policy and Management, Chapel 
Hill, United States, 3University of Kinshasa School of Public Health, Kinshasha, Congo, 
Democratic Republic of the, 4University of North Carolina at Chapel Hill, Gillings 
School of Global Public Health, Epidemiology, Chapel Hill, United States, 5University 
of North Carolina at Chapel Hill School of Medicine, Social Medicine, Chapel Hill, 
United States, 6Ohio State University, College of Public Health, Epidemiology, 
Columbus, United States 
Presenting author email: warugich@live.unc.edu

Background: Prevention of mother to child transmission of HIV (PMTCT) has been 
prioritized as a key component in ending HIV/AIDS transmission in Sub-Saharan 
Africa. Intimate partner violence (IPV) is a risk factor for non-adherence to HIV 
treatment for women, however the evidence on the impact of IPV specifically on 
uptake of PMTCT services is inconclusive. The aim of this study is to assess the ef-
fect of IPV on uptake of PMTCT services and retention in care.
Methods: We used data from a randomized controlled trial that evaluated the ef-
fect of conditional cash transfers on retention in and uptake of PMTCT services in 
which newly diagnosed HIV-infected women, ≤32 weeks pregnant, were recruited 
at antenatal care clinics in Kinshasa, Democratic Republic of Congo, between April 
2013 and August 2014 and follow-up through 6 weeks postpartum. Participants 
were asked about their IPV experiences in a face-to-face interview at enrollment. 
The outcome assessed was uptake of PMTCT services (attend all scheduled clinic 
visits and accept proposed services) through six weeks postpartum and LTFU (loss 
to follow-up).
Results: Of the 433 participants who were enrolled and randomized, approximately 
half of the sample (51%) had experienced some form of IPV; 35% had experienced 
emotional abuse, 29% physical abuse, and 19% sexual abuse. At six weeks post-
partum, the proportion of participants who attended all clinic visits and accepted 
proposed services was 61% and the proportion LTFU was 15%.There were no signifi-
cant differences between women who had experienced IPV and those who had not 
experienced IPV in adherence to the PMTCT cascade (61.5% vs. 59.4% (Adjusted 
Odds Ratio [AOR] =1.14; 95% confidence interval [CI]: 0.77-1.69) or LTFU (15.4% 
vs. 15.6% AOR= 0.98; 95% CI: 0.58-1.65), controlling for age, marital status, and 
education level.
Conclusions: Findings from this study indicate that experiencing IPV does not re-
duce pregnant women’s engagement in PMTCT services. The high prevalence of 
IPV in this population suggests that IPV screening and intervention should be in-
cluded as part of standard care for PMTCT. 
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TUPED1265
Utilisation of the social network strategy to reach hidden  
female sex workers (FSWs) with HIV and health services  
in Francistown, Botswana
M.D. Seretse1, V. Ranebennur2, M. Gilbert-Lephodisa1, M. Merrigan1, W. Dikobe1, 
S. Gaosenkwe1 
1FHI 360, Gaborone, Botswana, 2FHI 360, Mumbai, India 
Presenting author email: mseretse@fhi360.org

Background: The USAID- and PEPFAR-funded LINKAGES project aims to in-
crease reach to key populations most at risk for HIV, promote HIV testing and 
counseling, and enroll and retain those with HIV into care and treatment. In 
Botswana, The LINKAGES team attempted to reach female sex workers (FSWs) 
with HIV prevention messaging and HIV counselling and testing at “hotspots” 
where they congregate through peer outreach workers (POWs), but faced chal-
lenges identifying HIV+ FSW. To address this, a Social Network Strategy (SNS) 
was applied to increase access to hard to reach FSWs.
Methods: The SNS followed a respondent driven sampling approach to recruit 
FSWs within POW networks. POWs, acting as initial ‚seeds’ in 4 districts, were 
given 4 referral coupons to give to FSWs in their social networks. FSWs who pre-
sented with coupons at LINKAGES-supported health facilities received clinical 
services including HIV testing and ART. FSWs received a small incentive of ap-
proximately $10 USD airtime for participation. They were also given 4 coupons to 
recruit additional FSWs in their network, with an added incentive of $5 USD for 
each successful new FSW referred.
Results: 

[Fig 1: Spread of network through SNS strategy]

Data presented here are from Francistown district where three POWs acted as 
initial seeds. Through SNS, 282 FSWs were recruited within 4 weeks. A total of 
261 (93%) were newly tested, 85 (30.1%) diagnosed HIV positive and, of those, 50 
(59%) initiated on ART. More HIV+ FSWs were identified as the waves increased 
within the network. (fig 1)
Conclusions: The SNS method that relies on peers referring others into the pro-
gram was effective in identifying new FSWs, increasing testing, and enhancing ini-
tiation of HIV+ FSWs on treatment. LINKAGES is currently supporting partners 
with acceleration activities using the same approach to identify new FSWs. The 
approach can be replicated across LINKAGES countries as it has proven to yield 
results. 

TUPED1266
Does HIV treatment availability improve HIV status  
knowledge and progression through the cascade of care?
E. Moscoe1, J. Bor2, F. Tanser3,4, D. Pillay3,5, T. Barnighausen3,6 
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Background: Expansion of HIV treatment may increase disclosure, reduce stigma, 
and increase testing leading to improved progression through the cascade of care. 
However many HIV-infected persons in South Africa, especially men, do not know 
their status and many patients are lost along the cascade of care. We estimate how 
a person’s ART eligibility affects their household member’s HIV status knowledge 
and progression through the cascade of care.
Methods: We conducted a regression discontinuity analysis that exploits the CD4 
count threshold for ART eligibility in South Africa to evaluate the causal intent-
to-treat (ITT) effect of ART eligibility. Using data from a large population-based 
cohort, we compared outcomes among household members of patients who had 
a CD4 count just below the 200-cell threshold (eligible for ART) with those just 
above the cut-off (less likely to be eligible for ART). We assessed effects on knowl-
edge of HIV status, and further research will assess cascade of care outcomes in-
cluding CD4 count of household members when enrolling in pre-ART services, and 
time to ART enrollment once eligible.
Results: ART led to a 17 percentage point increase in HIV status knowledge among 
the patient’s male household members relative to a baseline level of 7% (17 pp, 95% 
CI 12, 22). The results were robust to variation in bandwidths and inclusion of co-
variates. We hypothesize that loss to follow up in enrolling on ART and CD4 count 
at the time of pre-ART enrollment will be improved by living with an ART-eligible 
household member, results forthcoming.
Conclusions: Living with someone who is eligible for ART increased men ś likeli-
hood of reporting that they knew their HIV status. Although prior studies have 
noted a correlation between ART expansion and testing rates, this study is among 
the first to causally link ART initiation to increased awareness of HIV status among 
household members. This effect may be due to increased testing, or to updating of 
beliefs about HIV status based on partner ś status. Ongoing research will determine 
whether this effect leads to improved progression through the cascade of care. 

TUPED1267
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transmission in Zimbabwe: optimizing resources for 
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Background: The first coverage target required for validation of “virtual elimina-
tion” of mother-to-child HIV transmission is ≥95% antenatal care (ANC) atten-
dance. Achievement of this target will require strategic allocation of limited re-
sources. We identified subgroups most at need for intervention for the final push 
toward elimination of PMTCT in Zimbabwe.
Methods: We analyzed data from a 2014 evaluation of the National PMTCT 
Program that collected population representative data. Eligible women were ≥16 
years and had infants born 9-18 months before the interview. Participants were 
tested for HIV and interviewed about service utilization during pregnancy. We ex-
amined the proportion of mothers who would be targeted by various strategies, the 
number of outreached mothers needed in each strategy to reach one mother with-
out ANC, and the impact on population ANC attendance if 50% of those mothers 
without ANC were successfully engaged in ANC. We also looked at uptake of other 
services among women who did not attend ANC.
Results: Two of the five provinces surveyed failed to meet ANC the target, with 
6.2% of mothers in Harare and Manicaland reporting no ANC visits. The targeting 
strategy with the highest impact on overall ANC attendance in these provinces was 
outreach to mothers of Apostolic religion (reduction from 6.2% to 4.1%). However, 
37% of mothers were Apostolic. An alternate strategy, also allowing these prov-
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inces to reach the target (reduction from 6.2% to 4.5%), was to target mothers in 
those provinces with 3 or more previous pregnancies or a previous non-institutional 
delivery. This group targets only 18% of mothers. Mothers with no ANC were also 
more likely to have missed other services including; institutional delivery (62.6% vs 
11.9%, p<0.0001), immunization (33.5% vs 0.1%, p<0.0001), and EID (48.6% vs 
28.8%, p=0.003).
Conclusions: Reaching the last group of women who do not attend ANC will require 
a significant effort. Women in this group are also less likely to uptake other health 
services, and targeted outreach to these mothers may have additional benefits if 
they are engaged in healthcare. These findings demonstrate a data driven approach 
to optimizing resources to target populations outreach for ANC services. 

TUPED1268
Barriers and facilitators of HIV care in recently diagnosed 
men who have sex with men (MSM) in Lima, Peru: qualitative 
analysis of bi-directional text messages from an mHealth 
intervention
L. Menacho1, E. Bayona2, F. Roman1, C. Tristán1, C. Arroyo1, M. Cassolato3,  
R. Cabello4 
1VIA LIBRE, Research Department, Lima, Peru, 2University of California, Los Angeles, 
United States, 3International HIV/AIDS Alliance, Brighton, United Kingdom, 4VIA 
LIBRE, Lima, Peru 
Presenting author email: lmenacho@vialibre.org.pe

Background: Mobile phone technology in HIV care (mHealth) is a promising tool 
to increase HIV treatment adherence and retention in the HIV care continuum 
for high-risk populations. A thorough understanding of barriers and facilitators of 
engagement and retention in care from the perspective of newly diagnosed MSM is 
critical to targeting effective mHealth interventions in Lima, Peru.
Methods: From June-December 2015, 28/40 MSM participants were linked to 
HIV care with an mHealth intervention within 3 months of HIV diagnosis at Via 
Libre clinic. For 12 weeks, participants agreed to receive weekly short message ser-
vice (SMS) from an assigned HIV counselor. Text messages were tailored to elicit 
barriers and facilitators of HIV care while encouraging engagement in conversation. 
We coded and thematically analyzed 4,559 messages.
Results: Mean age of participants was 29.8 years (20 50); with 70% reporting some 
post-high school education and 73% self-identifying as homosexual. Five categories 
captured 16 themes related to barriers and facilitators of care that emerged from 
the data: 
1) Psychosocial issues, 
2) Medication concerns,
3) Follow-up support, 
4) Interpersonal dynamics, and 
5) HIV/AIDS knowledge. 
Upon engagement in care, psychosocial themes emerged most often. In messag-
es about assimilating an HIV-positive diagnosis, most participants conveyed that 
“adapting to a new life is the most difficult thing” to overcome. For the majority 
of participants, “fear of the effects of the drugs they [I] will take” was a barrier to 
retention. In fact, most patients prescribed antiretroviral therapy (ART) did expe-
rience mild to moderate side effects including gastrointestinal upset, headaches, 
dizziness, and body rashes. The ability to send pictures and ask questions at symp-
tom onset mitigated this retention barrier for most participants and simultaneously 
facilitated their engagement in care. Proactive themes of re-scheduling appoint-
ments and asking about follow-up lab work helped participants navigate their care, 
with most expressing the sentiment “now I know I am not alone.”
Conclusions: For newly diagnosed MSM entering the HIV care continuum, psy-
chosocial and medication related barriers to engagement and retention merit fur-
ther study. Future mHealth interventions may benefit from anticipating these bar-
riers and producing built-in facilitators to address these concerns. 

TUPED1269
Early lessons from a regional scale-up of test and treat  
in Lubombo, Swaziland
M. Calnan1, M. Mkhontofo1, S. Ginindza1, S. Haumba2 
1University Research Co.,LLC, Mbabane, Swaziland, 2University Research Co., LLC, 
Mbabane, Swaziland  

Background: The Ministry of Health of Swaziland in compliance with WHO HIV 
management guidelines released in 2015 scaled up “Test and Treat” to all people 
living with HIV (PLHIV) starting October 2016. Prior to this time, “Test and Treat” 
was only available to targeted populations. The country ART coverage was 66% The 
Test and Start initiative serves to increase ART coverage to meet the UNAIDS 

90-90-90 targets leading to a reduction in the estimated 8,658 new infections 
and 3200 AIDS related deaths annually in Swaziland. This paper sought to describe 
early lessons from the scale up of “Test and Treat” in the Lubombo region.
Methods: Following a national position statement by the Health Ministry, a national 
mentors training on Test and Start was conducted by the National AIDS Program. 
In the Lubombo region, a modular training curriculum for test and start was de-
veloped for use onsite. A Regional training calendar was developed to improve the 
coordination of the training, on site trainings were held and post training mentor-
ing support for service delivery and documentation was provided. The public was 
sensitized through key messaging and community dialogues. Facility support for 
supply chain management was also provided to cater for the anticipated additional 
prescriptions.
Results: ART coverage in the region increased from a baseline of 65% at the end 
of 2015 to 71% by the end of December 2016. Between October and December, 
ART initiations increased by 20% with 17% of new initiations taking place on the 
same day as the HIV test. 90% of the health care facilities received training on 
Test and Start within October 2016 and 85% of health care providers were trained 
during this time.
Conclusions: A region wide coordinated effort of training and information provision 
that targeted both providers and recipients of HIV care enhanced the scale up of 
“Test and Treat”. Both clients and providers received targeted messaging enabling 
demand creation for the service. 

TUPED1270
Predictors of loss to follow-up among HIV exposed children 
within HIV prevention of mother to child transmission cascade, 
Kericho County, Kenya, 2016
H. Taabukk Kigen1, R. Too2, T. Galgalo1, J. Wamicwe3,4 
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Background: In 2014 >2.3 million children <15 years were HIV infected with 
>240,000 new infections occurring annually and majority (>90%) are in sub 
Saharan Africa. Morbidity and mortality from HIV remain high in Kenya partly due 
to lost to follow up (LTFU). LTFU results in no or delayed treatment. The study had 
sought to determine predictors of LTFU among HIV exposed children in Kericho 
County, Kenya, 2016.
Methods: A hospital based frequency matched case-control study was conducted. 
Study recruited 44 cases who had missed 3 months of clinic appointments and 88 
controls who had adhered to all appointments. HIV exposed infant (HEI) hospital 
register for the months of September 2014 through February 2016 was used. A 
structured questionnaire was administered to both cases and controls. Consent was 
required. Predictor factors were identified using chi-square tests (X2) at 95% sig-
nificant levels and logistic regression model to determine independent predictors.
Results: Of the 132 HEIs 71(54%) were male. Median age was 59 weeks (26-93 
weeks), cases ranged 29-91 weeks and controls 27-90 weeks. Majority 81 (61%) 
were aged 12-18 months. A total of 124 (94%) caregivers were biological mothers, 
79 (60%) aged < 30 years with 94 (71%) delivering in a hospital. Independent fac-
tors associated with mother-infant pair loss to follow up were: fear knowing HEI sta-
tus (aOR= 12.7 [CI 3.2-50.2]),lack of knowledge HEI are followed up to 18 months 
(aOR= 12.0 [CI 2.9-48.8]),not wanting partners know HEI status (OR= 11.3 [CI 
2.9-44.0]),using traditional treatments (aOR= 6.4 [CI 1.8-22.9]).Protective of 
HEI status were: HEI mothers knowing own HIV status pre-pregnancy (aOR= 0.2 
[CI 0.05-0.71]) and households having health insurance 
(aOR= 0.11 [CI 0.01-0.76]).
Conclusions: Non-disclosure of infant exposure status to partner, lacking knowl-
edge of HEI follow up duration and use of traditional treatments significantly 
contribute to clinic non-adherence. Increased early HIV testing among moth-
ers, disclosure support, health education and partner involvement is advocated. 
Encouraging households enroll in health insurance schemes could be beneficial. 
Further qualitative studies to understand care givers knowledge, attitudes and prac-
tices relating children HIV and a survey to get the magnitude, impact and reasons 
for using home treatments. 
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TUPED1271
The impact of structured mentor mother support on PMTCT 
retention and viral suppression at 6 months postpartum among 
HIV-positive women in rural Nigeria
C. Fan-Osuala1, C. Isah1, H.O. Ramadhani2, S. Erekaha1, U. Anaba1, M. Charurat2, 
H. Galadanci3, N.A. Sam-Agudu1,2 
1Institute of Human Virology Nigeria, International Research Center of Excellence, 
Abuja, Nigeria, 2Institute of Human Virology, University of Maryland School of 
Medicine, Epidemiology and Prevention, Baltimore, United States, 3Bayero University, 
Department of Obstetrics and Gynaecology, Kano, Nigeria 
Presenting author email: homari@ihv.umaryland.edu

Background: Nigeria has the 2nd-highest burden and widest gaps in PMTCT glob-
ally. Poor PMTCT uptake and adherence remain major challenges. Peer support 
has reportedly improved PMTCT outcomes; however, evidence on its impact on re-
tention-in-care is limited. Retention implies consistent engagement and treatment 
adherence. The MoMent study evaluated the impact of structured peer support on 
postpartum retention and viral load (VL) suppression among rural Nigerian women.
Methods: A total of 497 HIV-positive pregnant women were consecutively re-
cruited at 10 primary healthcare centers (PHCs) with structured Mentor Mother 
(MM) support (close supervision, detailed documentation of MM activities, close 
client tracking), and 10 pair-matched PHCs with routine but ad-hoc peer support 
(PS). Retention was defined by clinic attendance during the first 6 months postpar-
tum. Participants with ≥ 3 of 6 expected monthly visits were considered retained. 
Women with a 6-month postpartum plasma VL of < 20 copies/mL were considered 
suppressed. A logistic regression model with generalized estimating equation to ac-
count for clustering was used to assess the effect of MMs on retention and viral 
suppression.
Results: Exposure to structured MM support was associated with higher odds of 
retention than routine PS (aOR=5.9, 95% CI 3.0-11.6) (Table 1). 

Characteristics All, 
N=497

Retained in 
Care n (%)

Multivariate Analysis 
(aOR, 95% CI)

Routine PS 237 59 (24.9) 1.0 --

MM Support 260 161 (61.9) 5.9 3.0-11.6
<secondary education 252 115 (45.6) 1.0 --
≥secondary education 245 105 (42.9) 1.1 0.6-1.9
Muslim 178 66 (37.1) 1.0 --
Christian 319 154 (48.3) 1.1 0.7-1.9
Previously HIV diagnosed 197 95 (48.2) 1.0 --
Newly HIV diagnosed this pregnancy 299 125 (41.8) 1.0 0.6-1.6
aOR=adjusted odds ratio; CI=confidence interval; PS=peer support; MM=Mentor Mother

[Factors Associated with Retention at 6m Postpartum]

Similarly, the odds of viral suppression at 6 months postpartum were higher for 
MM-supported women (aOR=4.9, 95% CI 2.6-9.2) (Table 2).

Characteristics All, N=497 Viral Suppression 
(n=130); n(%)

Multivariate analysis 
(aOR, CI)

Routine peer support 237 22 (9.3) 1.0 --

Mentor Mother support 260 108 (41.5) 4.9 2.6-9.2
<secondary education 252 51 (20.2) 1.0 --
≥ secondary education 245 79 (32.2) 1.6 1.0-5.6
Efavirenz-based regimen 330 86 (26.1) 1.0 --
Nevirapine-based regimen 156 38 (24.3) 1.0 --

Lopinavir-based regimen 11 5 (45.5) 3.7 1.0-13.2
Not retained 277 43 (15.5) 1.0 --

Retained 220 87 (39.5) 2.1 1.2-3.5

[Factors Associated with Viral Suppression ]

Conclusions: Closely-supervised, outcomes-focused Mentor Mother support 
significantly improved postpartum PMTCT retention and viral suppression among 
HIV-positive women in rural Nigeria. Introduction of structure and close supervi-
sion into peer support interventions can significantly improve outcomes of women 
and children in PMTCT care. 

TUPED1272
Trends in the implementation of national policies to improve 
retention in HIV care: evidence from national policy reviews  
and health facility surveys in six sub-Saharan countries
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Background: Sub-optimal retention in HIV care in African settings may undermine 
efforts to reach the “90-90-90” targets. We describe national policies relating to 
retention in care, and investigate their implementation in selected health facilities 
between 2013 and 2016.
Methods: A policy extraction tool was used to summarise 120 national HIV pol-
icy documents published in Kenya, Malawi, South Africa, Tanzania, Uganda, and 
Zimbabwe between 2003 and 2016. 145 purposively-sampled health facilities in 
ten health and demographic surveillance sites in the same countries were surveyed 
in 2013-15 and 2015-16 using a structured questionnaire to document HIV service 
provision. A conceptual framework was used to develop 16 indicators to compare 
policies influencing retention in care with health facility implementation. For each 
indicator, we assessed whether national policy was explicit or implicit/absent, and 
calculated the proportion of facilities per site that reported its implementation in 
each round.
Results: Policy gaps relating to retention in care were observed in all countries in 
2013, with little change by 2016. The most frequent policy gaps included referrals 
for home-based care, nutritional support for HIV patients and drug pick-ups by 
a designee (noted in 3 or more countries in each case). Only three policies were 
explicit in all countries by the latter round: home visits/phone calls to patients fol-
lowing missed clinic appointments, tuberculosis screening at every visit, and inter-
mittent preventative therapy for all HIV-positive patients. However, the proportion 
of health facilities implementing these policies varied across sites and over the two 
rounds (figure 1). 

[Figure 1. Changes in implementation of national policies to promote retention in care 
from 2013-16]

Furthermore, stock-outs of antiretroviral therapy drugs increased in 5/10 sites, 
with 34% of all facilities reporting stock-outs in the past year by round 2 (+22%).
Conclusions: Addressing policy implementation gaps and reducing the occurrence 
of drug stock-outs will be essential if retention in care is to be improved, and HIV 
elimination goals are to be achieved. 
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TUPED1273
AllyQuest: engaging HIV+ young MSM in care and improving 
adherence through a social networking and gamified 
smartphone application (App)
L. Hightow-Weidman1, K. Knudtson1, K. Muessig2, M. Srivatsa3, E. Lawrence3,  
S. LeGrand4, H. Kirschke-Schwartz1, D. Lemos5, C. Balthazar5, S. Hosek5 
1University of North Carolina-Chapel Hill, Institute for Global Health and Infectious 
Diseases, Chapel Hill, United States, 2University of North Carolina at Chapel Hill 
School of Public Health, Health Behavior, Chapel Hill, United States, 3Ayogo, 
Vancouver, Canada, 4Duke University, Duke Global Health Institute, Durham, United 
States, 5Hektoen Institute, Chicago, United States 
Presenting author email: lisa_hightow@med.unc.edu

Background: HIV disproportionately impacts young men who have sex with men 
(YMSM) who experience disparities across the HIV care continuum. Technology-
based interventions allow the delivery of tailored content specific to each user’s 
context, and offer the unique capability for broad diffusion across geographic loca-
tions within the US and globally.
Methods: AllyQuest is a novel, theoretically-based, smartphone app intervention 
designed to improve engagement in care and antiretroviral therapy (ART) adher-
ence among HIV+ YMSM (target age 16-24 years). The app features address bar-
riers to care among youth, including low HIV health literacy, lack of social support, 
and internalized stigma. AllyQuest was built on an established gamification plat-
form for patient engagement that embeds social networking and fundamental game 
mechanics, such as challenges, points, and rewards (unlocking story collections). A 
medication tracker provides reminders to promote ART adherence via personal-
ized adherence strategies that are user and context specific; a calendar allows for 
reflection on adherence over time. After iterative development with input from two 
Youth Advisory Boards, usability testing was conducted to assess app functionality, 
comprehension of the educational content, use of intervention features, and overall 
impressions of app relevance and appeal. A 28-day pilot trial was conducted with 20 
HIV+ YMSM to evaluate intervention feasibility and acceptability.
Results: Mean age of participants was 21.8 years (range 19-24), 95% were non-
white. Mean time using the app was 143 minutes, with a mean of 36.2 log-ins and a 
mean 21 days of use. There were 225 posts to the daily discussion social wall and 275 
total health-focused quests completed. Feasibility and acceptability ratings were 
high. Overall, participants found the app easy to use and navigate, not intrusive, 
and had few reported technical issues. Most (15/17) reported greater confidence in 
reliably taking their ART and feeling more connected to other HIV+ YMSM (14/17). 
Qualitative exit interviews identified areas for improvement including the need for 
additional tailoring and personalization.
Conclusions: AllyQuest represents a new, highly scalable solution that is well-suited
to meet the specific prevention and care needs of HIV+ YMSM. The development 
of this intervention is both timely and vital given the urgency of the ongoing HIV 
epidemic among YMSM. 

TUPED1274
Protocol guided adherence counseling by trained patients  
taking ART: does it make a difference?
A. Teklu1,2, A. Nega3, K. Yirdaw3 
1St. Paul’s Hospital Millennium Medical College, Addis Ababa, Ethiopia, 2Center for 
International Reproductive Health Training, Addis Ababa, Ethiopia, 3MERQ, Addis 
Ababa, Ethiopia 
Presenting author email: ateklu72@gmail.com

Background: Retention on an Anti-Retroviral Treatment (ART) program and ad-
herence to medication are key to survival of AIDS patients. Shifting of selected 
tasks, such as counseling, to People living with HIV (PLHIV) is believed to be one 
way to increase adherence and retention. However, PLHIV-provided counseling 
services may lack structure or key content useful for encouraging patients to take 
their medicine and stay on treatment.
Methods: To assess the effectiveness of protocol guided adherence counseling pro-
vided by ART-experienced PLHIV in reducing attrition and improving adherence; a 
two arm cluster randomized, controlled trial with partial blinding was used. Random 
assignment was made to intervention or control arm at hospital level first. Eligible 
patients in the intervention hospitals were consented and those who agreed were pro-
vided with protocol guided counseling by peer educators. The study subjects were se-
lected from among those who consented and who got the protocol guided counseling 
randomly. Neither the health care providers nor the peer counselors knew who will be 
enrolled during the intervention, thus were blinded. In the control sites, standard of 
care was provided which included counseling by peer educators without the protocol. 
Retention and adherence to medication were compared at month 2 and 6.
Results: Six hospitals were included in each arm. 433 patients were enrolled in the 
study (226 in the intervention arm). A significant difference in attrition rates was 
seen at month-six: 19.4 vs. 37.5 per 100 person-years on treatment in the inter-

vention and control arms respectively (incidence rate ratio 0.52, 95% CI 0.28 - 
0.92, P = 0.02). After adjusting for multiple factors, the intervention group had a 
lower risk for attrition than control group (adjusted IRR 0.47, 95% CI 0.27 - 0.82, 
P=0.01). The chance of missing medication was much lower in the intervention 
group at month six (Adjusted IRR 0.44, 95% CI 0.22 - 0.90, P = 0.03).
Conclusions: Retention and adherence to medication were significantly higher 
among ART patients who were provided protocol-guided adherence counseling 
compared to those who were provided with unstructured counseling. Provision of 
protocol guided adherence counseling by ART experienced patients should be con-
sidered in all ART settings. 

TUPED1275
Navigation and linkage to care outcomes among not-in-care 
HIV-infected patients identified by three referral sources: 
clinical providers only, HIV surveillance only and a combination 
model
D. Sachdev, E. Mara, R. Kohn, E. Antunez, A. Hughes, S. Scheer, S. Cohen 
San Francisco Department of Public Health, San Francisco, United States 
Presenting author email: darpun.sachdev@sfdph.org

Background: The US CDC supports the use of HIV surveillance data to identify 
not-in-care (NIC) patients and re-link them to care (‘Data-to-Care’). Since 2012, 
the SFDPH LINCS navigation program has re-linked NIC patients, but the optimal 
strategy for identifying patients for Data-to-Care is unknown.
Methods: Eligible NIC patients met one of the following criteria: their last viral load 
(VL) was >1500 and >4 months ago, or they had no VL in 12 months. Referred NIC 
patients came from three sources: 
1) Clinical providers; 
2) A query of the SFDPH electronic medical record cross-matched with the 
SFDPH HIV surveillance registry to remove patients who were already in care 
(AIC) or who had migrated (EMR-surveillance) or; 
3) A surveillance-generated list. 
Patients who were incarcerated, psychiatrically unable to participate, had a case 
manager or who had migrated were considered ineligible for navigation. 
Two outcomes were evaluated: 
1) Enrollment in LINCS defined as initiating navigation services and; 
2) Linkage to care defined as VL or CD4 count reported to surveillance after en-
rollment.
Results: From 10/1/2015-9/30/2016, LINCS navigation enrolled 40% (127/320) 
of provider referrals, 30% (32/106) of EMR-surveillance referrals and 9% (17/195) 
of surveillance-generated referrals (p<0.0001.) Over a quarter of surveillance-
generated referrals were AIC, compared to 13% and 2% of referrals from provid-
ers and the EMR-Surveillance list, respectively. Of the 176 patients enrolled in 
navigation, 82% were male, 27% were Black, 27% were Latino, 24% were homeless, 
and 38% used methamphetamines. Within 90 days of enrollment, 77% of them re-
linked to care and 35% were virally suppressed. There were no differences in linkage 
rates based on gender, race, housing status, drug use, or referral source. 

 Clinical Provider EMR Identified Patients 
Matched to Surveillance

Surveillance Generated 
List

 Frequency Percent Frequency Percent Frequency Percent
Enrolled 127 39.7 32 30.2 17 8.7
Already in Care 42 13.1 2 1.9 54 27.7
Refused 35 10.9 11 10.4 13 6.7
Not located 52 16.3 28 26.4 39 20.0
Ineligible 64 20.0 33 31.2 72 36.9
Total 320 100 106 100 195 100

[Linkage Outcomes by Referral Source,10/2015-9/2016]

Conclusions: Provider-identified NIC referrals were more likely to be enrolled in 
navigation compared to both surveillance-generated and EMR-surveillance refer-
rals. In order to improve the efficiency of Data-to-Care strategies, health depart-
ments should consider working closely with clinical providers and refining eligibility 
criteria for surveillance-generated lists prior to attempting navigation. 
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TUPED1276
The effect of a mobile health intervention on patient retention 
during the first year of HIV care: a randomised controlled trial 
(WelTel Retain)
M. van der Kop1,2, S. Muhula3, J. Kimani4, L. Gelmon4, R. Gichuki3, P. Nagide3,  
L. Thabane5, P. Awiti2, L. Kyomuhangi3, E. Mills6, A. Patel1, D. Ojakaa7,  
K. Kinagwi3, B. Abdunah3, A.M. Ekström2, R. Lester1 
1University of British Columbia, Vancouver, Canada, 2Karolinska Institutet, Stockholm, 
Sweden, 3Amref, Nairobi, Kenya, 4University of Nairobi, Nairobi, Kenya, 5McMaster 
University, Hamilton, Canada, 6Global Evaluative Services, Vancouver, Canada, 7Brim 
Consulting, Nairobi, Kenya  

Background: Patient retention in the first year of HIV care is critical to ensure the 
timely initiation of anti-retroviral therapy (ART) and to maximise health outcomes; 
however, a substantial proportion of individuals in sub-Saharan Africa are lost dur-
ing the early stages of HIV care. We conducted an open, parallel group randomized 
controlled trial to determine whether a weekly text-message intervention improved 
retention during the first year of care.
Methods: Between April 2013 and June 2015, adults testing HIV-positive were 
recruited at two clinics in low-income areas of Nairobi, Kenya. Participants were 
randomly allocated to the intervention or control arm at a 1:1 ratio. Intervention arm 
participants received a weekly text-message check-in and were asked to respond 
within 48 hours (“OK” or “problem”). Healthcare providers contacted those who 
responded “problem” or did not respond. The primary outcome was retention in 
care at 12-months (attendance at the 12-month visit). Participants who did not at-
tend this visit were telephone or community traced. Those in care elsewhere were 
considered retained. The key secondary outcome was retention in Stage 1 care (the 
proportion of participants who returned to the clinic within three weeks to com-
plete their ART-eligibility assessment). This trial was unblinded.
Results: Of 1,068 participants screened, 700 were recruited: 349 were allocated 
to the intervention arm and 351 to standard care only. Out of 17,422 text messages 
sent, there were 9,303 “OK” responses, 401 indicated a problem, and 7,718 in-
stances of non-response. At 12 months, 276/349 (79.1%) intervention arm partici-
pants were retained in care compared to 285/351 (81.2%) control arm participants 
(non-retention risk ratio (RR) 1.11, 95% confidence interval (CI) 0.826 to 1.499). In 
Stage 1 care, 301/349 (86.2%) in the intervention arm were retained compared to 
310/351 (88.3%) in the control arm (RR 0.98, 95% CI 0.923 to 1.033). The median 
time to initiation of ART for those eligible at baseline was 27 days in both groups 
(Kaplan-Meier log-rank test p-value 0.947).
Conclusions: Preliminary analyses indicate that the WelTel intervention did not im-
prove retention in the first year of HIV care. Other secondary outcomes, including 
satisfaction with care and level of social support, will be presented elsewhere. 

TUPED1277
The role of triggering events as a cause of attrition in a cohort  
of lost to follow-up patients in the DREAM program in Malawi
S. Mancinelli1, F. Ciccacci2, A. Doro Altan2, E. Buonomo1, P. Scarcella1,  
G. Guidotti2, P. Germano2, H. Sangare3, S. Orlando1, E. Abramo1,  
K. Nielsen-Saines4, G. Liotta1, L. Palombi1, M.C. Marazzi5 
1University of Rome Tor Vergata, Department of Biomedicine and Prevention, 
Rome, Italy, 2DREAM Program, Roma, Italy, 3DREAM Program, Blantyre, Malawi, 
4University of California at Los Angeles, David Geffen School of Medicine, Los 
Angeles, United States, 5LUMSA University of Rome, Rome, Italy 
Presenting author email: fausto.ciccacci@gmail.com

Background: Retention in care is crucial for achieving success in HIV programs. A 
deeper understanding of potential challenges is needed to design appropriate strat-
egies. DREAM is a public health program for HIV care in Malawi. Medical care, 
laboratory monitoring and adherence interventions (counselling, peer-to-peer 
educators, phone calls, computerization) are free of charge; these factors lead to 
retention rates >95%.
Methods: The objective of this study was to investigate the reasons for attrition. 
Research was conducted in 12 DREAM centres in Malawi (1 in the urban area of 
Blantyre, 11 in rural settings). Lost-to-follow-up (LTFU) was defined as >90 days 
from the last visit for a client on ART and was identified through software available 
within health centres. Community health workers traced every client LTFU and 
questionnaires were administrated.
Results: From 15.099 clients [10.732 females (71%), 8.561 urban residents 
(56.7%)] registered before 2. 014, 202 (1.3%) were LTFU in 2014, including 148 
females (73%). Tracking results demonstrated that 56 clients were untraceable (37 
moved, 19 possibly gave erroneous contact information), 18 died, 26 (12.8%) trans-
ferred care to another clinic. Among 102 clients disengaged from care who were in-
terviewed, 51(50%) experienced a “triggering event”: a new job, work-related move, 
marriage, divorce or death of partner, incarceration or acute illness. These events 
were registered mostly in urban settings (75.4%) and drove to change of residency 

and difficulty in reaching our clinic. Other reasons were behaviour-related: belief 
they were in good health (20); turning to traditional healers/prophets (9); failing to 
disclose his/her status (4). These reasons were mainly reported in rural areas (43% 
of LTFU), while in clients from urban areas the attrition was due to job related issues 
in 32% of cases. After the interview, 20 clients (19.6%) returned to care.
Conclusions: In our cohort, 21.7% of clients reported as LTFU were dead or had 
transferred care, demonstrating the need for further investigation of LTFU. A 
model of “triggering events” could better explain the LTFU process even in previ-
ously adherent patients. HIV treatment programs should take these challenges into 
account. 

TUPED1278
Comprehensive management provision of anal and  
HPV-related diseases as an HIV retention strategy in  
low-middle income countries
R. Paulino-Ramirez1, A. Benitez1, E. Sanchez1, M.V. Castaños1, M. Muñoz2,  
J. Clase3, R.M. Rodriguez-Lauzurique1,3 
1Universidad Iberoamericana, Instituto de Medicina Tropical & Salud Global, Santo 
Domingo, Dominican Republic, 2Centro de Orientación e Investigacion Integral, Santo 
Domingo, Dominican Republic, 3Centro de Orientacion e Investigacion Integral, Santo 
Domingo, Dominican Republic 
Presenting author email: paulinor.robert@gmail.com

Background: HIV Prevalence in Dominican Republic is estimated of 0.8%; how-
ever, this local epidemic is considered to be concentrated among key populations, 
like Gays, Transgender, and other Men who have sex with men (GTM). This concen-
trated prevalence reflects an absence of specific services addressing the needs of 
these populations. The purpose of this analysis was to evaluate the cascade of care 
among GTM living with HIV that received a comprehensive package of services 
that included a holistic approach of anal health, and early detection of HPV-related 
malignancies.
Methods: We selected six (6) HIV clinics from three provinces in the DR (Puerto 
Plata, Santiago, and Santo Domingo). Out of the total patients we have character-
ized GTM populations to look over the HIV cascade of care. A training covering anal 
and HPV health, was offered to all providers in those units. Also, after training a 
series of mentoring visits were provided, as well as follow-up and referral discussion 
after the pathology department provided anal results. We used as set point the mo-
ment of anal screening, and a 12-month based follow-up was used as a determinant 
for viral suppression.
Results: We characterized a total of MSM and Trans living with HIV in Puerto Plata 
(n=33), Santiago (n=128), and Santo Domingo (n=96). None of those before inter-
vention were achieving the 90% goal of HIV viral suppression. After anal screening 
started we revaluated the HIV cascade of care in Puerto Plata between 82%-92% 
achieved the 90% goal, in Santiago (30%-89%), and Santo Domingo (85%-81%). 

[Figure 1. Cascade of care before and after comprehensive interventions in MSM and 
Trans populations]

Conclusions: This study suggests that population-specific services for GTM popu-
lations can increase opportune ART initiation, linkage to care, and retention in care. 
Anal screening services, and HPV-related malignancies management in friendly 
environments seems to induce a better virological suppression among those living 
with HIV. 
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TUPED1279
Community outreach and care process improvement  
to maintain HIV patients in care in Northern Haiti
J.T.H. Nguessan1, V. Andremene2, C. Ortiz1, E. Regan3 
1Uni, International Development Group, Bethesda, United States, 2Beraca Hospital, 
Nord-West Haiti, Medical Direction, Port de Paix, Haiti, 3Ipas, Research, Monitoring, 
and Evaluation, Chapel Hill, United States 
Presenting author email: cortiz@urc-chs.com

Background: In Haiti, UNAIDS estimates1 that in 2013 the number of people living 
with HIV (PLHIV) between ages 15-49 was between 130,000 and 150,000 with 
a prevalence rate of approximately 2%. Haiti has a target to place and retain 80% 
of PLHIV on antiretroviral therapy (ART) by 2017 as part of its effort to reach 
PEPFAR’s 90-90-90 goals. SSQH-Nord was a USAID-funded project (2013-
2015) implemented by University Research Company (URC) which supported the 
MOH in Haiti in north. 
The number of PLHIV lost to follow-up (LTFU) after being enrolled in ART has 
been rising in Haiti over the past years; PEPFAR Haiti indicates that 7000 patients 
were LTFU in 20132. The SSQH-Nord project launched an investigation to track 
these clients as well as to better understand the causes for the LTFU, as a first step 
to reconnecting these clients to care and treatment (C&T).
Methods: The SSQH-Nord team conducted site visits to the three facilities with 
the highest volume of PLHIV on treatment between May and June 2015. The team 
worked with health providers and affiliated Community Health Workers (CHW) to 
identify the reasons for LTFU and propose ways to return clients to C&T. A list of 
all clients 822 LTFU were cross checked with medical records. CHWs participated 
in focus groups to identify reasons that clients discontinued C&T and proposed 
solutions. Focus groups with providers (doctors, nurses, lab technicians) discussed 
facility-level reasons for LTFU, mapped the treatment process for PLHIV at the 
site, identified bottlenecks, quantified the resources allocated to each step and 
proposed solutions to strengthen their processes. Quality improvement teams 
analyzed the medical records with the providers to assess the quality of care LTFU 
received.
Results: Client tracking at the community level and care process improvement 
at the facilities resulted in locating more than 601 LTFU, re-engaging them and 
decreasing the percentage of those LTFU. The experience was disseminated and 
decreased LTFU rate in northern Haiti by August from 26% to 17%3.
Conclusions: The site visits and associated focus groups show that community-level 
outreach as well as improved site- and department-level monitoring are key to re-
ducing and maintaining low LTFU. 

TUPED1280
HIV ART outreaches achieve more than 90% viral  
suppression and more client retention compared to the ART 
clinic in Eastern Uganda
M. Muddu1, J. Kiwanuka2, M. Ojur3, J. Baligobye3, I. Okeba3, P. Olinga3,  
D. Ofaso3, J. Opio3, J. Ssali3, B. Lydia4 
1AIDS Healthcare Foundation, Medical, Kampala, Uganda, 2AIDS Healthcare 
Foundation, M&E, Kampala, Uganda, 3AIDS Healthcare Foundation, Kampala, 
Uganda, 4Aids Healthcare Foundation, Africa Bureau, Kampala, Uganda 
Presenting author email: lydia.buzaalirwa@aidshealth.org

Background: An efficient antiretroviral therapy (ART) delivery system is neces-
sary for viral suppression. This is a requirement by the UNAIDS 90-90-90 goals 
to end the AIDS epidemic by 2030 in particular the 3rd 90. HIV ART Outreach is 
a care model targeting stable patients in the community designed to implement an 
efficient delivery system to encourage long term retention into care by supporting 
patients. 
The aim of this study is to compare HIV viral suppression and retention among pa-
tients receiving care from the ART clinic and outreach and also determine factors 
associated with detectable viral loads.
Methods: Data from HIV positive patients receiving ART from Soroti clinic and 
ART outreaches who had had a viral load test by June 2016 were included in the 
study. Patients’ files and open MRS were used to extract clinical and demographic 
information. Patients were considered lost to follow up if they spent at least ≥91 
days without returning to the ART clinic or outreach. Logistic regression was used 
to determine the factors associated with detectable viral loads.
Results: Of the 447 participants, 293(65.5%) were receiving care from the ART 
clinic and 154(34.5%) from ART outreaches. HIV viral suppression was achieved in 
93.7% overall, being 95.2% in the ART clinic and 90.9% in the ART outreach. There 
was no statistical difference virological suppression in the ART clinic and outreach, 
P=0.118. Participants in the ART clinic registered more loss to follow up 22(7.5%) 
as compared to 1(0.7%) in the ART outreach, P-value 0.002. The independent 
factors associated with detectable viral load were age, 41-50 years [HR 0.13(95% 
CI: 0.03-0.56), P=0.006], current WHO stage 3 and 4 [HR 5.12(95% CI: 1.19-

22.07), P=0.029], baseline ART regiment containing AZT [HR 4.22(95% CI: 1.14-
15.68), P=0.031] and baseline ART regimen containing D4T [HR 5.89(95% CI: 
1.16-29.97), P=0.033].
Conclusions: Patients in HIV ART outreaches are achieving more than 90% viral 
suppression surpassing the UNAIDs target. The same group registered more re-
tention in care compared to clients in the ART clinic. Therefore we need to scale 
up HIV ART outreach services to suitable populations in order to end the AIDS 
epidemic by 2030. 

TUPED1281
Strengthening community-health facility linkages using  
expert patients to track and trace HIV-positive clients 
defaulting ART in Zimbabwe: towards achievement of the  
third 90 of the UNAIDS targets
A. Muchedzi1, N. Mahachi1, T. Moga1, T. Tapfuma1, C. Dziwa1, T. Chimbidzikayi1,  
S. Gonouya1, O. Chakubili2, K. Torpey3 
1FHI 360, Harare, Zimbabwe, 2FHI 360, Global, Durham, United States, 3FHI 360, 
Global Technical, Washington, United States 
Presenting author email: nyikadoc@yahoo.com

Background: The FHI360 Zimbabwe HIV Care and Treatment Project (ZHCT) is 
a USAID-funded project implementing community-based interventions with the 
overall goal of strengthening community-health facility linkages and community 
level systems to monitor, track and retain PLHIV in care. ZHCT interventions con-
tribute to national efforts towards achieving the last 90 of the UNAIDS targets.
Methods: Between March and December of 2016, ZHCT was implemented in 
communities around PERFAR Tier-1 and 2 health facilities in eight districts in 2 
provinces of Zimbabwe. ZHCT, in partnership with health facilities, identified 
ART clients who had defaulted on treatment. Expert-patients, who are HIV posi-
tive community-based cadres, were trained by ZHCT to track defaulters in their 
communities and evaluate their ART status in order to link them back to care as 
necessary. Outcomes were recorded for each defaulter reached and defaulters who 
were not reached in 3 home visits were considered lost to follow up trained by the 
ZHCT project.
Results: A total of 8,343 clients who were registered as ART defaulters at the 126 
health facilities. Of these 8,143(97%) were tracked while 5,918 (73%) were tracked 
and traced. A total of 1,492/8,343 (25%) of the clients identified were confirmed 
to be still in care and 2,430/8,343 (29%) was either lost to follow, dead or had self 
transfered to other health facilities. Of the 4118 true ART defaulters, 3,144 (76%) 
were successfully returned to care.
Conclusions: These findings show that using expert patients in this context to 
strengthen community-health facility linkages achieved high rates of ART default-
ers returned back to care. Clients still in care but registered as ART defaulters sug-
gest poor documentation at facility levels. The ZHCT will support health facilities 
in updating registers such as appointment diaries, pre-ART and ART registers to 
minimise this challenge as the country moves towards attainment of the 90x 90x90 
targets. 

TUPED1282
Barriers and facilitators to retention in HIV care and treatment 
among patients on antiretroviral therapy at the Communicable 
Disease Centre in Singapore
Y.Y. Chan1, L.P. Ho2, M.A. Ibrahim1, C.S. Wong3, C.M. Wong4 
1Institute of Infectious Disease and Epidemiology, Clinical Epidemiology, Singapore, 
Singapore, 2Tan Tock Seng Hospital, Care and Counselling, Singapore, Singapore, 3Tan 
Tock Seng Hospital, Infectious Disease, Singapore, Singapore, 4FHI 360, Behavioral 
and Epidemiological Sciences, Durham, United States 
Presenting author email: yinying.chan@gmail.com

Background: As the national referral centre for HIV management in Singapore, the 
Communicable Disease Centre (CDC) plays an important role in providing clinical 
care, counselling and support to people living with HIV. In 2014, the clinic observed 
approximately 15% of missed clinic appointments by patients enrolled in HIV care. 
To develop interventions to improve retention in HIV care, this qualitative study 
was conducted to understand the motivators and barriers to accessing and reten-
tion in HIV care.
Methods: Twenty-seven in-depth interviews (IDIs) were conducted with healthcare 
providers and peer support leaders (n=11), people living with HIV who are consis-
tent in care (n=9) and lost to care at CDC (n=7), from April to December 2016. 
Semi-structured interview guides were used to elicit participants’ experiences with 
linkage to and quality of care at CDC, reasons for staying at or not returning to 
CDC and recommendations on strategies to improve access and retention in care.
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Results: All patient participants reported high quality of care at CDC and that 
healthcare providers are supportive and caring. However, barriers to care include 
high costs of antiretrovirals despite financial assistance, perceived stigma associated 
with visiting CDC which is a known HIV facility, presence of other priorities in life 
such as work, and long waiting times at the clinic. Patient participants (n=12) shared 
that they are buying medications from informal sources at much lower prices and 
thus did not see the need to return to care. To enhance retention in care, healthcare 
providers reported a need to streamline clinic workflows so as to maximise the value 
of each patient visit. Use of videoconferencing technology as part of routine clini-
cal consultation (n=13), extended clinic operating hours (n=16) and the use of case 
managers (n=20) to trace patients lost to care were cited as useful interventions to 
assist people living with HIV in returning to care.
Conclusions: This study highlights the structural barriers and social factors that 
needs to be addressed in order to improve retention in care. Healthcare providers 
at CDC should evaluate current clinic services and explore the implementation of 
novel methods to enhance access to and retention in HIV care. 

TUPED1283
Expert client contribution to achieving the 90-90-90 targets: 
the Malawi experience
Z. Chirwa1, F. Kayambo1, C. Chitsulo2, L. Oseni1, D. Wendo3, R. Nyirenda4,  
T. Kalua5, S. Stender6, K. Curran6, N. Aufi7 
1Jhpiego Malawi, HIV/TB, Lilongwe, Malawi, 2Jhpiego Malawi, SSDI-M & E, Lilongwe, 
Malawi, 3Jhpiego Malawi, SSDI, Lilongwe, Malawi, 4Ministry of Health - Malawi, HIV 
& AIDS Department, Lilongwe, Malawi, 5Ministry of Health, HIV & AIDS Department, 
Lilongwe, Malawi, 6Jhpiego, HIV/TB, Baltimore, United States, 7Jhpiego Malawi, M&E, 
Lilongwe, Malawi 
Presenting author email: zengani.chirwa@jhpiego.org

Background: In 2015 Malawi adopted UNAIDS 90-90-90 treatment targets and 
instituted the universal test and treat approach. Despite increased identification 
of HIV-positive individuals and earlier initiation on antiretroviral treatment (ART), 
retention in HIV care remains sub-optimal, especially in asymptomatic clients. 
Malawi MOH reports 1 year retention rates on ART of 71%.
Methods: Jhpiego supported the MOH to deploy 619 Expert Clients (ECs) to 52 
facilities in 4 districts-Nsanje, Chikwawa, Lilongwe, and Salima—to strengthen 
retention of clients on ART and re-engage clients lost to follow-up (LTFU). ECs 
received a 1-week training on HIV basics, HIV testing, ART, PMTCT, early infant di-
agnosis, viral load testing, adherence counselling, and tracing clients LTFU. ECs uti-
lized ART/PMTCT clinic appointment books, master cards and registers to identify 
clients LTFU, traced clients by phone/home visits, and physically escorted clients 
to the clinic. ECs were provided with bicycles, phones, monthly airtime, t-shirts, 
umbrellas, gumboots and stationary.
Results: Out of 14,426 clients LTFU, ECs traced 8,929 (62%) clients within 12 
months of deployment to health facilities in the 4 districts. Of these: 6,187 (69%) 
were reinitiated on ART; 844 (9%) had died; 1,063 (12%) had silently transferred to 
another health facility; and 835 (9%) were traced but refused to come back to care. 
The majority of the 38% of untraceable clients were reported to be Mozambican 
nationals. Feedback from clients suggests they related to ECs as peers who under-
stood their situation. 

District Total 
Defaulters

Total 
Defaulters 

traced

Total brought 
back to care/

re-initiated on 
ART

Total 
Died

Total 
Transferred 
out (silent 
transfers)

Traced but 
refused to 
come back

Chikwawa 4,815 3,628(75%) 2,924(81%) 177(5%) 339(9%) 188(5%)
Lilongwe 3,306 897(27%) 358(40%) 184(21%) 275(31%) 80(9%)
Nsanje 5,545 3,831(69%) 2,469(64%) 448(12%) 383(10%) 531(14%)
Salima 760 573(75%) 436(76%) 35(6%) 66(12%) 36%(6%)

Totals 14,426 8,929(62%) 6,187(69%) 844(9%) 1,063(12%) 835(9%)

[Back to care outcomes per district]

Acknowledgement of ECs by traditional leaders facilitated their acceptance in the 
community. Their participation in support groups and training gave ECs the knowl-
edge and confidence to talk to clients about the importance of ART adherence.
Conclusions: ECs can play an important role in achieving the UNAIDS 90-90-90 
goals, and should be used to re-engage ART clients who are LTFU in all districts in 
Malawi. 

TUPED1284
Retention in HIV care for patients on ART in military health 
facilities in Zambia
J. Banda1, J. Mwale1, S. Banda1, T. Chisanga1, N. Kasonka1, R. Chilima1,  
L. Aladesanmi1, E. Lifuka2, E. Banda3, K. Asiedu1, S. Kelbert4 
1Jhpiego, Lusaka, Zambia, 2Department of Defence, Lusaka, Zambia, 3Defense Force 
Medical Services, Lusaka, Zambia, 4Jhpiego, Baltimore, United States 
Presenting author email: joseph.banda@jhpiego.org

Background: In responding to the 90-90-90 UNAIDS global targets, the Zambia 
Defense Force (ZDF) increased the number of sites providing ART resulting in an 
exponential increase in the number of clients on treatment from 3,208 in 2009 
to 6,059 in September 2016. While enrollment into care at ZDF facilities has in-
creased by 53%, retention in care remains a challenge: national rates in Zambia pub-
lic facilities have been reported to be approximately 75% while retention in care at 
12 months after ART initiation at ZDF sites have still not been documented.
Methods: We retrospectively examined routine data (using ART registers and pa-
tient files) of HIV positive clients that were enrolled into care from October 2014 
to September 2015 at 14 ZDF military sites supported by Jhpiego. The objective 
was to assess client’s outcomes 12 months after ART initiation: retention in care, 
(defined as client alive and currently active on treatment) as well as, lost to follow 
up rates, deaths and documented transfers. Data was disaggregated by age and sex.
Results: A total of 1134 (males - 40%, females - 60%) HIV positive clients were 
initiated on ART in the period October 2014 to September 2015. 93% (1054) of 
the clients were above the age of 15 years. At 12 months after initiation, retention 
in care was 91% (1034 clients). Retention rates were similar - 91% in both males 
(417/458) and females (617/676).
Conclusions: Retention of clients on ART at military health facilities in Zambia sup-
ported by Jhpiego is much higher than in the public sector. There is need to further 
investigate the factors influencing retention at these site and create platforms for 
sharing learning with public health facilities that provide ART services. 

TUPED1285
Characterizing patients´ attrition in a primary healthcare  
clinic practising test and treat
J. Kiwanuka1,2, N. Kiwanuka3, F. Matovu Kiweewa3,4, J. Gonzalez Perez5,  
J. Kitonsa2,6, J. Waila Mukulu7 
1AIDS Healthcare Foundation, Kampala, Uganda, 2Makerere University School of 
Public Health, Kampala, Uganda, 3Makerere University School of Public Health, 
Epidemiology and Biostatistics, Kampala, Uganda, 4Makerere University John Hopkins 
Research Collaboration, Kampala, Uganda, 5AIDS Healthcare Foundation, Kigali, 
Rwanda, 6Medical Research Council - Uganda Virus Research Institute, Masaka, 
Uganda, 7Makere University School of Public Health, Kampala, Uganda 
Presenting author email: jkiwanuka74@gmail.com

Background: Expanding access to diagnosis, treatment and strengthening linkage 
and retention in care are critical to achieve the 90-90-90 UNAIDs targets. To 
date, a number of HIV programs report elevated rates of patients’ attrition from 
care. Presently, limited information is available characterising patients’ attrition in 
a test and treat (T&T) setting. We sought to determine the cumulative incidence 
of loss to follow up (LTFU) and incidence rate of mortality in a primary healthcare 
clinic practising T&T.
Methods: We retrospectively sampled 600 patients from routine patients’ data 
for HIV patients enrolled into HIV care from January 2012 to December 2014 at 
Masaka regional referral hospital - Uganda Cares clinic. Cumulative incidence of loss 
to follow up and incidence rate of mortality were determined and compared across 
different patients’ baseline characteristics using survival analysis and stata version 13.
Results: Of 600 patients in the sample, 50% had initiated antiretroviral therapy 
(ART) instantly and 64.67% were females with median (IQR) 30.4 (23.8-37.1) 
years. The overall cumulative incidence of LTFU at 12 months was 8.48% (95% CI, 
6.26-11.12%). Compared to the T&T group (12.26%, 95% CI=7.90-17.51 %), cumu-
lative incidence of LTFU was 5.89% (95% CI=3.57-9.02%) in the deferred group 
(p=0.023). Overall mortality rate was 5.23/100 person years of observation (pyo). 
Mortality incidence rate was 7.51/100 pyo in males against 3.95/100 pyo in females 
(p=0.027). Higher mortality was observed in those aged ≥45 years (9.53/100 pyo) 
than those ˂18 years (2.91/100 pyo). Furthermore, higher mortality rate was ob-
served in those with a baseline WHO stage of 3 or 4 at baseline (25.15/100 pyo) 
against WHO stage 1&2 (2.55/100 pyo, p< 0.001). Compared to those with a base-
line CD4 of ˂350 cells/ ml (6.37/100 pyo), mortality rate was 3.49/100 pyo in 
those with CD4 cell count of 350-499 cells/ml while we observed no mortality 
case in those with baseline CD4 cell count of ≥ 500 cell/ml.
Conclusions: This study identified higher cumulative incidence of LTFU in those 
who begun ART instantly. We observed lower incidence rate of mortality in females, 
patients starting ART with higher CD4 cell count and in those with early stage of 
HIV infection. 
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TUPED1286
Retention of HIV-infected children in antiretroviral  
treatment programs in Benue State, Nigeria: a retrospective 
review of medical records
F. Ogirima, H. Ezeofor, B. Osibo, O. Alo, I. Udenkwo, E. Udeh, P. Jwanle,  
I. Abutu, B. Oyeledun 
Center for Integrated Health Programs, Abuja, Nigeria 
Presenting author email: fogirima@gmail.com

Background: Retention in HIV care programs are key determinants to successful 
treatment outcomes. Retaining children infected with HIV in care remains a major 
challenge in Nigeria where the antiretroviral treatment (ART) coverage remains 
very low. We conducted a review of medical records of HIV infected children in high 
burden HIV treatment facilities in Benue. In 2014, Benue state had the highest 
HIV sero-prevalence of 15.4% in Nigeria.
Methods: From July to November 2016, medical records of HIV infected children 
were reviewed in 3 large HIV treatment facilities in Benue state, Nigeria; General 
Hospital Otukpo, GH Ugba and GH Adikpo. Retention was defined as proportion 
of children alive and presenting at the clinics 6, 12, 24 and 36 months post ART ini-
tiation; lost to follow up was defined as absence from clinic for more than 6 months. 
Retention on ART post initiation and factors associated with lost to follow up were 
estimated through 3 years using descriptive statistics (frequency and proportion), 
chi square, T-test and binary logistic regression.
Results: Medical records of 455 children across 3 health facilities were reviewed; 
median age was 48 months (range= 2-169 months). 53.8% (246) of the participants 
were male while 46.2% (211) were female. The median CD4 count was 470 (range: 
123- 2,879). Out of 455 participants, 79.8% (363) were retained at 6 months, 
76.7% (349) at 12 months, 73.8% (336) at 24 months and 60.7% (276) at 36 
months. There was a statistically significant difference between time spent in get-
ting to the facility and retention at 6 months (p< 0.001), 12 months (p=0.02), 24 
months (p< 0.001); Children were less likely to be retained at 6 months (OR=0.99, 
95% C.I= 0.987-0.997), 12 months (OR=0.99, 95% C.I= 0.989 - 0.999) and 24 
months (OR= 0.99, 95% C.I= 0.990 - 0.999) for every unit increase in the time 
spent getting to the clinics. There were no significant associations between CD4 
levels, age and sex and retention in care.
Conclusions: Retention of children in HIV care programs decreases over time. 
Reducing distances travelled to the clinics may improve retention of children in 
care programs. 

TUPED1287
SMS messaging to improve adherence to PMTCT/ART:  
demand for overt HIV-related content among peripartum  
HIV-infected women in Kenya
K. Ronen1, J.A. Unger1, A.L. Drake1, T. Perrier1, P. Akinyi2, L. Osborn2,  
D. Matemo2, G. O’Malley1, J. Kinuthia2, G. John-Stewart1 
1University of Washington, Seattle, United States, 2Kenyatta National Hospital, 
Nairobi, Kenya 
Presenting author email: keshet@uw.edu

Background: There is growing evidence that mobile health (mHealth) approaches 
including short messaging service (SMS) can improve antiretroviral therapy (ART) 
adherence. Concerns about SMS privacy have raised questions about how HIV-
related information should be communicated to patients to balance benefits of de-
livering clear, detailed information against risks of status disclosure. Most interven-
tions have delivered SMS that do not overtly refer to HIV or ART.
Methods: In formative work for the ongoing Mobile WACh-X randomized con-
trolled trial (RCT) evaluating the impact of one-way and two-way SMS on pre-
vention of mother-to-child-transmission (PMTCT) adherence and retention, we 
conducted 10 focus group discussions (FGDs) with 87 HIV-infected peripartum 
Kenyan women to determine desirability and preferred terminology of HIV-related 
content. SMS content for the RCT was developed based on FGD findings.
Results: Roughly half of FGD participants expressed that women would want to 
receive SMS containing overtly HIV-related terms, such as ‚HIV’ and ‚medica-
tion’. Participants favoring overt HIV-related content expressed desire for detailed 
educational messages about ART and PMTCT. Those opposed to overt content 
expressed concerns about confidentiality. Many participants argued that accept-
ability of HIV-related content depended on the recipient’s disclosure status and 
others’ access to her phone. Based on these findings, both covert and overt SMS 
were developed. RCT participants who own their phone or have disclosed their HIV 
status to anyone who accesses their phone may choose one of three options: (1) 
covert SMS only, (2) overt SMS, only in response to HIV-related questions from 
the participant, (3) overt SMS routinely, initiated by the study. To date, 545 par-
ticipants have enrolled in the RCT, of whom 519 (95%) were eligible to receive overt 
SMS. Of these, 318 (61%) opted to receive routine overt SMS and 64 (12%) to 
receive participant-initiated overt SMS.

Conclusions: These findings show there is demand for clear, overt HIV-related 
information by SMS, which outweighs confidentiality concerns if women have 
disclosed their HIV status or have their own phone. As programmatic efforts to 
improve ART adherence increasingly incorporate mHealth interventions, our find-
ings highlight that consultation with recipients is key to developing message content 
that balances confidentiality with delivery of HIV-related information. 

TUPED1288
Predictors of loss to follow-up from antiretroviral therapy  
in Namibia
S. Hong1,2, N. Mutenda3, T. Nakanyala3, N. Hamunime3, T. Mekonen3, T. Roy2,  
P. Odonkor4, C. Wanke1,2, M. Jordan1,2, A. Tang2 
1Tufts Medical Center, Division of Geographic Medicine and Infectious Diseases, 
Boston, United States, 2Tufts University School of Medicine, Department of Public 
Health and Community Medicine, Boston, United States, 3Republic of Namibia 
Ministry of Health and Social Services, Directorate of Special Programmes, Windhoek, 
Namibia, 4University of Namibia, Windhoek, Namibia 
Presenting author email: shong@tuftsmedicalcenter.org

Background: Nearly one-third of people living with HIV in sub-Saharan Africa have 
unknown treatment outcomes within two years of starting ART and are classified as 
lost to follow-up (LTFU). 18 million PLHIV are on ART globally and as this number 
continues to increase, the challenge of retaining patients on ART is of paramount 
importance. LTFU presents a major challenge in achieving high levels of treatment 
success. Patients LTFU are at high risk for virologic failure due to treatment inter-
ruption and for development of drug resistance, both of which increase morbidity 
and mortality. 
Identifying predictors and developing interventions to mitigate LTFU is critical in 
order for countries to achieve the UNAIDS goals of 90-90-90 and to eliminate 
HIV/AIDS as a public health threat by 2030.
Methods: An observational cohort study was conducted at seven ART sites se-
lected randomly from seven geographic regions in Namibia. 524 consecutive ART 
starters in 2012 were administered a baseline survey to collect data on demographic 
and socioeconomic variables. 12-month outcomes were assessed using clinic records 
and tracing. Multivariable logistic regression analysis was used to determine inde-
pendent predictors of LTFU.
Results: The mean age was 36 and 61% were female. 40% had less than secondary 
school education and 75% reported a monthly income of N$1000 (US$75) or less. 
Mean baseline CD4 cell count was 222 cells/mm3, 17% had WHO clinical stage 3 or 
4, and 14% were started on efavirenz-based regimen. 
In the final multivariable model, significant factors associated with LTFU were: 
younger age (odds ratio (OR)=1.03; 95% confidence interval (CI)=1.00 to 1.06), 
male sex (OR=2.34; 95% CI=1.34 to 4.06), difficulty leaving work or home to at-
tend clinic (OR=2.55; 95% CI=1.40 to 4.65), and baseline efavirenz-based regimen 
(OR=2.35; 95% CI=1.22 to 4.51).
Conclusions: Among a representative sample of HIV patients starting ART 
in Namibia, several factors were significant predictors of LTFU at 12 months. 
Interventions to improve retention should be targeted to younger men, especially 
those who find it difficult to leave their work or home to attend clinic. Efavirenz-
based regimens may be a risk factor for LTFU potentially due to side-effects. 

TUPED1289
Positive health dignity and prevention (PHDP):  
an imperative intervention for achieving the second and  
third 90s of the UNAIDS 90-90-90 goals
A. Okafor1, N. Ndulue2, M. Dauda3, B. Saidu4, A. Yakubu5, E. Nwabueze6,  
F. Adams7, J. Audu8 
1Management Sciences for Health, Care and Support for PLHIV, Abuja, Nigeria, 
2Management Sciences for Health, HIV Prevention, Treatment, Care and Support, 
Abuja, Nigeria, 3Management Sciences for Health, Care and Support for PLHIV, Ilorin, 
Nigeria, 4Management Sciences for Health, Care and Support for PLHIV, Birnin-
Kebbi, Nigeria, 5Management Sciences for Health, Care and Support for PLHIV, 
Sokoto, Nigeria, 6Management Sciences for Health, HIV Treatmment, Abuja, Nigeria, 
7Management Sciences for Health, Care and Support for PLHIV, Gusau, Nigeria, 
8Management Sciences for Health, Care and Support for PLHIV, Mminna, Nigeria 
Presenting author email: nndulue@msh.org

Background: PLHIV default on ART and are eventually lost to follow up (LTFU). 
There is a significant need to improve the provision of quality community-based 
PHDP services to PLHIV.A significant challenge to the success of achieving 90% 
retention rate among clients eligible for ART and subsequent achievement of 90% 
viral suppression among clients on ART is poor adherence. This is partly a result of 
service providers’ low technical capacity to provide quality Positive Health Dignity 
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and Prevention (PHDP) services covering risk reduction counseling, condom ser-
vices, adherence on ART, partner counseling and testing services, and STI and fam-
ily planning services to PLHIV.
Methods: With funding from USAID, MSH’s Pro-ACT project provided small 
grants to Community-Based Organizations to facilitate the provision of commu-
nity-based PHDP services to PLHIV at the community level using PLHIV sup-
port groups and PHDP home visits. Lists of LTFU clients were compiled from 
supported health facilities by data clerks and given to trained community-based 
PHDP volunteers who visit LTFU clients at home, provide them with home-based 
PHDP services, and link them to support groups. Interventions were conducted in 
supported communities across Niger, Kwara, Sokoto, Zamfara, and Kebbi states in 
North Central and North Western Nigeria.
Results: After six months of intervention, 3,490 LTFU clients (1,293 males; 2,197 
females) were reached with home-based PHDP services and linked to support 
groups. 682 LTFU clients (244 males; 438 females) returned to the health facility 
to continue with ART while a total of 1,154 LTFU clients (334 males; 820 females) 
joined support groups. 19.5% of LTFU clients returned to ART while 33% of LTFU 
clients joined support groups. This represents an increase of 12.3% of clients re-
turned to ART and 23.2% of clients who joined support groups when compared to 
the baselines of 7.2% and 9.8% respectively.
Conclusions: Community-based PHDP interventions can improve clients’ reten-
tion on ART when strategically tailored to address the factors directly hindering 
PLHIV from accessing ART and care. There is need to scale up and sustain the 
provision of community based PHDP for PLHIV in order to achieve the 90-90-90 
goals. 

TUPED1290
Same-day antiretroviral therapy initiation under the  
“Treat-All” approach is associated with inferior treatment 
outcomes in rural Swaziland
B. Kerschberger1, Q. Mpala1, R. Nesbitt1, M. Pasipamire2, N. Lukhele2,  
A. Telnov3, N. Staderini3, R. Teck3,4, E. Mabhena1, S.M. Kabore1, C.G. Edwards1,  
B. Rusch3, I. Ciglenecki3 
1Medecins Sans Frontieres, Mbabane, Swaziland, 2Swaziland National AIDS Program 
(SNAP), Mbabane, Swaziland, 3Medecins Sans Frontieres, Geneva, Switzerland, 
4Medecins Sans Frontieres, Southern Africa Medical Unit (SAMU), Cape Town, South 
Africa 
Presenting author email: munyapassy@yahoo.com

Background: Antiretroviral therapy (ART) initiation at the day of HIV diagnosis 
and/or HIV care registration reduces pre-treatment loss to HIV care. Randomized 
controlled trials indicated improved retention in HIV care while PMTCT option B+ 
cohorts showed increased ART attrition. We compared treatment outcomes for 
patients initiating ART same-day vs deferred under routine conditions following the 
WHO Treat-All programmatic approach.
Methods: This is a prospective cohort study of newly diagnosed HIV+ patients (≥16 
years) initiated on ART irrespective of CD4/WHO staging criteria in 9 public-
sector facilities in rural Swaziland, from 10/2014 to 09/2015. ART initiation was 
done by clinicians on the day of HIV diagnosis and/or HIV care registration (same-
day) or thereafter (deferred). Kaplan-Meier estimates were used to describe ART 
retention and Cox-proportional hazards models to assess the risk of all-cause ART 
attrition, adjusted for socio-demographic, clinical (pregnancy, CD4, WHO stag-
ing, body-mass-index, TB) and facility factors. We also described the six-month 
viral load (VL) suppression (< 1,000 copies/ml).
Results: Of 853 patients initiating ART, 634 (74.3%) were females, 248 (29.1%) 
were pregnant, the median age was 29 (IQR 24-36) years and CD4 count 289 
(IQR 133-447) cells/mm3. 459 (53.8%) patients deferred ART initiation to a 
median of 10 (IQR 7-21) days after HIV care enrolment and 14 (IQR 8-28) days 
after HIV diagnosis. The crude retention on treatment was inferior for same-day 
ART (6 months: 77.6%, 95%CI: 73.1-81.4; 12 months: 74.8%, 95%CI: 70.1-78.8) 
when compared to deferred ART (6 months: 86.4%, 95%CI: 82.9-89.3; 12 months: 
83.4%, 95%CI: 79.6-86.6). In multivariate analysis, patients initiating same-day 
ART were 62% (adjusted Hazard Ratio: 1.62, 95%CI: 1.11-2.37; p=0.01) more likely 
to be lost to care. Among 429 patients with a VL test result, VL suppression was 
similar in both groups (same-day: 92.4%; deferred: 91.6%; p=0.78). It was inferior 
for same-day ART (53.2% vs 66.0%; p< 0.01) when patients without VL test results 
and lost to care were assumed virologically non-suppressed.
Conclusions: Same-day ART initiation was associated with inferior treatment out-
comes in this public-sector programme applying the “Treat-All” programmatic 
approach. Timing of ART initiation should be tailored to the patient needs taking 
patient̀ s choice and ART readiness into account. 

TUPED1291
A sampling-based approach to evaluate retention and its  
barriers across clinics in Zambia
I. Sikazwe1, C.B. Holmes1,2, K. Sikombe1, N. Czaicki1,3, N. Padian3, I. Wilson4,  
P. Somwe1, S. Simeza1, C. Bolton-Moore1,5, E. Geng6 
1Centre for Infectious Disease Research in Zambia, Lusaka, Zambia, 2Johns Hopkins 
University, Baltimore, United States, 3University of California, Berkeley, United 
States, 4Stellenbosch University, Cape Town, South Africa, 5University of Alabama at 
Birmingham, Birmingham, United States, 6University of California, San Francisco, 
United States 
Presenting author email: isikazwe@gmail.com

Background: Understanding the frequency, length and reasons for lapses of reten-
tion in HIV treatment can drive improvements in the care cascade. We undertook a 
systematic assessment of outcomes among a random sample of patients lost to fol-
low up (LTFU) of 31 clinics in Zambia to understand the incidence of silent transfers, 
disengagement from care, as well as to identify patient reported reasons for loss.
Methods: We intensively traced a simple random sample of patients who were LTFU 
(>90 days from last scheduled visit) as determined from clinic-based electronic 
medical records (EMR) from a probability sample of facilities. Among patients alive 
and found in person, we solicited reasons for either stopping or switching care. We 
coded reasons into structural, psychosocial and clinic based barriers.
Results: Among 54,172 patients starting ART between July 1 2013 and July 31 2015 
(63% female, median age 35 years, median CD4 level 266 cells/ul), median LTFU 
was 26% (IQR: 22-24, range 20 to 40). We randomly traced 18% of lost patients 
and successfully contacted 75%. Using only data from EMR, retention estimated 
across all sites was 61% at one year and 42% at two years. After incorporating out-
comes ascertained through tracing, retention at one and two years was 86% and 
78%. The difference between EMR and corrected estimates did not differ by clinic, 
unlike the prevalence of patient reported barriers . Among the patients who were 
not in care, the median prevalence for patient reported structural, psychosocial and 
clinic level barriers was 45%, 31% and 40% respectively, and were highly variable 
across facilities. 

[Fig 1: Proportion lost to follow-up (x-axis) is not strongly associated with the fraction of 
alive patients who are not in care (y-axis). Size of marker proportional to clinic volume.]

Conclusions: True patient retention in care is higher than what is estimated across 
clinics in Zambia. The EMR LTFU estimates do not reflect the actual degree of 
patient disengagement. Understanding levels of disengagement, facilitators and 
barriers to care unique to each clinic is needed to improve retention. 

TUPED1292
Linkage to ART in an outpatient treatment center in Dakar, 
Senegal from 1998 to 2016: delay and missed opportunities
N.F. Ngom Gueye1,2, K. Ndiaye1, M. Ndiaga Diop1, A. Cournil3, E. Delaporte3 
1Fann Hospital, Centre de Traitement Ambulatoire, Dakar, Senegal, 2Université Alioune 
Diop de Bambey, Bambey, Senegal, 3Institut de Recherche pour le Développement, 
UMI 233 - TransVIHMI, Montpellier, France 
Presenting author email: ndeyetouti98@gmail.com

Background: Delaying ART initiation is associated with increased morbidity and 
mortality and with increased risk of transmission. We describe delay and missed 
opportunities from eligibility to antiretroviral treatment (ART) initiation among 
ART-naïve people followed in an outpatient treatment center since the onset of 
ART access program in 1998.
Methods: This is a retrospective analysis of ESOPE-software computerized medi-
cal file data. A total of 3693 ART-naïve individuals aged above 15 years, entering 
the Fann Hospital outpatient center in Dakar, Senegal from august 1998 to june 
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2016 were included. Four time-periods were considered according to successive 
HIV guidelines revisions. Eligibility was defined as clinical stage 3 or 4 or as clinical 
stage 1 or 2 and CD4 count below 200, 350 or 500 cells/µl for periods 1998-2003 
and 2004-06, 2007-10 and 2011-16, respectively.
Results: Out of 2874 ART-eligible individuals, 1720 initiated ART (60%) in the 
center. Linkage to ART improved markedly with time and reached 87% in the more 
recent period. Median delay from eligibility to ART initiation was reduced from 4 
months during the first time-period (1998-2003) to 2 months in the last one. But 
the delay is greater than 9 months for at least one quarter of the individuals in all 
periods. Overall, only 19% initiated treatment immediately, and 14% had at least 
5 visits (missed opportunities) from eligibility to ART initiation, even in the last 
period (2011-2016).
Conclusions: Despite significant progress in linkage to care, strategies to reduce 
delay and missed opportunities in initiation of ART need to be implemented to 
achieve the UNAIDS target of 90% of ART coverage. These strategies, based on 
education campaign, should highlight the benefit of timely linkage to ART to reduce 
transmission and help end the AIDS epidemic.

 Time-periods  

 1998-2003 2004-06 2007-10 2011-16 Total 

ART-naïve, n (%) 1488 969 831 405 3693 

ART-eligible, n (%) 991(67%) 784 (81%) 738 (89%) 361 (89%) 2874 (78%) 

Linked to ART, n (%) 426 (43%) 456 (58%) 524 (71%) 314 (87%) 1720 (60%) 
Median delay [interquartile 
range] 4 [2-9] 4 [2-9] 3 [1-11] 2 [1-9] 3 [1-9] 

Number of additional visits 
after eligibility  

No visit 17% 17% 14% 33% 19% 

1 to 4 visits 72% 69% 67% 52% 66% 

5 + visits 11% 14% 19% 15% 15% 

[From eligibility to ART initiation (1998-2016)]

TUPED1293
Contributing factors to attrition amongst key and priority 
population PrEP users: a cross sectional qualitative study of 
PrEP demonstration project participants in Kenya
A. Ngunjiri1, J. Kyongo1, R. Karuga1, T. Mwangi1, C. Ngunu2, J. Thiomi1, M. Kiragu1, 
W. Mukoma1 
1LVCT Health, Nairobi, Kenya, 2Ministry of Health, Nairobi County Health Services, 
Nairobi, Kenya 
Presenting author email: angunjiri@lvcthealth.org

Background: A major programmatic concern in the delivery of PrEP for HIV pre-
vention to key populations at risk of HIV infection is their retention in PrEP pro-
grams. For effective prevention of HIV with minimal risk of drug resistance and 
seroconversion in PrEP programs, retention needs to be sustained. There is limited 
literature on reasons why PrEP users choose to withdraw from PrEP programs and 
solutions to address the attrition. This study aimed to describe the reasons for at-
trition among clients in a PrEP demonstration project in Kenya, and give recom-
mendations on how to address the challenges.
Methods: A cross sectional qualitative study was conducted in November 2016 
among 531 PrEP users (166 female sex workers, 103 men who have sex with men 
and 262 young women) who had missed their monthly appointments by three to 
ninety days in the PrEP demonstration project. Health service providers (HSPs) 
at implementing sites contacted the defaulted PrEP users by phone or face to face 
to document their reasons for missing appointments. In-depth interviews were also 
conducted with six HSPs on contributing factors that led to the attrition. Data was 
analysed using open coding approach.
Results: Individual factors that led to defaulting scheduled appointments were: 
reduced self-perception of risk where project participants reported they were not 
sexually active at the time (sex break), negative perceptions of PrEP usage, partner 
discouragement of appointment attendance, non-disclosure of PrEP use to sexual 
partner and forgetfulness. Socio-economic factors included: relocation from PrEP 
dispensing site, lack of transport monies and competing time priorities due to em-
ployment. Health system factors mentioned were complicated PrEP initiation and 
follow up process and procedures and long waiting times at the health facility.
Conclusions: These findings are important for program managers in the context of 
national PrEP rollout in Kenya to address the challenges raised through practical 
interventions such as correct PrEP messaging during mobilisation, sexual partner 
engagement and development of simplified standard operating procedures on ini-
tiation and follow up of PrEP users clients. Client education on self-risk perception 
is equally important to ensure retention during actual seasons of high HIV infection 
risk. 

TUPED1294
National-level assessment of patient retention and loss to 
follow-up under PMTCT test and treat using a random sample  
of health facilities in Côte d’Ivoire
S. Gloyd1,2, S.A. Granato1, C. Konan1, V. Kourai1, A. Billy1,2, S. Kouyate1,2,  
J. Robinson1,2,3, V. Djety4, S. Kalibala5, A. Koné1,2 
1Health Alliance International, Seattle, United States, 2University of Washington, 
Department of Global Health, Seattle, United States, 3University of Washington, 
School of Social Work, Seattle, United States, 4Ministère de la Sante et la Lutte 
contre le SIDA, Programme National de Lutte contre le SIDA, Abidjan, Cote D’Ivoire, 
5Population Council, Washington, United States 
Presenting author email: valerie.kourai@hai-ci.org

Background: Loss to follow-up (LTFU) in PMTCT test and treat programs may oc-
cur at multiple stages of antenatal and post-partum care. We estimated the pro-
portion of HIV-positive pregnant women with known retention in care to better 
understand both LTFU and the information gap between ARV delivery in antenatal 
care and continued ARV use at and after childbirth.
Methods: We randomly selected a nationally representative, stratified sample of 50 
health facilities providing PMTCT services in Côte d’Ivoire. Data collection teams 
abstracted quantitative data from routine facility-based monthly reports, regis-
tries, and patient charts, to estimate the magnitude of LTFU under Option B. We 
combined data from these sources to determine the proportion of PMTCT patients 
with documented retention status at childbirth and 6 months post-enrollment.
Results: From November 2014 to October 2015, 92% of pregnant women attend-
ing first antenatal care visits had a recorded HIV test; 79% of HIV-positive women 
were reported to have received ARVs during their antenatal care. Among all HIV-
positive women identified in ANC in 2014 and 2015 in our sample, 49% had a pa-
tient chart available at the health facility; 72% of 1,207 eligible patient charts had 
proof of active patient retention at childbirth; and 65% had proof of active retention 
6 months from enrollment in care. Variability between health facilities was high for 
all indicators. Combining the lost to follow up in all of the above steps, the overall 
aggregate proportion of all HIV-positive women in the sample with a documented 
active retention 6 months from delivery of ARVs was 29%.
Conclusions: Documented retention in among women on ART in pregnancy is far 
lower than estimated retention rates based on initiation of treatment. We believe 
that a focus on improving data quality to understand true retention could improve 
the effectiveness of service delivery interventions. The high degree of variability 
among health facilities in LTFU at each stage of the cascade suggests that targeted 
health facility interventions may provide opportunities to improve performance 
and reduce LTFU. These may include early interventions to improve data collection 
quality, consistency, and regular data review. 

TUPED1295
Active patient tracking can improve patient retention under 
PMTCT test and treat: results from a national intervention 
project in Côte d’Ivoire
S. Gloyd1,2, S.A. Granato1, J. Robinson1,2,3, C. Konan1, V. Kourai1, A. Billy1,2,  
S. Kouyate1,2, V. Djety4, K. Abo4, S. Kalibala5, A. Koné1,2, G. Ouattara6 
1Health Alliance International, Seattle, United States, 2University of Washington, 
Department of Global Health, Seattle, United States, 3University of Washington, 
School of Social Work, Seattle, United States, 4Ministère de la Sante et la Lutte 
contre le SIDA, Programme National de Lutte contre le SIDA, Abidjan, Cote D’Ivoire, 
5Population Council, Washington, United States, 6Health Alliance International, 
Yamoussoukro, Cote D’Ivoire 
Presenting author email: gbossouna.ouattara@hai-ci.org

Background: Test and treat models of antiretroviral treatment delivery (including 
Option B/B+ for the prevention of mother-to-child transmission of HIV (PMTCT)) 
greatly increase the numbers of HIV-positive women in lifelong antiretroviral ther-
apy. Côte d’Ivoire has faced challenges to retention in care among HIV-positive 
mothers, including effective measurement of retention.
Methods: This study used a nationally representative sample of 30 health facilities 
providing PMTCT services in Côte d’Ivoire. An active patient tracking (APT) inter-
vention was rolled out monthly to six-site clusters following a stepped-wedge study 
design. The APT included a training workshop and an APT data toolkit to be used by 
an inter-professional APT team made up of site-based health workers. Quantitative 
data were collected from HIS reports and patient charts to measure changes in 
on-site chart availability and to estimate changes in patient retention among avail-
able charts. Interviews were conducted monthly to record strategies identified as a 
result of the intervention.
Results: On-site patient chart availability increased significantly (p=0.001) from 
57% pre-intervention to 76% during the intervention. The proportion of patients 
actively in treatment among available charts did not change significantly. Sites 
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experienced varied fidelity to the intervention with staff enthusiasm and heavy 
patient load cited as key barriers to implementation and doctor and community 
counsellor engagement cited as key facilitators. Sites with higher fidelity to the 
intervention identified new strategies for improving maternal retention, including 
new tasks/duties, improved information sharing, increased service offerings, and 
strengthening data systems and sharing.
Conclusions: The APT intervention increased the number of patient charts avail-
able to health workers for management of retention. Since the proportion retained 
in the additional was similar to the smaller number of charts available before the 
intervention, the overall proportion of patients who were considered actively in 
treatment increased significantly. The intervention, focusing on collaboration and 
use of patient chart data, encouraged staff at health facilities to work together to 
identify strategies to improve patient retention. 

TUPED1296
The burden of gynecomastia among men on antiretroviral 
therapy in Zomba, Malawi
V. Singano1, A. Amberbir1, D. Garone1, C. Kandionamaso1, J. Msonko1,  
M. van Lettow1,2, K. Kalima1, Y. Mataka1, G. Kawalazira3, G. Mateyu1, A. Kwekwesa1,  
A. Matengeni1, J. van Ousterhout1,4 
1Dignitas International, Zomba, Malawi, 2University of Toronto, Dala Lana School of 
Public Health, Toronto, Canada, 3Malawi Ministry of Health, Zomba District Health 
Office, Zomba, Malawi, 4College of Medicine, Department of Medicine, Blantyre, 
Malawi 
Presenting author email: v.singano@disgnitasinternational.org

Background: Many Africans who are on life-saving ART face challenges from a va-
riety of toxicities. After the introduction of a standardized first-line efavirenz-con-
taining ART regimen, reports of gynecomastia in Malawian popular media caused 
concern, however data on the prevalence and risk factors for gynecomastia from 
studies in African are scarce
Methods: We conducted a cross-sectional study in males ≥18 years registered on 
ART at the HIV clinic in Zomba Central Hospital, south-east Malawi. Men who 
reported to have ever experienced breast or nipple enlargement received a stan-
dard questionnaire and underwent physical examination. Questions included per-
ceptions and concerns about gynecomastia. Clinicians confirmed the presence of 
gynecomastia and severity was determined with a validated score. Routinely col-
lected data on current and previous ART regimens, CD4 count, WHO clinical stage 
at ART initiation, anthropometric measurements and history of tuberculosis were 
extracted from the electronic database. We used multivariable logistic regression 
analysis to determine risk factors for gynecomastia.
Results: We enrolled 1,027 men with median age of 44 years (IQR: 38-52 years). 
The median ART duration was 57 months (IQR: 27-85); 46.7% were in WHO stage 
III/IV at ART initiation, 88.2% had exposure to efavirenz and 9% were overweight 
or obese. The prevalence of self-reported gynecomastia was 6.0% (62/1027) (95%-
CI: 4.7-7.7%). Of men with gynecomastia 83.6% reported nipple enlargement and 
98.4% enlarged breasts (85.5% bilateral). One-third said they had not previously 
reported gynecomastia to a health care provider. Over three-quarters mentioned 
that gynecomastia was an important problem for them, while more than half were 
embarrassed by it. On examination, gynecomastia was present in 90% (confirmed 
gynecomastia prevalence of 5.5%; 95%-CI: 4.2-7.0%) and 51.8% had severity grade 
III or IV. Only history of tuberculosis treatment was independently associated with 
gynecomastia; adjusted OR 2.51 (95%-CI: 1.05-6.01).
Conclusions: The burden of gynecomastia among men on ART in Malawi was higher 
than previously reported, and was associated with adverse psychological conse-
quences, calling for increased awareness, a proactive diagnostic approach and thor-
ough clinical management. 

TUPED1297
Retention in care of children living with HIV in resource 
constraint setting: the case of Nepal
K. Deuba1,2, U. Shrestha1, R. Shrestha3, B.P. Shrestha4, B.B. Rawal5, R.P. Khanal5, 
T. Paudel5 
1National Centre for AIDS and STD Control, Ministry of Health, Kathmandu, Nepal, 
2Department of Public Health Sciences, Karolinska Institutet, Stockholm, Sweden, 
3Public Health and Environment Research Center, Kathmandu, Nepal, 4Save the 
Children International, Kathmandu, Nepal, 5National Centre for AIDS and STD 
Control, Kathmandu, Nepal 
Presenting author email: keshab.deuba@savethechildren.org

Background: The need for efficient retention in HIV care is more evident than ever 
because of the expansion of earlier ART initiation and the shift towards ‚Test and 
Treat’. This study assesses different steps of HIV care cascade (from diagnosis to 

viral load suppression) among children living with HIV (CLHIV) in Nepal. We also 
examined retention in care, mortality and Loss To Follow-Up (LTFU) over time by 
age (0-4 and 5-14 years) and gender.
Methods: We calculated the number of CLHIV using UNAIDS developed 
Spectrum and Epidemic Projection Package using census, surveillance data and na-
tional programme data. We reviewed the program data of all HIV-infected children 
(1363) registered till the end of 2015 in 65 ART centres in 59 districts of Nepal. 
The retention in care was defined as the percentage of children alive and on ART 
at 12, 24, 36 and 48 months. LTFU was defined as having not visited ART centre 
for 90 days.
Results: Of 1589 estimated CLHIV, 815 (51.3%) were male, and 774 (48.7%) were 
female. 1363 (86%) of the total estimated children were diagnosed with HIV by 
the end of 2015. Of the total estimated CLHIV, 76% linked to HIV care. Only half 
of the CLHIV have access to ART, and one-third (35%) had tested for viral load. 
Only one-quarter of CLHIV remained virologically suppressed (≤1000 copies/mL) 
at their most recent tests. The retention rate was 94%, 94%, 89% and 84% at 12 
months, 24 months, 36 months and 48 months respectively. No substantial dif-
ference in the retention in care was observed by gender, but the difference was 
observed by age group. LTFU was increased from 3% in 2012 to 6% in 2016, and the 
substantial difference was observed by age group (≤4 years vs. 5-14 years: 11% vs. 
2% at 12 months). Similarly, we found a significant difference in mortality rate over 
time by age group (≤4 years vs. 5-14 years: 14% vs. 6% at 36 months).
Conclusions: Young children (≤4 years) are experiencing higher LTFU and mortal-
ity than children 5-14 years old. Future efforts should improve access to and reten-
tion in care of young CLHIV in Nepal. 

TUPED1298
Assessing long-term retention in care for patients on 
antiretroviral therapy in the northern part of Zambia:  
a cohort study
T. Malebe1,2,3 
1FHI360/ ZPCT II, Technical Department (PMTCT/CT), Lusaka, Zambia, 2FHI 360, 
Technical Department, Lusaka, Zambia, 3University of Witwatersrand, Faculty of 
Health Sciences, Johannesburg, South Africa 
Presenting author email: tmalebe@fhi360.org

Background: Zambia has made significant progress in scaling up antiretroviral ther-
apy (ART) programs in the last decade. Retention in care is critical to achieving HIV 
viral suppression, improved health outcomes and reduced HIV related morbidity 
and mortality. This evaluation presents findings from a cohort of 4,417 patients on 
cART as we seek to define predictors for retention in care.
Methods: This was a retrospective review of medical records of patients initiated 
on cART between January and December 2009 and followed up for 60 months 
at nine 2nd level provincial hospitals in Zambia. Kaplan Meier curves were used to 
determine retention at 12, 24, 36, 48 and 60 months. Retention was defined as 
not having experienced death, loss to follow up, transfer out or stopped ART. Cox 
regression was used to determine the predictors of retention and the magnitude of 
their effect on retention. Factors examined included age, baseline WHO clinical 
stage, education level, marital status and gender.
Results: The retention rates were 77%, 69%, 61%, 54% and 47% at 12, 24, 36, 48 
and 60 months respectively. Females had higher retention at 60 months (50% vs 
44%) compared to males: aHR: 0.84 (95% CI: 0.76 - 0.92). Retention was posi-
tively associated with various factors such as lower baseline WHO clinical stage I 
and II: aHR: 0.66 (95% CI: 0.60 - 0.74) and primary education: aHR 0.89 (95% 
CI: 0.81 - 0.99).
Conclusions: Retention rates for patients in ART care was at 77% after 1 year but 
dropped to 47% at 5 years of follow up. Patients who are male, with WHO stage III 
or IV disease and with secondary or tertiary education require intensive adherence 
counselling and follow up to improve retention in care. 
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TUPED1299
Sub-group effect heterogeneity of conditional food and 
cash transfers provided to HIV-infected adults in improving 
adherence to antiretroviral therapy and retention in care in 
Shinyanga, Tanzania
J.L. Kadota1, S.I. McCoy1, C. Fahey1, P.F. Njau2, N. Kapologwe3, N.S. Padian1, 
W.H. Dow1 
1University of California, Berkeley, Berkeley, United States, 2Ministry of Health and 
Social Welfare, Dar es Salaam, Tanzania, United Republic of, 3Regional Medical 
Office, Shinyanga, Tanzania, United Republic of 
Presenting author email: jill.kadota@berkeley.edu

Background: We recently concluded a randomized study in Tanzania which found 
that short-term conditional cash and food transfers significantly improved HIV-
infected patients’ possession of antiretroviral therapy (ART) and reduced loss to 
follow-up (LTFU). We examined whether the transfers had differential effects 
within key subgroups.
Methods: In the parent study, 805 individuals were randomized to standard of care 
(SOC) HIV services or food or cash transfers, valued at approximately $11 USD/
month and provided for ≤6 months, conditional on clinic visits. Eligibility criteria 
were: 1) ≥18 years; 2) HIV-infected; 3) food insecure; and 4) initiated ART ≤90 days 
before enrollment. We compared achievement of 6-month medication possession 
ratio (MPR) ≥95% and 12-month LTFU between patients receiving the SOC and 
those receiving food or cash (combined). Heterogeneity was assessed by comparing 
intervention effects expressed as risk differences (RD) within the following sub-
groups: sex, age (18-35, ≥35 years), wealth (poorest quartile vs. all others), and time 
elapsed between HIV diagnosis and ART initiation (≥90, < 90 days).
Results: The intervention improved MPR≥95% and reduced LTFU in subgroups, 
although effects did not significantly differ between most subgroups (see Table). 
For example, the intervention’s effect on MPR≥95% was non-significantly stronger 
among females compared to males; those poorest vs. wealthier; and significantly 
greater for participants with < 90 days elapsed between diagnosis and ART initia-
tion compared to those with ≥90 days. For 12-month LTFU, the effect was non-
significantly stronger amongst those poorest vs. wealthier; and in participants with 
≥90 days elapsed between diagnosis and ART initiation compared to those with < 
90 days. 

 Males Females Age: 
18-35

Age: 
35+

< 90 days 
elapsed 
between 

diagnosis 
and ART 
initiation

≥ 90 days 
elapsed 
between 

diagnosis 
and ART 
initiation

Lowest 
wealth 

quartile
Wealthier 
quartiles

Intervention 
Effect on 
6-Month 

MPR ≥ 95% 
(RD, 95% CI)

13.9% 
(-2.1, 
29.8)

21.4% 
(8.9, 
34.0)

16.1% 
(2.5, 
29.7)

21.8% 
(7.1, 
36.6)

24.0% 
(12.4, 35.7)

3.0% 
(-14.6, 
20.6)

28.2% 
(5.3, 
51.1)

16.4% 
(5.2, 27.5)

Test for 
homogeneity p = 0.51 p = 0.64 p = 0.039 p = 0.27

Intervention 
Effect on 
12-Month 
LTFU (RD, 

95% CI)

-13.7% 
(-29.6, 

2.2)

-6.4% 
(-15.7, 
2.9)

-9.9% 
(-21.6, 

1.9)

-7.5% 
(-19.2, 

4.1)

-6.8% 
(-16.2, 2.6)

-15.0% 
(-32.5, 

2.5)

-18.3% 
(-39.7, 

3.1)

-6.4% 
(-15.2, 

2.3)

Test for 
homogeneity p = 0.58 p = 0.83 p = 0.13 p = 0.27

[Table]

Conclusions: This analysis provides preliminary data suggesting that targeting in-
terventions at patients more recently diagnosed with HIV, whose HIV healthcare 
habits are still being formed, may be worthwhile. Although not powered for sub-
group analyses, study results suggest that food or cash transfers may have stronger 
beneficial effects on HIV care in marginalized population members, particularly 
the poorest and in women. Future studies to detect subgroup effects with larger 
sample sizes are warranted. 

TUPED1300
Have patient outcomes in South Africa’s ART program  
improved with age? Evidence from an urban HIV clinic under 
three different sets of ART guidelines
C. Hendrickson1, S. Pascoe1, K. Shearer1,2, A. Moolla1, M. Maskew1, L. Long1,  
M.P. Fox1,3,4 
1Health Economics and Epidemiology Research Office, Department of Internal 
Medicine, School of Clinical Medicine, Faculty of Health Sciences, University of 
the Witwatersrand, Johannesburg, South Africa, 2Johns Hopkins Bloomberg School 
of Public Health, Department of Epidemiology, Baltimore, United States, 3Boston 
University, Department of Global Health, Boston, United States, 4Boston University, 
Department of Epidemiology, Boston, United States 
Presenting author email: ksheare5@jhu.edu

Background: As HIV treatment programs in resource-limited settings transition 
to “treatment-for-all”, it is important to take stock of successes thus far to guide 
retention-in-care priorities as larger numbers of healthier patients start treatment. 
We evaluate short-term outcomes of patients initiating antiretroviral therapy 
(ART) in South Africa under various treatment guidelines since program inception 
in 2004.
Methods: We conducted a prospective cohort analysis of ART-naïve adults 
(≥18) initiating standard first-line ART at a large, public-sector HIV clinic from 
04/2004-12/2015. We used Cox proportional hazards regression to evaluate the 
association between attrition (mortality and loss to follow-up [LTF: ≥3 months late 
for a scheduled visit] combined) and three ‚guidelines’ cohorts: 04/2004-08/2011 
(C1:CD4≤200mm3); 08/2011-12/2014 (C2:CD4≤350mm3); 01/2015-12/2015 
(C3:CD4≤500mm3). Patients were followed from ART initiation until the earliest 
of death, LTF, transfer or 12-months follow-up.
Results: 23,654 adults were followed for 19,961 person-years. Median age at ART 
initiation increased from 36.3 (IQR:31.0-42.8) (C1) to 38.7 (IQR:32.5-46.3) 
(C3). The proportion of men increased from 37.0% (C1) to 43.1% (C3) and median 
baseline CD4 count increased from 94 cells/mm3 (IQR:35-166) (C1) to 156 cells/
mm3 (IQR:50-305) (C3). Attrition at one year declined across the guidelines co-
horts from 24.4% to 18.0% (Table 1).

  C1: CD4 ≤200 
guidelines N (%)

C2: CD4 ≤350 
guidelines N (%)

C3: CD4 ≤500 
guidelines N (%)

Patients enrolled  16794 (71.0) 5723 (24.2) 1137 (4.8)

12-month 
outcomes

Alive, on 
treatment

12091 (72.0) 4078 (71.3) 825 (72.6)

 Dead 1314 (7.8) 337 (5.9) 67 (5.9)

 Lost to follow-up 2786 (16.6) 855 (14.9) 137 (12.1)

 Transferred 603 (3.6) 453 (7.9) 108 (9.5)

Total Person 
Years

 14,159 4,826 976

Attrition rate per 100 person years** 29.0 24.7 20.9

*≤200 guidelines: April 2004 to August 2011; ≤350 guidelines: September 2011 to Dec 2014; ≤500 
guidelines: January 2015-March 2015. **Attrition is defined as those who are dead or LTF

[Table 1: 12-month outcomes of patients initiated on ART at the Themba Lethu Clinical 
HIV Cohort in Johannesburg, South Africa between 1 April, 2004 and 31 December 
2015 by South African ART guidelines*]

However, after controlling for sex, age, anaemia, and baseline ART regimen, no as-
sociation was observed between attrition and guidelines cohort within CD4 count 
categories (Table 2). 

  Baseline CD4 
count <100

Baseline CD4 
count 101-200

Baseline CD4 
count 201-350

Baseline CD4 
count 351-500

  n/N (%)
aHR 
(95% 
CI)

n/N (%)
aHR 
(95% 
CI)

n/N (%)
aHR 
(95% 
CI)

n/N (%)
aHR 
(95% 
CI)

CD4 
treatment 

guidelines**
≤200

2273/7969 
(28.5) 1.00 1046/5243 

(20.0) 1.00 343/1775 
(19.3) 1.00 31/141 

(22.0) 1.00

 ≤350
448/1708 

(26.2)

0.96 
(0.84, 
1.09)

193/1167 
(16.5)

1.01 
(0.83, 
1.23)

186/1545 
(12.0)

0.76 
(0.60, 
0.96)

26/189 
(13.8)

0.51 
(0.24, 
1.09)

 ≤500
75/330 
(22.7)

0.84 
(0.65, 
1.07)

30/155 
(19.4)

1.21 
(0.82, 
1.77)

26/200 
(13.0)

0.84 
(0.55, 
1.29)

15/123 
(12.2)

0.50 
(0.22, 
1.16)

*Models are adjusted for sex, age and anaemia at ART initiation and baseline ART regimen

[Table 2: Adjusted HR for 12-month attrition by baseline CD4 count*]

Conclusions: Overall, immune status of patients initiated under the three guide-
lines has improved at this facility; however, we still observe high rates of attrition 
within 12 months on treatment. As South Africa implements “treatment-for-all”, 
focus should be early retention in care to ensure long-term success. 
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TUPED1301
Evaluating the WelTel service’s Grand Challenges Canada 
“transition-to-scale” for HIV care in Kenya’s northern arid lands
R. Lester1, K. Kinagwi2, M. Budd1, P. Boutet1, K. Smillie1, B. Tilahun1, K. Bardosh3, 
G. Wangalwa2 
1University of British Columbia, Infectious Diseases, Vancouver, Canada, 2Amref 
Health Africa, Nairobi, Kenya, 3University of Florida, Anthropology and Emerging 
Pathogens Institute, Gainesville, United States 
Presenting author email: rlester.id@gmail.com

Background: The original WelTel Kenya1 randomized controlled trial showed that 
weekly text messaging communication between healthcare providers and individu-
als with HIV improved ART adherence and outcomes. As part of the Canadian 
Grand Challenges program, in partnership with Amref Health Africa and the 
USAID-funded APHIAplus IMARISHA project, we implemented and evaluated 
the WelTel service for HIV patients in Kenya’s remote northern arid lands, a pasto-
ral region with major health access issues.
Methods: Patients with mobile phone access seen between April 2015 and 
September 2016 at the Isiolo County Hospital’s Comprehensive Care Clinic 
(CCC) were prospectively offered enrollment in WelTel. We tracked the number of 
monthly enrollments, responses to weekly check-in messages, and CCC visit atten-
dance during the study period. Demographic information (age, sex, marital status, 
individual/shared phone access, and urban/rural residency) was obtained from the 
hospital’s electronic medical records.
Results: Overall, 1,131 patients with demographic information available were 
seen at the CCC during the study period. Of these, 563 (50%) agreed to receive 
WelTel, with the majority of participants (350/563, 62%) enrolled within three 
months. A total of 32,595 messages were sent, with an overall response rate of 
36%. Uptake was highest among patients aged 25-49 years (392/711, 55%), those 
with individual phone access (397/699, 57%), and married patients (277/512, 
54%). Uptake was lowest among those aged < 18 years (33/142, 23%), those with 
shared phone access (42/101, 42%), and single individuals (111/275, 40%). There 
were no differences based on sex or urban/rural residency. A median of 4 CCC 
visits were scheduled per patient. As a group, patients on WelTel attended a higher 
proportion of their visits as scheduled (mean ± standard deviation: 57 ± 30%) than 
those not on WelTel (52 ± 31%, p=0.02). Patients on WelTel also defaulted on a 
smaller proportion of their clinic visits than those not on WelTel (8 ± 18% and 12 ± 
22% respectively, p=0.01).
Conclusions: The WelTel mobile health program successfully reached half the 
population of a remote HIV clinic and reduced defaulting. It has been sustainably 
adopted in additional clinics in northern arid lands. 

TUPED1302
Tracking of lost to follow-ups PLHIVs towards  
increased retention in HIV care: experience from the Global 
Fund-supported Vihaan Programme in India
A.K.s. Parihar, P.K. Shetty, V. Arumugam, H. Rosenara, R. Chauhan,  
S. Chakraborty, B.B. Ubarhande, U. Chawla, S. Mehta 
India HIV/AIDS Alliance, New Delhi, India 
Presenting author email: aviswanathan@allianceindia.org

Background: 2,068,097 people registered with ART center for treatment of which 
15% are on lost to follow-up (LFU) for the treatment. Bring back the LFU clients 
for treatment remains challenge. India HIV/AIDS Alliance implements the Global 
Fund supported Vihaan programme to deliver care and support services for peo-
ple living with HIV (PLHIV) through its 361 community-based Care & Support 
Centers (CSC) across India and supports national programme to bring back LFU 
clients for treatment.
Methods: LFU clients list were shared with CSCs to bring back to the treatment 
through ART-CSC coordination and data sharing process on monthly basis. LFU 
clients include ART LFU, Pre-ART LFU, ART missed clients, clients who are eligible 
but not started ART and missed CD4 testing. Data sharing tool has been developed 
and used across India uniformly. 2,023 outreach workers and peer counsellors were 
trained on LFU tracking and tools. Field level community workers tracked back LFU 
clients and documented the outcome. Brought back line lists were compiled nation-
ally and analysed. Data quality were ensured through on-site data verification and 
supervisory visits. Descriptive analyses of brought back clients and trend analyses 
for LFU were carried out.
Results: 256,011 LFU clients were brought back to ART center for treatment and 
health monitoring between 2013 and 2016. Of which 67% LFU and missed clients 
on ART and 37% were clients not on ART. On an average, frontline workers of 
CSC were able to bring clients back to ART centre within 2 months. Among clients 
brought back to ART centre, average age is 33 years. More than 60% clients are in 
20-40 years age category and about 9.3% belongs to < 20 years. Among brought 
back 54% were male and 46% were female. Through regression analyses of LFU cli-

ents for last 2 years showed the there is a significant decrease (p< 0.001) in clients 
not on treatment (Pre-ART clients) and stabilisation on clients on-ART.
Conclusions: Collaborative effort between national ART progamme and commu-
nity led outreach programme is effective in bringing back the alive LFU clients for 
treatment. Long term of this continued efforts will sustain the increased adherence 
and retention in HIV care. 

TUPED1303
Low retention in care among recently diagnosed women  
enrolled in Option B+ care in Mozambique
K.H. Ásbjörnsdóttir1,2, A. Silvis Rustagi1, J. Coutinho2, S. Gimbel2,3, F. Cuembelo4, 
M. Nhumba2, C. De Schacht2, G.C. John-Stewart1,5,6,7, K. Sherr1,2,7 
1University of Washington, Global Health, Seattle, United States, 2Health Alliance 
International, Beira, Mozambique, 3University of Washington, Family and Child 
Nursing, Seattle, United States, 4Universidade de Eduardo Mondlane, Department 
of Community Health, Maputo, Mozambique, 5University of Washington, Medicine, 
Seattle, United States, 6University of Washington, Pediatrics, Seattle, United States, 
7University of Washington, Epidemiology, Seattle, United States 
Presenting author email: kasbjorn@uw.edu

Background: Mozambique adopted the Option B+ strategy in 2013-2014. 
Reported rates of HIV testing and ART initiation during pregnancy are >90%; how-
ever, retention in care has been poor, potentially resulting in uncontrolled viral load 
(VL) and continued mother-to-child HIV transmission.
Methods: From 07/2015-03/2016, we enrolled an unselected population of Option 
B+ eligible women from antenatal care at ten clinics in Central Mozambique. 
Sociodemographic data, medical and obstetric history, and data concerning ART 
knowledge and self-efficacy were collected at enrollment. Follow-up data were col-
lected by clinic nurses during routine visits at delivery, six weeks and six months 
post-partum; VL samples were collected at delivery. Retention in care was defined 
as completion of a routine visit within 45 days of the scheduled date. Baseline fac-
tors associated with subsequent retention in care and VL suppression to < 500 
copies/mL were identified using generalized estimating equations with clustering 
by clinic.
Results: 1576 women were enrolled at a median gestational age of 5.9 months. 
Prior to enrollment, 57% of women had been diagnosed with HIV and 47% had 
initiated ART. By six weeks post-partum, 46% of women were lost to follow-up; by 
six months post-partum, 68% were lost to follow-up. Retention in care was associ-
ated with presenting to care after the first trimester (OR=1.26,(95%Confidence 
Interval:1.07-1.47)), and HIV diagnosis prior to study enrollment (OR=1.56,(1.25-
1.94)). Of 535 women with samples analyzed to date, 290 (54%) had suppressed 
VL. Suppression was associated with HIV diagnosis (OR=2.06,(95%CI:1.42-2.98)) 
and ART initiation (OR=1.49,(95%CI:1.07-2.08)) prior to enrollment. Greater than 
median self-efficacy score at enrollment was associated with both retention in care 
(OR=1.31, (95%CI:1.05-1.64) and VL suppression (OR=1.62,(95%CI:1.20-2.18).
Conclusions: Early loss to follow-up from routine care in our study was extremely 
high, and recently diagnosed women were at particular risk of loss to follow-up and 
unsuppressed VL. Enhanced strategies are needed to promote retention in care and 
ART adherence under Option B+ in Mozambique; self-efficacy assessments may 
provide an opportunity to identify at-risk women. 

TUPED1304
Exploring patent medicine vendors (PMVs) in the context  
of community ART programs in resource poor settings using 
rural areas of Benue state as case study
H. Sagay1, B. Akpa1, P. Jwanle1, E. Udeh1, H. Ezeofor1, L. Inyama1, M. Ojeikpo1,  
O. Daramola1, I. Kuku1, J. John-Baba1, T. Mmanger2, B. Oyeledun1 
1Center for Integrated Health Programs, Abuja, Nigeria, 2Benue State Ministry of 
Health, Benue, Nigeria 
Presenting author email: heltisa@gmail.com

Background: Background 
To scale up Antiretroviral Therapy (ART) in 5 PEPFAR prioritized LGA of Benue 
State, access to HIV treatment must be at the reach of the endemic population in 
the communities. Patent Medicine Vendors (PMVs) are outlets for selling over-
the-counter drugs. Literature review reveals that PMVs are the first point of con-
tact when members of the community become ill. The objective of the study is 
to examine the contextual factors of involving PMVs in community ART programs
Methods: .A cross-sectional community based survey was conducted across five 
local government areas in Benue state in December 2015. A total of 191 Patent 
medicine vendors across 41 ward councils of Tarka, Logo, Gwer West, Katsina Ala 
and Konshisha LGA were assessed. Data collection was done using a structured 
questionnaire and analysed using SPSS
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Results: A review of the 191 PMVs assessed in the 5 LGs revealed 47.1% had second-
ary school certificate, 2.6% had tertiary education, and 15.7% had no formal educa-
tion. No PMVs had record of adverse drug reactions. Hygiene standards revealed 
2% had hand washing and 15% had toilet facility respectively. Dispensing worksheet 
was not in use with only 3% using adhoc drug register to document drugs dispensed. 
Assessment of Basic Infrastructure to support ART drug pick-up showed that only 
24.1% have rooms with audio-visual privacy while 27.2% have adequate patient wait-
ing area. Only 20.9% have PCN (Pharmacists council of Nigeria, the regulating and 
licencing body in Nigeria) licence while 93.2% were registered with NAPPMED 
(National Association of Patent and Proprietary Medicine Dealers, the association 
of medicine vendors in Nigeria)
Conclusions: The study findings demonstrates that PMVs have obvious limitations 
in participating in community ART programs due to legal issues of PCN licens-
ing, poor infrastructural support and inconsistent level of formal education. Other 
observations include PMVs retailing alcoholic beverages/ household materials, 
traditional concoctions and tobacco. To incorporate PMVs into community ART 
program, effort would be needed to build capacity, provide infrastructural support 
and advocacy on appropriate licencing for practice 

TUPED1305
A randomized controlled study of intervention to improve 
continuity care engagement among HIV-infected jail detainees
T. Khawcharoenporn1,2, J. Cole2, J. Claus2, T. Bell3, A. Lewis2, C. Zawitz3,4,  
H. Kessler2 
1Thammasat University, Infectious Diseases/Internal Medicine, Bangkok, Thailand, 
2Rush University Medical Center, Chicago, United States, 3The Ruth M. Rothstein 
CORE Center, Chicago, United States, 4Cermak Health Service Division, Chicago, 
United States  

Background: Short-term stay, multiple jail admissions and social and financial diffi-
culties are significant obstacles for continuity care engagement (CCE) after release 
among HIV-infected jail detainees. The rate of CCE within 6 weeks after jail release 
has been previously reported to be 25-68%. However, no study has been conducted 
to evaluate strategies to improve CCE.
Methods: All HIV-infected detainees at Cook County Jail were enrolled dur-
ing 2011-2014. The detainees were randomly assigned to the intervention group 
(telephone contact within 2-4 days of release by continuity clinic coordinator), plus 
standard of care versus the control group, which received only standard of care. 
Rates of CCE within 6 weeks of jail release were assessed.
Results: There were 166 detainees enrolled, of which 56 were excluded due to be-
ing sent to prison (N = 49) or re-incarceration within 6 weeks (N = 7). The final 
cohort included 55 detainees in each of the groups. Baseline demographic and 
clinical characteristics of the two groups were similar, except for higher propor-
tion of history of alcohol use in the control group (76% vs. 51%). The rate of CCE 
within 6 weeks after jail release was significantly higher in the intervention group 
compared to the control group (58% vs. 33%; P=0.007). By Kaplan-Meier survival 
analysis, the probability of failure to present for continuity care was significantly 
higher in the control group (χ2 = 7.44, P=0.006; Figure). In multivariable logistic 
regression analysis, being in the control group was the only factor associated with 
no CCE within 6 weeks (adjusted odds ratio 2.66; 95% confidence interval 1.18-
6.00; P=0.02). 

[Figure]

Conclusions: A simple contact intervention by telephone to schedule an appoint-
ment for HIV continuity care following release from jail, significantly improved 
CCE among HIV-infected jail detainees. 

TUPED1306
Peers counseling at care entry point increase linkage to care 
among pre-ART HIV-infected patients: a case study
F. Epoupa1, M.E. Ikechukwu2, V. Enejoh3 
1Center for Clinical Care and Clinical Research Nigeria, Technical Unit, Abakaliki, 
Nigeria, 2Catholic Caritas Foundation, Nigeria, Technical Unit, Makurdi, Nigeria, 
3Centre for Clinical Care and Clinical Research Nigeria, Technical Unit, Abuja, Nigeria 
Presenting author email: epoupafl@yahoo.com

Background: Mater Misericordiae Hospital is a faith-based institution offering 
comprehensive integrated HIV services for a decade through PEPFAR funding. As 
in other countries, linkage and retention in pre-ART care among newly diagnosed 
HIV infected clients was poor. To address this, the HCT counselor who is PLHIV 
was mentored in peer counseling, additionally the post-test counseling session for 
HIV infected clients was modified to include orientation of patients on clinic pro-
cesses, obtain a commitment to seek care from patients, escorting clients to the 
next point of service and introducing patients to ART providers same day. Referral 
follow-up for those referred to other treatment centers was strengthened. This 
study seeks to evaluate the outcome of this intervention.
Methods: Baseline assessment of the linkage of clients who were identified at the 
HTC unit of MMH in 2013 was carried out; the intervention started in January 
2014. The assessment was repeated end of 2014. All newly identified patients 
were included in the study. Referred-in clients were excluded from the study. 
Linkage was assessed using medical records. Complete linkage was defined as hav-
ing ART number, completed adherence education, baseline laboratory results and 
WHO staging documented. For clients who were referred to other ART centers, 
the feedback referral form and the register documentation were the evidence of 
linkage. Identifiers of patients in HTC registers were traced in all other registers. 
Additionally, medical charts were reviewed for evidence of services provision.
Results: In 2013, 160 HIV infected clients were identified; 93(58%) were success-
fully linked to ART care at MMH, 40(25%) stopped during the Pre-ART period, 
27(17%) never returned to the facility, totaling 42% lost to care. At the end of 2014, 
127clients were identified, 98 agreed to receive ART at MMH, while 29 clients were 
referred to other centers. All 98(78%) remained in care at MMH and 22(17%) re-
ferred clients accessed care at other facilities yielding 95% linkage achievement.
Conclusions: Peer counseling at ART entry points, escort system and orientation of 
clients on clinic processes increased linkage to care at MMH. Unexpected outcome 
was improved referral process. Replication of this intervention in diverse settings 
may prove the strength of this intervention. 

TUPED1307
Linkage-to-care among HIV-positive men who have sex  
with men (MSM) and transgender women (TW) diagnosed  
via venue-based testing in Lima, Peru
G.M. Calvo1, E. Lugo1, M.C. Herrera2, S.K. Vargas1, M.J. Bustamante1,  
C.F. Caceres1, J.D. Klausner3,4, K.A. Konda1,2 
1Universidad Peruana Cayetano Heredia, Center for Interdisciplinary Investigation 
in Sexuality, AIDS, and Society, Lima, Peru, 2David Geffen School of Medicine, 
University of California Los Angeles, Medicine, Division of Infectious Diseases, Lima, 
Peru, 3UCLA, Medicine, Division of Infectious Diseases, Los Angeles, United States, 
4Fielding School of Public Health, University of California, Los Angeles, United States 
Presenting author email: kkonda@mednet.ucla.edu

Background: There is little information available on linkage-to-care processes 
among MSM and TW in Peru. Existing information is often restricted to individuals 
who do reach the HIV care facilities, though HIV testing primarily occurs else-
where. We sought to monitor the linkage process among MSM and TW diagnosed 
during a venue-based HIV testing study.
Methods: We conducted venue-based HIV testing with 3rd and 4th generation 
rapid tests at bars, clubs, and sex work walks where MSM/TW congregate. Staff 
provided pre and posttest counseling and collected contact information. Then the 
study team maintained contact with the MSM/TW who tested positive to help with 
linkage-to-care at Peruvian Ministry of Health (MoH) or non-governmental orga-
nizations (NGOs) providing HIV care including antiretroviral therapy. 
The study also provided funds for initial HIV program visits and testing required for 
program entry.
Results: Among the 300 MSM/TW tested, 67 (22%) were diagnosed with HIV. 
Among these 67, only 13 (19%) were able to successfully link to HIV care within 6 
months of diagnosis, the number was lower among the HIV positive TW (10% TW 
vs. 19% MSM were enrolled) though this was not statistically significant. Their time 
to linkage-to-care was longer at the MoH (median 90 days) vs. NGOs (median 
58 days). Another 15/67 (22%) began the linkage process, but remained unlinked 
6-months post-diagnosis, most reported a lack of time to attend visits required for 
linkage or did not feel inclined to begin care yet. 
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Another 24/67 (36%) did not appear for follow-up HIV linkage visits, although they 
were contacted repeatedly by study staff. We were unable to contact the remaining 
group 15/67 (22%) after initial venue-based diagnosis due to non-working contact 
information.
Conclusions: Although venue-based testing works for case finding, additional in-
terventions are needed to facilitate entry into care. Several individuals did not want 
to be contacted by the study post-diagnosis because they did not yet feel the need 
to link-to-care. HIV programs also need to improve understanding of current treat-
ment and work to promote health care seeking. Peer navigator programs should be 
expanded and HIV care facilities should consider burden-of-care and public health 
when designing their protocols. 

TUPED1308
Enhancing referral to increase linkage to HIV care in rural 
South Africa: example from the ANRS 12249 TasP trial
M. Plazy1,2, A. Diallo1,2, C. Iwuji3,4, J. Orne-Gliemann1,2, N. Okesola3, T. Hlabisa3, 
D. Pillay3,5, F. Dabis1,2, J. Larmarange6, for the ANRS 12249 TasP Study Group 
1Univ. Bordeaux, INSERM, Bordeaux Population Health Research Center, UMR 1219, 
Bordeaux, France, 2INSERM, ISPED, Bordeaux Population Health Research Center, 
UMR 1219, Bordeaux, France, 3Africa Health Research Institute, Somkhele, South 
Africa, 4Research Department of Infection and Population Health, University College 
London, London, United Kingdom, 5University College London, Division of Infection 
and Immunity, London, United Kingdom, 6Ceped UMR 196 (Paris Descartes IRD), 
SageSud ERL Inserm 1244, IRD, Paris, France 
Presenting author email: melanie.plazy@isped.u-bordeaux2.fr

Background: Timely linkage to care following an HIV diagnosis is critical for people 
living with HIV to initiate antiretroviral treatment as early as possible and thus de-
crease the risks of HIV-related morbidity, mortality and HIV transmission. Linkage 
to HIV care is however often challenging and innovative strategies are required to 
help people accessing HIV care. 
We aimed at evaluating the effect of phone calls and home visits following an initial 
referral on time to linkage to care in the context of a Universal HIV Testing and 
Treatment (UTT) trial in rural KwaZulu-Natal, South Africa.
Methods: The ANRS 12249 TasP trial was conducted from March 2012 to June 
2016 with the aim to evaluate the effect of UTT on HIV incidence. Individuals ≥16 
years were offered home-based HIV testing; those identified HIV-positive were 
referred to nearby TasP trial clinics to receive care and treatment. Starting April 
2013, an enhancement strategy combining phone calls and home visits was imple-
mented to re-refer people who did not link to care within three months of first 
referral. Effect of this strategy on time to linkage to care was studied as a time-
varying variable among individuals not in care at first referral using a Cox regression 
model censored for death, migration and end of study observation.
Results: Among the 7,643 individuals identified HIV-positive at home and referred 
to TasP clinics, 2,254 (72% female) were not in care at referral and did not link to 
care within three months of first referral. Among them, 451 (20%) individuals were 
contacted through phone calls or home visits before migration or death. Probability 
of linkage to care was significantly higher among individuals re-referred to care 
compared to those not re-referred (Hazard Ratio 2.25; 95% Confidence Interval 
1.83-2.78); significant positive effects were also observed for both genders and all 
age categories (< 30; 30-39; 40-49; ≥50 years old) after stratification.
Conclusions: Phone calls and home visits aiming at re-referring people to HIV care 
appear effective in improving linkage to care. Patient-centered strategies should be 
part of UTT programs in order to achieve the 90-90-90 UNAIDS targets. 

TUPED1309
Postpartum transfer of HIV-infected women initiating 
antiretroviral therapy (ART) during pregnancy in an integrated 
antenatal care (ANC)/ART service in Cape Town, South Africa: 
a cohort study
T. Phillips1,2, K. Brittain1,2, A. Zerbe3, J. McIntyre1,4, G. Petro5, E.J. Abrams3,6,  
L. Myer1,2, for the MCH-ART Study 
1University of Cape Town, Division of Epidemiology and Biostatistics, Cape Town, 
South Africa, 2University of Cape Town, Centre for Infectious Diseases Epidemiology 
& Research, Cape Town, South Africa, 3Columbia University, ICAP, New York, United 
States, 4Anova Health Institute, Johannesburg, South Africa, 5University of Cape 
Town, Department of Obstetrics & Gynaecology, Cape Town, South Africa, 6Columbia 
University, College of Physicians & Surgeons, New York, United States 
Presenting author email: tk.phillips@uct.ac.za

Background: Integrated ANC/ART services are commonplace in high-burden set-
tings and require transfer to general ART care postpartum. Given the challenges 
in engaging postpartum women on ART, we examined how postpartum transfer of 
ART services influenced engagement in general ART care.
Methods: Consecutive HIV+ pregnant women initiating ART in an integrated, pub-
lic-sector ANC/ART service were followed from ART initiation through 20m post-
partum in the MCH-ART study. Referral from ANC/ART services occurred 0-13m 
postpartum, with women referred to their nearest general ART clinic. Data on ART 
initiation and ANC/ART visits were abstracted from routine records, with time in 
ANC/ART clinic measured from ART start date to date of postpartum referral to 
general ART clinics. Electronic ART pharmacy refill (PR) was obtained through 
20m postpartum from all ART services in the Western Cape Province. Analyses 
used product-limit methods and Poisson models to evaluate predictors of successful 
transfer to ART care (defined as PR ≤3m post-transfer).
Results: Among 486 women included, the median age was 28y and median time in 
the integrated ANC/ART clinic before transfer was 276d. Overall, 54% of women 
successfully transferred. Increased time in the integrated ANC/ART clinic was 
strongly associated with successful transfer (Figure, p< 0.001). After adjusting for 
age, gestation at ART initiation, relationship status, timing of HIV diagnosis and de-
sign effect, each additional month in the integrated ANC/ART clinic increased the 
likelihood of successful transfer by 7% (RR and 95%CI: 1.07 [1.04-1.10]). Women 
with >6m in the ANC/ART clinic were 1.52 and 1.28 times more likely to transfer 
successfully than women in the ANC/ART clinic < 3m and 3-6m (RR and 95%CI: 
1.52 [1.07-2.16] and 1.28 [1.04-1.57], respectively).
Conclusions: While successful postpartum transfer appears low, raising concerns 
about disengagement from care after delivery, these data suggest that increasing 
total time in integrated ANC/ART services could be an important determinant of 
successful transfer. 

[Kaplan Meier of time to successful transfer by total time in the ANC/ART clinic]
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TUPED1310
Early diagnosis and the 2020 goals: the importance of a 
partnership between civil society orgaizations and the national 
health system
M. Serrado1, P. Ferreira2, J. Brito3, E. Lima2, J. Esteves3, C. Gomes1, J. Costeira1,  
F. Caetano2, D. Simões3, A. Diniz1,4 
1Centro Hospitalar Lisboa Norte - CHLN/HPV, Immunodeficiency Unit, 
Lisboa, Portugal, 2Centro Hospitalar Lisboa Norte, Hospital de Dia de Doentes 
Imunocomprometidos (HDDI), Lisboa, Portugal, 3GAT - CheckpointLX, Lisboa, 
Portugal, 4Escola Nacional de Saúde Pública - UNL, Centro de Investigação em Saúde 
Pública (CISP), Lisboa, Portugal 
Presenting author email: margaridaserrado@gmail.com

Background: According to the latest available data (2014), Portugal shows a pro-
portion of late diagnosis similar to others EU countries, altough this value remains 
high, regarding the UNAIDS 90-90-90. So, we must evaluate new approaches of 
early diagnosis and linkage to care, namely those implemented in partnership with 
civil society organizations (SCO), looking at their potential benefits and replica-
tion in other contexts. The aim of the study is to compare, regarding the stage of 
infection, the MSM population with a new HIV diagnosis (a population growing up 
in Portugal) admitted in our hospital through an SCO referral (2014-16) with the 
total of new diagnosed cases in MSM and all the new diagnosed cases, in Portugal.
Methods: We study the MSM population admitted in our center (CHLN-HPV) 
by CheckpointLX referral (MSM LX) with a new HIV diagnosis between 2014 and 
2016 (n=112). We analyze some demographics and HIV infection stage of disease 
(CD4 cell count, late diagnosis/advanced disease). We compare this results with the 
national data obtained in: a) new HIV MSM diagnosed cases; b) all new diagnosed 
cases. The statystical analysis was done using the χ2 and t-test.
Results: The results are sumarized in Table 1

 MSM LX 
2014-2016 MSM PT 2014 Global PT 2014

 n (%) n (%) p* n (%) p*

Age (mean) 30.4 34.0 0.0011 40.5 <0.0001
Migrant 31/112 (27.7) 67/389 (17.2) 0.0033 161/1101 (14.6) <0.0001
CD4 (mean) 501.7 cells/mm3 427 cells/mm3 0.0088 378 cells/mm3 <0.0001
CD4 
<350cells/mm3 29/110 (26.4) 119/299 (39.8) 0.0040 455/926 (49.1) <0.0001

CD4 
<200cells/mm3 11/110 (10.0) 61/299 (20.4) 0.0068 292/926 (31.5) <0.0001

[Table 1]

* in relation to MSM LX
CD4 (MSM LX): n=110 (2 missed cases).
Conclusions: 
1) The HIV positive MSM admitted through ChepointLX referral were significantly 
younger, had a higher proportion of migrants and less late diagnosis and advanced 
disease. 
2) These data suggest that, at least in the MSM population, this methodology must 
be followed in other regions and/or other SCO in Portugal.
3) This methodology can contribute to reach the 2020 UNAIDS goals. 

TUPED1311
Engagement in economic strengthening activities and  
retention in care among food insecure people living with HIV 
(PLHIV) in Ethiopia
T. Bezabih 
World Food Programme, Programme/Nutrition and Education/ HIV/AIDS, Addis 
Ababa, Ethiopia 
Presenting author email: tsegazeab.bezabih@gmail.com

Background: Retention in care, a critical factor for optimal clinical outcomes, is 
a particular challenge among food-insecure PLHIV in Ethiopia. It is hypothesized 
that Economic strengthening (ES) intervention designed to address poverty and 
food insecurity may also have an impact on retention in care positively. This study 
aims to assess the impact of ES interventions in Ethiopia on retention in care among 
PLHIV on ART or pre-ART.
Methods: Comparative Cross-sectional design was employed to compare food in-
secure PLHIV benefitting from the ES project of WFP Ethiopia to food insecure 
PLHIV not participating in ES. In this study, one is considered as non-retained if he/
she misses at least one pre-ART or routine ART appointment in the last 12 months 
period. Logistic Regression model was employed to estimate the likelihood of miss-
ing a health facility appointment. Qualitative data were also collected to comple-
ment the quantitative data.

Results: After adjusting for important background characteristics including sex, 
place of residence, formal education attendance, marital status, numbers of daily 
ART pills, age and household size, non-participation in ES increases the odds of 
missing a clinic visit by a factor of 6.74, significant at 0.001 levels. The ES par-
ticipants explained that the series of trainings, discussions at the saving and loaning 
association meetings, peer support mechanism and the boost in economic capacity 
created by the ES intervention have helped them rebuild their confidence, self-
esteem, and self-worth which all are quoted as contributors for their consistent re-
tention in care. On the contrary, for the comparison group, forgetfulness, internal 
stigma and lack of interest (depression) are cited as major constraints that discour-
age attendance to their appointments. This is reflected in the large difference in 
mental health scores noted between the ES and the comparison group in favor of 
the former (67.8 vs. 50.8).
Conclusions: The study suggest that participation in ES contributes to improve re-
tention in care among food insecure PLHIV which may be explained by the effects 
of the intervention in improving mental health aspects of quality of life and eco-
nomic well-being. Thus, ES can be taken as a strategy to improve retention in care 
among PLHIV in resource-limited settings. 

TUPED1312
Evaluation of electronic medical records to track patients  
across health facilities in Malawi: case of women participating  
in Option B+ program at Bwaila District Hospital
B.C. Mthiko1, M. Msukwa2,3, A. Bengtson4, M. John1, M. Chagomerana1,  
R. Mwanjomo2, J. Phulusa1, M. Chawani2, R. Flick1, A. Jumbe1, C. Melhado1,  
B. Harrington1, M. Hosseinipour1,4 
1University of North Carolina Project-Malawi, Research, Lilongwe, Malawi, 2Baobab 
Health Trust, Medical Informatics, Lilongwe, Malawi, 3University of Bern, Data, 
Lilongwe, Malawi, 4University of North Carolina, Epidemiology, North Carolina, 
United States 
Presenting author email: bmthiko@unclilongwe.org

Background: The introduction of Option B+ program in Malawi has resulted in a 
large number of women starting antiretroviral therapy (ART). However, it is not 
easy to accurately trace all lost to follow up (LTFU) and transferred out patients 
using conventional methods only. Currently, Malawi uses an Electronic Medical 
Record System (EMRS) developed and maintained by Baobab Health Trust at over 
86 health facilities, including all large volume ART clinics. Approximately 40-45% 
of all ART patients receive care at facilities with EMRS. We evaluated the feasibil-
ity of EMRS as a tool for tracing LTFU and transferred out women participating in 
option B+ across health facilities in Malawi.
Methods: We conducted a retrospective cohort study of HIV-infected pregnant 
women who enrolled in Option B+ and were LTFU at Bwaila Hospital or were trans-
ferred out to EMRS facilities within central Malawi between January 2015 and June 
2016. We assessed for matches across all 20 facilities with EMRS in central Malawi. 
Many-to-one probabilistic record linkage algorithm was employed to assess records 
for matches using last name, first name and date of birth.
Results: Of 385 women recorded as LTFU, 127(33.0%) records were found at 
other health facilities other than Bwaila, while 12(48.0 %) of the 25 women docu-
mented to have transferred out were found at other facilities within central Malawi. 
However, none were found at the facilities documented on the transfer. Median 
time between last visit and registration at the new health facility was 110 days 
(IQR=72-250) for LTFU and 199.5 days (IQR =179-270) for those transferred 
out. Sensitivity and specificity for both groups was 60.6% (95%CI: 51.6-69.8) and 
88.0% (95%CI: 83.4-91.7) respectively.
Conclusions: Linkage across EMR modules and facilities can identify women who 
are LTFU, detect those at risk for lost to follow-up and confirm patient transfers. 
Continued expansion of electronic medical records may improve the ability to track 
patient outcomes. 
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TUPED1313
High linkage to ART and HIV RNA suppression among  
HIV-positive MSM and TG, along with high PrEP uptake  
among HIV-negative MSM and TG, through community-led 
health service model in Thailand
R. Vannakit1, J. Jantarapakde2, S. Pengnonyang2, T. Pankam2, D. Trachunthong2,  
K. Pussadee3, R. Reankhamfu4, D. Linjongrat5, S. Janyam6, T. Nakpor7,  
P. Leenasirimakul8, T. Jadwattanakul9, A. Nilmanat10, S. Charoenying11, S. Mills11,  
P. Phanuphak2, M. Cassell1, A. Schubert1, N. Phanuphak2 
1Office of Public Health, U.S. Agency for International Development Regional 
Development Mission Asia, Bangkok, Thailand, 2The Thai Red Cross AIDS Research 
Centre, Bangkok, Thailand, 3HIV-NAT, Bangkok, Thailand, 4Caremat Organisaiton, 
Chiang Mai, Thailand, 5Rainbow Sky Association of Thailand, Bangkok, Thailand, 
6The Service Workers In Group Foundation, Bangkok, Thailand, 7Sisters Foundation, 
Chonburi, Thailand, 8Nakornping Hospital, Chiang Mai, Thailand, 9Queen Savang 
Vadhana Memorial Hospital, Chonburi, Thailand, 10Hat Yai Hospital, Songkhla, 
Thailand, 11FHI 360 and USAID LINKAGES Project, Bangkok, Thailand  

Background: More than half of new HIV infections annually occur among men who 
have sex with men (MSM) and transgender women (TG) in Thailand. To more effec-
tively and efficiently prevent and treat HIV in these populations, a community-led 
health service (CLHS) model was established in Bangkok, Chiang Mai, Pattaya and 
Songkhla to train and mentor peers to provide HIV clinical services as community 
health workers (CHW) at non-government organizations.
Methods: Thai MSM and TG aged ≥18 years were recruited through six community-
based organizations from May 2015 - September 2016. Trained CHWs provided 
same-day result HIV testing and sexually transmitted infection (STI) screening at 
baseline. HIV-positive clients had point-of-care CD4 measurements, immediate 
offers of antiretroviral therapy (ART) and HIV RNA assessments at six-months. 
Pre-exposure prophylaxis (PrEP) was offered to a subset of HIV-negative clients. 
We evaluated risk characteristics, HIV diagnosis yield, ART uptake and virologic 
suppression rates among HIV-positive clients, PrEP uptake, and HIV incidence.
Results: Of 2,497 participants enrolled, HIV prevalence was 18.15% in MSM 
(n=1,763) and 8.99% in TG (n=734) and incidence was 5.86 (3.90-8.82) per 100 
person-years among MSM and 2.48 (0.93-6.61) per 100 person-years among TG. 
Among 386 HIV-positive participants, median (IQR) CD4 count was 370 (267-
504) cells/mm3 at baseline and 82% initiated immediate ART with a median (IQR) 
time to ART initiation of 15 (8-22) days. HIV-positive participants were more likely 
to have: never had HIV testing (66% vs. 45%, p< 0.001), have STIs at baseline (58% 
vs. 29%, p< 0.001); reported unprotected sex (84% vs. 76%, p=0.002); receptive 
anal sex (83% vs. 71%, p< 0.001); use of amphetamine-type stimulants (9% vs. 6%, 
p=0.03) in the past 6 months; and, never heard of PrEP (32% vs. 23%, p< 0.001). 
Among 70% retained on ART at six months, 93% had HIV RNA < 1,000 copies/mL. 
Of 409 HIV-negative participants offered PrEP, uptake was 40.1%.
Conclusions: The CLHS model is highly feasible and effective, enabling previously 
unreached high-risk populations to access HIV testing and treatment services early 
as demonstrated by high HIV yield, rapid linkage to ART, high retention rate, high 
virologic suppression rates, and high PrEP uptake in this cohort. 

TUPED1314
Utility of SMS-based reporting for supply chain management 
and fast tracking PMTCT intervention: a pilot study in West 
Bengal
K. Sachdeva1, S. Ganguly2, P. Sarkar3, A. Hegde4, S. Swarankar1 
1National AIDS Control Organisation, Basic Services, Delhi, India, 2West Bengal AIDS 
Control Society, Basic Services, Kolkata, India, 3Department of Health and Family 
Welfare, HIV, Kolkata, India, 4National AIDS Control Organisation, Basic Services, 
Thane, India 
Presenting author email: drsachdevak@gmail.com

Background: Under National AIDS Control Program, commodities like testing kits 
and drugs are procured centrally and supplied to the States for further distribution 
to the facilities. Monitoring of drugs and testing kits placed at the facility and timely 
replenishment of stock to the facility is a real challenge to the State AIDS Control 
Society (SACS). Excel sheet was used to report the stock from the field level status 
on a weekly basis. In addition, for facilitating linkage of all HIV positive pregnant 
women to treatment and continuum of care services, real-time information of posi-
tive pregnant women detection was utmost required centrally, which could help to 
minimize linkage loss.
Methods: A mobile sms-based reporting system on stock management and link-
age mechanism was developed by SACS in collaboration with State Information 
Technology cell. Mobile number of identified focal person at each facility was linked 
to the system and she/he need to send weekly stock report of seven main consum-
ables in single sms syntax to a specified number at the end of every week. Similarly 

the details of HIV positive pregnant women are sent in specified syntax from mobile 
number of the focal person of the facility. Web based monitoring of stock and link-
age to care services could be conducted by SACS.
Results: The number of facilities reporting stock out of commodities decreased 
from 10% to 2% and linkage of HIV positive pregnant women to treatment and care 
services increased from 80% to 95% , after the implementation of the weekly SMS 
reporting system.
Conclusions: This system being an offline reporting, is easy to implement in rural 
part of the State. Inbuilt central feedback mechanism ensures that the focal person 
at the facility upload correct data and in time. This system could be easily replicated 
across the country and is cost effective. 

TUPED1315
Outcomes and predictors of linkage to care among newly 
diagnosed human immunodeficiency virus (HIV) infected 
patients in Central Kenya
J.K. Muthoka1,2, R.K. Muinde3, F.G. Njogu-Ndongwe4, P. Wekesa4 
1Center for Health Solutions, Programs, Nairobi, Kenya, 2Jomo Kenyatta University 
of Agriculture and Technology (JKUAT), Public Health, Nairobi, Kenya, 3Centre for 
Health Solutions- Kenya, Program, Nairobi, Kenya, 4Centre for Health Solutions- 
Kenya (CHS), Program, Nairobi, Kenya 
Presenting author email: ken.muthoka@gmail.com

Background: There is substantial loss of HIV infected clients after diagnosis and 
before enrolment into HIV care in Kenya. The extent of the loss after HIV diagnosis 
and the reasons for the loss are not well documented in Kenya. This information 
will help programs to know the extent of the problem and areas to intervene. The 
aim was to determine the proportion who get linked to HIV care and the predictors 
of linkage to care among newly diagnosed HIV infected clients in Central Kenya.
Methods: This was a retrospective cohort with a sample of 634 newly diagnosed 
HIV patients from October 2015 to March 2016. The subjects were selected from 
Thika, Murang’a, Karatina and Nyahururu Hospitals. Each client was followed for up 
to three months to determine the outcome of the referral. 
A data abstraction tool was used. Proportions were computed for patient character-
istics and outcomes. Logistic regression was used to determine predictors of link-
age. Kaplan Meier graph was done to show difference in time to enroll.
Results: Of 634 patients, 62.6% were females, 98.9% were referred to HIV care, 
96.7% were documented in linkage register, 77% were linked to care, 53.8% were 
assessed for ART eligibility, 38.8% were eligible and 34.1% were started on ART.
Patients diagnosed at inpatient had a 3.5 fold (p<0.05) higher odds of failure to 
be linked compared to those diagnosed at outpatient. Those diagnosed at HIV 
clinic were 2 times more likely to link (p<0.05) than those diagnosed at outpatient. 
Referral to a different facility (OR 2.3, p<0.05), non-documentation on link-
age register (OR 2.3, p<0.05) and missing phone number information (OR 3.9, 
p<0.05) were associated with failed linkage.

[Figure 1. Time to enroll after HIV testing (p<0.05)]

Conclusions: The findings show certain predictors that can be addressed at program 
level to improve linkage to HIV care. 
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TUPED1316
Linkage of HIV-positive clients to antiretroviral care and 
treatment: an assessment of a finance-based linkage system  
in Nigeria
A.E. Ogundana1, M. Sadiq2 
1Diadem Consults Ltd, Abuja, Nigeria, 2Diadem Consults Ltd, Utako, Nigeria  

Background: Community-based HIV Testing and Counselling (conducted outside 
of a health facility) has the potential to identify asymptomatic HIV-positive indi-
viduals at high CD4 counts. However, linkage to care remains a challenge for those 
identified at these settings. We assessed the effect of a finance based linkage-to-
care intervention in Nigeria.
Methods: A reimbursable coupon mechanism was implemented in Benue, 
Nasarrawa and the Federal Capital Territory, Abuja, Nigeria in 2016. HIV positive 
clients identified at outreaches were issued coupons and referred to ART clinics. 
Data from those who were enrolled into care were abstracted from facility record. 
Data from a period prior to commencement of the coupon system (pre-coupon 
phase) were collated for comparison. Descriptive statistics and Chi square tests of 
comparison for differences between categorical variables were conducted. Logistic 
regression was used to assess the effect of the coupon system on linkage and enroll-
ment into HIV care and treatment.
Results: A total of 120 and 806 HIV positive clients were referred in the pre-cou-
pon (October-December 2015) and coupon phase (January-March 2016) respec-
tively. Majority of the clients were women (64%). Median age for females was 30 
years (interquartile range {IQR}:26 - 35) and 37 years for men (IQR:31 - 40). 
Overall 87% of the clients received a coupon. Median time to linkage to care was 
0 days (IQR: 0-7 days). Enrollment was higher in coupon phase compared to pre-
coupon phase (90% vs. 17%; p<0.0001). Enrollment was similar for women (82%) 
and men (79%;p=0.297). Seventy-one percent compared to only 1% (p<0.0001) 
of clients provided invalid/wrong phone numbers in the pre-coupon and coupon 
phase respectively. When controlled for sex and if a client received coupon, logistic 
regression showed that those who received coupon were 38 times more likely to be 
linked and enrolled into care [OR: 38.2; 95% CI:22.7 - 64.2, p<0.0001).
Conclusions: The coupon system resulted in 90% of clients being linked and en-
rolled into care. The coupon has addressed a key barrier to linkage and its strong 
association to linkage is a promising strategy that must be scaled up. Reaching the 
UNAIDS 90:90:90 goal is achievable if evidence based and innovative strategies 
are implemented. 

TUPED1317
Strategies for linking adolescents living with HIV (ALHIV)  
to HIV services: experience from Benue state, Nigeria
V. Isiramen1, O. Akinleye2, G. Wende3, G. Dura4, F. Agarau5 
1UNICEF, Children and AIDS Section, Abuja, Nigeria, 2UNICEF, Children and 
AIDS Section, Enugu, Nigeria, 3Benue State Agency for the Control of AIDS, MOH, 
Markurdi, Nigeria, 4Benue State Agency fOr the Control of AIDS, MOH, Markurdi, 
Nigeria, 5Education as Vaccine, Abuja, Nigeria 
Presenting author email: visiramen@unicef.org

Background: Much progress have been made in the HIV response, however ALHIV 
are left behind globally. While HIV related mortality has reduced by 25% in the 
general population, it has increased by 50% in adolescents. An HIV free generation 
is possible only when adolescents left behind are identified and placed on treatment 
especially in Nigeria where 10% of ALHIV reside.
Methods: A pilot project was conducted to evaluate approaches to the delivery of 
comprehensive HIV services for Adolescents and Young People (AYP) in Gboko 
and Makurdi Local Government Areas (LGA) in Benue state, Nigeria. The pilot had 
3 components: intensive demand creation, facility and outreach based HIV testing 
and counselling (HTC), and referral of HIV positive clients to HIV treatment ser-
vices. Two approaches were applied to test the most effective strategy for ensuring 
AYP testing positive were successfully referred to HIV treatment services. Under 
the same conditions, AYP testing positive during outreaches in Makurdi LGA were 
referred to HIV services by the use of peer escorts only; while those in Gboko LGA 
were referred using both peer escorts and SMS message reminders. Effectiveness 
was measured in terms of the number of HIV positive adolescents and young people 
who were successfully referred to HIV treatment services.
Results: Overall 401 (97.6%) AYP were successfully linked to HIV services. The 
use of peer escorts resulted in 208 (98.6%) AYP being successfully linked to HIV 
services in Markudi, while the use of peer escorts together with text message re-
minders resulted in the successful referral of 193 (96.5%) AYP in Gboko. (Table: 
1). The addition of text messages did not result in a statistically significant rate of 
successful referral (P>0.05). 

Access to follow-up services 
after HIV test and referral

Peer escort support 
only (Makurdi LGA)

Peer escort & text 
message (Gboko LGA) Total

Yes 208 (98.6%) 193 (96.5%)* *p>0.05 401 (97.6%)
No 3 (1.4%) 7 (3.5%) 10 (2.4%)
Total 211 200 411

[Distribution of AYP Acessing Services ]

Conclusions: This pilot highlights that interpersonal communication is an effective 
means of referral for adolescents and is not significantly augmented by the use of 
text messages. 

TUPED1318
A comparative analysis of barriers and facilitators to HIV service 
utilization among three key populations in Zambia
N. Pilgrim1, M. Musheke2, H.F. Raymond3, R. Keating4, H. Witola5, L. Banda2,  
D. Mulenga2, L. Phiri2, S. Geibel1, W. Tun1 
1Population Council, HIV & AIDS Program, Washington, United States, 2Population 
Council, HIV & AIDS Program, Lusaka, Zambia, 3San Francisco Department of 
Health, San Francisco, United States, 4University of California, San Francisco, United 
States, 5National AIDS Council, Lusaka, Zambia 
Presenting author email: npilgrim@popcouncil.org

Background: Female sex workers (FSWs), men who have sex with men (MSM), and 
people who use drugs (PWUD) are key populations (KPs) at high risk of HIV acqui-
sition and transmission. In Zambia, their behaviors are illegal and little information 
exists about their HIV prevention, care and treatment needs. We compared barriers 
and facilitators to HIV service utilization among these populations.
Methods: Focus group discussions (FGDs) and in-depth interviews (IDIs) were 
conducted from July 2013 to September 2015 in nine districts in Zambia. 196 FSWs 
participated in 65 IDIs and 18 FGDs; 102 MSM in 38 IDIs and 10 FGDs; and 72 
PWUD in 28 IDIs and 7 FGDs. Interview guides gathered information on knowl-
edge, attitudes and experiences surrounding existing HIV/STIs service utilization. 
Thematic content and constant comparative analysis was used.
Results: Four domains emerged as facilitators and barriers to HIV service utiliza-
tion differing by KP and health facility type- private, public, NGO, and traditional 
healers. 
Interpersonal factors - 
(a) need to protect privacy served as a barrier for all KPs; 
(b) need to protect themselves and others from HIV was a facilitator among FSWs 
and MSM; and 
(c) fear of HIV test results was a barrier among FSWs and PWUD. 
Confidentiality and privacy -
(a) all KPs agreed it was lacking in public but present in private facilities; and 
(b) fear of legal prosecution, believing public facilities reveal their behaviors to po-
lice, was a barrier for MSM and PWUD. 
Patient-centered care - 
(a) fear of and experienced stigma and discrimination and 
(b) unwelcoming environments were barriers for all KPs in public facilities but not 
at other facility types. 
Accessibility - 
(a) available and free services at public facilities facilitated FSWs and PWUD ac-
cess; high cost at private facilities hindered access by FSWs and MSM;
(b) long waiting times for FSW and PWUD and 
(c) lack of support organizations for PWUD served as barriers.
Conclusions: There is need to improve HIV services, especially in public health 
facilities, for KPs. Furthermore, services must take into account the unique cir-
cumstances of each KP in order to adequately meet their HIV prevention, care and 
treatment needs. 
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TUPED1319
Reasons for switching from first-line to second-line ART 
regimen among patients recorded in the APMR database  
in Swaziland
N.H. Nxumalo1, T. Motsa2, F. Shabalala3, M. Shongwe3, A. Wagner4, M. Malik5,  
K. Matshotyana1, K. Payne5 
1Management Sciences for Health, Mbabane, Swaziland, 2Ministry of Health, Strategic 
Information Department, Mbabane, Swaziland, 3University of Swaziland, Faculty of 
Health Sciences, Mbabane, Swaziland, 4Harvard Medical School, Harvard Pilgrim 
Health Care Institute, Boston, United States, 5Management Sciences for Health, 
Arlington, United States  

Background: In Swaziland, successful scale-up of antiretroviral therapy to near-
universal access has led to a need to strengthen patient monitoring to achieve 
treatment outcomes. Management Sciences for Health (MSH) has supported the 
ministry of health (MOH) over the past eight years to improve HIV data man-
agement and use. This support included the development, implementation, and 
support of an electronic medical record database, the ART patient management 
system (APMR) at all HIV treatment sites. In an effort to demonstrate and build 
capacity of MOH on how routine data stored in the APMR can be used to inform 
HIV programming decisions, the systems for improved access to pharmaceuticals 
and services (SIAPS) project worked with MOH to conduct a study to identify rea-
sons for switching from first to second line ART regimen. Knowing the reasons for 
switching to second line is critical for the ART programme to put in place interven-
tions to prevent unnecessary switches while ensuring timely switching for those who 
are eligible.
Methods: This was a retrospective-descriptive study aimed at documenting the 
reasons for switching from first line to second line ART regimen as recorded in the 
APMR. Data used for analysis of this study was extracted from the national APMR 
database. Data was analysed using SPSS version 2.0; STATA-12, and presented as 
descriptive statistics.
Results: A total of 4266 ART patients identified as having switched from first to 
second line regimen between years 2010 to 2015 were studied. A large proportion 
of these patients were among the age range 25-44 years (32.6%). 67% of patients 
who switched had no recorded reasons for regimen switching. 15.3% (N=4266) 
registered treatment failure as the main reason for regimen switching. Toxicity was 
recorded in 8% of patients records, clinical reasons (2, 7%), and ‚other’ reason were 
recorded in 5.5% of the patients records.
Conclusions: The findings of this study further support the need for routine viral 
load monitoring as part of HIV treatment standard of care.There is also a need to 
strengthen data collection into the APMR system to correctly inform analysis into 
the reasons for regimen switching. 

TUPED1320
An evaluation of the Elizabeth Glaser Pediatric AIDS 
Foundation supported quality improvement program in 
Zimbabwe, 2016
B. Mutede1, R. Chivanga1,2, S. Balachandra3, J. Mandisarisa3, J. Murungu4,  
A. Mahomva1, T. Nyamundaya5,6 
1Elizabeth Glaser Pediatric AIDS Foundation, Harare, Zimbabwe, 2Midlands State 
University, Applied Statistics, Gweru, Zimbabwe, 3Centers for Disease Control 
Zimbabwe Mission, CDC/CGH/DGHT, Harare, Zimbabwe, 4Ministry of Health 
and Child Care, AIDS and TB, Harare, Zimbabwe, 5Elizabeth Glaser Pediatric AIDS 
Foundation (EGPAF), Harare, Zimbabwe, 6University of Zimbabwe College of Health 
Sciences, Community Medicine, Harare, Zimbabwe 
Presenting author email: tnyamundaya@pedaids.org

Background: In 2013, the Zimbabwe Ministry of Health and Child Care developed 
the national HIV Quality Improvement (QI) Program in partnership with Elizabeth 
Glaser Pediatric AIDS Foundation (EGPAF) and HEATLHQUAL International. 
The program seeks to improve uptake of HIV prevention, care and treatment ser-
vices in 14 priority areas covering children, pregnant women and general OI/ART 
clients. From June 2015, EGPAF supported 310 health facilities in 63 districts to 
implement the HIV QI program. We evaluated the EGPAF supported QI program.
Methods: A one-group pre-test post-test quasi-experimental retrospective re-
view was conducted on 310 health facility records to determine changes in ser-
vice uptake during QI implementation. The mean differences between indicator 
performance at baseline (July to December 2015) and during the QI implementa-
tion period (January to June 2016) for 13 of the 14 service delivery areas for all 
the facilities were tested for significance through paired t-testing at a=5%. Data 
were analyzed using Stata 13. In each facility, the six-month implementation period 
comprised performance measurement, structured QI coaching by EGPAF staff, 
planning activities to improve service weaknesses discovered during data review and 
testing changes to improve uptake.

Results: Overall uptake in 9 out of the 13 reviewed service delivery areas had signif-
icantly improved following the QI intervention, p < 0.05. (Table1). These comprised 
5 out of 7 adult OI/ART indicators and half of the pediatric HIV treatment and care 
indicators. These improvements were observed across the entire cascade.
Conclusions: Our findings show that tailored QI interventions can lead to sig-
nificant improvements in HIV service delivery in a high-prevalence setting such 
as Zimbabwe. QI should be considered as an effective strategy to increase service 
uptake and adherence to standard guidelines on HIV management. 

QI Indicator Baseline Endline p-value
% HIV- pregnant women retested in 3rd trimester 36.1% 65.2% <0.001
% HEI with DBS collected age <2 mos 71.2% 77.5% 0.0054
% HEI with DBS <2 mos & result c/in 1 mo 15.6% 26.9% <0.001
% HIV+ pregnant women start same-day ART 60.4% 69.9% 0.0055
% retained on ART in the past 6 mos 87.2% 90.9% 0.0077
% children start ART <2yrs & retain at 6 mos 3.4% 44.3% <0.001
% ART clients with adherence assess last visit 78.3% 89.2% <0.001
% ART clients with routine CD4 monitoring 12.4% 15.8% 0.0084
% HEI initiated on cotrimoxazole prophylaxis 65.8% 74.2% <0.001

[Table 1: Comparison of service uptak]

TUPED1321
The standardized pediatric expedited encounters for ART drugs 
initiative: description and evaluation of an innovative pediatric 
ART health service delivery model in Tanzania
J. Bacha1,2,3, L. Aririguzo2, S. Wanless1, K. Ngo1,2, L. Campbell1,2,3, G. Shutze1,2 
1Baylor International Pediatric AIDS Initiative (BIPAI) at Texas Children’s Hospital, 
Houston, United States, 2Baylor College of Medicine, Pediatrics, Houston, United 
States, 3Baylor College of Medicine Children’s Foundation, Pediatrics, Mbeya, 
Tanzania, United Republic of 
Presenting author email: bacha@bcm.edu

Background: As countries scale up antiretroviral therapy (ART) for children, in-
novative strategies to deliver quality services to children are needed. Differentiated 
ART delivery models have been successful in adults, but no such program has 
been described in children. We describe the Standardized Pediatric Expedited 
Encounters for ART Drugs Initiative (SPEEDI).
Methods: We conducted a retrospective cohort analysis for children and ado-
lescents on ART at the Baylor Centre of Excellence (COE) in Mbeya, Tanzania 
between January 2013 and December 2015 comparing patients with at least one 
SPEEDI visit to those pre-SPEEDI implementation. Stable children and adoles-
cents on ART for approximately 3 months or longer, no medical or social compli-
cations, good adherence to ART, and having a reliable caregiver were eligible for 
SPEEDI and seen every two-months alternating SPEEDI visits with standard visits. 
During a SPEEDI visit, patients were fast tracked in triage to collect medications 
directly. Baseline characteristics and outcomes of the two groups were compared 
and Kaplan-Meier survival curves and the hazard ratio were calculated in the sur-
vival analysis.
Results: 1164 patients utilized SPEEDI, totaling 3493 SPEEDI visits. SPEEDI 
reached 51.3% (1164/2269) of pediatric ART patients, accounting for 7.7% 
(3493/44489) of total patient encounters. SPEEDI patients were 52% (605/1164) 
female, median age of 11.7 years (range 1.2-25.5yr), median time on ART of 21 
months (range 4-130 months) and 83.5% (964/1155) categorized as no or mild 
HIV-associated immunodeficiency. SPEEDI patients had significantly higher per-
centage of good outcomes (98.8% vs. 94.5%, p<0.001), lower LTFU (0.1% vs. 2.1% 
p<000.1) and lower mortality rates (0.61 deaths vs. 2.59 deaths per 100 patient-
years) compared to pre-SPEEDI patients. There was a statistically significant dif-
ference in the survival curves favoring SPEEDI patients (Hazard ratio log rank sta-
tistic = 1.786, 95% CI 1.271-2.508, p<0.001).
Conclusions: SPEEDI was an effective model for delivering ART to children and 
adolescents in our setting, leading to good clinical outcomes. The SPEEDI program 
safely and effectively expedited and spaced out ART visits for children and adoles-
cents, and can serve as an adaptable ART delivery model for other resource limited 
settings. 
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TUPED1322
“If I’m not in the club, I have to move from one chair to 
another.” A qualitative evaluation of patient experiences of 
adherence clubs in Khayelitsha and Gugulethu, South Africa
E. Venables1,2, C. Towriss3,4, Z. Rini3, X. Nxiba1, S. Solomon1, T. Cassidy1,  
A. Grimsrud5, L. Myer3,6, L. Wilkinson1 
1Medecins Sans Frontieres, Cape Town, South Africa, 2University of Cape Town, 
Division of Social and Behavioural Sciences, School of Public Health and Family 
Medicine, Cape Town, South Africa, 3University of Cape Town, Centre for Infectious 
Disease Epidemiology Research, Faculty of Health Sciences, Cape Town, South Africa, 
4University of Cape Town, Centre for Actuarial Research, Faculty of Commerce, Cape 
Town, South Africa, 5International AIDS Society, Cape Town, South Africa, 6University 
of Cape Town, Division of Epidemiology and Biostatistics, School of Public Health & 
Family Medicine, Cape Town, South Africa  

Background: Quantitative outcomes of adherence clubs (ACs), an ART delivery 
model differentiating care for stable adults, have been well described for pilot and 
scaled implementation in South Africa. ACs are comprised of 15-30 stable ART 
patients, meet five times per year at their clinic/community location and are facili-
tated by a lay health-care worker who distributes pre-packed ART. To date, there 
has been no qualitative evaluation of the ACs. We explored the experiences of AC 
members and non-members.
Methods: Eleven focus group discussions with 85 participants and 43 in-depth in-
terviews were conducted in Khayelitsha and Gugulethu, Cape Town, South Africa. 
FGD participants were current AC members and interview participants were stable 
patients who had never joined an AC and AC members referred back to clinician-
led facility-based ‚routine’ care due to missed appointments or viral rebound. Both 
were conducted in isiXhosa, translated and transcribed into English, entered into 
NVivo, coded and thematically analysed.
Results: ACs saved patients time and money and created peer-support networks. 
Perceived benefits included fewer clinic visits, longer drug refills and allowing re-
fill collection up to 5 days late or by a ‚buddy’. Perceived disadvantages included 
reduced regular access to a clinician. Patients talked about membership as an 
achievement and considered being returned to routine care a ‚failure’. AC removal 
for missed appointments or viral rebound were acceptable rules to those in ACs, but 
perceived as unfair by those referred-out. Patients viewed little value in increased 
clinical support provided after losing AC benefits. Moving between ACs and rou-
tine care created frustration and broke down trust in the health-care system and 
relationships with health-care providers, especially when referral criteria weren’t 
fully understood. Stable patients not in ACs had heard of clubs, but did not feel suf-
ficiently empowered to request enrolment if not directly offered by their clinician, 
or if offered, did not fully understand the enrolment process.
Conclusions: The AC model was considered acceptable by patients, with specific 
appreciation for refill collection flexibilities. Improved patient understanding of en-
rolment processes, eligibility and referral criteria and the role of clinical oversight is 
essential for building relationships with health-care workers and trust in the overall 
health-care system. 

TUPED1323
The role of community drug distribution point of care model on 
retention of HIV-positive individuals from a pastoral community 
in Kigaju, Kalungu district
K. Musinguzi Rugamba, P. Gonza K., C. Senyimba, B. Mukasa 
Mildmay Uganda, Kampala, Uganda 
Presenting author email: kenneth.musinguzi@mildmay.or.ug

Background: Retention in care of HIV-positive individuals residing in pastoral com-
munities is essential for successful HIV management. Mildmay Uganda (MUg) 
developed a partnership with Bukulala HC IV, Kalungu district to establish a com-
munity drug distribution point to facilitate persons living with HIV from a pastoral 
community at Kagaju to access HIV care and treatment. The purpose of this paper 
is to highlight lessons learnt from implementation of this care model.
Methods: Mildmay working with Bukulula HC IV, a community drug distribution 
point of care model was established at Kigaju pastoral village in October of 2011. The 
health workers at the health facility identified clients residing in a pastoral commu-
nity. Training sessions on adherence to ART, retention in care, and aim of this care 
model were given to all clients. The clinical team packs ARV drugs and distributes 
them to clients on scheduled appointment dates every month. Clinical evaluations 
would be done by clinicians at Bukulala HC IV every after every 3 months and ART 
response monitoring using viral load was done every after 6 months.
Results: A total of 139 adult clients on ART were enrolled on this care model. 
Majority (63%) were female. Majority (81%) consistently kept their clinic appoint-
ments and were retained in care. 91% (102/112) reported good adherence on ART. 
82 clients were had their viral load test done, and 98% (80/82) were virally sup-

pressed (viral load < 1,000 copies/mL as per national guidelines). There were no 
new WHO clinical stage 3 or 4 events reported among these clients during the 
follow-up period.
Conclusions: Community drug distribution point of care model was successfully 
integrated into HIV program serving a pastoral community. The retention in care of 
81% and viral suppression of 98% are encouraging. 

TUPED1324
Community-based ART Initiation, delivery and monitoring 
in rural Southwest Uganda: participant experiences of a 
differentiated model of HIV care delivery
M.A. Wyatt1,2, E.E. Pisarski1, M.L. Krows3, B. Turyamureeba4, S. Asiimwe4,  
C.L. Celum5, R.V. Barnabas6, N.C. Ware1 
1Harvard Medical School, Global Health and Social Medicine, Boston, United States, 
2Harvard Global, Cambridge, United States, 3University of Washington, International 
Clinical Research Center, Seattle, United States, 4Integrated Community Based 
Initiatives, Kabwohe, Uganda, 5University of Washington School of Medicine, Medicine 
and Global Health, Seattle, United States, 6University of Washington, Global Health, 
Seattle, United States 
Presenting author email: monique_wyatt@hms.harvard.edu

Background: In settings of high HIV prevalence and resource scarcity, differenti-
ated models of HIV care refocus clinical resources on symptomatic patients, while 
providing stable clients with less intensive community-based services. By adapt-
ing services for particular patient groups, this client-centered approach can reduce 
burdens on health care systems. Individuals’ experiences of differentiated care will 
inform how future services are utilized. Using qualitative data from a randomized 
trial of community-based ART initiation, delivery and monitoring, we describe par-
ticipant experiences of a differentiated model of ART delivery.
Methods: The Delivery Optimization for Antiretroviral Therapy (DO ART) study 
is evaluating community-based ART initiation and follow-up compared to clinic-
based care in rural southwest Uganda and Kwa-Zulu Natal, South Africa. Fifty DO 
ART study participants from the Uganda site were purposefully sampled for quali-
tative research. Sampling aimed to represent a range of experiences across three 
study arms at different stages of HIV follow-up care. Data collection included in-
depth interviews eliciting participants’ experiences of initiating ART and receiving 
follow up. Trained research assistants conducted interviews and transcribed the au-
dio-recordings into English. For this analysis, transcripts were inductively content-
analyzed to characterize interviewees’ experiences of this differentiated model of 
care. Results are represented as descriptive categories.
Results: Overall, qualitative interview data reveal a favorable response to commu-
nity-based care experiences. Compared to clinic-based care, perceived advantages 
of home ART initiation and community-based follow-up include: 
(1) convenience: ART delivery in communities saves time and money otherwise 
spent on travel to clinics;
(2) personalized services: one-on-one interactions with health workers in commu-
nities allow time to address individual questions and concerns; 
(3) increased privacy: receiving services at home or in communities (e.g. mobile 
vans) eliminates the possibility of being recognized at clinics, decreasing disclosure 
risk; and 
(4) responsiveness: focused attention and flexible approaches to care outside clinic 
settings communicate caring, strengthening patients’ commitment to treatment.
Conclusions: These data suggest community-based ART initiation and follow-up 
is an acceptable and effective approach to HIV service delivery in rural Uganda. 
Differentiated models of care are a promising strategy for eliminating longstanding 
access barriers and improving HIV service quality from the perspectives of HIV-
infected persons living in rural sub-Saharan Africa. 

TUPED1325
Retention and viral suppression outcomes of patients enrolled  
in family ART adherence clubs in Cape Town, South Africa
P. Tsondai1, L. Wilkinson1,2, R. Henwood2, A. Ullauri1, T. Cassidy2, S. Tutu3,  
M.-A. Davies1 
1University of Cape Town, School of Public Health and Family Medicine, Cape Town, 
South Africa, 2Medecins Sans Frontieres, Cape Town, South Africa, 3Provincial 
Government of the Western Cape, Department of Health, Cape Town, South Africa 
Presenting author email: lynne.susan.wilkinson@gmail.com

Background: Design and implementation of differentiated antiretroviral therapy 
(ART) delivery models are important for children as well as adults. Since 2011, HIV 
positive children (stable on ART) and their caregivers (stable or not on ART) were 
offered the option to enroll in family ART adherence clubs (FCs) - a healthcare 
worker managed group model of ART delivery for families with five visits per year. 
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Patients that require more frequent adherence or clinical follow-up are referred 
back to clinician-led individual care. We describe retention and viral suppression 
outcomes of patients enrolled in FCs.
Methods: We conducted a retrospective cohort analysis of children and caregiv-
ers on ART enrolled in FCs between March 2011 and December 2014. We linked 
patients to service access data to validate retention and virologic outcomes and 
using Kaplan-Meier methods estimated the outcomes: retention, loss to follow 
up (LTFU), transfers (TFO), mortality and viral load completion and suppression 
(≤400 copies/mL).
Results: 163 children and 84 caregivers on ART were included in this analysis, con-
tributing 733 person-years of follow up (88% in FC, median 3.7 years). At enrol-
ment, 45% of children were female, median age 8.7 (Interquartile range (IQR), 
6.3-11.1) years; and 95% of caregivers were female, median age 37.7 (IQR, 33.5-
41.8) years. Cumulatively retention remained high from 12 to 36 months among 
both children (94-86%) and caregivers (94-90%) (Table 1). 

Duration of 
follow up n (%) Loss to follow up % 

(95% CI)
Transfers % 

(95% CI)
Retention % 

(95% CI)

Children 163  

12 months 148 2.5 (0.9 - 6.5) 3.8 (1.7 - 8.3) 93.7 (88.7 - 96.6)
24 months 139 4.5 (2.2 - 9.3) 3.8 (1.7 - 8.3) 91.8 (86.3 - 95.2)
36 months 112 9.0 (5.3 - 15.1) 5.3 (2.7 - 10.3) 86.1 (79.5 - 90.8)

Caregivers 84  

12 months 74 5.0 (1.9 - 12.7) 1.2 (0.2 - 8.2) 93.9 (85.9 - 97.4)
24 months 59 7.6 (3.5 - 16.2) 1.2 (0.2 - 8.2) 91.3 (82.6 - 95.8)
36 months 45 7.6 (3.5 - 16.2) 2.9 (0.7 - 11.3) 89.7 (80.4 - 94.8)

[Table 1: Kaplan-Meir estimates of outcomes]

After 36 months, 86% (95% confidence interval (CI), 78-92) of children and 95% 
(95% CI, 83-99) of caregivers were virally suppressed, with viral load completion in 
98% and 89% of patients respectively.
Conclusions: The FC model ensured simplified, family-centered HIV care and ART 
refill access for children and their caregivers, supporting high rates of retention and 
viral suppression. These findings provide evidence that differentiated ART delivery 
models can safely be provided to stable children and family-centered management 
is feasible within such group models. 

TUPED1326
Breastfeeding practices and infant care engagement among 
HIV-infected postpartum women on antiretroviral therapy 
(ART) attending community-based adherence clubs (ACs) in 
Cape Town, South Africa
A. Zerbe1, K. Brittain2, T. Phillips2, V.O. Iyun2, E. Mukonda2, E.J. Abrams1,  
L. Myer2, for the MCH-ART Study 
1ICAP at Columbia University, New York, United States, 2University of Cape 
Town, Division of Epidemiology & Biostatistics and Centre for Infectious Disease 
Epidemiology & Research, School of Public Health & Family Medicine, Cape Town, 
South Africa 
Presenting author email: az2258@cumc.columbia.edu

Background: There is an urgent need for effective models to deliver postpartum 
care to women initiating ART in pregnancy and their infants. ACs have been pro-
posed as one model of differentiated care but the ability of ACs to support newly 
postpartum women and maximize maternal and child health (MCH) is unclear.
Methods: As a substudy to the MCH-ART trial, we enrolled newly postpartum, 
breastfeeding women who initiated ART in pregnancy, and asked participants to 
choose between: (i) ACs or (ii) primary care clinics (PHCs) for postpartum ART 
care. Women were followed through 12m postpartum with breastfeeding reported 
at study visits separate from either ART service; evidence of PCR for early infant 
diagnosis (EID) and immunizations were abstracted from routinely-collected re-
cords. In analyses, outcomes were compared to that of a comparator cohort of 
women randomized in the parent study to either (i) an MCH-focused ART service 
or (ii) PHCs for postpartum care.
Results: From February-September 2015, 129 postpartum women were enrolled 
(mean age, 28y), with 65% choosing ACs and 35% choosing PHCs. Median dura-
tion of any breastfeeding was 3.2m in ACs and 3.1m in PHCs (p=0.861); the median 
duration of exclusive breastfeeding was 3.0m and 2.2m (p=0.568), respectively. 
Breastfeeding duration was similar across women attending ACs and those attend-
ing PHCs, but was significantly longer in women attending the MCH-focused ser-
vice (Figure). Of women attending ACs, 96% had evidence of infant PCR testing 
< 12w postpartum, versus 93% of those attending PHCs. The proportion of infants 
with evidence of immunizations received through 10w postpartum was >90% in both 
services. Compared to comparator cohort, no differences were observed in EID or 
immunizations across any of the four ART services compared.

Conclusions: Effective strategies for delivering ART and related services during the 
postpartum period must account for MCH-specific service needs to ensure the 
health of women and their infants.

[Figure. Time to cessation of any breastfeeding, by postpartum ART service.]

TUPED1327
Service delivery costs for HIV treatment under differentiated 
models of care for stable patients in Malawi
K. Callahan1, I. Nnakabonge1, M. Prust2, C. Banda3, R. Nyirenda4,  
F. Chimbwandira4, T. Kalua4, A. Jahn5, M. Eliya4, P. Ehrenkranz6, M. Prescott2,  
E. McCarthy2, A. Gunda3, E. Tagar1 
1Cli, HIV, TB and Health Financing Team, New York, United States, 2Cli, Applied 
Analytics Team, Boston, United States, 3Cli, Lilongwe, Malawi, 4Ministry of Health, 
Department of HIV and AIDS, Lilongwe, Malawi, 5Ministry of Health / I-TECH 
Department of Global Health, Department of HIV and AIDS, Lilongwe, Malawi, 6Bill 
& Melinda Gates Foundation, Seattle, United States 
Presenting author email: kcallahan@clintonhealthaccess.org

Background: Despite gains in improving the efficiency and coverage of antiretrovi-
ral therapy (ART), Malawi is expected to face an ART funding gap in coming years. 
Models of differentiated care may further improve efficiency by streamlining ser-
vices for stable patients. An analysis was conducted to understand the costs as-
sociated with three models of differentiated care in Malawi: multi-month scripting 
(MMS), fast-track refills (FTRs), and community ART groups (CAGs). The models 
were compared against a hypothetical model of monthly clinic visits, which is used 
in many other national ART programs.
Methods: Data were collected in 30 purposefully selected sites that represented a 
range of facility types and sizes. All sites implemented MMS, while four sites also 
offered FTRs and eight sites offered CAGs. Patient visit frequency was measured 
through facility questionnaires and 1,473 observations of visit time and clinic flow. 
Cost modeling was performed in Excel to identify average unit costs of each model 
and the expected resources required for scale up.
Results: Annual per patient costs of MMS, FTRs and CAGs are similar and rep-
resent an estimated 10% reduction compared with a monthly clinical visit policy. 
These reductions are largely driven by decreased visit frequency and the delega-
tion of some service delivery tasks to lower level cadres. Monthly clinic visits for all 
stable patients in Malawi would cost $63.8 million per year. However, $5.8 million 
per year has been saved with current implementation of differentiated care models. 
Expanding participation in the MMS model or coverage of the FTR model would 
lead to $745,000 and $67,000 in additional savings, respectively. Expansion of 
CAGs is not projected to lead to savings given some limited additional supervision 
costs required for implementation.
Conclusions: Malawi has already generated efficiencies in ART service delivery by 
introducing MMS for stable patients. Limited additional savings could be realized 
by improving MMS coverage and, to a lesser extent, by rolling out the FTR model 
nationwide. Since the variation in service delivery costs are largely driven by human 
resource costs, savings would likely be greater in countries where salary levels are 
higher and represent a greater proportion of overall ART costs. 
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TUPED1328
Patient and health worker perspectives on implementation of 
models of differentiated care for stable HIV patients in Malawi
C. Banda1, M. Prust2, R. Nyirenda3, F. Chimbwandira3, T. Kalua3, A. Jahn4,  
M. Eliya3, K. Callahan5, P. Ehrenkranz6, M. Prescott2, E. McCarthy2, E. Tagar5,  
A. Gunda1 
1Cli, Lilongwe, Malawi, 2Cli, Applied Analytics Team, Boston, United States, 3Ministry 
of Health, Department of HIV and AIDS, Lilongwe, Malawi, 4Ministry of Health / 
I-TECH Department of Global Health, Department of HIV and AIDS, Lilongwe, 
Malawi, 5Cli, HIV, TB and Health Financing Team, New York, United States, 6Bill & 
Melinda Gates Foundation, Seattle, United States 
Presenting author email: cbanda@clintonhealthaccess.org

Background: In Malawi, various models of differentiated care have been launched 
for stable HIV patients on antiretroviral therapy (ART), including: multi-month 
scripting (MMS), fast-track drug refills (FTRs), and community ART groups 
(CAGs). These models introduce adjustments to service delivery standards to en-
sure that care is efficient and patient-centered. We aimed to understand the pa-
tient and health worker perspectives on the challenges and successes of implement-
ing these models of care.
Methods: Qualitative data was collected in 30 purposefully selected ART facilities. 
All 30 sites offered MMS, and 8 and 4 sites offered CAGs and FTRs, respectively. 
Semi-structured interviews were held with 32 health workers that manage ART 
clinics, and 30 focus groups were held with 216 patients receiving the models of 
care. Interviews and focus groups were audio recorded, transcribed and coded the-
matically. Dedoose software was used to facilitate analysis.
Results: Patients and health workers reported that these models of differentiated 
care have yielded key benefits, including: reduced travel and visit times for patients, 
reduced health worker burden, decongestion of facilities, and enhanced social sup-
port. Both health workers and patients suggested that these benefits could lead 
to improved patient adherence and retention. At the same time, challenges were 
reported, such as inconsistent stocks of ART and other supplemental drugs like co-
trimoxozole, which can restrict the provision of multi-month refills. For CAGs, the 
group-based nature of the model presented some unique problems, such as con-
flicts within groups or patient concerns about privacy. For all models, some health 
workers had concerns that patients would fail to seek care if they became ill be-
tween appointments, while patients reported having an understanding of the need 
to seek care if they felt ill before an appointment.
Conclusions: Overall, differentiated care is strongly supported by both patients and 
health workers and appears to have significant and immediate benefits. To maximize 
impact, however, challenges relating to supply availability, model logistics, and pa-
tient support should be addressed. Patients are likely to cycle in and out of differen-
tiated care as their needs change and the ability of facility to provide these models 
may vary, so a one-size-fits-all approach to differentiated care is not realistic. 

TUPED1329
Improvements in engagement, retention, and viral  
load suppression in a mobile outreach retention and  
engagement (MORE) project at a community health  
center in Washington DC
B. Walsh1, M. Coleman2, M. Dieterich2, J. Du Mond2, J. Jue3, M. Sadler4,  
S. Saperstein4, C. Wickham3, S. Henn2 
1Whitman-Walker Health, Retention and Engagement, Washington, United States, 
2Whitman-Walker Health, Washington, United States, 3Washington Aids Partnership, 
Washington, United States, 4Shattuck and Associates, Washington, United States 
Presenting author email: bwalsh@whitman-walker.org

Background: HIV+ individuals on antiretroviral therapy, engaged and retained in 
services, and who are virologicaly suppressed have improved health outcomes and 
are less likely to transmit HIV infection, providing the basis for the United Nations 
90:90:90 target goals. MORE is a novel community health approach to increase 
patient engagement, retention, and virologic suppression at Whitman-Walker 
Health, Washington DC’s largest HIV care provider. The MORE team (consisting 
of community health workers (CHW), care navigators (CN), and a nurse practitio-
ner and physician assistant), offered supportive services and medical care inside and 
outside the clinic for high-risk HIV+ patients.
Methods: EMR review identified high risk HIV+ patients who were not retained 
in care (no medical visit in the last 6 months) and/or with a viral load >200 . 258 
individuals were approached for MORE and 202 engaged. 
Engagement levels were self-selected as: 
Low - <3 month intervention with CHW and CN only; 
Medium - declined home visits but received increased ongoing care navigation and 
access to CHW; 
Full - medical home visits with coordinated care team in addition to uber travel 
support.

Results: Study uptake was 78% (202) (26% Full MORE, 18% Medium MORE, 34% 
Low MORE). Medium and Full MORE participants were more likely to have at least 
one viral load during follow up. (90% versus 76%). 80% of participants across groups 
either maintained or decreased their viral load. The mean decrease across groups 
was significant, with a reduction in community viral load from an average of 28245 
copies to 5626 copies.
Conclusions: One year after the initiation of MORE, preliminary evaluation dem-
onstrates increased patient engagement, retention, and decreased community viral 
load in a select population of high risk patients whom were previously failing to meet 
treatment targets. MORE is a potential effective intervention to reduce commu-
nity disease burden and HIV transmission. 

[Mean change in viral load]

TUPED1330
Acceptability of interventions to improve retention in HIV  
care among pregnant women in Johannesburg, South Africa
K. Clouse1,2,3, C. Mongwenyana3, M. Musina3, D. Bokaba4, L. Long3, M. Fox3,5,6 
1Vanderbilt Institute for Global Health, Nashville, United States, 2Vanderbilt University 
Department of Medicine, Division of Infectious Diseases, Nashville, United States, 
3Health Economics and Epidemiology Research Office, Department of Internal 
Medicine, School of Clinical Medicine, Faculty of Health Sciences, University of the 
Witwatersrand, Johannesburg, South Africa, 4Hikhensile Clinic, City of Johannesburg, 
Johannesburg, South Africa, 5Boston University School of Public Health, Department 
of Global Health, Boston, United States, 6Boston University School of Public Health, 
Department of Epidemiology, Boston, United States 
Presenting author email: kate.clouse@vanderbilt.edu

Background: Women who initiate antiretroviral therapy during pregnancy in South 
Africa are at high risk of dropping out of routine HIV care after delivery. We con-
ducted a pilot study of the feasibility of a financial incentive intervention—a one-
time R50 (~USD4) supermarket voucher for completing one postpartum visit—to 
attempt to reduce postpartum losses. We here assess the acceptability of the in-
tervention.
Methods: We interviewed 100 pregnant, HIV-positive women at enrollment. We 
assessed the acceptability of the intervention as well as respondents’ attitudes to-
wards other interventions to improve HIV retention for pregnant and postpartum 
women.
Results: Median (IQR) respondent age was 28 years (24-31), most (78%) had pre-
viously been pregnant, and 31% were employed. Three-fourths (76%) of respon-
dents found the supermarket voucher incentive acceptable and 86% responded 
that the incentive would motivate them to return to the clinic, with responses such 
as, “If you know that you´ll get something you won´t miss your appointment” and 
“I´m not working. If the clinics could offer incentives like these they will help me 
and my kids so much.” Among the 23% who found the intervention unacceptable, 
the most frequent reason was perceived personal responsibility for one’s own health 
(21/23), with responses including, “People should attend their visits without get-
ting anything” and “It ś like they bribe them for their health.” Overall, when asked 
to rank preferred hypothetical incentive interventions, assistance with social ser-
vices ranked first (29%), followed by provision of infant formula (22%) and cash 
(21%); assistance with social services was the top-ranked choice by both those who 
found the voucher incentive intervention acceptable and unacceptable. To encour-
age HIV-positive women to remain in care, respondents most frequently suggested 
health education (32%), counseling (25%), financial incentives (17%) and home 
visits (12%).
Conclusions: The problem of poor retention in postpartum HIV care is well docu-
mented, but few successful interventions have been found. Our results suggest a fi-
nancial incentive intervention is acceptable, but women frequently expressed pref-
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erence for integrated services and improved education and counseling to improve 
retention in care. Interventions exploring the feasibility and efficacy of education 
and counseling interventions to improve postpartum HIV care are warranted. 

TUPED1331
Effect of incentivizing men for HIV testing on HIV testing 
behavior of women in rural Uganda
D.M. Emperador1, A. Ndyabakira2, E. Schaffer3, D. Kwarisiima4, C.S. Camlin1, 
J.G. Kahn1, M.R. Kamya5, D.V. Havlir1, H. Thirumurthy3, G. Chamie1 
1University of California, San Francisco, San Francisco, United States, 2Makerere 
University-UCSF Research Collaboration, Mbarara, Uganda, 3University of North 
Carolina at Chapel Hill, Chapel Hill, United States, 4Makerere University Joint 
AIDS Program, Kampala, Uganda, 5Makerere University College of Health Sciences, 
Kampala, Uganda 
Presenting author email: devy.emperador@ucsf.edu

Background: Despite expansion in HIV testing services, men test for HIV at 
lower rates than women in sub-Saharan Africa. In a recent randomized trial in ru-
ral Uganda, we found that men were more likely to test for HIV when offered a 
low-cost lottery incentive than a low-cost gain-framed incentive. The indirect (i.e. 
“spillover”) effects of such incentives on close ties like family members are not well 
understood. We evaluated the impact of offering HIV testing incentives to men on 
HIV testing behavior of their spouses.
Methods: Following the IBIS-Health Trial (NCT02890459), we conducted a post-
hoc analysis among wives of men enrolled and randomized to receive various incen-
tives for HIV testing: low-cost ($1) gain-framed incentives (control), where men 
were told they would receive a small prize for HIV testing; or lottery incentives, 
where men who came for HIV testing had a chance to instantly win large prizes. 
Women were not incentivized to test for HIV. The primary outcome was HIV test-
ing uptake of wives of male trial participants at community health campaigns held 
between June-July 2016.
Results: Overall, 397 households were included - 397 men and 401 women. Men 
had significantly higher HIV testing uptake than women (81% vs. 61%, p< 0.001). 
Although men randomized to lottery incentives were significantly more likely to 
test than those randomized to gain-framed incentives, there was no difference 
in testing uptake among their wives by incentive type (123/207 [62%] vs.121/194 
[59%], p=0.545). In the lottery group, there was no difference in testing among 
wives whose husband was a lottery winner vs. non-winner (10/14 [71%] vs. 94/147 
[64%], p=0.772).
Conclusions: The type of incentive to which men were randomized had no signifi-
cant impact on HIV testing uptake among their wives, suggesting a lack of spillover 
effects. However, the overall lower testing uptake among women compared to men 
suggests negative spillover, which may be explained by factors such as community 
perception that the testing campaigns were for men. Clear communication is nec-
essary when delivering incentives to specific population subgroups, and equitable 
implementation may be needed to avoid negative spillover effects on health be-
havior of others. 

TUPED1332
Behavioral economic incentives supported by SMS messaging  
to improve antiretroviral adherence among youth in Uganda
H. Huang1, S. Linnemayr2 
1Pardee RAND Graduate School of Policy Analysis, Santa Monica, United States, 
2RAND Corporation, Santa Monica, United States 
Presenting author email: chuang1@rand.org

Background: Youth account for nearly half of all new HIV infections worldwide and 
face specific barriers to optimal ART adherence, yet few interventions target this 
population. Interventions using behavioral economic insights have proven effective 
in improving adherence among adults; in this study, we test the use of prize drawings 
supported by mobile health to improve ART adherence and viral suppression among 
HIV-positive youth.
Methods: Patients at an urban HIV clinic in Kampala, Uganda aged 17-24 years 
were randomly assigned in a 1:1:1 ratio to one of two incentive groups or a control 
group. In the first intervention group, clients were eligible to participate in prize 
drawings to win mobile airtime with expected value of 5,000 Ush (~$1.50USD) if 
their electronically measured adherence exceeded 90%. In the second group, draw-
ing eligibility was based on a target of their own choosing (but exceeding 80%); we 
hypothesize that this novel approach leads to improved adherence through higher 
intrinsic motivation and identity congruence. All three study groups receive weekly 
SMS reminders conveying motivational messages aimed at adherence maintenance. 
Main outcomes are mean dose-taking adherence and viral suppression over the 9 
month study period. This trial is registered with ClinicalTrials.gov, NCT02918838.

Results: 211 clients approached enrolled in the study, and only 4 people declined to 
participate. 2,766 messages were sent and 83.5 percent of these were successfully 
delivered to the participant’s phone. Among the group setting their own adher-
ence goal, fewer than one-third chose the lowest possible adherence target, and two 
thirds chose 90% or higher. As of January 2017, 94 participants in the intervention 
groups completed their first clinic visit and 60 percent of these were eligible to 
participate in a prize drawing.
Conclusions: Prize drawings coupled with SMS reminders are feasible to implement 
in a low-income setting. A novel finding is that those asked to choose their own ad-
herence targets set high goals for themselves. Subsequent analysis of study data will 
show whether these findings translate to improved adherence and health outcomes 
among this vulnerable population. 

TUPED1333
A pilot randomized trial of conditional cash incentives  
to increase pediatric HIV testing
I. Njuguna1, A. Wagner2, J. Neary2, R. Bosire3, J. Babigumira2, C. Levine2,  
V. Ogweno4, V. Anyango4, E. Maleche-Obimbo5, D. Wamalwa5,  
G. John-Stewart6, J. Slyker7 
1University of Washington, Department of Epidemiology, Seattle, United States, 
2University of Washington, Department of Global Health, Seattle, United States, 
3Kenya Medical Research Institute, Nairobi, Kenya, 4Kenya Pediatric Association, 
Nairobi, Kenya, 5University of Nairobi, Department of Pediatrics and Child Health, 
Nairobi, Kenya, 6University of Washington, Department of Epidemiology, Global 
Health, Medicine & Pediatrics, Seattle, United States, 7University of Washington, 
Department of Epidemiology & Global Health, Seattle, United States 
Presenting author email: anjuliwagner@gmail.com

Background: Pediatric HIV diagnosis is often delayed due to parental reluctance 
to test children. A systematic offer of pediatric testing to HIV-infected parents 
in Kenya resulted in 14% uptake, suggesting need for additional approaches. We 
conducted a pilot study to assess acceptability of incentives to increase pediatric 
testing.
Methods: Between October-December 2016, we recruited HIV-infected caregiv-
ers at Kisumu County Hospital, Kenya, with children of unknown status aged 0-12 
years, and randomized them to receive $5, $10 or $15 conditional on child testing 
within 2 months. We compared proportion testing child(ren), preference for incen-
tive type and impact on test timing.
Results: Of 2,196 recruited, 72(3%) were eligible, 60(83%) randomized; 20 to 
each arm. Forty three (72%) completed testing; 15(75%), 15(75%) and 13(65%) 
in the $5 $10, $15 arms, respectively. This uptake was significantly higher than in 
the recent cohort (72% vs. 14%, p< 0.001). Of 17 not tested, 13 failed to complete 
testing in 2 months and 4 are pending testing. 
Of 54 children tested, median age was 9 years (IQR 5-11), 1 was HIV positive. 
Median days to testing were 17, 4, and 7 in the $5 $10, $15 arms, respectively. 
Caregivers reported preferring incentives provided as cash (37%), household goods 
(14%), agricultural goods (9%), health services or food vouchers (10%); 30% had no 
preference. Thirty-five (81%) said the incentive influenced testing, and 35(81%) 
motivated earlier testing. Thirteen (30%) perceived their children were HIV posi-
tive before testing but these tested negative. Eighteen (42%) caregivers previously 
had avoided health care during child illness for fear of HIV testing.

 n(%) or median 
(IQR) $5 arm

n(%) or median 
(IQR) $10 arm

n(%) or median 
(IQR) $15 arm

Completed testing of 1+ child 15 (75) 95%CI 
(51-91)

15 (75) 95%CI 
(51-91)

13(65) 95%CI 
(41-85)

Median (IQR) days to testing 17 (1-28) 4(1-6) 7(2-20)
Number of children tested 18 20 16
Median age of children tested 8.5(4,10) 8(5.5, 10.5) 10.5(7-11)
Preferred cash 7(47) 4(27) 5(38)
Household goods or agricultural items 6(40) 2(13) 2(15.5)
Health services or food voucher 0 2(13) 2(15.5)
No specific preference 2(13) 7(47) 4(31)
Previously avoided health care 8(53) 4(27) 6(46)

[Testing uptake and preference for incentive]

Conclusions: Cash incentives motivated pediatric HIV testing. Confirming HIV 
negative status may alleviate parental fears and increase uptake of other health ser-
vices. An efficacy trial with incentive values of $0, $1.25, $2.50, $5, and $10 will 
begin January 2017. 
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TUPED1334
Conditional food or cash transfers do not increase purchase  
of temptation goods among adults living with HIV infection  
in Shinyanga, Tanzania
J.L. Kadota1, S.I. McCoy1, P.F. Njau2, C. Fahey1, N. Kapologwe3, W.H. Dow1,  
N.S. Padian1 
1University of California, Berkeley, United States, 2Ministry of Health and Social 
Welfare, Dar es Salaam, Tanzania, United Republic of, 3Regional Medical Office, 
Shinyanga, Tanzania, United Republic of 
Presenting author email: jill.kadota@berkeley.edu

Background: Conditional cash and in-kind incentives are increasingly recognized 
as effective tools for increasing demand for HIV care and treatment services. 
However, a common concern is that incentives may increase expenditures on 
‚temptation goods’ like alcohol and commercial sex. We evaluated this assertion 
among HIV-infected adults in Shinyanga, Tanzania who received short-term cash 
or food support.
Methods: We analyzed data from a study of 805 individuals randomized to one of 
three study arms: standard of care (SOC), short-term cash transfers or short-term 
food assistance. Eligible participants were: 
1) ≥18 years old; 
2) HIV-infected; 
3) food insecure; and 
4) initiated antiretroviral therapy (ART) ≤90 days before enrollment.
Food or cash transfers, valued at approximately $11 USD/month and conditional on 
attending HIV clinic visits, were provided for up to 6 months and accompanied by a 
message to use the transfer as needed to improve health. An in-person survey after 
the incentive period (median ~8 months after enrollment) assessed self-reported 
expenditures, consumption of alcohol, and purchase of sex.
Results: The study population included 509 (64%) females with a mean age of 
37 years. Most incentive group participants reported using transfers for food: on 
average, household food expenditures among cash recipients increased by 1428 
Tanzanian shillings (TSH) (p=0.60), and 96% of food assistance recipients reported 
consuming the food. Purchase of sex was not reported by any participant. 
Median monthly alcohol expenditures did not significantly differ between the 
SOC and the cash (3000 TSH vs. 6000 TSH, respectively, p=0.94) or food group 
(3500 TSH, p=0.73). The proportion of participants who reported drinking alcohol 
in the past month was significantly lower in the cash transfer group (0.35%) com-
pared to the food assistance group (4.2%, p=< 0.01). Alcohol consumption in the 
past month did not differ significantly between the food and SOC group (3.9%, 
p=0.90) or cash and SOC group (p=0.11).
Conclusions: In this population of food insecure HIV-infected adults, provision 
of short-term conditional cash transfers did not increase temptation good usage. 
Consistent with findings from cash transfer programs for social protection, con-
cerns that incentive programs for people living with HIV infection may increase 
purchase of temptation goods may be unfounded. 

TUPED1335
Social norms messaging to improve antiretroviral adherence 
among youth in Uganda
S. Linnemayr1, C.I. Gutierrez2, S. Okoboi3, J. Birungi3 
1RAND Corporation, Santa Monica, United States, 2RAND Corporation, Pardee 
RAND Graduate School, Santa Monica, United States, 3TASO, Kampala, Uganda 
Presenting author email: slinnema@rand.org

Background: SMS messaging to improve medication adherence has a mixed record 
of success and has largely focused on adult populations. We report findings from 
one of the first studies to target youth, and the use of social norms messaging, an 
approach that to date has not been tested in this population. In one group, we send 
weekly messages informing participants of their electronically measured adherence 
to counter over-optimism about their ability to stick to their pill regimen. In the 
second group, we also send information about group level adherence, which we hy-
pothesize, will create a social norm to which participants in this group will strive to 
adhere to or even surpass.
Methods: Patients at two HIV clinics in Kampala, Uganda aged 15-24 years (80% 
female and 20% male) were randomly assigned to one of two intervention groups 
or a control group. In the first intervention group, participants received a weekly 
motivational message with information about their adherence level in that week. 
In the second group, participants in addition received information about the per-
formance of their peers in the intervention. The main outcome is electronically 
measured mean dose-taking adherence. This trial is registered with ClinicalTrials.
gov, NCT02514356.
Results: 147 clients were recruited and attrition over the nine study months was 
relatively low (17%). While we do not find an overall effect of the intervention, we 
find important treatment heterogeneity: those with low pre-intervention adher-

ence experience about a 10% increase in mean adherence. Those with already high 
adherence before the intervention, on the other hand, see their adherence decrease 
by about 14%. We do not find differential impacts by gender.
Conclusions: The findings in this study suggest that SMS messaging to address 
over-optimism and creating a social norm is feasible and acceptable for a group of 
youth in HIV care in Uganda. The impact heterogeneity suggests that participants 
with lower adherence than the peer norm likely benefit most from such an inter-
vention, and that different messaging may have to be used for those with higher 
initial adherence. The preliminary results and potential heterogeneity should be 
confirmed in a larger follow-up study. 

TUPED1336
Describing the price differential for condomless sex into HIV 
prevention programming for female sex workers in Senegal
F. Yang1, B. Liestman2, F.M. Dramé3, A.K. Diop4, C. Lyons2, K. Coly2, A. Diallo3, 
K. Diop3, A. Kane3, N. Leye Diouf5, C. Touré Kane5, G. Turpin2, S. Ketende2,  
L. Jennings6, S. Baral2 
1Johns Hopkins Bloomberg School of Public Health, International Health, Baltimore, 
United States, 2Johns Hopkins Bloomberg School of Public Health, Department of 
Epidemiology, Baltimore, United States, 3Enda Santé, Dakar, Senegal, 4Division de 
Lutte contre le Sida et les Infections Sexuellement Transmissibles, Dakar, Senegal, 
5CHU Aristide le Dantec, Laboratoire Bactégriologie Virology, Dakar, Senegal, 6Johns 
Hopkins Bloomberg School of Public Health, Department of International Health, 
Baltimore, United States 
Presenting author email: fan.yang@jhu.edu

Background: There has been significant study of the effectiveness of economic in-
centives as components of an effective HIV response. Studies to date have observed 
limited utility of these approaches for female sex workers(FSW). Concurrently, 
descriptive studies have examined the price differential, defined here as the price 
difference for condomless sex with FSW. Here, we explore the price differential as 
a guide for incentive programs aiming to support exclusive condom use during sex 
work in Senegal.
Methods: 194 FSW aged 18 and older reporting selling sex as their primary source 
of income for the last 12 months were enrolled into a prospective cohort in Dakar, 
Mbour, and Thies, Senegal. The cohort participants were originally recruited from 
a cross-sectional study of FSW recruited using Respondent-Driven Sampling and 
complete quarterly structured socio-behavioral questionnaires. This analysis pres-
ents the preliminary results of the price differential in relation to economic vari-
ables from month 6 and month 12 visits (Table 1).
Results: The prevalence of clients offering more money for condomless sex was 
27.3%(57/194) and 44.9%(70/156) at months 6 and 12 respectively. The average 
price differentials at these times were 10,506 FCFA(17.21USD) at month 6 and 
11,564 FCFA(18.95USD) at month 12 comparing condomless sex with condom-
use sex. On average, client offered twice as much compensation for condomless 
sex as compared to sex with a condom, characterizing a strong financial incentive to 
engage in condomless sex and an elevated HIV risk for FSW.

[Table 1. Preliminary analysis of economic factors]

Conclusions: The data presented here reinforces the challenges in ensuring condom 
use during sex work for FSW in Senegal. In combination with condom negotiation 
difficulties, these data highlight the economic benefits to FSW with condomless 
sex. While these data suggest that economic empowerment-based HIV interven-
tions should calibrate their effective dosage based on the price differential, they 
also highlight the importance of comprehensive approaches to addressing vulner-
abilities during sex work. 
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TUPED1337
The use of a performance-based financing approach  
in the engagement of private health facilities for HIV testing 
services in Nigeria
T.T. Oladele1, A. Ikpeazu2 
1National Agency for the Control of AIDS, Programme Coordination, Abuja, Nigeria, 
2National Agency for the Control of AIDS, Abuja, Nigeria 
Presenting author email: toladelet@gmail.com

Background: Engagement of the Private Health Sector (PHS) has been identified 
as one of the key strategies in bridging the huge gap in PMTCT service coverage in 
Nigeria. With forty three percent (43%) of facility-based deliveries occurring in 
this sector, there is a consensus among stakeholders that the sector offers an op-
portunity to expand access to HIV services. Also important is the need to ensure 
increased value for money and greater accountability in the health system in the 
face of dwindling resources. So far in Nigeria, d engagement of private health facili-
ties have been limited and accountability in the health system inadequate.
Methods: The Nigerian National Agency for the Control of AIDS with support 
from the World Bank adopted a performance (PBF) based financing approach to 
motivate private healthcare providers to provide HIV testing services (HTS) for 
pregnant women. 390 facilities were to be engaged in the pilot project across 13 
states (Lagos, Oyo, Kaduna, Sokoto, Akwa-Ibom, Rivers, Kano, Taraba, Cross-
River, Imo, Nasarawa, Benue and the Federal Capital Territory (FCT). Facilities 
would be reimbursed N2, 750 for every pregnant woman tested. Women who test 
positive are referred to antiretroviral therapy (ART) centres to which they are 
linked. Using a developed eligibility criteria, thirty facilities were selected per state 
for the project. Personnel in selected facilities were trained on HTS provision, data 
collection and referral. Contracted independent verification agents (IVAs) verify 
services provided before providers are paid based on achievements.
Results: After four months of programme implementation, 293 facilities (81%) met 
the eligibility criteria and were engaged. 63,074 pregnant women were tested, 612 
(0.97%) women were identified positive and 384 (62.7%) successfully referred for 
ART. Private health facilities were willing to participate in the scheme. The use of 
IVAs ensured the linkage of financing to result.
Conclusions: PBF can be used in engaging the private health sector to expand ac-
cess to HIV services in Nigeria and by extension other similar health service pack-
ages in the country. 

TUPED1338
Rapid test and early treatment of HIV infection in a 
community-based sexual health care system associating  
“the Checkpoint” and “The 190” dedicated to the MSM 
population in Paris, France
P. Gazalet1, M. Ohayon1, D. Gosset1, M. Fremondiere1, N. Day2, N. Reydellet3,  
F. Cazein4, L. Wormser1, T. L’yavanc1, P. Bonhomme1, N. Pierre1, S. Lasry1,  
E. Moreau1, A. Zugmeyer1, Y. Lavéant1, A. Fior1, D. Levasseur1, J.-P. Viard5,  
J. Ghosn5, G. Pialloux6, C. Rouzioux7 
1’Le 190’ Sexual Health Care Center Focused on LGBT Population, Paris, France, 
2Centre Biologique du Chemin Vert, Paris, France, 3Checkpoint Paris-Le Kiosque Infos 
Sida-Groupe SOS, Paris, France, 4Santé Publique France, Paris, France, 5Hôpital 
Hôtel-Dieu, Université Paris Descartes, Paris, France, 6Hôpital Tenon-APHP, Paris, 
France, 7EA 7327 Université Paris Descartes, Virologie, APHP, Hôpital Necker, Paris, 
France 
Presenting author email: philippe.gazalet@gmail.com

Background: In France, 40% of new HIV diagnoses occurs in the men who have 
sex with men (MSM) population and 40% of new diagnoses occur in Paris area. 
In this context, two community-based sexual health medical centers dedicated to 
the MSM population were created in 2010 and decided to combine their activi-
ties : „the Checkpoint“ offering HIV rapid testing, and „The 190“ proposing ARV 
treatment to positive patients. The aim of this study was to evaluate benefits of this 
coordinated system proposed to the highly exposed MSM in Paris.
Methods: In this retrospective observational study, data of sociodemographic char-
acteristics, stage of HIV infection according to Fiebig classification, delay between 
the positive test and HAART initiation and efficacy of HAART were collected for 
patients diagnosed positive at the „Checkpoint“ and then came to the „190“ for 
care, between 02/01/2010 and 12/31/2014.
Results: 82 patients were included during the study period. Median age at diag-
nostic was 30,5 years and 19,5% of the patients were less than 25 years old. 24,4% 
(20/82) were born outside of France. Socioprofessional group was known for 61 
patients: 28% were students and 43% belonged to highly-qualified working people. 
Interestingly, based on HIV-1 western blot results, 78% (64/82) had an incomplete 
HIV-1 Western blot and 28% (23/82) were diagnosed at the time of primary infec-
tion (Stage III to V Fiebig). Median time between positive test and the first medical 

consultation was 7 days for 79 patients who came to “the 190” for care. 61 patients 
(74,4%) had HAART initiation at “the 190” with a median time of 13 days. Among 
the 23 patients with primary infection, median time for HAART initiation was 8 
days. Viral load was undetectable < 50 copies/ml after 6 months for 98,3% patients.
Conclusions: This model, sustaining a sort of rapid “Test and Treat” within a com-
munity has shown a strong attractivity for a fairly young MSM population who ben-
eficiate to be diagnosed and treated at a very early stage of HIV infection. That 
kind of approach could participate to reduce the dramatic epidemic among young 
Parisian MSM. 

TUPED1339
Feasibility and acceptability of delivering prenatal test  
results at the point-of-delivery through a non-internet 
dependent mobile health platform
S. Gbadamosi1, C. Eze2, T. Bruno1, J. Olawepo3, D. Patel1, R. Jadhav1, W. Menson1, 
J. Iwelunmor4, D. Sarpong5, J. Oko3, C. Onoka6, E. Ezeanolue1 
1University of Nevada, School of Community Health Sciences, Las Vegas, United 
States, 2SCRX LLC, Arlington, United States, 3Caritas Foundation, Abuja, Nigeria, 
4University of Illinois, Urbana-Champaign, United States, 5Xavier University, 
Louisiana, United States, 6University of Nigeria, Nsukka, Nigeria 
Presenting author email: semiu.gbadamosi@unlv.edu

Background: Community-based strategies for HIV testing have expanded oppor-
tunities to increase the proportion of pregnant women who are aware of their HIV 
diagnosis. In order to use this information to implement evidence-based interven-
tions for the prevention of mother-to-child HIV transmission, these results have to 
be available to the clinician at the point-of-delivery. Most electronic health records 
are dependent on the availability of internet connectivity and thus, have limited use 
in rural and resource-limited settings. The purpose of our study was to (a) determine 
the feasibility of developing a non-internet dependent mobile health (mHealth) 
platform that made results from community-based screening programs available 
to clinicians at the point-of-delivery and (b) the acceptability of such platform by 
pregnant women.
Methods: We leveraged on existing technology to integrate a database, smartcard 
technology, and a cell phone-based application. We selected a convenience sample 
of 240 pregnant women from an ongoing NIH-funded study and obtained consent 
after explaining the purpose of the smartcards. Each participant who consented 
was offered a card with their encrypted test result. We used an investigator-ad-
ministered survey to obtain information on the willingness of participants to allow 
clinicians to retrieve information from their card. Participants were eligible if they 
tested positive for at least one of three conditions: HIV, Hepatitis B virus (HBV) 
infection and sickle cell trait or disease (SCD).
Results: We successfully designed an integrated platform that stored test results 
on a database, securely encrypted the results on a smartcard and used a cell phone 
application to read the information on the smartcard, without the need for internet 
connectivity. Participants were mostly rural dwellers with low education (92%) and 
economic levels (96%); 23% were HIV-positive, 29% HBV-infected and 59% had 
SCD. A majority of participants (76%) self-reported access to a mobile phone. All 
participants (100%) accepted and indicated the willingness to use the smartcards 
for prenatal and delivery services.
Conclusions: Our findings indicate that it is feasible to develop a non-internet de-
pendent mHealth platform that can make test results obtained through communi-
ty-based strategies available at the point-of-delivery. This platform is well accepted 
when the potential benefit of early intervention is explained to participants. 

TUPED1340
Enhanced peer mobilization and use of a real-time HIV 
cascade performance system: on-going lessons in peer-driven 
interventions and improving HIV yield
M. Avery1, M. Cassell2, T. Sattayapanich1, A. Arunmanakul1, T. Nakpor3,  
P. Chanlearn4, R. Reankhomfu5, S. Janyam6, D. Linjongrat7 
1FHI 360, USAID LINKAGES Project, Bangkok, Thailand, 2U.S. Agency for 
International Development, Regional Development Mission Asia, Bangkok, Thailand, 
3Sisters Foundation, Pattaya, Thailand, 4MPlus Foundation, Chiang Mai, Thailand, 
5Caremat, Chiang Mai, Thailand, 6Service Workers in Group (SWING), Bangkok, 
Thailand, 7Rainbow Sky Association of Thailand, Bangkok, Thailand 
Presenting author email: mavery@fhi360.org

Background: Although HIV testing is the critical entry point for antiretroviral 
treatment and pre-exposure prophylaxis (PrEP) among men who have sex with men 
(MSM), fewer than half of MSM in Asia know their HIV status, and outreach-based 
test promotion has achieved low testing uptake and yield. 
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We introduced an enhanced peer mobilizer (EPM) model, a peer-driven interven-
tion, to increase rates of HIV testing and strengthen case finding.
Methods: EPM was implemented by community-based organizations in four cities 
in Thailand. Under EPM, a small team of trained outreach workers manage a wider, 
informal network of incentivized Peer Mobilizers (PMs) to recruit clients from 
their social networks. Data on client demographics, risk behaviors, and referrals 
are collected and shared via a real-time mobile data collection system (eCascade).
Results: From July 2015 to December 2016, 12,599 unique clients were registered 
under the EPM model, 61% of whom received an HIV test (n=7,717) with an 11% 
testing yield (n=848) and 285 of whom initiated ART at a collaborating site (34%). 
Most clients were MSM (64%) between the ages of 15-29 (74%). 86% of clients 
had not previously been reached with HIV prevention interventions and 56% had 
never previously been tested for HIV. Of program clients, 8,207 were recruited 
via contracted outreach workers, 3,281 via clinic walk-in, and 1,576 via peer-driven 
recruitment. Clients recruited by PMs were more likely to be tested than clients 
recruited by outreach workers (86% versus 44%), but testing yield varied by site. 
Peer-driven recruitment overall contributed only about 12% to total program 
coverage but this also varied by site and target population (in one site, it reached 
approximately 50%). Only 3% of clients became successful peer mobilizers and, of 
those, the majority only recruited one additional client. A small number of highly 
motivated “super mobilizers,” using creative strategies within their own personal 
networks, contributed the majority of peer-driven recruitment.
Conclusions: EPM and the use of real-time HIV cascade performance monitoring 
offer opportunities to increase efficiencies in outreach, to increase HIV testing and 
yield, and to adjust strategies to reach higher-risk networks of key population, a 
common challenge of outreach programs. 

TUPED1341
A primary care level algorithm increases yield of HIV-positive 
adolescents in a community intervention: HPTN071 (PopART) 
Study, Zambia
M.J. Chaila1, D. Macleod2, A. Schaap1,2, S. Floyd2, M.M. Thornicroft1,  
G. Hoddinott3, R. Hayes2, S. Fidler4, H. Ayles1,2, K. Shanaube1,  
HPTN 071 (PopART) Study Team 
1Zambart, Lusaka, Zambia, 2London School of Hygiene and Tropical Medicine, London, 
United Kingdom, 3Desmond Tutu TB Centre, Department of Paediatrics and Child 
Health, Stellenbosch University, Cape Town, South Africa, 4Imperial College, London, 
United Kingdom 
Presenting author email: mwatejchaila@gmail.com

Background: The PopART for Youth (P-ART-Y) study aims to evaluate the 
acceptability and uptake of a community-level combination HIV prevention 
package among young people, including UTT. The study is nested within the 
HPTN071 (PopART) trial, a 3-arm randomized study in 21 communities in Zambia 
and South Africa. It’s delivered through a door-to-door approach by Community 
HIV-care Providers (CHiPs). HIV prevalence is low among 10-14 year olds, hence 
to prioritise HCT, a screening tool was used to identify those at risk of being HIV-
infected.
Methods: Adolescents contacted at home were offered participation in the PopART 
intervention. Data were recorded electronically by CHiPs during household visits. 
For the 10-14 year olds, a screening tool developed and validated elsewhere was used 
to identify those at risk of being HIV-infected. Screening questions were history of 
hospital admission; recurring skin problems; poor health in last 3 months; and death 
of one or both natural parents. A “yes” response to ≥1 question was considered as an 
HIV infection suspect (“at risk”). We present findings from Zambia for the period, 
October 2015-August 2016.

[Figure 1. HIV testing in adolescents aged 10-14 year old]

Results: A total of 32,220 adolescents aged 10-14 years were enumerated; 56.0% 
(n=18,040) participated in the intervention and had their health data recorded 
(Figure 1). 12.1% (n=2,181) were “at risk”. In the at risk group, 4.4% (96/2,181) self-

reported as HIV+ compared with 0.5% (74/15,859) in the not at risk group. Among 
those who did not self-report HIV+, uptake of testing was 69.5% (1,449/2,085) 
and 49.1% (7,755/15,785) in the “at risk” and “not at risk” groups respectively. HIV 
prevalence among those tested was 2.4% (35/2,085) in the at risk group, compared 
with 0.6% (44/7,755) in the not at risk group.
Conclusions: The screening tool identified adolescents in the general population 
who are at relatively high risk of being HIV-infected, this can be exploited to allow 
targeted offer of HCT in resource limited settings. 

TUPED1342
The effect of community led vulnerability reduction 
intervention on risk reduction among MSM-TG population 
across 3 states in India
S. B Syam1, P. Patel1, E. Elijah Daniel1, P. Mathew2, A. Chaudhuri1 
1Swasti Health Resource Centre, Bangalore, India, 2Swasti Health Resource Centre, 
Monitoring & Evaluation, Bangalore, India 
Presenting author email: paul@swasti.org

Background: The ever growing body of research shows that HIV epidemics are so-
cially and culturally produced and multi-level processes determine an individual’s 
ability to adopt safe sex practices. This has influenced HIV prevention approaches 
to be designed around structural and social factors that decide individual level risk 
behaviors and also target the vulnerabilities of communities that are marginalized 
and at higher risk. Avahan Phase-III program as part of BMGF supported AIDS 
India Initiative, examines the impact of combined vulnerability reduction interven-
tion coverage (CVRICI) on risk behavior among MSM and TG.
Methods: A systematic process of Member Engagement and Communication was 
conducted by Field Workers in their respective intervention areas using existing 
lists available with community organizations (CO) and TI Programs wherever ac-
cessible during April - September 2015 covering 8594 MSMs and 2169 TGs across 
11 COs from 3 states of Maharashtra, Karnataka and Tamil Nadu. Information was 
collected on CVRICI, bonding with the CO (COBI) and risk behaviors like condom 
use etc. The data collected was managed and required comprehensive analysis was 
conducted using SPSS V 22.0
Results: MSMs and TGs with higher CVRICI reported consistent condom use 
(CCU) with 1 or all type of sexual partners. [MSM-AOR 2.168, CI (1.908-2.464) 
and TG-AOR 1.390, CI (1.027-1.881)] The analysis also showed that having a better 
bonding with the CO (COBS) is also significantly associated with the consistent 
condom use. But it was seen that above the COBS, CVRICI was more important in 
showing significant behavior change.
Conclusions: The findings from the study shows that combined vulnerability re-
duction interventions which focus on crisis response system, social protection and 
financial security which are community led have significant effects, direct and 
indirect on sustaining safe sex practices. The findings from the study ascertains 
the importance of combined approach of vulnerability and risk reduction to bring 
sustainability in the existing HIV program. 

TUPED1343
The cost-effectiveness of HIV testing and treatment 
engagement initiatives in British Columbia, Canada: 2011-2013
B. Nosyk1, J. Min1, E. Krebs1, X. Zang1, M. Compton2, R. Gustafson2, R. Barrios1,  
J. Montaner1, STOP HIV/AIDS Study Group 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2Vancouver Coastal 
Health Authority, Vancouver, Canada 
Presenting author email: bnosyk@cfenet.ubc.ca

Background: Recognition of the secondary preventive benefits of antiretroviral 
therapy (ART) have mobilized global efforts to ‚seek, test, treat and retain’ people 
living with HIV/AIDS (PLHIV) in HIV care. Our objective was to determine the 
cost-effectiveness of a set of HIV testing and treatment engagement interventions 
initiated in British Columbia (BC), Canada in 2011-2013.
Methods: Using a previously-validated dynamic, compartmental HIV transmis-
sion model, and linked individual-level health administrative data for PLHIV and 
aggregate-level HIV testing data, we estimated the cost-effectiveness of primary 
care testing (hospital, emergency department, outpatient), ART initiation and ART 
retention initiatives, versus a counterfactual scenario approximating the status 
quo. HIV incidence, mortality, costs (in 2016$CDN), quality-adjusted life years 
(QALYs), incremental cost-effectiveness ratios were all estimated. Analyses were 
executed over 5, 10 and 25-year time horizons, from a government-payer perspec-
tive.
Results: ED testing was the best value at $30,216 per QALY gained and had the 
greatest impact on incidence and mortality among PLHIV, while ART initiation 
provided the greatest QALY gains. Delivered in combination at the observed scale 
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and sustained throughout the study period, we estimated a 12.8% reduction in cu-
mulative HIV incidence and a 4.7% reduction in deaths among PLHIV at an incre-
mental cost of $55,258 per QALY gained. Results were most sensitive to uncer-
tainty in the number of undiagnosed PLHIV.
Conclusions: HIV testing and ART initiation interventions were cost-effective, 
while the ART retention intervention was not. Reducing uncertainty in the size of 
the undiagnosed population and developing strategies to re-engage PLHIV lost to 
care are priorities moving forward. 

TUPED1344
Clients’ experiences utilizing a safer conception service:  
results from a process evaluation assessing knowledge,  
self-efficacy and perceived value of services among clients 
accessing care
S. Schwartz1,2, N. Davies2, N. Naidoo2, D. Pillay2, N. Sikhosana2, S. Mullick2 
1Johns Hopkins University, Epidemiology, Baltimore, United States, 2Wits Reproductive 
Health and HIV Institute, Johannesburg, South Africa 
Presenting author email: sschwartz@jhu.edu

Background: Data from safer conception services (SCS) for HIV-affected couples 
trying to conceive are limited. Experiences from clients utilizing SCS are needed to 
identify persistent gaps in patient knowledge and self-efficacy in order to optimize 
service delivery packages.
Methods: A sub-sample of clients attending SCS at Hillbrow Community Health 
Centre in Johannesburg, South Africa were invited to participate in a process evalu-
ation; stratified sampling was used to ensure clients were sampled across different 
visits. Clients were asked to rate their perceived knowledge of and self-efficacy to 
use safer conception methods, such as PrEP, timed condomless sex and self-insem-
ination using visual analog scales ranking success from 0-100. Results are described 
and trends across visits assessed using linear regression.
Results: Of 556 individuals enrolled into SCS, 117 (21%) were sampled for the 
evaluation between April 2016-January 2017, including 74 women and 43 men. 
Participants completed a median of three SCS visits (IQR 2-4) prior to the survey. 
On a scale of 0-100 (no valueàhigh value), clients strongly valued continuing SCS 
attendance until pregnancy is achieved (mean score 96% [95%CI 94-98]); results 
were independent of the number of completed visits. Clients’ perceived knowledge 
and self-efficacy to use safer conception methods are illustrated in Figure 1. For 
every additional visit completed, knowledge of the fertile window increased by 4 
points (sd: 2, p=0.047); no other significant trends in knowledge or self-efficacy 
were observed over time.

[Clients safer conception knowledge & self-efficacy]

Conclusions: Clients’ perceived value of SCS and confidence to reduce concep-
tion-related transmission risks were high, and understanding of peak fertile days 
improved over time. However, understanding of PrEP, identifying peak fertile days 
and knowledge about preconception STI management could be improved, em-
phasizing the need for multiple SCS visits rather than a once-off counseling ap-
proach. Follow-up counseling should focus on building self-efficacy to apply HIV 
prevention strategies, including self-insemination for male negative serodiscordant 
couples. 
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Impaired Nef’s ability to counteract SERINC5 is associated 
with decreased plasma viremia
M. Toyoda1, D. Kamori1, J. Carlson2, H. Gatanaga3, A. Kawana-Tachikawa4,  
S. Oka3, M. Pizzato5, T. Ueno1 
1Kumamoto University, Center for AIDS Research, Kumamoto, Japan, 2Microsoft 
Research, Los Angeles, United States, 3National Center for Global Health and 
Medicine, Tokyo, Japan, 4University of Tokyo, Tokyo, Japan, 5University of Trento, 
Trento, Italy 
Presenting author email: uenotaka@kumamoto-u.ac.jp

Background: It is recently revealed that an HIV-1 accessory protein Nef plays 
an essential role in virion infectivity by antagonizing a host restriction molecule 
SERINC5. However, it remains elusive whether Nef ’s ability to counteract 
SERINC5 influences viral fitness in vivo. Because Nef is a highly polymorphic pro-
tein due to the selective forces by host cellular immunity, we hypothesized that 
certain immune-escape polymorphisms might affect the Nef function and thereby 
plasma viremia.
Methods: We collected plasma viral RNA from HLA-typed, treatment-naïve, 
chronically HIV-1-infected subjects (n=375) and analyzed DNA sequences of Nef-
encoding region. Immune-associated Nef polymorphisms were analyzed by a phy-
logenetic network model. We also introduced several mutations to a control strain 
and patient-derived Nef clones and tested various Nef functions in vitro, including 
downregulation of CD4 and HLA class I as well as enhancement of virion infectivity 
and counteraction of SERINC5.
Results: We identified 112 Nef polymorphisms that were overrepresented within 
patients sharing the same HLA genotypes. Specifically, two mutations, Tyr-120 to 
Phe and Gln-125 to His were overrepresented in patients carrying HLA-B*51:01 
and HLA-C*14:03 and the number of the two mutations correlated inversely with 
plasma viral load (p=0.004). Nef functional assays demonstrated that the double 
mutant Nef impaired in SERINC5 counteraction and enhancement virion infec-
tivity whereas other Nef functions such as CD4 and HLA class I downregulation 
remained unchanged. Jurkat cells lacking SERINC5 expression lost such functional 
difference between the parental and mutant Nef clones.
Conclusions: Taken together, these results suggest that naturally occurring im-
mune-associated mutations impair Nef ’s ability to counteract SERINC5 and en-
hance virion infectivity, associating with reduced plasma viral load in vivo. 

WEAA0102
HIV-1 concentrates and shelters cell-associated infectivity  
a “viral biofilm”
C. Inizan1, A. Derames1, M. Caillet1, A. David1, P. Versmisse1, A. Saez-Cirion1,  
M. Mesel-Lemoine1, A. Mallet1, M. Sachse1, H. Mouquet1, F. Boufassa2,  
O. Lambotte3, K. Bourdic3, M.-I. Thoulouze1 
1Institut Pasteur, Virology, Paris, France, 2INSERM, CHU Kremlin Bicêtre, Kremlin 
Bicêtre, France, 3CHU Kremlin Bicêtre, AP-HP, Le Kremlin Bicêtre, France 
Presenting author email: thoulouz@pasteur.fr

Background: Highly Active Antiretroviral Therapy (HAART) does not allow the 
complete clearance of the virus since it does not target viral reservoirs nor effi-
ciently block HIV-1 cell-to cell transmission in vivo. HIV-1 cell-to-cell spread is 
thousands fold more efficient than cell-free infection; yet how virions are trans-
ferred via cell contacts remains unknown.
Methods: Using a panel of cutting-edge imaging techniques (Cryo-TEM, CL/SEM, 
CL/FIB and super resolution imaging) to functional assays, we investigated and 
characterized viral structures involved HIV-1 cell-associated infectivity. We ana-
lyzed a range of infected T cells cultures (chronically infected T cell lines, primary 
CD4+ T cells infected in vitro with virus primary isolates, and CD4+ T lymphocytes 
from untreated HIV-1 infected patients with a detectable viremia).
Results: We show here that HIV-1 cell-associated infectivity mostly resides at the 
surface of CD4+ T lymphocytes in a viral biofilm, formed by viral particles aggre-
gated within a scaffold of extracellular matrix (ECM) components. Our set of data 
demonstrates that (i) biofilm-associated viral particles are more efficient in estab-
lishing infection than free viral particles and (ii) they confer HIV with important 
properties characterizing cell-to-cell spread. This includes the decreased sensitiv-
ity to HAART and to the broad neutralizing antibody 3BNC117. HIV-1 regulates 

biofilm matrix composition that controls both viral particles organization at the cell 
surface and the resulting cell associated infectivity. The organized clustering of viral 
particles along an ECM framework locally concentrate virions, favors their collec-
tive transfer to target cells and limits their exposure to nAbs. Finally, CD4+ T cells 
from HIV-1 infected patients produce and transmit viral biofilms, supporting that 
they may also be involved in vivo.
Conclusions: Thisstudy thus unveils HIV biofilm as a new highly infectious extracel-
lular entity that concentrates, stores, disseminates and shelters HIV-1 infectivity. 
This may have implications for HIV-1 spread and persistence in host, including for 
maintaining HIV-1 sanctuaries in treated patients. Our results unveil a new role for 
the ECM in clustering and protecting HIV-1 at the plasma membrane, and in their 
collective transfer through virological synapses. Targeting biofilm ECM compo-
nents could represent a promising approach to favor HIV-1 clearance or to potenti-
ate the effect of available anti-viral therapies. 

WEAA0103
Coordinated mTOR-mediated rewiring of nucleotide anabolism 
regulates HIV-1 infection of CD4 T lymphocytes
H.E. Taylor1, I. Clerc1, N. Calantone1, G.E. Simmons2, R.T. D’Aquila1 
1Northwestern Feinberg School of Medicine, Division of Infectious Diseases, 
Department of Medicine and Northwestern Medicine HIV Translational Research 
Center, Chicago, United States, 2UT Southwestern, Dallas, United States 
Presenting author email: harryetaylor@yahoo.com

Background: HIV-1 replication is restricted in resting CD4 T lymphocytes. 
Stimulation of these cells via either the T cell receptor (TCR) or gamma-cytokine 
receptors up-regulates HIV provirus formation at levels of reverse transcription 
(RT) and nuclear import. However, the enhancements of both RT and nuclear 
import are not fully explained by activation-induced changes in known restriction 
factors. Here, we study a “master regulator” activated by both TCR and gamma-
cytokine signaling: the mechanistic target of rapamycin (mTOR) kinase.
Methods: Resting CD4 T cells purified from blood donor PBMCs using immuno-
magnetic cell separation were stimulated with anti-CD3/anti-CD28 beads, PHA/
IL2, or IL7/15. Inhibitors were used before activation to study the role of mTOR. 
qPCR quantified HIV-1 RT products and 2-long terminal repeat (2-LTR) circles. 
Flow cytometry after infection with a single-round HIV-1-GFP reporter virus mon-
itored productive infection. Quantitation of dNTPs used ultra-sensitive LC-MS/
MS detection. Flow cytometry and immunoblotting assessed effects of treatments 
on mTOR activity.
Results: mTOR activity induced by engagement of either T cell or gamma-cy-
tokine receptors coordinates expression of transporters for glucose (GLUT1), 
glutamine (ASCT2), and transferrin (CD71), as well as rate-limiting enzymes for 
pyrimidine (CAD), purine (IMPDH2), and deoxyribonucleotide (dNTP) synthesis 
(RRM1). mTOR has been previously reported to govern the expression of nutrient 
transporters and pyrimidine biosynthetic genes, but this is the first demonstra-
tion of this global mTOR-dependent program in activated CD4 T lymphocytes. 
Pharmacological ablation of mTOR activity suppressed dNTP pool expansion after 
activation. Multiple chemically distinct catalytic inhibitors of mTOR were found to 
reduce HIV-1 RT products after TCR-stimulation. Moreover, both TCR and gam-
ma-cytokine-activation induced mTOR inhibitor-sensitive accumulation of 2-LTR 
circular forms of HIV-1 DNA, indicating that mTOR activity also regulates active, 
energy (GTP/ATP)-dependent) HIV-1 nuclear import.
Conclusions: CD4 T lymphocyte activation-induced mTOR “metabolic repro-
gramming” drives increased susceptibility to HIV-1 by expanding key nucleotide 
substrate and energy pools necessary for both reverse transcription and nuclear 
import. This adds mechanistic understanding, confirms earlier reports that cata-
lytic inhibitors of mTOR hold promise for improving HIV-1 chemo-therapy and 
prevention, and suggests continued investigation of mTOR’s role in establishment 
as well as reactivation of HIV-1 infection. 

WEAA0104
Membrane-associated RING-CH (MARCH) 1 and 2 are other 
members of MARCH proteins that inhibit HIV-1 infection
W. Yao1,2, T. Tada1, Y. Zhang1,2, H. Fujita3, S. Yamaoka2, K. Tokunaga1 
1National Institute of Infectious Diseases, Department of Pathology, Tokyo, Japan, 
2Tokyo Medical and Dental University, Department of Molecular Virology, Tokyo, 
Japan, 3Nagasaki International University, Faculty of Pharmaceutical Sciences, 
Nagasaki, Japan 
Presenting author email: tokunaga@nih.go.jp

Background: Membrane-associated RING-CH 8 (MARCH8), which is one of 
11 members of MARCH family, downregulates several host membrane proteins 
(MHC-II, CD86, transferrin receptor, etc.). We have recently reported that this 
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protein also targets HIV-1 envelope glycoproteins and acts as an antiviral factor 
(Nat. Med. 21:1502-1507, 2015). It remains unclear whether other family members 
might have similar antiviral functions to those seen in MARCH8. Here, we show 
that MARCH1 and MARCH2, are such MARCH family members that reduces 
virion incorporation of envelope glycoproteins.
Methods: Plasmids expressing family members of MARCH (MARCH1, 
MARCH2, MARCH3, MARCH5, MARCH6, and MARCH7) were created by 
RT-PCR-amplifying their mRNAs. The HIV-1 proviral luciferase indicator plas-
mid was cotransfected with plasmids expressing either HIV-1 Env, or VSV-G, and 
those expressing MARCH family members including MARCH8, into 293T cells. 
Supernatants were subjected to assays for infectivity, viral entry, or virion incor-
poration, and producer cells were used for flow cytometry. Real-time RT-PCR was 
performed to determine endogenous levels of MARCH1 and MARCH2 expression.
Results: Infectivity assays showed that, two other members of MARCH family, 
MARCH1 and MARCH2 had the antiviral activity in a dose-dependent manner. 
The expression of these proteins in virus-producer cells decreased the efficiency of 
viral entry and indeed downregulated HIV-1 envelope glycoproteins from the cell 
surface, resulting in reduced incorporation of envelope glycoproteins into virions, 
exactly as observed in MARCH8 expression. Endogenous expression of MARCH1 
and MARCH2 were enhanced in monocyte-derived macrophages by treatment 
with type I interferon.
Conclusions: As the antiviral MARCH family members, MARCH1 and MARCH2 
join a growing list of host factors that inhibit HIV-1 infection. 

WEAA0105
Bicaudal D2 facilitates the cytoplasmic trafficking and nuclear 
import of HIV-1 genomes during infection
A. Dharan1, S. Opp2, F. Diaz-Griffero2, E. Campbell1 
1Loyola University Chicago, Microbiology and Immunology, Maywood, United States, 
2Albert Einstein School of Medicine, Microbiology and Immunology, Bronx, United 
States 
Presenting author email: ecampbell@luc.edu

Background: Numerous viruses, including HIV-1, exploit the microtubule network 
to traffic towards the nucleus during infection. Although numerous studies have 
observed a role for the plus end microtubule motor dynein in HIV-1 infection, the 
mechanism by which the viral core containing the viral genome associates with dy-
nein and induce their perinuclear trafficking has remained unclear.
Methods: We utilized CRISPR mediated depletion of the dynein adapter protein 
Bicaudal D2 (BICD) and monitored the stages of viral replication by qPCR, mea-
sured viral trafficking using live cell imaging, and the induction of antiviral gene 
expression by RT-PCR.
Results: We observe that BICD2 depletion inhibits infection, preventing the nucle-
ar entry of the viral genome, while fusion and reverse transcription are unimpaired. 
Using live cell imaging, we show that viral trafficking is altered in BICD2 depleted 
cells, and show that NC-CA tubes bind cellular BiCD2. Finally, we observe that 
disruption of the CA-BiCD2 interaction in the monocytic cell line THP-1 results in 
the accumulation of viral genomes in the cytoplasm and the induction of interferon 
stimulated genes in these cells.
Conclusions: These studies demonstrate that BICD2 is required for efficient HIV-1 
infection and reveal the BICD2/CA interaction as a novel target for possible thera-
peutic interventions designed to increase innate immune activation in response to 
HIV-1 infection. 

WEAA02 Catch Me If You Can: Reservoir  
                   Intervention

WEAA0201
Investigating the SHIV reservoir in a non-human primate  
model following allogeneic bone marrow transplantation
L. Colonna1,2, J.B. Schell2, C.W. Peterson3, J. Carlson2, M. Brown2, V. Tkachev2,  
A. Taraseviciute1, S.N. Furlan1, H. Zheng1, D.J. Hunt2, A. Yu2, J. Lane1,  
C.R. Moats1, K. Vogel1, C.E. Hotchkiss1, R.D. Murnane1, A. Baldessari1,  
C. English1, M. Hoffman2, K. Zeleski2, J. Olvera2, C.A. Astley1, S. Wangari1,  
B. Agricola1, J. Ahrens1, N. Iwayama1, P. Polacino1, H.M. Mack1, S.-L. Hu1,  
L. Stensland1, M.-L.W. Huang1, H.P. Kiem3, L.S. Kean1,2,3 
1University of Washington, Seattle, United States, 2Seattle Children’s Research 
Institute, Ben Towne Center for Childhood Cancer Research, Seattle, United States, 
3Fred Hutchinson Cancer Research Center, Seattle, United States 
Presenting author email: lcolonna@uw.edu

Background: Three components are thought to have contributed to the Berlin pa-
tient’s cure following BMT: myeloablative conditioning, graft-versus-viral reservoir 
(GVVR), and HIV resistance of the donor CCR5D32 cells, yet the contributions 
of each to reservoir clearance is unknown. Moreover, while the Boston patients’ viral 
rebound suggests HIV-resistance will be key, this has not yet been rigorously deter-
mined. To dissect the role of myeloablative conditioning, GVVR and viral resistance 
on the SHIV reservoir, we have developed the first NHP model for allogeneic BMT 
in SHIV-infected, cART-treated rhesus macaques.
Methods: We intravenously infected 6 animals with SHIV-1157ipd3N4 and left 
them untreated for six months, followed by six months of cART (Raltegravir, PMPA 
and FTC). 3 animals remained untransplanted, and 3 animals received myeloabla-
tive total body irradiation (1020 Gy) followed by haplo-identical BMT without ART 
discontinuation. Donor chimerism was monitored, and viral DNA and RNA were 
measured by qPCR in ~35 tissues following necropsy.
Results: All animals showed peak viral titers in the range of ~107 copies/ml ~2 weeks 
post-infection, which subsequently reached steady-state. 1 animal controlled vire-
mia before ART initiation (day 184). In the other animals, plasma viral RNA became 
undetectable 2-3 weeks post cART initiation. The 3 transplanted animals were eu-
thanized at day 47, 29, and 9 post-transplant, due to infection, acute graft-versus-
host disease, and renal complications, respectively. Analysis of whole blood and 
sorted CD4+ T cells showed rapid acquisition of 100% donor blood chimerism, with 
lower chimerism in multiple tissues. Despite undetectable viremia post-transplant, 
viral DNA quantification in 35 tissues, including hematopoietic and major organs, 
CNS, and reproductive organs revealed an increased reservoir in transplanted non-
controllers versus untransplanted controls.
Conclusions: Our results indicate that the DNA reservoir significantly increases 
early after transplant, despite control of peripheral viremia. This suggests that 
transplant represents a significant initial ‚shock’ with loss of anti-HIV immunity 
contributing to reservoir enlargement, potentially explaining the rebound observed 
in the Boston patients. We believe that full recovery of anti-HIV immune control 
may be restored if additional HIV resistance factors and/or anti-HIV strategies are 
incorporated post-transplant to enhance the targeted killing of infected cells. 

WEAA0202
Investigating clinical therapeutics to target infected cells  
and promote HIV clearance
P. Arandjelovic1,2, C. Allison1,2, S. Preston1,2, J. Cooney1,2, M. Pellegrini1,2 
1The Walter and Eliza Hall Institute of Medical Research, Infection and Immunity, 
Melbourne, Australia, 2The University of Melbourne, Department of Medical Biology, 
Melbourne, Australia 
Presenting author email: arandjelovic.p@wehi.edu.au

Background: Efforts to eliminate the latent HIV reservoir highlight the need for 
alternative strategies geared towards killing latently infected cells. HIV manipulates 
host apoptotic pathways in order to sustain the infection cycle and evade immune 
surveillance. BH3-mimetic inhibitors antagonise pro-survival proteins and promote 
intrinsic apoptosis. 
Here, we employ a novel humanized mouse model of latent HIV infection, together 
with in vitro cell survival assays, to investigate the usefulness of BH3-mimetics in 
clearing the latent reservoir and achieving a functional cure.
Methods: Primary human CD4+ T lymphocytes were isolated from healthy donors, 
activated and infected with HIV-GFP. Infected primary CD4+  T cells were treated 
with BH3-mimetics and assessed for death of GFP-positive, HIV infected cells.
Briefly, humanized mice were generated as follows: NOD.Cg-Prkdcscid Il2rgtm1Wjl/Sz 
(NSG) neonates were sub-lethally irradiated in order to achieve myeloablation, fol-
lowed by injection of human CD34+ cord blood haematopoietic stem cells into the 
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orbital vein. Mice were assessed for degree and quality of reconstitution at 16 weeks 
of age before infection with HIV. Virological suppression was recapitulated using a 
clinically-relevant ART regimen before testing novel interventions.
Results: We first sought to investigate the in vitro sensitivity of actively infected 
cells to pro-apoptotic interventions. Treatment with the pre-clinical BH3-mimetic 
ABT-737, which targets pro-survival proteins Bcl-2, Bcl-xL and Bcl-w, resulted in 
preferential killing of HIV-infected cells in a concentration-dependent manner. A 
similar outcome was observed using the FDA-approved, clinical-stage Bcl-2 inhibi-
tor Venetoclax.
Our humanized mouse model successfully recapitulates key stages of human dis-
ease, including chronic infection, viral suppression, as well as subsequent rebound 
following treatment interruption. Suppressed mice were administered Venetoclax 
over three treatment cycles before therapy was interrupted to assess for viral re-
bound. Humanized mice treated with Venetoclax experienced a substantial delay in 
rebound up to one week longer than vehicle-treated controls.
Conclusions: These results pave the way for further in vivo studies using a human-
ized mouse model of HIV latency. Efforts are underway to optimise treatment regi-
mens as well as to investigate the combination of BH3-mimetics with traditional 
latency-reversing agents. Overall, these findings represent a novel approach to kill-
ing latently infected cells and purging the proviral reservoir. 

WEAA0203
Inhibiting memory CD4+ T-cell self-renewal to reduce HIV 
persistence
M. Mavigner1, M. Zanoni2, J. Habib1, C. Mattingly2, J. Demarest3, H. Kouji4,  
B. Lawson2, T. Vanderford2, G. Tharp2, S. Bosinger2, G. Silvestri2, A. Chahroudi1 
1Emory University School of Medicine, Pediatrics, Atlanta, United States, 2Emory 
University, Yerkes National Primate Research Center, Atlanta, United States, 3ViiV 
Healthcare, Durham, United States, 4Prism Biolab, Kanagawa, Japan 
Presenting author email: maud.mavigner@emory.edu

Background: Long-lived memory CD4+ T-cells with high self-renewal capacity such 
as central memory (TCM) T-cells and T memory stem cells (TSCM) are major con-
tributors to the viral reservoir in HIV-infected individuals on antiretroviral therapy 
(ART). The Wnt/beta-catenin signaling pathway primarily regulates the balance 
between self-renewal and differentiation of TSCM/TCM and pharmacological ma-
nipulation of this pathway offers an opportunity to reduce persistence of latently-
infected cells.
Methods: To block self-renewal and promote TSCM/TCM differentiation, we used an 
inhibitor targeting the Wnt/beta-catenin pathway initially developed to target can-
cer stem cells (called PRI-724). We evaluated the safety of PRI-724 with a dose 
escalation study in healthy rhesus macaques (RM). We then conducted an efficacy 
study in twelve SIVmac251-infected RM treated with ART. After suppression of vire-
mia, 8/12 RM received PRI-724 at 10 or 20 mg/kg/day while 4/12 RM were main-
tained on ART only. The gene profile of CD4+ memory T-cell subsets was assessed 
longitudinally by RNAseq analyses. RM were sacrificed on ART following twelve 
weeks of PRI-724 treatment for assessment of SIV reservoirs.
Results: PRI-724 was well tolerated in both healthy and ART-treated SIV-infected 
RM, with blood counts, liver function, and renal function within normal limits. No 
alteration of tri-lineage hematopoiesis was observed in bone marrow. The transcrip-
tomic profiling of genes associated with T-cell differentiation showed an increased 
expression of the EOMES transcription factor in the CD4+ TSCM of PRI-treated 
animals as compared to controls. Moreover, Gene Set Enrichment Analyses showed 
that gene sets distinguishing effector versus memory were significantly enriched 
in the CD4+ TSCM as compared to the naïve T-cells. Interestingly, this CD4+ TSCM 
enrichment in effector-like genes was significantly higher in the PRI-treated than 
in the control RM. These results suggest an effect of PRI-724 on CD4+ TSCM differ-
entiation. PCR analyses in the sorted subsets of memory CD4+ T-cells showed no 
significant difference in cell-associated SIV DNA levels between PRI-724 treated 
and untreated RM.
Conclusions: This work provides novel support for the strategy of promoting CD4+ 
TSCM differentiation by pharmacological modulation of the Wnt/beta-catenin path-
way. However, combination strategies targeting stem cell pathways and/or addi-
tional anti-reservoir strategies are likely necessary to reduce SIV/HIV persistence. 

WEAA0204
PBMCs from patients with chronic myeloid leukemia treated 
with different tyrosine kinase inhibitors show variable 
susceptibility to HIV-1 infection: searching for the best 
therapeutic approach
M. Bermejo1, J. Ambrosioni2, G. Bautista3, N. Climent2, E. Mateos1, C. Rovira2,  
R. Duarte3, F. Cervantes2, M. Plana2, J.M. Miro2, J. Alcami1, M. Coiras1 
1National Center of Microbiology, Instituto de Salud Carlos III, Madrid, Spain, 
2Hospital Clinic, Barcelona, Spain, 3Hospital Puerta de Hierro, Madrid, Spain 
Presenting author email: mcoiras@isciii.es

Background: Tyrosine kinase inhibitors (TKIs) such as imatinib, nilotinib, dasatinib, 
bosutinib and ponatinib are currently used for treating chronic myeloid leukemia 
(CML). Imatinib was the first TKI introduced in clinical practice and is very selec-
tive of the chimeric fusion protein BCR-ABL responsible for causing CML. Second 
generation TKIs nilotinib, dasatinib and bosutinib are 20-, 300- and 200-fold more 
potent than imatinib against BCR-ABL, respectively. Third generation Ponatinib 
has been approved for patients resistant to other TKIs. Our group demonstrated 
that Dasatinib interferes with SAMHD1 phosphorylation, preserving its antiviral 
activity and avoiding HIV-1 retrotranscription and proviral integration. Therefore, 
using dasatinib as adjuvant of antiretroviral therapy in HIV-infected patients could 
reduce the formation of the viral reservoir. In this work, we evaluated which TKI 
would be the best choice for treating HIV-infected patients.
Methods: PBMCs isolated from 42 CML patients on treatment with imatinib, ni-
lotinib, dasatinib, bosutinib or ponatinib and 44 healthy controls. All patients were 
treated for >2 years with normal TKI dose; they showed no HIV-1 infection, normal 
lymphocyte count and general good health.
Results: 1) IC50 for inhibiting HIV-1 replication was calculated in vitro for each 
TKI: imatinib IC50=10µM; nilotinib IC50=10µM; dasatinib IC50=37.5nM; bosutinib 
IC50=0.5µM; ponatinib IC50=150nM. 2) Ex vivo infection of PBMCs from CML 
patients showed that imatinib, dasatinib and bosutinib effectively inhibited both 
early and late reverse transcription (p< 0.001). Ponatinib was also very effective 
but we only recruited one patient. 3) PBMCs from CML patients showed lower 
SAMHD1 phosphorylation after PHA/IL-2 treatment for 5 days (p<0.0001 for 
dasatinib; p<0.01 for bosutinib). 4) Proviral integration was inhibited after treat-
ment with all TKIs, being dasatinib the most significant (p<0.01). 5) Synthesis of 
viral proteins was mostly significantly interfered by dasatinib (p<0.0001).
Conclusions: PBMCs from CML patients on chronic treatment with TKIs showed 
resistance to SAMHD1 phosphorylation after activation with PHA/IL-2. HIV-1 re-
verse transcription and proviral integration was reduced in these cells. Dasatinib 
was the most potent against HIV-1 replication, closely followed by ponatinib. 
Consequently, preserving SAMHD1 antiviral function with TKIs such as Dasatinib 
could reduce the reservoir size during HIV-1 acute infection. 

WEAA0205
Eradication without reactivation: suppression of HIV-1 
transcription and reactivation from latency by a Tat inhibitor
C. Kessing1, G. Mousseau1, C. Nixon2, H. Takata3, C. Li1, R. Arora4, P. Tsai2,  
S. Mediouni1, L. Trautmann3, J.V. Garcia2, S. Valente5 
1The Scripps Research Institute, Jupiter, United States, 2University of North Carolina, 
Chapel Hill, United States, 3US Military HIV Research Program, Silver Spring, United 
States, 4The Scripps Reseach Institute, Jupiter, United States, 5The Scripps Research 
institute, Immunology and Microbial Sciences, Jupiter, United States 
Presenting author email: svalente@scripps.edu

Background: HIV persists in latently infected CD4+T cells in infected individu-
als even after prolonged periods on suppressive antiretroviral therapy (ART). 
Transcriptional reactivation from latency is not inhibited by current ART, highlight-
ing the need for novel approaches.
The HIV-1 Tat protein exponentially activates viral transcription, and limited 
Tat-transactivation correlates with HIV-1 latency establishment. We identified 
didehydro-cortistatin A (dCA) as a potent Tat inhibitor. Over time, treatment 
of infected cells with dCA drives HIV-1 gene expression into an induced state of 
persistent latency, refractory to viral reactivation by a standard panel of latency 
reversing agents (LRAs), suggesting the HIV promoter is epigenetically repressed. 
We postulated a strategy for a functional cure, dubbed “block-and-lock”, where a 
specific HIV-1 transcriptional inhibitor would promote a durable state of latency, 
reduce ongoing viral replication during ART, and inhibit spontaneous reactivation 
during ART or when ART is discontinued.
Methods: We will present our long-term studies of the activity of dCA in primary 
human CD4+T cells isolated from aviremic infected individuals, using an optimized 
approach that maintains cell cultures up to 10 weeks. To explore the in vivo efficacy 
of dCA we used the bone marrow-liver-thymus (BLT) humanized mouse model of 
HIV-1 latency. 
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We will also discuss epigenetic mechanisms regulating dCA induced deep latency in 
CD4+T memory T cells, as well as mechanisms of viral evasion to dCA.
Results: We demonstrate in CD4+T cells from five suppressed infected individuals 
that not only combining dCA with ART promotes faster HIV-1 suppression, but 
more importantly that prior treatment with dCA significantly reduces viral rebound 
up to 25 days of treatment interruption, even when viral reactivation is stimulated 
by LRAs. 
In the BLT mouse model of latency, we demonstrate that adding dCA to ART sup-
pressed mice, for a period of 14 days, results in a significant 1.5 to 10.5 fold re-
duction in viral RNA production in all tissues. Experiments assessing the ability of 
dCA to inhibit viral rebound upon treatment interruption are ongoing and will be 
presented.
Conclusions: In combination with ART, dCA abrogates residual HIV production 
from cellular reservoirs, blocks viral reactivation, and may ultimately reduce reser-
voir replenishment and latent reservoir size. 

WEAA0206
Myeloablative conditioning is dispensable for  
transplant-dependent HIV cure
C. Peterson1,2, J. Kaur1, C. Benne3, P. Polacino4, A. Filali-Mouhim3, W. Obenza1, 
M.-L. Huang5, K. Jerome5,6, S.-L. Hu4,7, R. Sekaly3, H.-P. Kiem1,2,8 
1Fred Hutchinson Cancer Research Center, Clinical Research Division, Seattle, United 
States, 2University of Washington, Department of Medicine, Seattle, United States, 
3Case Wesern Reserve University, Cleveland, United States, 4Washington National 
Primate Research Center, Seattle, United States, 5Fred Hutchinson Cancer Research 
Center, Vaccine and Infectious Disease Division, Seattle, United States, 6University of 
Washingon, Department of Laboratory Medicine, Seattle, United States, 7University 
of Washington, Department of Pharmaceutics, Seattle, United States, 8University of 
Washington, Department of Pathology, Seattle, United States 
Presenting author email: jisenber@fredhutch.org

Background: Over 10 years ago, hematopoietic stem cell transplant (HSCT) with 
infection-resistant CCR5Δ32 cells led to cure/remission of HIV infection and leu-
kemia in the Berlin patient. HIV cure was likely a combined result of the condi-
tioning regimen, an allogeneic „graft versus reservoir“ effect, and the CCR5Δ32 
donor cells. We studied the impact of conditioning and CCR5-edited cells in 
simian-human immunodeficiency virus (SHIV)-infected macaques suppressed by 
combination antiretroviral therapy (cART). The goal of this study was to identify 
the mechanisms by which each facet impacted the latent viral reservoir.
Methods: Pigtailed macaques were challenged with CCR5-tropic, HIV enveloped 
SHIV, and suppressed by cART following viral set point. In one cohort, autologous 
HSCT was performed with unmodified stem cells. In a second cohort, animals re-
ceived CCR5-edited stem cells. Control animals were infected and suppressed, but 
did not undergo transplantation. Flow cytometry and ELISA were used to monitor 
changes in immune homeostasis, and quantitative PCR and viral reservoir assays 
were used to identify virologic changes between experimental and control animals.
Results: The conditioning regimen resulted in a dramatic, but incomplete deple-
tion of CD4+, CD8+ T-cells and B-cells, disrupted T-cell homeostasis, elevated 
markers of microbial translocation, a significant loss of SHIV-specific antibodies, 
and increased viral rebound, relative to untransplanted controls. Although CCR5 
editing did not reach threshold levels for post-cART control of viremia, correlates 
of protection were observed: quantitative viral outgrowth, Tat/Rev-induced limit-
ing dilution, and tissue viremia assays showed that the size of SHIV reservoirs was 
impacted.
Conclusions: Our data identify perturbations of the immune system as a mecha-
nism for the failure of autologous transplantation (without gene-protected cells) 
to eradicate HIV, highlighting the importance of an intact immune system for viral 
control after cART withdrawal. We conclude that reduced-intensity conditioning, 
which is safer and less toxic, should be a focus for transplant-based approaches. 
Analogous to cutting-edge therapies for cancer patients, next generation HIV 
cure strategies should balance killing of virus-infected target cells with retention 
of greater immune function, e.g. with immune modulators. High efficiency gene 
therapy/gene editing to protect transplanted cells and actively target the viral res-
ervoir during ongoing cART will be essential. 

WEAB01 Potpourri of Comorbidities

WEAB0101
Trends and predictors of non-communicable disease  
multi-morbidity among HIV-infected adults initiating ART  
in Brazil, 2003-2014
J. Castilho1, M.M. Escuder2, V. Veloso3, J.O. Gomes2, K. Jayathilake1, S. Ribeiro3, 
R.A. Souza4, M.L. Ikeda5, P.R. de Alencastro5, U. Tupinanba6, C. Brites7,  
C. McGowan1, A. Grangeiro8, B. Grinsztejn3 
1Vanderbilt University Medical Center, Division of Infectious Diseases, Nashville, 
United States, 2São Paulo State Department of Health, Health Institute, São Paulo, 
Brazil, 3Oswaldo Cruz Foundation, Evandro Chagas Clinical Research Institute, Rio de 
Janeiro, Brazil, 4São Paulo State Department of Health, AIDS Reference and Training 
Center, São Paulo, Brazil, 5Rio Grande do Sul State Department of Health, Care and 
Treatment Clinic of the Partenon Sanatorium, Porto Alegre, Brazil, 6Federal University 
of Minas Gerais School of Medicine, Belo Horizonte, Brazil, 7Federal University of 
Bahia, Edgar Santos University Hospital Complex, Salvador, Brazil, 8University of São 
Paulo School of Medicine, Department of Preventive Medicine, São Paulo, Brazil 
Presenting author email: jessica.castilho@vanderbilt.edu

Background: HIV-infected adults on ART experience high rates of non-commu-
nicable diseases (NCDs). These co-morbidities can accumulate and older HIV-
infected adults often suffer from multi-morbidity. Little is known of the burden of 
multi-morbidity in HIV-infected adults in low- and middle-income countries.
Methods: HIV-Brazil Cohort is an observational, multi-site study of HIV-infected 
adults initiating ART between 2003-2014. We studied NCDs and multi-morbidity 
in patients from seven clinical sites in six Brazilian cities. NCDs included coronary 
artery disease, cerebrovascular disease, high-grade hyperlipidemia (HLD), diabe-
tes, chronic kidney disease, cirrhosis, osteoporosis, osteonecrosis, venous throm-
boembolism (VTE), and non-AIDS-defining cancers. Multi-morbidity was defined 
as the incident accumulation of two or more unique NCDs. We examined incidence 
trends using Poisson regression and predictors of multi-morbidity using competing 
risk and Cox regression models.
Results: Of the 5,786 adults included, 388 (7%) developed multi-morbidity dur-
ing the study period. From 2003 to 2014, parallel to the rise of patients over the 
age of 50 in the cohort, the incidence of multi-morbidity rose to 21 patients per 
1,000 person-years (Figure). HLD and VTE incidence decreased while diabetes 
and osteoporosis rates significantly increased from 2003-2014. In adjusted Cox 
models, female sex, age, and low CD4 nadir at baseline were significantly associated 
with risk of multi-morbidity (Table, also adjusting for education, race, year, hepatitis 
C). Among all patients with multi-morbidity, the most common NCDs were HLD 
(87%) and diabetes (59%); however, women with multi-morbidity were more likely 
to have osteoporosis than men (15.4 vs. 6.8%). 

[Figure. Incidence of multi-morbidity & proportion of patients over 50 years by year]

 Adjusted Hazard Ratio [95% CI] P value
Female sex (ref: male sex) 1.35 [1.06-1.70 0.014
CD4 cell count nadir at baseline (μ/L)   
>200 (ref)  
100-199 1.59 [1.18-2.13] 0.002
<100 1.77 [1.35-2.32] <0.001

[Multivarbiable Cox proportional hazard model]

Conclusions: Multi-morbidity of NCDs increased from 2003-2014. Females were 
more likely to develop multi-morbidity in adjusted analyses. Further studies exam-
ining sex-specific screening, prevention and management of NCD co-morbidities 
in HIV-infected adults are needed. 
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WEAB0102
HIV infection and the risk of peripheral arterial disease
M. Freiberg1,2, M. Duncan3, A. Justice4,5, J. Beckman3,  
Veterans Aging Cohort Study 
1Vanderbilt University Medical Center, Medicine, Nashville, United States, 2Tennessee 
Valley Veterans Affairs Medical Center, Nashville, United States, 3Vanderbilt 
University Medical Center, Nashville, United States, 4Yale University School of 
Medicine, New Haven, United States, 5West Haven Veterans Affairs Medical Center, 
West Haven, United States 
Presenting author email: matthew.s.freiberg@vanderbilt.edu

Background: Peripheral arterial disease (PAD) affects ~8 to 10 million U.S. adults 
annually and is the second most common clinical manifestation of atherosclero-
sis after acute myocardial infarction (AMI). While the increased risk of AMI and 
ischemic stroke among HIV infected (HIV+) compared to uninfected people is well 
documented, data linking HIV to incident PAD events are sparse. We, therefore, 
compared PAD risk among HIV+ and uninfected veterans.
Methods: We analyzed data on 91,457 veterans (33% HIV+) without prevalent car-
diovascular disease from the Veterans Aging Cohort Study (VACS). VACS is an 
observational, longitudinal cohort of HIV+ veterans matched 1:2 with uninfected 
veterans on age, gender, race/ethnicity, and clinical site. Participants were followed 
from their first clinical encounter on or after 4/1/2003 until a PAD event, death, 
their last follow-up date, or 9/30/2012. We used ICD-9 and CPT codes to identify 
participants with incident PAD. Cox proportional hazard regression models were 
utilized to assess the association between HIV, CD4+ T cell count, and PAD adjust-
ing for atherosclerotic risk factors (Table). Finally, we constructed cumulative inci-
dence curves to examine PAD risk stratified by HIV status and CD4 + T cell count.
Results: During a median follow-up of 7 years, there were 5091 PAD events. See 
Table and Figure for rates and risk of PAD stratified by HIV status and CD4+ T 
cell count. 

Group N PAD 
Events

Rate/1000PY 
95% CI]

Unadjusted PAD 
Risk [HR 95% CI]

Adjusted PAD 
Risk [HR 95% CI]a

HIV Uninfected 61,498 3103 8 [7.8, 8.4] 1.00 1.00
HIV+, CD4: 500+ 10,682 663 10 [9.4, 11.0] 1.23 [1.13, 1.34] 1.31 [1.20, 1.43]
HIV+, CD4: [200, 500) 12,368 835 11 [10.6, 12.1] 1.41 [1.31, 1.52] 1.46 [1.35, 1.59]
HIV+, CD4: <200 6909 490 14 [12.8, 15.3] 1.77 [1.60, 1.95] 1.62 [1.45, 1.80]
a adjusted for age, sex, race/ethnicity, hypertension, diabetes, LDL and HDL cholesterol, 
triglycerides, HCV infection, smoking status, renal disease, BMI, anemia, cocaine dependence or 
abuse, alcohol dependence or abuse, and COPD.

[Rates and risk of PAD by HIV status and CD4+ T cel]

[Figure. Cumulative incidence of PAD stratified by HIV status and CD4+ T cell count]

Conclusions: Conclusions and Relevance: HIV+ veterans have a significantly higher 
risk of PAD than uninfected veterans. 

WEAB0103
Impact of exposure to each antiretroviral treatment (ARV) on 
the risk of fracture in HIV-1-infected individuals: an analysis 
from FHDH ANRS CO4
D. Costagliola1, V. Potard1,2, S. Lang1,2, S. Abgrall1,3, C. Duvivier4,5, H. Fischer6,  
V. Joly7, J.-M. Lacombe1,2, M.-A. Valantin1,8, M. Mary-Krause1, S. Rozenberg9,  
on behalf of the FHDH ANRS CO4 
1Sorbonne Universités, INSERM, UPMC Univ Paris 06, Institut Pierre Louis 
d’épidémiologie et de Santé Publique (IPLESP UMRS 1136), Paris, France, 2INSERM 
Transfert, Paris, France, 3AP-HP, Hôpital Antoine Béclère, Service de Médecine 
interne/Immunologie clinique, Clamart, France, 4AP-HP, Hôpital Necker-Enfants 
Malades, Service des maladies infectieuses et tropicales, Paris, France, 5Institut 
Pasteur, Centre Médical de l’Institut Pasteur, Paris, France, 6ACT-UP Paris, Paris, 
France, 7AP-HP, Hôpital Bichat, Service de maladies infectieuses et tropicales, 
Paris, France, 8AP-HP, Hôpital Pitié-Salpêtrière, Service de maladies infectieuses et 
tropicales, Paris, France, 9AP-HP, Hôpital Pitié-Salpêtrière, Service de rhumatologie, 
Paris, France  

Background: HIV-infected patients have a lower bone mineral density (BMD) and 
a higher incidence of fractures compared to the general population of same age 
and sex. To assess the impact of exposure to each ARV on the risk of osteoporotic 
fractures, we conducted a nested case-control study.
Methods: Cases were individuals enrolled while ART-naïve, with a first prospectively 
reported fracture between 01/2000 and 12/2010. Controls were randomly selected 
after matching on sex, age (±3 years), diagnosis period (< 1997/≥1997) and clinical 
centre. The risk of fracture was analysed using conditional logistic regression mod-
els. Exposure to each ARV was measured either by cumulative duration of exposure 
(model1), or by exposure yes/no (model2). In a 3rd model, the exposure variable was 
chosen for each ARV according to the lowest Akaike criterion value. All exposure 
variables and potential confounders were included in the multivariable models.
Results: Among the 861 reviewed fractures, 261 were osteoporotic fractures, and 
254 were matched to at least one control (376 controls). The median year of frac-
ture diagnosis was 2007(IQR 2004-2009), 67% of cases were men, 71% diagnosed 
with HIV-infection before 1997, median age was 49 years, CD4 436[293-592], 
nadir CD4 196[82-287], 31% at AIDS-stage, 65% with VL< 50cp/mL, and 49% 
exposed to tenofovir, 82% to PIs and 37% to efavirenz.
After accounting for transmission group, AIDS-stage, geographic origin, BMI, cur-
rent smoking, alcohol consumption, exposure to systemic glucocorticoids, and pe-
riod of enrolment, no association was found between the risk of fracture and expo-
sure to tenofovir (OR for cumulative exposure: 1.03[0.86-1.24], similar results for 
exposure yes/no), or to NRTIs, or to PIs (exposure to PI overall: OR 1.01[0.92-1.11] 
or to each PI). Cumulative exposure to efavirenz was associated with a lower risk of 
fracture in models 1 and 3 (respective OR 0.81[0.69-0.95] and 0.82[0.70-0.96] 
per year of exposure), while exposure to efavirenz (yes/no) was not (OR 0.84[0.51-
1.40]). Sensitivity analyses do not favour the causal nature of the association with 
exposure to efavirenz.
Conclusions: There was no evidence of excess risk of fracture following exposure 
to tenofovir or to PIs. This is an important result in the debate about TAF versus 
generic tenofovir. 

WEAB0104
Being HIV-1-infected is independently associated with 
decreased erectile function among older men who have  
sex with men
M. Dijkstra1, R.H.W. van Lunsen2, K.W. Kooij3, U. Davidovich1, R.A. van Zoest3, 
F.W.M.N. Wit3, M. Prins1, P. Reiss3, M.F. Schim van der Loeff1, AGEhIV Cohort 
Study Group 
1Public Health Service of Amsterdam, Department of Infectious Diseases, Amsterdam, 
Netherlands, 2Academic Medical Center, Department of Sexology and Psychosomatic 
Gynaecology, Amsterdam, Netherlands, 3Academic Medical Center, Department 
of Global Health and Amsterdam Institute for Global Health and Development, 
Amsterdam, Netherlands 
Presenting author email: mdijkstra@ggd.amsterdam.nl

Background: Several studies have reported that HIV-1-infected men who have sex 
with men (MSM) more often experience sexual dysfunction compared to HIV-
1-uninfected MSM. HIV-1-infected individuals have a higher prevalence of non-
communicable comorbidities, which may affect sexual health, compared to HIV-
1-uninfected individuals. We assessed whether HIV-1 infection is independently 
associated with decreased sexual functioning among MSM aged 45 years and older.
Methods: Data from HIV-1-infected and HIV-1-uninfected MSM aged ≥45 years 
at the time of enrolment into the on-going AGEhIV Cohort Study were used. The 
questionnaire included 3 questions (representing 3 sexual domains) on sexual func-
tioning from the International Index of Erectile Function (IIEF), addressing erectile 
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function, sexual desire, and sexual satisfaction (scale 1-5, higher score represents 
better function). The 3 separate questions were dichotomised using a cut-off of ≤2. 
Three multivariable logistic regression models were constructed to investigate the 
association between HIV-1 infection and the 3 domains. Variables associated with 
both HIV-1 infection and one of the outcomes (at p<0.20) were included in all 3 
multivariable models. We explored HIV-1- and ART-related variables in the estab-
lished multivariable models including only HIV-1-infected individuals.
Results: In total, 399 HIV-1-infected and 366 HIV-1-uninfected MSM were in-
cluded in the analyses. Decreased erectile function (13.0% vs. 3.4%, p<0.001), 
decreased sexual desire (7.0% vs. 3.6% p=0.033), and decreased sexual satisfac-
tion (17.8% vs. 11.8%, p=0.019) were more prevalent among HIV-1-infected MSM 
compared to HIV-1-uninfected MSM. In multivariable logistic regression models 
including age, ethnicity, waist-to-hip ratio, noncommunicable comorbidities, de-
pression, frailty, use of antidepressants, and antihypertensive medication, HIV-1 
infection was independently associated with decreased erectile function (adjusted 
odds ratio (aOR) 2.53, 95%CI 1.23-5.21), but not with decreased sexual desire 
(aOR 1.78, 95%CI 0.81-3.92), and decreased sexual satisfaction (aOR 1.35, 95%CI 
0.84-2.17). Among HIV-1-infected participants, previous (aOR 3.20, 95%CI 1.52-
6.75) and current (aOR 4.71, 95%CI 1.90-11.71) use of lopinavir were independent-
ly associated with decreased erectile function.
Conclusions: Among MSM aged ≥45 years, being HIV-1-infected was indepen-
dently associated with decreased erectile function. Exposure to lopinavir appeared 
to be an independent risk factor for decreased erectile function. No independent 
association between HIV-1 infection and decreased sexual desire or decreased sex-
ual satisfaction was observed. 

WEAB0105
SHIV infection and drug transporters influence brain tissue 
concentrations of efavirenz
N. Srinivas1, J. Fallon1, C. Sykes1, N. White1, A. Schauer1, L. Adamson2,  
M. Matthews1, P. Luciw2, P. Smith1, A. Kashuba1 
1University of North Carolina at Chapel Hill, Chapel Hill, United States, 2University of 
California, Davis, Davis, United States 
Presenting author email: nithyas@email.unc.edu

Background: Despite antiretroviral (ARV) therapy, there is a high prevalence of 
HIV-associated neurocognitive disorder (HAND) in HIV-infected individuals. 
Using CSF data, it has been theorized that inadequate ARV concentrations may 
contribute. However, information on brain tissue concentrations is sparse. This 
study compared the concentration of ARVs in four regions of brain tissue with CSF 
in uninfected and SHIV-infected rhesus macaques.
Methods: In 12 male macaques (6 uninfected; 6 SHIV-infected) dosed to steady-
state condition, concentrations of 6 ARVs - tenofovir (TFV), emtricitabine (FTC), 
efavirenz (EFV), raltegravir (RAL), maraviroc (MVC) and atazanavir (ATZ) were 
measured by LC-MS/MS in the CSF (LLOQ=0.5 ng/mL) and cerebrum, cerebel-
lum, basal ganglia and parietal cortex regions of the brain (LLOQ of homogenate 
ranged from 0.002-0.01 ng/mL). Tissue concentrations were converted to ng/g 
using density of 1.06. To assess the influence of drug transporters on ARV concen-
tration, brain tissue was analyzed for Pgp and BCRP efflux transporter proteins by 
LC-MS proteomics (LLOQ=0.1 pMol/mg protein). Data are presented as median 
(range); statistical analysis was by Kruskal-Wallis test.
Results: 

 CSF concentration (ng/ml) Brain tissue concentration (ng/g)
 Uninfected Infected Uninfected Infected

TFV 0.8 (0.0, 4.6) 2.2 (1.5, 3.0) 55.0 (47.1, 392.1) 34.9 (22.7, 65.1)
FTC 2.1 (0.0, 11.7) 5.7 (3.9, 7.3) 29.9 (19.5, 85.8) 28.4 (14.8, 33.6)
EFV 2.1 (1.4, 3.4) 0.5 (0.5, 1.4) 1615.2 (965.2, 1983.0) 391.6 (239.8, 792.3)
RAL 1.2 (0.6, 1.3) 0.5 (0.5, 0.5) 27.7 (15.8, 78.3) 14.7 (9.7, 21.8)
MVC 2.9 (0.5, 11.1) 0.0 (0.0, 0.0) 57.5 (21.9, 193.0) 48.7 (34.8, 104.8)
ATZ 0.5 (0.0, 40.5) 0.5 (0.5, 0.5) 84.1 (49.7, 554.1) 133.1 (59.4, 138.0)

[Concentration of ARVs in brain and CSF]

CSF concentrations did not differ by infection status (p>0.1). Since there was no 
difference in ARV concentration in the various regions of the brain (p>0.1), these 
data were combined. Concentrations in brain tissue were significantly greater than 
CSF for TFV, FTC and EFV: ranging from 5-times (FTC) to 769-times (EFV) 
higher. Brain tissue concentration of EFV was 4.1 times higher in uninfected ani-
mals. BCRP concentration was 1.7 times higher in infected animals (p=0.02); Pgp 
concentration did not differ with infection status (p=0.06).
Conclusions: In this study, brain tissue concentration of EFV was 4-fold lower in in-
fected macaques and this may be due to increased BCRP concentrations. Further, 
we have shown that ARV CSF concentrations may need cautious interpretation 
when used as surrogate for brain tissue exposure. Based on these data, further in-
vestigations are needed to determine how ARV brain tissue concentrations influ-
ence HAND prevalence. 

WEAC01 PrEP Expectations and Experiences

WEAC0101
Barriers to uptake of pre-exposure prophylaxis among 
respondents to the Flash! PrEP in Europe survey
A. Bernier1, R.M. Delabre2, V. Schlegel2, A. Vilotitch3,4, S. Duken5, R. Stranz6,  
D. Rojas Castro2,7,8, K. Jonas9 
1Coalition Internationale Sida, Community-based Research Department, Pantin, 
France, 2AIDES, Community-based Research Department, Pantin, France, 3Aix 
Marseille Univ, INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de la 
Santé & Traitement de l’Information Médicale, INSERM U912, Marseille, France, 
4ORS PACA, Observatoire Régional de la Santé Provence-Alpes-Côte d’Azur, 
Marseille, France, 5University of Amsterdam, Psychology Department, Amsterdam, 
Netherlands, 6AIDES, Advocacy Department, Pantin, France, 7University of Lyon 
2, Social Psychology Research Group (GRePS), Lyon, France, 8Aix Marseille Univ, 
INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de la Santé & Traitement 
de l’Information Médicale, Marseille, France, 9Maastricht University, Work and Social 
Psychology Department, Maastricht, Netherlands 
Presenting author email: abernier@coalitionplus.org

Background: Pre-exposure prophylaxis (PrEP) has been shown to effectively re-
duce HIV infection risk and is recommended by the World Health Organisation 
(2015) and the European AIDS Clinical Society (2015). As of January 2017, only 
two European countries, France and Norway, have authorized prescription and re-
imbursement of PrEP. In this analysis we identify potential barriers to PrEP uptake 
across Europe.
Methods: The Flash! PrEP in Europe (FPIE) online survey was a community-based 
research study aiming to assess interest in and barriers to PrEP uptake amongst re-
spondents from 11 European countries. Data was collected from June to July 2016. 
Respondents were ≥18 years old and self-reported HIV-negative or unaware of their 
serological status. A 5-point Likert scale was used to assess potential PrEP uptake 
barriers, responses were dichotomized (Yes, probably/ Yes, definitely vs Maybe/ 
No, probably/ No, definitely). To assess barriers amongst different groups, and 
due to high response rate from Germany, four groups were analyzed separately: 
German men (GM), other European men (OEM), women and transgender men 
and women (TMW).
Results: Of 15 461 respondents, there were 10 288 GM, 4201 OEM, 690 women, 
245 TMW and 37 did not provide gender information. Among the 10 833 (72.7%) 
respondents potentially interested in PrEP, the greatest potential barriers were 
fear of side effects (GM: 53.6%, OEM: 39.0%, women: 55.8%, TMW: 40.0%) 
and necessary hospital visits for PrEP (GM: 49.1%, OEM: 27.3%, women: 33.0%, 
TMW: 35.7%). Among respondents not interested in PrEP, a majority (>64% in 
each group) did not want to take PrEP daily, feared side effects or did not feel the 
need to change their protection strategy. Fear of getting other sexually transmitted 
infections (STI) was also predominant particularly among GM (72.8%).
Conclusions: FPIE results highlight high interest but widespread knowledge gaps 
in relation to PrEP use among potential users. Improved communication on PrEP, 
including regular STI testing, follow-up for side effects, possibility of event-driven 
regimen and facilitating PrEP access, may help address some barriers. Better un-
derstanding of PrEP uptake barriers may help inform public health policies which 
meet the needs of at-risk populations. 

WEAC0102
Preferences regarding emerging HIV prevention technologies 
among Toronto men who have sex with men
D.H.S. Tan1,2,3, J. Rana4, S. Fowler5, T.A. Hart4,6, J. Wilton7, A. Bayoumi2,3,8 
1St. Michael’s Hospital, Division of Infectious Diseases, Toronto, Canada, 2University of 
Toronto, Institute of Health Policy, Management and Evaluation, Toronto, Canada, 3St. 
Michael’s Hospital, Centre for Urban Health Solutions, Toronto, Canada, 4University 
of Toronto, Dalla Lana School of Public Health, Toronto, Canada, 5Hassle Free 
Clinic, Toronto, Canada, 6Ryerson University, Department of Psychology, Toronto, 
Canada, 7Ontario HIV Treatment Network, Toronto, Canada, 8St. Michael’s Hospital, 
Department of Medicine, Toronto, Canada 
Presenting author email: darrell.tan@gmail.com

Background: New HIV prevention technologies (NPTs) currently in development 
include long-acting injectables and topical microbicides, and have unique attributes 
that may appeal differently to different users. We used a discrete choice experi-
ment (DCE), in which participants’ choices between hypothetical alternatives are 
used to infer preferences for attributes, to characterize NPT preferences among 
men who have sex with men (MSM) in Toronto, Canada.
Methods: MSM undergoing anonymous HIV testing completed a DCE with 12 
‚choice sets’ by selecting their preferred option within each set. Each set included 
“usual methods to prevent HIV infection” (excluding pre-exposure prophylaxis) as 
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one option and two hypothetical NPT options which differed according to HIV pre-
vention efficacy (50%, 65%, 80% or 99% risk reduction), route of administration, 
side effects (none or mild), and risk of drug resistance (none, low, or moderate). We 
used mixed logistic regression to infer relative preferences for NPT attributes and 
latent class analysis to determine patterns of responses.
Results: Of 306 participants, 54% were White and median (IQR) age was 30 (25, 
38). Participants reported 6 (3, 10) partners and 0 (0, 2) condomless receptive 
anal sex-acts in the preceding six months. Most had heard of post-exposure pro-
phylaxis (80%) and pre-exposure prophylaxis (91%), but only 11% and 5% respec-
tively had used them. We excluded 40 participants who had all missing data or gave 
invariant responses. An on-demand pill was the most preferred NPT, followed by a 
daily pill, monthly injection and on-demand rectal gel. Resistance was an impor-
tant determinant of NPT preference if the risk was moderate, but not if low. The 
minimum NPT efficacy required for an on-demand pill to be preferred over usual 
methods was 52.8% (95%CI=46.9-58.7); for a daily pill, injections, and rectal gel, 
estimates were 60.1% (95%CI=53.8-66.5), 67.0% (95%CI=61.0-73.0), and 78.3% 
(95%CI=70.9-85.7), respectively. Latent class analysis identified one subset of 
participants clearly favouring on-demand PrEP (40.5%), and three others prefer-
ring usual methods but with an aversion to injections (20.7%), aversion to rectal gels 
(21.9%), or relative indifference to NPTs (16.9%).
Conclusions: Attitudes towards NPTs among MSM are heterogeneous. 
Understanding these preferences and aversions may help predict NPT uptake. 

WEAC0103
“Early adopters” of PrEP in SEARCH study in rural Kenya  
and Uganda
J. Ayieko1, C. Koss2, A. Owaraganise3, F. Mwangwa3, D. Kwarisiima3, D. Black2,  
T. Clark2, M. Kaur2, J. Wallenta2, E. Charlebois2, C. Cohen4, E.A. Bukusi1,  
M. Kamya3, M. Petersen5, D. Havlir2 
1Kenya Medical Research Institute, Nairobi, Kenya, 2University of California, San 
Francisco, Division of HIV, Infectious Diseases & Global Medicine, San Francisco, 
United States, 3Infectious Diseases Research Collaboration, Kampala, Uganda, 
4University of California, San Francisco, Department of Obstetrics, Gynecology 
& Reproductive Sciences, San Francisco, United States, 5University of California, 
Berkeley, Berkeley School of Public Health, Berkeley, United States 
Presenting author email: jimayieko@gmail.com

Background: PrEP is now recommended for high-risk persons in Africa. There 
are limited data on PrEP uptake in Africa outside of clinical efficacy trials. “Early 
adopters” can provide insights for program strengthening. We report on early PrEP 
adopters in SEARCH (NCT01864603), an ongoing population-based combina-
tion prevention study of 320,000 persons in rural Uganda and Kenya.
Methods: Following mobilization and community education, 2 groups were of-
fered PrEP: i)HIV-uninfected adults at high risk (R) based an HIV risk score that 
maximized observed seroconversion coverage under a minimized number of persons 
needed to treat and ii)those who perceived themselves at risk (S) including being 
in serodiscordant relationship. “Early adopters” were defined as those who started 
PrEP within 30 days of being offered. To estimate predictor coefficients for early 
PrEP uptake, we used generalized linear models with binomial distribution.
Results: Of 24,709 HIV-uninfected individuals in six communities, 4622 were 
identified for PrEP; 2995 based on risk score(Rs) and 1627 as self-referrals(Ss). 
2374(51%) scheduled an appointment with 946(20%) initiating PrEP; 916(97%) 
of these were “early adopters” with a vast majority 712(78%) starting PrEP on 
the same day. “Early adopters” tended to be Ss (64%), women (52%) and married 
(68%). Youth accounted for only 29% of “early adopters.” Predictors of PrEP up-
take among Rs were older age (ref: 18-25, age 36-45 OR 1.6, 95% CI 1.0-2.5, age 
46-55 OR 2.1,95%CI 1.2-3.9), polygamy (OR 1.9,95%CI 1.3-2.7), serodiscordant 
spouse (OR 4.3,95%CI 1.6-11.5), no history of recent migration (ref: 0 months, 1-6 
months OR 0.6, 95% CI 0.4-1.0 >6months OR 0.3, 95%CI 0.2-0.7), perceived 
current risk of HIV (OR 2.2, 95%CI 1.8-2.8). Among Ss, predictors were gender 
(male vs female OR 0.7,95%CI 0.6-0.9), age >=26(ref: 18-25, age 26-35 OR 
1.4,95%CI 1.1-1.9, age 36-45 OR 1.8,95%CI 1.4-2.5, age 46-55 OR 2.4,95%CI 
1.7-3.4, age>55 OR 2.0 95%CI 1.3-3.2) and a serodiscordant spouse (OR 2.5, 
95%CI 1.0-6.1).
Conclusions: Among the 916 PrEP “early adopters”, most started the same day as 
offered, two-thirds were married and perceived themselves as high-risk. Low par-
ticipation among certain crucial groups such as youth (18-25 years) emphasizes the 
need for more effective mobilization. 

WEAC0104
Health systems and study design features permitting rapid 
enrolment of individuals at high-risk of HIV acquisition into 
a pre-exposure prophylaxis study in Melbourne, Victoria, 
Australia
J. Lockwood1, J. Asselin2, A. Mak1, B. Price1, D. Murphy3, L. Lal4, C. El-Hayek5,  
N. Roth6, J. Wilcox7, C. Fairley8, C. Chang9, B.K. Tee10, M. Penn11,  
G. Forgan-Smith12, S. Ruth13, P. Joffe14, C. Williams15, B. Allan16, M. Stoove5,  
R.M. Grant17, J. de Wit3, E. Wright18 
1Alfred Health, Melbourne, Australia, 2Burnet Institute, Melbourne, Australia, 3Centre 
for Social Research in Health, University of New South Wales, Sydney, Australia, 
4Burnet Institute, Alfred Health, Melbourne, Australia, 5Burnet Institute, Monash 
University, Melbourne, Australia, 6Prahran Market Clinic, Alfred Health, Melbourne, 
Australia, 7Northside Clinic, Melbourne, Australia, 8Melbourne Sexual Health Centre, 
Alfred Health, Monash University, Melbourne, Australia, 9Alfred Health, Monash 
University, Melbourne, Australia, 10Centre Clinic, Victorian AIDS Council, Melbourne, 
Australia, 11PRONTO! clinic, Victorian AIDS Council, Melbourne, Australia, 12ERA 
Health, Melbourne, Australia, 13Victorian AIDS Council, Melbourne, Australia, 
14PrEPaccessNOW, Melbourne, Australia, 15PrEP’D For Change, Melbourne, Australia, 
16Living Positive Victoria, Melbourne, Australia, 17Gladstone Institute for Virology and 
Immunology, University of California, San Francisco, San Francisco, United States, 
18Alfred Health, Monash University, Burnet Institute, Melbourne, Australia 
Presenting author email: edwina.wright@monash.edu

Background: Australia’s Medicare system provides clinicians fee-for-service and 
residents receive free or low-cost health care. Australia’s Pharmaceutical Benefits 
Scheme (PBS) subsidises medication costs. Tenofovir/Emtricitabine (TDF/FTC) is 
registered in Australia for HIV pre-exposure prophylaxis (PrEP) but is not PBS sub-
sidised, hence individuals must import generic TDF/FTC or pay A$800 monthly. 
In 2016 we implemented a 2,600-person PrEP demonstration study in Victoria, 
hypothesising a resultant 33% decline in new HIV infections in men who have sex 
with men (MSM). We describe the health systems and processes that facilitated 
rapid study enrolment and concomitant increases in HIV and sexually transmitted 
infection (STI) testing.
Methods: Victoria’s population is approximately 6 million, including an estimated 
37,000 HIV negative, sexually active MSM. From January 2016, individuals regis-
tered study interest online and nominated which of seven study clinics in Melbourne 
they would attend, whether they already attended that clinic and whether they 
were currently using PrEP. At study commencement, on July 26, 2016, 2,198 in-
dividuals had registered interest. Key community stakeholders, study clinics, and 
retail pharmacies were engaged in the study design and service system planning. 
Clinics were incentivised with A$100/participant, or a study nurse. Australian PrEP 
guidelines’ specified eligible individuals at high risk. Participants were enrolled elec-
tronically. HIV/STI test results were extracted automatically using a sentinel sur-
veillance system (ACCESS), extant in five clinics. We report HIV and syphilis test-
ing rates in three of seven clinics across five-month pre-intervention (26/07/2015-
26/12/2015) and PrEP-intervention (26/07/2016-26/12/2016) periods.
Results: 1,000 participants were enrolled within 21 days of the study commencing, 
and one in three participants were using PrEP; 2,350 participants were enrolled in 
six months. Six clinics chose the A$100 payment per patient. HIV tests increased 
from 3,009 to 4,952 and syphilis tests increased from 2,926 to 4,704 compared 
to the same five-month period in 2015, respectively.
Conclusions: In a free healthcare system that provides clinicians fee-for-service, 
rapid enrolment into PrEP programs appears feasible. A detailed registry of inter-
est, prior use of PrEP, clinic remuneration, electronic enrolment and data extrac-
tion and collaborative planning were features of the study’s rapid enrolment rate. A 
substantial rise in HIV and syphilis testing accompanied the study rollout. 
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WEAC0105
Self-report and medication possession ratio are accurate 
measures of HIV pre-exposure prophylaxis use in a real-world 
clinical setting
R. Patel1, L. Harrison1, A. Liu2, P. Chan3, R. Presti1, P. Anderson4, K. Mayer5,  
J. Liu6, W. Powderly1, K.R. Amico7 
1Washington University in St. Louis, Infectious Diseases, St. Louis, United States, 2San 
Francisco Department of Health, San Francisco, United States, 3Brown University, 
Infectious Diseases, Providence, United States, 4University of Colorado Anschutz 
Medical Campus, Pharmaceutical Sciences, Aurora, United States, 5The Fenway 
Institute, Boston, United States, 6Washington University in St. Louis, Public Health 
Sciences, St. Louis, United States, 7University of Michigan, Health Behavior and 
Health Education, Ann Arbor, United States 
Presenting author email: rupapatel@email.wustl.edu

Background: Oral, daily pre-exposure prophylaxis (PrEP) prevents HIV acquisition 
in optimally adherent men who have sex with men (MSM). Given the importance of 
adherence in PrEP-related outcomes, accurately and affordably monitoring adher-
ence is a priority during implementation. We evaluated two low-burden measure-
ments, self-report (SR) and medication possession ratio (MPR), for concordance 
with the well-established method of determining tenofovir diphosphate (TFV-DP) 
levels in dried blood spot (DBS).
Methods: 
We reviewed behavioral and DBS data on patients presenting to the Washington 
University in St. Louis (USA) PrEP Clinic between November 2015 and August 
2016. Optimal adherence was defined as TFV-DP ≥700 fmol/punch and was com-
pared to patient 7-day SR and 3-month MPR using pharmacy refill data. Sensitivity, 
specificity, and negative and positive predictive value (NPV, PPV) for SR and MPR 
in relation to DBS were calculated.
Results: From 88 MSM, 137 DBS TFV-DP levels were analyzed. Their median age 
was 27 years; 58% were White, 30% Black, 6% Latino; 69% graduated college; and 
71% reported condomless receptive anal sex in the last 3 months. Ten patients had 
a DBS < 700 fmol/punch. Drug concentration was not related to demography and 
did not significantly decline over time. By SR, 5 patients took < 4 doses/week, 4 of 
whom had sub-optimal DBS (NPV 80%), and of the 83 reporting ≥4 doses/week, 
77 had optimal DBS (PPV 93%), resulting in 99% sensitivity and 40% specificity. 
For MPR, 3 patients had a MPR < 0.60 (indicating < 4 doses/week), all of whom 
had sub-optimal DBS (NPV 100%), and of the 84 with MPR ≥0.60, 77 had optimal 
DBS (PPV 92%), resulting in 100% sensitivity and 30% specificity. MPR and SR 
correlated with DBS TFV-DP levels (r=0.55, P< 0.001; r=0.48, P< 0.001). More 
stringent cut-offs to the strategies produced higher specificity- 60% for SR ≥6 
doses/week and 70% for MPR at 0.70.
Conclusions: In a real-world clinical setting, SR and MPR correlated with optimal 
DBS concentrations despite different measurement windows (past 7, 30, 90 days). 
Specificity in this sample was improved when more stringent SR and MPR cut-offs 
were used. Results provide evidence for using low-burden measurements for PrEP 
adherence monitoring. 

WEAC02 PMTCT: We Must Do Better

WEAC0201
Raltegravir vs Lopinavir/r for late-presenters pregnant women
C. Brites1,2, I. Nobrega3, A.G. Travassos3, E. Luz2, C. Stelitano2, S. Fernandes3,  
C. Figueredo3, C. Lorenzo3, E. Martins Netto1,2 
1Universidade Federal da Bahia, Medicine, Salvador, Brazil, 2Fundação Bahiana de 
Infectologia, Clinical Research, Salvador, Brazil, 3Centro Especializado em Diagnóstico 
Assistência e Pesquisa, Salvador, Brazil 
Presenting author email: crbritesl@gmail.com

Background: Late-presenters pregnant women need aggressive antiretroviral ther-
apy to reach a plasma viral load (PVL) <50 copies/ml before delivering. We com-
pared the safety and efficacy of LPV/r and Raltegravir (RAL) in decreasing PVL in 
late-presenters pregnant women in Salvador, Brazil.
Methods: in this open-label, pilot trial (N=40), we included drug-naïve pregnant 
women who started antiretroviral therapy (ART) at a gestational age ≥ 28 weeks. 
They were randomly assigned to receive AZT+3TC+LPV/r or AZT+3TC+RAL. We 
measured time to reach undetectable PVL, and compared the proportion of women 
with PVL< 50 copies/ml at delivery, in each group. PVL was measured weekly by 
Real Time PCR, up to delivery. Frequency of side effects and MTCT rate were as-
sessed. Babies were tested for HIV-1 plasma RNA at 4 weeks of age.
Results: we already enrolled 28 women (14/arm). Groups were comparable for 
age, education, smoking/alcohol use, number of previous gestations/miscarriages. 
Most (73%) were black/racially mixed, and single (82%). Twenty-five women al-

ready completed the trial. Median baseline PVL was similar for LPV/r (4.26 log10, 
IQR: 4.02-4.04) and RAL (4.05 log10, IQR: 3.55-4.31) groups, as well as mean 
gestational age (32.8 ± 11.4 vs 32.9 ± 10.4 weeks, respectively). At delivery, only 
1/11 (9%; 95%CI:0.5-37%) women in group LPV/r had PVL< 40 cps/ml, compared 
with 9/14 (62%; 95%CI:38-86%) in RAL group (p=0.01). The median time to reach 
undetectable PVL was significantly shorter for RAL (44 days) in comparison with 
LPV/r arm (69 days, p=0.009). In RAL arm, 2 (14%) patients reached PVL <50 
cps/ml at week 1, and 3 (21%) at week 2 of ART. In contrast, in LPV/r arm the first 
PVL< 50 copies/ml was reached only after 6 weeks of therapy. More gastrointes-
tinal adverse events were observed in LPV/r arm (5/11) than in RAL one (1/14). No 
case of MTCT was detected.
Conclusions: use of RAL was associated with significantly higher rate of undetect-
able PVL at delivery and lower incidence of adverse events, in comparison with 
LPV/r. Time to reach undetectable PVL was significantly shorter in RAL group. 
RAL should be the preferential option to treat late-presenters pregnant women, to 
minimize the risk of HIV-1 MTCT. 

WEAC0202
Intensification of antiretroviral treatment with raltegravir  
for late-presenting HIV-infected pregnant women
N. Thepnarong1, T. Puthanakit1, S. Chaithongwongwatthana2, S. Anugulruengkitt1, 
O. Anunsittichai3, T. Theerawit3, C. Pancharoen1, P. Phanuphak4 
1Research Unit in Pediatric Infectious Diseases and Vaccines, Faculty of Medicine, 
Chulalongkorn University, Department of Pediatrics, Faculty of Medicine, 
Chulalongkorn University, Bangkok, Thailand, 2Research Unit in Pediatric Infectious 
Diseases and Vaccines, Faculty of Medicine, Chulalongkorn University, Department of 
Obstetrics and Gynecology, Faculty of Medicine, Chulalongkorn University, Bangkok, 
Thailand, 3Research Unit in Pediatric Infectious Diseases and Vaccines, Faculty 
of Medicine, Chulalongkorn University, Bangkok, Thailand, 4Thai Red Cross AIDS 
Research Centre, Bangkok, Thailand 
Presenting author email: j_nattawan@hotmail.com

Background: The risk of HIV perinatal transmission in HIV-infected pregnant 
women who are started late on antiretroviral therapy during the third trimester is 
estimated to be up to 6-10%. Raltegravir, HIV integrase inhibitor, has rapid viral 
reduction and is recommended by the British HIV Association (BHIVA) guideline 
for late-presenting HIV-positive pregnant women. This study aims to describe HIV 
perinatal transmission from high-risk HIV-positive pregnant women who have re-
ceived raltegravir intensification antiretroviral treatment.
Methods: A prospective cohort study was conducted at the Thai Red Cross AIDS 
Research Centre. Inclusion criteria were HIV-positive pregnant women with high-
risk of HIV vertical transmission defined as (1) Having been started on antiretroviral 
therapy (ART) at gestational age (GA) >32 weeks or (2) Having received ART but 
having HIV-RNA >1,000 copies/ml at GA 32-38 weeks. Pregnant women received 
standard 3-drug ART regimen plus raltegravir 400 mg twice daily until delivery 
and then were continued on 3-drug ART after delivery. Plasma HIV-RNA was per-
formed before adding raltegravir and at time of delivery. The HIV status of infant 
was determined by HIV-DNA PCR at birth, 1, 2 and 4 months.
Results: From January to December 2016, 57 pregnant women were enrolled. 
Median CD4 count was 307 cell/mm3(IQR 155-507). Median plasma HIV-RNA 
before initiation of raltegravir was 3.6 log10copies/ml (IQR 2.9-4.3). Median GA at 
time of starting raltegravir was 35 weeks (IQR 33-37). Combinations of ART were 
32 EFV-based (56%), 21 LPV/r-based (37%), and 4 others (7%). Median duration 
of raltegravir was 18 days (IQR 7-28). The proportion of pregnant women who had 
plasma HIV-RNA < 50 and < 1,000 copies/ml at time of delivery were 47% and 
81%, respectively. To date 50 infants were born, 40% by cesarean section and 8% 
preterm (GA < 37 weeks). HIV perinatal transmission rate was 0% (95%CI 0-6.3). 
No rash, hepatitis and jaundice in mothers or infants has been reported.
Conclusions: No HIV vertical transmission occurred among high-risk HIV preg-
nant women who received raltegravir intensification ART. This strategy is feasible 
and effective, supporting elimination of HIV mother to child transmission. 
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WEAC0203
Spatial-temporal trend of mother to child HIV transmission  
in western Kenya, 2007-2013
A. Waruru1, T. Achia1, H. Muttai1, L. Ng’ang’a1, E. Zielinski-Gutierrez1,  
B. Ochanda1, A. Katana1, P. Young1, J. Tobias2, T. Tylleskär3 
1Centers for Disease Control and Prevention, Division of Global HIV and TB (DGHT), 
Nairobi, Kenya, 2Centers for Disease Control and Prevention, Division of Global HIV 
and TB (DGHT), Atlanta, United States, 3University of Bergen, Bergen, Norway 
Presenting author email: awaruru@cdc.gov

Background: Using spatial-temporal analyses to understand coverage and trends 
in elimination of mother to child transmission of HIV (e-MTCT) may be helpful in 
understanding effectiveness of interventions while refocusing e-MTCT programs 
efforts to the right places to achieve epidemic control. We measured MTCT rates 
using early infant diagnosis (EID) program data collected from January 2007 to 
November 2013 in Western Kenya; and assessed associated HIV transmission risk 
factors within a spatial context irrespective of treatment guideline changes.
Methods: We performed trend analysis for 102,116 HIV-exposed infants (HEIs) 
using extended Cochran-Mantel-Haenszel stratified test and logistic regression 
models to determine associations of infant HIV status with maternal and infant 
characteristics recorded on EID laboratory test request forms. We fitted spatial 
and spatial-temporal semi-parametric Poisson regression models with infant and 
maternal covariates to explain MTCT rates. We used R-Integrated Nested Laplace 
Approximation (INLA) package and Quantum GIS to map raw and fitted estimates.
Results: Median age of HEIs was 2 months, interquartile range (IQR) 1.5 to 6 
months. Pooled positivity was 11.8% in the 7-year period, which significantly, spa-
tial-temporarily declined from 17.9% in 2007 to 8.4% in 2013, p< 0.001(Figure 1). 
Uptake of polymerase chain reaction (PCR) HIV testing ≤8 weeks after birth was 
under 40% in 2007 and increased to 60% by 2013. A spatial-temporal model with 
covariates was better in explaining geographical variation in MTCT (deviance infor-
mation criterion (DIC 296)) than either a non-temporal spatial model (DIC 326) 
or temporal model without covariates 
(DIC 311).
Conclusions: Improved EID uptake and reduced MTCT rates are indicators of suc-
cess of the e-MTCT program in this low-resource setting. Adding both time and 
covariates in spatial-temporal analysis provides a robust approach for explaining 
programmatic impact over time. Geographical disparities in program achievements 
may signify gaps in spatial distribution of e-MTCT efforts, and indicate areas need-
ing further resources and intervention. 

[Fig 1: Spatial-temporal trend of fitted MTCT (%)]

WEAC0204
Cost and cost-effectiveness analysis of a randomized controlled 
trial evaluating perinatal home visiting among South African 
mothers/infants
A. Wynn1, M. Tomlinson2, M.J. Rotheram1, I. Le Roux3 
1University of California, Los Angeles, Psychiatry, Los Angeles, United States, 
2Stellenbosch University, Psychology, Stellenbosch, South Africa, 3Philani Nutrition 
Centers, Cape Town, South Africa 
Presenting author email: adriane.wynn@g.ucla.edu

Background: South Africa faces a high antenatal HIV prevalence and infant mor-
tality rate. Community-based programs involving home visits contribute to reduc-
tions in neonatal mortality. However, most low and middle-income countries lack 
the budget to deliver such preventive interventions by nurses. Therefore, parapro-
fessional interventionists may be an innovative alternative strategy to healthcare 
workers. This study assesses the costs and benefits of implementing a home visiting 
program utilizing community health workers (CHW).

Methods: We conducted an economic evaluation alongside a cluster RCT in Cape 
Town, South Africa, called Philani+. The trial assessed the impacts of training CHWs 
to deliver antenatal and postnatal home visits to address maternal and child health 
risks. Financial costs were collected from the perspective of the health system. We 
calculated ICERs by dividing the costs of the intervention by the number of low 
birth weight newborns and cases of infant undernutrition averted among interven-
tion participants compared with controls. These measures are strong indicators 
of maternal and newborn health. Numbers of averted cases were modelled as the 
product of intervention subjects and differences in the rates of adverse outcomes 
between intervention and control groups.
Results: The total cost of the intervention over 24 months was estimated at 
US$91,574. The average cost of supporting 12 CHWs was $7,631 per CHW and the 
cost per mother was US$142. The intervention group had higher HIV treatment 
adherence and longer breastfeeding duration. The intervention was associated with 
averting an estimated 55 (90% CI: 41-74) cases of low birth weight and 59 (90% CI: 
42-83) cases of undernutrition. The estimated cost per low birth weight averted was 
$1,664 and the estimated cost of averting an undernourished child was US$1,552.
Conclusions: Philani+ was innovative because it integrated HIV care and prevention 
with activities to improve maternal and child health. The employment of CHWs 
provides cost savings compared to use of nurses; and builds capacity in a coun-
try with a high unemployment rate and shortage of healthcare workers. Finally, 
Philani+ was able to improve child health at a relatively low cost considering the 
costs to the health system caused by low birth weight and undernutrition. 

WEAC0205
A community-based, household survey to determine mother to 
child HIV transmission rates and HIV-free survival in Swaziland
C. Chouraya1, R. Machekano2, S. Mthethwa3, L. Krysia4, M. Mirira5, K. Kudiabor1, 
M. Gill2, G. Maphalala6, G. Woelk2, L. Guay2 
1Elizabeth Glaser Paediatric AIDS Foundation, Mbabane, Swaziland, 2Elizabeth 
Glaser Paediatric AIDS Foundation, Washington, United States, 3Ministry of Health, 
Sexual Reporductive Health Unit, Mbabane, Swaziland, 4University of California, 
San Francisco, Department of Epidemiology and Biostatistics, San Francisco, United 
States, 5United States Agency for International Development, Mbabane, Swaziland, 
6Ministry of Health, Health Laboratory Services, Mbabane, Swaziland 
Presenting author email: cchouraya@pedaids.org

Background: The Joint United Nations Programme on HIV/AIDS (UNAIDS) 
renewed efforts to virtually eliminate mother-to-child HIV transmission (MTCT) 
with a target of reducing the mother-to-child transmission rate to 5% or less among 
breastfeeding populations by breastfeeding cessation, and to 2% or less among non-
breastfeeding populations. In Swaziland, although data are available on MTCT rates 
at six weeks, no study has been performed to determine MTCT and HIV-free sur-
vival through the end of breastfeeding.
Methods: The Elizabeth Glaser Pediatric AIDS Foundation performed a national, 
cross-sectional study of children born 18-24 months prior to the study launch 
among HIV-infected mothers to determine MTCT rates and HIV-free survival 
through a community survey in randomly selected constituencies in all four regions 
of Swaziland. At the time of this cohort’s birth, Swaziland had been implement-
ing World Health Organization Option A for prevention of MTCT (PMTCT). We 
also evaluated the relationship between both maternal and child characteristics and 
child infection or death.
Results: Most HIV-positive mothers (91.8%) received antiretroviral prophylaxis 
for PMTCT or antiretroviral treatment during pregnancy. Among 724 known HIV-
exposed children between 18 and 24 months, 26 children were HIV-positive and 
694 were HIV-negative and alive. Four (all with unknown HIV status at time of 
death) HIV-exposed children died by 24 months of birth. The overall 18-24-month 
HIV-free survival among this cohort was 95.9% [95% CI: 94.1-97.2]. At 18-24 
months, the estimated proportion of HIV-positive children among known HIV-
exposed children was 3.6% [95% CI: 2.4-5.2]. Older maternal age, delivering in 
a health facility, high maternal CD4 count and receiving antenatal antiretroviral 
drugs were associated with reduced risk of child infection or death. Child hospital-
ization was associated with higher rates of child HIV infection or death.
Conclusions: The Swaziland PMTCT program under Option A was largely effective 
with a high HIV-free survival of 95.9% and low MTCT at 18-24 months of 3.6%. This 
would be expected to improve further under current Option B+ (universal maternal 
antiretroviral therapy). 
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WEAD01 Care for Kids

WEAD0101
Trends in pediatric HIV testing across six African countries
T. Wolters, E. Okoth, A. Ahimbisibwe, G. Antelman, D. Brou Charles-Joseph,  
M. Dlamini, N. Nguessan Jean-Paul Kouadio, K. Moyo, E. Tumbare,  
R. Van de Ven 
Elizabeth Glaser Pediatric AIDS Foundation, Washington, United States 
Presenting author email: twolters@pedaids.org

Background: Improving the identification of HIV-positive children is integral to 
increasing the number of HIV-positive children on lifesaving treatment; however, 
there is limited current data on the yield of intensified pediatric HIV case find-
ing approaches. Between July 2015 and September 2016, the Elizabeth Glaser 
Pediatric AIDS Foundation (EGPAF) scaled-up intensified pediatric HIV case 
finding in facility and community-based service delivery points (SDP) in six coun-
tries (Cote d’Ivoire, Kenya, Lesotho, Malawi, Swaziland, Tanzania). Through this 
initiative, 791,851 children, aged 0-14, were tested.
Methods: We conducted a descriptive analysis of aggregate pediatric HIV testing 
data from the six countries to identify cross-country trends in HIV-positivity, in-
cluding data disaggregated by age group and SDPs, where available.
Results: From July 2015 to September 2016, the number of children tested for 
HIV and identified as HIV-positive increased by 275% and 60%, respectively. Total 
HIV-positivity decreased from 2.2% in Q3/2015 to 0.9% in Q3/2016. In Kenya, 
where SDP disaggregated data is available, outpatient departments (OPDs) repre-
sented 63% of children tested and 62% of HIV-positive children identified (0.8% 
positivity). TB clinics, malnutrition wards, and MNCH services had higher positiv-
ity (10.2%, 1.9% and 1.4% respectively). The proportion of HIV-positive children 
identified in those services was lower than OPD (3%, 2%, and 10%, respectively). 

[Pediatric HIV Positivity in 6 Countries]

Conclusions: The rate of HIV-positivity in most countries remained relatively sta-
ble, although there was large decrease between Q3 2015 and Q4 2015 in Malawi. 
Intensified pediatric HIV testing dramatically increased the numbers tested and 
identified 9,688 HIV-positive children. Overall HIV positivity was relatively low, 
likely due to effective PMTCT programs in these countries combined with mor-
tality among undiagnosed older children. Testing of higher-risk children (e.g., TB 
clinics, malnutrition wards, risk-screening in OPDs) as opposed to broad testing, 
may be a more effective way to identify HIV-positive children in an era of maternal 
treatment. 

WEAD0102
Evaluation of the impact of the accelerating children’s  
HIV/AIDS treatment (ACT) initiative on pediatric and 
adolescent HIV testing and yield in Western Kenya
N.A. Okoko1, A.R. Mocello2, J. Kadima1, J.L. Kulzer2, G. Nyanaro1, C. Blat2,  
M. Guze2, E. Bukusi1, C.R. Cohen2, L. Abuogi3, S. Shade2 
1Kenya Medical Research Institute (KEMRI), Family AIDS Care and Education Services 
(FACES), Center for Microbiology Research (CMR), Kisumu, Kenya, 2University of 
California, San Francisco, Department of Obstetrics, Gynecology and Reproductive 
Sciences, San Francisco, United States, 3University of Colorado, Department of 
Pediatrics, Aurora, United States 
Presenting author email: awuornicollate@gmail.com

Background: Despite declining new infections, pediatric HIV remains significant, 
with 150,000 new infections annually and 1.8 million children (< 15 years old) liv-
ing with HIV globally. We examined whether activities under the Accelerating 

Children’s HIV/AIDS Treatment (ACT) initiative increased testing and identifica-
tion of children with HIV.
Methods: Family AIDS Care and Education Services (FACES) implemented ac-
tivities under the ACT initiative in 144 health facilities in western Kenya between 
October 2015 and September 2016. Interventions targeting pediatric testing 
included: provision of HIV-testing counselors; renovation/allocation of space for 
HIV testing and counseling (HTC space); use of a Family Information Table (FIT) 
and FIT chart audits; community outreach testing; and text message reminders for 
HIV-exposed infants. We compared the number of children tested monthly and 
the number of HIV-positive children between intervention and control sites using 
negative binomial generalized estimating equations. Analyses adjusted for repeated 
measures, geographic location, health facility tier, and test kit stock-outs.
Results: Mean number of children tested monthly increased across all age groups: 
From 2.8 to 7.2 (p<0.0001) in infants <18 months; from 44.8 to 142.0 (p<0.0001) 
in children 18 months to 9 years; and from 30.1 to 123.3 (p<0.0001) in adoles-
cents 10-14 years. Identification of HIV-positive children increased: 0.06 to 0.37 
(per month per facility; p<0.0001) in infants;0.34 to 0.62 (p=.002) in children; 
and 0.17 to 0.26 (p=.03) in adolescents.Use of the FIT was significantly associ-
ated with increased HIV testing in infants, incidence rate ratio (IRR)=2.89 (95% 
confidence interval [CI]=1.53,5.49; p<0.001) and identification of HIV-positive 
infants, IRR=8.71 (95% CI=1.45,52.4; p<0.02). Among children, FIT chart audits 
were significantly associated with increased testing, IRR=2.15 (95% CI=1.36,3.40; 
p<0.001). Among adolescents, HTC space was significantly associated with in-
creased HIV testing, IRR=1.45 (95% CI=1.09,1.93; p<0.01).
Conclusions: Targeted testing of family members of HIV-positive adults increased 
both testing and identification of HIV-positive children. Our findings suggest that 
the one-time investment in improving HTC space may be an effective approach for 
increasing HIV-testing among adolescents in this context. Significant increases in 
number of children tested resulted in only a modest number of new children identi-
fied with HIV, highlighting the need for multiple testing approaches. 

WEAD0103
Disclosure of HIV status to children living with HIV in Malawi: 
needs assessment and formative evaluation of an intervention 
intended to help with the disclosure process
F. Kalembo1,2, G.E. Kendall2, M. Ali2 
1Mzuzu University, Mzuzu, Malawi, 2Curtin University, Nursing and Midwifery, Perth, 
Australia 
Presenting author email: kalembofatch@yahoo.com

Background: Approximately 10% of people living with HIV in Malawi are children 
under the age of 15 years. While the World Health Organisation recommends that 
disclosure of HIV status should take place between the ages of 6 to 12 years, very 
little is known about the practice of HIV disclosure in Malawi. This study aimed to 
evaluate the current practice of HIV disclosure to Malawian children and to assess 
the acceptability of a series of age-appropriate, culturally acceptable story books 
intended to help with the disclosure process
Methods: Questionnaires, interviews, and focus group discussions were used to col-
lect data from caregivers, healthcare workers, school teachers, adolescents living 
with HIV, and community leaders across the three administrative regions of Malawi. 
Data on disclosure of HIV to the child, reasons for non-disclosure, the need and 
acceptability of the proposed series of story books, the child’s mental health, and 
the family psychosocial characteristics were collected using reliable instruments. 
Data were analysed using chi-square test, multiple logistic regression, and thematic 
analysis.
Results: The response rate was 99 per cent: 600 questionnaires, 19 interviews, and 
12 focus groups were completed. The prevalence of non-disclosure was 64 per cent. 
Non-disclosure of HIV status was more likely for younger children (aOR 3.8; 95% 
CI: 2.1-6.8), those in a farming family (aOR 3.495% CI: 1.2-9.3), and those whose 
healthcare workers lacked training about disclosure (aOR 7.7; 95% CI: 3.4-11.6). 
The lack of disclosure guidelines and materials (33%), the child’s capacity to cope 
with the diagnosis (29%), and a lack of confidence to disclose appropriately (19%) 
were cited as the main reasons for non-disclosure. Ninety-eight per cent of partici-
pants supported the idea of developing the proposed series of story books. More 
than three-quarters of the participants emphasized the need for all stakeholders 
involved in caring for children living with HIV to work together towards promoting 
effective HIV disclosure.
Conclusions: The rate of non-disclosure in Malawi is high. The results of this study 
support the need for the development and rigorous evaluation of disclosure materi-
als and the involvement of all stakeholders to promote effective disclosure and meet 
the evolving needs of children. 
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WEAD0104
An assessment of the effectiveness of reaching undiagnosed 
HIV+ children through community-based testing in Lesotho
K. Sindelar1, J. Joseph2 
1Clinton Health Access Initiative, Lesotho - Pediatric HIV, Maseru, Lesotho, 2Clinton 
Health Access Initiative, Applied Analytics, Denver, United States 
Presenting author email: ksindelar@clintonhealthaccess.org

Background: All health facilities in Lesotho offer free, provider-initiated HIV test-
ing and counseling (PITC) and treatment, and the country adopted the WHO-
recommended “Treat All” policy in 2016. However, the antiretroviral treatment 
coverage for children, 0-14 years, is less than 60%, suggesting many children are 
not regularly accessing services at facilities. Recognizing that testing is the criti-
cal first step in initiating HIV+ children to lifesaving treatment, community-based 
PITC strategies were piloted to understand the effectiveness of identifying undiag-
nosed children in Lesotho beyond the facility.
Methods: From December 2015 - December 2016, four community-based strate-
gies were utilized: 1) mobile outreach clinics; 2) door-to-door testing; 3) household-
based index patient testing; 4) targeted testing events conducted at venues thought 
to have high-risk children. A mobile application was designed for use by healthcare 
workers for real-time data collection at point-of-care to capture data on newly iden-
tified HIV+ children; this included residence, gender, and age, as well as HIV testing 
history and health facility attendance history.
Results: Out of 36,121 children tested, 161 were HIV+ (0.44% positivity yield), and 
123 were enrolled in the program with a 1:1.2 male-to-female ratio. Only 23.5% of 
all enrolled patients were known to be previously tested. Overall, 12% were 0-2 
years, 25% were 2-5 years, and 63% were 5-14 years. Of the 52% of patients with 
known facility attendance history, 20% had not been in over one year, 17% had at-
tended within 4 months to 1 year, and 15% had visited a facility within the previous 
3 months.
Conclusions: The majority of children testing HIV+ through community-based 
PITC were 5-14 years, nearly half had unknown facility attendance history, and 
9.5% who had been to a facility in the previous year did not receive an HIV test. 
This establishes the need for investigation into causes of Lesotho’s shortcomings in 
offering facility-based PITC. Additionally, it proves that community-based PITC 
is a necessary tool in closing the access gap by bringing these lifesaving services to 
children in need, particularly older children. National scale-up is essential in reach-
ing UNAIDS’ first 90 target and is recommended for other countries struggling to 
achieve widespread coverage for children through facility-based testing. 

WEAD0105
The clinical impact and cost-effectiveness of incorporating 
point-of-care (POC) assays into early infant HIV diagnosis 
(EID) programs at 6 weeks of age in Zimbabwe: a model-based 
analysis
S.C. Frank1,2, J. Cohn3,4, L. Dunning5, E. Sacks6, R.P. Walensky1,2,7,  
S. Mukherjee6, E. Turunga3, K.A. Freedberg1,2,7, A.L. Ciaranello1,2 
1Massachusetts General Hospital, Medical Practice Evaluation Center, Boston, United 
States, 2Massachusetts General Hospital, Division of General Medicine, Boston, 
United States, 3Elizabeth Glaser Pediatric AIDS Foundation, Geneva, Switzerland, 
4University of Pennsylvania, Division of Infectious Disease, Philadelphia, United States, 
5University of Cape Town, Division of Epidemiology and Biostatistics, School of Public 
Health & Family Medicine, Cape Town, South Africa, 6Elizabeth Glaser Pediatric AIDS 
Foundation, Washington, United States, 7Massachusetts General Hospital, Division of 
Infectious Disease, Boston, United States 
Presenting author email: scfrank@mgh.harvard.edu

Background: Many EID programs use laboratory-based total nucleic acid (conven-
tional) assays. New POC EID assays are costlier, but may increase access to testing 
and shorten time to result-return and ART initiation.
Methods: We used the CEPAC-Pediatric model to examine the clinical ben-
efits, costs, and cost-effectiveness of using POC EID assays at 6 weeks of age in 
Zimbabwe. We simulated two EID strategies: conventional and POC. Positive re-
sults led to ART initiation; ART was stopped if a confirmatory assay of the same 
type and a third conventional assay (all sent pre-ART) were negative. Modeled as-
says differed in sensitivity (conventional: 100%; POC: 96.9%), specificity (conven-
tional: 98.8%; POC: 100%), time and probability of result-return (conventional: 
1-month delay, 71%; POC: immediate, 97%), and cost (conventional: $15; POC: 
$21). Model outcomes included early survival, life expectancy (LE), and average 
lifetime per-person cost for HIV-infected infants and all HIV-exposed infants. We 
calculated incremental cost-effectiveness ratios (ICERs) using discounted (3%/
year) costs and LE for all HIV-exposed infants, defining ICERs ≤$930/life-year 
saved (Zimbabwe per-capita GDP) as cost-effective.
Results: With conventional EID, projected undiscounted LE was 24.95y (HIV-

infected infants) and 60.16y (all HIV-exposed infants), at $1,050/HIV-exposed 
infant (Table). POC EID improved projected undiscounted LE (HIV-infected: 
26.58y, HIV-exposed: 60.27y) at $1,120/infant, and increased survival by 4.5% in 
months 1-2 of life. The ICER of POC vs. conventional was $730/life-year saved 
(LYS). This ICER remained < $930/LYS if POC specificity was >95% or POC sen-
sitivity was >85%. Large improvements in conventional assay result-return were 
needed to offset slightly lower POC assay sensitivity (Figure). 

Strategy for 
EID testing at 

6 weeks of age 
in Zimbabwe

Outcomes 
for HIV-
infected 
infants

Outcomes for all HIV-exposed infants (including HIV-infected 
and HIV-uninfected infants)

 
LE (years, 
undiscoun-

ted)

LE (years, 
undis-

counted)

LE (years, 
discoun-

ted)

Lifetime 
per-person 
costs (USD, 
undiscoun-

ted)

Lifetime 
per-person 
costs (USD, 
discounted)

Incremental 
cost-effec-

tiveness ratio 
($/life-year 

saved)
Conventional 24.95 60.16 24.84 $1,050 $570 Comparator
POC 26.58 60.27 24.91 $1,120 $620 $730

[POC and conventional EID: modeled outcomes]

[Figure: Sensitivity Analysis]

Conclusions: POC assays for HIV-exposed infants improve survival and life ex-
pectancy and are cost-effective compared to conventional assays. EID programs in 
Zimbabwe should replace conventional testing with POC assays. 

WEAD02 When Donors Leave...

WEAD0201
When donor funding leaves: the immediate impact on resources 
of USAID’s withdrawal of support for direct HIV care and 
treatment at a public health facility in South Africa
N. Lince-Deroche, R. Mohamed, S. Kgowedi, L. Long 
Health Economics and Epidemiology Research Office, Johannesburg, South Africa 
Presenting author email: nlince-deroche@heroza.org

Background: From 2008-2014, USAID-funded organizations were responsible for 
directly delivering HIV care and treatment via “Comprehensive Care, Management 
and Treatment” facilities” (CCMTs) in South Africa. Despite USAID having com-
municated its plans to phase out funding for direct service delivery (DSD) and in-
stead focus primarily on technical assistance, there has been a sense that public 
clinics were not adequately prepared for the transition. 
The aim of this study was to examine the impact on financial and human resources 
and workloads immediately after the withdrawal of funds for a CCMT at a clinic in 
Johannesburg.
Methods: In late 2016, we conducted a natural experiment in which trends in bud-
gets and expenditure, clinical staff complements, patient loads, and services ren-
dered were compared at the study clinic before (2007-2012), during (2012-2014), 
and after (2014-2016) the withdrawal of the clinic’s USAID-supported CCMT site. 
Data were drawn from the country’s District Health Information System, local 
budget and expenditure reports, and staff records supplied by the city. Analysis was 
conducted in Excel (2013).
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Results: Phasing out of the CCMT occurred between July 2012 and June 2015. 
Reductions in clinic staff occurred in parallel, first by 33% in 2012-2013 and then by 
a further 29% in 2014-2015. The reduction in staff drastically raised the workload 
per staff member (i.e. patient-to- staff headcount ratio) in 2013 and 2015. 
The withdrawal of the CCMT was not accompanied by an increase in real expendi-
ture. Real expenditure per capita was on average lower after 2012 (ZAR 77) than it 
had been between 2008 and 2012 (ZAR 85) when the CCMT was providing HIV 
treatment to patients. 
Despite increased workload, service volumes for primary healthcare services at the 
clinic (HIV counselling and testing, tuberculosis testing, and family planning) did 
not decrease after the departure of the CCMT.
Conclusions: The phasing out of funding for DSD by USAID at a clinic in 
Johannesburg negatively impacted on human resources and staff workload while 
decreasing per capita expenditure. The volume of primary healthcare services deliv-
ered at the clinic did not decline; however, the impact on service quality is unknown. 

WEAD0202
How changes in United States funding policies could impact  
the HIV epidemic in sub-Saharan Africa
J. McGillen1, A. Sharp2, B. Honermann2, G. Millett2, C. Collins3, T. Hallett1 
1Imperial College London, Department of Infectious Disease Epidemiology, London, 
United Kingdom, 2amfAR, The Foundation for AIDS Research, Washington DC, 
United States, 3Friends of the Global Fight Against AIDS, Tuberculosis, and Malaria, 
Washington DC, United States 
Presenting author email: j.mcgillen@imperial.ac.uk

Background: The United States is a giant in the global fight against HIV/AIDS. The 
bipartisan foundation of PEPFAR in 2003 transformed the world ś approach to 
anti-retroviral therapy in developing countries, and the US is the largest contribu-
tor to the Global Fund. However, the isolationism of the Trump Administration may 
soon place these activities under threat.
Methods: To test the potential impact of changes in American HIV/AIDS funding 
policies, we employed a mathematical model of the HIV epidemic and response 
across 18 countries in sub-Saharan Africa. We used financing data from PEPFAR, 
the Global Fund, and the IMF to estimate the US share of the total HIV/AIDS 
response historically and in future. We then removed this US share from the total 
funding available, or changed the way it could be allocated to future prevention 
efforts, to explore a series of alternative policy strategies that the administration 
might adopt.
Results: The model finds that US participation in the AIDS response is likely to 
have averted 2.5 million AIDS deaths and 21 million HIV infections in sub-Saharan 
Africa between the start of the epidemic and the end of 2016. Looking forward, 
sustained US funding could avert 300,000 AIDS deaths and 8.4 million HIV in-
fections on the subcontinent between now and 2030. If the US instead withdraws 
from the funding landscape, for example by defunding PEPFAR in 2017 and break-
ing its pledge to the Global Fund, the cost could reach 298,000 AIDS deaths and 
7.9 million HIV infections by 2030. How funds are disbursed also matters. If the 
new administration continues to fund PEPFAR but turns a moralistic blind eye to 
sex workers and gay men, an avoidable 239,000 AIDS deaths and 5.4 million HIV 
infections could occur.
Conclusions: Our work suggests that the choice before the US government is stark: 
it can shirk the mantle of global leadership in the AIDS response and thereby re-
verse the past decade of progress against the epidemic, or it can continue to fund 
PEPFAR and the Global Fund and potentially save 8.4 million people across sub-
Saharan Africa from infection with HIV. 

WEAD0203
Estimating the size of the pediatric antiretroviral (ARV)  
market in 26 low- and middle-income countries (LMICs) 
through 2025 as prevention of mother to child transmission 
(PMTCT) initiatives continue to succeed
V.R. Prabhu1, S. McGovern1, P. Domanico2 
1Clinton Health Access Initiative, HIV Access Program, Boston, United States, 2Clinton 
Health Access Initiative (CHAI), Boston, United States 
Presenting author email: vprabhu@clintonhealthaccess.org

Background: PMTCT initiatives have significantly reduced HIV infections in chil-
dren, a trend expected to accelerate with the “Start Free, Stay Free, AIDS Free” 
initiative. Its “Super Fast-Track” targets aim, by 2020, to reduce new perinatal 
infections to <20,000 annually and achieve universal pediatric ART coverage. 
Population projections are needed to help optimize supply of pediatric ARVs, es-
pecially new formulations.

Methods: Provisional single age band estimates for HIV-infected children (ages 
0-14) for 26 high-burden LMICs, provided by UNAIDS, representing ~77% of the 
global pediatric HIV burden in 2015, were used. For each forecast year, age cohorts 
were moved from one age bracket to the next, new perinatal HIV infections were 
added to the age 0 cohort, and the age 14 cohort “aged out” of the market. Annual 
decreases in AIDS-related deaths were assumed to be similar to 2011-2015, and 
evenly distributed across age groups.
Three scenarios of the “Super Fast-Track” targets for new infections were modeled: 
“Aggressive” (targets met), “Moderate” (2 year delay), and “Conservative” (similar 
decrease as 2011-2015). Resulting cohorts were converted to weight bands using 
published tables.
Results: The number of HIV-infected children will continue to rise until 2019 be-
fore decreasing. By 2025, there could be between 350,000 and 500,000 chil-
dren living with HIV, needing ART, across the 26 high volume countries. The more 
aggressive scenarios suggest an increasing proportion of >20kg children.

[Figure 1. Total Ped. PLWHA]

[Figure 2. Weight Distribution]

Conclusions: As pediatric ART coverage increases, more children will need second- 
or third-line treatment. These population estimates can inform discussions on the 
development of new pediatric ARV formulations. 

WEAD0204
Can differentiated care models solve the crisis in treatment 
financing? Analysis of prospects for 38 high-burden countries 
in sub-Saharan Africa
C. Barker, A. Dutta, K. Klein 
Palladium, Washington, United States 
Presenting author email: arin.dutta@thepalladiumgroup.com

Background: Rapid scale-up of antiretroviral therapy (ART) in the context of fi-
nancial and health system constraints has resulted in calls to maximize efficiency 
in ART service delivery. Adopting differentiated care models (DCMs) for ART 
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could potentially be more cost-efficient and improve outcomes. However, no study 
comprehensively projects the cost savings across countries. We model the potential 
reduction in facility-level costs and number of health workers needed when imple-
menting two types of DCMs while attempting to reach 90-90-90 targets in 38 
sub-Saharan African countries from 2016 to 2020.
Methods: We estimated the costs of three service delivery models: 
1) undifferentiated care, 
2) differentiated care by patient age and stability, and; 
3) differentiated care by patient age, stability, key versus general population status, 
and urban versus rural location. 
Frequency of facility visits, type and frequency of laboratory testing, and coverage 
of community ART support varied by patient subgroup. For each model, we esti-
mated the total costs of antiretroviral drugs, laboratory commodities, and facility-
level personnel and overhead. Community-based ART costs were included in the 
DCMs. We took into account underlying uncertainty in the projected numbers on 
ART and unit costs.
Results: Total five-year facility-based ART costs for undifferentiated care are es-
timated to be US$23.33 billion (95% confidence interval [CI] $23.3-$23.5 bil-
lion). An estimated 17.5% (95% CI 17.4%-17.7%) and 16.8% (95% CI 16.7%-17.0%) 
could be saved from 2016 to 2020 from implementing the age and stability DCM 
and four-criteria DCM, respectively, with annual cost savings increasing over time. 
DCMs decrease the full-time equivalent (FTE) health workforce requirements for 
ART. An estimated 46.4% (95% CI 46.1%-46.7%) fewer FTE health workers are 
needed in 2020 for the age and stability DCM compared with undifferentiated 
care.
Conclusions: Adopting DCMs can result in significant efficiency gains in terms of 
reduced costs and health workforce needs, even with the costs of scaling up com-
munity-based ART support under DCMs. Efficiency gains remained relatively un-
changed with increased differentiation due to some groups requiring more intensive 
inputs. More evidence is needed on how to translate analyzed efficiency gains into 
implemented cost reductions at the facility level. 

WEAD0205
Characterizing the South African private sector ART market
H. Awsumb, K. Little, P. Aylward, N. Hasen 
Population Services International, Washington, United States 
Presenting author email: hawsumb@psi.org

Background: South Africa has the largest public sector HIV treatment program 
in the world, with >3 million clients on ART. It also has one of the most robust and 
diverse private health care sectors in Africa. We hypothesized that a substantial 
segment of South African PLHIV are accessing ART through the private sector, 
especially for 2nd line (2L) treatment regimens. We characterized the private sector 
ART market indirectly by comparing public and private sector drug procurement 
data from 2012-2015.
Methods: For the private sector we analyzed IMS Health data from pharmaceutical 
wholesalers and distributors in South Africa. For the public sector we analyzed data 
from the Global Price Reporting Mechanism. To avoid double counting, we used 
regimens with Efavirenz or Nevirapine as a proxy for 1st line (1L) regimens and regi-
mens with Atazanavir or Lopinavir/Rotanivir as a proxy for 2L regimens.
Results: The total patient years of treatment (PYTs) for 1L and 2L regimens in 
the private sector ART market peaked at 244,760 in 2014 and then decreased to 
231,938 PYTs in 2015. Total public sector PYTs for 1L and 2L regimens in South 
Africa increased more than seven-fold during 2012-2015, from 544k to 4.3 mil-
lion PYTs.
Rapid growth in public sector ARV procurement, did not appear to significantly 
displace ARV purchasing in the private sector. Growth in the private sector 1L 
treatment decreased only 4.2% on average from 2013-2015 while the number of 
PYTs for 2L treatment in the private sector increased 3.9% on average for the same 
time period.
Conclusions: Our analysis found a substantial private sector market for ART in 
South Africa. By 2015 PYTs, the private sector ART market in South Africa would 
have been the 14th largest treatment program in the world, and the 10th largest in 
Africa. As public sector treatment budgets reach capacity, there may be opportuni-
ties to leverage domestic financing through private sector channels in South Africa. 
Better landscaping of the private sector ART market is needed to guide future in-
terventions and investments. 
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WEPDB01 Opportunistic Infections and AIDS-
                     defining Cancers: Can We Do Better?

WEPDB0101
Immediate vs. delayed oral etoposide (ET) among  
HIV-infected individuals with limited-stage KS initiating  
ART: A5264/AMC-067 study
M.C. Hosseinipour1,2, M. Kang3, S.E. Krown4, A. Bukuru5, T. Umbleja3,  
J. Martin6, J. Orem7, C. Godfrey8, B. Hoagland9, N. Mwelase10, D. Langat11,  
M. Nyirenda12, J. MacRae13, M. Borok-Williams14, W. Samaneka14, A. Moses1,2,  
O. Martinez-Maza15, R. Ambinder16, D. Dittmer2, M. Nokta17, T. Campbell18,  
A5264/AMC-067 REACT-KS team 
1UNC Project, Lilongwe, Malawi, 2University of North Carolina School of Medicine, 
Chapel Hill, United States, 3SDAC/Harvard School of Public Health, Center for 
Biostatistics in AIDS Research, Boston, United States, 4AIDS Malignancy Consortium, 
New York, United States, 5Joint Clinical Research Center (JCRC), Kampala, Uganda, 
6University of California, Center for AIDS Prevention Studies, San Francisco, United 
States, 7Uganda Cancer Institute, Kampala, Uganda, 8HIV Research Branch, TRP, 
DAIDS, NIAID, NIH, Rockville, United States, 9INI Evandro Chagas/FIOCRUZ, Rio 
de Janiero, Brazil, 10University of Witwatersrand, Johannesburg, South Africa, 11Kenya 
Medical Research Institute/Walter Reed Project, Nairobi, Kenya, 12Johns Hopkins 
Project, University of Malawi College of Medicine, Blantyre, Malawi, 13IMPACTA Peru, 
Lima, Peru, 14University of Zimbabwe, Harare, Zimbabwe, 15University of California, 
Los Angeles, United States, 16Johns Hopkins University, Baltimore, United States, 
17National Cancer Institute, Bethesda, United States, 18University of Colorado Denver, 
Aurora, United States 
Presenting author email: minach@med.unc.edu

Background: Limited-stage KS often responds to ART alone; the role for adjuvant 
chemotherapy is unclear. We assessed the impact of immediate vs. delayed oral 
etoposide (ET) among HIV-infected individuals with limited-stage KS initiating 
ART.
Methods: ART-naïve, HIV-1-infected adults with limited-stage KS (stage T0 
and T1 [minimal oral KS and/or asymptomatic edema]) were randomized to ART 
(TDF/FTC/EFV) alone (Arm A) vs ART plus up to 8 cycles of oral ET (Arm B) 
and followed for 96 weeks. Participants with KS progression on ART alone received 
ET as part of Arm A strategy. Participants who received non-study chemotherapy 
after ET continued follow-up. Primary outcome was categorical (van Elteren 
test stratified by CD4): Failure (composite of KS progression, initiation of non-
study chemotherapy, lost-to-follow-up, death), Stable, and Response (Partial or 
Complete) at 48 weeks compared to baseline. Sensitivity analysis excluded receipt 
of non-study chemotherapy in Failure. Secondary outcomes included times to 
initial KS progression, suspected KS-IRIS, and KS response (Gray’s tests).

[Figure 1. Time to Event Analysis]

Results: Study terminated early for futility after DSMB interim review. Of 190 
participants (A=94, B=96); male: 71%; African: 93%; mean age: 35 years; T1:61%. 
Failure (53.8% vs 56.6%), Stable (16.3% vs 10.8%) and Response (30% vs 32.5%) 
did not differ between arms (A vs B) among those with Week 48 data potential 
(N=163, p=0.91). Failure (48.8% vs 38.6%), Stable (16.3% vs 16.9%) and Response 
(35.0% vs 44.6%) were also not different in sensitivity analysis (p=0.17). Times to 
KS progression (p=0.021), KS-IRIS (p=0.003), and KS response (p=0.003) fa-
vored Arm B (Figure 1). Mortality and adverse events were similar. 
Conclusions: Immediate ET showed no benefit compared to delayed ET by the 
primary endpoint. Pre-specified secondary analyses showed shortened time to KS 
response, reduced KS-IRIS incidence, and increased time to KS progression with 
immediate ET, but no effect on mortality or need for additional, non-ET chemo-
therapy. 

WEPDB0102
Implementing CRAG screening in HIV patients initiating ART 
in rural HIV clinics with regular absence of CD4 testing services 
in rural Tanzania
G. Mbwanji, Diana Faini1*, A. Nyuri1, Andrew Katende1, Aneth Kalinjuma1,  
Maja Weisser1,3, David Boulware2,4, Emili Letang1,3,5 
Ifakara Health Institute, HIV/AIDS, Morogoro, Tanzania, United Republic of 
Presenting author email: gmbwanji@ihi.or.tz

Background: The World Health Organization (WHO) recommends screening for 
cryptococcal antigen (CRAG) in blood of HIV-infected antiretroviral therapy 
(ART)-naïve patients with CD4 < 100 cells/µL. CRAG+ persons who receive ART 
but not antifungal therapy are at a high risk of death. However, absence of reliable or 
prompt CD4 testing services in rural clinics jeopardizes implementation of CRAG 
screening.
Methods: We implemented CRAG screening in all primary health HIV clinics in the 
Kilombero district, southern Tanzania. Point-of-care CRAG lateral flow assay test-
ing was recommended for all ART-naïve HIV-infected persons with criteria for ART 
initiation or with headache for >5 days. All CRAG+ persons were transported to the 
Referral Hospital in Ifakara for a meningitis diagnostic workup and antifungal ther-
apy. Patient transport costs, antifungals, and incentives to clinicians were provided.
Results: From November 2015 to November 2016, 723 ART-naïve patients were 
tested for CRAG in 8 HIV clinics. Of these, 45 (6.2%) were CRAG+, and 26 (58%) 
were diagnosed at peripheral clinics and referred to Referral Hospital for evalu-
ation. The median age of the CRAG+ patients was 35 years (interquartile range 
[IQR], 21-55), and 60% (27/45) were women. Lumbar punctures were performed 
in 41 consenting (91%) patients, and 51% (21/41) of patients were CRAG+ in cere-
brospinal fluid (CSF). Among these 21 CSF CRAG+ persons, 3 were asymptomatic 
(7% of overall CRAG+ persons).
Conclusions: Our CRAG screening algorithm tailored for rural HIV clinics was ef-
fective in maximizing cryptococcal detection in advanced HIV patients at a district 
level in the absence of regular CD4 testing. The high CRAG prevalence found high-
lights the importance in the absence of CD4 testing of extending CRAG screening 
to all HIV-infected persons enrolling in care in order to reduce early mortality. 
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WEPDB0103
High mortality despite high dose oral fluconazole  
(1600 mg) and flucytosine, and serial lumbar punctures, for 
HIV-associated cryptococcal meningitis: ANRS 12257 study  
in Burundi and Ivory Coast
A. Chabrol1, A. Doumbia2, R. Landman3,4,5, A. Fontanet6, S.P. Eholie7,  
T. Niyongabo8, L. Nizigama8, D. Laureillard9, B. Sylla4, H. Menan10, C. Padoin11,  
S. Brun12, C. Alloui13, S. Gibowski14, A. Kakou2, O. Bouchaud15, ANRS 12257 Study 
Group 
1Centre Hospitalier Sud Francilien, Infectious Diseases, Corbeil Essonnes, France, 
2CHU Treichville, Infectious Diseases, Abidjan, Cote D’Ivoire, 3Hôpital Bichat, 
Infectious Diseases, Paris, France, 4Institut de Médecine et d’Epidémiologie Appliquée, 
Paris, France, 5INSERM, IAME, UMR 1137, Paris, France, 6Institut Pasteur, Emerging 
Diseases Epidemiology Unit, Paris, France, 7CHU Treichville, Infectious Diseases, 
Abidjan, France, 8CHU Kamenge, Infectious Diseases, Bujumbura, Burundi, 9CHU 
Caremeau, Infectious Diseases, Nîmes, France, 10CHU Treichville, Parasitology and 
Mycology, Abidjan, Cote D’Ivoire, 11CHU Avicenne, Pharmacology, Bobigny, France, 
12CHU Avicenne, Parasitology and Mycology, Bobigny, France, 13CHU Avicenne, 
Virology, Bobigny, France, 14ANRS, Clinical Research Safety Office, Paris, France, 
15CHU Avicenne, Infectious Diseases, Bobigny, France 
Presenting author email: amelie.chabrol@chsf.fr

Background: Mortality from HIV-associated cryptococcal meningitis (CM) re-
mains unacceptably high in low-income countries, where applicable and effective 
antifungal strategies are needed. In a context where Amphotericine B (AmB) is 
unavailable, in hospitals lacking intensive care units, we evaluated prospectively the 
safety and efficacy of an oral combination of fluconazole 1600 mg and flucytosine 
associated with serial lumbar punctures (SLP) in HIV- associated CM.
Methods: Eligible HIV-infected patients presenting a first episode of CM were en-
rolled in a one-arm open-label clinical trial in Burundi and Ivory Coast from 2012 
to 2015. After inclusion, patients received fluconazole 1600 mg per day in com-
bination with flucytosine 100 mg/kg per day for 2 weeks, followed by fluconazole 
alone, 800 mg per day for 8 weeks and then 200 mg until the end of follow-up (24 
weeks). Intracranial pressure was treated with SLP, according to IDSA recommen-
dations. The primary endpoint was 10-week mortality, expected at 35% +/-15% pre-
cision. Secondary endpoints were 2-week and 24-week mortality, early fungicidal 
activity (EFA) determined by serial quantitative cerebrospinal fluid (CSF) cultures, 
and safety.
Results: Forty-one (22F/19M) patients were included, 59% being antiretroviral 
therapy (ART)-naive; 14 (34%) had reduced level of consciousness and 24 (59%) 
had elevated intracranial pressure at presentation. Overall 10-week mortality was 
48.8% (95% CI = 32.9-64.9); 2-week and 24-week mortality were 26.8% (14.2-
42.9) and 58.5% (42.1-73.7), respectively. Mean EFA was -0.27 +/- 0.20 log CFU/
ml per day, and 16 patients had sterile CSF after two weeks of treatment. The treat-
ment appeared to be well tolerated with no study drug discontinuation. For naive 
patients, ART was started at a median of 28 days, with no cryptococcal immune 
reconstitution inflammatory syndrome observed.
Conclusions: Mortality with high dose oral fluconazole and flucytosine associated 
with SLP was at the upper range of expected values. Oral treatment seems to be less 
effective than AmB-based combinations, probably due to lower fungicidal activity. 
Nevertheless, in low-income countries where AmB is not available, this combina-
tion appears to be a well tolerated therapeutic option. 

WEPDB0104
Comparison of various anal intraepithelial neoplasia  
screening strategies including standard anoscopy, anal  
cytology and HPV genotyping in HIV-positive men who  
have sex with men
P. Boucheron1, S. Pernot2, H. Peré3, M.L. Lucas4, D. Veyer3, N. Fatallah5,  
V. De Parades5, J. Pavie4, J. Netter2, L. Collas4, J. Taieb2, S. Grabar1, L. Weiss4 
1Groupe hospitalier Hôtel Dieu (AP-HP), Paris Descartes Sorbonne Cité University, 
Biostatistics and Epidemiology Unit, France, France, 2Hôpital Européen Georges 
Pompidou, Paris Descartes Sorbonne Cité University, Hépato-gastroentérologie 
et oncologie digestive, Paris, France, 3Hôpital Européen Georges Pompidou, Paris 
Descartes Sorbonne Cité University, Biology, Paris, France, 4Hôpital Européen 
Georges Pompidou, Paris Descartes Sorbonne Cité University, Immunology, Paris, 
France, 5Groupe Hospitalier Saint-Joseph, Proctology, Paris, France 
Presenting author email: laurence.weiss@aphp.fr

Background: There is no international consensus on anal cancer screening strategy. 
Guidelines range from digital anorectal examination (DARE) including standard 
anoscopy (SA) alone (France) to DARE combined with anal cytology (Pap) (IDSA) 
+/- HPV genotyping in HIV-positive men who have sex with men (HIV+ MSM), to 
detect high grade intraepithelial neoplasia (HGAIN). 

This study aimed at comparing various HGAIN screening strategies yields based on 
Pap, SA and HPV genotyping alone or in combination in HIV+ MSM.
Methods: Pap, SA and HPV genotyping were performed systematically on con-
secutive HIV+ MSM attending for the first time a cancer screening consultation 
between January 2012 and August 2016 in a French hospital. High-resolution 
anoscopy (HRA) was performed in case of HPV16 positivity or abnormal cytology 
(ASCUS, LSIL, HSIL). Targeted biopsies were performed when dysplasia was sus-
pected. Screening yield was defined as the number of patients with HGAIN relative 
to the total number of patients screened. Each strategy was compared with the 
complete strategy.
Results: 212 patients (median age 51 [IQR:45-57], HIV-RNA< 20 in 84% of pa-
tients, median CD4: 682/mm3 [IQR:491-890]) were screened. The most frequent 
HPV genotypes were high risk HPV: HPV52 (24.5%), HPV16 (18.9%), HPV53 
(18.4%), HPV31 (15.6%) and HPV68 (15.6%). 86/212 (40.6%) patients had at 
least one positive screening test (Pap+: 62/212(29.2%), HPV16+: 40/212 (18.9%), 
SA=dysplasia: 19/212 (9.0%)). Screening strategies yields to detect HGAIN com-
pared with the complete strategy and Pap alone are presented above. 

Anal cancer screening 
strategy (N=212)

Number 
of HRA 

performed

Number of 
Biopsies 

performed

HGAIN at 
histology: 

N(%)

Strategy vs 
Complete 
strategy: 
P(Fisher)

Strategy vs 
Pap alone: 
P(Fisher)

SA 0 19 7 (3.3%) <0.001 0.02

HPV16 genotyping 39 26 14 (6.6%) <0.05 0.47

Pap 59 40 19 (9.0%) 0.27  

SA + HPV16 genotyping 33 40 19 (9.0%) 0.27 1.00

Pap + HPV16 genotyping 75 48 23(10.8%) 0.65 0.63

SA + Pap 51 52 24 (11.3%) 0.77 0.52

SA + Pap + HPV16 
genotyping

67 59 27 (12.7%)  0.27

[Table 1]

Conclusions: Pap alone or combinations of two screening tests yielded to similar 
rates of HGAIN detection than the complete strategy. Compared to Pap alone, 
Pap + HPV16 slightly improved the number of HGAIN detected but not signifi-
cantly. Given the limited number of clinicians trained in HRA and the perspective 
of self-sampling, Pap +/- HPV16 screening might be the best strategy to increase 
screening acceptance and to identify HGAIN in HIV+ MSM. 

WEPDB0105
Human Papillomavirus infection and cervical lesions in  
HIV-1-infected women on antiretroviral treatment in Thailand
T. Delory1,2,3, N. Ngo-Giang-Huong1,2,4, S. Rangdaeng5, N. Chotivanich6,  
A. Limtrakul7, C. Putiyanun8, P. Suriyachai9, W. Matanasarawut10, T. Jarupanich11,  
P. Liampongsabuddhi12, I. Heard13, G. Jourdain1,2,4, M. Lallemant1,2,4,  
S. Le Cœur1,2,14, PapilloV study group 
1Institut de Recherche pour le Developpement (IRD), UMI 174-PHPT, Chiang Mai, 
Thailand, 2Faculty of Associated Medical Sciences, Chiang Mai University, Chiang 
Mai, Thailand, 3AP-HP, Service de Maladies Infectieuses et Tropicales, Paris, France, 
4Harvard T H Chan School of Public Health, Boston, United States, 5Chiang Mai 
University, Faculty of Medicine, Department of Pathology, Chiang Mai, Thailand, 
6Chonburi Hospital, Ministry of Public Health, Chonburi, Thailand, 7Nakornping 
Hospital, Ministry of Public Health, Chiang Mai, Thailand, 8Chiang Kham Hospital, 
Ministry of Public Health, Chiang Kham, Thailand, 9Phayao Hospital, Ministry of 
Public Health, Phayao, Thailand, 10Lamphun Hospital, Ministry of Public Health, 
Lamphun, Thailand, 11Hat Yai Hospital, Ministry of Public Health, Hat Yai, Thailand, 
12Lampang Hospital, Ministry of Public Health, Lampang, Thailand, 13HPV National 
Reference Center, Pasteur Institute, Paris, France, 14Institut National d’Etudes 
Demographiques (INED), Mortality Health and Epidemiology Unit, Paris, France  

Background: Rates of Human Papillomavirus (HPV) infections and cervical lesions 
are both increased in HIV-infected women. The objectives of the study were to 
estimate the prevalence and factors associated with Human Papillomavirus (HPV) 
infection, HPV genotypes and cytological/histological high-grade (HSIL+/CIN2+) 
lesions in HIV-1 infected women receiving combination antiretroviral therapy 
(cART).
Methods: We conducted a cross-sectional study (PapilloV study, NCT01792973) 
within a prospective cohort (the PHPT cohort) of HIV-infected women on cART in 
24 hospitals accross Thailand. Cervical specimens were collected for cytology and 
HPV genotyping (Papillocheck®). Any women with High-Risk-HPV (HR-HPV), 
and/or potentially HR-HPV (pHR-HPV) and/or ASC-US or higher (ASC-US+) 
lesions were referred for colposcopy. Factors associated with HR-HPV infection 
and with HSIL+/CIN2+ lesions were investigated using mixed effects logistic re-
gression models.
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Results: 829 women were enrolled: median age 40.4 years, on cART (613 on 
NNRTI-based regimen and 213 on PI-based regimen) for a median of 6.9 years, 
median CD4 cell-count 536 cells/mm3, and 788 (96%) with HIV-viral load 
<50copies/mL, 196 (24%) were CDC-stage C and 125 (18%) had history of viro-
logic failure. Of 214 (26%) infected with HPV: 159 (19%) had ≥1 HR-HPV, of whom 
38 (5%) HPV52, 22 (3%) HPV16, 9 (1%) HPV18; 21 (3%) had pHR-HPV, 34 (4%) 
low risk-HPV infection, and 56 (26%) had multiple genotypes. Younger age, low 
CD4 cell-counts and low education were independently associated with HR-HPV 
infection. 72 women (9%) had ASCUS+ and 28 (3%) HSIL+/CIN2+ lesions. HR-
HPV infection was independently associated with HSIL+/CIN2+ lesions.
Conclusions: The prevalence of HPV infection and of cervical lesions was low. 
CD4 cell count was inversely associated with the presence of HR-HPV infection, 
indicating the need for closer gynecological follow-up in case of immunological 
failure. 

WEPDB0106
Screening for tuberculosis with Xpert MTB/RIF versus 
fluorescent microscopy among people newly diagnosed  
with HIV in rural Malawi: a cluster-randomized trial
L.G. Ngwira1, M. Khundi2, G.L. Barnes3, A. Nkhoma2, M. Murowa4, S. Cohn3,  
L. Moulton3,5, R.E. Chaisson5,6,7, E.L. Corbett8,9, D.W. Dowdy5,6,7, CHEPETSA 
Study Group 
1Malawi Liverpool Wellcome Trust, Clinical Research Department, Blantyre, Malawi, 
2Malawi Liverpool Wellcome Trust, Clinical Research, Blantyre, Malawi, 3Johns 
Hopkins School of Medicine, Center for TB Research, Baltimore, United States, 
4Malawi Ministry of Health, Thyolo, Malawi, 5Johns Hopkins Bloomberg School of 
Public Health, Department of International Health, Baltimore, United States, 6Center 
for TB Research, Johns Hopkins School of Medicine, Baltimore, United States, 7Johns 
Hopkins Bloomberg School of Public Health, Department of Epidemiology, Baltimore, 
United States, 8Malawi Liverpool Wellcome Trust, Clinical Research Programme, 
Blantyre, Malawi, 9London School of Hygiene and Tropical Medicine, Clinical Research 
Department, London, United Kingdom  

Background: Tuberculosis (TB) is the leading cause of HIV-associated death. Xpert 
MTB/RIF (Xpert) has greater diagnostic sensitivity than microscopy but also higher 
costs and infrastructural requirements. Sensitive TB screening following HIV diag-
nosis could potentially reduce mortality.
Methods: Cluster-randomized trial of point-of-care TB screening using Xpert ver-
sus LED fluorescent smear microscopy (LED FM) across 12 primary care clinics 
in Thyolo District, Malawi (ClinicalTrials.gov NCT01450085). Randomization 
was constrained (1:1), with a primary outcome of 12-month all-cause mortality. 
Participants newly diagnosed with HIV underwent TB symptom screening followed 
by Xpert or LED FM if symptomatic and isoniazid preventive therapy if asymp-
tomatic. Analyses used t-tests of log-transformed cluster-level rates, and Poisson 
regression.

[Fig 1. Study profile]

Results: Of 1,842 participants recruited (Figure 1), 24/1,001 (2.4%) participants 
in the Xpert arm and 10/841 (1.2%) in the LED FM arm had TB diagnosed at en-
try. The primary outcome was similar across arms (overall mortality 6.45 per 100 
person-years with Xpert vs 7.80 with LED FM, rate ratio 0.83, 95%CI: 0.63-1.09; 

p=0.14; see Figure 2). However, a pre-specified secondary analysis among people 
with WHO stage 3 or 4 disease (n=463) showed significantly lower mortality in the 
Xpert arm (15.9 versus 34.8 per 100 person-years, rate ratio 0.46, 95%CI: 0.22-
0.93; p=0.03). Unadjusted` and adjusted results were similar.

[Fig 2.RR (Xpert v LED FM) for all-cause mortality]

Conclusions: Screening rural adult Malawians recently diagnosed with HIV for tu-
berculosis using point-of-care Xpert MTB/RIF increased baseline diagnoses of TB 
and halved mortality among individuals with stage 3 or 4 disease but did not signifi-
cantly affect all-cause mortality overall. 

WEPDC01 It’s Time to Focus on STIs

WEPDC0101
STI co-infections at HIV diagnosis in France
F. Lot, J. Pillonel, F. Cazein 
Santé Publique France, Saint-Maurice, France 
Presenting author email: florence.lot@santepubliquefrance.fr

Background: Sexual risk behaviours expose people to HIV infection but also to 
other sexually transmitted infections (STI). In the context of an increase of STI in 
France, the aim of our work was to analyse the frequency of STI in people newly 
diagnosed for HIV between 2012 and 2015.
Methods: Since 2012, mandatory HIV surveillance system in France has collected 
information on bacterial STI (syphilis, gonorrhea, chlamydia trachomatis infection 
or lymphogranuloma venereum-LGV). These infections had to be reported if they 
were concurrently diagnosed at the time of HIV diagnosis or diagnosed in the last 12 
months before HIV diagnosis (STI/HIV co-infections).
Results: Information on STI infection was available for 9.207 HIV diagnoses in 
adults during the period 2012-2015 (52% of all diagnoses). STI/HIV co-infection 
was globally 14.2% (1.310/9.207), but was more frequent in men having sex with 
men (MSM) (25.4%) than in heterosexuals born in France (9.0%: 11.1% in men and 
6.0% in women) or abroad (3.4%: 5.0% in men and 2.3% in women) and in injecting 
drug users (6.7%). STI/HIV co-infection was more frequent when HIV infection 
was diagnosed during acute illness.
STI/HIV co-infection has increased overtime (from 12.9% in 2012 to 16.9% in 
2015), but this increase was observed only in MSM (from 22.0% to 30.0%). 
Among STI, the frequency of syphilis, gonorrhea, chlamydia and LGV were respec-
tively 74.3%, 15.8%, 15.0% and 1.7%. Chlamydia was the only STI more frequent in 
heterosexuals compared to MSM.
Conclusions: STI/HIV co-infections affect almost one third of MSM newly diag-
nosed with HIV in 2015, and most commonly syphilis/HIV. These results highlight 
the importance to combine HIV testing to other STI, and to offer an HIV test to 
patients presenting with a STI. 
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WEPDC0102
Acquisition of sexually transmitted infections among women 
using a variety of contraceptive options: a prospective study 
among high-risk African women
F.K. Matovu1,2, E. Brown3, A. Mishra4, G. Nair5, T. Palanee-Phillips6, N. Mgodi7,  
C. Nakabiito8, N. Chakhtoura9, S. Hillier10, J. Baeten4 
1Makerere University-Johns Hopkins University Research Collaboration, Kampala, 
Uganda, 2Makere University School of Public Health, Kampala, Uganda, 3SCHARP-
FHCRC, Seattle, United States, 4University of Washington, Seattle, United States, 
5Emavundleni Research Centre, Cape Town, South Africa, 6Wits RHI, Johannesburg, 
South Africa, 7UZ-UCSF, Harare, Zimbabwe, 8MUJHU Research Collaboration, 
Kampala, Uganda, 9NICHD/ NIH, Bethesda, Uganda, 10Magee-Womens Research 
Institute, Pittsburgh, United States 
Presenting author email: fmatovu@mujhu.org

Background: In many African settings, women concurrently face high risk of HIV-1, 
STIs, and unintended pregnancies. Few studies have evaluated STI risk among users 
of hormonal implants and intrauterine devices (IUDs) although these long-acting 
reversible methods are being promoted widely because of their contraceptive ben-
efits. Within a prospective study of women at risk for HIV, we compared the risk of 
STI acquisition among women using different contraceptive methods.
Methods: MTN-020/ASPIRE was a randomized trial of the dapivirine vaginal 
ring for HIV-1 prevention that enrolled 2629 women from Malawi, South Africa, 
Uganda, and Zimbabwe; all were required to use contraception at study entry. 
Analysis was restricted to 2264 women (50.2% from South Africa) who used 
DMPA (n=1147), implants (n=692), NET-EN (n=438) or IUD (n=541) at any point 
during follow-up. Screening and treatment for Chlamydia trachomatis, Neisseria 
gonorrhoeae, and Trichomonas vaginalis occurred at baseline, semi-annually, and 
when clinically indicated.
Results: Over 3,440 person-years of follow-up, 408 cases of C.trachomatis (in-
cidence 11.86/100 person-years), 196 of N.gonorrhoeae (5.70/100 person-years), 
and 213 cases of T.vaginalis (6.19/100 person-years) were detected. The incidence 
of C.trachomatis and N.gonorrhoeae were not significantly different across con-
traceptive methods (Table), although DMPA and implant users had lower incidence 
than IUD users. The incidence of T.vaginalis was significantly lower for DMPA, 
implant, and NET-EN users, compared with IUD users. Findings were consistent 
across South Africa and non-South Africa sites. 

[Incidence of STIs by contraceptive method]

Conclusions: Among African women at high risk for HIV-1, we found that risk of 
cervical infections (N.gonorrhoeae and C.trachomatis) did not differ across con-
traceptive methods. Significantly lower rates of T.vaginalis among progestin based 
methods compared to IUD users was seen, likely due to hypoestrogenic states 
which may not be conducive for persistence of T.vaginalis. Results are reassuring 
and lend support to current WHO guidance that women should have a wide range 
of contraceptive options. 

WEPDC0103
Differences in biological and behavioral HIV risk before, during 
and after PrEP use among a national sample of gay and bisexual 
men in the United States
J. Parsons1, H.J. Rendina1, T. Whitfield1, C. Grov2 
1Hunter College-CUNY, Psychology, New York, United States, 2CUNY School of 
Public Health, New York, United States 
Presenting author email: jeffrey.parsons@hunter.cuny.edu

Background: Some have expressed concern that gay and bisexual men (GBM) 
who use pre-exposure prophylaxis (PrEP) will engage in more condomless anal sex 
(CAS) and acquire/transmit STIs more frequently while on PrEP. Others, however, 
argue that increases in STIs among men on PrEP result from required STI screening 
and testing. There has been little longitudinal data to support either conclusion.
Methods: Data were collected from One Thousand Strong, a longitudinal study of 
1,071 HIV-negative GBM from across the U.S. Participants were tested for urethral 
and rectal gonorrhea and chlamydia and asked to report on their PrEP use every 
12 months.
Results: In cross-sectional between-group analyses, the 823 PrEP-naïve men had 
a significantly lower STI infection rate (4.2%) than the 77 men currently (10.4%) 
or 17 men formerly (11.8%) on PrEP, X2(2) = 7.72, p = 0.02; men currently on PrEP 

also reported significantly more acts of CAS, H(2) = 37.73, p <0.001. Within-
person longitudinal analyses of the 181 men who reported PrEP use indicated slight 
but non-significant increases in the odds of an STI diagnosis while on PrEP (OR = 
1.25, p = 0.55) and after discontinuing PrEP (OR = 1.43, p = 0.53) in comparison to 
pre-uptake of PrEP. We also saw no significant changes in CAS while on PrEP (OR 
= 1.09, p = 0.76) or after PrEP discontinuation (OR = 0.48, p = 0.10) compared 
to pre-uptake levels.
Conclusions: Our findings failed to support the notion that GBM experience an 
increase in CAS and STIs while on PrEP. Although PrEP-naïve GBM have fewer 
STIs and report less CAS than current and former PrEP users, these data provide 
support for the notion that the highest risk GBM are the ones who initiate PrEP 
use, and their risk behaviors do not change substantially as a result. It is worth noting 
that most of the men on PrEP in this sample are early adopters, and further re-
search is needed to determine whether behavioral differences may emerge in larger 
samples of men who may engaging in lower levels of HIV risk behavior at the time 
of PrEP initiation. 

WEPDC0104
Partner notification of sexually transmitted infections among 
MSM on PrEP: a sub-study of the ANRS-IPERGAY trial
M. Suzan-Monti1,2,3, L. Cotte4, L. Fressard1,2,3, E. Cua5, C. Capitant6, L. Meyer6, 
J.-M. Molina7, B. Spire1,2,3 
1INSERM UMR912 - SESSTIM, Marseille, France, 2Aix Marseille Université, UMR_S 
912, IRD, Marseille, France, 3ORS PACA, Observatoire Régional de la Santé 
Provence-Alpes-Côte d’Azur, Marseille, France, 4Hôpital de la Croix Rousse, Centre 
Hospitalier et Universitaire de Lyon, Lyon, France, 5Hôpital de l’Archet, Centre 
Hospitalier de Nice, Département de Maladies Infectieuses, Nice, France, 6INSERM 
SC10, Villejuif, France, 7Hôpital Saint Louis AP-HP, Service de Maladies Infectieuses, 
Paris, France 
Presenting author email: marie.suzan@inserm.fr

Background: Sexual partners of people with HIV or other sexually transmitted 
infections (STI) are at high risk of infection. Partner notification (PN) is a use-
ful public health approach to enhance both targeted testing of those at very high 
risk, and linkage to care for undiagnosed HIV+ /STI+ individuals. Despite WHO 
recommendations, PN is implemented differently worldwide. In France, there are 
no specific guidelines, and information about PN practices is scarce. We used the 
ANRS-IPERGAY PrEP prevention trial to investigate PN in HIV-negative men 
who have sex with men (MSM), who reported STI.
Methods: The present sub-study was conducted among 275 participants who com-
pleted a specific online PN questionnaire, during the open-label extension study 
of the ANRS-IPERGAY trial, between April and June 2016. Socio-demographic 
data were collected at inclusion. Data about their most recent sexual encounter and 
about preventive behaviours were collected at the follow-up visit prior to filling out 
the PN questionnaire to define variables to be used as proxies of at-risk practices. 
Chi-2 or exact Fisher tests were used to select variables eligible for multiple logistic 
regression analysis.
Results: Among the 275 participants, 250 reported at least one previous STI. 
Among the latter, 172 (68.8%) had informed their partner(s) of their most recent 
STI. Of these, 138 (80.2%) had notified their occasional partners and 83 (48.3%) 
their main partner. There was no significant socio-demographic difference between 
MSM who notified their partner(s) and those who did not. Multiple logistic regres-
sion showed that MSM were less likely to notify their main partner when their most 
recent sexual encounter was through unprotected anal sex with an occasional part-
ner (aOR[95%CI] 0.31[0.14;0.68], p=0.03). Older MSM were less likely to inform 
occasional partners (aOR[95%CI] 0.44[0.21;0.94], p=0.03), while those partici-
pating in chemsex at their most recent sexual encounter were more likely to inform 
their occasional partners (aOR[95%CI] 2.56[1.07;6.09] p=0.03).
Conclusions: Unprotected sexual relationships with people other than main part-
ners, and recreational drug use were identified, respectively, as a socio-behavioural 
barrier to and motivator of PN among a sample of high-risk MSM. These results 
provide a first insight into the process of PN and might fuel reflection about PN 
in France. 
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WEPDC0105
Predictors of genital ulcerations in HIV-serodiscordant couples, 
Lusaka, Zambia
K. Wall1, W. Kilembe2, B. Vwalika2, L. Haddad3, S. Lakhi2, R. Chavuma2,  
K. Naw Htee3, I. Brill4, C. Vwalika2, L. Mwananyanda2, E. Chomba2, J. Mulenga2,  
A. Tichacek3, S. Allen3 
1Emory University, Epidemiology, Atlanta, United States, 2Rwanda Zambia HIV 
Research Group, Lusaka, Zambia, 3Rwanda Zambia Emory HIV Research Group, 
Atlanta, United States, 4University of Alabama at Birmingham, Department of 
Medicine, Birmingham, United States 
Presenting author email: kristin.wall@gmail.com

Background: Genital ulcers are known risk factors for HIV transmission, and reduc-
tion of genital ulcers could reduce HIV incidence. However, little is known about 
risk factors for ulcers, limiting their early identification and treatment.
Methods: HIV-serodiscordant heterosexual couples (M+F-, M-F+) were followed 
with censoring at antiretroviral treatment uptake or HIV transmission (1994-2012). 
Exposures (demographic, clinical, laboratory) were measured every 3 months. 
Anderson-Gill survival models evaluated associations between exposures measured 
during the visit prior to the time-to-undiagnosed genital ulcer outcome (defined 
as incident syphilis diagnosis via rapid plasma regain test or active ulcer on genital 
exam).
Results: We followed 1393 M+F- couples for 2756 couple-years and 1656 M-F+ 
couples for 3216 couple-years. The proportion of intervals positive for ulcers were 
13.7% for HIV+ men, 5.6% for HIV- men, 8.5% for HIV+ women, and 4.4% for 
HIV- women. Risk for genital ulcer for HIV- women was associated (p< 0.05) 
with bilateral inguinal adenopathy (BIA) (adjusted hazard ratio, aHR=1.9), geni-
tal inflammation (GI) (aHR=1.5-1.9), man ś non-STI GI (aHR=2.9), and increas-
ing number of previous pregnancies (aHR=1.1). Risk for genital ulcer for HIV+ 
women was associated with BIA (aHR=1.5), GI (aHR-1.5-2.0), man ś non-STI GI 
(aHR=2.0), HIV stage III-IV versus I (aHR=1.5), and being pregnant (aHR=0.7). 
Risk for genital ulcer for HIV- men was associated with man ś BIA (aHR=1.8) and 
STI GI (aHR=2.9), woman ś ulcer (aHR=1.7) and non-STI GI aHR=1.4), and being 
uncircumcised (aHR=1.7); being uncircumcised with foreskin smegma was indepen-
dently predictive (aHR=3.2). Risk for genital ulcer for HIV+ men was associated 
with man ś STI GI (aHR = 2.8), HSV-2-positivity (aHR=2.5), and HIV stage III-IV 
versus I (aHR=1.7); being uncircumcised with foreskin smegma was independently 
predictive (aHR=2.4).
Conclusions: BIA and GI may be early indicators or risk factors for genital ulcer-
ation; importantly, partners’ non-STI GI is also a strong risk factor, and screening of 
both partners for BIA and GI is indicated. Uncircumcised men with foreskin smeg-
ma were at increased risk for genital ulceration. Interestingly, HSV-2-positivity was 
only predictive of genital ulcer for HIV+ men. Targeted screening among HIV+ in-
dividuals with more advanced stage of disease may be worthwhile. 

WEPDD01 Getting to the First 90

WEPDD0101
Community-based testing strategies among sex workers in the 
transport corridor in Mozambique
E. Simons1, T. Ellman2, R. Giuliani3, C. Bimansha1, L. O’Connell1, E. Venables2,  
H. Jassitene1, C. das Dores T.P. Mosse Lázaro4, M. Jose Simango4 
1Medecins Sans Frontieres, Tete, Mozambique, 2Medecins Sans Frontieres, Southern 
Africa Medical Unit, Cape Town, South Africa, 3Medecins Sans Frontieres, Maputo, 
Mozambique, 4Ministry of Health, Tete, Mozambique 
Presenting author email: tom.ellman@joburg.msf.org

Background: The MSF Corridor project aims to implement a comprehensive in-
tervention for sex workers (SW) along the transport corridor in Mozambique and 
Malawi. The community-based model incorporates outreach services, HIV testing 
and counseling, condom distribution, retesting for HIV-negative SWs, and access 
to STI and HIV care. Sex worker peer educators (SWPE) play an important role 
in supporting outreach activities, health education and linkage to care. This analy-
sis describes testing, retesting and seroconversion among SWs in Tete and Sofala, 
Mozambique and explores SWPE perspectives on their role.
Methods: Retrospective analysis of routinely collected data included SWs enrolled 
in the outreach program between January 2014 and June 2015. The proportion 
HIV-positive among SWs who initially tested between January 2014 and June 
2015 and the proportion of those initially negative who retested within 6 months 
were assessed. Seroconversion was determined among those who retested within 
6 months. Participant and non-participant observations were conducted during 
SWPE outreach activities in four project sites, along with nine in-depth interviews 
and two focus group discussions.

Results: 1810 female SWs enrolled, with a median age at first contact of 28 years 
[23-32]. Among 1207 SWs tested, HIV positivity at initial test was 44%. Overall 
HIV positivity rate, including 371 additional SWs who self-reported positive, was 
57%; 32%, 42%, 61% & 78% among SWs <18, 18-24, 25-34 and ≥35 years, respec-
tively. 42% of SWs initially HIV-negative retested within 6 months and 14 (5%) 
seroconverted (median time: 114 days). SWPEs described their ability to reach out 
to their peers, to engage new and ‘informal’ SWs with health-care services, includ-
ing HIV testing. Challenges included experiencing prejudice and undervaluation by 
non-SW colleagues.
Conclusions: Despite stigma and mobility challenges, most SWs contacted agreed 
to test. Among those negative, almost half retested within 6 months. However re-
tention for retesting remains a major challenge. HIV prevalence and apparent inci-
dence demonstrate the extreme risk among this group and importance of commu-
nity strategies to access testing, treatment and prevention, including PrEP. SWPEs 
have a key role in developing trust among their peers and supported uptake of test-
ing and re-testing. Greater efforts are needed to develop their role in SW programs. 

WEPDD0102
Views on HIV self-test kit distribution strategies targeting 
female sex workers: qualitative findings from Zimbabwe
M. Tumushime1, N. Ruhode1, E.L. Sibanda1, M. Mutseta2, C. Watadzaushe1,  
S. Gudukeya2, M. Mapingure2, K.E. Hatzold2, M. Taegtmeyer3, E. Corbett4,  
F.M. Cowan1,3, S. Napierala Mavedzenge5 
1Centre for Sexual Health and HIV/AIDS Research (CeSHHAR), Harare, Zimbabwe, 
2Population Services International (PSI) Zimbabwe, Harare, Zimbabwe, 3Liverpool 
School of Tropical Medicine, Liverpool, United Kingdom, 4London School of Hygiene 
and Tropical Medicine, London, United Kingdom, 5RTI International, San Francisco, 
United States 
Presenting author email: mary@ceshhar.co.zw

Background: HIV self-testing (HIVST) may be a suitable strategy to increase HIV 
testing uptake and frequency among female sex workers (FSW). Optimal ways of 
distributing test kits to FSW are unclear. We qualitatively explored views on HIVST 
and distribution methods, amongst FSW and potential self-test kit distributors.
Methods: Focus group discussions (FGD) were held among FSW and peer educa-
tors (PE), condom-promoting hairdressers and community female condom sales 
agents (“Care Promoters”), ≥18 years. Discussions were transcribed and analysed 
thematically.
Results: From September 2016 to January 2017, 15 FGD were conducted across 
Zimbabwe with 7-10 participants each: 6 each among FSW (n=54) and PE (n=55); 
2 among hairdressers (n=16); and 1 among Care Promoters (n=7). 
Though knowledge of HIVST was limited, FSW felt it provides increased privacy and 
convenience. Most were against PE and hairdressers distributing kits, preferring 
healthcare workers from dedicated FSW clinics to do so and provide HIVST infor-
mation. Preference for on-site self-testing at these clinics was expressed. Provision 
of HIVST vouchers for distribution to other FSW was suggested; some PE agreed, 
proposing they do pre-test HIV counselling alongside. 
PE reported HIVST may empower FSW and provide opportunities to test clients/
partners. Most were interested in distributing self-test kits if trained, though some 
preferred clinic distribution. Like FSW, they felt hairdressers should not be dis-
tributors. 
Hairdressers showed willingness to distribute kits to FSW even at their households; 
conversely, FSW and PE views were mixed regarding door-to-door distribution, 
partly due to low prospects of linkage to post-test services. Some thought Care 
Promoters were better positioned as they already distribute condoms to FSW. 
Hairdressers expressed a need to be incentivized, seeing self-test kit distribution as 
an opportunity for additional income. 
Care Promoters felt HIVST may increase testing among FSW. They expressed will-
ingness to distribute kits, and like FSW, proposed a voucher system, redeemable 
at clinics.
Conclusions: Though all potential distributors demonstrated willingness, FSW and 
PE preferred HIVST distribution through FSW clinics where support and post-test 
services are easily accessible. Distribution of HIVST vouchers also emerged as a 
potential strategy. These findings will inform scale-up of HIVST distribution target-
ing FSWs in Zimbabwe. 
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WEPDD0103
Feasibility and acceptability of home-based HIV testing  
among refugees: a pilot study in Nakivale Refugee Settlement 
in southwestern Uganda
K. O’Laughlin1,2,3, W. He4, K. Greenwald3, J. Kasozi5, Y. Chang3,4, E. Mulogo6,  
Z. Faustin7, P. Njogu8, R. Walensky2,3,9, I. Bassett2,3,9 
1Brigham and Women’s Hospital, Department of Emergency Medicine, Boston, United 
States, 2Massachusetts General Hospital, Medical Practice Evaluation Center, Boston, 
United States, 3Harvard Medical School, Boston, United States, 4Massachusetts 
General Hospital, Division of General Medicine, Boston, United States, 5United 
Nations High Commissioner for Refugees, Kampala, Uganda, 6Mbarara University 
of Science and Technology, Mbarara, Uganda, 7Bugema University, Kampala, 
Uganda, 8United Nations High Commissioner for Refugees, Nairobi, Kenya, 9Harvard 
University Center for AIDS Research, Boston, United States 
Presenting author email: kolaughlin@bwh.harvard.edu

Background: Home-based HIV testing may help reach refugees who face obstacles 
accessing testing in sub-Saharan Africa. We conducted a pilot study to determine 
the acceptability and feasibility of home-based HIV screening in Nakivale Refugee 
Settlement.
Methods: From February-March 2014, we visited homes up to 3 times in 3 geo-
graphic zones within Nakivale. We enrolled adults ³18 years who spoke English, 
Kinyarwanda, Runyankore, or Kiswahili and surveyed them about their country of 
origin, years in the settlement, and reasons for testing acceptance/refusal. We used 
the proportion of eligible participants present to demonstrate feasibility. The pri-
mary outcome was participation in HIV testing and receipt of result. We used logis-
tic regression models with the generalized estimating equation to correlate willing-
ness to test with gender and number of eligible individuals present in the household 
at time of consent, while taking into account clustering within households.
Results: Of 319 homes visited with 566 eligible individuals reported living in these 
homes, 292 homes (92%) had 507 (90%) individuals present; 353 (70%) present 
at visit one, 127 (25%) additional people at visit two, and 27 (5%) additional people 
at visit three. Home-based HIV testing participants totaled 378 (75%); all received 
their results and 7 (1.9%) had new HIV diagnoses. Of participants, 134 (35%) were 
from the Democratic Republic of the Congo, 129 (34%) from Rwanda, 91 (24%) 
from Burundi, and 23 (6%) from Uganda. Participants were predominantly refugees 
(93%) and female (56%), with a median age of 30 (IQR 24-40) and a median time 
of 6 years (IQR 3-8) in Nakivale. Willingness to participate was positively associat-
ed with the number of participants at home at time of consent (OR 1.59 [1.17-2.14], 
p=0.003). Testing was not associated with gender (OR=1.00 [0.71-1.41], p=0.99). 
The most common reason for testing was: “to know if I am HIV-infected” (91%).
Conclusions: In this home-based HIV testing pilot study, the majority of eligible 
individuals (75%) participated in HIV testing and received their results. Most par-
ticipants were reached by the second visit and were more likely to participate when 
others were present at the time of consent. Home-based HIV testing is feasible and 
acceptable in a refugee setting. 

WEPDD0104
Sex, test and treat: implementing an incentivized  
community-driven intervention to promote the uptake  
of HIV testing services among clients of sex workers
T.N. Flavien1, F. Ghislaine1, N. Denise2, G. Honorat1, S. Billong3, J.B. Elat M.3,  
D. Levitt4, S. Baral5 
1CARE, CHAMP, Yaounde, Cameroon, 2Horizons Femmes, Yaounde, Cameroon, 
3National Aids Control Committee, Yaounde, Cameroon, 4CARE International, 
Washington, United States, 5Center for Public Health & Human Rights, Department 
of Epidemiology, Johns Hopkins Bloomberg School of Public Health, Baltimore, United 
States 
Presenting author email: flavienndonko@gmail.com

Background: Female sex workers (FSW) and their clients face elevated risks of ac-
quisition and transmission of HIV and other sexually-transmitted infections glob-
ally. In Cameroon, HIV prevalence among FSWs is estimated at 36%, and HIV test-
ing uptake among clients of FSW is suboptimal. To increase uptake of HIV testing 
services (HTS) among FSW clients, the USAID-funded Continuum of HIV/AIDS 
prevention, care and treatment for Most-at-risk Populations (CHAMP) program 
developed a community-led referral recruitment approach. FSWs were provided 
a small incentive to promote HTS to their clients, who could access the services 
directly at, or near sex work hotspots.
Methods: FSW at high-volume hotspots were given coupons with unique identifier 
codes (UICs) and basic training to refer clients to an HTS counselor (and lab techni-
cian) located in a room nearby. FSW received USD$1 for each client who agreed to 
take a test. Each client who accessed HTS was assigned a UIC. Quantitative client 
data were collected via the CommCare digital platform and analyzed for the period 

September 2015 through December 2016. In addition, the team collected qualita-
tive data via in-depth interviews with 30 clients who attended HTS.
Results: Prior to the implementation of this innovation, HTS uptake averaged less 
than 100 FSW clients per month. Recruitment and referral through FSW increased 
HTS uptake among clients dramatically (1,071 clients of FSW were tested in just 
one month, with a yield of 4.8% living with HIV). Most clients who agreed to be 
tested noted the discrete environment and time saved as reasons for testing, as 
compared to mass screening campaigns. FSW expressed satisfaction and pride 
serving as community mobilizers. 

[Clients of FSW - HTC uptake]

Conclusions: Incentivized, FSW community-led referral recruitment approaches 
may have strong potential to identify clients more likely to be living with HIV, effec-
tively recruit them into the services network, and concurrently engender building 
of social capital among FSW. 

WEPDD0105
Implementing test & start program in a rural conflict affected 
area of south Sudan: the experience of Médecins Sans 
Frontières
M.C. Ferreyra Arellano1, B. Oulo2, E. Grandio2, V. Achut3 
1Medecins Sans Frontieres, Medical Department, Barcelona, Spain, 2Medecins Sans 
Frontieres, Juba, South Sudan, 3Ministry of health South Sudan, HIV/AIDS/STI, Juba, 
South Sudan 
Presenting author email: cecilia.ferreyra@barcelona.msf.org

Background: Community-based HIV counselling and testing (CB-HCT) and early 
initiation of antiretroviral therapy (ART) reduce HIV transmission and mortality. 
Access to HIV care in settings with low ART coverage and/or affected by conflict 
is low; innovative strategies are needed to increase HIV care and ensure continua-
tion of ART in case of instability. A pilot test and start project was implemented in 
rural areas of Yambio South Sudan, a chronically conflict-affected area aiming to 
determine feasibility and acceptability of this intervention.
Methods: Data from July 2015 to December 2016 was analysed. The project in-
volved five mobile teams offering HCT and same day ART initiation at community 
level. Contingency plan included delivery of key messages on “what to do in case 
of conflict” during counselling sessions and coordination with community health 
workers (CHWs) to distribute “run-away bags” with 3 months of ART. Several epi-
sodes of acute instability occurred during this period which needed to activate the 
plan to ensure that patients would not interrupt their treatment.
Results: During this period 13,872 people were tested; 442 (3.2%) was found to 
be HIV positive and 344 (77.8%) started on ART. 224 (54.4%) where women 
with a mean age of 33 years, 207 (60.2%) had CD4 count below 500cells/µl. 
By December 2016, 67 (19.5%) patients were loss of follow up, 8 (2.3 %) died. 
Retention in care at 6 and 12 months of follow up was respectively 291(84%) and 
277(81%) patients. 114 patients with available viral load results (85.7%) had VL less 
than 1000 copies/ml after 6 months of ART. At 17 months 251 (73%) patients are 
still under follow up and on ART.
Conclusions: Our program shows a high level of acceptance to HCT and early ART 
initiation despite rural context and security situation. Early results shows reten-
tion in care and virological suppression outcomes comparable with HIV programs at 
clinic level and without security issues. We believe this strategy could be extrapo-
lated to other contexts with low access to ART and instability. 
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WEPDX01 Phylodynamics: Tracking Molecules  
                     in Populations

WEPDX0101
Phylogenetic, epidemiological and virological insights on the  
rise of large cluster outbreaks fueling the HIV-1 epidemic among 
men having sex with men within Quebec
B. Brenner1, R.-I. Ibanescu2, M. Roger3, M. Oliveira4, I. Hardy3, M. Wainberg5, 
Montreal PHI and SPOT cohort study groups 
1McGill University, Medicine & McGill AIDS Centre, Montreal, Canada, 2Lady Davis 
Instutute, Montreal, Canada, 3Universite de Montreal, Montreal, Canada, 4Lady Davis 
Institue, Montreal, Canada, 5McGill University, Montreal, Canada 
Presenting author email: bluma.brenner@mcgill.ca

Background: HIV-1 epidemics remain uncontrolled among Men having Sex with 
Men (MSM) within Quebec in the era of treatment-as-prevention. Phylogenetics 
infer two patterns of HIV-1 spread among MSM, each contributing to half of the 
epidemic. While the majority (95%) of HIV-1 strains lead to self-limiting clusters 
(size 1-4), thirty-two viruses contributed to micro-epidemics (cluster size 20-140) 
disproportionately rising from 13%, 25%, and 42% of diagnoses in 2004-2007, 
2008-2011, and 2012-2015, respectively. Here, phylogenetic, epidemiological and 
virological data deduced factors favoring the selective advantage of large cluster 
variants.
Methods: Population-level phylogenetics across the RT/protease domain deduced 
temporal dynamics of HIV-1 clustering. Phylogenetics across the viral integrase and 
V3 loop was performed on representative clusters. Epidemiological data from the 
SPOT rapid testing site and Montreal primary HIV cohort deduced epidemiologi-
cal and behavioral risk effects implicated in clustering. Primary HIV-1 strains from 
MSM associated with large 20+ clusters or singleton/small clusters (cluster size 1-4) 
were grown in cell culture under dolutegravir (DTG), elvitegravir (EVG) and/or la-
mivudine (3TC) pressures. Sanger and deep sequencing assessed HIV-1 genotypic 
changes under drug pressure.
Results: Phylodynamics charted the introduction and spread of 32 large clusters 
(median cluster size 20-140), over median two year periods. Clusters were con-
centrated in Montreal with several clusters in Quebec City and Sherbrooke. Three 
large clusters (cluster size 38, 43, 45), with median transmission dates of 06/2010, 
02/2012 and 10/2013, shared a common integrase. Large cluster strains (n=11) were 
resilient showing accelerated acquisition of resistance within 5-8 weeks to DTG, 
EVG, and 3TC compared to small cluster strains where resistance arose after 20 
weeks. Several large clusters displayed dual X4/R5 tropism. Large clusters were 
arising in younger persons with 29%, 35% and 41% under 30 years of age over the 
2004-2007, 2008-2011 and 2012-2015 periods. Only 48% of infections within 
large clusters were first genotyped in primary/recent infection. HIV-1 testing hab-
its remain poor and significantly better for persons reporting multiple anonymous 
partnerships than those reporting low risk behavior.
Conclusions: HIV-1 continues to spread among MSM with an alarming shift towards 
large cluster outbreaks, emphasizing the need for improved prevention paradigms. 

WEPDX0102
Transmission cluster-specific pattern of adaptive evolution  
of the HIV-1 envelope gp120 protein sequence in a Japanese 
MSM population
T. Shiino1, M. Matsuda2, A. Hachiya2, W. Sugiura3, Y. Yokomaku2, Y. Iwatani2,  
K. Yoshimura4, The Japanese Drug Resistance HIV-1 Surveillance Network 
1National Institute of Infectious Diseases, Infectious Disease Surveillance Center, 
Shinjuku-ku, Japan, 2Nagoya Medical Center, Clinical Research Center, Nagoya, 
Japan, 3Gla, Shinjuku-ku, Japan, 4National Institute of Infectious Diseases, AIDS 
Research Center, Shinjuku-ku, Japan 
Presenting author email: tshiino@nih.go.jp

Background: HIV-1 envelope protein (Env) is the target of neutralizing antibodies 
(NAbs), which show a potential in the treatment and prevention of HIV infection. 
To combat against the rapid evolution of the Env gene during the HIV transmission 
chain, development of various broad NAbs corresponding to the genetic diversity is 
required. Recently, we’ve identified unique transmission clusters (TCs) of subtype 
B circulating in Japan based on their protease-RT gene sequences. In this study, we 
analyzed adaptive evolution of the Env sequences in the TCs to further characterize 
the immune escape of the Env gene within a TC.
Methods: We determined 2,673 C2-V5 sequences of Env gp120 from 712 indi-
viduals who underwent tropism testing between 2011 and 2015 at Nagoya Medical 
Center, the second largest medical facility participating in the Japanese Drug 
Resistance HIV-1 Surveillance Network. The TC of each sequence was identified 
by searching our TC database, and was confirmed by inferring the phylogenies of 

gp120 sequences. Neutral evolution of each region within each TC was tested by 
Kumar’s Z-test for the null hypothesis of strict neutrality. Codon-by-codon neutral 
selection was analyzed by maximum-likelihood computations of synonymous and 
nonsynonymous substitutions per site using the HyPhy software package.
Results: We identified 89 TCs, 77 of which belong to subtype B associated with 
the MSM population. The nucleotide diversity of the C3 region was greater than 
that of the V3 region and was similar to that of the V4 region. Regions with greater 
diversity exhibited significantly positive selection during the evolution of subtypes, 
whereas the directions of selection during the evolution of TCs were much more 
variable. Furthermore, different amino acid sites in the C3 region were under posi-
tive selection during the evolution of each TC. Viruses circulating in each TC of 
gp120 have a distinct substitution pattern to confer escape from NAbs.
Conclusions: Our study indicates that a prevention program targeting a key popu-
lation using an effective broad NAb may not work efficiently for another patient 
group. Identification and characterization of the HIV transmission network is thus 
crucial to choose the most appropriate NAb for an antibody-mediated prevention 
strategy targeting a local key population. 

WEPDX0103
Analysis of U.S. HIV sequence data indicates that  
recent and rapid HIV transmission is focused among  
young Hispanic/Latino men who have sex with men
A.M. Oster1, A.M. France1, N. Panneer1, J.O. Wertheim2, M.C. Ocfemia1,  
S. Dasgupta1, A.L. Hernandez1 
1Centers for Disease Control and Prevention, Division of HIV/AIDS Prevention, 
Atlanta, United States, 2University of California, San Diego, Department of Medicine, 
San Diego, United States 
Presenting author email: aoster@cdc.gov

Background: Although the estimated rate of HIV transmission in the United States 
is approximately 4 transmission events per 100 person-years, the rate of trans-
mission in some risk networks is likely much higher. Identifying these networks 
can provide critical data for focusing efforts on populations in need of the most 
intensive prevention interventions. To describe the leading edge of HIV transmis-
sion, we identified molecular clusters with recent and rapid growth, determined the 
transmission rate for these clusters, and described the persons involved in rapid 
transmission.
Methods: We analyzed baseline partial HIV-1 polymerase sequences reported to 
the National HIV Surveillance System through December 2015 by 27 participat-
ing jurisdictions for persons with HIV diagnosed during 2013-2015. We calculated 
genetic distance for each pair of sequences. Using a pairwise threshold of 0.005 
substitutions/site, we inferred clusters and identified rapidly growing clusters (those 
with ≥5 diagnoses during 2015). We used node ages determined through molecular 
clock phylogenetic analysis to calculate HIV transmission rates for these rapidly 
growing clusters and compared persons in these clusters to other persons with se-
quences included in the analysis, accounting for correlation between cases in the 
same cluster.
Results: Sequences were analyzed for 30,323 persons; 13 rapidly growing clusters 
were identified. These clusters had a transmission rate of 34/100 person-years. 
Compared with the 30,127 persons not in these clusters, the 196 persons in these 
13 clusters were disproportionately men who have sex with men (MSM) (94% vs. 
62%, P< 0.0001), aged <30 years (68% vs. 41%, P< 0.0001), Hispanic/Latino (49% 
vs. 28%, P<0.0001), and, specifically, young Hispanic/Latino MSM (32% vs. 9%, 
P<0.0001). The clusters included high levels of transmitted drug resistance (43% 
vs. 20%, p=0.0006).
Conclusions: This approach identified a small number of clusters with a transmis-
sion rate more than 8 times that of previous national estimates. These findings high-
light the extent of rapid transmission among young Hispanic/Latino MSM, sug-
gesting the need for prevention efforts that focus on this population. Identifying 
clusters of active transmission can help programs effectively direct limited public 
health resources. 
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Phylodynamic insights into HIV epidemic dynamics  
within Canada
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Background: Despite the importance of HIV, the early history, geographic dissemi-
nation, and dynamics of the virus within populations across Canada remain unclear. 
Epidemiological processes stamp measurable signatures on HIV genomes sampled 
at different places and times. Using statistical phylodynamic approaches applied to 
HIV sequences sampled from across Canada we test hypotheses concerning past 
and present HIV epidemic dynamics.
Methods: We compiled 51,493 doubly-anonymized HIV pol sequences from 
20,000+ patients annotated with clinical and socio-demographic parameters. 
Data were available from 5 Canadian provinces: British Columbia, Alberta, 
Saskatchewan, Ontario, and Quebec. Analyses were restricted to the first sample 
collected from each patient and drug resistance codons were censored from the 
alignment. Phylogenetic trees were inferred using FastTree2. Phylogenetic clusters 
of five or more participants were identified using a tip-to-tip distance cutoff < 0.02 
substitutions per site. Diversification rate and phylogeographic analyses were con-
ducted in R and BEAST respectively.
Results: We observed variation among provinces in the proportion of non-subtype 
B infections, with the Prairies displaying significantly greater numbers of non-B 
infections (p< 0.05). We recovered 285 clusters of size ≥ 5 (Fig.1). Cluster size 
was associated with proportion of people who inject drugs (p< 0.004). Most prov-
inces contain large, primarily province specific, clusters dominated by transmission 
through injection drug use. Some between-province clustering is observed (n=55 
clusters including 3 or more provinces). Association of clusters with more than one 
province was associated with proportion MSM risk factor (P< 0.05). Consistent 
with other evidence, the Prairies had the highest rates of HIV diversification.
Conclusions: Secondary analysis of genotypic resistance data provides useful 
epidemiological inferences on a national scale. Different circumstances permitted 
establishment, dissemination, and growth of the HIV epidemic in Canada at dif-
ferent times within component subpopulations. Our results emphasize the varied 
challenges facing different regions of Canada in controlling the HIV epidemic in 
the future.

[Figure 1. Phylogenetic clusters of HIV in Canada.]

WEPDX0105
Phylogenetics between and within hosts along the genome 
reveals transmission, dual infections, recombination and 
contamination
C.M. Wymant1,2, M. Hall1,2, F. Blanquart2, O. Ratmann2, C. Fraser1,2 
1University of Oxford, Big Data Institute, Nuffield Department of Medicine, Oxford, 
United Kingdom, 2Imperial College London, Infectious Disease Epidemiology, London, 
United Kingdom  

Background: Next-generation sequencing (NGS) has transformed genomics for 
many pathogens, increasing the availability of sequence data for studying evolution, 
epidemiology, vaccines and therapeutic design. However on the comprehensive Los 
Alamos National Laboratory database, more than 90% of HIV sequences were gen-
erated with the older method of Sanger sequencing. Widespread adoption of NGS 
may have been hindered by the technical difficulty of reconstructing and interpret-
ing quasispecies data from reads (short fragments of DNA), given the high diversity 
of HIV between and within hosts.
Methods: Our public computer program śhiver´ reconstructs whole HIV ge-
nomes using two commands, by mapping (aligning) reads to a reference genome 
constructed specifically for each sample to maximise accuracy, then finding the 
consensus of the reads. Our program ṕhyloscanner´ interprets mapped reads with 
a single command. This extracts all patients´ reads in a sliding window of the ge-
nome, processes and aligns them, constructs a phylogeny with RAxML, analyses 
the diversity within and between hosts, performs ancestral host-state reconstruc-
tion, and produces a per-patient summary. Contamination is detected by compar-
ing reads between patients and by finding phylogenetic outliers. We used these two 
programs on new whole-genome NGS data for 24 seroconverters from European 
and African cohorts: 5 each from subtypes A1, B, C and D, and 1 each from 01_AE, 
01_AG, F1 and G.

[Understanding NGS data for HIV]

Results: In our data we found donor-recipient pairs with the direction of transmis-
sion suggested by the host-state reconstruction, identifying ancestry between qua-
sispecies. (Unsampled intermediate patients are always possible.) Variability across 
the genome highlighted the importance of whole genomes and many genomic win-
dows for detecting transmission from sequence data. Dually infected individuals 
had two distinct phylogenetic clusters of reads. Phylogenetic intermediates showed 
where these two strains recombined in the host.
Conclusions: Raw NGS data for HIV can be analysed easily and powerfully with our 
public tools phyloscanner and shiver. 
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WEPDX0106
Deep analysis of HIV transmission chains: input of ultra-deep 
sequencing
E. Todesco1,2, M. Wirden1,2, S. Lambert1,2, A. Simon3, C. Soulié1, C. Katlama1,4,  
V. Calvez1,2, A.-G. Marcelin1,2, S. Hué5 
1Sorbonne Universités, UPMC Univ Paris 06, INSERM, Institut Pierre Louis 
d’épidémiologie et de Santé Publique (IPLESP UMRS 1136), F75013, Paris, France, 
2Department of Virology, Hôpital Pitié-Salpêtrière, AP-HP, F75013, Paris, France, 
3Department of Internal Medicine, Hôpital Pitié-Salpêtrière, AP-HP, Paris, France, 
4Department of Infectious Diseases, Hôpital Pitié-Salpêtrière, AP-HP, Paris, France, 
5Department of Infectious Disease Epidemiology, London School of Hygiene and 
Tropical Medicine, London, United Kingdom 
Presenting author email: eve.todesco@aphp.fr

Background: Many studies have shown clustering in recently HIV-1 infected Men 
having Sex with Men (MSM) but few data are available on the link with transmit-
ted drug resistance (TDR). Moreover, the added value of Ultra Deep Sequencing 
(UDS) over Sanger sequencing (SS) for phylogenetic HIV transmission studies 
needs to be determined. We explored the epidemiological linkage between HIV 
infected MSM using both sequencing approaches, and evaluated its impact on TDR 
detection.
Methods: Reverse transcriptase, protease and integrase sequences were obtained 
by SS and UDS from 70 HIV-1 infected, treatment-naïve MSM diagnosed between 
January 2012 and July 2013 in Paris. Maximum likelihood phylogenies were esti-
mated using FastTree and RAxML, with SH-like tests and 1000 bootstrap repli-
cates, respectively with both datasets. Transmission events were identified as clades 
with branch support ≥70% and intra-clade genetic difference < 2.5%. TDR muta-
tions were recognised from the consensus list of TDR surveillance.
Results: Median time between the HIV-1 diagnosis and date of the sample used 
for genotypic analysis was 12 days; 5 diagnosis occurred during the acute infection 
stage.
SS and UDS data concurred in the identification of 7 transmission pairs and 1 
cluster of 3 patients. With UDS, direct linkage and direction of transmission was 
unambiguously inferred in 3/8 and 1/8 clusters, respectively. Sequences from the 
putative recipient were polyphyletic for 4/8 clusters, suggesting multiple founder 
viruses and excluding unobserved, intermediary links. By SS, the prevalence of TDR 
mutations was 5.7% in the unlinked patients and 0.0% in the linked patients (13.2% 
and 35.3% by UDS, respectively). Minority resistant variants were not shared 
among the transmissions chains.
Conclusions: While SS and UDS identified the same transmission chains, UDS pro-
vided extra information on founder viruses, linkage and levels of TDR. No mutation 
within the clusters were associated with reduced efficiency of PrEP, even by UDS. 
Moreover, no sharing of minority resistant variants was observed among the chains 
of transmission. These results highlight the benefits of UDS data in the phyloge-
netic identification of transmission chains, allowing the inference of direct linkage 
and multiplicity of founder viruses in the recipients, and potentially of direction of 
transmission. 
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WEPEA0165
Activity of mannose-binding lectins to enhance virus 
neutralization by antibodies to V1V2 and V3 loops of HIV-1 
envelope
M. Jan1, C. Upadhyay2, A. Sharma3, C.E. Hioe2, S.K. Arora1 
1Postgraduate Institute of Medical Education and Research, Department of 
Immunopathology, Chandigarh, India, 2Icahn School of Medicine at Mount Sinai, 
Department of Infectious Disease, New York, United States, 3Postgraduate Institute of 
Medical Education and Research, Deaprtment of Internal Medicine, Chandigarh, India 
Presenting author email: muzijan@gmail.com

Background: The apex of HIV-1 envelope (Env) trimers, comprising the V1V2 and 
V3 regions in the Env gp120, contains neutralizing antibody epitopes. However, it 
is extensively shrouded by N-linked glycans that hinder antibody recognition. The 
predominant N-linked glycans are of high-mannose (Man5-9GlcNAc2) type and 
Manα1-2Man terminating glycans are 3-fold more abundant among high-mannose 
glycans. In this study, we sought to evaluate whether the addition of lectins target-
ing Manα1-2Man terminating N-linked glycans would affect the virus neutraliza-
tion activity of antibodies against V1V2 and V3 conformational epitopes.
Methods: HIV-1 pseudoviruses with tier 1 Env of BaL.01, BaL.ec1, and SF162.LS 
were treated with Manα1-2Man-binding lectins (GRFT, CV-N, and SV-N), mono-
clonal antibodies (mAbs) to V1V2 (1393A) or V3 crown (2557), or combinations of 
lectin and mAb, and incubated with TZM-bl target cells. To test the lectin and mAb 
combination, reagents were added sequentially; one was serially diluted, while the 
other was kept at a constant IC50 concentration. After 48 h, virus infectivity was 
measured using a β-galactosidase-based assay.
Results: Each of the 3 viruses tested was sensitive to mAbs 1393A and 2557, with 
median IC50 (µg/mL) of 24.86 and 1.25, respectively. The viruses were also inhibited 
by each of the 3 lectins, with median IC50 (µg/mL) of 0.003 for GRFT, 0.15 for CV-
N, and 4.07 for SV-N. These IC50 values correlate with lectin avidity. Virus neu-
tralization by mAbs was enhanced by the addition of lectins, with GRFT being the 
most potent, followed by CV-N and SV-N. Neutralization levels were significantly 
higher than the calculated additive value (Fig 1), indicating synergism. This activity 
was seen when lectins were added before, but not after, mAbs.
Conclusions: The Manα1-2Man specific lectins potently synergize with poorly 
neutralizing antibodies. The enhancement in neutralization potency resulted due to 
stabilization of glycans by Manα1-2Man binding lectins with concomitant enhanced 
access of antibodies to epitopes. 

[Enhancement in the neutralization potency of mAbs]

WEPEA0166
IL-33 enhances the induction, durability, and breadth of the 
antibody response to a DNA/protein-based HIV Env vaccine
S. Sarkar1, M. Piepenbrink1, M. Basu1, M. Keefer1, J. Thakar2, A. Hessell3,  
N. Haigwood3, J. Kobie1 
1University of Rochester, Infectious Diseases, Rochester, United States, 2University of 
Rochester, Microbiology and Immunology, Rochester, United States, 3Oregon National 
Primate Research Center, Oregon Health & Science University, Beaverton, United States 
Presenting author email: james_kobie@urmc.rochester.edu

Background: Induction of a sustained and broad antibody (Ab) response is a major 
goal in developing a protective HIV vaccine. DNA is an attractive priming strategy 
when combined with protein or viral vector boosting; however, DNA priming alone 
fails to induce a substantial Ab response, limiting its potential as a stand-alone im-
munogen.
Methods: Using the VC10014 DNA/protein vaccine consisting of gp160 plasmids 
and gp140 proteins derived from an HIV clade B infected subject who developed 
broadly neutralizing serum Abs, and which has been previously shown to induce Tier 
2 heterologous neutralizing Abs in rhesus macaques, we screened a panel of factors 
in C57BL/6 mice for their ability to enhance the Env-specific Ab response.
Results: IL-33, an alarmin, emerged as the lead candidate. The addition of recombi-
nant IL-33 during the gp160 DNA priming phase dramatically changed the kinetics 
of the Ab response, inducing serum gp120-specific IgG (>1:12,500 titer) after a sin-
gle DNA immunization, which was not detectable in mice that did not receive IL-33 
(p<0.0001). Then following boosting with DNA/protein co-immunization in Alum, 
gp120-specific IgG levels were extraordinarily durable, remaining stable even at 6 
weeks after final immunization compared to mice not receiving IL-33 (p<0.0001), 
in which they rapidly declined. IL-33 also increased the cross-clade breadth and 
avidity of the serum gp120-specific IgG response.
Conclusions: Analysis of the Env-specific B cell immunoglobulin repertoire and the 
IL-33 mechanism of action is ongoing. These results demonstrate the profound ef-
fect that priming conditions can have on the quality of the Env-specific antibody 
response. 

WEPEA0167
Non-neutralizing antibodies targeting HIV’s V1V2 domain 
exhibit strong inhibitory activities
L. Mayr1, T. Decoville1, S. Schmidt1, G. Laumond1, C. Ducloy1,2, J. Klingler1,2,  
N. Salomé1, S. Zolla-Pazner3, C. Moog1,2 
1University of Strasbourg, INSERM U 1109, Strasbourg, France, 2Vaccine Research 
Institute-VRI, Créteil, France, 3Icahn School of Medicine at Mount Sinai, New York, 
United States 
Presenting author email: luzia.mayr@inserm.fr

Background: Due to the enormous diversity of HIV-1 and other virus escape 
mechanisms, the development of an effective vaccine has proven to be challenging. 
Case-control studies of RV144 identified an inverse correlation of HIV-1 infection 
risk with antibodies (Abs) to the V1V2 region of gp120 with high Ab dependent 
cellular toxicity (ADCC) activity. Using primary effector and target cells and virus 
isolates grown on primary PBMCs (peripheral blood mononuclear cells), we studied 
the inhibitory profile of monoclonal Abs (mAbs) targeting the V1V2 loop, desig-
nated V2i mAbs, that were previously isolated from HIV-1 infected patients and 
display numerous immunologic similarities to the Abs elicited in RV144.
Methods: PBMCs were isolated from donor blood and separated into CD4+ lym-
phocytes and NK cells using an autoMACSpro. CD4+ cells, infected with primary 
HIV-1 virus isolates, were incubated with autologous NK cells at a 1:1 ration in the 
presence or absence of mAbs. Intracellular p24 was measured after 4hrs by flow 
cytometry. Fc-receptor mediated inhibition of Abs was analyzed on monocyte-de-
rived macrophages, which were infected in the presence of Abs and the percentage 
of infected cells measured after a single round of infection.
Results: Studying the ADCC profile of several mAbs, we found that the V2i mAbs 
induce strong NK cell mediated lysis of HIV-1 infected CD4+ cells in our physi-
ologically relevant ADCC model. We also discovered that some non-neutralizing 
mAbs directed against V2 reached higher levels of ADCC (up to 60%) than some 
well-known broadly neutralizing Abs such as 3BNC117, 10-1074, and 10E8 (ADCC 
levels of 23%, 14%, and 10%, respectively).
We also studied the Fc-receptor mediated inhibition of V2i mAbs on macrophages, 
infected with primary HIV-1 isolates. Several of the V2i mAbs efficiently reduced 
the infection rate by up to 90% and the addition of anti-Fcγ receptor blocking anti-
bodies partly reversed this inhibition. Thus, V2i mAbs display Fc-receptor mediated 
inhibition of infection on macrophages.
Conclusions: Our data suggest that in addition to neutralization other inhibitory 
functions can effectively participate in HIV protection. V2i mAbs display functions 
that inhibit virus infection and kill HIV-1 infected cells, highlighting the interest in 
inducing such Abs in future HIV-1 vaccine research. 
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WEPEA0168
Antibody dependent cell-mediated phagocytic activity  
is increased in the genital tract mucosae of HIV-infected  
women with prior tenofovir gel exposure
K. Fisher1,2, J. Mabuka3, C. Baxter1,2, R. Cromarty1,2, L. Mansoor1,2,  
Q. Abdool Karim1,2,4, S. Abdool Karim1,2,4, N. Garrett1,2, N. Yende1,2, L. Morris5,6,  
J.-A. Passmore1,7,8, D. Archary1,2 
1Centre for the AIDS Programme of Research in South Africa, Durban, South Africa, 
2University of KwaZulu-Natal, Durban, South Africa, 3Africa Health Research 
Institute, Durban, South Africa, 4Mailman School of Public Health, Columbia 
University, Clinical Epidemiology, New York, United States, 5National Institute 
for Communicable Diseases, Division of the National Health Laboratory Service, 
Johannesburg, South Africa, 6Centre for the AIDS Programme of Research In South 
Africa, Durban, South Africa, 7Institute of Infectious Disease and Molecular Medicine, 
Department of Clinical Laboratory Sciences, Cape Town, South Africa, 8University of 
Cape Town, Division of Medical Virology, Cape Town, South Africa  

Background: Pre-exposure prophylaxis (PrEP) can alter antibody kinetics resulting 
in delayed antibody binding avidity and reduced titers during the breakthrough and 
early post-HIV infection periods. However, the effect of prior PrEP on subsequent 
antibody function remains poorly described.
Methods: Using an in vitro neutrophil-based functional assay, the antibody de-
pendent cell-mediated phagocytic function (ADCP) to p66, p24, gp41 and gp120 
were investigated in the blood and genital tracts of women who seroconverted from 
the CAPRISA 004 1% tenofovir microbicide gel trial at 3; 6 and 12 months post-
infection in the tenofovir arm (n=24) and placebo arm (n=24).
Results: Detection of HIV-specific antibody mediated phagocytic responses 
(phagocytic scores above background) at 3 months post-infection, were higher in 
the genital tract compared to the blood with a mean of 92% detectability versus 
89%, in both arms. In the blood, evolving and significantly increased phagocytic 
activity mediated through antibodies specific to p66 and gp120 (p<0.05) were 
found from 3 to 12 months post-infection in both arms. However, there were no 
differences in the magnitude of ADCP activity between the arms. In contrast, the 
magnitude of mucosal ADCP activity was higher in the tenofovir arm than in the 
placebo arm over 12 months for p24 (p= 0.006) and gp41 (p=0.01) specific an-
tibodies. Specifically, at 6 months, mucosal ADCP activity in the tenofovir arm 
was significantly higher for p24 (p=0.003) and gp41 (p=0.005) compared to the 
placebo arm. ADCP activity did not correlate between the blood and genital tracts 
for either arm, despite the strongly significant inter-compartmental correlations 
for the profile of HIV-specific antibodies. Irrespective of arm, the genital tract had 
early and detectable ADCP activity albeit at lower magnitude compared to the 
blood ADCP activity.
Conclusions: Prior topical tenofovir gel did not diminish antibody-mediated ef-
fector ADCP function, as evidenced by the higher mucosal specific ADCP activ-
ity in the tenofovir arm relative to the placebo arm. Together, these data inform 
combination prevention strategies, that parallel PrEP usage can influence humoral 
immunity, and may even enhance both the ensuing antibody profiles and perhaps 
diverse antibody-mediated effector functions post HIV vaccination, at the site of 
vulnerability, the genital tract. 

WEPEA0169
HIV-specific B cell frequency correlates with  
transmitted/founder virus neutralization in patients  
naturally controlling HIV-infection
A. Moris1, A. Rouers1, J. Klinger2, B. Su2, A. Samri3, S. Even3,  
V. Avettand-Fenoel4, C. Richetta1, F. Boufassa5, L. Hocqueloux6,  
H. Mouquet7, C. Rouzioux4, O. Lambotte8, B. Autran3, S. Graff-Dubois1,  
C. Moog2, ANRS CO21 Cohort 
1Sorbonne Universités, UPMC Univ Paris 06, INSERM U 1135, CNRS ERL 8255, 
Center for Immunology and Microbial Infections - CIMI-Paris, Paris, France, 2INSERM 
UMR_S 1109, Centre de Recherche en Immunologie et Hématologie, Faculté de 
Médecine, Fédération de Médecine Translationnelle de Strasbourg (FMTS), Université de 
Strasbourg, Strasbourg, France, 3Sorbonne Universités, UPMC Univ Paris 06, INSERM 
U 1135, Center for Immunology and Microbial Infections - CIMI-Paris, Paris, France, 
4EA 7327, Univ Paris Descartes, Sorbonne Paris-Cité, Faculté de Médecine, Paris, 
France, 5INSERM, U 1018, Faculté de Médecine Paris Sud, Le Kremlin Bicêtre, France, 
6Service des Maladies Infectieuses Tropicales, Centre Hospitalier Régional, Orléans, 
France, 7Laboratory of Humoral Response to Pathogens, Department of Immunology, 
Institut Pasteur, Paris, France, 8INS, Le Kremlin Bicêtre, France 
Presenting author email: arnaud.moris@upmc.fr

Background: In the absence of antiretroviral therapy (ART), elite controllers (EC) 
naturally control HIV infection maintaining low to undetectable viral loads. Immune 
responses, in particular cytotoxic T cell responses, participate in the control of HIV. 

Increasing evidences suggest that the B cell antibody (Ab) responses might also 
play a role. Understanding the mechanisms implicated in natural control of HIV 
infection will help in developing efficient HIV vaccines. In EC, we aimed at charac-
terizing memory B cell compartments and determining the frequency, the speci-
ficity and the isotype of HIV-specific memory B cell responses. We asked whether 
the preservations of HIV-specific B cells could be associated with the capacity to 
neutralize HIV viruses.
Methods: In EC expressing or not the protective HLA-B*57 allele, patients under 
ART and HIV-negative individuals, we characterized memory B cell compartments 
and HIV-specific memory B cells responses using flow cytometry and B cell-
ELISPOT. We analyzed the capacity of sera from EC to neutralize a panel of 10 HIV 
strains including mostly transmitted/founder (T/F) viruses.
Results: EC preserve memory B cell compartments and in contrast to treated 
patients, maintain HIV-specific responses. HIV-specific B cells mainly express 
IgG1+ Abs. Importantly, 25% of EC neutralized at least 40% of viral strains tested. 
Moreover, in HLA-B*57+ EC, effective cross-neutralization was associated with 
high HIV-specific B cell frequencies.
Conclusions: Preservation of HIV-specific B cells and its association with cross-
neutralizing capacities in HLA-B*57+ EC suggest that efficient memory B cell re-
sponses could contribute to the natural control of HIV infection. 

WEPEA0170
Early recovery of antibody-mediated neutralization and ADCC 
responses in HIV-positive individuals under dolutegravir-based 
antiretroviral therapy
J. Liang1, A. Hassan1, B. Brenner1, J.-P. Routy2, T. Mesplède1, M.A. Wainberg1 
1McGill AIDS Centre-Lady Davis Institute for Medical Research, Jewish General 
Hospital, Montreal, Canada, 2Montreal PHI Cohort Study Group, McGill University, 
Department of Medicine, Montreal, Canada 
Presenting author email: tibo_mes@hotmail.com

Background: Dolutegravir (DTG) is the newest and most potent member of the 
integrase inhibitor drug family. No reports of drug resistance have been reported in 
patients receiving first-line DTG treatment since its FDA approval in 2013. It has 
been shown that resistance mutations associated with first-line treatment contrib-
ute to functionally impaired viruses without compensatory mutations. The impact 
of DTG-treatment on viral evolution in patients is not clear, but characterization of 
host immune responses against HIV-1 will shed light on the status of viral infection 
during suppression achieved by antiretroviral (ARV) therapy.
Methods: Our study is a longitudinal observational study. Sequential serum samples 
were obtained from patients suppressed with DTG-based or Elvitegravir (EVG)-
based therapy (n=8 and n=5, respectively) at one month (T1), two months (T2), and 
five to six months (T3) after treatment initiation. The antibody-dependent cellular 
cytotoxicity (ADCC)-mediating potency and virus neutralization titers of the se-
rum samples were measured.
Results: T2 and T3 sera from four individuals treated with DTG- or EVG-based ART 
(two in each group) were tested for their ability to mediate ADCC activity. The 
serum dilutions at which 50% of the infected target cells were killed were 48-fold 
higher at T2 and 11-fold higher at T3 for DTG-treated individuals when compared to 
EVG-treated individuals. The 50% neutralization titers of the sera were 1:227 at T1, 
1:640 at T2, and 1:647 at T3 for DTG-treated individuals and 1:247 at T1, 1:225 at 
T2, and 1:633 at T3 for EVG-treated individuals.
Conclusions: Patients treated with DTG compared to EVG had more robust levels 
ADCC responses (p < 0.01) and earlier recovery of neutralization titre overtime. 
These data are consistent with reports of a reduced likelihood of HIV Env evolution 
following exposure to DTG compared to other drugs. 

WEPEA0171
Post-translational processing influences antibody reactivity 
against the gp120 V2 domain on infected CD4+ T cell
J. Yolitz, D. Wei, D. Van Ryk, C. Cicala, J. Arthos, A.S. Fauci 
National Institutes of Health, National Institute of Allergy and Infectious Diseases, 
Bethesda, United States 
Presenting author email: jason.yolitz@nih.gov

Background: Following the RV144 vaccine trial, interest in non-neutralizing anti-
body responses directed against the V2 domain of gp120 has increased. Such re-
sponses may contribute to ADCC and other effector mediated anti-viral activities. 
The V2 domain of gp120 can adopt distinct conformations that influence antibody 
reactivity. The structure of the V2 domain is strongly influenced by post-transla-
tional processing (PTP), including glycosylation. In this study we investigated the 
influence of PTP on V2 conformation and the reactivity of V2-specific monoclonal 
antibodies (mAbs).
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Methods: To manipulate Env PTP, we cultured HIV infected CD4+ T cells in the 
presence of Brefeldin A (BreA), an inhibitor of transport between the endoplas-
mic reticulum and Golgi. BreA treatment of infected cells should increase the 
proportion of Env expressed on the surface of the cell that is processed in a Golgi-
independent manner. Env processed in this way is incorporated into infectious 
virions, but has no demonstrable function. We then probed the surface of these 
cells with a panel of V2 mAbs that recognize distinct conformations that differ with 
respect to neutralization sensitivity.
Results: In the absence of BreA, several mAbs specific for alternative conforma-
tions recognize significant fractions of Env on the surface of infected CD4+ T cells. 
This indicates that alternative conformations are present on the surface of infected 
cells. Interestingly, for CH58, a non-neutralizing V2 mAb derived from an RV144 
vaccine recipient, reactivity was largely unaffected by BreA treatment of infected 
cells. In contrast, for PG9, a broadly neutralizing mAb that recognizes an alternative 
glycan-dependent conformation of V2, reactivity was almost completely absent 
when cells were cultured in the presence of BreA.
Conclusions: Our results indicate that the mAb CH58 recognizes a conformation 
of V2 that can be processed in a Golgi-independent manner and that this epitope 
is retained on the surface of infected primary CD4+ T cells. This finding raises the 
possibility that certain antibodies targeting alternatively processed forms of HIV 
Env may have added value and contributed to the mechanisms underlying reduced 
risk of acquisition in the RV144 trial. These findings may have implications for the 
design of protective HIV vaccine immunogens. 

WEPEA0172
A unique N332 supersite directed bnAb from a slow progressor 
shares characteristics with both CD4bs and V3-glycan bnAbs
H. Ebner1, M. Schanz1, P. Rusert1, M. Huber1, C. Kadelka1, T. Liechti1, H. Kuster2,  
J. Weber1, T. Uhr1, O. Zagordi1, D. Braun2, H.F. Guenthard1,2, A. Trkola1 
1University of Zurich, Institute of Medical Virology, Zurich, Switzerland, 2University 
Hospital Zurich, Division of Infectious Diseases and Hospital Epidemiology, Zurich, 
Switzerland 
Presenting author email: ebner.hanna@virology.uzh.ch

Background: Broadly neutralizing antibodies (bnAbs) can protect from HIV-1 ac-
quisition but it is still poorly understood which factors drive bnAb development in 
natural infection. Here we report on the development of a potent bnAb response 
in a slow progressing, subtype B infected individual, Z91, enrolled in the Zurich 
Primary HIV Infection (ZPHI) study, who controlled viremia at low level (range: 
750-40 000 HIV-1 RNA copies/ml) for 9 years before initiation of therapy.
Methods: A potent bnAb, ZPHI-12, was isolated from PBMC of patient Z91. The 
evolution of the bnAb was studied longitudinally by deep sequencing. Env genes 
were cloned from plasma viruses at multiple time points and analyzed for sensitivity 
to autologous plasma and ZPHI-12. Breadth was determined against a 38 multi-
clade virus panel in the TZM-bl assay. Comprehensive neutralization, binding and 
competition analyses were performed to map the epitope of bnAb ZPHI-12.
Results: Plasma neutralization breadth in patient Z91 increased from 13% at week 
46 to 78% after 7 years of infection. BnAb ZPHI-12, isolated at 5.4 years post 
infection neutralizes 58% of probed viruses. ZPHI-12 has a 21 amino acid long 
CDRH3 containing an unusual stretch of 7 tyrosines. Autologous virus quasispecies 
showed variable resistance and sensitivity to ZPHI-12 during the 8 year observation 
period. Autologous viral resistance at different time points was differentially influ-
enced by N332 glycosylation and accompanied by mutations in the V3-“GDIR” 
motif. ZPHI-12 binds both gp120 monomer and trimer and competes with PGT128 
and VRC01 bnAbs for binding. Interestingly, ZPHI-12 shows differential binding to 
the Env core probe RSC3/RSC3d371I similar to CD4-bs directed bnAbs.
Conclusions: bnAb ZPHI-12 shows characteristics of both, CD4bs and V3-glycan 
site bnAbs. Mutations of the V3-GDIR motif and its surrounding glycans suggest 
that the bnAb response kept continuous pressure on that target region. While de-
pendent on the N332 in the context of some virus strains, the autologous virus 
found ways to escape ZPHI-12 while maintaining the N332 glycosylation site. 

WEPEA0173
Antibody dependent cellular cytotoxicity and neutralization 
antibody responses in HIV-1-infected elite controllers
S. Dispinseri1, M. Tolazzi1, G. Tambussi2, S. Nozza2, A. Riva3, M. Malnati1,  
G. Scarlatti1 
1San Raffaele Scientific Institute, Division of Immunology, Tranplantation and 
Infecyious Diseases, Milan, Italy, 2San Raffaele Scientific Insistute, Department 
of Infectious and Tropical Diseases, Milan, Italy, 3L. Sacco University Hospital, 
Department of Infectious, Milan, Italy 
Presenting author email: dispinseri.stefania@hsr.it

Background: A small percentage of HIV-1 positive individuals (1%), the “elite con-
trollers” (EC), spontaneously control viremia in the absence of therapy for one year 
or more. The ability to suppress viral load below the limit of detection by standard 
assays was associated with more favorable clinical outcomes compared with viremic 
patients.
Methods: Here, we analyzed the neutralization capability (Nabs) and the antibody 
dependent cellular cytotoxicity (ADCC) of the plasma of 13 EC. The 13 patients, 
all immunologically healthy, were therapy naïve with a viral load below the detection 
limit of standard assay (< 50 cp/ml). The time from diagnosis of HIV-1 infection 
varied from 1 to 25 years.
Nabs were tested against laboratory (n=2) and primary (n=2) heterologous iso-
lates in a PBMC-based assay. ADCC was performed by Grantoxilux assay using 
gp120BAL-coated target cells and purified NK cells as effector.
Results: Seventy-nine percent of plasma were able to neutralize at least one virus 
and 30% neutralized at least 2 viruses. In general neutralization titers were low or 
medium level (1/20-200). Interestingly, five of 13 patients did not neutralize the 
highly neutralization-sensitive SF162. All plasma samples showed ADCC activity 
independently from neutralization capacity. Titers of ADCC ranged from 1/1100 to 
1/156250 with maximum granzyme B activity varying between 30-88%.
Conclusions: Our results show that plasma neutralizing capacity is frequent but 
generally of low titer in EC. Interestingly, ADCC is present in all EC tested, sug-
gesting that non neutralizing response could play a role in controlling viremia. 

WEPEA0174
Identification and characterization of broadly neutralizing 
antibodies against founder viruses
N. Gonzalez1, R. Klitting1, F. Garcia2,3, V. Sanchez-Merino3,4, E. Yuste1,3,4,  
J. Mascola5, J. Alcami1 
1Instituto de Salud Carlos III, AIDS Immunopathology Unit, Majadahonda, Spain, 
2Hospital Clinic, Infectious Diseases Service, Barcelona, Spain, 3HIVACAT, Barcelona, 
Spain, 4AIDS Research Unit, Institut d’Investigacions Biomediques August Pi i Sunyer 
(IDIBAPS), Barcelona, Spain, 5National Institute of Allergy and Infectious Diseases 
(NIH), Vaccine Research Center, Bethesda, United States 
Presenting author email: ppalcami@isciii.es

Background: In most cases HIV-1 infection results from the transmission of a lim-
ited number of viral variants termed transmitted/founder (T/F) viruses. We propose 
that the antibodies generated by a preventive vaccine should be able to neutralize 
preferably the transmitted variants that establish the infection. The objective of 
this study is the identification and characterization of antibodies capable of neutral-
izing T/F viruses in a cohort of patients with chronic infection.
Methods: 190 serum samples from a cohort of chronically infected individuals 
(Hospital Clinic, Barcelona) were analyzed. The neutralization capacity of these 
sera was determined by neutralization assays against two different panels: a mini-
panel of 6 recombinant viruses with envelopes of T/F viruses (Fiebig stages I to IV, 
subtypes B and C) and a mini-panel of 5 recombinant viruses from chronic infection 
of several subtypes. The specificities of the neutralizing antibodies were studied us-
ing the following techniques: ELISA using mutated gp120 that abrogates antibody 
binding, neutralization assays with viruses mutated in the antibody binding regions 
and peptide competition neutralization assays.
Results: We have identified 12 serum samples with broadly neutralizing antibodies 
against founder viruses, 3 of which are also capable of neutralizing chronic viruses. 
The remaining 9 sera neutralized only founder viruses and 3 sera neutralized only 
chronic viruses. In patients displaying broad neutralizing activity, epitope mapping 
showed that the percentage of sera targeting the CD4 binding site and the V1/V2 
domain was higher against the panel of founder viruses than in those with neutral-
izing responses to chronic viruses. These differences did not reach statistical signifi-
cance probably due to the small population size.
Conclusions: We have identified a group of neutralizer patients against founder 
viruses and observed differences in the susceptibility to neutralization between 
chronic and founder viruses included in the neutralization panels of this study. These 
results could suggest that there are structural differences between T/F and chronic 
HIV-1 envelopes and that an effective preventive vaccine should induce antibodies 
able to neutralize these early viral envelopes. 
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WEPEA0175
The impact of HIV-genetics on imprinting HIV-1 neutralization 
and binding responses
R. Kouyos, P. Rusert, C. Kadelka, A. Marzel, T. Liechti, M. Schanz, H. Ebner,  
H. Günthard, A. Trkola, Swiss HIV Cohort Study 
University of Zurich, Zurich, Switzerland 
Presenting author email: roger.kouyos@uzh.ch

Background: A key question on the way towards an HIV-1 vaccine is the impact of 
viral genetics on the neutralization response: Will a given HIV-1 envelope immuno-
gen induce the same antibody specificities across vaccinees? Here we addressed 
this by studying the influence of virus genetics in potential transmission pairs iden-
tified within a recently conducted systematic screen of HIV-1 neutralization in 
4,484 individuals (Swiss 4.5K Screen; Rusert, Kouyos Nat Med 2016).
Methods: Potential transmission pairs were defined based on HIV-1 pol gene phy-
logenies and plasma neutralization activity against a 14 multi-clade pseudovirus 
panel and IgG binding activity to 13 HIV-1 Gag and Env antigens was determined. 
Neutralization and binding similarity within pairs was determined by Spearman cor-
relation and a range of shuffling tests and similarity measures.
Results: We identified 336 potential transmission pairs within the Swiss 4.5K 
Screen. For 7/14 pseudoviruses, we observed a significant (p<0.05) positive 
within-pair correlation of neutralization. The average Spearman correlation co-
efficient across all 14 viruses was weakly (ρ=0.10) but significantly (pshuf <0.001) 
positive, even after controlling for viral subtype, infection-length and ethnicity 
(pshuf <0.001). Similarly, binding to different HIV-1 antigens was significantly cor-
related within pairs (average ρspear=0.12, pshufling<0.001). This similarity was stron-
ger for IgG1-responses (average ρspear=0.18, pshufling<0.001) than for IgG2 (average 
ρspear=0.08, pshufling=0.01) and IgG3 (average ρspear=0.08, pshufling=0.01). Notably, we 
found that two elite neutralizers (top 1% of neutralizers) formed a transmission pair 
and exhibited highly similar neutralization (ρspear =0.73) fingerprints. To generalize 
this finding, we present a novel systematic approach which could identify pairs with 
similar neutralization and binding responses.
Conclusions: Our results indicate that viral genetic factors significantly affect the 
breadth and specificity of the antibody responses to HIV-1. A large proportion of 
this effect is likely due to the env gene. Not all bnAb Envs may carry the capacity to 
imprint identical Ab specificity, thus utilizing Envs from bnAb inducers with proven 
transferability of antibody reactivities as identified here may be the ultimate im-
munogen candidates to base vaccine design on. 

WEPEA0176
Neutralizing antibodies efficiently inhibit HIV transmission 
from infected T cells to heterologous DC and T cells
C. Ducloy1,2, B. Su3, J. Klingler1,2, L. Mayr1, T. Decoville1, S. Schmidt1, G. Laumond1, 
C. Moog1,2 
1INSERM U1109, Fédération de Médecine Translationnelle de Strasbourg (FMTS), 
Strasbourg, France, 2VRI : Vaccine Research Institute, Créteil, France, 3Beijing Key 
Laboratory for HIV/AIDS Research, You’an Hospital, Capital Medical University, 
Beijing, China 
Presenting author email: camille.ducloy@etu.unistra.fr

Background: In the semen, both free viruses and infected cells are able to transmit 
HIV during sexual intercourse. An efficient vaccine should therefore inhibit both 
infection states. The aim of this study is to analyze the capacity of antibodies (Abs) 
to inhibit HIV transmission from infected cells.
Methods: We developed an in vitro model aiming to mimic mucosal HIV transmis-
sion via infected cells. Briefly, PHA-activated CD4(+) T cells labeled with PKH26 
from donor A were infected with HIV-1Bal, HIV-1 Bx08 or a transmitted/founder virus 
HIV-1pREJO. As at the mucosal site both CD4(+) T cells and dendritic cells (DCs) 
have been described to be the first HIV targets, we further co-cultured the in-
fected cells with CD4(+) T cells and DCs from another donor (donor B) in the 
presence or absence of Abs. The different infected cell populations were identified 
by PKH26 labelling, membrane marker phenotyping and p24 staining by FACS. 
Statistic analysis was performed using Mann-Whitney test or one-way ANOVA 
(Kruskal Wallis test), where p< 0.05 was considered significant.
Results: In this DC/T cell co-culture model, we found a significantly increased in-
fection rate (p< 0.05) in DCs compared to CD4(+) T cells from donor B after 1 day 
of co-culture with infected CD4(+) T cells from donor A. In the presence of broadly 
neutralizing Ab 10-1074, a dose dependent decrease of infected cells was observed 
at a similar level for both cell types of donor B. Analysis of the inhibitory potential 
of other HIV-specific Abs is currently in progress.
Conclusions: Overall, our results indicate that DCs are strategic cells efficiently 
infected in addition to CD4(+) T cells in this heterologous co-culture transmission 
model. Neutralizing antibodies are potent inhibitors of both infected target cells. 
Future HIV prophylactic vaccine design should develop immune strategies able to 
prevent infection of DCs, in addition to the prevention of infection of CD4(+) T cells. 

WEPEA0177
Suppression of SAMHD1 in dendritic cells improves  
antigen presentation and HIV-specific cytolytic T cell  
response in vitro
S. Kurle, J. Dhande, M. Thakar, R. Paranjape 
National AIDS Research Institute, Immunology, Pune, India 
Presenting author email: skurle@nariindia.org

Background: Sterile Alfa Motif domain and HD domain-containing protein 1 
(SAMHD1) is one of the human host proteins known to block HIV replication in 
dendritic cells (DCs). Suppression of SAMHD-1 may lead to infection of DCs and 
efficient antigen processing leading to induction of effective adaptive immune re-
sponse. 
We studied the effect of HIV-2 Vpx induced down regulation of SAMHD-1 in hu-
man monocytes derived dendritic cells (MDDCs) on HIV-specific cytolytic T cell 
response.
Methods: MDDCs generated in vitro from blood monocytes from healthy donors 
(N=6) were nucleofected using plasmid containing Vpx from HIV-2 ROD9 (for 
Vpx expression) to suppress SAMHD-1 and subsequently infected with primary 
HIV-1 isolate (0.01 MOI). These HIV-1 infected MDDCs (MDDCHIV+Vpx+) were 
mixed with autologous T cells (1:10) and cultured for 10 days. HIV-specific cyto-
lytic CD4+ and CD8+ T cell response was assessed by determining the expression 
of CD107a (a degranulation marker) against HIV-1 gag and env peptide pools using 
multicolour flowcytometry. MDDCHIV-Vpx- and MDDCHIV+Vpx- were used as the assay 
controls. Wilcoxon matched paired test was used to check the statistical signifi-
cance in the comparative analysis.
Results: HIV-specific CTL response generated using MDDCHIV+Vpx+ was found to be 
significantly higher as compared to T cells mixed with MDDCHIV+Vpx-. A significantly 
higher response of CD107a+ expression by CD8+ T cells was seen when stimulated 
with MDDCHIV+Vpx+ (Mean: 4.62%; Range: 0%-23.7%) as compared to CD8+T cells 
mixed with MDDCHIV+Vpx-(Mean: 0.23%; Range: 0%-0.95%) (p=0.001). 
Similarly, CD4+CD107a+ T cells when stimulated using MDDCHIV

+
Vpx

+ were found 
to be significantly higher (Mean: 2.0%; range: 0.02%-11.8%) as compared to when 
stimulated with MDDCHIV

+
Vpx

- (Mean: 0.2%; range: 0.01%-0.77%) (P=0.0068).
Conclusions: Vpx mediated downregulation of SAMHD-1 resulted in more effi-
cient antigen presentation and induction of CD4+ and CD8+ CTL responses by 
MDDCs. This finding may provide a new target for immunological intervention for 
control of HIV infection, especially during early stage of infection. 

WEPEA0178
Impact of a single escape mutation selected by  
HLA-A*24:02-restricted CD8+ T cells on HIV-1 control  
by HLA-B*35:01-restricted ones and T cell adaptation
H. Murakoshi1, T. Akahoshi1, M. Koyanagi1, T. Chikata1, K. James2, Y. Tamura1,  
N. Kuse1, X. Sun1, H. Gatanaga1,3, S.L. Rowland-Jones2, S. Oka1,3, M. Takiguchi1,2 
1Center for AIDS Research, Kumamoto University, Kumamoto, Japan, 2Nuffield 
Department of Medicine, University of Oxford, Oxford, United Kingdom, 3AIDS 
Clinical Center, National Center for Global Health and Medicine, Tokyo, Japan 
Presenting author email: tlmura@kumamoto-u.ac.jp

Background: It is well known that HLA-B*35 is an HLA allele associated with 
rapid progression to AIDS. Recent studies demonstrated that most prevalent sub-
type HLA-B*35:01 is a detrimental allele in HIV-1 clade B-infected individuals. 
However, the mechanisms underlying the detrimental impact of this allele on the 
clinical outcome of HIV-1 clade B-infected individuals remain unclear. To clarify 
this mechanism, we sought to identify HLA-B*35:01-restricted epitope-specific 
CD8+ T cells controlling HIV-1 in HIV-1 clade B-infected Japanese individuals and 
further analyzed the effect of mutations within the epitopes on the T cell responses 
and clinical outcome.
Methods: We analyzed 15 HLA-B*35:01-restricted epitope-specific CD8+ T cells 
in 63 HIV-1 clade B-infected Japanese individuals carrying HLA-B*35:01 using 
ELISPOT assay. To clarify effects of mutations on the epitope-specific CD8+ T cell 
responses, we next analyzed HLA-associated mutations within the HLA-B*35:01-
restricted epitopes in the Japanese cohort.
Results: The T cell responses to only 4 HLA-B*35:01 epitopes (GagNY9, PolVY10, 
NefRY11, and NefYF9) were significantly associated with low plasma viral load. 
However, the control of HIV-1 by YF9-specific T cells are impaired by a single 
NefY135F mutation selected by RF10-specific CTLs restricted by HLA-A*24:02 
which is found in 70% of Japanese individuals. The longitudinal analysis of the 
YF9-specific T cells showed that the emergence of the virus having this muta-
tion led to the induction of the mutant epitope-specific T cells having entirely 
different TCR clonotypes from those of the wild type-specific T cells. The abil-
ity of mutant-specific T cells to suppress the mutant virus was significantly weaker 
than that of wild type-specific ones to suppress wild type virus in vitro, suggesting 
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that the mutant-specific T cells fail to control HIV-1 replication in vivo. Thus, the 
HLA-B*35:01-restricted T cells adapt to the mutation virus selected by the HLA-
A*24:02-restricted ones.
Conclusions: The accumulation of NefY135F mutation selected by the HLA-
A*24:02-restricted CTLs and the adaptation of YF9-specific T cells to the mutant 
virus are key factors in the impairing control of HIV-1 in Japanese individuals having 
a detrimental allele HLA-B*35:01. 

WEPEA0179
Control of HIV-1 by HLA-B*52:01-restricted or  
C*12:02-restricted cytotoxic T lymphocytes specific for  
6 epitopes in an HIV-1-infected Japanese cohort,  
in which HLA-B*57 and HLA-B*27 are very rare
T. Chikata1, H. Murakoshi1, M. Koyanagi1, K. Honda1, H. Gatanaga1,2, S. Oka1,2,  
M. Takiguchi1,3 
1Kumamoto University, Center for AIDS Research, Kumamoto, Japan, 2National 
Center for Global Health and Medicine, AIDS Clinical Center, Tokyo, Japan, 
3University of Oxford, Nuffield Department of Medicine, Oxford, United Kingdom 
Presenting author email: tchikata@kumamoto-u.ac.jp

Background: Our previous study showed that the HLA-B*52:01-C*12:02 hap-
lotype, which is the most prevalent haplotype in Japan (approximately 20%), was 
significantly associated with both low plasma viral load (pVL) and high CD4 counts 
in treatment-naïve Japanese individuals chronically infected with HIV-1, suggesting 
that these alleles are protective ones in Japan and implying that HLA-B*52:01-
restricted or C*12:02-restricted cytotoxic T lymphocytes (CTLs) may control HIV-
1 replication. The following study demonstrated the control of HIV-1 replication by 
4 HLA-B*52:01-restricted CTLs in the Japanese cohort. However, it is still unclear 
whether HLA-C*12:02-restricted CTLs control HIV-1.
Methods: We first identified novel HLA-C*12:02-restricted CTL epitopes by 
IFN-g ELISpot assay using a set of HIV-1 overlapping peptides spanning Gag, Pol, 
and Nef regions and intracellular cytokine staining assay. We next statistically ana-
lyzed correlations between these epitope-specific CTL responses and pVL or CD4 
counts in 80 HIV-1-infected HLA-B*52:01+HLA-C*12:02+ Japanese individuals 
using two-tailed Mann-Whitney test.
Results: We identified 4 novel HLA-C*12:02-restricted epitopes, Gag TH9, Pol 
KY9, Pol IY11, and Nef MY9. The frequencies of the responders to Pol IY11 or Nef 
MY9 were over 20% whereas those to Gag TH9 and Pol KY9 were less than 3%. The 
T cell responses to Pol IY11 or Nef MY9 were significantly associated with both low 
pVL and high CD4 counts in the Japanese cohort, suggesting that these epitopes 
were immunodominant ones. The breath of the T cell responses to these 2 HLA-
C*12:02-restricted and 4 previously identified HLA-B*52:01-restricted epitopes 
(Gag MI8, Gag RI8, Gag WV8 and Pol SI8) revealed a significant inverse correla-
tion with pVL and a positive correlation with CD4 counts, indicating that the CTLs 
specific for these 6 epitope synergistically control HIV-1 replication in Japanese 
individuals.
Conclusions: The present study highlighted the CTLs specific for 6 epitopes re-
stricted by HLA-B*52:01 or HLA-C*12:02 play an important role on control of 
HIV-1 in Japanese individuals. These results strongly support our previous finding 
that the HLA-B*52:01-C*12:02 haplotype had the protective effect on clinical 
outcomes in Japan. 

WEPEA0180
Follicular cytotoxic T cells specifically control the infection  
in follicular helper T cells
D. Yu 
Australian National University, Immunology and Infectious Diseases, Acton, Australia 
Presenting author email: di.yu@anu.edu.au

Background: Follicular helper T (TFH) cells are a specialized subset of CD4+ T cells 
that reside in B-cell follicles to support humoral immune response. Recently, TFH 
cells were identified as a major cellular reservoir of HIV-1 in individuals under com-
bination anti-retroviral therapy (cART) and may represent a major obstacle for a 
functional cure for HIV-1 infection. Cytotoxic CD8+ T cells play a central role in the 
elimination of virus-infected cells. However, it remains unclear whether a specific 
subset of CD8+ cytotoxic T cells controls the infection of TFH cells.
Methods: The presence, phenotype and function of CD8+ T cells in B-cell follicles 
were characterized in human HIV-1-infected human samples and a mouse model of 
infection with lymphocytic choriomeningitis virus (LCMV).
Results: We identified a specialized group of cytotoxic T cells that expressed the 
chemokine receptor CXCR5, selectively entered B cell follicles and eradicated in-
fected TFH cells. The differentiation of these cells, termed ‚follicular cytotoxic T 
cells’ (TFC cells), required the transcription factors Bcl6, E2A and TCF-1 but was 

inhibited by the transcriptional regulators Blimp1, Id2 and Id3. Blimp1 and E2A di-
rectly regulated Cxcr5 expression and, together with Bcl6 and TCF-1, formed a 
transcriptional circuit that guided TFC cell development. We also found the differ-
entiation of TFC cells is regulated by certain cytokines including IL-2.
Conclusions: TFC cells specifically control the infection in TFH cells. The identifica-
tion of TFC cells has far-reaching implications for the development of strategies to 
eliminated persistent infection in TFH cells for a functional cure of HIV-1 infection. 

WEPEA0181
Low T cell immunogenicity of the yellow fever vaccine  
in HIV-infected patients: ANRS EP46 NOVAA
A. Samri1, C. Durier2, N. Colin de Verdiere3, V. Meiffredy2, O. Launay4,  
S. Matheron5, S. Mercier-Delarue6, A. Boulay6, J.-P. Aboulker2, J.-M. Molina3,  
F. Simon6, B. Autran7 
1INSERM U 1135, Paris, France, 2SC10-US 019, INSERM, Villejuif, France, 3Infectious 
Diseases, AP-HP, Saint-Louis Hospital, Paris, France, 4CIC de Vaccinologie Cochin 
Pasteur, AP-HP, Cochin Hospital, Paris, France, 5Infectious Diseases, AP-HP, 
Bichat Hospital, Paris, France, 6Microbiology, AP-HP, Saint-Louis Hospital, Paris, 
France, 7INSERM U 1135 / CIMI / UPMC Paris VI, APHP, Hôpital Pitié Salpêtrière, 
Département d’Immunologie, Paris, France 
Presenting author email: brigitte.autran@aphp.fr

Background: The immunogenicity of the live attenuated Yellow fever vaccine 
(YFV) in HIV-infected patients even with high CD4 counts has been questioned. 
We previously reported the good YFV safety in HIV-infected adults with high CD4 
cell counts from the NOVAA-AnrsEP46 study and the induction of similar levels 
of protective specific antibodies compared to uninfected vaccinated. Here we re-
port the T cell immunogenicity of the YFV in this study.
Methods: The prospective NOVAA T cell sub-study included 36 YFV-naïve HIV-
infected adults under antiretroviral therapy (ART) with CD4 counts >350/mm3 
and plasma HIV-RNA < 50 cp/ml for at least 6 months, and 16 HIV-negative 
healthy adults. Patients’ characteristics were similar to the whole study. All received 
one YFV-17D injection. T cell responses were assessed ex vivo at D0, D28, D91 and 
D364 using an IFN-gamma ELISpot assay and a series of 15-mer peptides from the 
YF non-structural (NS) NS1, NS2, NS3, NS4, NS5, envelope and core proteins.
Results: YFV-specific T-cells were detected at D28 after vaccination in 21.4% 
HIV+ and 50% HIV- individuals, (p=0.082) with median cell frequencies of 57.5 
[50-2,335] and 125 [50-1,645] SFC/106PBMC. At D91, YFV-specific T-cells per-
sisted in 14.7% HIV+ compared to 50% HIV- individuals (p=0.01) with similar cell 
frequencies (65 [50-725] and 107.5 [55-605] SFC/106PBMC), and decreased at 
D364 down to 10% in HIV+ and 15.4% in HIV- individuals respectively (p=0.63). 
The YFV-specific T-cells from both groups recognized a median of one protein [1-3] 
per individual. NS1 was the most immunogenic protein, recognized in 22.5% cases, 
followed by NS2 in 10.2%, NS4: 7.8%, Env: 6% and NS3: 4% cases, respectively. 
Overall during the one year follow-up a specific YFV-T-cell response was detected 
at least once against at least one YFV protein in 27.8% HIV+ patients compared to 
62.5% HIV- individuals (p=0.03).
Conclusions: The T cell immunogenicity of the live attenuated YFV vaccine was 
significantly lower in ART-treated HIV infected patients than in healthy uninfected 
subjects, despite high CD4 cell counts and suppressed viral replication, contrasting 
with similar antibody responses. Such a lower T cell immunogenicity might influ-
ence the limited duration of protective antibodies to YFV reported in HIV-infected 
patients. 

WEPEA0182
Heterogeneity of circulating follicular helper T cells during 
hyperacute HIV-1 subtype C infection impact neutralizing 
antibody responses
O. Baiyegunhi1, J. Mabuka2, N. Ismail1, A. Moodley2, K. Dong2, T. Ndung’u1,2,  
Z. Ndhlovu1,2 
1University of KwaZulu-Natal, HIV Pathogenesis Programme, Durban, South Africa, 
2Ragon Institute of MGH, MIT and Harvard, Massachusetts General Hospital and 
Harvard Medical School, Boston, United States 
Presenting author email: aral200@yahoo.com

Background: Seminal studies have described the characteristics of broadly neu-
tralizing antibodies developed during HIV-1 infection, however, the immunological 
mechanisms responsible for their development is not well understood. Follicular 
helper T cells (Tfh) are a subset of CD4 T helper cells that support the development 
of high affinity and long-term B cell antibody responses, but their influence on the 
initial development of antibody breadth is not well characterized. Here we investi-
gate how hyperacute HIV-1 infection modulates the Tfh phenotype and determined 
the relationship between Tfh phenotype subsets and neutralization breadth.
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Methods: Two groups (HIV negative, n=10 and acute HIV, n=11) were drawn from 
a cohort of high risk females from Kwazulu-Natal, South Africa and were sampled 
longitudinally during the first year post infection. Tfh was phenotypically and func-
tionally characterized from PBMCs using multicolor flow cytometry. Furthermore, 
the HIV-neutralizing ability of the serum was measured at one-year post infection 
using TZM-bl assay.
Results: An emergence of Tfh (CD45RA- CXCR5+ PD1+ CD4 T cells) was ob-
served within the first week of infection, it peaked by the third month and subse-
quently declined. Interestingly, when we examined the Tfh subsets, we observed a 
significant increase in the frequencies of CXCR3+Tfh and a significant decrease 
of CXCR3-Tfh during hyperacute HIV. Four individuals developed cross reactive 
antibodies after one year of infection. Furthermore, we observed a trend of higher 
CXCR3+Tfh frequencies during hyperacute HIV infection among the neutralizers 
compared to non-neutralizers.
Conclusions: Our results indicate that hyperacute HIV infection alters Tfh sub-
set composition. We also showed an association between higher frequencies of 
CXCR3+Tfh and the subsequent development of cross reactive anti HIV-1 antibod-
ies. These data are relevant for HIV-1 vaccine strategies seeking to induce broadly 
neutralizing antibody responses. 

WEPEA0183
CD8+ T-cell suppressive capacity directly correlates with  
peak viral load in a cohort of virally suppressed HIV+ patients  
on combination antiretroviral therapy
P. Pannus1,2, E. Willems1, L. Heyndrickx1, M. Van Frankenhuijsen3, E. Florence3,  
K. Vervisch2, M. Kiselinova2, S. Rutsaert2, W. Despiegelaere2, L. Vandekerckhove2,  
G. Vanham1 
1Institute of Tropical Medicine, Biomedical Sciences, Antwerpen, Belgium, 2University 
of Ghent, Internal Medicine, Ghent, Belgium, 3Instituut voor Tropische Geneeskunde, 
Clinical Sciences, Antwerpen, Belgium 
Presenting author email: ppannus@itg.be

Background: The combination of potent HIV-specific immune responses and a 
small latent viral reservoir is likely required to achieve post-treatment control of 
HIV infection. In this study we investigated correlations between CD8+ T-cell 
suppressive capacity, HIV reservoir and clinical parameters.
Methods: Fifty-three patients on cART with suppressed viremia (< 55 copies/mL) 
were recruited. Total HIV DNA and unspliced mRNA were quantified in PBMCs 
using digital droplet PCR. In a sub-group of patients infected with HIV subtype B, 
viral transcriptional activity was quantified with the ‚tat/rev induced limiting dilution 
assay’ (TILDA) (N=21) and CD8+ T-cell suppressive capacity was measured against 
HIV-1 IIIB superinfected autologous CD4+ T-cells before and after HIV consensus 
B Gag peptide stimulation (N=16). The latter assay was also done on six negative 
donors. Linear regression and student t-test were used for correlation analyses.
Results: Patients had a median: age 45.7 years, time on cART 70 months [IQR: 41 
- 130], nadir CD4 count 283 cells/µL [IQR: 191 - 390]. 83% were male. Total HIV 
DNA was detected in all patients, ranging from 15 to 859 copies per million PBMCs 
(median: 196). Unspliced HIV RNA was detected in 42/53 patients (79%) ranging 
from 0.0 to 39.1 copies per million PBMCs (median: 2.8). TILDA values ranged 
from 0 to 313 cells [IQR: 1.4 - 55.8] with detectable HIV RNA transcripts per 
million CD4+ T cells after stimulation. Whereas CD8+ T-cell suppressive capacity 
without peptide stimulation was only observed in one patient, eight of 16 showed 
suppression with peptide stimulation. Suppression in the negative donors was used 
to determine the background threshold.
Total HIV DNA correlated directly with usRNA levels (p< 0.05). TILDA values 
tended to be higher for patients with residual versus undetectable viremia 
(p=0.071). Interestingly, a positive correlation between viral suppressive capacity 
and peak viral load was observed (p< 0.05).
Conclusions: In this group of virally suppressed patients, heterogeneity in terms 
of immune responses and reservoir size was observed, as expected. The remarkable 
correlation between peak viral load and CD8+ T-cell suppressive capacity after 
peptide stimulation might reflect the build-up of memory responses as a result of 
high antigen exposure before treatment initiation. 

WEPEA0184
Early antiretroviral therapy intervention in HIV infection  
can rescue metabolic profiles of ex vivo CD8+ T cells
N. Rahman1, J. Liu1, S. Mujib2, L. Wybenga-Groot3, M. Ostrowski1 
1University of Toronto, Department of Medicine, Toronto, Canada, 2University of 
Toronto, Institute of Medical Science, Toronto, Canada, 3The Hospital for Sick Kids, 
SPARC BioCentre, Toronto, Canada 
Presenting author email: nur.rahman@gmail.com

Background: The molecular and cellular pathways that lead from HIV infec-
tion to AIDS are complex, multifactorial and not understood. One immunologi-
cal phenomenon in HIV infected individuals that has been suggested as a factor 
for progression towards AIDS is chronic immune activation (CIA). The underlying 
causative mechanism(s) of CIA in HIV infected individuals are not well understood. 
The immune dysfunction and dysregulation upon HIV infection, which is character-
ized by the depletion of CD4+ T cells coupled with the expansion of non functional 
exhausted CD8+ T cells, confound the search for an underlying factor(s) for CIA. 
Recent work has established that metabolic programming itself influences T cell 
differentiation, effector function, persistence and survival into memory. We hy-
pothesize that the chronic nature of HIV infection along with the associated CIA 
alter the metabolic profiles of effector CD8+ T cells to drive and to maintain their 
exhausted status.
Methods: Herein we generated metabolic profiles of isolated ex vivo CD8+ T cells 
from HIV uninfected, HIV Early infected treatment naïve and on treatment, HIV 
Chronic infected treatment naïve and on treatment, and viral controllers (VCs), 
who are able to control the HIV viral replication without treatment, by subjected 
them to Seahorse XFe96 metabolic analyzer.
Results: We show that the baseline oxygen consumption rate (OCR), a readout of 
oxidative phosphorylation, of CD8+ T cells is enhanced in all the different HIV clini-
cal stages, except HIV Early infected treatment naïve and on treatment, compared 
with HIV uninfected. The ATP linked and reserve capacity OCRs are also increased 
in all the different HIV clinical stages other than HIV Early infected on treatment. 
The overall metabolic profiles of CD8+ T cells from HIV Early infected on treat-
ment is similar to that of HIV uninfected. Surprisingly, the baseline glycolysis rate is 
enhanced during HIV Early infected treatment naïve and VCs
Conclusions: Thus, the metabolic profile of ex vivo CD8+ T cells from chronic HIV 
infection was altered compared to HIV uninfected. This alteration can be rescued 
with early anti-retroviral therapy intervention. Further studies to understand the 
possible mechanism of the altered metabolic states of CD8+ T cells during HIV in-
fection are currently underway. 

WEPEA0185
Unilateral selection of viral mutations for escape from CD8+ 
T-cell recognition in SIV infection
H. Ishii1, M. Jomori1,2, S. Seki1, S. Matsuoka1, T. Matano1,2 
1National Institute of Infectious Diseases, AIDS Research Center, Tokyo, Japan, 
2University of Tokyo, Institute of Medical Science, Tokyo, Japan 
Presenting author email: hishii@niid.go.jp

Background: CD8+ T-cell responses exert strong suppressive pressure on HIV rep-
lication and frequently select for viral escape mutations. Some of these mutations 
result in loss of epitope-MHC-I interaction, whereas others do not inhibit epitope 
presentation but disturb CD8+ T-cell recognition. Selection of the latter mutations 
may induce CD8+ T-cell responses targeting the mutated epitope. In the present 
study, to investigate these virus-host CD8+ T-cell interaction, we analyzed CD8+ 
T-cell responses targeting Mamu-A1*065:01-restricted Gag241-249 (SSVDEQIQW) 
epitope and viral genome sequences encoding this epitope in a macaque AIDS 
model of SIV infection. In our previous study, most Mamu-A1*065:01-positive 
macaques have been shown to select a mutation resulting in a D-to-E change at 
the 244th residue in Gag, which does not inhibit epitope presentation but Gag241-

249-specific CD8+ T-cell recognition.
Methods: We examined viral genome sequences encoding the Gag241-249 epitope in 
Mamu-A1*065:01-positive rhesus macaques infected with wild-type SIVmac239 
having Gag244D (n = 9) or mutant SIVmac239 having Gag244E (n = 5). We then 
investigated CD8+ T cells targeting Gag241-249.244D dominantly (Gag241-249.244D-
specific), Gag241-249.244E dominantly (Gag241-249.244E-specific), or both equiva-
lently by using wild-type (Gag241-249.244D) and mutant (Gag241-249.244E) epitope-
Mamu-A1*065:01 tetramers.
Results: Wild-type SIV-infected macaques dominantly elicited Gag241-249.244D-
specific CD8+ T-cell responses in the early phase of infection. These animals 
showed selection of the 244D-to-244E mutation within a year post-infection and 
concomitant increases in the frequency of Gag241-249.244E-specific CD8+ T cells. 
In contrast, mutant SIV-infected macaques elicited Gag241-249.244E-specific CD8+ 
T-cell responses in the early phase. Interestingly, however, none of the mutant-
infected showed the reverse 244E-to-244D change, although SIV with 244D 
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has higher in vitro replicative capacity than SIV with 244E. Induction of Gag241-

249.244D-specific CD8+ T cells was inefficient in these animals.
Conclusions: Selection of escape mutations can result in induction of CD8+ T cells 
targeting the mutated epitope. However, these CD8+ T cells targeting the mutated 
epitope do not have the potential to induce the reverse mutation into the wild type. 
Varieties of epitope peptides may efficiently bind to MHC-I molecules, but this 
study suggests that only limited numbers of them can form optimal epitope-MHC-
I complexes that could be efficiently targeted by potent CD8+ T cells. 

WEPEA0186
HLA-C is downregulated by most primary clones of HIV-1, 
and variation between these viruses is more pronounced for 
downregulation of HLA-C than HLA-A/B
R. Apps1, G. Del Prete2, P. Chatterjee3, Z. Brumme4, M. Brockman4, S. Neil5, S. 
Pickering5, R. Thomas6, G. Shaw7, B. Hahn7, B. Keele2, J. Lifson2, M. Carrington3,8 
1George Washington University, Department of Microbiology Immunology and Tropical 
Medicine, Washington, United States, 2Leidos Biomedical Research, Frederick National 
Laboratory, AIDS and Cancer Virus Program, Frederick, United States, 3Leidos 
Biomedical Research, Frederick National Laboratory, Cancer and Inflammation 
Program, Frederick, United States, 4Simon Fraser University and British Columbia 
Centre for Excellence in HIV/AIDS, Burnaby, Canada, 5King’s College London 
School of Medicine, Guy’s Hospital, Department of Infectious Disease, London, 
United Kingdom, 6US Military HIV Research Program, Walter Reed Army Institute 
of Research, Silver Spring, United States, 7University of Pennsylvania, Departments 
of Medicine and Microbiology, Philadelphia, United States, 8Ragon Institute of 
Massachusetts General Hospital, Massachusetts Institute of Technology and Harvard 
University, Cambridge, United States 
Presenting author email: rapps@gwu.edu

Background: Many pathogens evade CTL by downregulating HLA molecules on in-
fected cells, but the loss of HLA can trigger NK cell-mediated lysis. HIV-1 has been 
thought to subvert CTLs and preserve NK cell inhibition by downregulation of spe-
cifically HLA-A/B but not HLA-C molecules, via the viral Nef protein. However 
analysis of HLA protein modulation by complete viruses has been largely restricted 
to the lab-adapted viral isolate NL4-3, and rarely been studied in primary cells.
Methods: Cell surface protein expression levels of each HLA class-I locus were 
characterized by flow cytometry, on primary CD4+ cells infected in vitro with mo-
lecular clones of primary HIV-1. This was enabled by recent advances in the char-
acterization of HLA monoclonal antibody specificity, and in the cloning of primary 
viruses.
Results: In contrast to the laboratory-adapted NL4-3 virus, which downregulates 
specifically HLA-A/B, the transmitted founder primary HIV-1 clone WITO also 
downregulated HLA-C. Chimeric and mutated viruses show HLA-C reduction is 
mediated by the viral Vpu protein, and confirm Vpu does not contribute to down-
regulation of HLA-A/B. A screen of primary HIV-1 clones finds that most down-
regulate HLA-C to some extent (Fig. 1). The primary HIV clones vary in their ability 
to downregulate HLA-C, with a linear distribution, and show much more frequently 
significant differences between viruses in magnitude of downregulation of HLA-C 
than is observed for downregulation of HLA-A/B. This variation is investigated fur-
ther by characterization of HLA-C downregulation by viruses and Vpu clones from 
different patients. 

[Figure 1]

Conclusions: Downregulation of HLA-C on HIV-infected cells is distinct from the 
viral modulation of HLA-A/B, as the effects are mediated by different viral pro-
teins and the magnitude of HLA-C reduction varies much more between viruses. 

Identification of the immune pressure selecting for HLA-C downregulation could 
represent a target for immune-mediated therapies, particularly as natural variation 
in HLA-C expression associates with patient viral loads. 

WEPEA0187
HIV-1 accessory proteins hijack membrane trafficking  
to downregulate CD28
J. Dikeakos1, E.N. Pawlak2 
1University of Western Ontario, Microbiology and Immunology, London, Canada, 
2University of Western Ontario, London, Canada 
Presenting author email: jimmy.dikeakos@uwo.ca

Background: HIV-1 Nef and Vpu lack enzymatic and structural functions, but im-
prove the ability of the virus to replicate and persist within the host by binding to 
host cellular proteins. One way in which Nef and Vpu increase success of the virus 
is by downregulating cell surface receptors, such as the key immune cell activator 
cluster of differentiation 28 (CD28). However, the mechanisms utilized by these 
viral proteins to downregulate CD28 remains unknown. HIV-1 Nef and Vpu co-opt 
host cellular membrane trafficking proteins to alter the subcellular localization or 
levels of various host cellular receptors. We therefore hypothesized that Nef and 
Vpu subvert membrane trafficking pathways to downregulate CD28.
Methods: We infected CD4+ T cells with pseudotyped HIV-1 viruses expressing 
Nef, Vpu, or mutated forms of these viral proteins. A combination of flow cytom-
etry and immunoblotting was utilized to determine the fate of endogenous CD28 in 
the presence of these HIV-1 accessory proteins.
Results: We observed a decrease in both cell surface and total CD28 protein lev-
els, which could be attributed to both Nef and Vpu. Furthermore, impaired CD28 
downregulation occurred upon introduction of mutations that impair the ability of 
Nef to bind to the vacuolar ATPase, an enzyme essential for acidification of the 
lysosome. This suggested that Nef may facilitate the transport of CD28 to a degra-
dative compartment and was supported by an increase in total CD28 observed upon 
ammonium chloride treatment, which blocks lysosomal acidification. Additionally, 
mutation of a motif in Nef known to facilitate interactions with the membrane traf-
ficking protein adaptor protein 2 (AP-2), decreased downregulation of cell surface 
CD28, implicating AP-2 in the transport of CD28 away from the cell surface. Vpu 
mutations known to inhibit interactions with specific host cell membrane traffick-
ing proteins were tested for their effect on CD28 downregulation. We demonstrate 
that, similar to Nef-mediated downregulation, the ability of Vpu to interact with 
AP-2 is important for CD28 downregulation.
Conclusions: HIV-1 has evolved evolved multiple means to eliminate the immune 
cell activating receptor CD28 within infected cells. Our data suggest that Nef and 
Vpu hijack membrane trafficking, specifically AP-2, to reduce CD28 in HIV-1 in-
fected cells. 

WEPEA0188
Hide and seek with HIV-1 Nef: gaining super-resolution  
insights to immune evasion
J.D. Dikeakos, E.N. Pawlak, B.S. Dirk 
University of Western Ontario, London, Canada 
Presenting author email: jimmy.dikeakos@uwo.ca

Background: A major factor preventing the elimination of HIV-1 lies within the abil-
ity of the virus to hide from the immune system. This inherent ability of HIV-1 to 
confuse the immune system is accomplished by the small accessory protein Nef. 
Specifically, MHC-I downregulation by the HIV-1 Nef prevents infected cells from 
cytotoxic T-cell mediated killing. Nef downregulates MHC-I by modulating the 
host membrane trafficking machinery, resulting in the endocytosis and eventual 
sequestration of MHC-I within the cell. However, the precise cellular locations and 
the host proteins mediating these events remain unknown.
Methods: Our study utilized the intracellular protein-protein interaction reporter 
system, bimolecular fluorescence complementation (BiFC), in combination with 
super-resolution microscopy to uncover the membrane trafficking route undertak-
en by Nef and MHC-I. Our analysis describes protein-protein interactions in HIV 
infected cells in addition to ternary complexes formed by Nef in order to evade the 
immune surveillance response.
Results: We demonstrate that the Nef-MHC-I interaction occurs upon Nef bind-
ing the MHC-I cytoplasmic tail early during endocytosis in Rab5-positive endo-
somes. Disruption of early endosome regulation inhibited Nef-dependent MHC-I 
downregulation, demonstrating that Nef hijacks the early endosome to sequester 
MHC-I within the cell. Super-resolution imaging identified that the Nef:MHC-I 
BiFC complex transits through both early and late endosomes before ultimately 
residing at the trans-Golgi network. The membrane trafficking protein PACS-1 
was essential to maintain the Nef:MHC-I complex and enhanced the formation of 
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a ternary complex within vesicles that were positive for adaptor protein-1 (AP-1). 
Indeed, disruption of the PACS-1 binding site on Nef inhibited Nef:MHC-I com-
plex formation and thereby disrupted Nef’s ability to evade immune surveillance.
Conclusions: Together we demonstrate the importance of the early stages of the 
endocytic network in the removal of MHC-I from the cell surface and its re-lo-
calization within the cell and define PACS-1’s role and location as a key membrane 
trafficking regulator allowing HIV-1 to optimally evade host immune responses. 
Understanding these complex molecular pathways will aid in the development of 
new inhibitors targeted at crippling HIV-1’s ability to evade our own immune sur-
veillance system. 

WEPEA0189
Deep sequencing analyses of emergence and maintenance of 
mutations in CTL epitopes of HIV-controllers with differential 
control of Viremia
D.G. Caetano1, F.H. Côrtes1, G. Bello1, B. Hoagland2, B. Grinsztejn2,  
V.G. Veloso2, M.L. Guimarães1, M.G. Morgado1 
1Oswaldo Cruz Institute - FIOCRUZ, Laboratory of AIDS and Molecular Immunology, 
Rio de Janeiro, Brazil, 2National Institute of Infectology - FIOCRUZ, STD and AIDS 
Clinical Research Laboratory, Rio de Janeiro, Brazil 
Presenting author email: diogo.caetano91@gmail.com

Background: HIV-Controllers are individuals able to control the viral replication 
to very low levels. Besides that, lower viral evolution and viral mutations related to 
escape of CTL response have been observed in HIV plasma sequences from those 
individuals. The dynamic of emergence and fixation of those mutants in reservoirs 
could be of great importance to comprehend spontaneous control of infection in 
HIV-Controllers.
Methods: In order to analyze the mutational profile of HIV and the dynamic of 
escape mutants we selected 11 HIV-controllers with more than 8 years of infection 
classified as Elite controllers, with (EEC-n=3) and without (EC-n=3) occasional vi-
ral blips, and Viremic controllers (VC-n=5), with persistent low viremia. Proviral 
DNA from PBMCs related to the earliest (V1) and latter visits (VX) available (mean 
interval of 50 months) were used to sequence gag and nef genes by using Illumina 
HiSeq. Reads obtained allowed to map the whole nef gene and the first 1000bps 
of gag (Medium coverage>200.000X). Consensus of each mapping, or previous 
sequences for 2 cases with unavailable NGS, were used to assess V1-VX divergence 
and Geneious Variant-call tool was used to identify variants (Frequency>0,5%).
Results: Deep sequencing analyses of VC showed higher divergence for nef com-
paring to gag (p< 0,02) and to both genes of EC (p< 0,04 for gag). Both genes 
showed low and similar divergence in ECs. Quantitatively, SNP analysis showed 
higher number of variants and variable positions in both genes of VC in comparison 
to EC and EEC. Analyses limited to CTL-restricted epitopes showed that non-syn-
onymous mutations arose between V1 and VX in most individuals. All VCs had high 
number of mutations, with major frequency change between V1 and VX, that could 
be related to escape of immune response. All EC also presented non-synonymous 
mutation in CTL epitopes, in general, with frequencies lower than 1%.
Conclusions: The genetic conservation of gag and nef of EC indicates that the 
better viremia control restricts the evolution of both genes. All HIV-Controllers 
showed mutations on CTL epitopes. However, lower frequencies were observed for 
EC indicating that potential escape variations arise over time, but most do not fix 
in their reservoirs. 

WEPEA0190
Pre-clinical pharmacokinetics of elsulfavirine/VM1500A  
long acting injectable formulations
V. Bichko1, B. Rogovoy1, A. Koryakova2, R. Karapetian2, I. Nikoulin3, G. Yakatan3, 
N. Savchuk1, K. Klumpp4, R. Murphy5 
1Viriom Inc., San Diego, United States, 2ChemDiv, Inc., San Diego, United States, 
3IriSys LLC, San Diego, United States, 4Riboscience LLC, Sunnyvale, United States, 
5Northwestern University, Chicago, United States 
Presenting author email: vbichko@viriom.com

Background: New options for the prevention and treatment of HIV infection that 
allow infrequent dosing will facilitate adherence and likely improve long-term out-
comes. Elsulfavirine (Elpida®, VM1500) is the prodrug of VM1500A, a new, potent 
non-nucleoside reverse transcriptase inhibitor (NNRTI), currently under review for 
registration as an oral QD regimen for HIV/AIDS treatment. Unique pharmacoki-
netic properties (T1/2 is ~8 days) of VM1500A suggest a possibility for long-acting 
formulation development.
Methods: Aqueous nanosuspensions of Elsulfavirine or VM1500A (particle size 
between 200 and 900 nm) were prepared by wet milling. Different surfactants 
and drug to surfactant ratios were used. Formulation safety and pharmacokinetics 

(PK) were studied in beagle dogs, following single (5, 10 or 20 mg/kg) dose admin-
istration by intramuscular (IM) or subcutaneous (SC) injection. Three animals were 
studied per dose and route of administration. Blood samples were collected fre-
quently up to 72 h after administration and every week up to 3 months. Elsulfavirine 
and VM1500A plasma concentrations were measured using LC-MS/MS.
Results: All studied formulations were well-tolerated at all doses, no adverse reac-
tions were observed, including at the injection site. The PK analysis showed that 
dosing with VM1500A provided more stable drug plasma concentrations than 
dosing with the prodrug Elsulfavirine from these administration routes. Following 
a single 10 mg/kg dose of VM1500A (either IM or SC), its plasma levels were main-
tained above 50 ng/ml for at least 4 weeks (the latest data point collected at the 
time of this abstract submission). These levels exceeded the clinically-efficacious 
VM1500A plasma concentrations. The graph plots VM1500A plasma concen-
trations over time after single IM or SC injections of 10 mg/kg Elsulfavirine or 
VM1500A.

[Fig. 1. Dog plasma VM1500A concentrations.]

Conclusions: This study provides proof-of-concept that VM1500A nanosuspen-
sions could be developed into long-acting injectable formulations to enable infre-
quent dosing. Further pre-clinical development of these formulations is warranted. 

WEPEA0191
Generation of phage recombinant single chain variable  
fragment (scFv) library from pooled PBMCs of HIV-1-infected 
humans and identification of cross-neutralizing anti-CD4 
binding site and N332 glycan dependent scFvs
L. Khan1, R. Kumar1, R. Thiruvengadam1, H. Ahmad Parray1, M.A. Makhdoomi1,  
S. Kumar1, H. Aggarwal1, M. Mohata1, R. Varadarajan2, R. Das2, J. Bhattacharya3,  
K. Murugavel4, S. Sinha5, K. Luthra1 
1All India Institute of Medical Sciences, Biochemistry, New Delhi, India, 2Indian 
Institute of Science, Molecular Biophysics Unit, Bangalore, India, 3Translational Health 
Science and Technology Institute, Haryana, HIV Vaccine Translational Research 
Laboratory, Faridabad, India, 4Y.R. Gaitonde Centre for AIDS Research and Education 
(YRG CARE), Chennai, India, 5Nat, Manesar, Gurgaon, India 
Presenting author email: khanlubina@gmail.com

Background: More than 50% of HIV-1 infection globally is caused by subtype_C vi-
ruses. Majority of the broadly neutralizing antibodies (bnAbs) targeting HIV-1 have 
been isolated from non-subtype_C infected donors. A recent phase I clinical trial 
showed for the first time, that passive infusion of a single CD4 binding site directed 
bnAbs (3BNC117 and VRC01) and also V3 glycan supersite specific bnAb (10-
1074) in humans reduced the viraemia in HIV-1 infected donors efficiently. Thus 
bnAbs against HIV-1 are potential candidates for a safe and effective eradication 
strategy, by way of prevention, immunotherapy and cure.
Methods: Recombinant antibody technology enables generation of a large reper-
toire of monoclonals with diverse specificities. It has been proven by studies that 
engineered antibody fragments can be more effective and can neutralize even resis-
tant HIV-1 strains as they are smaller than full length IgGs. Hence, we constructed 
a phage recombinant single chain variable fragment (scFv) library, using a novel 
strategy of pooling peripheral blood mononuclear cells (PBMCs) of six select HIV-1 
chronically infected Indian donors whose plasma antibodies exhibited potent cross 
neutralization efficiency. The library was panned and screened by phage ELISA 
using two different trimeric recombinant proteins (h-CMP-V1cyc1 gp120 protein 
and BG505:SOSIP.664 gp140) that mimic the native form of HIV-1 envelope, to 
identify viral envelope specific scFv clones.
Results: We constructed a phage recombinant single chain variable fragment (scFv) 
library with a diversity of 7.8×108 scFv clones. After bio-panning and screening, 
three scFv monoclonals D11, C11 and 1F6 were selected from the library. These 
scFvs cross neutralized subtypes A, B and C viruses at concentrations ranging from 
0.09µg/mL to 100µg/mL. All the three scFvs showed distinct sequences and gene 
usage. The D11 and 1F6 scFvs competed with mAbs b12 and VRC01 demonstrating 
CD4bs specificity, while C11 demonstrated N332 specificity.
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Conclusions: This is the first study to identify cross neutralizing scFv monoclonals 
with CD4bs and N332 glycan specificities from India. Employing antibody en-
gineering strategies, it is feasible to generate bispecific and chemically-modified 
antibody reagents that can simultaneously target multiple HIV-1 epitopes with high 
avidity and can be potential candidates for passive immunotherapy, thereby prevent 
viral escape. 

WEPEA0192
Complete protection of HIV-1 infection by a tandem BiIA  
in humanized mice and rhesus macaques
Z. Chen1,2, X. Wu1, J. Guo1, M. An1, L. Liu1, H. Wang2, X. Jin3, P. Zhou3 
1University of Hong Kong, AIDS Institute and Department of Microbiology, Hong 
Kong, Hong Kong, 2Shenzhen Third People’s Hospital, HKU-AIDS Institute Shenzhen 
Research Laboratory, AIDS Clinical Research Laboratory, Shenzhen, China, 3Chinese 
Academy of Sciences, Institut Pasteur of Shanghai, Shanghai, China 
Presenting author email: zchenai@hku.hk

Background: Viral genetic diversity is one of the major obstacles to prevention and 
immunotherapy against HIV/AIDS. Because none of native broadly neutralizing an-
tibodies (bnAbs) inhibits all HIV-1 strains of genetically divergent subtypes, we aimed 
to engineer a bi-specific immunoadhesin (BiIA) with improved breadth and efficacy.
Methods: By testing six pairs of HIV-1-specific IAs in combination, we chose the 
synergistic pair of PGT-128 and Hu5A8 for BiIA construction. We generated two 
BiIAs, BiIA-DG by “knobs-in-holes” and BiIA-SG by tandem recombination. Their 
anti-HIV activities were extensively evaluated in vitro, and in humanized mice and 
rhesus macaques.
Results: In comparison to a panel of bnAbs, we show that BiIA-SG has the most 
broadly neutralizing activity against all HIV-1 strains tested, including multiple 
co-circulating subtypes/recombinant forms, transmitted/founder viruses and viral 
strains naturally resistant to parental IAs. Moreover, BiIA-SG confers complete 
protection not only against diverse live pathogenic HIV-1 challenges in a human-
ized mouse model but also against the R5-tropic SHIV162P3 in rhesus macaques. 
Importantly, in vivo delivery of the BiIA-SG gene generates sufficient amount of 
BiIA-SG that eliminates productively and latently infected CD4 T cells in human-
ized mice as indicated by adoptive transfer of total splenocytes. In contrast, antiret-
roviral treated mice display rapid viral rebound after drug termination.
Conclusions: Our findings demonstrate that BiIA-SG is a promising biomedical 
product for HIV-1 immunoprophylaxis and immunotherapy, which warrants clini-
cal development to control the expanding epidemic with diverse HIV-1 subtypes. 

WEPEA0193
Ranpirnase exhibits dose-dependent inhibition of rectal  
explant HIV infection and inflammatory changes
R.M. Brand1, A. Myerski2, A. Siegel2, E.J. Metter3, J. Engstrom2, R.E. Brand1,  
L. Squiquera4, T. Hodge4, J. Sulley4, R.D. Cranston1, I. McGowan1 
1University of Pittsburgh, Pittsburgh, United States, 2Magee-Womens Research 
Institute, Pittsburgh, United States, 3University of Tennessee Health Science Center, 
Memphis, United States, 4Tamir Biotechnology, San Diego, United States 
Presenting author email: rmb91@pitt.edu

Background: Ranpirnase (RNP) is a safe, low molecular weight type III endoribo-
nuclease, isolated from frog oocytes, which demonstrates broad antiviral and an-
titumor properties. A phase I/II clinical study has just been completed examining 
the effectiveness of RNP in HPV infections. RNP is stable under harsh conditions 
and is not a substrate for RNAse inhibitors. We sought to characterize RNP HIV 
antiviral activity in the in vitro rectal explant challenge model.
Methods: Colorectal tissue biopsies were obtained from healthy, HIV uninfected 
volunteers (N=6). To determine the potential effectiveness of RNP on tissue based 
HIV infection, we incubated triplicate colorectal biopsies for 2 hours with HIV-1Bal, 
in the presence of increasing concentrations of RNP (0-60 µg/mL). After washing, 
explants remained in culture for 14 days and cumulative p24 levels released into the 
supernatant were determined by Elisa (AlphaLisa, Perkin Elmer, Waltham MA). 
Supernatants from explants taken three days after HIV infection were assayed for 
biomarkers using the Meso Scale Discovery 30-Plex assay (Rockville, MD) for che-
mokines, cytokines, and proinflammatory agents.
Results: RNP inhibits p24 release in a dose dependent manner, with statisti-
cal significance occurring at 6 µg/mL (p<0.05) and 60 µg/mL (p<0.01). Of the 
30 biomarkers measured, 14 demonstrated an RNP dose-dependent decrease vs 
infection alone, with dose-dependent defined as two or more consecutive doses 
demonstrating statistical significance (p<0.05). Affected biomarkers include the 
following members of the chemokine panel: IP-10, MDC, MIP-1β, IL-8 and TARC, 
the cytokine panel: IL-1α, IL12-p40, IL-7, IL-15 and IL-17, and the proinflammatory 
panel: IFNγ, IL-4, IL-13 and IL-1β.

Conclusions: RNP demonstrates dose-dependent efficacy in mitigating ex vivo 
HIV infection of colorectal explants, while remaining non-toxic to the tissues at 
the doses tested. In addition to treating HIV infection, RNP mitigates inflamma-
tory changes associated with HIV infection. Further experiments are needed to 
determine whether RNP acts only directly on HIV or in addition through its im-
munomodulatory activity. 

WEPEA0194
A comparison study of tenofovir alafenamide (TAF) plus 
emtricitabine (FTC) in solution and as nanoparticles (NPs)  
for pre-exposure prophylaxis (PrEP) in humanized BLT  
(hu-BLT) mice
S. Mandal1, G. Kang2, P. Prathipati1, Z. Yuan2, Y. Zhou2, W. Fan2, Q. Li2,  
C. Destache1 
1Creighton University, Pharmacy Practice, Omaha, United States, 2University of 
Nebraska-Lincoln, Center for Virology, Lincoln, United States 
Presenting author email: destache@creighton.edu

Background: The use of oral TAF+FTC has shown positive results for PrEP in a ma-
caque model. However, when TAF+FTC was administered to uninfected women, 
tenofovir (TFV) + FTC drug levels were low or non-detectable in vaginal tissues. To 
resolve this issue, we encapsulated TAF+FTC into polymeric NPs and report here 
improved efficacy in hu-BLT mouse model of HIV-1 PrEP.
Methods: TAF+FTC powders were fabricated into a nanoformulation using an oil-
in-water emulsion methodology. NPs were characterized for drug entrapment ef-
ficiency and size. Humanized bone marrow, liver, thymus (hu-BLT) mice with >50% 
human engraftment of peripheral blood by flow cytometry was randomized into 
control, solution (Sol), or NP dosing (n=5/group). Control animals received saline. 
TAF+FTC dosage (100 mg/kg) was administered SubQ and mice were vaginally 
challenged with two strains of HIV-1 (2.5 x 105 TCID50). Challenge with HIV-1 oc-
curred on day 4, 7, or 14 after NP administration and on day 4 for Sol and con-
trol groups. Plasma for viral load (pVL) was obtained every week starting 2 weeks 
post-challenge (PC) and determined by real-time PCR for 4 subsequent weeks. 
Euthanized mice will have organs harvested for in situ hybridization with p24 ribo-
somes. In parallel, humanized mice (NSG-CD34+, n=3/time point) received 100 
mg/kg NP formulation plasma and organs were harvested at 1, 2, 4, 7, 10, and 14 
days post-NP administration for TFV drug levels using liquid chromatography-
tandem mass spectrometry (LC-MS/MS).
Results: TAF+FTC NPs were 233 ±12.8 nm in diameter (n=5) and drug entrap-
ment efficiency averaged 38% and 35%, respectively. Controls all became HIV-
infected 14 days PC. Sol group became HIV-infected 21 days PC. TAF+FTC NP 
groups challenged at Days 4, 7, and 14 after SubQ NP administration became HIV-
infected at rates of 40%, 60%, and 100%, respectively by day 42 PC (p< 0.05, 
Mantel-Cox test). Mean TNF vaginal tissue levels at 4, 7, and 14 days after NP 
injection was 140, 35, and 10 ng/mL, respectively.
Conclusions: TAF+FTC at 100 mg/kg as NP formulation produced significantly 
long-acting protection from HIV-1 compared to Sol. Higher doses of TAF+FTC NP 
may produce greater PrEP protection. 

WEPEA0195
Bevirimat-like compounds overcome HIV resistance  
and target different infection steps
L.M. Bedoya del Olmo1,2, H.E. De la Torre Tarazona2, M. Beltrán2,  
J. García-Pérez2, O. Callies3, I. López Bazzocchi3, J. Alcamí2 
1Universidad Complutense de Madrid, Pharmacology, Madrid, Spain, 2INS, 
Centro Nacional de Microbiología. AIDS Immunopathology, Majadahonda, Spain, 
3Universidad de La Laguna, Instituto Universitario de Bio-Orgánica Antonio González, 
La Laguna, Spain 
Presenting author email: erickdlt@isciii.es

Background: Antiretroviral therapy (ART) against HIV-1 encompasses at least two 
drugs with different targets on the viral replication cycle. ART intensification has 
been proposed as a strategy to eliminate infection but current antiretrovirals seems 
to be ineffective, and thus, new drugs should be developed. Bevirimat (BVM) was a 
first in class maturation inhibitor that failed to enter the market due to the presence 
of natural resistances. 
In this work we study the antiviral effect of selected BVM-like compounds that have 
been developed with the aim of avoiding viral resistance.
Methods: Anti-HIV-1 activity was evaluated in vitro using a recombinant virus as-
say. Viral entry was assessed by infections with VSV pseudotyped HIV. Real time 
PCR was used for the quantification of total and integrated viral DNA. Cell trans-
fection was used to evaluate transcriptional activity. Gag p24 viral protein was mea-
sured after transfection to evaluate the effect on HIV protease. Infectivity of new 
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virions was assessed by a maturation assay. Finally, inhibition of protease inhibitors 
and BVM resistant virus was evaluated.
Results: Compounds inhibited HIV infection with IC50s values between 1 and 30 
µM. Their effect was independent of viral entry since VSV pseudotyped HIV was 
inhibited with similar IC50s. Compounds diminished the amount of viral DNA, sug-
gesting the inhibition of viral reverse transcriptase but only one, lup-20(29)-en-
28-ol-3-one, inhibited significantly proviral DNA integration. All of them inhibited 
viral transcription and p24 production after viral transfection. Compounds inhib-
ited viral maturation even of BVM resistant viruses and they were active against 
BVM and protease inhibitors resistant viruses with similar IC50s as wild-type strains.
Conclusions: BVM-like compounds were found to inhibit viral maturation also in 
BVM resistant viruses. Surprisingly, these compounds showed promiscuity of tar-
gets since they inhibited retrotranscription, integration, transcription and/or matu-
ration. This behavior as multitarget drugs have been demonstrated to be effective in 
reducing the likelihood of drug resistance, drug-drug interactions and toxicities, as 
well as improving patient compliance. Therefore, this approach could help develop-
ing a new generation of anti-HIV agents. 

WEPEA0196
Synthesis and properties of novel soluble bifunctional  
CD4-mimetic small molecules containing pyridine moiety
S. Harada1, K. Konno2, Y. Hikichi1, S. Matsuoka1, T. Matano1,3, H. Tamamura2,  
K. Yoshimura1,3 
1National Institute of Infectious Diseases, AIDS Research Center, Shinjuku, Japan, 
2Tokyo Medical and Dental University, Institute of Biomaterials and Bioengineering, 
Bunkyo, Japan, 3Kumamoto University, Center for AIDS Research, Kumamoto, Japan  

Background: CD4 mimic small compounds (CD4MCs), NBD-556 and its ana-
logues bind to the Phe43 cavity of gp120 and inhibit the gp120-CD4 interaction. 
CD4MCs can also induce conformational changes in the gp120 architecture there-
by exposing masked epitopes of neutralizing antibodies (NAbs) on the Env protein 
and sensitizing infected cells to antibody-dependent cell-mediated cytotoxicity 
(ADCC) killing. In this study, we reported on the design, synthesis, and screening 
of a series of pyridine derivatives as potential novel soluble bifunctional CD4MCs, 
KKN series.
Methods: Twenty KKN compounds were designed and synthesized to improve wa-
ter solubility and bioavailability using our previously reported method. A chimeric 
clone containing the primary KP-5mvcR virus isolate (subtype B, R5) gp160 within 
a pNL4-3 backbone was constructed. The susceptibility of the infectious clone to 
entry inhibition and neutralization sensitivity to the anti-cryptic V3 NAb KD-247, 
in the presence of the KKN compounds, was determined using the TZM-bl assay. 
The results were compared to those of the NBD-556 compound.
Results: We synthesized and tested 20 KKN compounds and found novel CD4MCs 
KKN-104, KKN-118, and KKN-134, which could inhibit the KP-5mvcR infection 
in IC50 values of 2.3, 3.0, and 2.1 µM, respectively. These compounds exhibited 
much higher solubility and markedly less cytotoxic than that of NBD-556. To 
investigate synergistic effect of these compounds and anti-cryptic V3 NAb KD-
247, we calculated Combination Indexes (CIs) using the Chow and Talalay method. 
Combinations of KD-247 with NBD-556, KKN-104, KKN-118, or KKN-134 were 
highly synergistic, with CI values of 0.66, 0.87, 0.72, or 0.37, respectively. These 
results suggest that the KKN compounds render the primary HIV-1 sensitive to 
neutralization by NAbs directed against the V3 region involved in co-receptor bind-
ing, similar to the potent NBD-556.
Conclusions: In the present work, we designed, synthesized, and evaluated a series 
of novel soluble bifunctional CD4MCs containing pyridine moiety. Three com-
pounds, KKN-104, KKN-118, or KKN-134 were strongly synergistic when com-
bined with anti-cryptic V3 NAb KD-247. These findings indicate that KKN com-
pounds might be useful in inhibiting HIV-1 infection not only by directly obstructing 
viral entry, but also enhancing sensitivity to NAbs. 

WEPEA0197
A novel therapeutic approach to prevent AIDS
M. Laforge1, R. Silvestre2, V. Rodrigues1, J. Garibal1, L. Campillo-Guimenez1,  
S. Mouhamad1, V. Monceaux3, M.-C. Cumont3, A. Pruvost4, G. Silvestri5,  
A. Senik1, J. Estaquier1,6 
1CNRS FR 3636, Universite Paris-Descartes, Paris, France, 2ICVS/3B’s-PT 
Government Associate Laboratory, Braga Guimarães, Portugal, 3Unité de 
Physiopathologie des Infections Lentivirales, Institut Pasteur, Paris, France, 4iBiTecS, 
SPI, Laboratoire d’Etude du Métabolisme des Médicaments, CEA, Gif-sur-Yvette, 
France, 5Yerkes National Primate Research Center, Emory University, Atlanta, United 
States, 6Centre de Recherche en Infectiologie, Université Laval, Québec, Canada 
Presenting author email: mirhaddad@gmail.com

Background: Apoptosis has been proposed as a key mechanism responsible for 
CD4 T cell depletion and immune dysfunction during HIV infection and associated 
with Aids pathogenesis. We demonstrated that a caspase inhibitor, inhibits spon-
taneous and activation-induced cell apoptosis of T cells from SIV-infected rhesus 
macaques (RMs).
Methods: Based on the pharmaco-toxicity and -kinetics of this compound in non-
human primate, we performed an in vivo assay by administrating five injections of 
this drug during acute phase of infection. The therapeutic assay consisted of 20 
infected monkeys, 10 of whom received the treatment.
Results: When administered during the acute phase of infection, this compound is 
associated with 
(i) reduced levels of T cell apoptosis,
(ii) preservation of CD4/CD8 T cell ratio in lymphoid organs and in the gut, 
(iii) maintenance of memory CD4 T cells, and 
(iv) increased specific CD4 T cell response. 
Although therapy was limited to the acute phase of infection, RMs showed lower 
levels of both plasma viremia and cell-associated SIV-DNA as compared to control 
SIV-infected RMs throughout the chronic phase of infection, and delayed the de-
velopment of AIDS.
Conclusions: Overall our data demonstrate that injection of this compound in SIV-
infected RMs may represent a novel adjunctive therapeutic agent to control HIV 
infection and delaying disease progression to AIDS. 

WEPEA0198
Novel selection approaches to identify broadly neutralizing 
DARPins targeting the HIV-1 envelope protein
M. Gloegl1, N. Friedrich1, E. Stiegeler1, T. Reinberg2, J. Schäfer2, A. Plückthun2, 
A. Trkola1 
1University of Zurich, Institute of Medical Virology, Zurich, Switzerland, 2University of 
Zurich, Institute of Biochemistry, Zurich, Switzerland 
Presenting author email: gloegl.matthias@virology.uzh.ch

Background: Broadly neutralizing antibodies (bnAbs) only evolve in a fraction of 
HIV-1 infected individuals. They have a unique potential to suppress viremia and 
inhibiting HIV-1 infection and are hence considered as blueprints for vaccine and 
therapeutics design. bnAbs recognize the HIV-1 Envelope (Env) proteins gp120 
or gp41 within the context of the HIV-1 Env trimer rendering the trimer as ma-
jor interest for HIV-1 vaccine research as target immunogen. Using the Designed 
Ankyrin Repeat Protein (DARPin) technology we recently generated broad and 
potent DARPins capable of targeting the membrane external proximal region 
(MPER) within gp41 and the variable loop 3 (V3) within gp120. The ~10-18kD sized 
DARPins binding to antigens of interest can be selected from high diversity (~1012) 
libraries by ribosome display. The HIV-1 Env specific DARPins we isolated have ex-
ceptional breadth inhibiting up to 100% of tested HIV-1 strains and exceeding the 
breadth of bnAbs targeting the same epitopes. Differential recognition of the Env 
epitopes compared to the related bnAbs and an in part structure dependent binding 
mode make the Env DARPins highly interesting tools for immunogen characteriza-
tion besides a use as antivirals.
Methods: To expand the DARPin toolbox we aimed in the current study to select 
DARPins targeting additional Env domains such as the variable regions 1 and 2 
(V1V2). Using a range of stabilized, soluble Env trimers and Env derivatives includ-
ing scaffold and chimeric envelope constructs presenting diverse V1V2 loops, we 
sought to yield DARPins targeting quaternary epitopes and/or the V1V2 loop.
Results: In total six different trimer-directed and eight V1V2 focused DARPin 
selections were conducted. From each obtained sub-library 200 clones were ana-
lyzed for specific Env binding and neutralization potential using a 5-virus panel. The 
screened libraries contained more than 90% Env binders and numerous novel broad 
and potently neutralizing DARPins that are currently characterized for epitope 
specificity.
Conclusions: Besides their potential as therapeutic agents by increasing the panel 
of broadly neutralizing DARPins we have gathered a valuable tool box for the char-
acterization of neutralization sensitive epitopes that may aid in unraveling novel 
sites of vulnerability. 
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WEPEA0199
Triterpene-resistant HIV env variants show higher sensitivity  
to anti-V3 neutralizing antibodies
Y. Hikichi1,2, S. Harada1, K. Ogihara3, S. Matsuoka1, T. Matano1,2, T. Narumi3,  
K. Yoshimura1 
1National Institute of Infectious Diseases, AIDS Research Center, Tokyo, Japan, 
2University of Tokyo, Institute of Medical Science, Tokyo, Japan, 3Shizuoka University, 
Graduate School of Science and Technology, Shizuoka, Japan  

Background: It is known that triterpene derivatives such as IC9564 can inhibit 
human immunodeficiency virus type 1 (HIV-1) entry into the cells. Recently, by 
screening synthesized triterpene derivatives, we obtained a potent and low toxic, 
novel triterpene derivative OKS3-019. In the present study, to investigate the 
mechanisms for viral resistance to triterpene derivatives, we analyzed how HIV-1 
can change to resist to previously-obtained IC9564 and newly-obtained OKS3-
019, respectively.
Methods: Resistant variants were induced by culture of HIV-1 89.6-infected PM1 
cells in the presence of triterpene derivative IC9564 or OKS3-019. We then con-
structed infectious 89.6 clones carrying mutations selected in the resistant vari-
ants. The susceptibility of the infectious clones to the two triterpene derivatives 
and anti-V3 neutralizing antibodies (NAbs) 447-52D and KD-247 was tested by 
TZM-bl assay.
Results: In the presence of IC9564, one mutation resulting in F522V substitu-
tion was first selected, followed by selection of H72Y mutation. In the presence 
of OKS3-019, one mutation resulting in R588K was first selected, followed by se-
lection of V68I mutation. Both F522V and R588K are in the N-terminus of Env 
gp41, while both H72Y and V68I are in the C1 region of Env gp120. HIV-1 carrying 
both H72Y and F522V was highly resistant to the triterpenes, but single F522V or 
R588K mutation conferred only moderate resistance on viruses. 
Unexpectedly, these triterpene derivative-resistant env variants exhibited higher 
sensitivity to anti-V3 NAbs 447-52D and KD-247 compared with the wild-type 
HIV-1 89.6.
Conclusions: In the present study of in vitro induction of triterpene-resistant vari-
ants, we found mutations in the region encoding the N-terminal gp41 that con-
tribute to the resistance to triterpene derivatives. It can be speculated that gp41 
modification by these mutations may induce structural rearrangements resulting in 
formation of the CD4-bound like conformation, thereby changing the accessibil-
ity of these compounds to the Env. These results provide valuable information for 
designing novel triterpene analogues inhibitory for HIV-1 infection. 

WEPEA0201
New formulation of injectable and removable long-acting 
dolutegravir is effective in prevention of HIV transmission  
with high dose vaginal HIV challenges
M. Kovarova, S.R. Benhabbour, C. Sykes, A. Kashuba, J.V. Garcia-Martinez 
University of North Carolina, Chapel Hill, United States 
Presenting author email: kovarovm@med.unc.edu

Background: Oral pre-exposure prophylaxis (PrEP) is an effective prevention 
strategy for HIV transmission. Poor adherence decreases PrEP effectiveness. 
Injectable long-acting (LA) formulations of antiretrovirals (ARVs) represent a vi-
able alternative. Currently available LA formulations cannot be removed. Here we 
describe a novel injectable in-situ forming implant (ISFI) formulation of dolutegra-
vir (DTG) that: 
1) Delivers drug for up to one year, 
2) Can be safely removed and; 
3) Efficiently prevents vaginal HIV transmission.
Methods: NSG mice (n=20) were used to assess the pharmacokinetic profile of 
DTG-ISFI in plasma using a validated LC/MS-MS method with a lower limit of 
quantification of 1 ng/mL. Highly relevant early passage and transmitted/founder 
viruses (HIVJRC-SF, CH040, THRO) were used to 1) evaluate HIV suppression after acute 
infection, 2) the development of viral resistant mutations and 3) to evaluate pro-
tection against high dose repeated vaginal challenges using BLT mice. Statistical 
analysis was performed using Prism Software.
Results: With the objective of obtaining >30 day sustained release, an ISFI con-
taining 6.5 micro grams of DTG was administered subcutaneously to NSG mice. 
Remarkably, this ISFI formulation resulted in sustained release of DTG for over 
350 days. Importantly, removal of the DTG-ISFI resulted in fast clearance of the 
drug from plasma. Administration of the DTG-ISFI to accutely infected BLT mice 
resulted in a transient but statistically significant (1.5 log) reduction in plasma viral 
RNA levels. Viral rebound was associated with appearance of several amino acid 
substitution including the well characterized INSTI resistance R263K mutation. In 
the context of HIV prevention, administration of a single dose of DTG-ISFI resulted 
in significant protection from high dose vaginal challenges 1 and 7 weeks post ISFI 
administration (p=0.0128).

Conclusions: Subcutaneously administered DTG-ISFI in BLT mice resulted in sus-
tained levels of DTG in plasma that are dramatically reduced after ISFI removal. The 
plasma concentration of DTG achieved (>4X IC50) were sufficient to effectively 
inhibit HIV replication and to prevent vaginal transmission after two high dose HIV 
challenges. 

WEPEA0202
A novel NRTI, EFdA, effectively penetrates and suppresses 
HIV infection in all individual compartments of male genital 
tract
M. Kovarova, A. Wahl, S. Anderson, J.V. Garcia-Martinez 
University of North Carolina, Chapel Hill, United States 
Presenting author email: kovarovm@med.unc.edu

Background: Unprotected intercourse is the most common route of HIV transmis-
sion. Despite the success of antiretroviral therapy in suppressing plasma viremia to 
undetectable levels, HIV sheding persists in the semen from a subset of individuals. 
Thus, it is imperative to find more effective antiretroviral treatments that effec-
tively suppress HIV in male genital tract (MGT) and prevent seminal HIV shedding. 
Here we evaluated a novel NRTI 4-ethynyl-2-fluoro-2-deoxyadenosine (EFdA) for 
suppression of HIV in MGT using a state-of-the-art animal model.
Methods: Reconstitution of MGT compartments of BLT mice including testes, epi-
didymis, seminal vehicles, prostate and penis with human hematopoietic cells (CD4 
and CD8 T cells, B cells and macrophages) was assessed by flow cytometry. To eval-
uate efficacy of EFdA at suppressing HIV infection in the MGT, infected BLT mice 
were treated orally once daily for 4 weeks. Levels of cell-associated HIV-RNA in 
the MGT compartments from suppressed BLT mice were analyzed by quantitative 
PCR and compared to animals not receiving treatment.
Results: All MGT compartments of BLT mice analyzed were reconstituted with 
human hematopoietic (CD45+) cells and CD4 and CD8 T cells as well as mac-
rophages were readily and reproducibly detected. Cell-associated HIV-RNA was 
found in all MGT compartments of untreated BLT mice. Four-weeks treatment with 
EFdA resulted in dramatic reductions in the levels of cell-associated HIV-RNA in 
all MGT compartments.
Conclusions: BLT humanized mice are an excellent model for assessing HIV infec-
tion in all different compartments of the MGT. EFdA can effectively penetrate 
and suppress HIV replication in all MGT compartments. In current studies we are 
evaluating the pharmacokinetics of EFdA penetration and HIV suppression in the 
MGT. 

WEPEA0203
Preclinical characterization of a potent D-peptide inhibitor  
of HIV entry: cholesterol-conjugated PIE12-trimer (CPT31)
J.N. Francis1, Y. Nishimura2, A. Smith3, B. Welch1, M. Martin2, M. Kay3 
1Nav, Salt Lake City, United States, 2NIAID, NIH, Bethesda, United States, 
3University of Utah, Salt Lake City, United States 
Presenting author email: bwelch@nvgn.com

Background: There remains an urgent need for new HIV entry inhibitors given the 
limited currently approved options. Mirror-image D-peptide inhibitors are prote-
ase-resistant and therefore have longer half-lives compared to natural L-peptides 
(e.g., Fuzeon). Our previously reported D-peptide HIV entry inhibitor, cholesterol-
conjugated PIE12-trimer (CPT31) has exceptional potency due to its localization at 
membrane sites of viral fusion.
Methods: We characterized CPT31’s pharmacokinetic properties in rats and NHPs 
using a sensitive and quantitative LC-MS bioanalytical assay on purified plasma 
samples. We characterized CPT31’s inhibitory activity using TZM-BL reporter cells 
and an international panel of diverse primary isolates. 
We used in vitro passaging studies coupled with deep sequencing to characterize the 
evolution of drug resistance. 
Finally, the rhesus macaque model was used with SHIV-AD8 in prevention (single 
high-dose rectal challenge) and treatment protocols.
Results: CPT31 has potent and broad-spectrum inhibitory activity (IC50 < 1 nM in 
>90% of primary strains tested). CPT31 drug resistance is slow to develop during 
in vitro passaging studies and is mediated by mutations in the gp41 pocket residue 
Q577. Such mutations in isolation significantly hamper viral fitness. Subcutaneously 
administered CPT31 has a long terminal half-life in rats and NHPs (5.4 and 18 h, 
respectively). In a PrEP efficacy study, CPT31 dosed at 3.0 and 0.5 mg/kg/day 
fully protected 4 macaques, while 0.125 mg/kg/day was partially protective. As a 
therapy in animals with uncontrolled viremia, CPT31 rapidly induced a ~2-log drop 
in viral load. Virus rebound was also observed and attributed to resistance caused by 
Q577 mutations. In animals pre-treated with cART to achieve undetectable vire-
mia, CPT31 monotherapy maintains viral suppression for >8 weeks.
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Conclusions: CPT31’s potent inhibition of diverse strains, strong resistance profile, 
and efficacy in NHP prevention and treatment models make it a promising preclini-
cal HIV entry inhibitor candidate. Its long half-life and in vivo stability are ideal for 
sustained-release formulation (e.g., monthly or quarterly depot). 

WEPEA0204
RNA-induced epigenetic silencing of HIV-1 involves  
actin regulators, Arp2 and Formin-like 1 protein
C. Ahlenstiel, J. Mitchell, V. Klemm, A.D. Kelleher 
Kirby Institute, University of New South Wales, Sydney, Australia 
Presenting author email: cahlenstiel@kirby.unsw.edu.au

Background: Antiretroviral therapy (ART) has revolutionized the treatment of 
HIV-1, however it does not cure the latent reservoir, which is a major barrier to erad-
ication. An alternative to an eradication cure is a functional cure approach, whereby 
the virus reservoir is locked in latency through RNA-induced epigenetic silenc-
ing. We have previously reported the short-interfering RNA (siRNA), designated 
siPromA, which targets the HIV-1 5’ long terminal repeat region, induces potent 
transcriptional gene silencing (TGS). The RNA interference (RNAi) machinery 
involved in this process is the RNA-induced Transcriptional Silencing (RITS) com-
plex, comprising siRNA and Argonaute 1 (Ago1) protein. Our previous fixed cell 
microscopy studies identified filamentous actin (F-actin) as being associated with 
Ago1 in the RITS complex during TGS of HIV-1, however whether F-actin is directly 
linked to the trafficking of RITS remains unknown. This project aims to characterize 
the intracellular trafficking mechanism of RITS complex components in real time 
during TGS in HIV-1 infected cells and specifically the involvement of F-actin.
Methods: We employed advanced live cell imaging every 90 sec for 12 hr to capture 
HIV-1 infected HeLa T4+ cells, stably transduced with Ago1-GFP and mCherry-
labelled F-actin-LifeAct, and transfected with AlexaFluor647-labelled siRNA, 
then screened several actin inhibitors for any effect on this process.
Results: Analysis of imaging data using arbitrary line intensity profiles and Pearson’s 
correlation coefficient demonstrated significant nuclear co-localization and corre-
lation of siPromA:Ago1-GFP (PCC=0.85±0.15; p=< 0.0001), compared to cyto-
plasmic co-localization of a scrambled siRNA control (PCC=0.31±0.3). Relative 
enrichment over time reported siPromA:Ago1-GFP signal intensity increased to 
a maximal level upon nuclear translocation compared to the siScrambled control, 
which showed a consistent signal intensity. Drug inhibition screens and subsequent 
knockdown studies of actin and actin-related proteins (Arps) revealed the actin 
nucleation and branching pathway to be essential for RITS complex nuclear trans-
location.
Conclusions: This study has identified the first known actin regulators, Arp2 and 
FMNL1 (formin-like 1), to be involved in RNA-induced TGS of HIV and may repre-
sent a conserved biological process. 

WEPEA0205
Characterization of novel and potent U1 interference RNAs 
targeting the Gag open reading frame of HIV-1
O. Del Corpo1,2, R. Scarborough3, R. Goguen3, A. Daher1, A. Gatignol1,2,3 
1Lady Davis Institute for Medical Research, Montreal, Canada, 2McGill University, 
Dept of Medicine, Division of Experimental Medicine, Montreal, Canada, 3McGill 
University, Dept Microbiology and Immunology, Montreal, Canada 
Presenting author email: olivier.delcorpo@mail.mcgill.ca

Background: HIV-1 replication is critically dependent upon a complex RNA splicing 
process, whereby over 40 different viral mRNA species are produced by alternative 
splicing. Assembly of the spliceosome begins with the recognition of splice donor 
sites by the complementary 5’-end of cellular U1 small nuclear RNAs (U1 RNAs). 
Recently, modified U1 RNAs, termed U1 interference RNAs (U1i RNAs), have 
been exploited to suppress HIV-1 production. Modifications of the 5’-end of U1 
RNAs can redirect the molecule to specific target sites in HIV-1 RNA, where it can 
inhibit polyadenylation or induce excessive splicing of HIV-1 RNA transcripts. Our 
lab has identified novel and potent U1i RNAs targeting a conserved region in the 
Gag coding sequence of HIV-1 RNA.
Methods: We evaluated the therapeutic potential of our U1i RNAs and those previ-
ously designed targeting HIV, by measuring the production of HIV-1 in the cul-
ture supernatant of HEK293T cells co-transfected with an HIV-1 molecular clone 
(pNL4-3) and U1i RNAs. To identify the mechanisms of U1i RNAs targeting Gag, 
we compared their effects on HIV-1 RNA levels using Northern blots and on Gag 
processing by Western blots against HIV-1 capsid protein.
Results: U1i RNAs targeting Gag and those that induce excessive splicing were 
found to be the most potent, with half maximal effective concentrations (EC50s) 
ranging from 1 to 5 ng/ml, compared to those that inhibit polyadenylation, with 
EC50s of 50 ng/ml or greater. Like U1i RNAs that inhibit polyadenylation, U1i 

RNAs targeting Gag reduced RNA levels evenly, suggesting a global RNA inhibi-
tion. U1i RNAs targeting Gag were also found to inhibit processing of Gag, like U1i 
RNAs that induce excessive splicing. Our results suggest that U1i RNAs targeting 
Gag are acting through different mechanisms compared to previously described 
candidates and work is in progress to characterize their mechanism(s). We also 
found that U1i RNAs acting through any mechanism are more potent compared to 
ribozyme or decoy candidates and are comparable to short hairpin RNA candidates 
in development.
Conclusions: Overall, our results suggest that U1i RNAs are potent RNA interfer-
ing molecules that have the potential to be used in a gene therapy approach to cure 
HIV-1 infection. 

WEPEA0206
A new highly sensitive retinoic acid-based viral outgrowth  
assay to detect replication-competent HIV reservoir
Y. Zhang1,2, V. Wacleche1,2, H. Chen1,2, D. Planas1,2, A. Gosselin1,2, J.-P. Routy3,  
P. Ancuta1,2 
1Université de Montréal, Microbiology, Infectiology, and Immunology, Montreal, 
Canada, 2CHUM-Research Centre, Montreal, Canada, 3McGill University Health 
Centre-Glen Site, Montreal, Canada 
Presenting author email: zhangyw927@gmail.com

Background: Current antiviral therapies (ART) successfully control viral replica-
tion in HIV infected subjects; however, the persistence of viral reservoir represents 
a major barrier for the cure. The development of HIV eradication strategies repre-
sents a major research priority. Sensitive assays are needed to assess the efficiency 
of such strategies. 
Here we describe a modified viral out growth assay (VOA) that measures replica-
tion-competent viral reservoirs in low numbers of CD4+ T-cells.
Methods: CD4+ T-cells were isolated from PBMCs of HIV-infected individuals 
with undetectable plasma viral load under ART (HIV+ART). Quantification of inte-
grated HIV-DNA was performed by ultrasensitive PCR. For the VOA, T-cells were 
stimulated with CD3/CD28 Abs for three days. To ensure optimal cell viability and 
viral cell-to-cell transmission, cells were split every three days. All-trans retinoic 
acid (ATRA) was added to facilitate viral reactivation and/or transmission. HIV re-
activation was quantified by HIV-p24 ELISA in cell culture supernatants collected 
every three days and by flow cytometry analysis of intracellular HIV-p24 expres-
sion at day 12 post-culture.
Results: In the absence of ATRA, HIV reactivation was detected in CD4+ T-cells 
isolated from 8 out of 10 HIV+ART individuals. Levels of viral replication varied in 
different donors and did not correlate with integrated HIV-DNA levels ex vivo. This 
assay was highly reproducible and results from independent experiments were sig-
nificantly correlated (r=0.96, p< 0.0001). Of particular importance, ATRA greatly 
increased and accelerated HIV reactivation efficacy in all donors tested, including 
those with undetectable HIV reactivation upon TCR triggering alone. The cost of 
this assay is estimated at 200$ per donor.
Conclusions: We described an easy, sensitive, and highly reproducible VOA that 
measures replication-competent HIV reservoirs in CD4+ T-cells of ART-treated 
individuals. This assay may be used to assess the efficiency of HIV eradication strat-
egies and evaluate the risk of viral rebound upon treatment interruption. 

WEPEA0207
The PPARγ antagonism inhibits HIV replication while  
restoring effector functions in Th17 cells
Y. Zhang1,2, H. Chen1,2, D. Planas1,2, A. Gosselin1,2, J.-P. Routy3, P. Ancuta1,2 
1Université de Montréal, Microbiology, Infectiology, and Immunology, Montreal, 
Canada, 2CHUM-Research Centre, Montreal, Canada, 3McGill University Health 
Centre-Glen Site, Montreal, Canada 
Presenting author email: zhangyw927@gmail.com

Background: Mucosal Th17-polarized CD4+ T-cells are the first targets of HIV/SIV 
infection, with viral reservoirs persisting in long-lived Th17 cells during antiretroviral 
therapy (ART). Novel therapeutic strategies are needed for the normalisation of 
Th17 frequency/function toward mucosal immunity restoration in ART-treated in-
dividuals. PPARγ controls RORγt-mediated functions and HIV replication in Th17 
cells. Here, we investigated the potential use of PPARγ agonism/antagonism for 
viral eradication and Th17 restoration during HIV infection.
Methods: Peripheral blood memory CD4+ T cells were isolated from HIV- and 
HIV+ on ART individuals using magnetic beads and stimulated with CD3/CD28 
Abs. HIV- T-cells exposed to replication-competent or VSVG-pseudotyped HIV 
in vitro, as well as T-cells isolated from HIV+ on ART individuals, were cultured in 
the presence or absence of the PPARγ agonist Rosiglitazone (RGZ) or antagonist 
T0070907 for 12 days. HIV-p24 and IL-17A levels were quantified by ELISA and 



iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July
Poster
Exhibition

Tuesday
25 July

ABSTRACT BOOK • www.iAS2017.ORg415 415

FACS. HIV-DNA integration was quantified by real-time PCR. Gene expression 
was quantified by real time RT-PCR. The expression of HIV co-receptors CD4, 
CCR5 and CXCR4 was measured by FACS.
Results: RGZ decreased both HIV replication and IL-17A production. As predicted, 
T0070907 increased IL-17A production. Surprisingly, T0070907 also strongly in-
hibited HIV replication. T0070907 regulated HIV replication at multiple levels by 
reduction of CCR5 expression and HIV transcription, and alteration of lipid metab-
olism. The T0070907-mediated effects coincided with the induction of cholester-
ol-25-hydroxylase, an enzyme converting cholesterol into 25-hydroxycholesterol. 
Of note, 25-hydroxycholesterol is a broad inhibitor of viral infection and was re-
cently identified as an intrinsic agonist of the Th17 master regulator RORγt. Finally, 
T0070907 inhibited HIV reactivation in a viral outgrowth assay and increased IL-
17A production in CD4+ T cells from HIV+ on ART individuals.
Conclusions: We demonstrate that PPARγ antagonism reduces HIV replication in 
vitro as well as viral reactivation in CD4+ T-cell of HIV+ on ART individuals, while 
boosting the Th17 effector functions. These effects are mediated in part via the 
synthesis of 25-hydroxycholesterol. These findings open the path for future studies 
in animal models and human clinical trials to determine whether PPARγ is an appro-
priate target for viral eradication and Th17-mediated mucosal immunity restoration 
in HIV-infected individuals. 

WEPEA0208
HIV-1-specific ADCC following anti-latency therapy  
and analytical treatment interruption
W.S. Lee1, A.B. Kristensen1, T.A. Rasmussen2, M. Tolstrup2, L. Østergaard2,  
O.S. Søgaard2, B.D. Wines3, P.M. Hogarth3, A. Reynaldi4, M. Davenport4,  
S. Emery4, J. Amin4, D. Cooper4, V. Kan5, J. Fox6, H. Grüll7, M.S. Parsons1,  
S.J. Kent1 
1The Peter Doherty Institute for Infection and Immunity, University of Melbourne, 
Microbiology and Immunology, Melbourne, Australia, 2Aarhus University Hospital, 
Department of Infectious Diseases, Aarhus, Denmark, 3Burnet Institute, Melbourne, 
Australia, 4The Kirby Institute, University of New South Wales, Sydney, Australia, 
5Veterans Affairs Medical Center, Washington, United States, 6St Thomas’ Hospital, 
London, United Kingdom, 7Center for Molecular Medicine Cologne, Cologne, Germany 
Presenting author email: leews@student.unimelb.edu.au

Background: There is growing interest in utilising antibody-dependent cellular 
cytotoxicity (ADCC) to eliminate infected cells following latency reversal. A po-
tential barrier is that HIV-1-specific ADCC antibodies decline in patients on long-
term antiretroviral therapy (ART). It is unknown whether reactivation from latency 
with current anti-latency regimens could provide sufficient stimulus to boost HIV-
1-specific ADCC. If current strategies are insufficient, we hypothesise that the 
recrudescence of virus after analytical treatment interruption (ATI) could provide 
larger antigenic stimulus to boost HIV-1-specific ADCC.
Methods: We analysed plasma samples from 14 subjects of the panobinostat trial, 
obtained pre- and post-panobinostat and after a short ATI (median 21 days). We 
also studied plasma from the SMART trial, from 30 subjects who underwent ATI 
for 12 months and 30 subjects who remained on ART. ADCC activity was measured 
in two ways:
(i) the binding of recombinant dimerised Fc gamma receptor (FcγRIIIa) to gp120-
specific antibodies was used as a surrogate measure of Fc effector function,
(ii) infected cell elimination assays were performed to directly measure ADCC.
Results: Panobinostat or a short 21-day ATI did not increase HIV-specific ADCC, 
with no changes in FcγRIIIa-binding or ADCC killing. However, for the SMART 
trial subjects, there was a marked increase in FcγRIIIa-binding antibodies after 12 
months of ATI [OD450, baseline 0.331 (0.130-0.470) vs 12 months 0.908 (0.716-
1.046), p< 0.0001] and a decrease in subjects who remained on ART [0.490 (0.181-
0.750) vs 0.252 (0.097-0.740), p=0.04]. These findings were confirmed with sig-
nificantly higher ADCC after 12 months of ATI [baseline, 14.4% (5.9-23.2%) vs 12 
months 21% (17.5-26.9%), p=0.0002], as compared to the subjects who remained 
on ART [13.3% (11.8-16.5%) vs 15.7% (12.2-17.7%), p=ns]. Time course analyses 
showed that 90% of the subjects had increased ADCC antibodies by 2 months of 
ATI [OD 

450, 0.331 (0.130-0.470) vs 0.678 (0.429-0.868), p=0.0014].
Conclusions: Our results show that low level viremia after panobinostat does not 
stimulate ADCC and there is a lag of several weeks between viral recrudescence 
and the stimulation of ADCC immunity after ATI. These data have implications for 
the antigenic stimulus required for anti-latency strategies or therapeutic vaccines 
to induce ADCC and assist in reducing the latent reservoir. 

WEPEA0209
Sphingosine-1-phosphate receptor 1 agonists as HIV-1 latency 
reversing agents
S. Gimenez1, B. Viala1, C. Boulouis1, A. Guigues1, P. Corbeau1,2, V. François1 
1Institute of Human Genetics, CNRS, Montpellier University, UMR 9002, Montpellier, 
France, 2University Hospital, Immunology Department, Nîmes, France 
Presenting author email: pierre.corbeau@igh.cnrs.fr

Background: Various drugs are being tested to reactivate replication-competent 
HIV-1 in reservoir cells. Yet, many of these HIV-1 latency reversing agents (LRA) 
are toxic and/or poorly efficient in vivo. We have recently shown that S1P1, a recep-
tor for sphingosine-1-phosphate (S1P), is a G-protein coupled receptor (GPCR) 
highly expressed in CD4+ T cells and able to dimerize with CCR5. Of note, we 
observed that S1P1 expression increased HIV-1 replication. Here we analyzed the 
mechanism responsible for this effect and tested S1P1 agonists as LRA.
Methods: Hela cells were transduced using HIV-1-derived vectors. HIV production 
was monitored by measuring gag p24 concentration in the culture supernatant. p65 
NFkB nuclear translocation was monitored by immunofluorescence. Luciferase ac-
tivity was quantified using a commercial kit.
Results: In Hela cells stably transfected with a luciferase gene driven by HIV-1 LTR, 
S1P1 but not LacZ transduction induced luciferase production. This effect was fur-
ther increased in the presence of the S1P1 agonist SEW2871, indicating that S1P1 
signaling results in LTR activation. Transfection of a luciferase gene driven by a wild-
type LTR, but not by an NFkB binding site-deleted LTR, into Hela cells transduced 
with S1P1 induced luciferase production, indicating that NFkB is involved in this 
phenomenon. Accordingly, S1P1 expression in MT4 cells activated p65 NFkB, and 
increased the production of an X4 HIV-1 strain, as long as the LTR of this strain 
contained intact NFkB binding sites. 
Finally, S1P1 and SEW2871 induced HIV-1 production by peripheral blood and 
lymph node mononuclear cells latently infected in vitro (112 ± 94 and 26 ± 21 pg 
of p24/mL produced by PBMC after 9 days in presence or absence of SEW2871, 
respectively, p = 0.027).
Conclusions: S1P1 activation, induced by the presence of S1P in the culture medium 
and reinforced by S1P1 agonists, induces HIV-1 genome expression via NFkB acti-
vation. The effect of S1P1 agonists need to be further tested ex vivo on HIV-1 reser-
voir cells and in combination with other LRA, inasmuch as the S1P1 ligand FTY720 
is already used in multiple sclerosis. We have identified two other GPCR presenting 
with the same characteristics. 

WEPEA0210
Monocyte co-culture can reverse pre-activation but not  
post-activation latency
S.D. Rezaei, H.K. Lu, A. Rhodes, R.M. Van der Sluis, S.R. Lewin, P.U. Cameron 
The Peter Doherty institute, Microbiology and Immunology, Melbourne, Australia 
Presenting author email: simin.rezaei@unimelb.edu.au

Background: The “Shock and kill” strategy aims to activate and eliminate latently 
infected cells, but not all intact latent viruses are induced, even with potent mitogen 
or T-cell receptor stimulation. T-cell activation and virus expression from latency 
may not be directly linked and other stimuli required to activate HIV expression. 
We hypothesized that responses to latency-reversing agents (LRA) depend on how 
latency is established and tested virus activation in two models of HIV latency.
Methods: Latency was established in primary CD4+ T-cells using X4 tropic, nef-
competent, enhanced green fluorescent protein (EGFP)virus following 1] direct in-
fection of CCL19-treated resting CD4 (pre-activation latency) and 2] infection of 
naïve T-cells activated with antiCD3/28 (post-activation latency). EGFP-negative 
cells were sorted 5-7d post-infection and stimulated for 72hrs with Dimethyl sulf-
oxide (DMSO), allogeneic monocytes (mo, at a ratio of 1:10 to T-cells) +/- antiCD3 
(20µg/ml), antiCD3/28 and other LRAs. EGFP expression and T-cell proliferation 
using cell proliferation dye were measured by flow cytometry. Wilcoxon matched 
pairs signed-rank test was used for comparisons.
Results: At 5-7d post-infection there were more productively infected cells 
(EGFP+ cells) in the post-activation compared to pre-activation model (74 and 
144 EGFP+/104 cells, p< 0.0001, n=8). In the pre-activation latency model, EGFP 
expression was induced from latency following stimulation with mo/antiCD3 and 
antiCD3/28 compared to DMSO (43, 22 and 3 EGFP+ cells/104 cells respectively, 
p< 0.001). In the post-activation latency model, the addition of antiCD3/28 but 
not mo/antiCD3 increased the mean number of EGFP+ cells compared to DMSO 
(145, 15, 22 EGFP+ cells/104 cells respectively, p< 0.001). The magnitude of EGFP 
expression post-stimulation correlated with T-cell proliferation in the pre-activation 
latency (r=0.34, p=0.003) but not the post-activation latency model (r=0.05, 
p=0.72). Following LRA (panobinostat, romidepsin, JQ1) stimulation, an increase 
in EGFP expression compared to DMSO was observed in the pre-activation latency 
model (8, 16, 6 and 3 EGFP+ cells/ 104 live cells respectively, p< 0.01, n=4-5, paired 
student t-Test).
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Conclusions: Multiple stimuli can reverse latency in a pre-activation model of la-
tency, which differs from a post-activation latency model. The pathway by which 
latency is established is linked to the efficacy of specific latency reversal strategies. 

WEPEA0211
The activation of NF-kB and the subsequent transcription of 
latent HIV-1 in resting CD4+ T cells is the direct consequence 
of MVC binding to CCR5
N. Madrid-Elena1, L. García-Bermejo2, J. García-Pérez3, M.R. López-Huertas1,  
C. Gutierrez1, N. González3, A. Díaz-De Santiago4, S. Serrano-Villar1, F. Dronda1,  
B. Sastre-Turrión5, J. Alcamí3, B. Hernández-Novoa1, S. Moreno1 
1Hospital Universtario Ramón y Cajal, Infectious Diseases, Madrid, Spain, 2Hospital 
Universitario Ramón y Cajal and IRYCIS, Grupo de Biomarcadores y Dianas 
Terapéuticas, Madrid, Spain, 3National Center of Microbiology, Instituto de Salud 
Carlos III, AIDS Immunopathology Unit, Majadahonda, Spain, 4Hospital Puerta de 
Hierro, Majadahonda, Spain, 5IIS-Fundación Jiménez Díaz, Immunology Department, 
Madrid, Spain 
Presenting author email: smguillen@salud.madrid.org

Background: We have shown that maraviroc (MVC) reactivates latent HIV-1 in 
resting CD4+ T cells in patients who received 10 days MVC, added to a stable an-
tiretroviral regimen, through activation of NF-kB. To elucidate the mechanism of 
NF-kB activation by MVC, we have evaluated in an in vitro model if MVC could be 
acting as a partial CCR5-agonist, with no other mechanisms or pathways involved.
Methods: We used HeLa P4C5 cells, which stably express CCR5. Cells were 
seeded for 2, 6, 12, 24 and 48h in the absence or presence of MVC (5, 10, 20 and 
40mM). NF-kB activation was detected by ELISA. The functionality of NF-kB was 
analysed by measuring the differential target gene expression by real-time PCR. 
As controls, we used TAK-779, a CCR5 antagonist, and PMA, a positive control 
of NF-kB activation. To check if the activation of the NF-kB signalling pathway is 
due to the binding of MVC to CCR5, HeLa cells, which do not express CCR5, were 
treated with MVC.
Results: NF-kB activation was observed after 2 and 6h of MVC treatment at all 
the concentrations tested in HeLa P4C5. We did not detect activation of NF-kB 
at 12, 24 and 48h at any of the concentrations included. The greatest increase in 
NF-kB activation levels was observed in the presence of MVC in HeLa P4C5 at 2h, 
with the maximum peak being induced with 5mM MVC. This significant increase in 
NF-kB was also observed at 6h in the presence of 5mM MVC. NF-kB activation 
was not detected in the presence of TAK-779. No activation of NF-kB was found 
in HeLa at any of the concentrations and times tested, with the exception of PMA. 
The expression of the target genes was in agreement with the activation observed 
in NF-kB.
Conclusions: This in vitro study suggests that MVC-induced latency reversal of 
HIV-1 is mediated by MVC binding to CCR5, acting as a partial agonist, and the 
subsequent downstream signalling. Taking altogether, the information from the 
previous clinical trials and this confirmatory mechanistic in vitro study provides a 
strong background for MVC to be used as a latency reversal agent. 

WEPEA0212
Antiretroviral drug transporters and metabolic enzymes 
expressed in the testes could potentially contribute to low  
tissue drug concentrations and HIV-1 persistence
S.-K. Whyte-Allman1, Y. Huang1, M.T. Hoque1, M.-A. Jenabian2, V. Kishanda3,  
N. Sheenan4, P. Brassard5, M. Belanger5, N. Chomont6, C. Fletcher7, J.-P. Routy3,  
R. Bendayan1, The Orchid Study Group 
1Leslie Dan Faculty of Pharmacy, University of Toronto, Pharmaceutical Sciences, 
Toronto, Canada, 2Universite du Quebec a Montreal, Biological Sciences, Montreal, 
Canada, 3McGill University Health Centre, Chronic Viral Illness, Montreal, Canada, 
4McGill University Health Centre, Quebec Antiretroviral Therapeutic Drug Monitoring 
Program, Montreal, Canada, 5Metropolitan Centre of Plastic Surgery, Montreal, 
Canada, 6University of Montreal Hospital Research Centre, Montreal, Canada, 
7University of Nebraska Medical Centre, Nebraska, United States 
Presenting author email: r.bendayan@utoronto.ca

Background: Human immunodeficiency virus (HIV-1) is capable of persistent in-
fection in the testis, where inadequate ARV penetration could be due in part to the 
functional expression of drug efflux transporters at the blood-testis barrier (BTB). 
In this study, we characterized the expression and localization of drug transport-
ers and metabolic enzymes in human testes and quantify antiretroviral drug (ARV) 
concentrations in HIV-infected testicular tissue. Since ligand-activated transcrip-
tion factors (i.e., nuclear receptors) are known to induce the functional expression 
of drug transporters and metabolic enzymes in various tissues, we also investigated 

the regulation of ATP-binding cassette (ABC) efflux transporters expressed at the 
BTB by pregnane X receptor (PXR) and constitutive androstane receptor (CAR).
Methods: mRNA and protein expression of the ABC and solute carrier (SLC) 
transporters, CYP450 metabolic enzymes, and nuclear receptors were evaluated 
in testicular tissue obtained during gender reassignment surgery from uninfected 
(n=8) and HIV-1 infected (n=5) individuals on ARV therapy, by qPCR analysis and 
western blotting respectively. Localization of transporters and metabolic enzymes 
was determined by confocal microscopy. ARV concentrations in testicular tissue 
or plasma were quantified by LCMS/MS. TM4 Sertoli cells, a continuous cell line 
representing the mouse BTB, were exposed to nuclear receptor ligands and target-
ing siRNA. The mRNA and protein levels of efflux transporters were quantified in 
these cells to determine their regulation.
Results: Expression and localization of ABC (P-gp, BCRP, MRPs) and SLC (OATP, 
OAT, OCT, CNT, ENT) transporters, as well as CYP3A4 and CYP2D6 were con-
firmed in human testes. Several ARVs that are known substrates for ABC trans-
porters displayed low testicular tissue concentration. Nuclear receptors, PXR and 
CAR, were also expressed in human testicular tissue and TM4 mouse Sertoli cells 
and mediated the induction of P-gp, BCRP and MRP4 at the BTB.
Conclusions: Our findings suggest that drug transporters, metabolic enzymes and 
nuclear receptors involved in ARV disposition are present in the testes, and could 
limit ARV tissue penetration in HIV-1 infected individuals; this could potentially 
contribute to persistent HIV-1 infection and formation of a viral sanctuary in this 
tissue. 

WEPEA0213
Blood CXCR3+ CD4 T cells are enriched in inducible  
replication competent HIV
R. Banga1, F. Procopio1, M. Cavassini2, G. Pantaleo1,3, M. Perreau1 
1Lausanne University Hospital, Lausanne, Switzerland, 2Lausanne University Hospital, 
Infectious Diseases, Lausanne, Switzerland, 3Swiss Vaccine Research Institute, 
Lausanne, Switzerland 
Presenting author email: riddhima.banga@chuv.ch

Background: We recently demonstrated that Lymph node (LN) PD-1+/T follicular 
helper (Tfh) cells from anti-retroviral therapy (ART) treated HIV-infected indi-
viduals were enriched in cells containing replication competent virus. However, the 
distribution of cells containing inducible replication competent virus has been only 
partially elucidated in blood memory CD4 T-cell populations.
Methods: We have investigated the distribution of 1) total HIV-1 infected cells by 
Alu PCR and 2) cells containing replication competent HIV using virus outgrowth 
assay (VOA) within blood memory CD4 T-cell populations defined by chemo-
kine receptor expression i.e CXCR3+CXCR5- (Th1), CXCR3-CXCR5+ (cTfh), 
CXCR3+CXCR5+ (Th1 cTfh), CCR4+CCR6- (Th2), and CCR4+CCR6+ (Th17) cells 
in ART treated (0.1-8.2 years) aviremic (< 20 HIV RNA copies/ml) individuals 
(N=15).
Results: No significant differences in the frequency of integrated HIV DNA in the 
different memory CD4 T-cell populations were found (P>0.05) However, Th1 cells 
were significantly enriched in cells containing replication competent virus as com-
pared to any other blood CD4 T-cell population (P< 0.05). The mean frequency 
of Th1 cells containing inducible replication competent virus was about 13 cells per 
million as assessed by RNA-Unit Per Million. Blood Th1 cells were also the largest 
contributor (54%) to the total pool of blood HIV-infected cells containing repli-
cation competent virus in the cohort. Interestingly, the fraction of HIV provirus 
induced by VOA was higher in Th1 cells as compared to any other blood CD4 T-cell 
subpopulations, suggesting that Th1 cells contained either more intact or more 
inducible provirus. Of note, blood CD4 T-cell populations were not significantly 
different in terms of
1) level of activation as assessed by HLA-DR or Ki-67 expression, 
2) CCR5 and CXCR4 HIV co-receptor expression and 
3) SAMHD1 HIV restriction factor expression (P>0.05). 
However, both Th1 and cTfh cells were significantly enriched in PD-1 expressing 
cells as compared to Th2 and Th17 (46% and 42%, respectively) (P< 0.05), but only 
the levels of HIV RNA of Th1 VOA culture supernatants directly correlated with 
the frequency of PD-1 expression on Th1 cells (P< 0.05).
Conclusions: Taken together, these results indicate that blood Th1 cells represent 
the major blood compartment containing inducible replication competent virus in 
treated aviremic HIV-infected individuals. 
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WEPEA0214
Latency reversing agents induce differential responses in 
distinct memory CD4+ T cell subsets in virally suppressed 
individuals
M. Pardons, R. Fromentin, A. Pagliuzza, N. Chomont 
Centre de Recherche du CHUM and Université de Montréal, Department of 
Microbiology, Infectiology and Immunology, Montreal, Canada 
Presenting author email: remi.fromentin@umontreal.ca

Background: HIV primarily persists in three subsets of memory CD4+ T cells 
[central (Tcm), transitional (Ttm) and effector (Tem) cells]. Given their functional 
differences, we hypothesized that HIV latency results from different mechanisms 
in these three memory subsets and that distinct reactivation strategies might be 
needed to simultaneously reactivate latent HIV in all cellular reservoirs.
Methods: Histone acetylation (H3K9, H4K5/8/12/16), active NF-κB (pS529), and 
active P-TEFb (pS175 CDK9) were measured by flow cytometry in Tcm, Ttm and 
Tem from virally suppressed individuals. We tested the ability of latency reversing 
agents (HDACi, NF-κB inducers, P-TEFb inducers) at modulating these factors in 
each subset. HDACi uptake in all the subsets was assessed by LC-MS/MS analysis.
Results: Baseline levels of acetylated H4 were higher in Tem (p<0.05) when 
compared to Tcm and Ttm, whereas no significant differences in baseline levels of 
acetylated H3 were noted. pNF-κB levels were maximal in Tcm and decreased with 
the differentiation stage (Tcm>Ttm>Tem, p<0.05), whereas baseline pCDK9 levels 
tended to be higher in Ttm. 
Dose responses with a panel of LRAs revealed that vorinostat was more potent at 
acetylating histones in Tcm than in Tem (median EC50 for H3 and H4: 534 VS 
938nM and 502 VS 955nM, respectively), whereas romidepsin was more potent 
at acetylating histones in Tem than in Tcm (median EC50 for H3 and H4: 15,6 VS 
8,6nM and 11,3 VS 7,6nM; respectively). 
Of note, HDACi uptake was similar between the subsets. Fold increases at the top 
plateau showed that NF-κB inducers (bryostatin, prostratin, ingenol) increased 
NF-κB phosphorylation with a higher efficacy in Tcm (p≤0.0002 for all inducers). 
P-TEFb inducers (JQ-1, I-BET) had no significant effect on CDK9 phosphoryla-
tion, while bryostatin and ingenol readily induced CDK9 phosphorylation, particu-
larly in Tem.
Conclusions: Our results indicate that the baseline levels of cellular factors involved 
in HIV latency differ between the memory CD4+ T cell subsets that serve as res-
ervoirs for HIV during ART. Importantly, LRAs exert different activities in distinct 
cellular reservoirs, suggesting that their anti-latency activities may be subset-re-
stricted. 

WEPEA0215
A novel strategy to circumvent cytokine release associated  
with HIV latency reversal
A. Spivak1, E. Larragoite1, M. Coletti1, A. Macedo2, L. Martins1, A. Bosque2,  
V. Planelles1 
1University of Utah, Salt Lake City, United States, 2George Washington University, 
Washington, United States 
Presenting author email: vicente.planelles@path.utah.edu

Background: Antiretroviral therapy (ART) does not cure HIV-1 infection due to 
the persistence of replication-competent proviruses in long-lived resting T cells. 
Strategies to target these latently infected cells will be necessary to eradicate HIV-
1 in infected individuals. Protein kinase C (PKC) activation is a promising pathway 
to reactivate latent proviruses and allow for recognition and clearance of infected 
cells by the immune system. Ingenol derivatives are PKC agonists that reliably in-
duce latency reversal ex vivo. PKC agonists, including ingenols, can induce pro-
inflammatory cytokine release and T cell activation. These undesirable properties 
have precluded consideration of PKC agonists as candidate latency reversal agents 
to date. 
We hypothesized that a kinase inhibitor combined with an ingenol compound could 
decrease PKC-induced pro-inflammatory cytokine release without affecting laten-
cy reversal. This strategy could allow PKC agonists, including ingenol compounds, 
to be safely tested in pilot HIV-1 eradication trials.
Methods: We performed an in vitro screen of kinase inhibitors to identify com-
pounds that could decrease pro-inflammatory cytokine release induced by ingenol 
derivatives. Hits were defined as compounds that reduced interleukin-6 (IL-6) by 
four-fold or greater without altering cell viability compared to cells exposed to in-
genol alone. We subsequently tested one screening hit, the FDA-approved Janus 
Kinase (JAK) inhibitor ruxolitinib, with regard to cytokine release and latency re-
versal in the presence of ingenol compounds using cells obtained from HIV-positive 
participants ex vivo.
Results: Kinase inhibitor screening identified several candidate hits that attenuated 
ingenol-induced IL-6 release. Ex vivo exposure to ruxolitinib, a selective inhibitor 
of JAK1 and 2, significantly reduced release of pro-inflammatory cytokines but did 

not impair latency reversal induced by ingenol-3,20-dibenzoate in cells from HIV-1 
positive donors on ART. In addition, Ruxolitinib did not induce T cell activation or 
apoptosis.
Conclusions: Ingenol-3,20-dibenzoate reactivates latent HIV-1 to levels similar to 
positive control (T cell receptor stimulation) and induces release of pro-inflamma-
tory cytokines ex vivo. Ruxolitinib, an FDA-approved JAK inhibitor, reduced pro-
inflammatory cytokine release by >90% but did not diminish latency reversal in-
duced by ingenol. PKC activation combined with JAK inhibition represents a novel 
HIV-1 eradication strategy that merits in vivo evaluation. 

WEPEA0216
Early initiation of long-term ART may favor interventions  
to eradicate HIV: analysis of cell turnover and persistent HIV 
reservoir in distinct CD4+ T cell subpopulations in suppressed 
HIV disease
C. Bacchus-Souffan1, M. Fitch2, M. Abdel-Mohsen3, R. Hoh4, H. Ahn1,  
F.M. Hecht4, J.N. Martin4, S.G. Deeks4, T. Liegler5, P.W. Hunt4,  
M.K. Hellerstein2, J.M. McCune1 
1University of California, Department of Medicine, Division of Experimental Medicine, 
San Francisco, United States, 2University of Berkeley, Department of Nutritional 
Sciences and Toxicology, Berkeley, United States, 3University of California, Laboratory 
Core Virology, San Francisco, United States, 4University of California, Department of 
Medicine, Zuckerberg San Francisco General Hospital, San Francisco, United States, 
5Laboratory Core Virology, University of California, San Francisco, San Francisco, 
United States 
Presenting author email: charline.souffan@gmail.com

Background: HIV persistence during antiretroviral therapy (ART) is predictably 
dependent upon the relative turnover of CD4+ T cell subpopulations harboring 
HIV genomes. We present here an analysis of the in vivo turnover and HIV content 
of various CD4+ T cell subpopulations as a function of the time of initiation and 
duration of suppressive ART.
Methods: We enrolled 24 participants treated either within 3 months or after 12 
months of infection and for <3 years or >7 years. Using established labelling tech-
niques, we measured CD4+ T cell turnover based on in vivo incorporation of deu-
terium into genomic DNA in sort-purified HLADR-negative CD4 T naïve (TN), 
stem-cell memory (TSCM), central-memory (TCM), transitional-memory (TTM), 
effector-memory (TEM), and effector (TEMRA) cells, after oral administration of 
deuterated water. We also quantified integrated HIV-DNA (Int-DNA) and cell-
associated HIV-RNA (caRNA).
Results: Overall, the half-life of CD4+ T-cell subpopulations decreased significant-
ly with increasing maturation status (p<0.04), except for TEMRA. A shorter cel-
lular half-life was associated with higher levels of Int-DNA and caRNA content (r= 
-0.53, p<0.0001), with enrichment of virus in shorter-lived subpopulations, e.g., 
TEM, TTM, and TCM (p<0.019). Compared to delayed ART, early ART initiation 
was associated with longer half-lives for TSCM, TCM, TTM, and TEM and decreased 
Int-DNA levels within TTM (p<0.037). Long-term ART was associated with a lon-
ger half-life and lower levels of Int-DNA within TTM (p<0.033), and a lower relative 
contribution of infected TSCM and TEMRA to the total HIV reservoir (p<0.038), 
compared to short-term ART.
Conclusions: We conclude that HIV persistence in CD4+ T cells can be maintained 
within two subpopulations with markedly different characteristics: most of the res-
ervoir is composed of relatively short-lived differentiated cells that proliferate at a 
high rate while a smaller portion persists within less-differentiated cells that survive 
for longer periods of time. Notably, long-term maintenance of early ART is associ-
ated with a lower contribution to the reservoir load within these latter long-lived 
subpopulations, and may accordingly favor interventions to eradicate HIV.

Median [IQR] for 
all 24 participants TN TSCM TCM TTM TEM TEMRA

Half-life (days) 933 
[715-1181]

157 
[129-196]

128 
[104-147]

100 
[94-126]

88 
[71-127]

249 
[207-300]

Integrated 
HIV DNA 

(copies/million cells)
28 [8-145] 161 

[42-420]
290 

[66-1343]
770 

[154-2510]
838 

[257-3029]
205 

[32-973]

Contribution to the 
reservoir (%)

5 
[2-16]

0.6 
[0.3-1.3]

34 
[17-46]

27 
[17-33]

20 
[10-28]

2 
[1-7]

Cell-associated 
HIV RNA 

(copies/million cells)

29 
[12-105]

183 
[60-578]

590
 [91-2533]

1313 
[159-4124]

2729 
[222-4871]

644 
[98-3992]

[HOPE]
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WEPEA0217
Replication competent HIV reservoirs resist elimination by 
CTLs and potent combinations of latency-reversing agents
S.-H. Huang1, A.S. Thomas2, Y. Ren1, S. Mueller3, S. Karandish1, A. Ward1,  
D. Chan1, C. Kovacs4, E. Benko4, H. Wong5, E. Jeng5, B.D. Walker3,6, R.B. Jones1 
1George Washington University, Microbiology, Immunology, and Tropical Medicine, 
Washington, United States, 2Boston University, Boston, United States, 3Ragon 
Institute of MIT, MGH and Harvard, Cambridge, United States, 4Maple Leaf Medical 
Clinic, Toronto, Canada, 5Altor Bioscience Corporation, Miramar, United States, 
6Howard Hughes Medical Institute, Chevy Chase, United States 
Presenting author email: huang61288@gmail.com

Background: Primary-cell models of HIV latency are often used in HIV cure 
studies. However, these models may not reflect the full complexity of natural vi-
ral reservoirs. Here, we investigate whether the “shock-and-kill” paradigm (utiliz-
ing immune effectors, in combination with latency-reversing agents (LRAs)), can 
drive reductions in natural HIV reservoirs. CD4+ T-cells, from HIV+ donors on 
long-term ART, were treated with LRAs and autologous HIV-specific CTL clones 
targeting non-escaped epitopes, then assessed for decreases in total and inducible 
provirus.
Methods: HIV-specific CTL clones targeting known HIV epitopes were isolated 
from ARV-treated subjects by limiting dilution; killing activities were confirmed 
by flow cytometric assays. We tested the abilities of these CTLs to reduce viral 
reservoirs in an HIV eradication assay, using the following LRAs and immunothera-
peutics either singly or in combination: HDACi’s, bryostatin, JQ1, IL-15SA, Pam-
3CSK4, anti-PD-1, anti-hTim3, or PMA/Ionomycin. Resting CD4+ T-cells were 
co-cultured with LRAs and CTLs for 4 days with ARVs, then isolated and assessed 
for activation/memory phenotypes, and measured for cell-associated HIV DNA 
(ddPCR) and inducible HIV by quantitative viral outgrowth assay (QVOA).
Results: Most combinations of LRAs with HIV-specific CTL saw significant de-
creases in cell-associated HIV DNA, with PMA/Ionomycin or bryostatin treat-
ed conditions achieving the greatest effects (up to 50% reductions, p< 0.01). 
Critically, reductions in HIV DNA were not reflected by measurable reductions of 
inducible virus, regardless of the CTL/LRA combination used (powered to detect 
>2-fold reductions with 95% confidence). CTL combinations with PMA/ionomycin, 
also failed to deplete the viral reservoir. Additionally, CTLs degranulated (CD107a) 
in response to autologous activated CD4+ T-cells that were infected with virus from 
positive QVOA wells, ruling out a role for immune escape.
Conclusions: This HIV eradication assay utilizes highly functional CTLs that target 
non-escaped epitopes, and overcomes latency with potent combinations of LRAs 
and immunotherapeutics. Even after maximal activation with PMA/Ionomycin, 
CTLs failed to reduce the viral reservoir. These data suggest the existence of ad-
ditional, previously unknown, barriers to CTL-mediated reservoir elimination. Our 
recent experiments indicate that Nef-mediated downregulation of MHC-I, may 
limit CTL action against the intact-inducible reservoir. Discerning and solving these 
novel barriers is key to successful shock-and-kill interventions. 

WEPEA0218
4-Deoxyphorbol derivatives as new drug candidates for  
“Shock and Kill” therapy with strong activity against HIV-1
H.E. De La Torre Tarazona1, L.M. Bedoya del Olmo1,2, M. Beltrán1, L.F. Nothias3,  
J. Paolini4, M. Litaudon3, J. Alcamí Pertejo1 
1Instituto de Salud Carlos III, AIDS Immunopathology Unit, Madrid, Spain, 
2Universidad Complutense de Madrid, Pharmacology Department, Madrid, Spain, 
3Centre National de la Recherche Scientifique, Institut de Chimie des Substances 
Naturelles, Paris, France, 4University of Corsica, Laboratoire de Chimie de Produits 
Naturels, Corte, France 
Presenting author email: erick2388@hotmail.com

Background: Antiretroviral therapy (ART) cannot eliminate HIV infection due to 
the persistence of HIV in latently infected cells in the blood and lymphoid organs. 
Viral reactivation has been proposed as ART adjuvant therapy to eradicate viral res-
ervoirs. To achieve this goal, a new generation of drugs termed “Latency Reversal 
Agents” (LRA) displaying high potency and low toxicity is needed.
Methods: Anti-HIV-1 and LRA activity of 4-deoxyphorbols were evaluated in vitro 
in MT-2 cells and human PBMCs using a recombinant virus assay. Receptor ex-
pression was evaluated by single-, double- or three-color immunophenotyping in 
a FACScalibur flow cytometer. HIV reservoir reactivation activity was evaluated 
in a resting PBMCs based latency model. Pathways involved in the mechanism of 
action of 4dPE-A were studied by pharmacological inhibition of different isoforms 
of PKCs and MEK kinases and SAMHD1 phosphorylation was assessed by western 
blot.
Results: In an initial screening of 4-deoxyphorbols one of them, 4dPE-A, showed 
the strongest antiviral activity with an IC50 of 3 nM in infection with X4-tropic 
HIV-1 in MT-2 cells and 0.3/0.2 nM in infections with X4/R5 tropic HIV-1 in IL-2 

preactivated PBMCs. Specificity index was >10000, and no long-term toxicity was 
observed in PBMCs even 2 weeks after treatment. The compound was active at 
different steps of the HIV cycle:
(1) 4dPE-A induced the internalization of CD4, CXCR4 and/or CCR5 lymphocyte 
receptors and this activity was independent of PKCs and MEK.
(2) As, LRA 4dPE-A was able to trigger NF-kB activity and viral transcription in 
HIV-1 transfected MT-2 cells and PBMCs at concentrations as low as 10nM. This 
activity was strongly dependent on the activation of PCK-theta isoform and MEK 
and thus, different pathways would be involved in 4dPE-A action.
(3) Finally, 4dPE-A induced SAMHD1 phosphorylation in resting PBMCs.
Conclusions: 4dPE-A is a novel compound with a potent dual activity in the HIV 
replication cycle, both as a viral entry inhibitor and viral reservoir reactivator. 4dPE-
A represents a LRA candidate that could be further developed as ART adjuvants to 
achieve a functional cure in HIV-1 infected people. 

WEPEA0219
Stress increases HIV transcription in HIV-infected individuals 
on antiretroviral therapy: implications for biomarkers of HIV 
persistence
R. Hecht1, P. Moran1, W. Mendes1, L. Cockerham2, W. Hartogenesis1,  
P. Bacchetti1, J. Chang3, P. Cameron3,4, S. Deeks1, S. Lewin3,4 
1University of California, San Francisco, United States, 2Medical College of Wisconsin, 
Milwaukee, United States, 3The University of Melbourne, The Peter Doherty Institute 
for Infection and Immunity, Melbourne, Australia, 4The Alfred Hospital, Department of 
Infectious Diseases, Melbourne, Australia 
Presenting author email: sharon.lewin@unimelb.edu.au

Background: Cell-associated unspliced (CA-US) HIV RNA is a measure of tran-
scriptionally active cells and is an important biomarker for quantifying the efficacy 
of latency reversing agents (LRAs). We recently observed that CA-US RNA levels 
may vary due to stress, circadian rhythms, or both. We performed an experimental 
clinical study aimed at defining the impact of stress on HIV RNA production in 
individuals on antiretroviral therapy (ART).
Methods: Participants were on ART with plasma HIV RNA < 50 copies/ml for > 
3 years. All participants underwent a Trier Social Stress Test (TSST), a procedure 
in which participants are asked to give a speech and perform a math task before an 
audience that provides no positive verbal or non-verbal feedback. On the TSST day, 
we obtained blood before and 30 and 65 minutes after the stress tasks. Salivary 
cortisol was also quantified. We used physiological monitoring to measure autono-
mous nervous system activity: 
(1) respiratory sinus arrhythmia (RSA), a measure of parasympathetic activity, with 
lower values indicating less parasympathetic tone; and 
(2) pre-ejection period (PEP) for sympathetic activity, with lower numbers indi-
cating greater sympathetic tone. On a control day in the absence of the TSST, the 
identical tests were performed.
Results: Mean cortisol levels immediately post-stressor were 9.63 nmol/L on the 
TSST day and 4.87 on the control day (n=25; P=0.0003), and RSA and PEP both 
declined significantly during the stress tasks. There was an estimated 1.49-fold in-
crease in CA-US RNA at the TSST visit relative to the control day (95%CI: 1.15 to 
1.93-fold increase, p=0.002). HIV DNA did not change significantly. Decreases 
in PEP predicted increased CA-US HIV RNA during the TSST (rho=-0.59, 
P=0.002).
Conclusions: Psychological stress induces an increase in CA-US HIV RNA in a 
range that would be considered significant in clinical trials of LRAs and needs to 
be considered in clinical study design. The increase is likely to be related to sympa-
thetic nervous system enhancement of HIV transcription, which is consistent with 
prior data indicating sympathetic activation may enhance HIV replication. Further 
understanding of the mechanisms involved may reveal new targets for inducing the 
latent HIV reservoir. 
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WEPEA0220
HIV-1 Nef blockade improves the immune recognition  
and clearance of primary latently HIV-1-infected CD4 T cells  
by autologous CD8 T cells
S. Mujib1, A. Saiyed2, S. Fadel2, A. Bozorgzad2, N. Aidarus2, E. Yue2, E. Benko3,  
C. Kovacs2,3, T. Smithgall4, L. Emert-Sedlak4, M. Ostrowski1,2,5 
1University of Toronto, IMS, Toronto, Canada, 2University of Toronto, Medicine, 
Toronto, Canada, 3Maple Leaf Medical Clinic, Toronto, Canada, 4University of 
Pittsburgh, Microbiology and Molecular Genetics, Pittsburgh, United States, 5St. 
Michael’s Hospital, Keenan Research Centre for Biomedical Science, Toronto, Canada 
Presenting author email: shariqm@gmail.com

Background: Eradication of the HIV-1 latent reservoir represents the current ob-
stacle towards the development of a cure for AIDS. Latently infected cells persist 
by effectively evading HIV-specific CD8 T cells that are critical for control of HIV-
1 infection. One strategy employed by the virus to promote immune evasion from 
CD8 T cells is the downregulation of MHC-I from the surface of infected cells me-
diated by the HIV-1 Nef protein. Indeed, Nef transcripts and protein are detectable 
in the PBMCs of individuals on suppressive HAART indicating that Nef expression 
in latently infected cells plays a key role in viral persistence. Thus, we hypothesized 
that Nef blockade would restore optimal CD8 T cell mediated immune surveillance 
and result in the elimination of latently infected CD4 T cells.
Methods: In a proof-of-concept study, we have tested a single dose of four recently 
characterized small molecule inhibitors of HIV-1 Nef: DQBS (diaminoquinoxaline 
benzenesulfonamide), B9 (diphenylpyrazolyldiazene scaffold) and next-gen B9 
analogs JZ-96-21 and JZ-97-21, in an in vitro primary CD4 T cell latency model. 
We cocultured Nef inhibitor treated latently infected CD4 T cells with autologous 
HIV-peptide expanded CD8 T cells and measured CD8 T cells’ ability towards im-
mune recognition and elimination of latently infected targets
Results: Three out of four compounds significantly enhanced the recognition of 
latently infected CD4 T cells by autologous CD8 T cells (p< 0.05) relative to con-
trol in an IFN-γ release assay. Importantly, Nef blockade by each of the inhibitors 
facilitated significantly greater elimination of latently HIV-1 infected CD4 T cells 
by HIV-peptide expanded CD8 T cells (p< 0.05) as measured by viral outgrowth as-
says quantitating HIV-Gag p24 via ELISA and flow cytometry following coculture.
Conclusions: We demonstrate for the first time, using primary T cells, that Nef 
blockade, in combination with HIV-specific CD8 T cell expansion, might be a fea-
sible strategy to target and eradicate the HIV-1 latent reservoir. Our study sets the 
precedent to test Nef inhibitors for future in vivo studies geared towards a cure. 

WEPEA0221
Panobinostat distribution in rhesus macaque lymph nodes 
following anti-latency therapy
E. Rosen1, N. White1, C. Sykes1, L. Adamson2, M. Mathews1, Y. Fedoriw1, P. Luciw2, 
A. Kashuba1 
1University of North Carolina at Chapel Hill, Chapel Hill, United States, 2University of 
California, Davis, United States 
Presenting author email: eli@unc.edu

Background: Panobinostat (Pano), a potent HDAC inhibitor, may act as a latency 
reversing agent within tissue reservoirs. We have characterized the spatial distribu-
tion of Pano in RT-SHIV+ rhesus macaques (RM) receiving HAART to evaluate 
penetration into key tissues using a novel approach to mass spectrometry imaging 
(MSI).
Methods: 3 RT-SHIV+ RM were administered 44-weeks of HAART with biweekly 
Pano (0.667 mg/kg (n=2) and 2.0 mg/kg (n=1) for 3 weeks prior to necropsy. 2 
control animals on HAART were also sacrificed at week 47. MSI of snap frozen 
cryosections (10µm) of lymph nodes (LN) were analyzed using an infrared matrix-
assisted laser desorption electrospray ionization (IR-MALDESI) source. Response 
was calibrated by standards on blank tissue, with 88 fg/voxel limit of detection 
(LOD). Serial sections of tissue were stained for immunohistochemistry (IHC: 
PD-1, CD3, and CD4 expression), and analyzed by LC-MS/MS (LOD=0.01 ng/ml 
homogenate) to validate MSI results.
Results: MSI revealed that LN Pano concentrations (LC-MS/MS: 206±34 ng/g) 
were distributed heterogeneously in tissue (Figure 1). Using IHC microscopy and 
in silico micro-dissection of MSI results, an estimated 45-68% of total Pano expo-
sure was localized in vasculature. Parenchymal Pano concentrations were estimated 
to be 86±33 ng/g (260nM, based on tissue density of 1.06 g/cm3), representing 
a 1.6 to 4-fold increase over plasma concentrations. Higher (3-fold) Pano dosing 
marginally increased Pano tissue homogenate concentrations (1.1-fold), but yielded 
1.6-fold higher penetration into parenchyma. While parenchymal Pano exceeded 
concentrations required for in vitro HIV activation (EC50=10nM, EC90=100nM), 
no difference was found in PD-1 expression intensity between Pano and control tis-
sues (6.1±2e5 and 6.5±0.6e5, respectively).

Conclusions: This study is the first to map the biodistribution of panobinostat in 
putative viral reservoir tissues following anti-latency therapy. Stimulating dormant 
virus out of latency requires adequate penetration into tissues where it resides, and 
IR-MALDESI MSI can provide key information to evaluate the efficacy of treat-
ment strategies.

[Localization of panobinostat in vascular regions of RM lymph node]

WEPEA0222
Vorinostat renders the replication-competent latent reservoir  
of HIV vulnerable to clearance by CD8 T cells
J. Sung1, M. Bednar2, S. Joseph2, K. Sholtis1, J. Kuruc1, C. Gay1, R. Swanstrom2,  
J. Nordstrom3, C. Bollard4, N. Archin1, D. Margolis1 
1UNC Chapel Hill, UNC HIV Cure Center, IGHID, Chapel Hill, United States, 
2UNC Chapel Hill, UNC Center for AIDS Research, Chapel Hill, United States, 
3MacroGenics, Rockville, United States, 4Children’s National Medical Center, 
Washington, United States  

Background: Latently HIV-infected cells are transcriptionally quiescent, and thus 
invisible to clearance by the immune system. We wished to demonstrate that the 
latency reversing agent (LRA) vorinostat induces a window of vulnerability in the 
latent HIV reservoir, defined as the triggering of viral protein antigen production 
sufficient in quantity and duration to allow for clearance of persisting infection.
Methods: We created a latency clearance assay, by modifying the quantitative viral 
outgrowth assay to allow the addition of immune effectors capable of clearing cells 
expressing viral antigen. A reduction in the recovery of replication-competent virus 
recovery following addition of immune effectors provides evidence that LRA expo-
sure leads to sufficient production of viral protein to allow detection and clearance 
of latent infection.
Results: The 14 participants studied were all suppressed for at least 2 years, with a 
median duration of suppression of 6 years (range 2-8.5) and a wide range of latent 
reservoir sizes as measured by the standard quantitative outgrowth assay (median 
0.57, range 0.04 to 2.30 infectious units per million resting CD4 T cells). Following 
a 6 hour exposure of resting CD4 T cells to 335nM of vorinostat, chosen to mimic 
physiologically achievable levels in vivo, the number of p24+ wells recovered as a 
percentage of total wells plated was significantly reduced when a variety of immune 
effectors were exposed to infected cells overnight, and then removed prior to the 
viral outgrowth step of the assay. Autologous CD8 cells (in some cases), autologous 
CD8 cells expanded in the presence of viral peptides (HXTCs, ref. Sung JID 2015), 
or autologous CD8 cells with bispecific antibody-derived molecules (Sung, JCI 
2015) all significantly reduced the recovery of replication-competent HIV from 
resting CD4+ T cells in the latency clearance assay.
Conclusions: We show that a pharmacologically relevant exposure to vorinostat in-
duces viral protein expression in resting CD4 T cells from antiretroviral suppressed, 
HIV-infected individuals, creating a window of vulnerability within this latent res-
ervoir. In ongoing clinical studies, we will seek evidence that clearance activity as-
sessed in this ex vivo assay using autologous HIV+ participant ś cell can predict in 
vivo responses. 
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WEPEA0223
HIV-1 Nef is required for efficient latency reversal in a  
T cell line
X.T. Kuang1, T.M. Markle1, M.A. Brockman1,2 
1Simon Fraser University, Burnaby, Canada, 2British Columbia Centre for Excellence  
in HIV/AIDS, Vancouver, Canada 
Presenting author email: xtk@sfu.ca

Background: Nef is a crucial accessory protein that enhances HIV pathogenesis, in 
part through evasion of host immune responses. Nef is reported to modulate T cell 
signaling events, which may alter cellular activation status, but Nef ’s contribution 
to the establishment and maintenance of viral latency remain elusive. To investigate 
this, we examined the reactivation efficiency of clonal CEM T cell lines latently 
infected with HIV strains encoding functional or defective Nef.
Methods: Latent CEM-A*02 (CLat) T cell clones were generated using NL4.3ΔEnv 
viruses encoding NefSF2GFP, NefG2AGFP, or NefNL4.3-IRES-GFP. The nef gene was 
subsequently disrupted in a selected CLat clone using CRISPR/Cas9. Viral reac-
tivation induced by TNFα, panobinostat or prostratin was assessed using flow cy-
tometry to measure GFP or intracellular Gag-p24 expression. Surface CD4 and 
HLA-A*02 expression was quantified following reactivation to confirm Nef func-
tion.
Results: A panel of CLat-NefSF2GFP [N=11] and CLat-NefG2AGFP [N=41] clones 
with low background GFP expression (< 10%) was generated. For all latency reversal 
agents tested, we observed that viral reactivation was generally poorer in clones 
encoding defective NefG2AGFP compared to those encoding wild-type NefSF2GFP. 
In particular, median fluorescent intensity of GFP was lower in reactivating CLat-
NefG2AGFP clones (GFPMFI=133 [IQR 112-151]) compared to CLat-NefG2AGFP 
clones (GFPMFI=375 [272-474]; p<0.0001). Additionally, CLat-NefG2AGFP clones 
were less responsive to stimulation using histone deactylase inhibitor (panobino-
stat) compared to CLat-NefSF2GFP clones (median [IQR] % GFP+ cells: 9 [7-12]% 
versus 48 [38-62]%; p<0.0001). To overcome potential bias associated with differ-
ences in DNA integration site between clones, we disrupted the Nef gene in a CLat 
clone encoding NefNL4.3-IRES-GFP. As expected, all Nef knockout clones (N=38] 
lacked the ability to downregulate CD4 and HLA-A*02. Knockout clones displayed 
variable reactivation profiles (85 [65-99]% GFP+ cells), but notably, the me-
dian fluorescent intensity of GFP was lower in Nef knockout clones (GFPMFI=157 
[118-229]) than in the parental clone (96% GFP+; GFPMFI=459±16), and fewer 
Gag-p24+ cells were observed.
Conclusions: These results suggest that HIV-1 Nef contributes to viral reactiva-
tion from latency. In addition to Nef ’s role in immune evasion, our data indicate 
that Nef can modulate the efficiency of viral reactivation in the context of latency 
reversal agents. 

WEPEA0224
IFITM1 targets HIV-1 latently infected cells for antibody 
dependent cytolysis
R.A. Saraiva Raposo, M. de Mulder Rougvie, D. Paquin-Proulx, P.M. Brailey,  
V.D. Cabido, P.M. Zdinak, A.S. Thomas, S.H. Huang, G.A. Beckerle, R.B. Jones,  
D.F. Nixon 
George Washington University, Microbiology, Immunology, and Tropical Medicine, 
Washington, United States 
Presenting author email: mdemulder@gwu.edu

Background: Antiretroviral therapy (ART) potently suppresses HIV-1, but viral 
eradication remains unachievable due to the persistence of reservoirs. Current 
eradication strategies rely on histone deacetylase inhibitors and related com-
pounds, in conjugation with ART, to reactivate and kill infected cells within the res-
ervoir. Components of intrinsic immunity, such as restriction factors possess potent 
anti-HIV-1 activities by interfering with the virus life cycle.
Methods: Using a well-established ex vivo model we generated latently infected 
CD4+ T-cells and identified IFITM1, a transmembrane antiviral factor, as being 
overexpressed in latently infected cells.
Results: We found that the expression of IFITM1 and SAMHD1 were 4-fold and 
2-fold increased, respectively, in resting latent cells when compared to reactivated 
cells. We also tested the capacity of NK cells to recognize and kill IFITM1-expressing 
cells by antibody-dependent cell-mediated cytotoxicity (ADCC). We detected 
significant killing of ACH-2 cells labeled with anti-IFITM1 antibody (79±4.5%), 
when compared to control (25±1.3%) and this was associated with a significant in-
crease (p=0.0286) in the frequency of IFN-γ+CD107a+ NK cells (1.345±1.3%).
Conclusions: Our results reveal an important and unreported finding that suggests 
a role for IFITM1 during HIV-1 latency. The efficient killing of latently infected cells 
through the engagement of an anti-IFITM1 antibody may shed light into new strat-
egies for the efficient eradication of latently infected cells. These novel insights 
could be explored to develop clinical therapeutic approaches to effectively eradi-
cate HIV-1. 

WEPEA0225
Early treatment of SIV+ macaques with an α4β7 mAb  
alters virus distribution and preserves CD4+ T cells in later 
stages of infection
P. Santangelo1, S. Byrareddy2, C. Cicala3, K. Ortiz4, D. Little4, S. Gumbar5,  
K. Jelicic3, C. Zurla1, F. Villinger6, A. Ansari4, A. Fauci3, J. Arthos3 
1Georgia Institute of Technology, Atlanta, United States, 2University of Nebraska, 
Omaha, United States, 3National Institute of Allergy and Infectious Disease, 
Laboratory of Immunoregulation, Bethesda, United States, 4Emory University School 
of Medicine, Atlanta, United States, 5Yerkes National Primate Center, Atlanta, United 
States, 6New Iberia Research Center, Louisiana, United States 
Presenting author email: jarthos@nih.gov

Background: SIV infected macaques treated with ART in combination with an anti-
α4β7 mAb controlled plasma viremia for up to two years following discontinuation 
of all therapy. The mechanism of control is unknown.
Methods: We employed whole body immuno-PET/CT imaging to detect the distri-
bution of virus and CD4+ T cells in treated animals both before and after therapy 
interruption. Flow cytometry and immunohistochemistry was used to confirm PET/
CT results.
Results: We were able to detect virus in various lymphoid and mucosal tissues in-
cluding gut in animals treated with either ART plus control IgG or ART plus anti-
α4β7 mAb. Anti-α4β7 mAb promoted a redistribution of virus, with a pronounced 
decrease in the large intestine. The reduction in viral replication in gut tissues oc-
curred despite the fact that anti-α4β7 mAb treatment did not result in a decrease 
in CD4+ T cells within the gut.
Conclusions: These results demonstrate that an anti-α4β7 mAb impacts the dis-
tribution of virus while promoting the restoration of CD4+ T cell in the gut and 
other lymphoid tissues following experimental infection and treatment with ART. 
The redisrtibution of virus and the subsequent CD4+ T cell restoration may underlie 
the mechanism of viral control in macaques treated with ART plus anti- α4β7 mAb. 

WEPEA0226
The central nervous system as a reservoir of HIV-1 variants 
resistant to broadly neutralizing antibodies
K. Stefic1,2, A. Chaillon3, G. Gras4, F. Bastides4, L. Bernard4, F. Barin1,2 
1Université Francois Rabelais, INSERM U 966 MAVIVH, Tours, France, 2Bretonneau 
University Hospital Center, Department of Virology, Tours, France, 3University of 
California San Diego, Division of Infectious Disease, Department of Medicine, La Jolla, 
United States, 4Bretonneau University Hospital Center, Department of Infectious 
Diseases, Tours, France 
Presenting author email: karl.stefic@univ-tours.fr

Background: Clinical studies using broadly neutralizing antibodies (bNAbs) as 
therapeutic or prophylactic agents are moving forward at increasing pace. The 
emergence of resistant escape mutants has already been reported. Envelope gly-
coprotein evolve quickly under the selective pressure by autologous antibodies but 
also by adaptating to cell tropism in different compartments of the body, as it is the 
case for compartmentalized viruses isolated in the cerebrospinal fluid (CSF). This 
could impact the sensitivity to bNAbs. We analyzed the sensitivity to bNAbs of 
variants isolated from paired CSF and blood samples.
Methods: Paired contemporaneous CSF and blood plasma samples of 6 subjects 
with HIV-associated neurocognitive disorder infected by HIV-1 strains of 5 differ-
ent clades were analyzed by single genome sequencing. Pseudotyped viruses ex-
pressing envelope glycoproteins representative of the quasi-species present in each 
compartment were generated. Their sensitivity to neutralization was measured us-
ing a TZM-bl assay and bNAbs targeting the N160-V1V2 site (PG16, PGT145), the 
N332-V3 site (PGT121), the CD4-binding site (VRC03), the membrane-proximal 
external region (MPER) of gp41 (10E8) and a conformational epitope overlapping 
both envelope subunits (8ANC195). Sensitivity to sCD4 was assessed as well.
Results: Phylogenetic analyses revealed significant compartmentalization of HIV 
populations between blood and CSF in 4 out of 6 patients. In 5 patients, we ob-
served major differences of sensitivity to at least one bNAb targeting the N160-
V1V2 site, the N332-V3 site or the CD4bs, between blood and CSF variants, even 
for patients without compartmentalization. The last patient was highly resistant to 
all bNAbs but a 22-fold resistance to sCD4 of CSF variants was observed. Three 
patients had CSF variants with enhanced resistance to either PGT121 and PG16 (9 
and 43 fold, respectively), PGT145 and VRC03 (15 and 16 fold, respectively), or 
PGT145 alone (7 fold) compared to blood variants. Sensitivity to 10E8 was similar 
in both compartments for all patients.
Conclusions: Our data show the presence of bNAbs-resistant viruses in patients 
naive from bNAbs. Considering the low blood-brain barrier penetration of IgGs and 
the possible migration of HIV-1 from CSF to blood, these results should warn us on 
the potential role of CNS as a reservoir for selection of bNAbs resistant viruses. 
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WEPEA0227
Knockdown of CCR5 expression in antigen-specific CD4 T cells
J. Zaunders1,2, A. Howe3, S. Ledger3, A. Kelleher1, J. Murray3, G. Symonds4 
1UNSW Sydney, Kirby Institute, Sydney, Australia, 2St Vincent’s Hospital, Centre for 
Applied Medical Research, Sydney, Australia, 3UNSW Sydney, School of Mathematics, 
Sydney, Australia, 4UNSW Sydney, School of Medicine, Sydney, Australia 
Presenting author email: j.zaunders@amr.org.au

Background: Approximately half of memory CD4 T cells are CCR5+ and therefore 
susceptible to HIV-1 infection. Gene therapy presents an opportunity to modify 
CCR5 expression. We aimed to investigate use of short-hairpin (sh) RNA to knock-
down CCR5 in recall antigen (Ag)-specific CD4 T cells in vitro.
Methods: 30 to 40 million PBMC from healthy HIV-uninfected adults were in-
cubated for 48 hr with recall antigens, CMV lysate or tetanus toxoid, respectively. 
Non-Treg Ag-specific CD4 T cells were identified and cell sorted using up-regula-
tion of CD25 and CD134 (OX40) and lack of CD39. Purified Ag-specific CD4 T 
cells were transduced with a lentiviral vector containing shRNA specific for CCR5 
under the control of the H1 promoter, and GFP under control of ubiquitin C pro-
moter, in the presence of IL-2 for 3 days. After 3 weeks incubation in IL-2 contain-
ing medium in the presence of feeder cells, GFP+ cells were cell sorted and further 
expanded. Expanded GFP+ cells were analysed by fluorescence microscopy and 
flow cytometry.
Results: From 10,000 to 30,000 CD25+CD134+CD39neg recall Ag-specific 
CD4+ T cells were isolated by cell sorting. Approximately 3-10% of purified Ag-
specific cells were transduced with GFP, by fluorescence microscopy, compared 
with 50% transduction of positive control SEB-stimulated PBMC. Autologous 
monocyte-derived dendritic cells (Mo-DC) were used as feeder cells during expan-
sion, and 4-6 weeks was required to obtain ≥ 2 million GFP+ Ag-specific CD4+ 
T cells. Using optimized sensitive flow cytometric detection, GFP+ CD4+ T cells 
were CCR5-negative, and had a Granzyme B+ cytotoxic phenotype.
Conclusions: Using the OX40 assay, Ag-specific CD4+ T cells can be isolated for 
genetic modification of CCR5 expression via stable transduction with lentiviral 
shRNA. Cell therapy with in vitro expanded Ag-specific T cells has proved benefi-
cial in the clinical setting of opportunistic infections during lymphopenia following 
hemopoietic stem cell transplant. Our results suggest that CCR5-negative Ag-
specific CD4+ T cells may also be produced in vitro for possible augmentation of 
immunity in HIV+ subjects. 

WEPEA0228
Structures within the coreceptor binding site account for the 
broad neutralizing activity of single chain variable fragments 
(scFv) targeting CD4-induced epitopes
K. Tanaka1, T. Kuwata1, M. Alam1, S. Takahama1, M. Shimizu1, A. Roitburd-Berman2, 
J.M. Gershoni2, S. Matsushita1 
1Matsushita Project Laboratory, Center for AIDS Research, Kumamoto University, 
Kumamoto, Japan, 2George S. Wise Faculty of Life Sciences, Tel Aviv University, 
Department of Cell Research and Immunology, Tel Aviv, Israel 
Presenting author email: 130r5138@st.kumamoto-u.ac.jp

Background: A CD4-induced (CD4i) epitope, which overlaps with the coreceptor 
binding site, is highly conserved, and is a favorable target for neutralizing mono-
clonal antibodies (nMAbs). However, the CD4i epitope is hidden inside trimeric 
Env, before CD4 binds gp120. Moreover, the close physical proximity of gp120 and 
the cellular membrane blocks the access of anti-CD4i Abs to this CD4i epitope 
after the CD4-gp120 interaction. In order to overcome this problem, single-chain 
variable fragments (scFv) of anti-CD4i nMAbs were tested for neutralization to 
multi-clade HIV-1 strains.
Methods: Single-chain variable fragments (scFv) from three anti-CD4i nMAbs, 
16B2, 4E9C and 25C4b, were produced in E. coli, and their neutralization activi-
ties were compared with their counterparts. The binding properties of anti-CD4i 
nMAbs were determined by ELISA using gp120BaL mutants.
Results: The full length IgGs corresponding to the scFvs in this study were unable 
to neutralize Clade B HIV-1. In contrast, the anti-CD4i scFvs neutralized the tier 2 
and tier 3 viruses of clade B. Futhermore, the neutralizing activities of scFvs were 
significantly higher than those of the corresponding Fabs. Moreover, neutralization 
assays using 66 pseudoviruses belonging to 7 subtypes revealed broad neutralization 
coverage by scFvs, 16B2 (100 %), 4E9C (83 %), 25C4b (92 %). Post-attachment 
neutralization assay, which regulated a fusion process by temperature, showed that 
the scFvs neutralized viruses resistant to the corresponding IgGs after the virus-
cell attachment. Binding profiles of 25C4b against the series of gp120 mutants 
were comparable to 17b which interacts with the hairpin 1 (H1), hairpin 2 (H1) and 
requires the V3-base. 
On the other hand, binding of 4E9C was found to be dependent of V3-base region. 
Finally, 16B2 was found to recognize a CD4-bound structure composed of H1 and 
H2.

Conclusions: Anti-CD4i scFvs can effectively neutralize multi-clade HIV-1 strains 
after the CD4-gp120 interaction. The gp120 structure induced by CD4-binding 
targeted by the neutralizing scFvs is associated with conserved regions including 
hairpins H1 and H2. 

WEPEA0229
Jak inhibitors employ novel mechanisms to block reservoir 
seeding and HIV persistence
C. Gavegnano1, J. Brehm2, F. Dupuy3, A. Talla2, S. Santos4, S. Hurwitz1,  
J.-P. Routy5, V. Marconi6, R. Sekaly2, R. Schinazi1 
1Emory University, Pediatrics, Atlanta, United States, 2Case Western Reserve, 
Pathology, Cleveland, United States, 3MUHC, Pathology, Montreal, Canada, 
4Unconditional Love, Melbourne, United States, 5McGill University, Hematology, 
Montreal, Canada, 6Emory University, Infectious Diseases, Atlanta, United States 
Presenting author email: cgavegn@emory.edu

Background: Ruxolitinib is a Jak 1/2 inhibitor (JAKI) that is FDA-approved for my-
elofibrosis and polythema vera. We evaluated the ability of JAKI to block events 
preventing eradication, including 
1) HIV replication, 
2) bystander infection/activation, 
3) markers of homeostatic proliferation and reservoir lifespan, 
4) reservoir size, and 
5) reservoir expansion.
Methods: #CD4 T-cells from HIV+ donors were cultured for 6 days with JAKI+IL-15 
or AZT+EFV+RAL prior to Alu-PCR. pSTAT5, HLADR/CD38, and PD1 were 
quantified on T cells from HIV+ individuals ex vivo. MΦ were infected with HIV-
1BaL for 28 days; PMA-induced reactivation +/- JAKI was quantified after 24 hr 
(p24 ELISA). CFSE-stained CD4 T-cells were infected with LAI +/- JAKI for 3-6 
days prior to quantification of non-dividing p24+ cells, bcl-2 and activation markers. 
pSTATs were measured in CD4 T-cells + IL-2, 6, 7, 10, 15 or IFN-a +/- JAKI. MΦ 
were infected with HIV-1BaL for 6 days +/- JAKI prior to quantification of HLADR/
CD163.
Results: In vivo (HIV+ individuals), increased pSTAT5, HLADR/CD38 and PD1 
expression correlated with increased integrated HIV DNA (p< 0.001). JAKI dem-
onstrated nanomolar inhibition of viral replication in vitro and ex vivo in CD4 T-cells 
(EC50/90 0.007/0.01µM). JAKI blocked 
1) IL-2, IL-7, IL-15 induction of reservoir lifespan marker Bcl-2 in Tcm, Ttm, Tem (EC50/90 
0.01/0.3µM), 
2) HIV-induced upregulation of CCR5 (CD4 T-cells; EC50/90 0.06/0.2µM) and 
HLADR/CD163 (MΦ) (EC50/90 0.006/0.2µM), 
3) IL-15 or PMA (MΦ) induced reactivation (EC5090 0.006/0.2µM),
4) bystander cell proliferation and infection (CD4 T-cells; EC50/90 0.01/0.2µM), 
5) frequency of CD4 T-cells harboring integrated HIV DNA, and non-dividing 
p24+ CD4 T-cells EC50/90 0.009/0.1µM).
Conclusions: Activation of the Jak-STAT pathway correlates with markers of vi-
ral persistence in HIV+ individuals, including size of the viral reservoir, underscor-
ing therapeutic relevance for blockade of this pathway as a tool to mitigate these 
events. JAKI significantly reduce markers of viral persistence, including viral repli-
cation, HIV-induced activation, inflammation, and reservoir size, maintenance and 
expansion in vitro and ex vivo in T cells and MΦ. These data suggest that JAKI can 
act as an immune checkpoint blocker, which may allow for eventual withdrawal of 
antiretroviral agents in stably controlled infected individuals without viral rebound, 
which could result in a functional cure. 

WEPEA0230
CTL-based vaccine-induced control is associated with  
induction of high follicular to extra-follicular ratios of  
virus-specific CD8+ T cells
H. M Abdelaal1, S. Li1, R. Sawahata1, K. Fraser2, G. Mylvaganam3, M. Martins4,  
G. Mwakalundwa5, D. Masopust2, R. Amara3, D. Watkins4, E. Connick6, P. Skinner1 
1University of Minnesota, Department of Veterinary and Biomedical Sciences, 
Minneapolis, United States, 2University of Minnesota, Department of Microbiology, 
Center for Immunology, Minneapolis, United States, 3Emory University School of 
Medicine, Department of Microbiology and Immunology, Atlanta, United States, 
4University of Miami, Department of Pathology, Miami, United States, 5University of 
Minnesota, Veterinary and Biomedical Sciences, Saint Paul, United States, 6University 
of Arizona, Division of Infectious Diseases, Tucson, United States 
Presenting author email: moham698@umn.edu

Background: There is an urgent need to develop an effective HIV vaccine. We pre-
viously showed that during chronic HIV-1 and SIV infections, HIV and SIV replica-
tion is concentrated within B cell follicles, whereas HIV and SIV-specific CD8+ T 
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cells are largely excluded from these sites suggesting that the inability of HIV and 
SIV-specific CD8+ T cells to fully suppress virus replication may be due to their de-
ficiency in B cell follicles. We hypothesize that a successful HIV vaccine will either 
prevent HIV seeding B cell follicles or induce high levels of virus-specific CD8+ T 
cells in B cell follicles.
Methods: Here we investigated whether control associated with three CTL induc-
ing SIV vaccines was associated with levels of SIV-specific CD8+ T cells in follicular 
(F) and extrafollicular (EF) compartments in lymph nodes of vaccinated animals 
after challenge with pathogenic SIV relative to a cohort of non-vaccinated chroni-
cally infected animals using in situ tetramer staining with MHC Class I tetramers 
combined with immunohistochemistry. Control was defined a set point plasma viral 
load of ≤104.
Results: We found lower levels of tetramer+ SIV-specific CD8+ T cells in F com-
pared to EF areas of non-controller animals (P<0.0001), but not in controller 
animals (P=0.13). Although similar levels of tetramer+ SIV-specific CD8+ T cells 
were detected in F and EF areas between the controller and non-controller ani-
mals (P=0.62) and (p=0.51) respectively, the controller animals had significantly 
higher F: EF ratios of tetramer+ SIV-specific CD8+ T cells (P=0.028). Also, there 
was a significant inverse correlation between F: EF ratio of tetramer+ SIV-specific 
CD8+ T cells and plasma VL in the controller (r=-0.75, P=0.0046) but not in non-
controller animals (r=0.01, P=0.97).
Conclusions: These results support developing CTL-based HIV vaccines that aug-
ment relative levels of virus-specific CTL within B cell follicles. 

WEPEA0231
Deciphering the first steps of the local immune response  
after intradermal vaccination with recombinant MVA
P. Rosenbaum1,2,3, L. Stimmer4, S. Tricot1,2,3, N. Bosquet1,2,3, A.-S. Beignon1,2,3,  
C. Chapon1,2,3, R. Le Grand1,2,3, F. Martinon1,2,3 
1CEA, DRF, IDMIT Infrastructure, ImVA, Fontenay aux Roses, France, 2INSERM 
U1184, Fontenay aux Roses, France, 3Université Paris-Sud, UMR 1184, Orsay, France, 
4CEA, DRF, MIRCen, Fontenay aux Roses, France 
Presenting author email: frederic.martinon@cea.fr

Background: Live attenuated vectors, such as modified vaccinia virus Ankara 
(MVA), are considered as powerful cell-based vaccines. In order to better under-
stand the early immune response, which may be crucial for vaccine efficacy, we 
deciphered dynamics of infection and kinetics of inflammation induced from 0h 
to 72h after intradermal administration of a MVA based vaccine in a non-human 
primate (NHP) model.
Methods: NHPs were injected intradermaly with recombinant MVA expressing 
either eGFP or HIV Gag-Pol-Nef. Blood, skin and draining lymph node samples 
were collected during 72h following the injection. Inspired by system vaccinology 
approach, we used a wide set of techniques involving histology, ex vivo and in vivo 
imaging, flow cytometry, Luminex and transcriptomic assay covering macroscopic 
to molecular immune events. Using this rich and heterogenic dataset, we then 
designed a coexpression network, based on significant correlations over the time 
between studied effectors, dedicated to identify major effectors of this immune 
response.
Results: MVA was able to infect a wide set of skin cells from 14h to 72h post intra-
dermal injection. The vaccine also induced a strong local inflammatory response. 
Indeed, we highlighted an important granulocytes and macrophages recruitment 
associated with pro-inflammatory cytokines releasing such as GM-CSF, IL6, IL1β, 
MIP1α, MIP1β or TNFα between 24h and 48h post-injection, with an increased 
diversity at 72h (IL2, TGFα, IL15 but also G-CSF). MVA injection also impacted 
on the systemic responses, with an early increase of CD66high granulocytes and 
CD14+CD16+ monocytes associated with IL6 and IL1ra releasing. Draining lymph 
node activation was rather characterized by cytokine production than cell subset 
dynamics. Finally, the coexpression network highlighted a hub of correlation be-
tween local and lymph node cytokine productions.
Conclusions: Altogether, this study provided insights to better understand the in-
nate immune response process triggered by MVA, characterizing the innate re-
sponse in the deep details. The use of an innovative integrative approach showed the 
complexity and the multiplicity of this response and highlighted several key innate 
effectors, such as TNFα, TGFα and cells expressing a CD14+MDSCs phenotype, 
susceptible to lead the first steps of the adaptive response in the draining lymph 
node. 

WEPEA0232
Innate myeloid responses are highly diverse and strongly  
differ after the priming and the boosting immunizations
J.-L. Palgen1, N. Tchitchek1, J. Elhmouzi-Younes2, S. Delandre1, I. Namet1,  
Y. Lévy3, A. Cosma2, R. Le Grand1, A.-S. Beignon1 
1CEA - Université Paris Sud 11 - INSERM U1184, Immunology of Viral Infections 
and Autoimmune Diseases, LabEx Vaccine Research Institute (VRI), Fontenay aux 
Roses, France, 2CEA - Université Paris Sud 11 - INSERM U1184, Immunology of 
Viral Infections and Autoimmune Diseases, Fontenay aux Roses, France, 3INSERM, 
U955, Team 16, Clinical and Infectious Diseases Department, Hospital Henri Mondor, 
University of Paris East, LabEx Vaccine Research Institute (VRI), Créteil, France 
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Background: Better understanding the innate immune response to vaccines is re-
quired to comprehend and orientate the consecutive adaptive immune response 
toward a stronger, more efficient protection against pathogens. A better charac-
terization of innate cells populations and a deeper understanding of how vaccination 
impact them is then highly valuable to rationally optimize future HIV vaccines.
Methods: Here, as animal and vaccine model we used cynomolgus macaques im-
munized with the recombinant MVA HIV-B vaccine, which is currently tested in 
phase I/II clinical trial by the VRI. 5 animals were immunized with a homologous 
prime-boost at two months apart, and blood samples were collected longitudinally 
at 15 timepoints. We took advantage of mass cytometry technology as well as lon-
gitudinal blood sampling and focus on the innate myeloid cells using a 32-markers 
antibody panel to phenotype them in deep and decipher their dynamics post-im-
munizations.
Results: Our results unveiled a high phenotypic diversity among blood granulo-
cytes, monocytes and dendritic cells populations. Most of these subpopulations 
were significantly impacted in number by MVA injections and a large part of them 
behave differently after the first and second injection. Some populations expanded 
only after the prime while other ones solely expanded after the boost. Strikingly, 
subpopulations responding mainly to the boosting injection showed a higher expres-
sion of maturation markers such as CD11b, CD32 and CCR7. This shows that innate 
myeloid responses differ between the first and second vaccine encounter while it is 
often admitted that innate immunity behaves each time similarly. We hypothesize 
that the primary memory response and more particularly immune complexes and 
soluble factors produced by memory T cells in response to their cognate antigen, 
license innate cells to respond differently at the boost.
Conclusions: These results pave the way for further studies to better understand 
the reciprocal relationships between innate and adaptive immunity. 

WEPEA0233
Novel pDNA prime-boost vaccine strategy combining gag 
and Env elicits broad cytotoxic T cell and antibody responses 
targeting conserved subdominant gag and Env epitopes of HIV 
and SIV
X. Hu1, Z. Lu1, A. Valentin1, F. Dayton1, M. Rosati1, P.P. Paye2, B. Pahar2,  
K.E. Broderick3, N.Y. Sardesai3, A.A. Lackner2, P. Marx2, J.I. Mullins4,  
G.N. Pavlakis1, B.K. Felber1 
1National Cancer Institute, Frederick, United States, 2TNPRC Tulane University, 
Covington, United States, 3Ino, Plymouth Meeting, United States, 4University of 
Washington, Seattle, United States 
Presenting author email: barbara.felber@nih.gov

Background: HIV sequence diversity and the propensity of eliciting immunodomi-
nant responses targeting variable regions are hurdles in the development of an ef-
fective AIDS vaccine. We demonstrated that a vaccine comprising conserved ele-
ments (CE) of HIV-1 p24gag as prime followed by a combination of CE+gag pDNA 
as boost elicits broad, potent and durable T cell responses targeting these conserved 
regions, efficiently overcoming the dominance imposed by the Gag variable re-
gions. This vaccine concept is currently developed for a clinical trial HVTN 119. 
To improve the vaccine efficacy and combine the benefit of cellular and humoral 
responses, we developed pDNA immunogens encoding conserved elements within 
SIV gag and the HIV-1 Env protein and evaluated the immunogenicity in macaques.
Methods: DNA plasmids were constructed encoding 7 conserved segments of Gag 
(p27CE) or encoding 12 conserved segments from HIV-1 Env (Env-CE). Macaques 
were immunized by IM injection followed by vivo electroporation with p27CE+Env-
CE pDNA or with p27CE+gp145 env pDNA. Cellular responses were measured by 
multi-color flow cytometry, and vaccine-induced antibody responses were mea-
sured.
Results: Cellular responses towards SIV Gag CE were severely reduced upon vac-
cination with a combination of p27CE+gp145 env pDNA, indicating that sequences 
within Env exert an immunodominant interference with the conserved Gag epit-
opes. In contrast, macaques immunized with p27CE+Env-CE developed high and 



iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July
Poster
Exhibition

Tuesday
25 July

ABSTRACT BOOK • www.iAS2017.ORg423 423

broad cellular responses targeting both Gag and Env CE. Both, Gag and Env CE 
pDNAs induced antibody responses in immunized animals and these antibodies 
cross-reacted with the WT molecules. These data demonstrate that a vaccine com-
bining Gag+Env CE pDNA profoundly alters the immunodominance exerted by 
the variable regions of both Gag and Env, and provides a balanced immune response.
Conclusions: HIV/SIV vaccine regimens comprising CE pDNA prime and CE+gag/
env pDNA boost redirects cellular responses to subdominant and more vulnerable 
viral targets, and augment cytotoxic T cell responses to highly conserved epitopes 
in the viral proteome maximizing response breadth. The balanced immunity, both 
cellular and humoral responses, induced by this vaccine regimen makes this an in-
teresting candidate for the prevention of HIV-infection and therapy. 

WEPEA0234
Effective priming of CD8+ T cells with ability to suppress  
HIV-1 replication using STING ligand
N. Kuse1, X. Sun1, T. Akahoshi1, A. Lissina2, K.J. Ishii3, T. Yamamoto1,3, V. Appay2,4, 
M. Takiguchi1 
1Center for AIDS Research, Kumamoto University, Kumamoto, Japan, 2INSERM U 
1135, CIMI-Paris, Paris, France, 3Laboratory of Vaccine Science, Immunology Frontier 
Research Center, Osaka University, Osaka, Japan, 4International Research Center for 
Medical Sciences, Kumamoto University, Kumamoto, Japan 
Presenting author email: kuse@kumamoto-u.ac.jp

Background: Effective priming of functional HIV-1-specific CD8+ T cells from na-
ïve T cells is crucial for AIDS vaccines and immunotherapy. However, the study of 
HIV-1-specific CD8+ T cell priming is limited by the lack of established in vitro ap-
proaches. Here we sought to establish an in vitro priming method in order to induce 
functional HIV-1-specific CD8+ T cells from naïve T cells.
Methods: CD8+ T cells specific for the HLA-A24:02-restricted immunodominant 
CTL epitope Nef RF10 were primed from HLA-A*24:02+ HIV-1-seronegative 
donor-derived PBMCs in the presence of TLR4 ligand (LPS) or STING ligand 
(3’3’cGAMP) combined with Flt3 ligand. We used specific tetramers to evaluate 
the induction of RF10-specific CD8+ T cells upon day 11 of priming and established 
RF10-specific CD8+ T cell lines to investigate various functional properties of 
primed 
T cells.
Results: Consistent priming of RF10-specific CD8+ T cells from naïve T cells was 
obtained with LPS or 3’3’cGAMP although no significant difference was observed 
between the two. All primed T cells had ability to produce IFN-g, IL-2, TNF-a, and 
MIP-1b in response to RF10 peptide. However, LPS primed T cells expressed low 
level of granzyme B and perforin, and failed to suppress HIV-1 replication. Some 
of these cells showed also low TCR avidity. In contrast, 3’3’cGAMP primed T cells 
exhibited higher expression of granzyme B and perforin and carried higher avid-
ity TCRs than LPS primed ones, and a strong ability to suppress HIV-1 replication.
Conclusions: The present study demonstrates that functional HIV-specific CD8+ T 
cells having ability to suppress HIV-1 can be induced from naïve T cells primed with 
3’3’cGAMP, indicating that STING ligand may be a useful adjuvant for the design 
of AIDS vaccine and therapy. 

WEPEA0235
Use of encapsulated NOD2 ligands for increasing germinal 
centers and enhancing HIV humoral responses
C. Phelip1, C. Terrat1, A. Gutjahr1, S. Mégy1, T. Barré2, B. Kaniewski2, B. Zimmer3, 
R. Wagner3, S. Paul4, B. Verrier1 
1LBTI - CNRS, UMR 5305, Lyon, France, 2CRCL/Plateforme AniCan, Lyon, France, 
3University of Regensburg, Regensburg, Germany, 4GIMAP, Saint Etienne, France 
Presenting author email: capucine.phelip@gmail.com

Background: Recognition of Pathogen-associated molecular patterns (PAMPS), 
through specific TLR (Toll Like receptors) or NLR (NOD-Like receptor) and iden-
tification of synthetic ligands, has opened a new area in adjuvant research. As such 
molecules could be encapsulated in biodegradable nanoparticles (NP), we could co-
deliver to the same Antigen Presenting Cell (APC), either Env Trimer or gag HIV 
and immune stimulatory molecules.
Methods: Both p24 and BG505 adsorption on NP was optimized, caracterized and 
modelized. Then SKH-1 and CB6F1 mice have been immunized in order to analyze: 
(i) nanoparticles biodistribution by tomography,
(ii) germinal center (GC) responses in the draining lymph node by confocal mi-
croscopy, 
(iii) immune responses in blood sample by ELISA.
Results: We are able to adsorbed 50 BG505 per NPs and we show that BG505 is 
adsorbed into NPs through gp41 moities and gp120 epitopes are exposed as in na-
tive virion. Using fluorescent nanoparticles, we demonstrate by in vivo tomography 

that NPs allow a depot effect at the injection site during several weeks, compare 
to 7 days without nanoparticles. Furthermore, formulation with NPs increases the 
number of GC in draining lymph nodes. These GC response correlated with an en-
hancement of humoral responses highlighting the role for adjuvants in program-
ming the durability of HIV vaccine response.
Conclusions: Our results indicate that PRR ligands delivered in biodegradable NPs 
coupled with BG505 or p24 offer a novel approach to engineer robust and durable 
humoral affinity with implications for HIV-1 vaccine developpement in humans. 

WEPEA0236
Delivery of antigen to nasal-associated lymphoid tissue 
microfold cells through secretory IgA targeting local dendritic 
cells confers protective immunity
N. Rochereau1, P. Vincent2, B. Verrier2, F. Jospin1, A. Ensinas1, C. Genin1,  
B. Corthésy3, S. Paul1 
1GIMAP, Immunology, St Priest en Jarez, France, 2Institut de Biologie & Chimie des 
Proteines, Lyon, France, 3R&D Laboratory of the Division of Immunology and Allergy, 
Lausanne, Switzerland  

Background: Transmission of mucosal pathogens relies on their ability to bind to 
the surfaces of epithelial cells, to cross this thin barrier, and to gain access to target 
cells and tissues, leading to systemic infection. This implies that pathogen-specific 
immunity at mucosal sites is critical for the control of infectious agents using these 
routes to enter the body. Although mucosal delivery would ensure the best onset 
of protective immunity, most of the candidate vaccines are administered through 
the parenteral route.
Methods: The present study evaluates the feasibility of delivering the chemically 
bound p24gag HIV antigen through secretory IgA (SIgA) in nasal mucosae in mice.
Results: We show that SIgA interacts specifically with mucosal microfold cells pres-
ent in the nasal-associated lymphoid tissue. p24-SIgA complexes are quickly taken 
up in the nasal cavity and selectively engulfed by mucosal dendritic cell-specific 
intercellular adhesion molecule 3-grabbing nonintegrin- positive dendritic cells. 
Nasal immunization with p24-SIgA elicits both a strong humoral and cellular im-
mune response against p24 at the systemic and mucosal levels. This ensures effec-
tive protection against intranasal challenge with recombinant vaccinia virus encod-
ing p24.
Conclusions: This study represents the first example that underscores the remark-
able potential of SIgA to serve as a carrier for a protein antigen in a mucosal vaccine 
approach targeting the nasal environment. 

WEPEA0237
HIV-1 conserved mosaics delivered by regimens with 
integration-deficient, DC-targeting lentiviral vector induce 
robust T cells
E.G. Wee1, B. Ondondo1, P. Berglund2, J. Archer2, A.J. McMichael1,  
D. Baltimore3, J.H. ter Meulen2, T. Hanke1 
1University of Oxford, Oxford, United Kingdom, 2Immune Design, Seattle, United 
States, 3California Institute of Technology, Pasadena, United States 
Presenting author email: tomas.hanke@ndm.ox.ac.uk

Background: To be effective against HIV-1, vaccine-induced T cells must selectively 
target epitopes, which are functionally conserved (present in the majority of cur-
rently circulating and reactivated HIV-1 strains) and, at the same time, beneficial 
(responses to which are associated with better clinical status and control of HIV-1 
replication), and rapidly reach protective frequencies upon exposure to the virus. 
Heterologous prime-boost regimens using virally vectored vaccines are currently 
the most promising vaccine strategies, nevertheless, induction of robust long-term 
memory remains challenging. To this end, lentiviral vectors induce high frequencies 
of memory cells due to their low-inflammatory nature, while typically inducing only 
low anti-vector immune responses.
Methods: We constructed novel vaccines vectored by DC-targeted, integration-
deficient lentiviral vector platform ZVex® delivering conserved regions of HIV pro-
teins designed as bivalent mosaics with a high global HIV-1 match. We characterized 
the vaccine-induced T cells in mice using the IFN-γ ELIPOT assay and polychro-
matic flowcytometry.
Results: The novel candidate vaccines ZVex.tHIVconsv1 and ZVex.tHIVconsv2 
were individually immunogenic. When administered together in heterologous 
prime-boost regimens with chimpanzee adenovirus ChAdOx1 and/or poxvirus MVA 
vaccines to BALB/c and outbred CD1-Swiss mice, they induced median frequency 
of over 6,000 T cells/106 splenocytes, which were plurifunctional, broadly specific 
and recognized epitope variants beyond those present in the tHIVconsvX immu-
nogens.
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Conclusions: These data support further development of a conserved mosaic HIV-
1 immunogen-based strategies, utilizing heterologous prime-boost approaches of 
the ZVex®, MVA and/or ChAdOx1 platforms. For the tHIVconsvX as well as other 
immunogens, we envisage a panel of vectors delivering the same transgene, which 
will allow a personalized delivery avoiding known pre-existing anti-vector immunity, 
multiple heterologous boosts for low responders, a maintenance of protective levels 
of immunity over a prolonged period of time and more flexibility for combining fu-
ture effective T and antibody vaccines into one regimen for the best HIV-1 control. 

WEPEA0238
Langerhans cells targeted with anti-Langerin monoclonal 
antibodies fused with HIV antigens promote the differentiation 
of naïve CD4+ T cells towards Tfh cells
J. Kervevan1, A. Chaigneau1, S. Zurawsky2, M. Bonnet3, R. Marlin4,5,  
M.-T. Nugeyre4,5, E. Menu4,5, G. Zurawsky2, Y. Levy1, S. Cardinaud1 
1Vaccine Research Institute - VRI, Inserm U955, IMRB, Team 16, Créteil, France, 
2Vaccine Research Institute - VRI, Baylor Institute for Immunology Research, Dallas, 
United States, 3University of Cardiff, College of Biomedical and Life Sciences, Cardiff, 
United Kingdom, 4Vaccine Research Institute - VRI, Unité de Régulation des Infections 
Rétrovirales, Institut Pasteur, Paris, France, 5CEA/DRF/iMETI/Division of Immuno-
Virology, Fontenay aux Roses, France 
Presenting author email: jerome.kervevan@inserm.fr

Background: A rationale approach for vaccine design is to target HIV antigen to 
specific receptor of dendritic cells (DCs) via fused monoclonal antibodies (mAb) 
with the intention to favor antigen presentation and activation of HIV-specific T- 
and B-cell responses. In animal models (Epaulard O. et al JI 2014), targeting of 
Langerhans cells (LCs) residing in the skin with anti-Langerin mAbs fused with HIV 
antigens (aLC/HIV) drives antigen-specific humoral responses.
The development of these immunization strategies in humans requires a better un-
derstanding of early immune events driven by targeted LCs. The present study in-
vestigates the effects of aLC/HIV-Env on the differentiation of naïve CD4+ T-cells.
Methods: Anti-human Langerin recombinant human (Hu) IgG4 antibody fused 
with HIV-Env antigen at the C-terminus of the H-chain were produced in CHO 
cells. Purified cord blood CD34+ progenitor cells were differentiated into LCs 
(Caux C. et al. Blood 1997), briefly incubated with aLC/HIV-Env, and co-cultured 
with autologous purified naïve CD4+ T-cells. The phenotype of differentiated 
T-cells was assessed by flow cytometry.
Results: We first show that aLC/HIV candidate vaccine specifically target LCs 
(CD1ahigh/CD207+) as demonstrated by flow cytometry and immunohistostain-
ing on vaginal or skin explants. aLC/HIV mAbs are endocytosed by targeted LCs. 
We confirm that in vitro CD34-derived LCs exhibit a phenotype similar to ex vivo 
isolated LCs from human skin. After being treated with aLC/HIV-Env, CD34-
derived LCs induce the differentiation of co-cultured autologous naïve CD4+ 
T-cells towards Tfh-like cells (CD45RA- CXCR5+ PD1+ Bcl6+ ICOS+) significantly 
as compared to culture conditions with control HuFc-IgG4 or aCD40 HIV fusion 
antibodies. Strikingly, in the same culture conditions, monocyte-derived DCs and 
BDCA1+ primary DCs does not promote this differentiation of naïve CD4+ T cells.
Conclusions: These results revealed that LCs activated through CD207 promote 
the differentiation of naïve CD4+ T-cells towards Tfh cells. We are deciphering 
functional (cytokines/chemokines, co-stimulatory molecules) and gene expression 
profile of vaccine targeted LC and differentiated Tfh cells. These data support the 
development of novel DC targeting vaccine approaches. 

Comorbidities

WEPEB0476
Concurrent validity of four screening tests for HIV-associated 
neurocognitive disorders (HAND): sensitivity, specificity, and 
classification accuracy
S.B. Rourke1,2,3, A. Rachlis4,5, M.J. Gill6,7, G. Arbess8, C. Kovacs9, J. Brunetta9,  
A. Carvalhal3,8, M. Atkinson1, L. Cysique10,11, T. Marcotte12,13, R. Robbins14,  
C. Murphy1, T. Sota8, C. Power15, T. Bekele1, J. Globerman1 
1The Ontario HIV Treatment Network, Toronto, Canada, 2Center for Urban Health 
Solutions, Li Ka Shing Knowledge Institute, St. Michael’s Hospital, Toronto, Canada, 
3Department of Psychiatry, University of Toronto, Toronto, Canada, 4Sunnybrook 
Research Institute, Toronto, Canada, 5Division of Infectious Diseases, Department of 
Medicine, University of Toronto, Toronto, Canada, 6Alberta Health Services, Calgary, 
Canada, 7University of Calgary, Calgary, Canada, 8St. Michael’s Hospital, Toronto, 
Canada, 9Maple Leaf Medical Clinic, Toronto, Canada, 10University of New South 
Wales, Sydney, Australia, 11Neuroscience Research Australia, Sydney, Australia, 12HIV 
Neurobehavioral Research Center, San Diego, United States, 13University of California, 
San Diego, San Diego, United States, 14Department of Psychiatry, Columbia 
University, New York, United States, 15University of Alberta, Edmonton, Canada 
Presenting author email: sean.rourke@utoronto.ca

Background: Effective cognitive screening instruments are needed to differen-
tially assess and manage milder forms of HIV-associated neurocognitive disorders 
(HAND). We assessed concurrent validity of four screening tests against the gold 
standard for HAND diagnosis in people living with HIV.
Methods: 220 adults (mean age: 51 years; mean education: 14 years; 86% men) 
attending one HIV outpatient clinic in Toronto were included in our analyses. Four 
neurocognitive screening tests: Cogstate Brief Battery (CBB), HIV Dementia 
Scale (HDS), Computer Assessment of Memory and Cognitive Impairment 
(CAMCI), and Montreal Cognitive Assessment (MoCA) were administered. 
Impairment was defined as raw score of >10 (HDS), ≥30 percentile (CAMCI), a 
score of >26 (MoCA), and impairment in two or more domains (CBB). Participants 
completed comprehensive neuropsychological battery assessing processing speed, 
attention/working memory, learning/memory, and executive functions. Clinical 
HAND diagnosis was made according to Antinori (2007) criteria independent of 
screening test scores. Validity of tests was assessed using sensitivity, specificity, and 
area under the curve (AUC) estimates against the gold standard.
Results: 129 participants (59%) had a clinical diagnosis of HAND (ANI=20; 
MND=94; HAD=15). Sensitivity estimates were: 72% (MoCA), 61% (CBB), 
42% (HDS), and 31% (CAMCI). Specificity estimates were: 98% (CAMCI), 95% 
(HDS), 82% (CBB), and 73% (MoCA). AUC estimates were 0.723 (MocA), 0.714 
(CBB), 0.682 (HDS), and 0.644 (CAMCI). Combining of any two screening tests 
(test positive by either one or both tests) resulted in modest classification accuracy 
improvements (AUC ranges: 0.736-0.758). All four screening tests were better at 
detecting symptomatic HAND (10%-32% higher AUC) compared to non-symp-
tomatic HAND.
Conclusions: Our results suggest that the MoCA and CBB screening tests have 
only modest global classification accuracy for assessing mild HAND in people with 
HIV. Work is underway in our laboratory to determine the clinical utility and gener-
alizability of newer instruments which may have better diagnostic accuracy. 

WEPEB0477
The impact of age and time of disease on HIV-associated 
neurocognitive disorder: a Japanese nationwide multicenter 
study
E. Kinai1, K. Komatsu1, M. Sakamoto2, T. Taniguchi3, A. Nakao4, H. Igari3,  
K. Takada4, A. Watanabe1, S. Oka1, HIV-associated neurocognitive disorders in 
Japanese (J-HAND) study group 
1National Center for Global Health and Medicine, Tokyo, Japan, 2Saga University, 
Center for Comprehensive Community Medicine, Saga, Japan, 3Chiba University, 
Chiba, Japan, 4Ehime University, Matsuyama, Japan 
Presenting author email: ekinai@acc.ncgm.go.jp

Background: The impact of age and time of disease on HIV-associated neurocogni-
tive disorders (HAND) are still controversial due to multiple variation factors such 
as language or educational differences. Japanese are suitable population for explo-
ration of the factors and neurocognitive characteristics because they have relatively 
uniform background.
Methods: We conducted a multicenter, prospective and cross-sectional study of 
17 facilities with strict random recruitment manner. The eligible participants com-
pleted 14 neuropsychological tests for eight domains. The Frascati criteria were 
used for diagnosis of HAND.
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Results: Of 1399 randomly recruited HIV-infected patients, 729 were eligible and 
406 were declined due to the exclusion criteria. Prevalence of HAND was 26.1% 
[13.7% asymptomatic neurocognitive impairment, 11.0% mild neurocognitive disor-
der (MND), and 1.4% HIV-associated dementia (HAD)]. Trail Making Test B and 
Rey-Osterreith Complex Figure Test presented the better diagnostic accuracy for 
HAND (78.9% and 77.3% by receiver operating curve, respectively). 
In multivariate analysis, older than 50 years (OR 2.119, 95% confidence interval 
(CI) 1.289-3.752), lower education level (OR 1.679, 95% CI 1.006-2.802) and 
incomplete viral suppression (OR 1.969, 95% CI 1.015-3.819) were risk factors, 
whereas current ART (OR 0.067, 95% CI 0.025-0.180) and currently employed 
(OR 0.534, 95% CI 0.311-0.918) were improvement factors. 
The prevalence of HAD or MND decreased along the time since diagnosis in the 
early stage (from 11% in < 2 years to 7% in 2-5 years, p=0.022), then re-increased 
in the later stage [to 17% in 6-10 years and 21% in >10 years, p=0.020 and 0.009 
(vs. 2-5 years), respectively]. Older patients have more often HAD or MND than 
younger ones in the early stage (27 vs. 9% in <2 years and 20 vs. 4% in 2-5 years, 
p=0.027 and p<0.001, respectively), while there was no significant difference be-
tween them in the later stage (17 vs. 11% in 6-10 years and 23 vs. 13% in >10 years, 
p=0.441 and p=0.332, respectively).
Conclusions: Executive and visuospatial function are susceptible cognitive domains 
in HIV-infected Japanese. The prevalence of HAND in Japanese presented bipha-
sic pattern along the time since diagnosis. Older patients are more likely to have 
neurocognitive decline at early stages of HIV infection. 

WEPEB0478
Baseline Framingham risk predicts HAND after two years  
in HIV+ Ugandan cohort
N. Sacktor1, G. Nakigozi2, N. Nakasujja3, K. Robertson4, R. Gray5, M. Wawer5,  
D. Saylor1 
1Johns Hopkins University School of Medicine, Neurology, Baltimore, United States, 
2Rakai Health Sciences Program, Kalisizo, Uganda, 3Makerere University, Kampala, 
United States, 4University of North Carolina, Chapel Hill, United States, 5Johns 
Hopkins Bloomberg School of Public Health, Baltimore, United States 
Presenting author email: sacktor@jhmi.edu

Background: Cardiovascular risk factors are hypothesized to be important risk 
factors for the development of HIV-associated neurocognitive disorder (HAND) 
in the antiretroviral therapy (ART) era. However, the role of these factors in the 
development of HAND in Sub-Saharan Africa, where rates of hypertension, hy-
perlipidemia, and diabetes are much lower than in Western populations, is unknown. 
We hypothesized that Framingham risk scores would predict HAND in HIV+ adults 
in rural Uganda.
Methods: 254 HIV+ adults from Rakai District, Uganda, enrolled in a longitudinal 
cohort of neurological complications of HIV, and were evaluated at baseline and 
after 2 years of follow-up. All were ART-naïve at baseline, and 92% were on ART at 
follow-up. Participants underwent sociodemographic interviews, neurological and 
medical evaluations, and a neurocognitive test battery at each visit. HAND stage 
was determined using Frascati criteria and normative data derived from 400 HIV- 
adults in Rakai. ANOVA and logistic regression were used to assess relationships to 
Framingham scores and HAND.
Results: Participants were 50% male, with mean(SD) age=36(9) and mean(SD) 
education=5(3) years. 72 participants (28%) had CD4 counts <200 at base-
line. Baseline Framingham risk score and HAND were not related (p=0.50). 
Framingham risk score at the follow-up visit did not vary by HAND stage at 
follow-up (p=0.06) (Table 1). However, higher baseline higher Framingham risk 
score was associated with HAND stage at the two-year follow-up visit (p=0.004). 
Participants with a baseline Framingham baseline risk score of ≥5 had higher odds of 
symptomatic HAND at their two-year follow-up visit (OR=3.2, p=0.01). 

 Baseline Framingham 
Score [mean (SD)]

p 
value

Follow-up Framingham 
Score [mean (SD)]

p 
value

HAND stage at follow-up     
Normal cognition (n=219) 2.7(2.6) 0.004 2.9(2.8) 0.06
Asymptomatic neurocognitive 
impairment (ANI) (n=7) 2.3(2.3)  2.6(1.9)  

Minor neurocognitive disorder 
(MND) (N=24) 5.7(10.0)  5.0(8.1)  

HIV-associated dementia 
(HAD) (n=4) 4.8(4.1)  3.7(2.9)  

[Table 1]

Conclusions: Cardiovascular risk factors as approximated by the Framingham risk 
score were associated with subsequent risk of more severe neurocognitive impair-
ment in HIV+ rural Ugandans. This suggests cardiovascular risk factors are impor-
tant in the development of HAND in patients on ART, even in populations with low 
levels of traditional risk factors. 

WEPEB0479
Neurocognitive decline in people living with HIV in India  
and correlation with 3T magnetic resonance spectroscopy:  
a case-control study
K. Gupta1, V. Kumar2, S. Sinha1, N. Jagannathan2 
1All India Institute of Medical Sciences, Medicine, New Delhi, India, 2All India Institute 
of Medical Sciences, NMR, New Delhi, India 
Presenting author email: kartik.gupta127@gmail.com

Background: Neurocognitive decline in asymptomatic HIV patients and its correla-
tion with metabolic changes in brain has not been studied in developing countries 
like India. In the present study we aim to examine the correlation between cognitive 
decline and changes in brain metabolites using MRS.
Methods: ART naïve HIV-positive patients, in the age group 20-50 years attending 
ART center of the hospital from July to December 2016 were included in the study. 
All patients underwent evaluation using MRS of left frontal white matter (FWM) 
and left basal ganglia (BG). Levels of N-acetyl aspartate (tNAA), choline (tCho), 
creatine (tCr), lipids and macromolecules at 0.9ppm (Lip09+MM09) were mea-
sured. Cognition was tested using a battery validated for Indian population. Locally 
normalized z-scores were used to calculate brain dysfunction score. Spearman 
correlation coefficient was used to assess the correlation between two continuous 
variables. There were 28 (29% female and 71% male) cases and 30 (37% female and 
63% male) controls
Results: The mean age was comparable in the 2 groups (33 and 34 years). There 
was a significant difference (p< 0.05) in the concentration (mmol/kg) of tNAA 
(9.29±311 vs 7.45±0.64), tCho (2.08±0.70 vs 1.74±0.25), tCr (6.95±2.56 vs 
5.43±0.61), in the FWM and Lip09 + MM09 (5.87±1.05 vs 4.80±0.35) in BG, 
with higher levels in controls. There was no significant correlation between CD4 
count and metabolites or overall dysfunction score and metabolites except Cr in 
FWM with more dysfunction associated with lower concentration. Fig 1 shows MR 
spectrum acquired from FWM of a patient 

[Figure 1]

Conclusions: The results show that HIV-associated changes are present in asymp-
tomatic people which may be contributing to the early neurocognitive decline. 
Knowledge of metabolic changes within studied brain regions can help understand 
the pathology and design interventions to cater to this unmet need in people living 
with HIV. 
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WEPEB0480
Assessing depression’s impact on neurocognitive  
performance in the Metabolic and Ageing Cohort  
of the Swiss HIV Cohort Study
G.M.A. Santos1, I. Locatelli1, M. Métral1, A. Berney1, T. Doco Lecompte2,  
A. Calmy2, H. Kovari3, P. Tarr4, P. Schmid5, U. Kunze4, I. Nadin2, K. Gutbrod6,  
P. Brugger3, K. Darling1, R. Du Pasquier1, M. Cavassini1, NAMACO Study Group 
1Lausanne University Hospital Center, Lausanne, Switzerland, 2Geneva University 
Hospitals, Geneva, Switzerland, 3University Hospital Zurich, University of Zurich, 
Zurich, Switzerland, 4Kantonsspital Baselland, University of Basel, Basel, Switzerland, 
5St. Gallen Canton Hospital, St. Gallen, Switzerland, 6University Hospital of Bern, 
Bern, Switzerland 
Presenting author email: santos.galia@gmail.com

Background: In the era of potent antiretroviral therapy with suppressed blood HIV 
replication, HIV-associated neurocognitive disorder (HAND) remains a concern. 
This study aims to analyze the link between the presence of depressive symptoms 
and HAND in the Metabolic and Ageing Cohort of the Swiss HIV Cohort Study 
(SHCS).
Methods: The Neurocognitive Assessment in the Metabolic and Ageing Cohort 
(NAMACO) of the SHCS is an ongoing observational cohort study, which re-
cruited 981 HIV-infected SHCS participants aged 45 years old or more from seven 
Swiss hospital centers between Jan 2013 and Nov 2016. All participants underwent 
a comprehensive neurocognitive examination by neuropsychologists and were clas-
sified into different categories of neurocognitive impairment based on the revised 
American Academy of Neurology diagnostic criteria for HAND. Depressive symp-
toms were assessed with the Center for Epidemiologic Studies Depression (CESD) 
scale. Demographic and HIV-infection associated characteristics as well as comor-
bid conditions were extracted from the SHCS database. A cross-sectional multi-
variate analysis was performed on baseline data using regression models controlling 
for demographics, after exclusion of individuals with known neurological conditions 
increasing the risk of cognitive impairment.
Results: 314/878 patients (35.8%) had HAND, including 279/878 (31.8%), 
19/878 (2.2%) and 16/878 (1.8%) with asymptomatic neurocognitive impairment, 
mild neurocognitive impairment and HIV-associated dementia, respectively. The 
median CESD score was 9 (IQR 4-16). According to a 16/60 reference cut-off, 
248/875 patients (28%) suffered from depression. The CESD scale was associated 
with HAND in the univariate analysis (OR 1.05 [95% CI 1.04-1.06], P <0.001) and 
in multivariate analysis (OR 1.05 [95% CI 1.03-1.07], P <0.001) adjusting for sex 
and age (female sex OR 2.33 [95% CI 1.63-3.35], P <0.001, age OR 1.05 [95% CI 
1.03- 1.07], P <0.001). Female sex was also significantly related to the CESD scale 
(P = 0.0003, Wilcoxon rank-sum test).
Conclusions: Depression is an important confounding factor when assessing neu-
rocognitive performance in HIV-infected individuals, even with moderate depres-
sive symptoms. In our study, female sex was a major risk factor for both depression 
and HAND. Better addressing depressive symptoms, especially in HIV-infected 
women, might potentially improve the neurocognitive outcome of HIV-infected 
patients. 

WEPEB0481
Prevalence over time and predictive factors of HIV-associated 
neurocognitive disorder (HAND) in HIV-positive patients
I. Mastrorosa, C. Pinnetti, P. Lorenzini, P. Balestra, R. Libertone, M. Ricottini,  
S. Menichetti, M.M. Plazzi, V. Mazzotta, M. Zaccarelli, A. Ammassari, A. Antinori 
National Institute for Infectious Diseases, L. Spallanzani, Rome, Italy 
Presenting author email: ilariamastrorosa@gmail.com

Background: Despite benefits on morbidity and mortality due to combined antiret-
roviral therapy (cART), HAND remains common in HIV individuals, with a variable 
prevalence in different cohorts. Aim of our study was to evaluate prevalence and 
predictive factors of HAND in more recent years.
Methods: Single-centre, retrospective, cross-sectional analysis of neurocognitive 
profile in HIV-infected ART-treated patients. All underwent neuropsychologi-
cal assessment (NPA) by standardized battery of 14 tests on 5 different domains. 
Persons were classified as having HAND according to Frascati’s criteria. Chi-
square for trend and multivariable logistic regression were fitted.
Results: A total of 1,289 NPA over 771 HIV-infected individuals were collected 
from 2009 to 2016. Main characteristics: male 80.2%; MSMs 48.6%; HCVAb+ 
18.6%; HIV-RNA < 40 cp/mL at NPA 84.9%; median of 8.6years (3.9-17.6) of 
infection and 13years (8-15) of education; median of 233 cell/mm3 CD4+ nadir 
and 587 (419-772) cell/mm3 current CD4+. At NPA, 50.7% of pts were receiving 
NRTI+NNRTI, 28.3% NRTI+PI/r and 3.8% NRTI+INSTI. In 461/1,289 (35.8%) 
tests a cognitive complaint in deficit of memory, attention or concentration was 
reported. HAND prevalence was 45.5% in complaining (ANI=24%; MND=18%; 
HAD=3%) and 14% in non-complaining patients (ANI=11%; MND=3%; HAD=0). 

Prevalence over time of HAND was stable in complaining (p at chi square for 
trend=0.134), but decreased in 2013-2016 in non-complaining (p <0.001). Factors 
associated to HAND by multivariable logistic regression were older age, lower 
educational level, lower CD4+ count and detectable HIV-RNA at NPA (Table). 
Patients tested in more recent years show a reduced risk of HAND.
Conclusions: A decreasing prevalence of HAND was observed in more recent years 
among patients without a cognitive complaint. Better viroimmunological state was 
correlated to a lower risk of HAND, while worse educational level and older age 
to a higher one. Besides HIV-related factors, patient characteristics, more than 
treatment-associated variables, affect risk of neurocognitive impairment. 

[Table. Factors predictive of HAND by multivariable logistic regression (p<0.05)]

WEPEB0482
Magnetic resonance imaging of cerebral small vessel disease  
in HIV-positive and HIV-negative men aged 50 and above
L. Haddow1, C. Sudre2, M.J. Cardoso2, R. Gilson1, X. Golay3, S. Ourselin2,  
A. Winston4, C. Sabin1, R. Jäger3 
1University College London, Research Department of Infection and Population 
Health, London, United Kingdom, 2University College London, Centre for Medical 
Image Computing, London, United Kingdom, 3University College London, Research 
Department of Brain Repair and Rehabilitation, London, United Kingdom, 4Imperial 
College London, Department of Medicine, London, United Kingdom 
Presenting author email: lewis.haddow@ucl.ac.uk

Background: We assessed whether HIV serostatus was associated with white matter 
hyperintensities (WMH), a neuroimaging correlate of cerebral small vessel disease, 
in men aged ≥50 years.
Methods: Virologically-suppressed HIV-positive and demographically matched 
HIV-negative men aged ≥50 in the multicentre POPPY cohort underwent mag-
netic resonance imaging (MRI) at 3 Tesla. WMH volume (WMHV) was extracted 
from volumetric 3D T1 and FLAIR images using automated image processing al-
gorithms and compared between groups (Mann-Whitney test). The association 
between HIV serostatus and WMHV as a proportion of intracranial volume (ICV; 
log-transformed) was estimated using a multivariable linear regression model with 
adjustment for age and associated factors identified in bivariate models (age, waist 
circumference, high-density lipoprotein concentration).
Results: Forty HIV-positive (median age 59 [interquartile range, IQR 54-64]) 
and 37 HIV-negative (59 [54-63]) men were included. HIV-positive participants 
had CD4+ count 570 (470-700) cells/µL and time since diagnosis of 20 (12-24) 
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years. Clinical characteristics were similar between groups including body mass in-
dex 25.4 kg/m2 (23.4-18.2), waist circumference 91cm (86-100), blood pressure 
systolic 126 mmHg (116-137) over diastolic 78 mmHg (73-83), total cholesterol 
5.0 mmol/L (4.0-5.4) and 10-year risk of cardiovascular disease (Framingham) 
6.9% (5.2-9.9). Seventeen (22%) were current smokers and 24 (31%) recently used 
recreational drugs. Three (7.5%) HIV-positive men reported a history of stroke or 
transient ischaemic attack (TIA) and five (12.5%) reported ischaemic heart disease 
(IHD) compared to none of the controls (p=0.24 for stroke/TIA; p=0.06 for IHD). 
HIV-positive participants had more previous syphilis (47.5% vs. 21.6%; p=0.02) and 
current hepatitis C (7.5% vs. 0%; p=0.24). There were no differences in WMH be-
tween groups (Table). In the multivariable model, WMHV/ICV was not associated 
with HIV serostatus (p=0.82) but was associated with increasing age (1.7-fold in-
crease in WMHV/ICV per +10 years, 95% confidence interval [CI] 1.1-2.7, p=0.03) 
and waist circumference (1.3-fold increase in WMHV/ICV per +10 cm, 95% CI 1.0-
1.6, p=0.05).

 HIV positive 
(n=40)

HIV negative 
(n=37)

p

Median (IQR) WMHV, µL 929 (430-2311) 825 (347-1969) 0.33
Median (IQR) total intracranial volume (ICV), mL 1548 (1458-1601) 1556 (1454-1645) 0.36
Median (IQR) WMHV, % of ICV 0.06 (0.03-0.15) 0.05 (0.02-0.13) 0.31

[White matter hyperintensity volumes (WMHV)]

Conclusions: We found no difference in WMHV between middle aged HIV-positive 
men and demographically-matched HIV-negative controls. 

WEPEB0483
Acceptability and safety of lumbar puncture for research  
in HIV-positive patients, Rakai, Uganda
G. Nakigozi1, N. Nakasujja2, N. Saktor3, D. Saylor3, F. Nalugoda4, G. Kigozi4,  
R.M. Galiwango4, A. Anok4, R. Mayanja4, K. Robertson5, R. Gray6, M. Wawer6 
1Rakai Health Sciences Program, Clinical Services, Kalisizo, Uganda, 2Makerere 
University, Kampala, Uganda, 3Johns Hopkins University School of Medicine, 
Baltimore, United States, 4Rakai Health Sciences Program, Kalisizo, Uganda, 
5University of North Carolina, Chapel Hill, Uganda, 6Johns Hopkins University 
Bloomberg School of Public Health, Baltimore, United States 
Presenting author email: gnakigozi@rhsp.org

Background: HIV-associated neurocognitive disorders (HAND) are a common 
neurological sequelae of HIV infection. Collection of cerebrospinal fluid (CSF) by 
lumbar puncture (LP) is essential for the analysis of CSF biomarkers in research on 
HAND. However, there are concerns about the acceptability of LPs and post-LP 
side effects.
Methods: Four hundred antiretroviral therapy naïve HIV-positive patients aged 20-
68 years with severe (CD4 ≤ 200; n=200) or moderate (CD4 351-500; n=200) 
immune suppression participated in a study to assess the neurological sequelae of 
HIV infection in Rakai, Uganda. Participants were offered the opportunity to have 
an LP to assess CSF virological compartmentalization and inflammatory markers. 
Up to 10mls of CSF were collected using the Tro-Spinoject 22 gauge atraumatic 
spinal needle in consenting participants. Following LP participants received recum-
bent rest and oral analgesics. We assessed the acceptability and safety of LP by 
interview and examination. Acceptability of LP was analyzed by key socio-demo-
graphic characteristics and baseline CD4 count.
Results: Two hundred seventeen out of 400 (54.3%) research study participants 
consented to LP.LP acceptance was significantly higher among patients with mod-
erate immune suppression than with severe suppression (65% versus 44%; p< 
0.001), but did not differ by age, gender or education. 198 (91.2%) of the LPs were 
successfully completed. The frequency of any adverse event was 12% and clinically 
significant adverse events (e.g., transient hypotension) was 0.9%. 11.1% experienced 
post-lumbar puncture headache, 1.0% backache and 1.0% neck pain. All post-LP 
effects resolved within a week and none required hospitalization. The risk of post-
LP adverse event was unrelated to age, gender, education or immune suppression.
Conclusions: Research using lumbar puncture was acceptable among HIV-positive 
study participants. Using a 22 gauge spinal needle, the LP procedure can be per-
formed with a very low rate of clinically significant adverse events. 

WEPEB0484
Neuronal damage estimated by CSF NFL and association  
with neurocognition in HIV
K. Robertson1, S.B. Joseph2, S. Yosief3, J. Eron4, L. Kincer4, N.M. Bowman4,  
H. Zetterberg5, M. Gisslen6, R. Swanstrom2, S. Spudich7, R. Price8, THINC 
1University of North Carolina, Neurology, Durham, United States, 2UNC Chapel 
Hill, Virology, Chapel Hill, United States, 3UNC Chapel Hill, Neurology, Chapel Hill, 
United States, 4UNC Chapel Hill, Infectious Diseases, Chapel Hill, United States, 
5University of Gothenburg, Gothenburg, Sweden, 6University of Gothenburg, Infectious 
Diseases, Gothenburg, Sweden, 7Yale University, Neurology, New Haven, United 
States, 8UCSF, Neurology, San Francisco, United States 
Presenting author email: kevinr@neurology.unc.edu

Background: HIV enters the central nervous system (CNS) early and persists in 
some, resulting in HIV Associated Neurocognitive Disorders (HAND) despite ef-
fective antiretroviral treatment (ART). The CNS represents both a compartment 
and reservoir, and is a barrier to curing HIV. Neurofilament light chain (NFL) is a 
biomarker reflecting CNS neuronal damage in Cerebrospinal Fluid (CSF), and we 
assessed the relationship to neurocognitive status in the THINC cohort.
Methods: THINC participants were administered neurocognitive testing (NP) and 
lumbar puncture (LP) after being on ART for at least one year. The NP battery 
assessed a number of domains, with summary Total z and GDS scores. NFL was de-
termined in CSF and we assessed the cross sectional relationship to neurocognition.
Results: The 96 participants were 87% male, 60% Caucasian, had a mean (SD) age 
of 49 (11), education of 14 (3), CD4+ of 540 (253), Total z score -0.60 (.81) and 
CSF NFL 643 (564). There was a significant correlation between high CSF NFL 
(>700) and impaired total z score (r=-.21, p< .05). Controlling for age, we found 
significant (F(1, 92) = 4.04, p< .05) increased neurocognitive impairment in those 
with high CSF NFL. Similarly, the impaired (GDS >1.33) neurocognition group had 
significant increase in CSF NFL (847) over neurocognitively normal (CSF NFL 
(570); F(1,92) = 4.24, p< .05). 

[NFL]

Conclusions: Biomarkers reflecting active neuronal damage and the impact on 
neurocognitive and functional status are important in estimating the CNS reservoir 
and managing effective treatment in those living with HIV. CSF NFL is a promising 
biomarker reflecting current neurocognitive functional status. We found a signifi-
cant relationship between increased CSF NFL and neurocognitive impairment in 
these HIV participants. Future work could assess the use of CSF NFL as a marker 
of ongoing neuronal damage due to viral replication or neuroinflammation, and po-
tentially guide treatment. 
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WEPEB0485
Screening positive for depression and illegal  
poly-substance use are among the factors independently 
associated with lower health-related quality of life of people 
living with HIV in Rio de Janeiro
R. Castro1,2, R.B. De Boni1, P.M. Luz1, L.D.S. Velasque3, L.V. Lopes1,  
S.W. Cardoso1, M.S. De Oliveira1, R.K. Friedman1, B. Grinsztejn1, V.G. Veloso1 
1Fundação Oswaldo Cruz, Instituto Nacional de Infectologia Evandro Chagas, Rio de 
Janeiro, Brazil, 2Universidade Federal do Estado do Rio de Janeiro, Instituto de Saúde 
Coletiva, Rio de Janeiro, Brazil, 3Universidade Federal do Estado do Rio de Janeiro, 
Departamento de Matemática e Estatística, Rio de Janeiro, Brazil 
Presenting author email: rodolfo.castro@ini.fiocruz.br

Background: The HIV-treatment primary goal of reducing viral load to an unde-
tectable level can improve patients’ quality of life. However, multiple factors can 
affect the Health-related Quality of Life (HRQoL) of people living with HIV/Aids 
(PLWHA) and influence treatment outcomes. This work aimed to estimate the fac-
tors associated with HRQoL among PLWHA in Rio de Janeiro, Brazil.
Methods: This was a cross-sectional study with patients receiving HIV-care at the 
National Institute of Infectious Diseases Evandro Chagas (INI-Fiocruz) enrolled 
between 2014-2016. EQ-5D-3L measured HRQoL; PHQ-2 screened depression; 
and, ASSIST measured substance use. Illegal poly-substance use was considered 
as the use of more than one illegal substance in the last three months. Structured 
questions evaluated intimate partner violence, sexual activity, and relationship sta-
tus. Viral loads were obtained from the clinical cohort database if available within a 
6-month interval before and after the study visit. A multiple linear regression model 
was conducted to estimate factors associated with HRQoL.
Results: The median age of the 1445 participants was 43.09 (IQR: 34.64-50.83) 
and of EQ-5D-3L scores was 0.80 (IQR: 0.74-1.00). The model results (estimate; 
p-value) showed that: screening positive for depression (-0.098; <0.001); illegal 
poly-substance use (-0.076; <0.01); older age [≥60-y vs.< 30](-0.070; <0.001), 
[40-59-y vs.< 30](-0.030; <0.05), [30-39 vs. <30](-0.002; 0.869); intimate 
partner violence (-0.059; <0.01); female sex at birth (-0.040; <0.001); detectable 
viral load [≥50 copies/ml vs. undetectable] (-0.040; <0.001), [missing viral load 
(22.56%) vs. undetectable] (-0.010; 0.322); 12-month sexual inactivity (-0.034; 
<0.01); lower educational level [≤ fundamental vs. medium](-0.029; <0.01), [su-
perior vs. medium](0.014; 0.185); tobacco use (-0.027; <0.01); and, not being in 
a relationship (-0.022; <0.05), were factors independently associated with lower 
HRQoL.
Conclusions: These results suggest that most of the participants have low impact 
on quality of life, considering that the weights used for HRQoL calculation were 
obtained recently from a representative Brazilian general population, and that a 
EQ-5D-3L of 1.00 represents a “perfect health state”. Moreover, regarding the 
associations in the model, both biological and sociobehavioral factors should be tar-
geted for improving quality of life of HIV patients. 

WEPEB0486
Co-prescription of benzodiazepines and opioids on 
hospitalization rates among people living with HIV  
in British Columbia, Canada
L. Ti1,2, S. Nolan1,2, B. Nosyk1,3, M. Ye1, J. Chia1, Z. Cui1, R. Barrios1,4, J. Montaner1,2, 
STOP HIV/AIDS Study Group 
1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2University of British 
Columbia, Department of Medicine, Vancouver, Canada, 3Simon Fraser University, 
Faculty of Health Sciences, Vancouver, Canada, 4Vancouver Coastal Health Authority, 
Vancouver, Canada 
Presenting author email: mintti@cfenet.ubc.ca

Background: Co-prescription of benzodiazepines and opioids, which are prescribed 
primarily for anxiety and pain, respectively, are associated with various health 
harms, including mortality. People living with HIV (PLHIV) are often prescribed 
these medications given the intersections between HIV/AIDS, mental health, pain, 
and addiction, making them particularly vulnerable to these harms. While studies 
have examined the use of opioids on hospitalization rates, little is known about the 
effect of benzodiazepine and opioid co-prescription on this outcome. The objective 
of this study is to examine whether co-prescription of benzodiazepines and opioids 
is associated with higher hospitalization rates among PLHIV in British Columbia, 
Canada.
Methods: Using a comprehensive linked population-level database of PLHIV in 
British Columbia, we included individuals following their first dispensation of highly 
active antiretroviral therapy (HAART). Generalized estimating equation regression 
models were constructed to determine the relationship between co-prescription of 
benzodiazepines and opioids, which was defined as an overlapping prescription of at 
least one day of both medications, on all-cause hospitalization rates.

Results: Between 1996 and 2013, a total of 8,993 individuals were included in the 
study; 1,694 (18.8%) were female and the median age at baseline was 40 years 
(Q1-Q3: 33-47 years). In a multivariable model adjusted for various demographic 
and clinical confounders, there was a positive association between the prescription 
of benzodiazepines and/or opioids and hospitalization rates compared to not be-
ing prescribed either medication: benzodiazepine only (adjusted rate ratio [ARR] = 
1.36; 95% confidence interval: 1.26 - 1.47); opioid only (ARR = 1.83; 95%CI: 1.70 
- 1.97); and co-prescription of both medications (ARR = 1.58; 95%CI: 1.41 - 1.77).
Conclusions: In this study, we found that PLHIV who were co-prescribed benzo-
diazepines and opioids had higher hospital utilization rates, which consequently ex-
acerbates the burden on the healthcare system. The findings should be interpreted 
with caution - in particular, co-prescription of these medications is not necessarily 
always inappropriate. However, these findings demonstrate the need for systems- 
and policy-level interventions to monitor and tease out inappropriate prescribing 
practices in this setting. 

WEPEB0487
Post HIV status disclosure assessment of behavioral health 
patterns among adolescents living with HIV: a Nigerian study
I. Nwakamma1, K. Onu2, G. Okoro3, D. Ogbang4 
1African Centre for Health Leadership, Research, Amuwo, Nigeria, 2AIDS Healthcare 
Foundation, Clinical Services, Abuja, Nigeria, 3University of Benin, Nursing and Family 
Health (Graduate Program), Benin, Nigeria, 4African Centre for Health Leadership, 
Research, Abuja, Nigeria 
Presenting author email: amolabora2@gmail.com

Background: Psychosocial and Mental health needs of adolescents living with HIV 
are major concerns in the global HIV response as they are major predictors of 
treatment outcome and prevention of new infections. Nigeria is among the largest 
contributors to the global HIV burden among adolescents, yet behavioural health 
patterns of this group in Nigeria are largely unknown.
Methods: In-depth interviews were conducted with care givers of 61 adolescent 
aged 10-18 years (male 34, female 27) and focus group discussions conducted with 
the adolescents who were purposively selected. There was comparative assessment 
of the psychosocial/behavioural health patterns pre and post HIV status disclosure 
along five themes: academic performance, mood, and participation in activities, re-
lationship with friends and family, and treatment adherence. The information was 
transcribed, coded and content analysis performed
Results: Majority of the adolescents acknowledged that their status should not af-
fect their education, and expressed worries over bearing the burden of silence in 
school with the resultant feeling of loneliness. A pattern of occasional withdrawal 
and low spirit was observed (72%), aggression & depression more in the female, and 
the older group largely indicated unwillingness to disclose their status not even to 
their best friends. Poor performance in School was more in the male, “sometimes I 
wonder why I am going to school” [boy, 17]. Eight (2 boys, 6 girls) engaged in sexual 
activities, 3 (females) without condom. Poor adherence to therapy was observed as 
they grew older. All the care givers agreed that it is difficult to hide the status from 
the adolescents for long, and even more difficult to disclose, “I got tired of lying to 
him about the drugs, I and the father had to break the news” [a mother].
Conclusions: There is an emergence of large number of adolescent living with HIV, 
yet the care-givers and most HIV service providers are not adequately prepared 
to manage the new challenge of HIV infection - mental health. Integrating mental 
health services into the HIV Program is necessary at this point to secure the wellbe-
ing of the young population and promote right behaviour for effective prevent of 
new HIV infection. 
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WEPEB0488
Factors associated with the occurrence of suicide  
among French people living with HIV in the HAART era:  
a nested case-control study
M. Hentzien1, A. Kaladjian2, P. Pugliese3, E. Billaud4, L. Cuzin5, C. Duvivier6,  
M.-A. Valantin7, M. Dramé8, F. Bani-Sadr1, Dat’AIDS Study Group 
1Reims Teaching Hospitals, Robert Debré Hospital, Department of Internal Medicine, 
Infectious Diseases, and Clinical Immunology, Reims, France, 2Reims Teaching 
Hospitals, Robert Debré Hospital, Department of Psychiatry, Reims, France, 
3University of Nice, CHU L’Archet, Infectious Diseases Department, Nice, France, 
4University of Nantes, Infectious Diseases Department, Nantes, France, 5INSERM, 
Université de Toulouse III, UMR 1027, Toulouse, France, 6Assistance publique - 
Hôpitaux de Paris - CHU Necker, Infectious Diseases Department, Paris, France, 
7Assistance Publique - Hôpitaux de Paris, La Pitié-Salpêtrière Hospital, Department 
of Infectious and Tropical Diseases, Paris, France, 8University of Reims Champagne-
Ardenne, Faculty of Medicine, EA 3797, Reims, France 
Presenting author email: mhentzien@chu-reims.fr

Background: People living with HIV (PLHIV) are at higher risk of dying from 
suicide than general population. Suicide is the first cause of death among French 
PLHIV in immunovirological success. The main objective of the present study was 
to identify factors associated with dying from suicide among French PLHIV.
Methods: It was a multicenter case-control study nested in the French multicenter 
Dat’AIDS cohort, in the HAART era, from January 2000 to July 2013. Cases were 
all deceased PLHIV who died from suicide. Control selection (up to four controls for 
each case) was done using incidence density sampling, allowing to estimate relative 
risks. Controls were also matched on time from HIV diagnosis and clinical center. 
The following potential explanatory variables were extracted: date of birth, gender, 
country of origin, education level, socioprofessional category, marital status, hav-
ing one or more children, HIV transmission group, Nadir of CD4, CD4 cell count, 
CDC stage, HIV viral load, antiretroviral therapy, hepatitis co-infections, tobacco 
use, alcohol use, toxicomania, history of anxious disorder, depression, bipolar dis-
order, schizophrenia or suicide attempt, and psychotropic drugs use (anxiolytics, 
anti-depressive, neuroleptics, thymoregulators). Medical files were also checked 
and multiple imputation was used for dealing with missing data. Univariable then 
multivariable conditional logistic regression models were performed.
Results: Among 349 patients included in the present study, 70 patients died from 
suicide and 279 were controls (69 cases had 4 controls, 1 case had 3 controls). By 
multivariable analysis, having children was protective against the risk dying from 
suicide (adjusted relative risk (aRR)=0.23, 95% confidence interval (95%CI) 
[0.10 - 0.70]), whereas active or substituted toxicomania (aRR=3.29, 95%CI[1.10 
- 9.85]), alcohol intake >20g/day or history of abuse (aRR=3.56, 95%CI[1.43 - 
8.88]), history of depressive disorder (aRR=3.76, 95%CI[1.49 - 9.50]), history of 
suicide attempt (aRR=5.93, 95%CI[1.58 - 22.24]) and psychotropic drugs intake 
(aRR=6.37, 95%CI[2.56 - 15.85]) were independently associated with an increased 
risk of dying from suicide.
Conclusions: Identification of factors associated with an increased risk of dying 
from suicide may help recognizing PLHIV that may the most benefit from an inter-
vention to prevent suicide. 

WEPEB0489
Adjustment disorders predict HIV viral load in patients  
seeking to improve self-efficacy regarding antiretroviral  
therapy adherence
H. Arroyo1, E. Kaplan-Lewis M.D.2, C.E. Aberg3, J. Buck M.A.3, B. Duah3,  
A. Abrams-Downey4, M. Cespedes, M.D.4, A. Ventuneac Ph.D.2, J.A. Aberg4 
1Icahn School of Medicine at Mount Sinai Hospital, Psychiatry, New York, United 
States, 2Icahn School of Medicine at Mount Sinai Hospital, New York, United States, 
3Mount Sinai Medical Center, New York, United States, 4Icahn School of Medicine at 
Mount Sinai Hospital, Infectious Disease, New York, United States 
Presenting author email: hansel.arroyo@mssm.edu

Background: Adherence to the antiretroviral therapy (ART) is a crucial determi-
nant of effective HIV treatment. ART adherence is impacted by socioeconomic, 
psychological, and health challenges. Previous studies have documented an associa-
tion between disclosure of HIV status and adherence. 
This study examined the relationship between psychiatric diagnosis, adherence, dis-
closure, and HIV outcomes.
Methods: HIV-infected patients receiving care at Mount Sinai were enrolled in 
Rango, a program developed by VillageCare Wellness Innovations using technologi-
cal resources to improve treatment adherence. All participants signed consent ap-
proved by the Mount Sinai IRB. Eligibility criteria included HIV infection on ART, 
NYC residence, and being a Medicaid and/or Medicare beneficiary. Patients com-
pleted self-report on mental health, substance use and determinants of adherence 

including disclosure of HIV status. Data were extracted about mental health disor-
ders and HIV outcomes from both the Rango database and EMRs as per protocol.
Results: 289 patients enrolled in the program during the review period. Participants 
identified as African-American (41%), Hispanic (41%), White, non-Hispanic (8%), 
mean age was 50, and the majority was male (60%). One-fifth reported missing 
HIV medications in the prior 3 days, 35% had a detectable viral load (VL). 15% 
disclosed their HIV status to all family and friends, while 14% had not disclosed 
to anyone. White participants were more likely to have disclosed to all family and 
friends. Half of the participants had a psychiatric diagnosis documented in their 
electronic health records: 28% unipolar disorder, 14% anxiety disorder, and 9.7% bi-
polar disorder. Having an adjustment disorder and using substances were associated 
with missed medications or a detectable VL (p<0.05). Logistic regression adjusting 
for age, gender, race, adherence, HIV disclosure, and substance use showed that 
patients with adjustment disorders had 5.32 times the odds of having a detectable 
viral load compared to patients without adjustment disorders (95% CI: 1.25-22.70).
Conclusions: In our cohort, occurrence of adjustment disorders seems to play a 
prominent role in HIV outcomes compared other psychiatric diagnoses. Despite 
previous studies, no association was found between virologic suppression, disclosure 
or having a psychiatric diagnosis. These data suggest that patients with adjustment 
disorder may benefit from treatment intervention. 

WEPEB0490
Effects of adaptive behavioral interventions to reduce  
alcohol use among HIV-positive patients in primary care:  
the health and motivation study
D. Satre1,2, W. Leyden2, A. Leibowitz2, B. Hare2, H. Jang2, S. Catz3, M. Horberg4, 
M. Silverberg2 
1University of California, Psychiatry, San Francisco, United States, 2Kaiser Permanente 
Northern California, Division of Research, Oakland, United States, 3University 
of California, Nursing, Davis, United States, 4Kaiser Permanente, Mid Atlantic 
Permanente Research Institute, Rockville, United States 
Presenting author email: derek.satre@ucsf.edu

Background: Drinking alcohol at hazardous levels can compromise antiretroviral 
therapy (ART) response, and increase rates of medical and psychiatric problems, 
unsafe sexual practices, and mortality for people living with HIV. This randomized 
controlled trial examined two brief intervention models to reduce alcohol use.
Methods: Participants included 614 HIV-positive patients recruited from a Kaiser 
Permanente Northern California (KPNC) San Francisco Medical Center pri-
mary care HIV clinic. Subjects were eligible if they reported hazardous drinking 
during the prior year. Participants were recruited by telephone and randomized to 
either 3-sessions of a motivational interviewing (MI) behavioral intervention with 
a psychologist to enhance motivation to reduce drinking, emailed feedback (EF) 
containing information on alcohol use risks via the KPNC patient portal, or usual 
care alone (i.e., clinic-based alcohol screening/intervention by usual care provid-
ers). Participants who reported hazardous drinking at 6 month interviews post-
intervention were offered additional (i.e., booster) treatment within the MI and EF 
arms. The primary study outcome was hazardous drinking rate (any 4+/5+ drinks 
in a single day for women/men) at 12 month follow-up study interviews; second-
ary outcomes were based on clinic-based alcohol screening measures. Hazardous 
drinking by intervention group and other demographic, psychological and substance 
use predictors (baseline age, education, race, income, sex, marital status, depres-
sion, anxiety, marijuana use, and hazardous drinking) was evaluated by multivariable 
logistic regression.
Results: The sample was 97% male; 63% White, 16% Hispanic, 10% African 
American, and 7% other ethnicities; with mean age of 49 years. In the 30 days prior 
to enrollment, 48% reported hazardous drinking, which was reduced to 25% at 12 
months; no significant differences were noted by treatment group. Similar drinking 
reductions were noted for clinic-based alcohol measures. Factors associated with 
worse survey-reported hazardous alcohol use included younger age (p=.006), not 
being married or partnered (p=.069), and greater frequency of hazardous drinking 
at baseline (p<0.001).
Conclusions: Among HIV patients engaged in primary care, substantial reduction 
in hazardous drinking over time was observed for all 3 study arms. Patient demo-
graphic and clinical characteristics were identified that could help target individuals 
at risk for worse alcohol-related outcomes over time, to enhance future interven-
tion development. 
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WEPEB0491
Role of basal ganglia in depression in HIV-infected individuals
M. Weber, Y. Zhuang, A. Tyrell, L. Wang, M. Tivarus, J. Zhong, G. Schifitto 
University of Rochester, Rochester, United States 
Presenting author email: giovanni_schifitto@urmc.rochester.edu

Background: Depression is the most common psychiatric comorbidity in HIV+ in-
dividuals that has persisted in the era of combination antiretroviral therapy (cART). 
Major depression is associated with abnormalities in the striatum and frontal cortex, 
in particular decreased functional connectivity between ventral striatum and ven-
tromedial prefrontal cortex and anterior cingulate cortex. Given that basal ganglia 
injury is frequent in HIV infection, it could in part explain the higher prevalence 
of depression in HIV+ individuals. The aim of the current study was to determine 
if basal ganglia dysfunction (as measured by brain metabolites) is associated with 
depression and if these brain metabolites differ between HIV+ and HIV- individuals 
with depression.
Methods: As part of an ongoing longitudinal study of the effect of cART on brain 
structure and function, thirty-seven treatment naïve HIV+ individuals and 95 HIV- 
individuals underwent psychological and neuroimaging assessment. 
Depressive symptomatology was assessed by the Center for Epidemiological 
Studies Depression Scale (CES-D). MR Spectroscopy (volume size = 15´15´15 
mm3, TE=35ms, TR = 2000ms) was acquired at basal ganglia region for me-
tabolite concentrations. MRS data was calculated with the linear combination of 
model spectra. We collected the following metabolite concentrations in our study: 
glutamate(GLU), N-acetylaspartate(NAA), choline (CHO), myo-inositol(INS), 
and creatine(CRE).
Results: 37 HIV+ individuals (age 33.2±15.0) and 91 HIV- (age 42.2±14.4) (age 
p=0.09) were compared. HIV+ individuals prior to starting cART had a CD4 cell 
count of 500.6 cells/mm3± 265 cells/mm3 and viral load 5.08 log10 copies/ml ± 
5.37 log10 copies/ml. Twelve of 91 (13%) HIV- and 17 of 37 (46%) HIV+ individuals 
prior to starting ARVs had depression (CES-D score > 16) (p<0.01). After 12 weeks 
of cART, depression persisted in 38% of HIV+ individuals. Of the MRS metabolites, 
CHO/CRE was elevated in the HIV+ depressed individuals compared to the HIV+ 
non depressed individuals (p=0.01). HIV- depressed individuals tended to higher 
levels of CRE and INS (p= 0.057 and p=0.06 respectively.
Conclusions: Basal ganglia dysfunction is associated with depression in HIV+ indi-
viduals. The increase in CHO/CRE suggests that glia dysregulation may be contrib-
uting to the symptoms. HIV- depressed individuals tend to have less glia dysfunc-
tion in the basal ganglia than HIV+. 

WEPEB0492
Risk factors associated with aortic stiffness in HIV-positive 
individuals compared to two HIV-negative groups: results of 
INI-ELSA-Brasil
R.C. Moreira1,2, J. Mill3, B. Grinsztejn1, V. Veloso1, M.J. Fonseca4, R.H. Griep5,  
I. Bensenor6, D. Chor4, A.G. Pacheco2, INI-ELSA-Brasil 
1FIOCRUZ, Instituto Nacional de Infectologia Evandro Chagas, Rio de Janeiro, 
Brazil, 2FIOCRUZ, Programa de Computação Científica (PROCC), Rio de Janeiro, 
Brazil, 3Universidade Federal do Espírito Santo, Espirito Santo, Brazil, 4FIOCRUZ, 
Departamento de Epidemiologia e Métodos Quantitativos, Rio de Janeiro, Brazil, 
5FIOCRUZ, Laboratory of Health and Environment Education (LEAS), Rio de Janeiro, 
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Presenting author email: rodrigo.moreira@ini.fiocruz.br

Background: HIV-infected patients are at increased risk for cardiovascular (CV) 
disease. Aortic stiffness (AS) measured by carotid-femoral pulse wave velocity (cf-
PWV) is a marker of subclinical atherosclerosis. We studied the association of risk 
factors and HIV infection with AS in a cross-sectional analysis.
Methods: Cf-PWV was determined using a validated device. We used multivari-
able linear regression models to investigate the relationship between traditional and 
HIV-related CV factors with cf-PWV in a group of 649 HIV+ patients and two 
comparison groups, separately: 106 HIV-negative individuals and 15105 partici-
pants of the ELSA-Brasil study. A marker of poor health management was defined 
as having hypertension, diabetes or dyslipidemia without treatment at the moment 
of the clinical visit. Propensity scores (PS) were used to account for imbalances 
between the compared groups.
Results: Out of 15860 participants, 15622 (98.5%) with complete cf-PWV exami-
nations were included. Overall, 46.0 % were male, median age was 51 [interquartile 
range (IQR) 45-58] years. Median cf-PWV in m/s (IQR) were 9.3 (8.4-10.5) in 
males and 8.7 (7.8-9.8) in females (p <0.001). For ELSA-Brasil, HIV- and HIV+ 
groups, cf-PWV were 9 (8.1-10.2), 8.7 (7.9-10.2) and 8.48 (7.66-9.4), respective-
ly (p<0.001). Most of HIV+ individuals (88.7%) has ever been on ART, and 71.3% 
were virologically suppressed with a median CD4 count (IQR) of 540(371-741). 
In the adjusted model, age, hypertension, body mass index, systolic and diastolic 
pressure, and CD4 count, were associated with increased cf-PWV in HIV+. In the 

final models HIV+ was not associated with cf-PWV compared to HIV- group (β=-
0.05;95%CI=-0.15,0.26;p=0.58), whereas lower levels of cf-PWV were observed 
when compared to ELSA-Brasil (β=-0.18;95%CI=-0.33,-2.97;p=0.01). Poor man-
agement was more frequent in the HIV- group (55.24%), compared to ELSA-Brasil 
(53.36%) and HIV+ (43.97%) groups (p<0.001) and was significantly associated 
with AS in the model comparing HIV+ with ELSA-Brasil groups (β=0.33;95%CI=
0.17,4.88;p<0.001).
Conclusions: Traditional CV risk factors and CD4 counts were associated with in-
creased cf-PWV in HIV+ subjects. HIV infection was not a risk factor for increased 
cf-PWV, which was even higher for the ELSA-Brasil group. Better management 
of traditional CV risk factors combined with a good virologic control could explain 
these results. 

WEPEB0493
The prevalence of cerebral microbleeds in HIV-infected 
hemophilia patients
T. Endo1,2, N. Miyashita1,3, K. Kasahara1,3, T. Ara1, K. Okada1, S. Shiratori1,  
H. Goto1, J. Sugita1, M. Onozawa1, D. Hashimoto1, K. Kahata1, K. Fujimoto1,2,  
T. Kondo1, S. Hashino2,4, T. Teshima1,2 
1Hokkaido University Hospital, Hematology, Sapporo, Japan, 2Hokkaido University 
Hospital, HIV Infection Medical Support Center, Sapporo, Japan, 3Japan Foundation 
for AIDS Prevention, Tokyo, Japan, 4Hokkaido University Health Care Center, 
Sapporo, Japan 
Presenting author email: t-endo@fd5.so-net.ne.jp

Background: Several studies have shown that rates of cerebrovascular events in 
HIV-infected patients are increased in comparison to uninfected individuals. In 
addition, cerebral hemorrhage represents a serious complication in hemophilia 
patients. Recently, asymptomatic cerebral microbleeds (CMBs), which can be 
detected by highly sensitive techniques such as T2*-weighted magnetic resonance 
imaging (MRI), have emerged as an important marker for predicting symptomatic 
cerebral hemorrhage. The aim of the present study was to investigate the preva-
lence of CMBs in HIV-infected hemophilia patients and to evaluate the association 
between HIV infection and cerebral hemorrhage.
Methods: All of the HIV-infected hemophilia patients (HIV+ HemPts) who visited 
our hospital from January 2015 to December 2016 were enrolled in this study. In 
addition, all of the HIV-uninfected hemophilia patients (HIV- HemPts) who vis-
ited our hospital in the same period were enrolled as controls. CMBs were assessed 
using T2*-weighted MRI. The relationship between cerebral hemorrhage and the 
patients’ clinical factors, such as age, the severity of hemophilia, hepatitis virus and 
HIV infection statuses, hypertension, hyperlipidemia, diabetes mellitus, and smok-
ing status was examined.
Results: Two HIV+ HemPts had symptomatic cerebral hemorrhage during the 
study period. Twenty-one asymptomatic HIV+ HemPts and 12 HIV- HemPts un-
derwent T2*-weighted MRI. CMBs were observed in 7 HIV+ HemPts and 1 HIV- 
HemPt. In the logistic regression analysis, HIV infection was the only risk factor for 
cerebral hemorrhage (Odds ratio: 7.07, p-value: 0.04).
Conclusions: This is the first report to investigate the prevalence of CMBs in HIV-
infected patients. The prevalence of CMBs or symptomatic cerebral hemorrhage in 
HIV+ HemPts was extremely high (39.1%) in comparison to that in HIV+ HemPts 
(8.3%). Brain screening by T2*-weighted MRI led to more strict management of 
the blood pressure, re-evaluation of hemophilia treatment, and lifestyle improve-
ments such as smoking cessation to prevent symptomatic cerebral hemorrhage in 
patients in whom CMBs were detected. The screening test seems to be meaningful 
for HIV+ HemPts. 

WEPEB0494
Vitamin D and progression of carotid intima-media thickness  
in HIV-positive Canadians
H.F. Huff1,2, A.T. Merchant1,3, E. Lonn1, E. Pullenayegum1,4, F. Smaill1, M. Smieja1 
1McMaster University, Hamilton, Canada, 2Canadian College of Naturopathic 
Medicine, Clinical Education, Toronto, Canada, 3University of South Carolina, Arnold 
School of Public Health, Columbia, United States, 4SickKids, Toronto, Canada 
Presenting author email: hhuff@ccnm.edu

Background: Based on evidence implicating vitamin D deficiency in the devel-
opment of cardiovascular disease (CVD) we hypothesized that in HIV-positive 
Canadians, low 25-hydroxyvitamin D (25(OH)D) concentration would be associ-
ated with increased progression of vascular disease. Vitamin D deficiency repre-
sents a unique problem in the HIV context. The antiretroviral drug efavirenz may 
impair vitamin D metabolism, and deficiency has been associated with increased 
HIV progression, all-cause mortality and carotid artery intima-media thickness 
(CIMT)-a measure of subclinical vascular disease.
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Methods: We prospectively studied the relationship between baseline 25(OH)D 
(continuous) and CIMT progression (as CIMT change per year) between 2002 and 
2011 in the multicentre Canadian HIV Vascular Study. Linear regression models 
were adjusted for Framingham risk, ethnicity, CD4 count and nadir, and years since 
HIV diagnosis (parsimonious model; variables included if P ≤ 0.20 in univariable 
associations). Full models were adjusted for age, sex, smoking, total cholesterol-
to-HDL ratio (TC:HDL), ethnicity, BMI, antiretroviral therapies, CD4 nadir, lipid 
medications, physical activity, years since HIV diagnosis, kidney disease, and season 
(full model variable selection facilitated by construction of directed acyclic graphs).
Results: Of the 128 participants, 89.1% were men, mean age (SD) was 46.5 (8.2) 
years, 93.8% were white, and 36.7% were smokers. Mean (SD) annual CIMT follow 
up was 5.7 years (2.0; min 1.5, max 8.5). Mean CIMT progression (SD) was 0.027 
mm/year (0.030 mm/year). Mean (SD) 25(OH)D was 95.0 (46.9) nmol/L. Only 
13.3% were vitamin D deficient (25(OH)D < 50 nmol/L), whereas 61.7% met suf-
ficiency status (75 nmol/L). Vitamin D quartiles were inversely associated with BMI 
(ANOVA, P = 0.034), TC:HDL (P = 0.001), parathyroid hormone (P = 0.003), 
but not efavirenz exposure (chi-square, P = 0.141). In linear regression analyses, 
baseline 25(OH)D was inversely associated with CIMT progression in all models 
(Table 1).

Baseline 25-hydroxyvitamin D (log) estimates for annualized carotid IMT progression 
weighted by years of follow-up

Models (n=128) Estimate (95% CI) Standard error P value
Univariable -0.04 (-0.049, -0.031) 0.005 <0.001
Parsimonious -0.035 (-0.046, -0.024) 0.006 <0.001
Full -0.04 (-0.052, -0.027) 0.006 <0.001

[Table 1]

Conclusions: Plasma 25(OH)D is associated with CIMT progression in this rela-
tively vitamin D replete, predominately white and male, Canadian HIV positive 
population. Future research needs to establish causality as this could warrant more 
targeted screening and/or supplementation. 

WEPEB0495
Death after myocardial infarction (MI): incidence and risk 
factors by MI type in HIV
R. Nance1, J. Delaney1, S. Heckbert1, D. Drozd1, M. Budoff2, M. Feinstein3,  
J. Willig4, W. Mathews5, R. Moore6, J. Eron7, S. Napravnik7, P. Hunt8, E. Geng8,  
P. Hsue8, W. Lober1, C. Grunfeld8, K. Crothers1, M. Saag4, M. Kitahata1, H. Crane1 
1University of Washington, Medicine, Seattle, United States, 2UCLA, Medicine, Los 
Angeles, United States, 3Northwestern, Medicine, Chicago, United States, 4UAB, 
Medicine, Birmingham, United States, 5UCSD, Medicine, San Diego, United States, 
6Johns Hopkins, Baltimore, United States, 7UNC, Medicine, Chapel Hill, United 
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Presenting author email: hcrane@uw.edu

Background: People living with HIV (PLWH) are at higher risk for MI. The 
Universal Definition of MI divides MIs into types. Type 1 MIs (T1MI) result spon-
taneously from atherosclerotic plaque instability. Type 2 MIs (T2MI) occur in the 
setting of oxygen demand-supply mismatch, such as with sepsis or cocaine-induced 
vasospasm. The purpose was to evaluate survival rates after each MI type and pre-
dictors of death following MIs in PLWH.
Methods: This study was conducted in the CNICS cohort of PLWH in care at 
six U.S. sites. MIs were centrally adjudicated and death dates were collected via 
national registries, death certificates and hospital records. Possible predictors of 
death after MI included age, sex, race, CD4 count, HIV viral load (VL), diabetes, 
estimated glomerular filtration rate (eGFR) < 30, statin use, and treated hyperten-
sion all assessed prior to the MI event. We compared percentages of those who died 
within 1 year of T1MI and T2MI with chi-square tests. Predictors of death within 1 
year after T1MI or T2MI were tested using relative risk regression.
Results: 643 PLWH had MIs (317 T1MI, 326 T2MI) between 2000-2014; 77% 
male, 37% white, 54% black, and 7% Hispanic, with a mean age of 50 (SD 10). 26% 
died within 1 year; the rate was significantly higher for T2MI (37%) than T1MI (14%). 
PLWH with diabetes had significantly higher risk of death within 1 year of MI than 
those without for both T1MI (Relative Risk [RR] 1.9, 95% CI:1.1-3.4) and T2MI (RR 
1.5, 95% CI:1.1-2.2). For T1MI but not T2MI, additional significant predictors of 
death were older age (RR 1.7 per 10 years, 95% CI:1.3-2.2), VL>400 copies/mL 
(RR 2.3, 95% CI:1.3-4.1), eGFR < 30 (RR 2.1, 95% CI:1.1-4.1) and not using a statin 
(RR 2.0, 95% CI:1.1-3.9).
Conclusions: Death within 1 year of MI was common in PLWH, particularly after 
T2MI. Predictors of death included modifiable risk factors, suggesting treatments 
such as statin use and effective ART could be used to prevent death following MI, 
principally T1MI. The significant differences in the rate and predictors of death for 
T1MI vs. T2MI enforces the importance of considering these outcomes separately. 

WEPEB0496
Distribution and performance of cardiovascular risk scores  
in a mixed population of HIV-infected and community-based 
HIV-uninfected individuals in Uganda
A. Muiru1, P. Bibangambah2, L. Hemphill3, R. Sentongo2, J.-H. Kim4, V. Triant3,  
D. Bangsberg5, A. Tsai3, J. Martin1, J. Haberer3, Y. Boum II6, J. Plutzky4, P. Hunt1,  
O. Samson2, M. Siedner3 
1University of California, San Francisco, San Francisco, United States, 2Mbarara 
University of Science and Technology, Mbarara, Uganda, 3Massachusetts General 
Hospital, Boston, United States, 4Brigham and Women’s Hospital, Boston, United 
States, 5Oregon Health Sciences University-Portland State University School of Public 
Health, Portland, United States, 6Epicentre Research Base, Mbarara, Uganda 
Presenting author email: anthony.muiru@ucsf.edu

Background: To compare and validate CVD risk profiles with carotid intima me-
dia thickness among a population of HIV-infected people on antiretroviral therapy 
(ART) and age and gender-matched HIV-uninfected people in Uganda.
Methods: We estimated CVD risk and contrasted profiles by HIV serostatus us-
ing the 1) Framingham laboratory-based score (FRS-Lipids); 2) Framingham non-
laboratory score (FRS-BMI); 3) Reynolds score (RRS); 4) American College of 
Cardiology and American Heart Association score (ACC/AHA); and 5) the Data-
collection on Adverse Effects of Anti-HIV Drugs (D:A:D) score. We compared 
absolute risk scores and risk categories across each score using Spearman rank cor-
relations, and kappa statistics, respectively. Finally, we fit linear regression models 
to validate each risk score with common carotid artery intima media thickness (c-
IMT) as a surrogate marker of CVD.
Results: Of 205 participants, half were female and the median age was 49 (IQR 
46-53). Median CD4 count was 430 cells/mm3 (IQR 334-546), with a median 
of 7 years of ART exposure (IQR 6.4-7.5). Compared with HIV-infected com-
parators, HIV-uninfected participants had a higher median systolic blood pressure 
(121 mmhg IQR [111-135 mmhg] versus 110 mmhg [100-121 mmhg], P<0.001), 
and higher prevalence of current smoking (18% versus 4% P=0.001) correlating 
with higher median CVD risk scores (p<0.003), and evidenced by greater c-IMT 
(0.68 vs. 0.63 P=0.003). Although all calculators were generally highly corre-
lated (Spearman rank >0.80) and demonstrated increasing c-IMT with increas-
ing risk category, FRS-BMI performed best among HIV-uninfected participants 
(R2=0.20, P<0.001). FRS-Lipids, FRS-BMI and D:A:D performed similarly 
among the HIV-infected (R2=0.13-0.15, P<0.004). ACC/AHA had the lowest as-
sociation with c-IMT in both groups (R2= 0.09, P=0.01). Notably, the HIV-specific 
D:A:D score categorized a significantly higher proportion of HIV-infected indi-
viduals as moderate or high risk (73%), than the other risk scores (9-13%).
Conclusions: A non-laboratory based risk score (FRS-BMI) correlated well with 
pre-clinical atherosclerosis in both HIV-infected and uninfected individuals, 
and may be of particular use in low-resource settings. Age and gender-matched, 
community based HIV-uninfected individuals had higher CVD scores than HIV-
infected individuals in care in rural Uganda, and the difference appeared to be 
driven by modifiable factors such as smoking and high blood pressure. 
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WEPEB0497
Increasing cardiovascular disease incidence in HIV-positive 
adults in Asia: projections for 2017-2026
R. Bijker1, N. Kumarasamy2, S. Kiertiburanakul3, S. Pujari4, W. Lam5,  
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Presenting author email: rimkebijker@hotmail.com

Background: HIV is estimated to increase cardiovascular disease (CVD) risk in 
HIV-positive people by about two-fold. The number of people experiencing co-
morbid CVD is expected to rise as the HIV population ages, but CVD risk and 
management have received limited attention in HIV-positive adults in Asia. We 
aimed to project the 10-year incidence of CVD based on a heterogeneous Asian 
HIV-positive cohort.
Methods: Analyses were based on patients recruited to the TREAT Asia HIV 
Observational Database (TAHOD), consisting of 20 sites in 12 countries. Patients 
were included if they started antiretroviral therapy, were alive, had no previous 
CVD history, and had data available on CVD risk factors. The D:A:D CVD risk 
equation was used to estimate annual new CVD events for 2017-2026, accounting 
for age- and sex-adjusted mortality. Projections were stratified by sex, age, and 
country income level.
Results: Of 3406 patients who met the inclusion criteria, 69% were male, me-
dian age was 45 (IQR 39-52) years, and median time since ART initiation was 8.1 
(IQR 5.8-12.5) years. We projected that cohort incidence rates of CVD events 
will increase from 7 per 1000 person-years (/1000pys) in 2017 to 14/1000pys 
in 2026 (Figure). Stratified projections for 2026 showed a higher CVD event 
rate in men than women (18 vs 5 events/1000pys), in older patients (31, 9 and 4 
events/1000pys in those aged 51+, 41-50 and ≤40 years, respectively) and in high-
income countries (24 vs 9 in upper-middle and 9 in lower-middle income countries).
Conclusions: Our projections suggest that CVD incidence rates in Asian HIV-
positive adults in our cohort will double in the next decade. Risk screening, specifi-
cally in men, older patients and high-income countries, is needed to support timely 
intervention and to reduce future CVD burden. 

[Figure: Estimated CVD event rate for 2017-2026]

WEPEB0498
TLR4 Asp299Gly polymorphism is associated with 
cardiovascular disease in HIV-infected patients
L. Tarancón-Díez1, M. Genebat1, J.L. Jimenez2, R.S. de Pablo-Bernal1,  
M.Á. Muñoz-Fernández2, M. Rafii-El-Idrissi Benhia1, Y.M. Pacheco1,  
E. Ruiz-Mateos1, M. Leal1 
1Biomedicine Institute of Seville, Sevilla, Spain, 2General University Hospital Gregorio 
Marañón, Madrid, Spain 
Presenting author email: ltarancon@alumni.unav.es

Background: Non-AIDS-related events (nADEs), especially cardiovascular diseas-
es (CVDs), are the main cause of morbi-mortality in HIV-patients on suppressive 
antiretroviral therapy. The association of variants in the lipopolysaccharide (LPS) 
toll-like receptor 4 (TLR4), with the occurrence of CVDs in non-HIV-population 
is controversial. In HIV-infected patients, the role of TLR4 variants in the onset of 
CVDs remains unknown. The objective was to study the impact of the Asp299Gly 
polymorphism in the onset of CVDs in HIV-infected patients and to analyze the 
functional consequences of this polymorphism.
Methods: Patients, who consecutively visited the Virgen del Rocío University 
Hospital in Seville (Spain) between 1989 and 2016, with nADEs recorded informa-
tion and DNA samples available, were included. TLR4 polymorphism, Aps299Gly 
(rs4986790), was determined in total DNA by real time PCR. Asp299Gly asso-
ciation with CVDs was analyzed by logistic regression after adjusting for potential 
confounders. Ex vivo activation and in vitro response after LPS stimulation on clas-
sical, intermediate and patrolling monocytes was assessed by multiparametric flow 
cytometry in a group of healthy donors and HIV-infected patients who carried the 
TLR4 polymorphism and compared with wild-types with available fresh whole blood 
samples. The percentage of monocytes producing intracellular IL1α, IL1β, IL6, IL8, 
TNFα and IL10 was determined. Soluble IL-6 was measured in plasma samples.
Results: From the total 253, 26 patients presented a recorded CVD (10%). 
Asp299Gly allele was directly and independently associated with the onset of 
CVDs (OR (IC95%)=3.35 (1.19-9.41), p=0.02) after adjusting with CD4-T-cell 
nadir, Hepatitis C virus-infection, bacterial pneumonia and diabetes. After LPS in 
vitro stimulation, healthy donors carrying the polymorphism showed a high per-
centage of IL1α-IL1β-IL6+IL8-IL10-TNFα- intermediate monocytes and IL1α+IL1β-

IL6-IL8+IL10-TNFα- patrolling monocytes comparing with wild-type subjects 
(p=0.037 and p=0.046 respectively). IL-6 soluble levels, were correlated with the 
percentage of IL1α-IL1β-IL6+IL8-IL10-TNFα- intermediate monocytes only in car-
riers (r=0.89; p=0.01). Regarding HIV-infected individuals, patients carrying the 
polymorphism for TLR4 showed higher percentage of intermediate monocytes ex-
pressing proinflammatory combinations of cytokines that included IL8+ and IL10+ 

compared with wild-type patients.
Conclusions: TLR4 Asp299Gly polymorphism is a risk factor in the onset of CVDs 
in HIV-infected patients. The proinflammatory profiles of this variant could be in-
volved in the development of atherosclerotic pathologies. 

WEPEB0499
Hypertension does not affect long-term retention on ART  
in a Ugandan cohort
J. Gonzalez Perez1, J. Ssali2, J. Kiwanuka2, J. Ikapule2, M. Ssemakadde3,  
K. Ssamula2, L. Buzaalirwa2, P. Iutung Amor2 
1AIDS Healthcare Foundation, Kigali, Rwanda, 2AIDS Healthcare Foundation, 
Kampala, Uganda, 3IeDEA, Masaka, Uganda 
Presenting author email: juan.perez@aidshealth.org

Background: A few studies have reported prevalence of hypertension in HIV pa-
tients in Sub-Saharan Africa but information on how it affects clinical outcomes 
in our context is scarce. Here we analyze data on hypertension from a large HIV 
program in rural Uganda.
Methods: Data from adult patients started on antiretroviral treatment (ART) be-
tween January 2001 and November 2016 with at least two blood pressure (BP) 
measurements was included in the study. We used Kaplan-Meier survival methods 
to estimate retention on ART, Cox proportional hazards methods to adjust for po-
tential confounders and multivariate logistic regression to identify factors associ-
ated to development of hypertension.
Results: 6,244 patients met the inclusion criteria. 65% were women, median age 
was 35 years and median CD4 was 171 cells. Hypertension was diagnosed in 1,513 
patients (24.2%). 70.1% of all cases were diagnosed before ART initiation or dur-
ing the first year on treatment. Development of hypertension in the first year on 
ART had a significant positive association with age and weight and negative with 
CD4 baseline in the multivariate analysis. Treatment with Stavudine (d4T) -con-
taining regimens was also associated to increased risk of developing hypertension 
during the first year (OR: 1.59 p=0.01 using as reference Zidovudine-containing 
regimens). Three and five years retention on ART for those that had a diagnosis 
of hypertension was 92.8 and 88.2% (versus 91.8 and 88% for patients without 



iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July
Poster
Exhibition

Tuesday
25 July

ABSTRACT BOOK • www.iAS2017.ORg433 433

hypertension). There was no association between hypertension and attrition when 
adjusting by age, sex, CD4 baseline, WHO stage, weight and year of ART initiation 
in the Cox model.
Conclusions: Our analysis, in line with other studies, found that hypertension is 
common in HIV patients on ART. Development of hypertension in the first year 
on ART was associated with the use of d4T regimens and with lower CD4 counts. 
Despite poor BP control, our study found that HIV patients with hypertension have 
similar outcomes (in terms of long term retention on ART) than normotensive pa-
tients. The low prevalence of other cardiovascular risk factors in our context (reduc-
ing the morbidity associated to hypertension) and the closer follow up in patients 
with chronic diseases could partially explain these findings. 

WEPEB0500
Comparing CVD risk factors in HIV-infected and HIV 
uninfected individuals from the general population in Greece
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Background: Although triple antiretroviral therapy substantially decreased mor-
tality in HIV-infected individuals, mortality remains higher compared to general 
population, mainly due to higher prevalence of non-AIDS related comorbidities, 
including cardiovascular diseases (CVD). Study compared the prevalence of CVD 
risk and its factors, and ‘Heart age’ between HIV-infected and HIV-uninfected in-
dividuals in Greece.
Methods: HIV-infected data was derived from the AMACS study (Athens-
Multicenter-AIDS-Cohort-Study), and control data from general population from 
the health examination survey „National Study of Morbidity and Risk factors“ 
(E.ME.NO.). Multistage stratified random sampling based on 2011 census was 
used; data was collected between 2014-2015 and weighted to reflect Greek popu-
lation by age, gender, and geographical distribution. All HIV-infected adults with 
≥1 visit between 2012-2014 and all E.ME.NO control-group adults were included. 
10-year risk of CVD-event was estimated using the Framingham risk score (FRS). 
Individual estimated risk was used to calculate ‘Heart age’ described as a person’s 
predicted vascular system age based on his/her cardiovascular risk factor profile. 
Weighted multivariable logistic, fractional logistic and multivariable linear regres-
sion models were applied for analysis.
Results: 5305 HIV-infected (median age:42.7 years, 85.0% males) and 5950 
non-HIV-infected (median age:47.9 years, 48.4% males) individuals were in-
cluded. Crude prevalence of hypertension, diabetes and high FRS was significantly 
higher in the control group, but adjusted for age, gender and origin, high FRS was 
significantly higher in HIV-infected individuals with no significant differences be-
tween the two groups in hypertension and diabetes. Smoking and dyslipidemia were 
more prevalent in HIV-infected whereas obesity was more prevalent in the general 
population. Adjusted mean difference (for white/men/45yrs) between heart and 
chronological age was higher by 1.7 years in the HIV-infected-individuals (Table).
Conclusions: Dyslipidemia, smoking and increased CVD risk, were more prevalent 
in HIV-infected compared to the control group. Assessment and management for 
CVD and its risk factors are of high priority for HIV-infected patients’ care, poten-
tially leading to improved health outcomes. 

 HIV infected HIV un-infected OR (HIV-infected/HIV-
uninfected) (95% CI) p-value

Hypertension 
(%; 95%CI) 34.2 (31.7, 36.6) 35.1 (32.4, 37.7) 0.96 (0.83, 1.12) 0.598

Diabetes Mellitus 
(%; 95%CI) 6.2 (5.4,7.0) 5.8 (4.9, 6.8) 1.06 (1.06, 1.07) 0.588

Dyslipidemia 
(%; 95%CI) 52.6 (50.8, 54,3) 46.9 (44.5, 49.4) 1.25 (1.12, 1.14) <0.001

Current smoking 
(%; 95%CI) 66.8 (64.7, 68.9) 46.5 (44.3, 48.8) 2.31(2.04, 2.61) <0.001

Obesity (BMI>30) 
(%; 95%CI) 10.2 (8.6, 11.9) 26.7 (24.6, 28.6) 0.32 (0.26, 0.39) <0.001

High FRS (>20%) 
(%; 95%CI) 19.6 (16.8, 22.5) 15.3 (13.1, 17.6) 1.35 (1.07,1.71) 0.013

FRS 
(Mean; 95% CI) 13.1 (13.0, 13.1) 11.9 (11.8, 11.9) 1.12 (1.11, 1.13) <0.001

‘Heart age’-
chronological age 

(years) 
(Mean; 95% CI)

13.4 (12.6, 14.2) 11.7 (11.0, 12.4) Adjusted difference:1.72 
(0.68, 2.76) 0.001

[Adjusted estimates (Greek/men/45yrs) & odds ratios]

WEPEB0501
cART induced macrophage p90RSK activation: a potential 
mechanism for cART-associated atherosclerosis
M. Singh1, K.-S. Heo2, N. Stirpe1, K.A. Ko2, Y. Tao2, J. Medina2, T. Thomas2,  
L. Wang1, K. Gates1, X. Qui1, K. Fujiwara2, N.-T. Le2, S. Maggirwar1, G. Schifitto1,  
J.-I. Abe2 
1University of Rochester, Rochester, United States, 2University of Texas MD Anderson 
Cancer Center, Houston, United States 
Presenting author email: giovanni_schifitto@urmc.rochester.edu

Background: Increased incidence of cardiovascular disease (CVD) in HIV infected 
patients is well established, but the role and potential mechanisms that combined 
anti-retroviral therapy (cART) may play in CVD remains unclear. Endothelial cells 
and macrophages play a key role in atherosclerosis (AS) and thus CVD. Our previ-
ous studies have shown that activation of endothelial p90RSK, a redox-sensitive 
kinase, is a critical event in the development of AS. Given that activation of mac-
rophage p90RSK has also been reported to affect macrophage function, we have 
investigated whether cART may affect macrophage p90RSK kinase thus contribut-
ing to AS.
Methods: To determine the role of macrophage p90RSK in atherosclerosis, we gen-
erated macrophage-specific wild type (WT) and dominant negative (DN) p90RSK 
transgenic mice, crossed with LDLR-/- mice and fed a high-cholesterol diet. 
To investigate the role of p90RSK in human, whole blood monocytes from 25 HIV 
infected individuals on stable cART for at least 1 year and with viral load ≤50 copies/
mL and 53 HIV negative and non-cART treated controls matched for age, gender, 
environment and Reynolds CVD risk score were analyzed by flow cytometry.
Results: Efferocytosis-related signaling and phagocytic capacity were upregu-
lated and inflammatory gene expression were down-regulated in macrophages in 
an p90RSK activity-dependent manner; p90RSK directly phosphorylating ERK5 
S496 and consequently inhibiting ERK5 transcriptional activity. In mice, we found 
that p90RSK activation accelerated plaque formation by inducing pro-atherogenic 
phenotypes such as reduced efferocytotic activity and enhanced M1 polarization. 
While backbone regimen of tenofovir (TDF) plus emtricitabine (FTC) did not acti-
vate p90RSK, the combination with maraviroc (MVC), rilpivirine (RPV) and ata-
zanavir (ATV)/ritonavir (RTV) significantly increased p90RSK activation, reduced 
efferocytosis, and increased M1-type related gene expression. 
In study participants, we found significantly increased p90RSK activation in the 
cART-treated group, and additional treatment of low dose of H2O2 (200 nM) ac-
celerated p90RSK activation more in the monocytes from cART-treated patients 
than those in controls in vitro.
Conclusions: Our results demonstrate that p90RSK is robustly activated by cART. 
This activation culminates in reduced activity of macrophage efferocytosis, thereby 
accelerating atherosclerotic plaque formation. Monocyte/macrophage p90RSK 
can be a good target and an excellent biological marker to prevent and predict 
cART-induced CVD. 
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WEPEB0502
Awareness of the 2013 American College of  
Cardiology/American Heart Association (ACC/AHA)  
blood cholesterol guideline by providers who take care of  
people living with HIV
L. Non, R. Patel, G. Escota, R. Presti 
Washington University in St. Louis, Infectious Diseases, St. Louis, United States 
Presenting author email: l.non@wustl.edu

Background: Atherosclerotic cardiovascular diseases (ASCVD) have emerged as 
an important cause of morbidity and mortality among HIV-infected individuals. 
Statins reduce this risk, but their use among HIV-infected people has been sub-
optimal. The ACC/AHA updated the guideline on blood cholesterol management 
in 2013, but awareness of this guideline among providers who take care of people 
with HIV is unknown.
Methods: We administered an anonymous online survey to providers who take care 
of HIV-infected individuals in St. Louis, Missouri. Knowledge of the guideline and 
agreement with the recommendations were assessed using multiple-choice and 
case-based questions with Likert scale items. Data were then summarized using 
descriptive statistics.
Results: Ninety providers responded to our survey, of which 77.3% were physicians 
and 12.5% were physicians in training. 63.4% were males. Majority of the providers 
were from Infectious diseases (64.4%), followed by Internal Medicine (25.3%), and 
Cardiology (4.6%). Majority (95.1%) believed that HIV-infected individuals are at 
a higher risk for ASCVD. An overwhelming majority (97.5%) were aware of the 
guideline, and 68.8% agreed with its recommendations. The top 3 identified bar-
riers to prescribing statins were concerns for drug-drug interaction (47.5%), poly-
pharmacy (47.5%), and poor medication adherence (46.3%). Only 35% routinely 
use the guideline-recommended ASCVD 10-year risk calculator, however, majority 
(76.3) were aware of the ≥7.5% 10-year risk threshold for discussing statin therapy. 
The different patient groups identified by the guideline for whom statin therapy is 
recommended were correctly identified by majority (>72.3%) of the responders, 
except for the patient group with a low-density lipoprotein cholesterol of 200 mg/
dl or more, for whom only 52.7% of the providers would prescribe statins. Majority 
(80%) believed that following the guideline would lead to an improvement in the 
cardiovascular outcomes of HIV-infected individuals.
Conclusions: Most providers who take care of HIV-infected individuals have some 
awareness of the 2013 ACC/AHA guideline, but few routinely use the ASCVD 10-
year risk calculator in their patients. Many providers also cite medication-related 
issues as barriers to prescribing statins. Interventions are needed to address these 
gaps. 

WEPEB0503
Cardiovascular disease (CVD) and chronic kidney disease 
(CKD) event rates in HIV-positive persons at high predicted 
CVD and CKD risk: results from the D:A:D study
M.A. Boyd1, A. Mocroft2, L. Ryom3, A. d’Arminio Monforte4, C. Sabin2,  
W. El-Sadr5, C.I. Hatleberg3, S. De Wit6, R. Weber7, E. Fontas8, A. Phillips2,  
F. Dabis9, P. Reiss10, J. Lundgren3, M. Law1, D:A:D Study Group 
1Kirby Institute, University of New South Wales, Infection and Population Health, 
Sydney, Australia, 2University College London, Infection and Population Health, 
London, United Kingdom, 3University of Copenhagen, Infectious Diseases, 
Copenhagen, Denmark, 4Universitario San Paolo, Dipartimento di Scienze della 
Salute, Milan, Italy, 5Columbia University and Harlem Hospital, Infectious Diseases, 
New York, United States, 6Saint Pierre University, Infectious Diseases, Brussels, 
Belgium, 7University of Zurich, Infectious Diseases and Hospital Epidemiology, Zurich, 
Switzerland, 8Nice University Hospital, Public Health, Nice, France, 9Universite de 
Bordeaux, Talence, France, 10University of Amsterdam, Global Health and Infectious 
Disease, Amsterdam, Netherlands 
Presenting author email: mark.boyd@adelaide.edu.au

Background: The D:A:D study has developed predictive risk-scores for CVD and 
CKD (confirmed eGFR < 60 ml/min/1.72m2) events in HIV-positive individuals. 
We hypothesised that D:A:D participants at high (>5%) CVD and CKD predicted 
risk would be at even greater risk for CVD and CKD event outcomes.
Methods: We included all participants with complete risk covariate data, baseline 
eGFR >60 ml/min/1.72m2 and ≥3 eGFRs thereafter to calculate CVD and CKD 
scores. We calculated CVD and CKD event rates by predicted 5-year CVD and 
CKD risk-strata (< 1%, 1-5%, >5%) and fitted Poisson models to assess whether 
CVD and CKD risk-strata effects were multiplicative.
Results: 27,215 participants contributed 202,034 person years of follow-up; 
74% male, median (IQR) age 42 (36,49) years, baseline year of follow-up 2005 
(2004,2008). D:A:D risk equations predicted 3560 (13.1%) participants at high 
CVD, 4996 (18.4%) participants at high CKD risk and 1585 (5.8%) participants 

at both high CKD and CVD risk. CVD and CKD event rates by predicted risk-
strata were multiplicative (Figures 1a and 1b). Participants at high CVD risk had a 
563% increase in CKD events (p< 0.001); participants at high CKD risk had a 31% 
increase in CVD events (p=0.005). Participants’ CVD and CKD risk-strata ap-
peared to have multiplicative predictive effects with no evidence of an interaction 
(p=0.329 and p=0.291 for CVD and CKD respectively).
Conclusions: We found that combining CVD and CKD risk-scores improved 
prediction of CVD and CKD events, especially CKD. This suggests CVD and CKD 
risk in HIV positive persons should be assessed in tandem.

[Figure 1a. CVD event rate by predicted CKD and CVD risk]

[Figure 1b. CKD event rate by predicted CKD and CVD risk]

WEPEB0504
Incidence and factors associated with atrial fibrillation  
in people living with human immunodeficiency virus (PLHIV)  
in British Columbia, Canada
P. Vizcarra1, O. Eyawo2, M. Ye2, M. Lu2, M. Bennett3, R. Hogg4, J. Montaner2,  
S. Guillemi2 
1Universidad Nacional de La Plata, Infectious Disease, La Plata, Argentina, 2BC Centre 
for Excellence in HIV/AIDS, Vancouver, Canada, 3University of British Columbia, 
Medicine, Div Cardiology, Vancouver, Canada, 4Simon Fraser University, Health 
Sciences, Vancouver, Canada  

Background: Atrial fibrillation (AF) is the most common cardiac arrhythmia in 
the general population and little is known about its incidence and related factors in 
PLHIV. The aim of this study was to compare the incidence of AF amongst PLHIV 
and the HIV negative individuals, as well as to describe its association with markers 
of HIV infection and treatments.
Methods: A population-based dataset was created via linkage between the BC 
Centre for Excellence in HIV/AIDS and Population Data BC. PLHIV aged 19 
years and older were compared to a random 10% sample of HIV negative popula-
tion. We used the International Classification of Diseases 9 and 10 codes to identify 
AF diagnosis from 1996 to 2013. Generalized estimating equation (GEE) models 
were constructed to examine the relationship between the incidence rate of AF in 
PLHIV and demographic/clinical variables. The age-adjusted incidence rates were 
calculated using the age distribution of 2011 Canadian standard population.
Results: 528,859 individuals were assessed; 13,907 were identified as PLHIV and 
514,952 as HIV negative individuals. Of those, 265 (1.91%) and 20,244 (3.93%) 
developed AF respectively during the follow up period (median of 7.15 and 12.42 
years). AF occurred at a median age 61 years (Q1, Q3=52, 70) in PLHIV vs 75 years 
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(Q1, Q3= 66, 82) (P< 0.001) in the HIV negative individuals. The age standardized 
incidence rate per 1000 person year was 2.88 (95% CI: 2.26-3.50) in PLHIV and 
2.68 (95% CI: 2.65-2.75) in the HIV negative individuals with a rate ratio of 1.07 
(95% CI: 0.84-1.30). In adjusted models , variables associated with a higher rate of 
developing AF in PLHIV included: older age, male sex, lower CD4 cells at baseline 
and having a prior AIDS defining illness. Earlier initiation of antiretroviral therapy 
(ART) and use of either protease inhibitors or NNRTIs were negatively related to 
development of AF.
Conclusions: In this study the age standardized incidence rate for AF in PLHIV 
was similar to the HIV negative individuals. PLHIV had a higher rate of developing 
AF if they were older, male, and had indicators related to advanced HIV infection, 
irrespective of their ART. 

WEPEB0505
Blood thrombogenicity is increased in antiretroviral-treated 
HIV infection
M. O’Brien, I. Okoroafor, A. Heyison, M.U. Zafar, J. Rodriguez, K. Cavanagh,  
J. Aberg, J.J. Badimon 
Icahn School of Medicine at Mount Sinai, Medicine, Infectious Diseases, New York, 
United States 
Presenting author email: judith.aberg@mssm.edu

Background: HIV infection is associated with accelerated atherosclerosis and an 
increased rate of arterial thrombotic complications. This exploratory study was 
aimed to evaluate quantitative aspects of thrombus as it relates to platelet reactiv-
ity, thrombus kinetics, monocyte platelet aggregates (MPA), and monocyte sub-
sets (MS).
Methods: Age and gender matched HIV infected (HIV+) participants (n=15) 
and seronegative controls (n=14) were enrolled. All HIV+ persons were on sup-
pressive antiretroviral (ART) for >48 weeks. Blood thrombogenicity using the ex 
vivo Badimon perfusion chamber at low shear rate (LSR; venous) and high shear 
rate(HSR; arterial), platelet reactivity using light transmission aggregometry(LTA), 
thrombus kinetics using thromboelastography and fresh whole blood MS and MPA 
using flow cytometry were evaluated.
Results: HIV infected participants had a median age of 47 years with 53% males 
and 20% smokers. Controls’ median age was 45 years with 50% male and 10% 
smokers. ART regimens included integrase inhibitor 53%, protease inhibitor 40%, 
abacavir 20% and NNRTI 13%. As measured by the Badimon chamber, HIV in-
fected participants had increased platelet-thrombus formation as compared 
to controls at LSR (mean±SD) 6444±932 µ(2)/mm vs 4959±1991 µ(2)/mm, 
p=0.004 and at HSR 10213±3177 µ(2)/mm vs 7731±3387 µ(2)/mm, p=0.03 
and increased platelet reactivity (LTA). Both groups showed similar thrombus ki-
netics. Although classical(%CD14+CD16-), non-classical(%CD14dimCD16+), 
intermediate(%CD14+CD16+) MS, and classical MPA (%CD14+CD61+) and 
non-classical MPA (%CD14dimCD61+) did not differ between HIV+ and controls, 
platelet-thrombus formation at HSR correlated directly with nonclassical MS (r 
0.69; p=0.006) nonclassical MPA (r 0.54; p=0.039), and inversely with classical 
MS (r -0.57; p=0.032) in HIV+ only.
Conclusions: Compared with age and gender matched controls, HIV+ persons on 
suppressive ART had increased blood thrombogenicity which may contribute to 
increased cardiac events observed in this population. Intriguingly, thrombus forma-
tion was associated with nonclassical MS and nonclassical MPAs. Nonclassical MS 
have been shown to highly express tissue factor in HIV+ persons. Future studies are 
needed to determine the mechanism of increased thrombus formation and to de-
termine the potential clinical benefits of antithrombotic strategies in ART-treated 
HIV infection. 

WEPEB0506
Bone mineral density at the hip declines twice as quickly  
among HIV-infected women than men
K. Erlandson1, J. Lake2, M. Sim3, J. Falutz4, C. Prado5, A.R. Silva6, T. Brown7,  
G. Guaraldi8 
1University of Colorado, Aurora, United States, 2University of Texas Health Sciences 
Center, Houston, United States, 3University of California-Los Angeles, Los Angeles, 
United States, 4McGill University, Montreal, Canada, 5University of Alberta, 
Edmonton, Canada, 6Hospital Beatriz Angelo, Loures, Portugal, 7Johns Hopkins 
University, Baltimore, United States, 8University of Modena and Reggio Emilia, 
Department of Medical and Surgical Sciences for Children & Adults, Modena, Italy 
Presenting author email: kristine.erlandson@ucdenver.edu

Background: Initial declines in BMD following ART initiation in HIV are well de-
scribed, but data on long-term changes and risk factors for decline, particularly 
among women, are limited.

Methods: HIV-infected men and women in the Modena Metabolic Clinic under-
went dual-electron X-ray absorptiometry (DXA) scans every 6-12 months for up 
to 10 years (median 4.6 years). Mixed methods regression models were created for 
women and men in combined and stratified models to determine factors associ-
ated with BMD. Models included variables described below; CD4 nadir, CD4 total 
and %, smoking, diabetes, and duration of protease inhibitor use were considered in 
univariate models but were not significant.
Results: 839 women and 1759 men contributed ≥2 DXA scans. The majority (82%) 
were ≤ 50 years old; 49% had HIV-1 RNA < 50 copies/mL at baseline; 15% of 
women were post-menopausal and 7% of men had hypogonadism; 30% and 27%, 
respectively, had hepatitis C virus co-infection. Significant adjusted average annual 
declines in hip and spine BMD among women and men were observed; women (hip: 
-0.008, L-spine -0.012 g/cm2/year) and men (hip: -0.004; L-spine: -0.007 g/cm2/
year; all p< .0001). In combined mixed effect models, female sex was associated 
with lower hip but not spine BMD (p<0.0001). The effects of other variables on 
BMD are shown (Table). Sex-stratified models yielded similar results with notable 
exceptions: physical activity (women) and hepatitis C (men) were no longer signifi-
cant in gender-specific models. 

[Table. Effects of covariates on BMD (g/cm2) at the hip and lumbar spine in mixed 
regression models]

Conclusions: Bone density at the hip, a significant predictor of fracture risk, de-
clined twice as quickly among women compared to men and sex was independently 
associated with lower hip BMD in adjusted models. In addition, the results further 
emphasize the importance of bone health evaluation in HIV-infected adults begin-
ning after age 45, and identify modifiable factors that may limit BMD decline. 

WEPEB0507
Bone mineral density in HIV-infected patients younger than 40 
years: lower peak bone mass and high prevalence of osteoporosis
M. Llop1, N. Espinosa2, C. Maciá1, W.A. Sifuentes1, C. Gomez-Ayerbe1,  
M.J. Vivancos1, M. Vazquez1, S. Moreno1, J.L. Casado1 
1Ramon y Cajal Hospital, Madrid, Spain, 2Virgen del Rocio Hospital, Sevilla, Spain 
Presenting author email: jcasado.hrc@gmail.com

Background: It has been observed a lower than expected bone mineral density 
(BMD) in young HIV-infected patients, especially in those infected perinatally or 
during adolescence. However, associated factors with reduced BMD and evolution 
during follow up has not been detailed in those patients with HIV infection acquired 
in adult age.
Methods: Prospective cohort study of BMD and associated factors in a study about 
the prevalence of different comorbidities in HIV-infected patients (ComorVIH; 
NCT 02116751). For the purpose of this study, we selected those patients younger 
tan 40 years. BMD was evaluated by DXA (Dual X-ray Absorptiometry) and classi-
fied according to WHO definition in osteoporosis and osteopenia.
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Results: Overall, 279 patients (55 women) had ≤40 yrs and a DXA scan. Mean age 
was 32.8 yrs, BMI was 23,8 kg/m2, 83% were MSM. Median time of HIV infection 
was 55 months (32-104), nadir CD4+ count was 250 cells/mmc, and 50% were 
receiving first-line TAR, TDF-based in 200 cases, for a median time of 36 months. 
It was observed spine and hip osteoporosis in 14% and 2%, osteopenia in 43% and 
42%, respectively. Importantly, osteoporosis was more prevalent in males (21% vs 
13% lumbar, 4% vs 0 in hip). According to age strata, there was a marked decrease 
of BMD after the 20’s (1.08, 0.89, 0.84, 0.83, and 0.78, for ≤20, 21-25, 26-30, 
31-35, and 36-40 years, respectively). A lower BMD was observed in patients with 
lower BMI (r=0.35; p<0.01), longer time of HIV (r=-0.31; p=0.03), lower nadir 
CD4+ (r=0.21; p=0.04), and time on ART (r=-0.21; p=0.03). DXA scan was re-
peated after a median of 41 months, with worsening of bone status in 60% of cases 
(spine and hip osteoporosis in 19% and 4%, and osteopenia in 49% and 50%), as-
sociated with a longer time between DXAs (r=-0.31; p<0.01) and time on cART 
including TDF (-0.34; p<0.01).
Conclusions: HIV-infected patients, mostly males, had a lower peak bone mass and 
a high prevalence of osteoporosis/osteopenia, related with traditional risk factors 
such as BMI, and HIV-associated factors, especially time of HIV infection and use 
of TDF. 

WEPEB0508
Vertebral fractures in asymptomatic HIV-infected patients 
older than 50 years: prevalence, relation with osteoporosis and 
prediction with the use of the FRAX equation tool
J.L. Casado, M. Llop, C. Maciá, C. Gomez-Ayerbe, M.J. Vivancos,  
M.J. Perez-Elías, A. Moreno, M. Vazquez, S. Moreno 
Ramon y Cajal Hospital, Madrid, Spain 
Presenting author email: jcasado.hrc@gmail.com

Background: The prevalence of osteoporotic vertebral fractures (VF) in HIV-
infected patients has not been widely studied, neither the role of the FRAX equa-
tion tool in predicting these morphometric deformities.
Methods: Cross-sectional study of 130 patients ≥ 50 years, asymptomatic, using 
validated questionnaires about daily calcium intake and physical activity (IPAQ, 
International Physical Activity Questionnaire), thoracic-lumbar radiographs, bone 
DXA scan (dual X-ray absorptiometry), and bone biomarkers. VF were diagnosed 
and classified by semiquantitative morphometric criteria of Genant et al.
Results: Overall, 121 patients (34 women, 28%) were finally evaluated. Mean 
age was 54,1 yrs (50-75), mean BMI was 23.9 (15.8-33.5), nadir CD4+ was 220 
(81-337), and 49% were HCV coinfected. Time of HIV infection was 257 months 
(205-301), and time on ART was 219 months (150-247). In spite of calcifediol 
monthly supplementation, 27% had hypovitaminosis D, and 17% had secondary hy-
perparathyroidism. In the IPAQ, low or moderate physical activity was observed in 
80%. DXA scan showed lumbar and hip osteoporosis in 30% and 8%, and osteope-
nia in 45% and 64%, respectively. There was a significant correlation between the 
different bone biomarkers (r=0.72-0.75; p< 0.01), higher in case of osteoporosis/
osteopenia (Bcrosslaps 0.46 vs 0.42 vs 0.31; p=0.05). Overall, 25 patients had VF 
(21%), associated with sex male (26% vs 6%; p< 0.01), homosexuality (31% vs 22%; 
p=0.01), a higher PTH (58.4 vs 50.5 pg/ml; p=0.02), lower serum phosphate (2.9 
vs 3.2; p=0.04), and a trend to lower calcium intake (467 vs 578 mg daily), and to 
lower hip T score (-1.6 vs 1.3; p=0.1). Of note, FRAX was not predictive of VF (10-
year risk of osteoporotic fracture, 2.98 vs 2.4; p=0.09; no patient above 10; risk of 
hip fracture 0.91 vs 0.61; p=0.15; two patients above 3). In a logistic regression anal-
ysis, older age (OR 6,2; p=0.02), use of TDF + PI (OR 1,15; p=0.04), a higher PTH 
(1.05; p=0.04), and time of HIV infection (1.01; p=0.04) were associated with VF.
Conclusions: The prevalence of vertebral fractures in asymptomatic HIV-infected 
patients older than 50 years is high, is not predicted by FRAX equation tool, and is 
associated with the use of TDF and secondary hyperparathyroidism. 

WEPEB0509
Bone mineral density scanning rates among high-risk US 
veterans who were new users of antiretroviral treatments  
for HIV
J. LaFleur1,2, J. Crook2,3, S. Esker4, P. Tebas5, R. Bedimo6,7 
1University of Utah College of Pharmacy, Pharmacotherapy, Salt Lake City, United 
States, 2Salt Lake City Veterans Affairs Healthcare System, Research, Salt Lake 
City, United States, 3University of Utah College of Pharmacy, Department of 
Pharmacotherapy, Salt Lake City, United States, 4Bristol-Myers Squibb, New York, 
United States, 5Perelman School of Medicine, University of Pennsylvania, Philadelphia, 
United States, 6Veterans Affairs North Texas Health Care System, Dallas, United 
States, 7University of Texas Southwestern Medical Center, Dallas, United States 
Presenting author email: joanne.lafleur@pharm.utah.edu

Background: The 2015 HIV guidelines recommend dual-energy X-ray absorptiom-
etry (DXA) scans in patients initiating HAART with fracture risk factors including 
prior fragility fractures, high fall risk, glucocorticoid use, males ≥50, or postmeno-
pausal females. HAART-associated long-term T-score changes remain unclear.
Methods: In a national cohort of US veterans newly-initiating HAART in 2003-
2015, we identified DXA procedures and results using procedure codes and natural 
language processing of radiology reports and clinical notes. We estimated the inci-
dence of DXA scans overall and among high-risk patients and estimated adjusted 
hazards for DXA with risk factors. Among the subset with baseline and follow-up 
DXA ś, we examined the annual change in T-scores from baseline.
Results: A total of 10,027 patients met eligibility criteria. The mean (SD) age was 
50 (10.0), 97% were male, and 31% and 58% were White and African American, 
respectively. Over an average follow-up of 6.8 years, the incidences of DXA were 
26.0 and 31.8 per 1,000 person-years overall and among patients with ≥1 risk fac-
tor. Incidences by risk factor and adjusted hazards ratios (HR) are summarized in 
the table. In general, risk factors increased the likelihood that a patient would be 
scanned; for example, age 50+ was associated with increased rates of screening in 
men (HR 1.46, p< 0.0001) and women (HR 3.46, p< 0.0001). However, unad-
justed incidences were very small (ranging from 30.8 for prior steroid use to 70.3 
for females age 50+). Among patients who received scans at baseline and during 
follow-up, there was a non-significant adjusted annual T-score increase of 0.15 SD 
units per year when controlling for age, sex, race, and body mass index.

Risk factor
N (%) of cohort 

with risk 
factor

% with DXAs 
of those with 

risk factor

Unadjusted 
incidence 

per 1000 PY

Adjusted HR 
(95% CI)

p

Male with age 50+ 5150 (551.4%) 19.7% 32.2 1.46 (1.33, 1.61) <0.0001
Female with age 50+ 136 (1.4%) 39.7% 70.3 3.46 (2.60, 4.59) <0.0001
Prior fragility fracture 169 (1.7%) 20.1% 39.1 0.91 (0.65, 1.28) 0.5917
Steroid use 1872 (18.7%) 19.7% 30.8 1.22 (1.09, 1.37) 0.0007

[DXA scans among 10,027 treated US veterans]

Conclusions: Guideline-recommended DXA screening rates remain very low in 
the HIV-infected US Veterans. Even though most risk factors were associated with 
small but significant increases in DXA rates, clinicians may lack awareness of the 
need to screen high-risk patients. Among the small subset with baseline and follow-
up DXA, no significant bone loss could be detected. 

WEPEB0510
Staphylococcus nasal carriage and peritoneal dialysis infective 
outcomes in patients with HIV and end-stage renal failure:  
a prospective cohort study in two South African hospitals
K.C.Z. Ndlovu1,2, A. Assounga1,2 
1University of KwaZulu-Natal, Nephrology, Congella, South Africa, 2Inkosi Albert 
Luthuli Central Hospital, Nephrology, Durban, South Africa 
Presenting author email: kczndlovu@gmail.com

Background: Staphylococcal infective complications can cause significant mor-
bidity in HIV-positive dialysis populations. In poorly resourced countries, includ-
ing those in sub-Saharan Africa, where the HIV is prevalent but access to renal 
replacement therapy is limited, continuous ambulatory peritoneal dialysis (CAPD) 
can be a cost-effective option. This study evaluated the effects of HIV infection 
on the Staphylococcus aureus nasal carriage, staphylococcal peritonitis, and cath-
eter infection rates in patients with end-stage renal failure who were managed using 
CAPD.
Methods: Prospective cohort study carried out in King Edward VIII and Inkosi 
Albert Luthuli Central Hospitals, in Durban, South Africa. Follow-up for 18 
months, included monthly nasal swabs for Staphylococcus aureus and surveillance 
for staphylococcal peritonitis (based on clinical presentation, CAPD effluent 
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staphylococcal culture and white blood cell counts ≥100) and catheter infection 
(comprising exit-site and tunnel infections) events.
Results: Sixty HIV-positive patients and 59 HIV-negative patients had S. au-
reus nasal carriage rates of 43.3% and 30.5%, respectively (p = 0.147), while the 
methicillin-resistant S. aureus (MRSA) nasal carriage rates were 31.7% and 13.6%, 
respectively (p = 0.018). The S. aureus peritonitis rates were similar in the HIV-
positive and HIV-negative cohorts at 0.136 and 0.129 episodes/person-years, 
respectively, (hazard ratio [HR] 0.96, 95% confidence interval [CI] 0.36-2.60, 
p = 0.942). The HIV-positive cohort was associated with an increased coagulase-
negative staphylococcal peritonitis rate compared with the HIV-negative cohort 
(0.435 vs 0.089 episodes/person-years; HR 5.27, 95% CI 2.13-13.04, p <0.001). 
The S. aureus catheter infection rate in the HIV-positive cohort was higher in the 
S. aureus nasal carriers (0.302 episodes/person-years) compared with the non-
carriers (0.036 episodes/person-years) (HR 8.41, 95% CI 1.03-68.74, p = 0.047).
Conclusions: These findings suggest that HIV infection may be a risk factor for 
MRSA nasal colonization, and that it may increase the risks of coagulase-negative 
staphylococcal peritonitis and S. aureus catheter infections in association with S. 
aureus nasal carriage. 

WEPEB0511
Low incidence of acute rejection within the six months after 
renal transplantation in HIV recipients treated with raltegravir: 
the ANRS 153 Treve trial
M.-B. Matignon1, J.-D. Lelièvre1,2, A. Lahiani3, K. Abbassi3, D. Desvaux1,  
A. Diallo4, M.-N. Peraldi5,6, A.-M. Taburet7,8, J. Saillard4, C. Delaugerre5,6,  
D. Costagliola9, L. Assoumou3, P. Grimbert1, on behalf of the ANRS 153  
TREVE Study Group 
1APHP, Hôpital H. Mondor, Créteil, France, 2VRI/Inserm, U 955, Equipe 16, Université 
Paris Est, Faculté de Médecine, Créteil, France, 3Sorbonne Universités, INSERM, 
UPMC Univ Paris 06, Institut Pierre Louis d’Épidémiologie et de Santé Publique 
(IPLESP UMRS 1136), Paris, France, 4ANRS, France Recherche Nord & Sud Sida-
HIV Hépatites, Paris, France, 5AP-HP, Hôpital Saint Louis, Paris, France, 6Université 
Paris Diderot, Paris, France, 7APHP, Hôpitaux Universitaires Paris-Sud Bicêtre, Le 
Kremlin Bicêtre, France, 8INSERM UMR 1184, Le Kremlin Bicêtre, France, 9Sorbonne 
Universités, INSERM, UPMC Univ Paris 06, Institut Pierre Louis d’épidémiologie et de 
Santé Publique (IPLESP UMRS 1136), Paris, France  

Background: High rates of acute rejection (AR) have been reported during renal 
transplantation in HIV-infected individuals, probably due to interactions between 
antiretroviral treatment (ARV), mainly ritonavir-boosted protease inhibitors (PI) 
and immunosuppressive treatments via the cytochrome P450 system. Raltegravir 
(RAL) is not a substrate of CYP450 enzymes. We aimed to assess the incidence 
of clinical AR within the six months after transplantation in HIV recipients treated 
with ARV including RAL and no PI.
Methods: The ANRS 153 TREVE (NCT01453192) was a multicentre prospective 
open-label single arm trial in HIV-infected adults with end-stage renal disease, con-
trolled viral load and CD4 count >200/µL, under a three-drug ARV regimen for 
≥3 months, with viruses sensitive to RAL, awaiting kidney transplantation. After 
transplantation, the ARV regimen was based on 3 drugs including RAL and no PI. 
The trial aimed to demonstrate that the clinical AR rate after transplantation (≥20% 
increase of serum creatinine plus histology) was < 30%. A blind pathologist reviewed 
all biopsies. 
Time to transplantation, patient survival after transplantation, and allograft survival 
were compared to a control group of HIV-negative recipients matched on age (±5 
years), sex and date of registration on the waiting list (±3 months).
Results: A total of 26 HIV end-stage renal disease participants underwent renal 
transplantation: 69% were male and 62% were from Sub-Saharan Africa, with me-
dian age 48 years and CD4 count 387/µL. AR occurred in 2 participants, leading 
to an 8% acute rejection rate at 6 and 12 months (Kaplan-Meier estimate, 95%CI: 
2-24). One subclinical rejection occurred 10 days after transplantation. HIV infec-
tion remained controlled in all patients except one who discontinued ARV tran-
siently.
Median time to transplantation was longer in HIV-infected individuals than in con-
trols (4.3 versus 2.8 years, p=0.002) and was not influenced by blood group. After 
transplantation, the 3-year survival was 89% in HIV infected individuals and 96% in 
controls (p=0.197). Three-year allograft survival was 82% in HIV+ and 83% HIV- 
groups (p=0.991).
Conclusions: After kidney transplantation, ARV including RAL is effective to pre-
vent AR. Patients and kidney allograft survivals are similar to those of HIV negative 
recipients. 

WEPEB0512
Current status of HIV-to-HIV transplants in the United States
C. Durand1, A. Tobian1, A. Redd1,2, G. Bismut1, N. Desai1, A. Cameron1,  
D. Brown1, S. Halpern1, S. Bagnasco1, D. Ostrander1, J. Locke3, S. Mehta3,  
P. Stock4, S. Huprikar5, S. Florman5, L. Moulton6, A. Massie1,6, D. Segev1,6 
1Johns Hopkins University School of Medicine, Baltimore, United States, 2National 
Institutes of Health, Bethesda, United States, 3University of Alabama at Birmingham, 
Birmingham, United States, 4University of California, San Francisco, United States, 
5Icahn School of Medicine at Mount Sinai, New York, United States, 6Johns Hopkins 
School of Public Health, Baltimore, United States 
Presenting author email: cdurand2@jhmi.edu

Background: The HIV Organ Policy Equity (HOPE) Act allows transplantation us-
ing organs from HIV+ donors for HIV+ recipients in the United States. We evalu-
ated the safety and efficacy of kidney and liver transplantation from HIV+ deceased 
donors, including those with false positive (FP) HIV antibody (Ab) or nucleic acid 
tests (NAT).
Methods: HIV+ transplant candidates without active opportunistic infections (OI) 
on antiretroviral therapy (ART) with CD4 >200 (kidney) or >100 cells/ul (liver) 
were eligible. HIV+ donors with any HIV RNA and CD4 count were allowed as long 
as effective ART in the recipient was described. FP donors had discordant HIV Ab/
qualitative NAT results and no HIV history; FP status was confirmed by quantita-
tive NAT (Abbott).
Results: Between March and December 2016, there were 3 HIV+ donors (Table1) 
resulting in 5 transplants (4 kidneys, 1 liver) and 6 FP donors resulting in 15 trans-
plants (9 single-kidney, 1 double-kidney, 4 livers, 1 simultaneous-liver-kidney). FP 
donors were Ab positive/NAT negative (n=4) or Ab negative/qualitative NAT posi-
tive (n=2); all were quantitative NAT negative. No episodes of death, graft failure, 
or HIV breakthrough have occurred in recipients to date (Table2). 

Characteristic Donor 1 Donor 2 Donor 3
Age (yr) 35 46 31
Race Caucasian African American African American
Sex Female Female Female
Cause of death Drug Intoxication CVA/Stroke Cardiovascular
Organs recovered Liver, 1 kidney 2 kidneys 1 kidney
Most recent HIV RNA (copies/mL) <20 475 140
Most recent CD4 (cells/mm3) 1683 1533 190
Antiretroviral therapy DTC 3TC DRVR TDF FTC ATVr FTC+TAF ATV/c

[Table 1. HIV-Positive Donors in US]

[Table 2]

Conclusions: We report the first HIV+-to-HIV+ transplants in the United States 
under the HOPE Act. These cases provide proof-of-concept that organs from 
HIV+ donors can increase access to transplant providing a public health benefit 
for everyone on the waitlist and in particular for HIV+ candidates with high waitlist 
mortality. In addition, the use of organs from donors with FP HIV tests has emerged 
as an unexpected benefit of the HOPE Act. 
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WEPEB0513
Optimizing care and improving outcomes in HIV+ kidney 
transplant recipients
M. Hemmersbach-Miller1, M. Ellis2, C. Wolfe1 
1Duke University Medical Center, Dept. of Internal Medicine. Infectious Diseases 
Division, Durham, United States, 2Duke University Medical Center, Dept. of Internal 
Medicine. Division of Nephrology, Durham, United States 
Presenting author email: marion.hemmersbach@dm.duke.edu

Background: Kidney transplantation (KT) has increased over the last decade due 
to a longer life expectancy of HIV+ patients since the introduction of antiretroviral 
(ARV) treatment. Controversies remain regarding optimal management.
Methods: All KT performed on HIV+ recipients at Duke University were reviewed 
(2009-2016). Our primary aim was to compare HIV+ KT recipient mortality and 
graft survival rates against national statistics from UNOS (United Network for 
Organ Sharing) and data from the literature. Secondary outcomes included com-
paring HIV and transplant management strategies, rejection rates, and immuno-
logic indices.
Results: 15 KT in HIV+ recipients had been done between 2009-2016, 14 were 
reviewed. 71.4% were males, with a median age of 48.5 years, 100% were African-
American. The underlying diseases were as follows: HIV-AN 64%, hypertension 
50%, diabetes 14% and PCKD 14%. 21.5% had a detectable hepatitis C PCR, 7.1% 
were HBsAg positive. 21% had a history of prior opportunistic infections, the medi-
an CD4 count before KT was 512(IQR 382-853). All patients had an undetectable 
HIV viral load when transplanted. ARV regimens varied: PI-based 29%, NNRTI 
based 36%, PI and NNRTIs 14%, Nucs 93% and INSTIs 93%. Induction therapy was 
performed with basiliximab (71%) or thymoglobulin (36%), whilst maintenance im-
munosuppression consisted of tacrolimus, mycophenolate mofetil and prednisone 
in all cases. Significant CD4 suppression occurred, especially in the thymoglobulin 
cohort, yet no postransplant OIs were recorded. 1 patient had acute cellular rejec-
tion treated successfully. Delayed graft function (DGF) was observed in 8 patients 
(57%). Viremia and ARV resistance occurred in only 1 patient, due to poor compli-
ance. All grafts are functional and all patients are still alive to date.
Conclusions: The number of patients with well-controlled HIV, yet chronic renal 
failure is expected to increase worldwide. This data supports very favorable out-
comes of KT in HIV+ recipients. Despite higher rates of DGF, graft and patient 
survival at one year are comparable to HIV-negative KT rates nationally, and exceed 
historical HIV-positive comparators. We postulate this is due to a better under-
standing of the interactions between ARV and immunosuppressive drugs, as well 
as the broader availability of INSTIs. KT should be considered a life-prolonging 
therapy for selected HIV+ recipients. 

WEPEB0514
Prevalence of and risk factors for low bone mineral density  
in Spanish treated HIV patients
M. Cervero1, R. Torres1, J.J. Jusdado1, S. Pastor1, S. Moreno2, J.L. Agud1,  
V. Alvarez3, C. García-Lacalle4 
1H.U. Severo Ochoa, Internal Medicine, Leganés, Spain, 2H.U. Ramón y Cajal/ Alcalá 
University, Infectious Diseases, Madrid, Spain, 3H.U. Severo Ochoa, Endocrinology 
Service, Leganés, Spain, 4H.U. Severo Ochoa, Biochemist Service, Leganés, Spain 
Presenting author email: mcerveroj@gmail.com

Background: There are few published data on bone mineral density (BMD) in the 
post-HAART era in geographic very sunny areas. Although several studies implicate 
antiretroviral therapy in the pathogenesis of low BMD, others have not confirmed 
this association. In this study we analyzed the impact of HIV status, traditional risk 
factors and antiretroviral therapy in BMD.
Methods: We performed a cross-sectional analysis of 107 individuals infected with 
HIV and exposed to antiretroviral treatment to estimate prevalence of decreased 
BMD. Bone mineral density of lumbar spine or femoral neck was measured by dual-
energy X-ray absorptiometry. Variables included in a multivariate analysis included 
HIV status, antiretroviral drugs and traditional risk factors.
Results: Low BMD was diagnosed in 48 participants (44.9%). Factors associated 
with decreased BMD in the multivariate analysis were an increasing age (b-0.008, 
p 0.001), a treatment based on IP/r and TDF (b-0.181, p 0.001 in lumbar spine 
and b-0.083, p= 0.038 in femoral neck) like have been exposed to TDF (b-0.108, 
p=0.008 in lumbar spine and b-0.122, p=0.004 in femoral neck). 
In addition other factors like the intravenous drug users HIV transmission group 
(b+0,162, p=0,001 and b+0.117 and p=0.003 homosexual and heterosexual versus 
intravenous drug users respectively) and consumption of 3 alcohol units (b-0.106, 
p=0.008) were related to a decreased BMD at lumbar spine; while a lower BMI (b-
0.007, p=0.037) was related to a decreased BMD at the femoral neck.
Conclusions: In the multivariate analysis we found that the antiretroviral regime 
based on PI/r and TDF, and the previous exposure to TDF was associated with de-
creased BMD. 

WEPEB0515
Prevalence and risk factors of hypogonadism in HIV-infected 
young/middle-aged men on effective antiretroviral therapy
M. Lachatre1,2, A. Pasquet2, T. Huleux2, Y. Quertainmont3, N. Viget2, B. Soudan4, 
I. Alcaraz2, K. Bourdic3, T. Bayan5, E. Senneville2, C. Goujard3,5, F. Boufassa5,  
A. Chéret2,3,6 
1Ambroise-Paré Hospital, Infectious Diseases Unit, Boulogne-Billancourt, France, 
2Dron Hospital, Infectious Diseases Unit, Tourcoing, France, 3Bicêtre Hospital, AP-HP, 
Internal Medecine Unit, Le Kremlin Bicêtre, France, 4Lille Hospital, Hormonologie-
Métabolisme-Nutrition & Oncologie, Centre de Biologie Pathologie, Lille, France, 
5Université Paris Sud, Université Paris Saclay, Faculté de Médecine Paris-Sud, 
INSERM, CESP U 1018, Le Kremlin Bicêtre, France, 6Paris Descartes University, EA 
7327, Paris, France 
Presenting author email: antoine.cheret@aphp.fr

Background: Male hypogonadism (MH) is poorly defined in people living with HIV 
(PLHIV). Using a reliable free-testosterone (FT) assay, we examined the preva-
lence and risk factors of MH among PLHIV on effective antiretroviral therapy 
(ART).
Methods: The total Testosterone level is affected by altered sex-hormone-binding 
globulin (SHBG) levels in PLHIV, in whom FT measurement is recommended to 
diagnose MH. Given the limitations of previous studies, we conducted a prospec-
tive cross-sectional study, using a reliable FT assay, to determine the prevalence 
and risk factors of MH in asymptomatic men (no AIDS event), < 50 years old, 
treated with cART with HIV-RNA ≤ 50 copies/mL. FT was measured twice in the 
morning. MH was defined as an average serum FT < 70 pg/mL, calculated with the 
Vermeulen equation. Sociodemographic, anthropometric, bone-densitometric, 
hormonal, immunovirological, metabolic and therapeutic parameters were col-
lected. The International Index of Erectile Function-5 (IIEF-5) score was used to 
evaluate erectile function.
Results: We included 250 patients, median age 43 years (IQR 36-47). Median 
time since HIV diagnosis was 8 years (IQR: 4-13) and median CD4 cell count was 
623/mm3 (IQR: 493-764). The average FT was low (< 70 pg/mL) in 20 patients 
(8.4%) and SHBG was increased in 119 patients (48%). At inclusion, 236(94.4%), 
116(46.4%), 98(39.2%), 54(21.6%) patients were treated by a combination con-
taining NRTI, NNRTI, PI or INSTI respectively. Patients who received no NRTI had 
a longer median time since HIV diagnosis and more lines of treatment. In multivari-
ate analysis, parameters associated with MH were: an age > 43 years (ORa 3.08, 
95% CI 0.98-9.64; p=0.05), a percentage of total fat > 19% (ORa 3.01, CI 95% 
1.02-8.84; p=0.05), to receive efavirenz (ORa 4.67, CI 95% 1.55-14.11; p< 0.01) 
and a nadir of CD4 cell count > 200/mm3 (ORa 0.32, CI 95% 0.11-0.94; p=0.04), 
to receive nucleoside reverse transcriptase inhibitors (NRTI) (ORa 0.18, CI 95% 
0.04-0.94; p=0.04).
Conclusions: In this study, the prevalence of MH is twice the rate reported in the 
general population of the same age. The three thresholds - the age of 43, 19% total 
body fat and taking efavirenz - might help to identify patients at increased risk. 

WEPEB0516
Increased risk of overweightness and obesity after HCV 
clearance in patients co-infected with HIV and hepatitis C  
virus (HCV) (ANRS CO13-HEPAVIH cohort)
I. Yaya1,2, C. Protopopescu1,2, F. Marcellin1,2, L. Wittkop3,4,5, L. Esterle3,4,  
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Health, Bordeaux, France, 5CHU de Bordeaux, Pole de Sante Publique, Bordeaux, 
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Presenting author email: issifou.yaya@inserm.fr

Background: Chronic infection with hepatitis C virus (HCV) in people living with 
HIV is often associated with systemic inflammation and comorbidities. Although 
curing HCV can decrease the burden of some comorbidities, overweightness and 
obesity are important clinical proxies of increased risk of diabetes and other meta-
bolic disorders and constitute an emerging issue in this population. This study aimed 
to estimate the evolution of overweightness and obesity in HIV-HCV co-infected 
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patients enrolled in a multicenter prospective cohort, and also the impact of both 
HCV clearance and time-dependent behavioral factors on patients’ body mass in-
dex (BMI).
Methods: This longitudinal study used data from the French multicenter cohort 
ANRS C013-HEPAVIH, which included clinical (medical records updated dur-
ing follow-up) and socio-behavioral (annual self-administered questionnaires) 
characteristics. The study sample included patients who completed at least one 
self-administered questionnaire during follow-up. The outcome „overweightness 
or obesity“ was defined as a BMI ≥ 25 kg/m2 (annual measures). A mixed logistic 
regression model helped identify clinical and socio-behavioral factors associated 
with the outcome in this population.
Results: The analysis included 1,046 patients aged 19 to 80 years old. The preva-
lence of overweightness and obesity was 18% at cohort enrolment, and 27% in those 
still followed-up after five years (n=312). In the multivariable analysis, adjusted for 
both fixed (gender, antiretroviral therapy (ART) duration at cohort enrolment) and 
time-dependent (time of follow-up in years, HCV clearance, cannabis use) vari-
ables, the interaction between follow-up time and HCV clearance post interferon-
based treatment was significant, showing an increased risk of overweightness and 
obesity over time after clearance, with an adjusted odds ratio [95% confidence 
interval] of 1.74 [1.00 - 3.02] per year. 
ART duration at enrolment (0.91 [0.87 - 0.96] per year), female gender (0.42 
[0.25-0.71]) and cannabis use (0.22 [0.08 - 0.61]) were independently negatively 
associated with overweightness and obesity.
Conclusions: Our results suggest that after HCV clearance, HIV-infected patients 
are at risk of overweightness and obesity. This risk is 50% and 80% lower in women 
and cannabis users, respectively. Sustained monitoring of HIV-HCV co-infected 
patients, even after clearance, is needed to control the risk of overweightness and 
metabolic disorders. 

WEPEB0517
Factors influencing time to viral suppression of HIV patients 
on antiretroviral therapy in a resource-limited setting of Rakai 
district, Uganda
D.S. Kigozi1, G. Nakigozi2, T. Lutalo1, G. Kigozi2, F. Nalugoda2, D. Sserwadda3,  
R. Grey4, M. Wewer4, S. Leynold5 
1VRakai Health Sciences Program, Data Management and Biostatistics, Kampala, 
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3Makerere University School of Public Health, Executive Director, Kampala, Uganda, 
4Johns Hopkins Bloomberg School of Public Health, Executive Director, Baltimore, 
United States, 5National Institute Allergy and Infectious Diseases, Scientific 
Administrator, Kampala, Uganda 

Background: The objectives of the study were to determine factors influenc-
ing patients’ response to antiretroviral treatment by modeling time from start of 
treatment to viral suppression for patients enrolled in rural Rakai district, Uganda, 
the average time in months to viral suppression, the effect of different types of 
regimens, the influence of other co-infections like Hepatitis B and Tuberculosis, the 
initial levels of CD4, the effect of some demographic factors and how opportunistic 
infections affect the time to viral suppression.
Methods: We used secondary data from viral load results and other clinical tests 
from Rakai district of Uganda, We determined time from the start of medication to 
viral suppression using clinical dates among 1,954 non-hospitalized patients on ART 
and at least 10 years from 2006 to 2011. Using the Shared Frailty regression model, 
we assessed factors influencing time to viral suppression, including viral load test 
results, Initial CD4 count, Hepatitis B and TB co-infections while controlling for 
demographics (Age at start of medication, Sex), and Risk factors. We also used the 
Kaplan-Meier curves to compare the survival curves for the time to viral suppres-
sion between groups and the Log Rank tests as a procedure to compare the curves.
Results: The average time to viral suppression was 8.9 months with a standard de-
viation of 6.7 and a range of 65.3. Patients with lower CD4 levels took a longer 
time to viral suppression. Additionally the rate of recovery for female patients is 
0.4 time that of men. RR=0.4, (95% CI, 0.2 - 0.8; P = 0.01). Patients treated 
of more concomitant infections experienced a shorter time to viral suppression. 
For example, patients treated of five co-infections had 0.1 times a recovery rate 
compared to those treated of none. RR=0.1, (95% CI, 0.0 - 0.3; P = 0.00). On the 
other hand, Hepatitis B, TB, age groups, alcohol and the most commonly used drug 
combinations were not statistically significant to estimate time to viral suppression.
Conclusions: Like in the developed world (H. Irene, 2013), early linkage to care 
and treatment of more side infections were associated with faster time to viral sup-
pression.. 

WEPEB0518
HIV and the dual burden of malnutrition in Senegal, 1994-2012
N.A. Benzekri1, P.S. Sow2, M. Seydi2, N.B. Kiviat3, S.E. Hawes4, G.S. Gottlieb5 
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Background: Both undernutrition and overnutrition are associated with negative 
health outcomes among people living with HIV (PLHIV). The aims of this study 
were to determine the nutritional status of HIV-positive versus HIV-negative 
adults, to identify differences in the nutrition transition according to HIV status, 
and to identify predictors of nutritional status among PLHIV.
Methods: We conducted a retrospective study using data from individuals enrolled 
in previous studies in outpatient clinics in Senegal from 1994-2012. Undernutrition 
was defined as BMI < 18.5 and obesity as BMI ≥30.0. Logistic regression was used 
to identify predictors of nutritional status.
Results: We analyzed data from 2448 adults, 1772 were women (72%) and 1471 
(60%) were HIV-1 and/or HIV-2 positive. Among PLHIV, the median CD4 count 
was 282; 24% were on ART. The prevalence of undernutrition among PLHIV de-
creased from 52% in 1994-1999 to 37% in 2006-2012 and in HIV-negative per-
sons undernutrition decreased from 23% to 5%. The prevalence of obesity among 
PLHIV increased from 3% in 1994-1999 to 5% in 2006-2012, while among HIV-
negative individuals obesity increased from 6% to 22%. 
Women had substantially greater odds of obesity (OR 11.4, 95% CI 4.1-31.6; 
p<0.01), while men had greater odds of undernutrition (OR 3.2, 95% CI 2.6-5.0; 
p<0.01). 
Among HIV-positive women, undernutrition was associated with WHO stage 3 or 4 
(OR 3.4; p<0.01), CD4 count <200, (OR 2.4; p<0.01), and lack of education (OR 
1.4; p=0.04). Obesity was associated with age>35 (OR 4.0; p<0.01), commercial 
sex work (OR 3.5; p<0.01) and alcohol use (OR 2.2; p<0.01). 
Among HIV-positive men, the strongest predictors of undernutrition were WHO 
stage 3 or 4 (OR 3.2; p<0.01), CD4 count <200, (OR 2.2; p<0.01) and lack of 
ART (OR 6.3; p<0.01).
Conclusions: We discovered that both HIV-positive and HIV-negative individuals 
in Senegal are suffering from a dual burden of malnutrition. Importantly, we found 
that HIV-positive women are at substantial risk of obesity and would likely benefit 
from targeted nutrition programs. 
Our study highlights an urgent need for the integration of nutrition interventions 
into HIV programs in Senegal and sub-Saharan Africa. 

WEPEB0519
Does the non-alcoholic fatty liver disease (NAFLD)  
score predict liver fibrosis progression after hepatitis C  
virus (HCV) treatment in human immunodeficiency virus  
(HIV)-HCV co-infected patients?
N. Kronfli1, R. Nitulescu1, S. Walmsley2, C. Cooper3, S. Haider4, J. Gill5,  
M.-L. Vachon6, M. Klein1, on behalf of the Canadian Co-Infection Cohort 
Investigators 
1McGill University Health Centre, Montreal, Canada, 2Toronto General Research 
Institute, Toronto, Canada, 3Ottawa Hospital Research Institute, Ottawa, Canada, 
4McMaster University, Hamilton, Canada, 5University of Calgary, Calgary, Canada, 
6Universite de Laval, Laval, Canada 
Presenting author email: nadine.kronfli@medportal.ca

Background: Steatosis secondary to NAFLD is associated with progression of liver 
fibrosis in chronic HCV. We aimed to determine the role of the NAFLD score in 
hepatic fibrosis progression following HCV treatment in co-infected patients.
Methods: The Canadian Co-infection Cohort is a prospective multicentre cohort 
of 1,693 co-infected patients from 19 sites in Canada. Liver fibrosis progression 
(regression) was defined as an increase (decrease) of at least one Metavir stage 
from pre-treatment as determined by FibroScan or aspartate aminotransferase-
to-platelet ratio index (APRI). A multivariate logistic model assessed the associa-
tion of the NAFLD score (which integrates age, body mass index, hyperglycemia, 
liver transferases, platelet count and serum albumin) with the odds of liver fibrosis 
regression. A linear model estimated the relationship between the NAFLD score 
and the percentage change in APRI (the best available proxy for fibrosis) post-
treatment.
Results: Overall, 229 participants (185 men, 44 women) with a median age of 49 
years; HCV duration 14 years; baseline APRI 1.0 were included. Of the 245 treat-
ment courses, 71% achieved sustained virologic response (SVR). Between 6 and 24 
months post-treatment (median 1.4 years), 5% progressed, 25% regressed and 70% 
remained stable. In the logistic model, the NAFLD score had no effect on fibrosis 
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regression; however, SVR and pre-treatment APRI were associated with regression 
(Table 1). In the linear model, the NAFLD score was associated with increases in 
APRI post-treatment.
Conclusions: SVR was strongly associated with fibrosis regression post-treatment. 
A high pre-treatment APRI was predictive of recovery, indicating reduction in in-
flammation or the greater potential for change. After controlling for confounders, 
a higher NAFLD score appeared to be associated with increases in APRI post-treat-
ment. Management of fatty liver disease following treatment is essential to achieve 
optimal liver outcomes after cure. Further validation of the NAFLD score in this 
population is required. 

[Table 1. Regression models]

WEPEB0520
Occult liver cirrhosis diagnosed by transient elastography  
is frequent and under-monitored in HIV-infected patients:  
results of a large-scale screening program
A. Benmassaoud, T. Pembroke, B. Lebouche, P. Ghali, M. Deschenes, M. Klein, 
G. Sebastiani 
McGill University Health Centre, Medicine, Montreal, Canada 
Presenting author email: amine.benmassaoud@mail.mcgill.ca

Background: People living with HIV are at increased risk for liver cirrhosis and liver-
related death. Unfortunately, the diagnosis of compensated cirrhosis at a preclinical 
stage is challenging due to the lack of any physical, laboratory and imaging find-
ings. Therefore, we evaluated the prevalence, predictors and evolution of preclinical 
compensated cirrhosis, defined as occult cirrhosis (OC), diagnosed by liver stiff-
ness measurement (LSM) on transient elastography (TE).
Methods: Unselected HIV-infected patients underwent a TE examination as part of 
a routine screening program for liver disease. Patients were classified as: 
1) OC (LSM ≥13 kPa and absence of any clinical sign of cirrhosis, including no 
thrombocytopenia, nor signs of advanced liver disease on ultrasound); 
2) clinically evident compensated cirrhosis (LSM ≥ 13kPa with any of the previous 
signs); 
3) non-cirrhotic patients (LSM < 13kPa). Predictors of occult cirrhosis were inves-
tigated through multivariable logistic regression analysis.
Results: 749 HIV-infected patients were included. In our cohort, the mean age was 
50.3 ± 10.6 years, 77.3% were men, the mean CD4 count was 593 ± 266 cell/
mm3, and 90% were on antiretrovirals. HIV/HCV co-infected individuals com-
prised 22% of our cohort. Overall, liver cirrhosis was present in 11.1% of cases. OC 
represented 4.4% of the whole patient population and 36.7% of patients with liver 
cirrhosis. After adjustments, HIV/HCV co-infection (aOR = 7.0, 95% CI 2.28-
21.6; p=0.001), longer duration of HIV infection (aOR=1.01, 95% CI 1.0-1.17; 
p=0.04) and higher BMI (aOR=1.14, 95% CI 1.05-1.24; p=0.002) were factors 
independently associated with OC. Over a median follow-up period of 21.9 months 
(interquartile range 12.0-34.8), 6.1% of patients developed hepatocellular carcino-
ma or liver decompensation. Importantly, patients with OC had fewer ultrasounds 
and gastroscopies, than patients with clinically evident compensated cirrhosis (see 
Table).

 Non-cirrhotic Occult 
cirrhotics

Clinically evident 
cirrhotics p-value

Ultrasound (n ± SD) 1.27 ± 1.23 1.93 ± 1.82 3.10 ± 1.53 0.005

Gastroscopy (n ± SD) 0.16 ± 0.47 0.33 ± 0.73 1.17 ± 1.43 0.007

Surveillance of cirrhosis NA 11% 45.7% 0.01

[Characteristics of cirrhosis surveillance]

Conclusions: OC is frequent in HIV-infected patients. Importantly, our study 
shows that HIV patients with OC are under-monitored as compared to those with 
clinically evident compensated cirrhosis which can lead to the under-diagnosis of 
cirrhosis complications. Screening HIV-infected patients by TE may prompt ini-
tiation of appropriate surveillance and interventions for an otherwise unrecognized 
condition. 

WEPEB0521
Hepatotoxicity in HIV+ postpartum women initiating  
efavirenz-containing regimens
D. Bhattacharya1, A. Gupta2, C. Tierney3, S. Huang3, M. Peters4, T. Chipato5,  
F. Martinson6, D. Dula7, K. George8, N. Chaktoura9, K. Klingman9,  
D. Gnanashanmugam9, J. Currier1, M.G. Fowler2 
1University of California, Los Angeles, United States, 2Johns Hopkins University, 
Baltimore, United States, 3Harvard University, Cambridge, United States, 4University 
of California, San Francisco, United States, 5University of Zimbabwe, Harare, 
Zimbabwe, 6University of North Carolina-Chapel Hill, Lilongwe, Malawi, 7College of 
Medicine-Johns Hopkins Research Project, Blantyre, Malawi, 8FHI 360, Durham, 
United States, 9National Institutes of Health, Bethesda, United States 
Presenting author email: debikab@mednet.ucla.edu

Background: Recently hepatotoxicity in HIV+ pregnant African women initiating 
efavirenz (EFV), was reported. We assessed the incidence and association of hepa-
totoxicity i.e. liver enzyme elevation (LEE) in postpartum (PP) women initiating 
EFV in the PROMISE study.
Methods: In PROMISE 1077BF/FF, HIV+ antiretroviral treatment (ART) naïve 
pregnant women with CD4>350 and ALT< 2.5 ULN were assigned to antepartum 
(AP) and PP ART strategies to assess HIV vertical transmission, safety, and mater-
nal disease progression. Sites participated between 4/2011-9/2016. In July 2015, 
based on the START study, participants were recommended to initiate ART, includ-
ing EFV. LEE was defined as grade 2 (2.6 - 5.0), grade 3 (5.1 - 10.0), or grade 4 
(> 10.0) x ULN ALT elevation. Cox proportional hazards models (ratio (HR), 95% 
confidence interval (CI)) were run for each covariate and entered in a multivari-
able model. Covariates included age, BMI, ALT, prior ALT elevation, HBsAg, ART 
regimen prior to EFV, CD4, country, EFV initiation date, time from delivery to 
EFV initiation, receipt of EFV prior to delivery, NRTI in regimen, and AP and PP 
randomized assignments.
Results: Among 3575 women, 2318 (65%) initiated EFV, 2267 (98%) PP. At EFV 
initiation median age was 29.2 yrs and median CD4 was 625, 62% were not on 
ARVs, 3% had prior ALT elevation and HBsAg+ was 4% (82/2318). After EFV, 7.3% 
(170/2318) and 2.5% (59/2318) had ≥grade 2 and ≥ grade 3 LEE PP, respectively; 
with an incidence of ≥ 3 LEE of 2.2 (95% CI 1.9-2.5) per 100-person years. Most 
were asymptomatic. In multivariable analysis, older age but not CD4 or HBsAg, was 
significantly associated with increased risk of grade 3/4 LEE PP after EFV initiation 
(HR per 5 years 1.35 CI (1.06-1.71) and per 50 cells higher 1.04 (0.986,1.086)), 
other covariates p≥ 0.14. Events occurred between 1-132 wks PP: 2 maternal deaths 
associated with LEE occurred at 16 and 25 weeks after EFV-ART.
Conclusions: Greater than 7% of PP women initiating EFV had grade 2 or greater 
LEE. Late-occurring and asymptomatic hepatotoxicity after EFV occurred. The 
risk of hepatotoxicity underscores the importance of laboratory monitoring for ma-
ternal LEE in ART treatment/PMTCT programs. 
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WEPEB0522
Incidence of hepatotoxicity among HIV-positive pregnant 
women initiating efavirenz-based ART through Option B+  
in Malawi
B. Harrington1,2, J. Phulusa2, C. Melhado2,3, M. Ngongondo2, M. John2,  
B. Mthiko2, M. Hosseinipour2, S4 Study (Safety, Suppression, Second-line, 
Survival) 
1University of North Carolina at Chapel Hill, Epidemiology, Chapel Hill, United States, 
2UNC Project Malawi, Lilongwe, Malawi, 3Tufts University, Boston, United States 
Presenting author email: bryna_harrington@med.unc.edu

Background: Under Option B+, pregnant women initiate ART with tenofovir/
lamivudine/efavirenz (TDF/3TC/EFV) without routine liver enzyme monitor-
ing. Previous studies show conflicting results on whether pregnant women have 
increased risk for hepatotoxicity on EFV-based regimens. With the expansion of 
Option B+, evidence on hepatotoxicity incidence and timing is necessary for clinical 
management and patient well-being.
Methods: HIV positive ART-naïve pregnant women attending a public antenatal 
clinic in Lilongwe, Malawi in 2015-2016 joined a prospective cohort study. All initi-
ated TDF/3TC/EFV through Option B+. Lab values from the first 6 months on ART 
(enrollment, months 3 and 6) were evaluated for DAIDS Grade 1 or higher alanine 
aminotransferase (ALT, ≥50 IU/L). We compared differences in ALT elevations by 
low CD4 count (< 250cells/µL) and WHO Stages ≥2 with Fisher’s exact tests.
Results: At enrollment of 299 women, median age was 26 (range 17-40), medi-
an CD4 count was 352 cells/µL (range 11-1099), and 95% were in WHO Stage 
1. Elevated ALT prevalence was 0.3% at baseline, 0.4% at month 3, and 7.2% at 
month 6. The 6-month incidence of elevated ALT was 7.9%. Only 3 women (1.1%) 
had DAIDS Grade 3 or 4 ALT levels; all 3 were postpartum and not taking other 
hepatotoxic medications. Of those 3 women, one stayed on TDF/3TC/EFV with 
resolved ALT levels, one switched to a non-EFV regimen, and one died of fulmi-
nant hepatitis despite ART discontinuation (presenting total bilirubin=8.2mg/dL, 
ALT=7; confirmation bilirubin=18.7, ALT=1937). Low CD4 count was not associated 
with developing hepatotoxicity (p=0.62). A higher proportion of women in WHO 
Stages ≥2 developed elevated ALT (13.3%) compared to women in Stage 1 (6.7%), 
but the association was not significant (p=0.28). Viral hepatitis co-infection status 
was not available.
Conclusions: A small proportion of women who initiated EFV-based ART during 
pregnancy developed elevated ALT within 6 months of ART initiation, but all toxici-
ties Grade ≥3 occurred postpartum. Neither low CD4 count nor WHO Stage was 
associated with hepatotoxicity. Our results do not support routine laboratory moni-
toring in this population; symptom monitoring is likely reasonable under a public 
health approach. Further follow-up will elucidate postpartum EFV hepatotoxicity 
timing among Option B+ women. 

WEPEB0523
Liver transplantation for HIV-infected patients with 
hepatocellular carcinoma (HCC)
A. Dalla Pria1,2, O. Adeyemi3, C. Citti4, D. Pinato5, M. Ventura-Cots6, H. Platt7, 
M. Merli8, B. Minguez6, R. Sharma5, S. Marcus9, M. Nelson1, M. Bower1,  
V. Mazzaferro10, N. Bräu11,12, Liver Cancer in HIV Study Group 
1Chelsea & Westminster Hospital, London, United Kingdom, 2Imperial College, 
London, United Kingdom, 3CORE Center & Rush Medical College, Chicago, United 
States, 4Kaiser Permanente Los Angeles Medical Center, Los Angeles, United States, 
5Imperial College, Department of Surgery and Cancer, London, United Kingdom, 
6Hospital Universitario Vall d’Hebron, Barcelona, Spain, 7Merck, Sharp & Dohme 
Corp, Kenilworth, United States, 8San Raffaele Hospital, Milan, Italy, 9James J. Peters 
VA Medical Center, Bronx, United States, 10Istituto Tumori, Milan, Italy, 11James J. 
Peters Veterans Affairs Medical Center, Bronx, United States, 12Mount Sinai School of 
Medicine, New York, United States  

Background: In selected patients with HCC, orthotopic liver transplantation (OLT) 
is a treatment option with high reported survival rates. Yet, OLT is not available 
to most HIV-infected patients. This study reports the experience of HIV-infected 
patients with HCC who underwent OLT.
Methods: HIV-infected patients with HCC were retrospectively identified from 
1995-2014 in 47 centers in North and South America, Europe, and Australia. 
Among a total of 392 patients, 37 subjects with OLT were compared to 124 with 
other curative therapy (radiofrequency ablation, 58; surgical resection, 54; percu-
taneous ethanol injection, 12).
Results: Compared to 124 patients with other curative therapy, 37 patients with 
OLT were younger (50.3 vs. 53.4 years, p=0.038) and had higher Child-Turcotte-
Pugh scores (6.8 vs. 5.8, p=0.015), but had similar etiology of HCC (HCV 76%, 
HBV 22%), frequency of alcohol abuse (19% vs. 22%, p=0.69) and control of HIV 
infection with HIV RNA < 400 copies/mL in 88% vs.82% (p=0.43) and median 
CD4+ cell count of 322 vs. 425 per mm3 (p=0.37). OLT patients more frequently 

had multiple tumors (46% vs. 22%, p=0.004), but frequency of early Barcelona-
Clínic-Liver-Cancer (BCLC) stages A&B was similar (76% vs. 71%, p=0.58). Five-
year survival in all patients was significantly higher for OLT (85%) compared to RFA 
(73%), resection (51%) and PEI (14%, p< 0.001, log rank). Survival at 5 years was 
higher for OLT compared to the other curative treatments, both in BCLC stage A 
(92% vs. 57%, p=0.006) and BCLC stage B (100% vs. 59%, p=0.044), but not in 
stages C&D (5-yr, 57% vs. 0%; 3-yr, 76% vs. 49%; p=0.31). Among patients with 
OLT, 5-year survival was superior in those with HBV vs. HCV infection (100% vs. 
85%, p=0.013), but it was similar between BCLC stage A and B (92% vs. 100%, 
p=0.68) and in those who met Milan criteria (n=28, 78%) and those who did not 
(n=9, 100%).
Conclusions: For HIV-infected patients with HCC, OLT is a therapeutic option 
with high survival rates which are superior to radiofrequency ablation and surgical 
resection. The 5-year survival of 85% compares favorably to reported 5-year sur-
vival rates of HIV-negative patients with HCC undergoing OLT of 75-80%. 

WEPEB0524
Coffee intake modifies the relationship between alcohol 
consumption and liver fibrosis in patients co-infected with HIV 
and hepatitis C virus (ANRS CO13-HEPAVIH cohort)
M.E. Santos1,2,  I. Yaya3,4, S. Rosellini3,4, F. Marcellin3,4, C. Protopopescu3,4,  
L. Wittkop5,6,7, L. Esterle5,6, P. Morlat8, D. Zucman9, A. Gervais10, B. Spire3,4,  
F. Dabis5,6,7, D. Salmon-Ceron11,12, M.P. Carrieri3,4, ANRS CO13-HEPAVIH 
Cohort Study Group 
1Ministry of Health of Brazil, Department of STI, HIV/AIDS and Viral Hepatitis, 
Brasilia, Brazil, 2University of Brasilia, Brasilia, Brazil, 3Aix Marseille Univ, INSERM, 
IRD, SESSTIM, Sciences Economiques & Sociales de la Santé & Traitement de 
l’Information Médicale, Marseille, France, 4ORS PACA, Observatoire Régional de la 
Santé Provence-Alpes-Côte d’Azur, Marseille, France, 5Univ. Bordeaux, ISPED, Centre 
INSERM U1219-Bordeaux Population Health, Bordeaux, France, 6INSERM, ISPED, 
Centre INSERM U1219- Bordeaux Population Health, Bordeaux, France, 7CHU de 
Bordeaux, Pole de Sante Publique, Bordeaux, France, 8Service de Médecine Interne, 
Hôpital Saint-André, Centre Hospitalier Universitaire de Bordeaux Université de 
Bordeaux, Bordeaux, France, 9Hôpital Foch, Service de Médecine Interne, Suresnes, 
France, 10Service des Maladies Infectieuses et Tropicales, AP-HP, Hôpital Bichat 
Claude Bernard, Paris, France, 11Université Paris Descartes, Paris, France, 12Service 
Maladies Infectieuses et Tropicales, AP-HP, Hôpital Cochin, Paris, France 
Presenting author email: melinabtu@gmail.com

Background: Alcohol consumption has a strong dose-response relationship with ad-
vanced liver fibrosis in patients co-infected with HIV and hepatitis C virus (HCV). 
In recent years, coffee intake has been shown to modulate both the effect of etha-
nol on serum gamma-glutamyl transferase (GGT) activities in alcohol consumers 
and the risk of alcoholic cirrhosis in patients with chronic diseases. In the context 
of HIV-HCV co-infection, elevated coffee intake (≥ 3 cups/day) was found to be 
associated with reduced levels of liver enzymes and lower risk of insulin resistance. 
This study aimed to analyze whether elevated coffee intake modifies the effect of 
alcohol consumption on advanced liver fibrosis among co-infected patients.
Methods: We used clinical/biological (medical follow-up) and socio-behavioral data 
(annual self-administered questionnaires) collected during a five-year follow-up 
in the French national cohort ANRS CO13-HEPAVIH. Patients with decom-
pensated cirrhosis or history of liver transplant were excluded from the analyses. 
Hazardous alcohol consumption was defined according to the standard AUDIT-C 
cut-off values (score ≥4 for men or ≥3 for women). Advanced liver fibrosis was de-
fined at each visit as a FIB-4 value > 3.25. Mixed logistic regression models were 
used to analyze the interaction between elevated coffee intake (≥ 3 cups/day) and 
alcohol consumption and its effect on advanced liver fibrosis, after adjustment for 
statistically significant (p< 0.05) clinical (body mass index, CD4 T-cell count, HCV 
treatment and ART status) and socio-behavioral (chocolate consumption, employ-
ment status, having children) factors.
Results: A total of 1,019 patients, accounting for 2,566 visits, were included in the 
analyses. At first visit, 34.4% of patients reported hazardous alcohol consumption 
and 27.5% elevated coffee intake. In the multivariable analysis, elevated coffee 
consumption was significantly associated with lower risk of advanced liver fibrosis, 
irrespective of the level of alcohol consumption (AOR [95% CI]: 0.46[0.27; 0.77], 
p=0.0035 for non-hazardous drinking, 0.37[0.19; 0.74], p=0.0049 for hazardous 
drinking, ref= non-hazardous drinking and low coffee consumption).
Conclusions: Elevated coffee intake modulates the effect of alcohol consumption 
on liver fibrosis in HIV-HCV co-infected patients. This confirms the need to sys-
tematically take into account coffee intake in the evaluation of liver fibrosis pro-
gression in this population. 



Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July
Poster

Exhibition

Tuesday
25 July

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

ABSTRACT BOOK • www.iAS2017.ORg 442 443442

WEPEB0525
Drug related problems and polypharmacy are common  
among people living with HIV/AIDS
E. Kara1, A.C. Inkaya2, N. Ozdemir1, K. Tecen1, D. Aydin Hakli3,  
A. Bayraktar-Ekincioglu1, K. Demirkan1, S. Unal2 
1Hacettepe University Faculty of Pharmacy, Department of Clinical Pharmacy, 
Ankara, Turkey, 2Hacettepe University Faculty of Medicine, Department of Infectious 
Disease, Ankara, Turkey, 3Hacettepe University Faculty of Medicine, Department of 
Biostatistics, Ankara, Turkey 
Presenting author email: sunal@hacettepe.edu.tr

Background: Although recent advances in antiretroviral therapy have led to simpli-
fied regimens resulting in reduced pill burden, polypharmacy still continues to be a 
challenge for people living with HIV/AIDS (PLWHA). Determination of DRPs may 
pave the way to properly manage drug related adverse effects in PLWHA and may 
in turn improve medical care and costs. 
We conducted a study to investigate the incidence of DRPs and polypharmacy in a 
cohort of PLWHA under treatment.
Methods: A prospective study was performed between September 1, 2015 
and September 1, 2016 at Hacettepe University Hospitals Infectious Diseases 
Outpatient Clinic after the ethical committee approval. Pharmaceutical Care 
Network Europe Foundation version 6.2 (PCNE V 6.2) classification system 
was used to classify DRPs, causes, interventions and results of interventions. Chi 
square, Mann Whitney U and logistic regression tests were used in statistical analy-
sis.
Results: One hundred eighty-one patients were included to the study. The mean 
age of the study group was 40.4 and 26% were older than 50. Fifty-nine (32.6%) 
had at least one comorbid condition and 12 (6.6%) had three or more comorbidities. 
The prevalence of polypharmacy in patients with comorbidity was 66.1% whereas, 
12.1% in patients without comorbidity (p< 0.005). DRPs were common in PLWHA 
receiving polypharmacy (38.9% vs 18.9%) (p< 0.005). Based on PCNE classifica-
tion, the most common DRPs were éffect of drug treatment not optimal´ (36.2%) 
and ádverse drug event (non-allergic)´ (20.7%). Most common reasons for DRPs 
were inappropriate drug (20.7%), synergistic/preventive drug required and not 
given (17.2%), inappropriate combination of drugs, or drugs and food (13.8%) and 
drug not taken/administered at all (13.8%). DRPs were more prominent with ad-
vanced age (46 vs 37 years, p< 0.005), longer duration of antiretroviral therapy 
(45 vs 27 months, p=0.014), and lower education level (p=0.013). Patients receiv-
ing intensive ART (>3 ART drug) had more DRPs in the logistic regression model 
(OR:8.299, %95 CI: 1,924 - 35.803).
Conclusions: This study shows that DRPs are common PLWHA under treatment. 
Attending physicians should especially take into account DRPs in older and heavily 
treated patients. Multidisciplinary team including clinical pharmacists is needed to 
address DRPs in high risk patients. 

WEPEB0526
Abdominal obesity, sarcopenia, and osteoporosis are strongly 
associated with frailty in the MACS cohort
K.L. Hawkins1, L. Zhang2, D. Ng2, K.N. Althoff2, F.J. Palella3, L.A. Kingsley4,  
L.P. Jacobson2, J.B. Margolick2, J.E. Lake5, T.T. Brown6, K.M. Erlandson1 
1University of Colorado, Aurora, United States, 2Johns Hopkins Bloomberg School of 
Public Health, Baltimore, United States, 3Northwestern University Feinberg School of 
Medicine, Chicago, United States, 4University of Pittsburgh, Pittsburgh, United States, 
5University of Texas, Houston, United States, 6Johns Hopkins School of Medicine, 
Baltimore, United States 
Presenting author email: kellie.hawkins@ucdenver.edu

Background: Frailty is more prevalent in HIV-infected (HIV+) adults than in similar 
HIV-uninfected (HIV-) adults; concurrently, abnormalities in anatomic fat dis-
tribution, muscle function/mass, and bone mineral density (BMD) are common 
among HIV+. 
However, the relationships between frailty and fat distribution, sarcopenia, and os-
teoporosis in older, HIV+ adults are poorly understood.
Methods: HIV+ and HIV- men (50-69 years) in the Multicenter AIDS Cohort 
Study Bone Strength Substudy were evaluated for frailty (Fried’s phenotype) and 
body composition, including body mass index (BMI), waist circumference (WC), 
computed tomography-obtained abdominal visceral (VAT) and subcutaneous 
(SAT) fat volumes, and dual-energy X-ray absorptiometry-obtained appendicular 
skeletal muscle index (ASMI) and BMD (normal/osteopenia/osteoporosis). BMI, 
WC, VAT, and SAT were analyzed in tertiles. Baumgartner’s definition of sarco-
penia (ASMI ≤ 7.26 kg/m2) was used. Multivariate multinomial logistic regression 
models determined associations of frailty with body composition.
Results: Of 399 (199 HIV+ and 200 HIV-) men, median age was 60.1 vs 60.0 years 
and frailty prevalence was 16.1% vs 8.0%, respectively. HIV serostatus was associ-
ated with a 2.43 higher odds of frailty (p=0.01). Overall, factors associated with 

increased odds of frailty included: higher WC, higher VAT, sarcopenia, and femoral 
neck osteoporosis (figure). In models restricted to HIV+ men and further adjusted 
for HIV-specific factors, similar trends were observed though some associations 
lost significance due to reduced sample size (figure). VAT and WC were positively 
correlated (r=0.63 overall, r=0.56 HIV+, both p<0.0001). 

[Figure 1.]

Conclusions: Frailty in HIV+ and HIV- men was strongly associated with measures 
of visceral abdominal obesity and sarcopenia, but not with BMI or SAT. The as-
sociation of frailty with WC and the correlations between WC and VAT suggests 
that, when VAT measurement is not available, WC may serve as surrogate for VAT. 
Measures to prevent or reverse central obesity and muscle loss may reduce the risk 
of frailty if these associations are causal. 

WEPEB0527
Evolving disease burden at end of life among HIV-infected 
patients in the southeastern US, 1996-2015
T. Davy-Méndez, J.J. Eron, O. Zakharova, A. Heine, C. Farel, S. Napravnik 
University of North Carolina at Chapel Hill, Chapel Hill, United States 
Presenting author email: tdavy@med.unc.edu

Background: Mortality rates among persons living with HIV (PLWH) have been 
decreasing. However, little is known about trends in disease burden among HIV-
infected patients at the end of life.
Methods: We included patients in the UNC CFAR HIV Clinical Cohort (UCHCC) 
who died between 1996 and 2015 and had a clinic or laboratory visit < 2 years be-
fore death. Analyses were stratified by year of death (1996-2002, 2003-2009, 
2010-2015) and patient demographic and clinical characteristics at end of life 
were contrasted across time using ANOVA and Cochrane-Armitage trend tests. 
Adjudicated conditions included history of: any AIDS-defining condition, stroke 
or myocardial infarction (cardiovascular disease, CVD), end-stage renal disease 
(ESRD), end-stage liver disease (ESLD), and any non-AIDS-defining cancer.
Results: Of 807 deceased patients, 28% were female, 29% men who have sex with 
men (MSM), and 70% African American (Table).

Characteristic
Total sample 

(N=807)

Death year 
1996-2002 

(N=267)

Death year 
2003-2009 

(N=324)

Death year 
2010-2015 

(N=216)
p-value

Female, N (%) 223 (28%) 73 (27%) 100 (31%) 58 (27%) 0.47
African American race, 
N (%)

568 (70%) 195 (73%) 229 (71%) 144 (67%) 0.13

MSM, N (%) 234 (29%) 65 (24%) 97 (30%) 72 (33%) 0.03
HIV RNA<400 
copies/mL at death, 
N (%)

331 (41%) 61 (23%) 125 (39%) 145 (67%) <0.01

Nadir CD4 count, 
median cells/mm3 
(IQR)

39 (9, 148) 16 (9, 90) 38 (9, 139) 86 (23, 190) <0.01

CD4 count at death, 
median cells/mm3 
(IQR)

124 (24, 326) 36 (11, 166) 143 (25, 305) 264 (86, 536) <0.01

Age at death, median 
years (IQR)

47 (40, 54) 43 (38, 50) 47 (40, 52) 52 (45, 58) <0.01

Time on ART, median 
years (IQR)

7 (3, 11) 4 (2, 6) 8 (4, 11) 11 (6, 16) <0.01

[Clinical and demog. characteristics at end of life]

Most patients (94%) were ART experienced, with median 7 years of ART use (IQR 
3, 11). The proportion of MSM and virally suppressed patients increased over time, 
as did nadir CD4, proximal CD4, age, and ART duration (all p<0.05). Prevalence of 
AIDS decreased (66 to 49%), while CVD and cancer increased (11 to 20%, and 8 to 
32%, respectively) (Figure, all p<0.01). Having 2 or more conditions was also more 
common in more recent years (from 17 to 31%, p<0.01). 
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[Clinical conditions at end of life, by death year]

Conclusions: The burden of clinical AIDS at end of life decreased over the study 
period, while CVD, cancer, and multiple morbidity increased. These findings un-
derscore the need for routine health screening in PLWH. 

WEPEB0528
Derivation and internal validation of a mortality risk index  
for aged people living with HIV: the Dat’AIDS score
M. Hentzien1, C. Delpierre2, P. Pugliese3, C. Allavena4, C. Jacomet5,  
M.-A. Valantin6, A. Cabié7, L. Cuzin8, D. Rey9, M. Dramé10, F. Bani-Sadr1,  
Dat’AIDS Study Group 
1Reims Teaching Hospitals, Robert Debré Hospital, Department of Internal Medicine, 
Infectious Diseases, and Clinical Immunology, Reims, France, 2INSERM, UMR 1027, 
Université Toulouse III Paul-Sabatier, Toulouse, France, 3University of Nice, CHU 
L’Archet, Infectious Diseases Department, Nice, France, 4University of Nantes, CHU 
Hôtel Dieu, Infectious Diseases Department, Nantes, France, 5Clermont-Ferrand 
Teaching Hospitals, Gabriel-Montpied Hospital, Department of Infectious and Tropical 
Diseases, Clermont-Ferrand, France, 6Paris Teaching Hospitals, La Pitié-Salpêtrière 
Hospital, Department of Infectious and Tropical Diseases, Paris, France, 7Martinique 
Teaching Hospitals, Fort-De-France Hospital, Department of Infectious and Tropical 
Diseases, Fort de France, France, 8INSERM, Université de Toulouse III, UMR 1027, 
Toulouse, France, 9Hôpitaux Universitaires de Strasbourg, Nouvel Hôpital Civil, HIV 
Care Center, Strasbourg, France, 10University of Reims Champagne-Ardenne, Faculty 
of Medicine, EA 3797, Reims, France 
Presenting author email: mhentzien@chu-reims.fr

Background: As HIV population is ageing, there is growing interest for specific 
prognostic tools in aged people living with HIV (PLHIV). The objective was to de-
velop a multivariable prognostic index for 5-years overall mortality integrating clas-
sical HIV biomarkers and comorbidities in PLHIV aged 60 or older.
Methods: It was a prospective multicenter cohort study in the Dat’AIDS cohort 
that involves 12 French hospitals. All HIV-1 infected patients aged 60 years or more 
actively followed on 1st January 2008 were included. Sociodemographic data, CD4 
cell count, CD4 nadir, HIV viral load, history of comorbidities, hepatitis co-infec-
tions and laboratory parameters at baseline were considered as potential prognostic 
variables. The outcome was five-years all-causes mortality. A multivariable Cox 
model was constructed and a mortality index was derived.
Results: A total of 1415 patients were included. Most patients were male (77.2%) 
and mean age was 65.7±5.5 years. During the five years of follow-up (6225 pa-
tient-years), 154 (10.9%) patients died. Main comorbidities were decreased eGFR 
(21.1%), diabetes (14.2%), and cardiovascular diseases (12.2%). We derived a score 
comprising the following predictors: Age (65 - 74: 1 point; ≥75: 8 points), CD4 cell 
count (200 - 349: 3 points; < 200: 6 points), non-HIV related cancer (6 points), 
cardiovascular disease (8 points), estimated glomerular filtration rate (30-59 ml/
mn/1.73m²: 5 points; < 30ml/mn/1.73m²: 16 points), cirrhosis (13 points), low body 
mass index (10 points), anemia (6 points). Observed score was 7.0 ± 8.0 and ranged 
from 0 to 45. It allowed to define 4 risks groups for mortality: low risk (0-3 points), 
moderate risk(4-13 points), high risk (14-19 points) and very high risk (>19 points; 
5-year survival probability 0.95 (95%CI [0.93 - 0.97]), 0.90 (95%CI [0.87 - 
0.92]), 0.77 (95%CI [0.68 - 0.84]) and 0.54 (95%CI [0.43 - 0.63]) respectively). 
That score showed good discrimination (c-statistic=0.76) and calibration.
Conclusions: We propose a multivariable prognostic score for mortality among 
PLHIV aged 60 or over, that will be a predominant population in the future years in 
western populations. It would be a useful tool for research and for risk assessment 
by the clinician. External validation is required. 

WEPEB0529
Slowing the premature aging process: the benefits of viral 
control and smoking cessation on leukocyte telomere length 
(LTL)
A.Y.Y. Hsieh1,2, C. Van Ommen3, E. Kimmel2, M.C.M. Murray4,5,6, N. Pick4,5,6,  
A. Alimenti7,8, J. Brophy9, F. Kakkar10, A. Bitnun11, H.C.F. Côté1,2,5,  
and the CIHR Team in Cellular Aging and HIV Comorbidities in Women  
and Children (CARMA) 
1University of British Columbia, Department of Pathology and Laboratory Medicine, 
Vancouver, Canada, 2Centre for Blood Research, Vancouver, Canada, 3University of 
British Columbia, Department of Medicine, Vancouver, Canada, 4Oak Tree Clinic, 
BC Women’s Hospital, Vancouver, Canada, 5Women’s Health Research Institute, 
Vancouver, Canada, 6University of British Columbia, Department of Medicine, Division 
of Infectious Disease, Vancouver, Canada, 7Children’s and Women’s Health Centre of 
BC, Vancouver, Canada, 8University of British Columbia, Department of Pediatrics, 
Vancouver, Canada, 9University of Ottawa, Department of Pediatrics, Children’s 
Hospital of Eastern Ontario, Ottawa, Canada, 10Université de Montréal, Department 
of Pediatrics, Centre Hospitalier Universitaire Sainte-Justine, Montréal, Canada, 
11University of Toronto, Department of Pediatrics, Hospital for Sick Children, Toronto, 
Canada 
Presenting author email: helene.cote@ubc.ca

Background: Telomeres shorten over lifespan, and shorter leukocyte telomere 
length (LTL) is a marker of cellular aging associated with age-related physical mor-
bidities, cognitive aging, and mortality. HIV infection and smoking are both associ-
ated with LTL cross-sectionally, but their influence on LTL over time is unclear. This 
study investigated the relative contribution of HIV and smoking on LTL dynamics 
in people living with HIV.
Methods: All non-pregnant girls and women ≥12 years old enrolled in the CARMA 
cohort with available blood specimens were included. For those with >1 sampling ≥1 
year apart, the latest specimens were included in longitudinal sub-analyses. LTL was 
measured by multiplex qPCR. Possible predictors including age, ethnicity, smok-
ing (current, past, never), HIV/viral load (VL) status (HIV-, HIV+/detectable VL, 
HIV+/undetectable VL), peak VL, and Hepatitis C virus status were considered for 
inclusion in multivariable models.
Results: LTL was obtained for 287 HIV+ and 211 HIV- participants aged 12-78 
years, including 199 HIV+ and 49 HIV- with two specimens 1.0-7.9 years apart. In 
a cross-sectional multivariable regression, shorter LTL was associated with older age 
(ß=-0.35, p< 0.0001), current smoking (ß=-0.18, p=0.001) vs. never, and HIV+/
detectable VL (ß=-0.13, p=0.004), but not HIV+/undetectable VL (ß=-0.06, 
p=0.17) vs. HIV-, after adjusting for ethnicity (n=450, R2=0.25). These results 
persisted in sensitivity analyses that either excluded ethnicity, restricted ethnicity 
to the largest group, or restricted age to ≥16 for consideration of smoking status. 
Longitudinally, LTL attrition rates were greater with current smoking (ß=-0.20, 
p=0.004) vs. never, but not associated with baseline HIV/VL status, after adjust-
ing for baseline LTL (n=246, R2=0.11). HIV+ participants with detectable VL who 
became undetectable at follow-up were more likely to show an increase in LTL and 
vice-versa (n=57, Fisher’s exact test, p=0.043).
Conclusions: These analyses highlight the negative impact of current smoking on 
LTL, with an effect size larger than even uncontrolled HIV infection. These data 
suggest that LTL is better preserved in controlled HIV, and stress the importance of 
smoking cessation and controlling viremia to curb cellular aging. 

WEPEB0530
Mutlimorbidity prevalence in South Brazilian HIV  
cohort (SoBrHIV) and comparison with non-HIV controls:  
a cross-sectional study
R. Aguiar1, H. Kluck2, E. Sprinz3 
1Universidade Federal do Rio Grande do Sul, Porto Alegre, Brazil, 2School of  
Medicine - Universidade Federal do Rio Grande do Sul, Porto Alegre, Brazil,  
3Hospital de Clinicas de Porto Alegre - Universidade Federal do Rio Grande do Sul, 
Porto Alegre, Brazil 
Presenting author email: eduardo.sprinz@gmail.com

Background: HIV has become a chronic disease with the use of cART, and life ex-
pectancy is quite similar to general population. However, as HIV population ages, 
non-AIDS related comorbidities are increasingly being reported, which directly 
interferes with the clinical management of the patient and further enhances mor-
bimortalitity. The objective of our study was to describe disease burden in a South 
Brazilian HIV cohort (SoBrHIV) and compare with general population.
Methods: In a cross sectional study, HIV patients (n=78) over 50 years of age and a 
control group matched by age, race and sex were randomly selected at the Hospital 
de Clínicas de Porto Alegre Outpatient clinic, in a ratio of 1:1. Prevalence of multi-
morbidity (defined as the presence of at least 2 non-AIDS related comorbidities) 
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and individual non-infectious comorbidities were compared using chi-square test. 
The mean number of chronic diseases was compared using t student or non-para-
metrical tests. The study was approved by local ethical committee.
Results: The groups were comparable, median age was 57 years, 75% were from 
Caucasian ethnicity and 57% were men. Prevalence of renal, bone and hepatic dis-
ease, as well as multimorbidity, was higher in the HIV group. (Table 1).

 HIV Non-HIV p value
Osteopenia/osteoporosis 51.3% 10.4% 0.0001
Hypertension 66.7% 75.3% 0.235
Diabetes Mellitus 24.4% 27.3% 0.679
Cardiovascular disease 8,9% 12,7% 0.4
Renal disease 17.9% 9.1% 0.107
Hepatic disease 17.9% 6.5% 0.03
Lipid abnormalities 85.9% 81.6% 0.467
Multimorbidity (presence of at 
least 2 non-AIDS comorbidities) 85.9% 76.6% 0.139

[Prevalence of non-AIDS comorbidities]

The mean number of comorbidities was also higher, even when comparing with indi-
viduals about 10 years older in the control group. (table 2) 

Mean nº of comorbidities HIV Non-HIV p value
Total 2.88 2.31 0.003
51-55 years 2.81 1.84 0.001
56-60 years 2.83 2.62 0.601
61-65 years 2.76 2.44 0.426
>65 years 3.36 3.00 0.369

[Mean number of comorbidities across ages]

Conclusions: This is the first time that a high level of comorbidities is shown in a 
low/middle income country. Moreover, multimorbidity occurred more often and at 
younger ages in HIV patients. These initial results are extremely important. They 
imply that the world will need to build up a more comprehensive care of HIV indi-
viduals in order to better deal with their ageing. 

WEPEB0531
The growth hormone releasing hormone analogue, tesamorelin, 
decreases muscle fat and increases muscle area in HIV-infected 
adults
K. Erlandson1, S. Adrian1, A. Scherzinger1, A. Sanyal2, J. Lake3, J. Falutz4,  
M. Dubé5, T. Stanley6,7, S. Grinspoon6,7, J.-C. Mamputu8, C. Marsolais8,  
T. Brown2 
1University of Colorado, Aurora, United States, 2Johns Hopkins University, Baltimore, 
United States, 3University of Texas Health Sciences Center, Houston, United States, 
4McGill University, Montreal, Canada, 5University of Southern California, Keck School 
of Medicine, Los Angeles, United States, 6Massachusetts General Hospital, Boston, 
United States, 7Harvard Medical School, Boston, United States, 8Theratechnologies, 
Montreal, Canada 
Presenting author email: kristine.erlandson@ucdenver.edu

Background: HIV-infected adults have faster physical function decline with aging 
and a greater amount of muscle fat compared to HIV-uninfected controls. Muscle 
fat correlates with visceral adipose tissue (VAT) quantity, and is associated with 
physical function impairment and falls in older populations. Tesamorelin, a growth 
hormone-releasing hormone analogue, is effective in decreasing VAT in some HIV-
infected patients. We hypothesized that tesamorelin would also decrease skeletal 
muscle fat.
Methods: Participants were selected from two completed, randomized (2:1) trials of 
tesamorelin vs placebo for the treatment of excess abdominal fat in HIV-infected 
patients with lipodystrophy. In tesamorelin responders (defined as VAT decrease of 
≥8% and observed in ~70% receiving tesamorelin), and participants in the placebo 
arm, abdominal (L4-5) computed tomography scans at week 0 and 26 were re-
analyzed. Between arm differences were compared for trunk muscle density and 
area (both total muscle and lean component [excluded intermuscular fat with < 30 
Hounsfield units]).
Results: Of 193 tesamorelin responders and 148 persons randomized to placebo, 
participants were mostly male (87%) and Caucasian (83%). Groups were not sig-
nificantly different (p>0.10) at baseline in regards to sex, race/ethnicity, age, body 
mass index, use of lipid-lowering therapy, testosterone use, CD4 T-cell count or 
HIV-1 viral load, ART regimen, or time since HIV diagnosis. Tesamorelin was associ-
ated with significantly greater improvements in total muscle density (less fat), and 
lean muscle area of the trunk muscle after 26 weeks compared to placebo (Figure; 
p<0.005). Lean muscle density of the oblique/transverse abdominal and rectus, 
and total psoas muscle area also increased significantly more in the tesamorelin vs 
placebo arm (p<0.005).

[Figure]

Conclusions: In HIV-infected adults with excess abdominal fat who have a clinical 
response to tesamorelin, trunk muscle fat decreased and lean muscle area increased 
over 26 weeks. The impact of these changes on physical function and long-term 
durability should be investigated. 

WEPEB0532
Impact of the method of measurement (Southern Blot  
vs qPCR) in the analysis of factors associated with telomere 
length in HIV-infected patients
R. Montejano1, N. Stella Ascariz2, S. Monge3, J.I. Bernardino1, I. Pérez-Valero1,  
M. Montes1, J. Mingorance2, L. Pintado-Berninches4, R. Perona4, J.R. Arribas1 
1Hospital Universitario La Paz-IdiPAZ, HIV Unit, Internal Medicine Service, Madrid, 
Spain, 2Hospital Universitario La Paz-IdiPAZ, Microbiology Service, Madrid, Spain, 
3Centro de Investigación Biomédica en Red de Epidemiología y Salud Pública 
(CIBERESP), Madrid, Spain, 4Instituto de Investigaciones Biomédicas CSIC/
UAM, IdiPAZ, Biomarkers and new Therapies and CIBER de Enfermedades Raras 
(CIBERER), Madrid, Spain 
Presenting author email: rocio.montejano@idipaz.es

Background: Southern blot has been traditionally used to asses telomere length 
(TL). Because its complexity, qPCR is used as an alternative (Cawthon RM.2009, 
Elbers CC et al.2014). We have compared both methods in the study of factors 
associated to TL in HIV-infected patients.
Methods: Cross-sectional study of HIV-infected patients with suppressed vi-
rological replication (HIV RNA < 50 copies/mL for ≥1 year). TL was measured in 
peripheral blood mononuclear cells using qPCR and Southern. Relative TL was 
determined by qPCR and run each sample in triplicate. Southern was done using 
TeloTAGGG™ TL Assay. TeloTool (Gohring J.2014) was used to process Southern 
images. Multivariate generalized linear models with Gaussian family and log link 
were used to identify variables independently associated with TL.

[Table 1. Univariate results for the association of independent variables and telomere 
length: exponentiated regression coefficients and 95% Confidence Intervals.]
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Results: 200 patients included, 72% male, median age 49(IQR 45-54.5). In the 
univariate analysis, only age was associated with TL with both methods. Assuming 
results from qPCR, non-caucasian race, longer time of known HIV-infection and 
longer time on ART were associated with TL. However, with Southern these asso-
ciations were not statistically significant, but higher CD4 count nadir and tobacco 
resulted associated, which had been non-significant when analyzed with qPCR. In 
the multivariate analysis significant predictors of TL, assuming qPCR results, were 
older age, older parental age at birth, non-caucasian race, and longer time of known 
HIV-infection. When using Southern, only older age and AIDS stage resulted inde-
pendently associated to TL. 
We compared the assays and we found no correlation between qPCR and Southern 
(R2=0.077). The inter-assay coefficient of variation for qPCR was 8.75% and for 
Southern was 17.1%.
Conclusions: Risk factors for shorter TL in HIV patients were discordant depending 
on the method used for TL measurement. Southern blot results were less consistent 
that those obtained by qPCR. Inter-assay variability of Southern blot could play a 
role in the results we obtained. 

WEPEB0533
Risks for COPD in HIV-infected individuals using  
symptom-based scores and spirometry
M. Hlatshwayo1, A. Sahagun2, R. Presti1, J. Atkinson3 
1Washington University School of Medicine, Infectious Diseases, St. Louis, United 
States, 2Washington University, St. Louis, United States, 3Washington University, 
Pulmonary and Critical Care Medicine, St. Louis, United States 
Presenting author email: mhlatshwayo@wustl.edu

Background: Pulmonary complications are a significant source of morbidity in 
HIV-infected persons. Due to improved HIV infection treatment and high levels of 
smoking, chronic non-infectious respiratory co-morbidities have become prevalent 
among HIV-infected patients. Obstructive lung disease occurs in 7-9% of HIV+ 
persons, but a third of patients report respiratory symptoms. This project aims to 
define the relationship between symptom-based scores and pulmonary function 
tests, chest imaging, tobacco exposure and HIV disease severity.
Methods: HIV-positive and HIV-negative participants over age 30 who are cur-
rent smokers with at least a 15 pack-year smoking history were enrolled. Pulmonary 
function tests were performed to assess for obstructive defect. St. George’s 
Respiratory questionnaires (SGRQ) were administered and served as the primary 
source for symptom-based data. CT scans were performed to evaluate for underly-
ing lung disease. All patients underwent basic demographic data collection as well as 
HIV disease specific information, including CD4 count and HIV viral load.

[Respiratory status in HIV+ and HIV- individuals]

Results: This study included 75 HIV-infected patients and 38 HIV-negative 
controls. HIV-infected patients had lower tobacco exposure than HIV-negative 
patients (27.1 versus 46.4 pack-years), were younger (49.1 ± 8.0 vs 56.1 ± 7.0), 
and had less obstruction as demonstrated by higher FEV1/FVC ratio. Despite this, 
symptom-based scores were similar (26.9±20.7 vs 28±25.4, p>0.05), suggesting 
symptomatology may be a result of complex interactions between smoking, HIV, 
and COPD. Within the HIV-infected population, SGRQ scores were found to be 

most associated with pack year smoking history. Decreased FEV1/FVC ratio was 
associated with age, suggesting that the prevalence of clinical obstruction is likely 
to increase as overall survival improves.
Conclusions: This study underlines the importance of long-term study in the smok-
ing, HIV-infected population in order obtain a better understanding of the role of 
HIV, tobacco, and aging in respiratory symptoms and the development of chronic 
respiratory co-morbidities. 

WEPEB0534
HIV-DNA burden in central memory CD4 T cells prior to ART 
initiation dictates immune recovery
L. Micci1, E. Ryan1, A. Pagliuzza2, S. Aldrete3, K. Delman3, J. Estes4, R. Sekaly5,  
N. Chomont2, M. Paiardini6,7, V. Marconi3 
1Emory University, Yerkes National Primate Research Center, Atlanta, United States, 
2University of Montreal, CRCHUM, Montreal, United States, 3Emory University, 
School of Medicine, Atlanta, United States, 4Leidos Biomedical Research, Frederick, 
United States, 5Case Western Reserve University, Cleveland, United States, 6Emory 
University School of Medicine, Department of Medicine, Atlanta, United States, 
7Emory University, Department of Microbiology and Immunology, Yerkes National 
Primate Research Center, Atlanta, United States 
Presenting author email: mirko.paiardini@emory.edu

Background: Despite antiretroviral therapy (ART) fully suppress HIV replication, 
immune dysfunction - including incomplete recovery of CD4 T-cells - inflamma-
tion, and HIV persistence endure for many individuals. Based on a large set of pre-
liminary data, we hypothesized that differential infection of specific CD4 T-cell 
subsets could further explain divergent CD4 recovery and maintenance of the HIV 
reservoir during ART.
Methods: 30 HIV-positive individuals were enrolled. Immunologic responders (IR) 
were defined as having CD4 counts >500 cells/µL < 2 years after ART initiation; 
Immunologic non-responders (INR) as having CD4 counts < 350 cells/ µL up to 
2 years after ART initiation. Before and during ART, the frequency of total (T) 
and integrated (I) HIV-DNA was measured in sorted blood naïve, central (CM), 
transitional (TM), and effector memory CD4 T-cells. T-cell levels, activation/pro-
liferation states, and expression of co-inhibitory receptors (Co-IRs) were analyzed 
by flow cytometry.
Results: Median age of the cohort was 46; 90% were male and 82.8% were African-
American. T and I HIV-DNA content in all CD4 T-cell subsets were significantly 
higher (P< 0.01) prior to ART and on-ART in INR than IR. The increased HIV-
DNA content in INR was associated with higher levels of T-cell proliferation and 
activation, both at pre- and on-ART (P< 0.05). Expression of Co-IRs such as: PD-1 
and TIGIT was significantly increased in memory CD4 T-cells of INR (P< 0.05), 
with the frequency of these Co-IR-expressing T-cells correlating with levels of I 
HIV-DNA. HIV-DNA contents in IR were significantly reduced (P< 0.01) on-ART 
as compared to pre-ART in all CD4 T-cell subsets. Remarkably, INR T and I HIV-
DNA levels were significantly more stable in CM and TM CD4 T-cells between 
pre- and on-ART, and despite INR have been on-ART longer than IR.
Conclusions: When compared to IR, INR demonstrate higher levels of T-cell acti-
vation, Co-IRs expression, and viral burden in all memory CD4 T cell subsets, both 
prior to and on-ART. Furthermore, CM and TM CD4 T-cells harboring HIV-DNA 
persist longer during ART in INR. These data link levels of inflammation and CD4 
T-cell infection prior to ART, particularly in long-lived CD4 T-cell subsets, with im-
mune recovery and HIV persistence. 

WEPEB0535
IL-27 is an independent predictor of IRIS: results  
of a multicenter international prospective study
I. Sereti1, V. Sheikh1, D. Shaffer2,3, B. Agan3,4, E. Gabriel1, A. Pau1, J. Wang5,  
A. Rupert5, N. Phanuphak6, S. Tansuphaswadikul7, J. Ananworanich4,6, F. Sawe2,  
IRIS NIAID/IDCRP Team Study Group 
1National Institutes of Allergy and Infectious Diseases, Bethesda, United States, 
2Kenyan Medical Research Institute (KEMRI)/Walter Reed Program (WRP) Clinical 
Research Center, Kericho, Kenya, 3Walter Reed Army Institute of Research, U.S. 
Military HIV Research Program, Silver Spring, United States, 4Henry M. Jackson 
Foundation for the Advancement of Military Medicine, Bethesda, United States, 5Lei, 
Frederick, United States, 6University, Bangkok, Thailand, 7Bamrasnaradura Infectious 
Diseases Institute, Nonthaburi, Thailand 
Presenting author email: isereti@niaid.nih.gov

Background: Immune reconstitution inflammatory syndrome (IRIS) is a complica-
tion of antiretroviral therapy (ART) initiation in lymphopenic HIV patients espe-
cially those with an opportunistic infection. Better understanding of pathogenesis 
and identification of predictors of IRIS is needed.
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Methods: We enrolled HIV+ persons with CD4 count < 100 cells/µL starting 
ART in a prospective international multicenter study in US, Kenya and Thailand 
(NCT00286767), and followed them prospectively for 48 weeks for the develop-
ment of IRIS or death. IRIS events were adjudicated by an independent committee 
using the ACTG criteria. Plasma biomarkers of inflammation, coagulation and tissue 
fibrosis, were measured. Multivariate and univariate logistic regression and compet-
ing risk regression, accounting for death prior to IRIS, were used to investigate the 
association of baseline biomarkers and the occurrence of and time to IRIS events.
Results: A total of 506 participants were enrolled (206 US, 200 Kenya, 100 
Thailand) and there were 109 IRIS events observed and 48 deaths. IRIS patients 
had lower CD4 and CD8 T cell counts at baseline and lower Hg (Table A).

[Table A. Median values with IQR or percent are shown]

In logistic regression adjusting for baseline characteristics and all baseline biomark-
ers, lower Hg, higher L-27, higher BMI, higher HA and lower IL-17 were signifi-
cantly associated with increased risk of IRIS. In a similarly adjusted competing risk 
of death model only lower Hg (P=0.003), higher IL-27 (P< 0.001) and higher BMI 
(p< 0.001) were associated with increased risk of IRIS. Patients with IRIS did not 
differ with respect to time to death within 48 weeks, after adjustment for other risk 
factors, however they had significantly higher CD4 increases from baseline to 24 
weeks when compared to subjects without IRIS (P=0.01).
Conclusions: This novel strong association of IL-27 with IRIS may represent an 
important immune check-point between inflammation and immune regulation in 
treated HIV infection. 

WEPEB0536
Switching from atripla (TDF/FTC/EFV) to eviplera  
(TDF/FTC/RPV) in virologically suppressed HIV-positive 
individuals without perceived neuropsychiatric complains 
improves sleep associated symptoms
J. Vera1, M. Bracchi2, J. Alagaratnam3, J. Lwanga4, C. Fitzpatrick5, J. Fox4,  
A. Winston3, M. Nelson2 
1Brighton and Sussex Medical School, Brighton, United Kingdom, 2St Stephen’s AIDS 
Trust, Chelsea and Westminster Hospital, London, United Kingdom, 3Imperial College 
London, St Mary’s Hospital, London, United Kingdom, 4Guy’s and St Thomas’ NHS 
Trust, London, United Kingdom, 5Brighton and Sussex University Hospitals NHS Trust, 
London, United Kingdom 
Presenting author email: mark.nelson@chelwest.nhs.uk

Background: Central nervous system (CNS) toxicity is common with combination 
antiretroviral therapy and with efavirenz (EFV) use. Concerns exist regarding overt 
CNS toxicities that are not directly recognized by people with HIV (PWH) on EFV 
or clinicians, which could have an impact on quality of life. The aim of this study was 
to determine whether CNS symptoms improve in PWH without overt complains of 
CNS toxicities when switching off EFV
Methods: PWH receiving Atripla for at least 12 weeks with HIV RNA of < 40 cop-
ies /mL, and no self-reported CNS symptoms associated with EFV were enrolled in 
a prospective study of switching to Eviplera. CNS toxicities were evaluated using 
CNS and sleep questionnaires. The median CNS score derived from the sum of 
toxicity of all grades collected in the CNS questionnaires effects (Table), and the 
median Sleep score were calculated at baseline, and weeks 4 (primary endpoint), 
and 12 after switching to Eviplera. Cognitive function was assessed at baseline and 
week 4 using a comprehensive battery
Results: 41 patients (median age 47 y; interquartile range [IQR] 31, 68), predomi-
nantly male (92%) and of white ethnicity (80%) were recruited in this 4, and 12 
weeks’ analysis. A significant reduction in total CNS score was observed at 4 weeks 

(p=0.028) with a trend towards improvement at 12 weeks (p=0.064). Table sum-
marises the changes in CNS side effects at week 4. Significant improvements in 
sleep scores at week 4 (p=0.005), and week 12 (p=0.002) were also observed. 
There were no significant changes in cognitive function at 4 weeks (p=>0.1). HIV-
RNA remained undetectable in all patients and there were no clinically significant 
abnormalities in laboratory parameters throughout the study period
Conclusions: Switching from Atripla to Eviplera in virologically supressed PWH 
without perceived CNS symptoms, was well tolerated and improved overall CNS 
score and sleep associated symptoms

CNS side effect n (%) Baseline n=41 4 weeks n=40 P value
Dizziness 10(24) 2(5) 0.005
Depression 14(34) 14(35) 0.65
Insomnia 23(56) 15(37) 0.05
Anxiety 14(34) 15(37) 0.31
Confusion/ Impaired concentration 14(34) 15(37) 0.52
Somnolence 9(22) 16(40) 0.02
Aggressive mood behaviour 9(22) 7(17) 0.65
Abnormal dreams 22(53) 12(30) 0.003
Headache 12(29) 7(17) 0.04

[Changes in CNS side effects at 4 weeks]

WEPEB0537
Long-term crofelemer use gives clinically relevant reductions  
in HIV-related diarrhea
R.D. MacArthur1, P. Clay2, G. Blick3, R. Waltzman4, M. Bell5 
1Medical College of Georgia at Augusta University, Department of Medicine, 
Division of Infectious Diseases, Augusta, United States, 2University of North Texas 
System, College of Pharmacy, Fort Worth, United States, 3Health Care Advocates 
International, LLC, Stratford, United States, 4Napo Pharmaceuticals, San Francisco, 
United States, 5Cli, Biometrics, Fort Collins, United States 
Presenting author email: rmacarthur@augusta.edu

Background: Although the incidence of infectious diarrhea has declined in HIV+ 
persons due to the increased use of antiretroviral therapy (ART), HIV- and ART-
associated diarrhea affect millions of individuals. Crofelemer is the only drug 
approved for treatment of diarrhea in HIV+ persons. The ADVENT study responder 
definition typically required a 90% reduction in watery stools per week. Substantial 
clinical benefits may occur from a 50% or greater reduction in the frequency of 
diarrheal symptoms.
Methods: Daily diary data were analyzed retrospectively from all persons treated 
with crofelemer 125mg bid for up to 20 weeks. The average reduction in watery 
stools from baseline was determined by week. Chi-square tests were performed to 
detect differences based on protease inhibitor (PI) use or etiology of diarrhea (ART 
vs. HIV disease).
Results: The baseline diarrheal frequency was 20 watery stools per week among the 
274 enrolled persons. Comparing week 4 to weeks 12 and 20, a 100% reduction in 
weekly watery stools occurred in 15%, 41%, and 50%, respectively; a 75% reduction 
occurred in 35%, 60%, and 63%, respectively; a 50% reduction occurred in 48%, 
73%, and 73%, respectively (Figure 1). There were no significant differences at any 
week in the proportion of individuals with ≥50%, ≥75%, and 100% reductions based 
on PI use or diarrhea etiology.

[Figure 1. Proportion of crofelemer patients with a ≥50%, ≥75% and 100% decrease in 
number of watery stools by week]

Conclusions: Crofelemer use resulted in marked reductions of watery diarrhea in 
the majority of persons. Therapeutic regimens now include less use of PIs. Results 
were similar regardless of whether individuals were taking PIs, and whether the eti-



iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July
Poster
Exhibition

Tuesday
25 July

ABSTRACT BOOK • www.iAS2017.ORg447 447

ology of the diarrhea was believed to be secondary to ART or HIV disease. The util-
ity of crofelemer may have been underestimated based upon the previously report-
ed responder analysis. Given the 36 million people worldwide with HIV, this analysis 
suggests that millions of HIV-infected persons may achieve clinically meaningful 
reductions in diarrhea by using crofelemer. 

WEPEB0538
Metabolic complications in virally-suppressed perinatally 
HIV infected children and adolescents on tenofovir disoproxil 
fumarate
K. Swaby1, R. Pierre2, J. Moore1, M. Miller1, T. Evans-Gilbert3, K. Lewis-O’connor3, 
C. Christie-Samuels2 
1University Hospital of the West Indies, Child and Adolescent Health, Kingston, 
Jamaica, 2University of the West Indies, Faculty of Medical Sciences, Kingston, 
Jamaica, 3Ministry of Health, Kingston, Jamaica 
Presenting author email: kathryn.swaby@gmail.com

Background: Tenofovir Disoproxil Fumarate (TDF) can exhibit nephrotoxic ef-
fects (renal tubular defects, acute kidney injury, chronic kidney disease, bone min-
eral density changes) among HIV infected children on combination antiretroviral 
therapy (cART). Maturing perinatal infected children in Jamaica have been on 
cART since 2002, when the Jamaica Pediatric and Perinatal HIV/AIDS Program 
(JaPPAIDS) in collaboration with the Jamaica Ministry of Health implemented 
antiretroviral management protocols congruent with the WHO HIV treatment 
guidelines. Currently 30% are on 2nd line cART (protease inhibitor based) and have 
increased exposure to TDF. We aimed to characterize the metabolic disturbances 
associated with TDF exposure among this perinatally infected cohort.
Methods: Longitudinal data (demographic variables, HIV characteristics, antiret-
roviral exposure and duration) for HIV-infected children followed between January 
1, 2003 and December 31, 2016 in infectious disease clinics of the JaPPAIDS were 
collated. Adverse outcomes (clinical, laboratory, radiographic) attributable to TDF 
were described using univariate analyses.
Results: Fourteen of 123 (11%) perinatally infected children exposed to TDF de-
veloped metabolic abnormalities. Of the 14, median age 14.50 years (range 8.68 
- 20.62), 57% were male, 62% stunted, 50% underweight, 71% CDC category C. 
Mean duration on cART and TDF was 11.00 years (S.D. 2.06) and 1.58 years (S.D. 
1.37) respectively; 78.5% had viral load < 20 copies/ml. Clinical features at presen-
tation included bone pain (7/50%), associated limp (5/39%), altered gait (5/39%), 
pathologic fractures (5/36%) and asymptomatic (4/29%). Biochemical abnormali-
ties were hypophostatemia (11/79%), elevated alkaline phosphatase (11/85%), aci-
dosis (9/64%), hypokalemia (7/50%), hyponatremia (7/43%), elevated creatinine 
(7/58%), decreased GFR (7/58%), and urinary wasting of electrolytes. Outcomes 
were Fanconi syndrome (9/64%), acute kidney injury (3/21%) and metabolic bone 
disease (13/93%). Resolution of abnormalities followed optimizing cART (substitu-
tion of abacavir for TDF), electrolyte replacement for renal losses and vitamin D 
supplementation.
Conclusions: The maturing cohort of children and adolescents on cART (and 
achieving viral suppression) is at increased risk for adverse effects attributable to 
TDF. In the resource-limited setting screening for hypophosphatemia and other 
biochemical abnormalities is critical. Access to affordable, safer, and equally ef-
ficacious cART alternatives (tenofovir alafenamide) must be advocated for these 
settings which account for majority of paediatric HIV infection worldwide. 

WEPEB0539
Switches due to adverse events from integrase inhibitors to 
other antiretroviral treatments in a clinical practice setting 
during a 3-year study
H. Knobel1, M. de Antonio-Cuscó2, S. Luque2, E. González-Colominas2,  
R. Guerri1, E. Lerma1, A. González1, J. Villar1, L. Sorlí1, M. Montero1, A. Guelar1 
1Hospital del Mar, Infectious Diseases, Barcelona, Spain, 2Hospital del Mar, Pharmacy, 
Barcelona, Spain 
Presenting author email: hknobel@parcdesalutmar.cat

Background: Integrase inhibitors (INSTIs) are recommended as first-line antiret-
roviral treatment (ART) in HIV patients. However, differences in tolerability have 
been reported between different INSTIs. The purpose of the study was to assess 
the frequency and compare switches due to adverse events from the INSTIs in a 
clinical practice setting.
Methods: Retrospective study including all patients who switched from INSTIs 
to other ART from our cohort of 1,750 HIV-infected patients from January 
2014-September 2016 at a University Hospital in Barcelona, Spain Switches in-
volving other ART than INSTIs were not included.

Collected data: demographics, hepatitis C virus-coinfection, previous and new 
ART. Adverse events were classified as: neuropsychiatric toxicity, dermatologic, 
gastrointestinal (GI) and others. Chi square test was used to compare proportions.
Results: In total 733 patients were treated with INSTIs during this period: 351 
(47.9%) dolutegravir, 223 (30.4%) raltegravir and 159 (21.7%) elvitegravir. The 
INSTI was switched in 105 patients (14.3%), being in 40/105 (38.1%) due to adverse 
events, 30(75%) male, age: 49.9 (22-79) years, HCV: 11 (27.5%). Some patients 
experienced more than one adverse event. The other causes of switching were: 
Simplification: 42 (40%), low level viremia 18 (17.1%), drug-interactions: 3 (2.9%) 
and pregnancy 2 (1.9%). 

 Raltegravir 
n=223

Elvitegravir 
n=159

Dolutegravir 
n=351 P

Switches due to 
adverse events (n=40)

8(3.6%) 7(4.4%) 25(7.1%) <0.001

Adverse events

Neuropsychiatric 3(1.3%) 1(0.6%) 9(2.6%) 0.002

Dermatologic 0(0%) 0(0%) 5(1.4%) 0.001

Gastro-intestinal 1(0.4%) 2(1.3%) 8(2.3%) <0.001

Others 4(2.2%) 4(2.5%) 3(0.9%) <0.001

[Table 1]

Conclusions: Compared with the other integrase inhibitors dolutegravir has a high-
er proportion of switching due to adverse effects However, only 2.6% of patients 
treated with dolutegravir had to be discontinued because of central nervous system 
adverse events, a percentage lower than that reported in other cohorts. 

WEPEB0540
An analysis of neurologic and psychiatric adverse events  
of subjects receiving the investigational HIV-1 maturation 
inhibitor (MI) GSK3532795/BMS-955176
J. Gan1, T.P. Dumitrescu2, B. Shepherd3, H. Sevinsky4, J. Coumbis5, K. Barker3,  
S. Min6, M. Lataillade7, S.R. Joshi7 
1GlaxoSmithKline, Upper Providence, United States, 2GlaxoSmithKline, Upper 
Merion, United States, 3GlaxoSmithKline, Stockley Park, United Kingdom, 4ViiV 
Healthcare, Upper Providence, United States, 5Bristol-Myers Squibb, Hopewell, United 
States, 6ViiV Healthcare, Research Triangle Park, United States, 7ViiV Healthcare, 
Wallingford, United States 
Presenting author email: samit.r.joshi@viivhealthcare.com

Background: GSK3532795/BMS-955176 has been evaluated through Phase 2b 
clinical trials. In Study 206220 evaluating the electrocardiographic effects (TQTS) 
of GSK3532795, two subjects receiving supratherapeutic doses of GSK3532795 
developed neuropsychiatric serious adverse events (SAE). These isolated SAEs 
prompted an analysis of neuropsychiatric adverse events (AEs) across all clinical 
trials.
Methods: Thirteen trials involving healthy and HIV-1 infected adults receiving dif-
ferent GSK3532795 doses (5 mg QD to 240 mg BID) for varying duration (single 
dose to a maximum of 71 weeks), comparator drug, or placebo were included in this 
analysis which involved:
1) a clinical summary analysis of neuropsychiatric AEs and 
2) an exploratory exposure-response (ER) analysis of most neuropsychiatric AEs 
in two trials: TQTS (Study 206220) and a Phase 2b study in HIV-1 infected adults 
(Study 205891).
Results: A total of 784 subjects received at least one dose of GSK3532795; 259 
subjects received placebo/other treatments. For neurologic AEs, Grade 1 headache 
predominated in both groups. For psychiatric AEs, sleep abnormality AEs (abnor-
mal dreams, insomnia, nightmare, sleep disorder, and difficulty sleeping) were the 
most common in both treatment groups but individually occurred at variable rates 
across studies. Other psychiatric AEs were infrequent and broadly similar across 
the two groups. Grade 3 AEs were rare and consisted of two cases at supra-thera-
peutic doses (240 mg QD and BID) in the TQTS; a single report of acute psychosis 
in one subject and another subject with homicidal ideation, suicidal ideation, and 
tachyphrenia. Finally, one HIV-1 infected subject had a Grade 3 nightmare (Study 
205892). The ER analysis showed an increasing proportion of subjects having most 
neuropsychiatric AEs with increasing dose of GSK3532795. However, no sig-
nificant ER relationship between GSK3532795 AUC(0-24) (Study 206220) or 
steady state AUC (Study 205891) and neuropsychiatric AEs was observed.
Conclusions: The overall incidence rates of neuropsychiatric AEs (mostly Grade 
1) were similar between the GSK3532795 and placebo/comparator treatment 
arms. No significant ER relationship for neuropsychiatric AEs was observed 
with GSK3532795. Combined, the data from 13 clinical trials does not suggest a 
clinically significant signal for neuropsychiatric AEs in adults who receive the MI, 
GSK3532795. 
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WEPEB0541
Upregulation of apoptosis pathway genes in peripheral blood 
mononuclear cells of HIV treatment-experienced individuals 
with mitochondrial toxicity
E. Paintsil1, Y. Foli1, M. Li1, M. Ghebremichael2 
1Yale University, New Haven, United States, 2Harvard Medical School, Boston,  
United States 
Presenting author email: elijah.paintsil@yale.edu

Background: The therapeutic benefit of antiretroviral therapy (ART) is sometimes 
limited by long-term ART-induced mitochondrial toxicity. There is no universally 
accepted laboratory tests or clinical definitions that serve as gold standards for di-
agnosis of ART-induced toxicity. Apoptosis has been implicated as playing a role 
in ART toxicity. We sought to investigate the differential expression of genes of 
the apoptosis pathway in HIV-infected patients with ART-associated mitochondrial 
toxicity versus HIV-uninfected individuals.
Methods: This is a retrospective analysis of data and specimens collected during 
a prospective, case-control study of ART-induced mitochondrial toxicity. Cases 
were HIV-infected individuals with ART-associated mitochondrial toxicity (n=16), 
and controls were HIV-uninfected individuals (n=16). We used an 84-gene Human 
Apoptosis PCR Array to investigate the differential expression of genes of the apop-
tosis pathway in peripheral blood mononuclear cells (PBMCs) of study participants.
Results: We identified 26 out of 84 genes that were differentially expressed be-
tween cases and controls (Figure 1). Of the 26 genes, 18 were pro-apoptotic 
(TNFRSF1A, CYCS, DFFA, ABL1, LTBR, CASP7, FASLG, BAD, TRAF2, 
BAK1, CIDEA, TNFRSF11B, CASP14, BIK, GADD45A, CASP5, CD70, and 
TNFRSF9); 5 were anti-apoptotic (BCL2, BRAF, BIRC5, IL10, and NOL3); and 
3 with overlapping functions (CD27, HRK, and TNF). Using penalized regression 
analysis, we identified two genes (DFFA and TNFRSF1A) which contributed to the 
differences in the gene profile between cases and controls. These two genes classi-
fied 75% of study participants correctly into either cases or controls. 

[Differentially expressed apoptosis pathway genes]

Conclusions: Our findings suggest that apoptosis may be part of the causal pathway 
of ART-associated mitochondrial toxicity. Further studies are need to assess the 
utility of DFFA and TNFRSF1A as biomarkers for ART-induced mitochondrial tox-
icity. If validated, a quantitative PCR assay of these genes could be used to detect 
and monitor ART-induced mitochondrial toxicity. 

WEPEB0542
Uptake of HLA-B*5701 screening and its impact on clinically 
suspected hypersensitivity reaction to abacavir in the OPERA® 
Observational Database
K. Mounzer1, R. Hsu2, C. Henegar3, J. Fusco4, V. Vannappagari5, C. Stainsby6,  
M. Shaefer5, G. Fusco3 
1Philadelphia FIGHT, Philadelphia, United States, 2AIDS Healthcare Foundation, New 
York, United States, 3Epi, Durham, United States, 4Epividian, Inc., Durham, United 
States, 5ViiV Healthcare, Research Triangle Park, United States, 6GlaxoSmithKline, 
London, United Kingdom 
Presenting author email: vani.x.vannappagari@viivhealthcare.com

Background: Early phase trials with abacavir sulfate identified a hypersensitivity 
reaction (HSR). HLA-B*5701 screening to identify patients at risk for HSR en-
tered clinical practice in 2008. This analysis assesses the use and effectiveness of 
screening in real world practice.
Methods: HIV+ individuals initiating their first abacavir-containing regimen be-
tween 01/01/1999 and 01/01/2016 were identified in the OPERA cohort, a col-
laboration of 79 clinics in 15 US states. Each patient was observed from regimen 
start until discontinuation of abacavir, loss to follow-up, death, or data freeze 
(07/31/2016). Patient characteristics, HLA-B*5701 screening, and HSR events 
were assessed descriptively and compared by testing period (pre-screening; 
01/01/1999-08/14/2008 versus post-screening: 08/15/2008-01/01/2016).
Results: Out of 71,627 HIV+ patients, 3,215 from the pre-screening period and 
6,404 from the post-screening period qualified for analysis. The proportion of pa-
tients screened for HLA-B*5701 ever and prior to abacavir initiation has steadily 
increased over time. Of patients initiating abacavir-containing regimens in 2015 
(the last full year of data), 84.3% were screened prior to abacavir prescription, 
compared to 40% in 2008 upon approval of the test. Using diagnoses of HSR or 
symptoms of HSR, 463 (4.8%) patients were identified for review by a physician 
panel for HSR events (7.2% pre-screening period versus 3.5% post-screening pe-
riod (p<0.0001)). Following adjudication by the physician panel, whom considered 
clinical information including symptomatology, potential confounders (such as con-
current medications) and event progression, rates fell to 2.8% pre-screening and 
1.6% post-screening (p<0.0001). When these events were limited to those deter-
mined to be definite or probable, rates were further reduced to 1.6% pre-screening 
and 0.5% post-screening (p=0.0005), and median time to event was 23 days (IQR: 
13, 36 days) and did not differ between groups.

[Figure. Proportion of patients HLA-B*5701 screened and definite/probable HSR 
events by year of abacavir initiation]

Conclusions: HLA*B-5701 screening has increased steadily from its introduction in 
2008 through 2015. Hypersensitivity reactions have decreased in the same time 
period. 
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WEPEB0543
Association of sub-optimal antiretroviral therapy (ART) 
adherence with inflammation in virologically-suppressed, 
HIV-infected individuals: a sub-analysis of the strategies for 
management of antiretroviral therapy (SMART) study
J.R. Castillo-Mancilla1, A.N. Phillips2, J.D. Neaton3, J. Neuhaus4, J.D. Lundgren5, 
E.M. Gardner6, INSIGHT SMART Study Group 
1University of Colorado-AMC, Medicine/Infectious Diseases, Aurora, United States, 
2University College London, Epidemiology and Biostatistics, London, United Kingdom, 
3University of Minnesota, School of Public Health, Minneapolis, United States, 
4University of Minnesota, Minneapolis, United States, 5University of Copenhagen, 
Copenhagen, Denmark, 6Denver Health Medical Center, Denver, United States 
Presenting author email: edward.m.gardner@dhha.org

Background: Observational cohort data suggest that variations in ART adherence 
are associated with enhanced inflammation, even in virologically suppressed indi-
viduals. We aimed to evaluate the association of ART adherence with inflammation 
and activation of coagulation in virologically-suppressed, HIV-infected individuals 
on ART in the SMART study.
Methods: We evaluated baseline 7-day self-reported adherence and plasma levels 
of interleukin (IL)-6, D-dimer and high-sensitivity C-reactive protein (hsCRP) in 
stored samples from virologically-suppressed (< 200 copies/mL), HIV-infected in-
dividuals on ART upon enrollment into the SMART study. Adherence was labeled 
as sub-optimal if a participant reported not taking “all of my pills” in the preceding 
7-days for at least one antiretroviral medication. We utilized multivariable linear 
regression analysis to evaluate the association between adherence and levels of bio-
markers at baseline. Data are presented as fold differences in biomarker concentra-
tions in individuals who were sub-optimally vs. 100% adherent.
Results: A total of 3,056 participants (1519 White, 696 Black, 570 Hispanic, 200 
Asian, 71 other race) were virologically-suppressed and had 7-day adherence data 
available at baseline. Of these, 404 (13%) reported being sub-optimally adherent. 
Median age was 44 (IQR 38-51) years. ART included a PI but not an NNRTI (38%), 
an NNRTI but not a PI (45%) or other (17%). The number of participants with avail-
able plasma levels of each biomarker is shown in the Table. Participants reporting 
sub-optimal adherence had higher plasma concentrations of IL-6 and D-dimer 
compared to participants who did not report any missed doses (Table).
Conclusions: Sub-optimal, self-reported 7-day ART adherence was associated 
with higher concentrations of IL-6 and D-dimer in virologically-suppressed, HIV-
infected individuals on ART. Among the possible explanatory mechanisms behind 
this association could be that sub-optimal adherence triggers episodes of low-level 
HIV replication (i.e., below the limit of detection of clinical assays), or represents 
episodes of missed/unmeasured viremia prior to a visit. Maximization of ART adher-
ence beyond viral suppression may result in improved residual inflammation. 

Biomarker Number of 
Participants

Fold higher level compared 
to 100% adherenceb 95% CI P-value

IL-6 2,776 1.09 (1.01-1.18) 0.02
D-dimer 2,763 1.11 (1.01-1.22) 0.03
hsCRP 2,793 1.04 (0.91-1.17) 0.58
aAdjusted for covariates including age, race, gender, body mass index, time on ART, risk group, 
baseline viral load, baseline and nadir CD4 cells, hepatitis B or C co-infection, smoking and regimen 
type. b100% adherence defined as no report of any missed doses in the preceding 7-day period.

[Table. Adjusteda fold difference in baseline inflammatory biomarker plasma 
concentrations in sub-optimally adherent, virologically-suppressed, HIV-infected 
individuals on ART enrolled in SMART.]

WEPEB0544
Analyzing the causes that determine the various immune 
activation profiles observed in HIV-1-infected virologic 
responders and their consequences: the ACTIVIH study
C. Psomas1, M. Younas2, C. Reynes3, R. Cezar4, P. Portalès1, A. Guigues2,  
C. Merle1, N. Atoui1, C. Fernandez1, V. Le Moing1, C. Barbuat4, I. Rouanet4,  
A. Arnaud4, J.-M. Mauboussin4, G. Marin1, N. Nagot1, A. Sotto4, J.-F. Eliaou1,  
R. Sabatier3, J. Reynes1, P. Corbeau2,4 
1University Hospital, Montpellier, France, 2Institute of Human Genetics, CNRS, 
Montpellier University, UMR 9002, Montpellier, France, 3Institute for Functional 
Genomics, Montpellier University, UMR 5203, Montpellier, France, 4University 
Hospital, Nîmes, France 
Presenting author email: c-psomas@chu-montpellier.fr

Background: The global immune activation (IA) observed in HIV-1-infected indi-
viduals is reduced under antiretroviral therapy, but persists, driven by various causes 
including the presence of HIV and coinfections, microbial translocation, metabolic 

disorders, Treg deficiency, immune senescence and eventually CD4+ T cell lym-
phopenia. IA fuels various morbidities in HIV patients with suppressed viremia. We 
hypothesized that, depending on the causes at work, virologic responders could 
present with different IA profiles (IAP), and develop thereby different IA-driven 
comorbidities.
Methods: To test this hypothesis, using 68 soluble and cell surface markers, we 
quantified activation in circulating CD4+ and CD8+ T cells, B cells, monocytes, 
NK cells, neutrophils, and endothelial cells, as well as inflammation in 120 HIV-
1-infected adults over 45 years of age, aviremic for a mean duration of 102 ± 47 
months and with a mean CD4 count of 688 ± 326 CD4+ T cell/microL. We per-
formed a hierarchical clustering analysis to classify these patients according to their 
IAP. Lipopolysaccharide Binding Protein (LBP) levels were compared using Mann-
Whithey test. Logistic regressions were carried out in order to study the relation-
ship between IAP and consequences of IA.
Results: Five different IAP were identified. Regarding the causes of IA, an increase 
in plasma level of LBP, a marker of microbial translocation, was observed in patients 
with IAP4 as compared with the other patients (33.9 ± 9.3 and 29.8 ± 8.7 microg/
mL, respectively, p = 0.01). Regarding the consequences of IA, IAP2 was linked to 
marks of metabolic syndrome and with hyperinsulinemia (OR 12.2 [95% CI 1.8-
82.9], p = 0.01). Moreover, a past history of Kaposi Sarcoma was more frequent in 
patients with IAP3, compared with the other groups (OR 4.2 [95% CI 1.2-15.3], 
p = 0.03).
Conclusions: Various causes of IA might be responsible for the different IAP 
observed in treated HIV-1 infection, that could drive different comorbidities. 
Longitudinal studies could unveil biomarkers predictive of these comorbidities. 
Uncovering molecular mechanisms responsible for the causative link between IAP 
and comorbidities could unveil new therapeutic targets. 

WEPEB0545
Associations between baseline inflammatory markers, lung 
function, and immediate vs. deferred ART in the START 
pulmonary substudy
A.D. Zanotto1, G. Collins1, J.V. Baker2, M. Czarnecki3, E. Loiza4,  
V. Papastamopoulos5, R. Wood6, D.E. Nixon7, K.M. Kunisaki8,  
INSIGHT START Pulmonary Substudy Group 
1University of Minnesota, Minneapolis, United States, 2Hennepin Country Medical 
Center, Minneapolis, United States, 3INS, Wroclaw, Poland, 4IDEAA Foundation, 
Buenos Aires, Argentina, 5Evaggelismos General Hospital, Athens, Greece, 6Desmond 
Tutu HIV Foundation, Cape Town, South Africa, 7Vir, Richmond, United States, 
8Minneapolis VA Health Care System, Minneapolis, United States 
Presenting author email: zanot008@umn.edu

Background: HIV is an independent risk factor for chronic obstructive pulmonary 
disease (COPD). Mechanisms by which HIV leads to COPD are not clear, but 
systemic inflammation is one potential factor. In the START Pulmonary Substudy, 
immediate ART had no effect on the rate of lung function decline (slope of forced 
expiratory volume in 1-second [FEV1]) compared to deferred ART. We hypoth-
esized that inflammation would be associated with worse FEV1 at baseline, faster 
FEV1 decline, and modify FEV1 slope responses to immediate versus deferred ART.
Methods: We enrolled ART-naive, HIV+ adults >25 years old, with baseline CD4+ 
T-cell counts >500 cells/mm3. Among the 1,026 participants in the study, inflam-
matory biomarkers (IL-6, hsCRP, and D-dimer) were measured from baseline 
specimens prior to randomization in 936 (91%). Spirometry was measured at base-
line and annually. We tested for associations between biomarker concentrations 
and FEV1 %predicted at baseline and FEV1 slope during follow-up, adjusted for 
smoking status. We secondarily tested for a 3-way interaction between baseline 
inflammatory biomarker concentration, slope of FEV1, and treatment assignment 
(immediate vs. deferred ART).
Results: Cohort characteristics included (medians): age 36 years, 28% female, 
CD4+ T-cell count 646 cells/mm3, 29% current smokers, and FEV1 3.4L (97% 
of predicted normal). Higher baseline biomarker concentrations were associated 
with lower FEV1 %predicted at baseline but not subsequent FEV1 slope (Table). We 
found no significant interaction between the randomized treatment arm (immedi-
ate vs. deferred ART), baseline inflammatory biomarker concentrations and FEV1 
slope for IL-6 (p=0.21), hsCRP (p=0.83), or D-dimer (p=0.73). 

 Baseline FEV 1 
%predicted

Baseline FEV 1 
%predicted

Longitudinal 
FEV1 slope, 

mL/year

Longitudinal 
FEV1 slope, 

mL/year

biomarker (log 2) β p-value β p-value

IL-6 (pg/mL) -1.03 0.04 -0.18 0.96

hsCRP (mcg/mL) -0.98 <0.001 1.42 0.41

D-dimer (mcg/mL) -1.62 0.003 -0.63 0.85

[Multivariable linear regression of lung function]
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Conclusions: Higher concentrations of IL-6, hsCRP, and D-dimer were each asso-
ciated with lower lung function at study entry, but not with subsequent rate of lung 
function decline nor with response to immediate vs. deferred ART. Reasons for the 
cross-sectional association, but lack of longitudinal association may include limited 
power, reverse causality, or residual confounding even after adjusting for smoking. 
We conclude that these particular biomarkers do not appear to have strong utility 
for predicting lung function decline or lung function responses to ART. 

WEPEB0546
Progesterone and mitochondrial DNA (mtDNA) levels  
in placenta are inversely correlated among HIV+ and HIV-  
women in the CARMA-PREG cohort
M. Salvador Ordoño1, I. Gadawski1, B. Sattha1, D.M. Money1,2,3, H.C.F. Côté1,2,4, 
I. Boucoiran1,5,6, and the CIHR Team in Cellular Aging and HIV Comorbidities in 
Women and Children (CARMA) 
1University of British Columbia, Vancouver, Canada, 2Women’s Health Research 
Institute, Vancouver, Canada, 3BC Women’s Hospital & Health Centre, Vancouver, 
Canada, 4Centre for Blood Research, Vancouver, Canada, 5CHU Sainte-Justine, 
Montreal, Canada, 6CIHR Canadian HIV Trials Network, Montreal, Canada 
Presenting author email: isabelle@boucoiran.fr

Background: Women living with HIV are at increased risk of preterm delivery, a 
contributor to infant morbidity and mortality. Synthesis of pregnenolone, the pre-
cursor of progesterone which is central to pregnancy maintenance, is dependent 
on placental mitochondrial function. Given that many antiretrovirals (ARVs) can 
affect mitochondrial function, we investigated the associations between placenta 
mtDNA content, an indicator of mitochondrial health, placenta progesterone lev-
els, and preterm delivery, as these may be related.
Methods: Placental tissue, as well as clinical and sociodemographic data, were col-
lected for pregnant women enrolled in the prospective Canadian cohort CARMA-
PREG. Placental progesterone levels were measured by ELISA while mtDNA 
content was quantified by monochrome multiplex qPCR. Univariate associations 
between both progesterone and mtDNA measures and the following factors: pre-
term delivery (< 37w gestation, any etiology), ARV type (unboosted PI vs. ritonavir-
boosted PI), and ARV backbone (AZT/3TC vs. ABC/3TC vs. other) during preg-
nancy were investigated using non-parametric tests.
Results: Placenta tissue was obtained from 136 HIV-infected and 60 HIV-
uninfected participants aged 18-45y, of whom 24 (18%) and 9 (15%) had a preterm 
delivery, respectively. The majority of women living with HIV received a ritonavir-
boosted PI (66% vs. 23% non-boosted PI vs. 11% other). HIV-exposed uninfected 
infants were born at an earlier gestational age (p=0.017), with a lower birth weight 
(p=0.011) than controls. Within this cohort sample, preterm delivery was high in 
both groups and showed no association with HIV status, placenta mtDNA or pro-
gesterone. 
However, placenta mtDNA and progesterone levels were significantly negatively 
correlated to one another (n=196, rho=-0,242, p<0.0001). In addition, higher 
mtDNA showed some association with having received a non-boosted PI (vs. boost-
ed PI, p=0.039). The ARV backbone showed no associations.
Conclusions: These preliminary unadjusted analyses suggest a relationship between 
lower levels of progesterone in the placenta and increased levels of mtDNA, pos-
sibly reflecting a compensatory mechanism for mitochondrial dysfunction. Possible 
associations with preterm delivery etiology and pregnancy complications will be ex-
amined once the sample size is larger. 

WEPEB0547
MSM sexual orientation predicts stool microbiota composition 
in the Chicago LAMBCHOP trial
B. Williams1,2, G. Chlipala3, A. Hotton4, A. Sigman2, S. Keating5, G. Huhn6,7,8 
1Rush University, Infectious Disease, Chicago, United States, 2Ruth M Rothstein 
CORE Center of Cook County, Chicago, United States, 3University of Illinois Chicago, 
Medicinal Chemistry and Pharmacognosy, Center for Pharmaceutical Biotechnology, 
College of Pharmacy, Chicago, United States, 4University of Illinois Chicago, Chicago, 
United States, 5Blood Systems Research Institute, San Francisco, United States, 
6Rush University Medical Center, Infectious Disease, Chicago, United States, 7Ruth M 
Rothstein CORE Center, Chicago, United States, 8Stroger Hospital of Cook County, 
Internal Medicine, Chicago, United States 
Presenting author email: brettwilliams0@gmail.com

Background: Microbial translocation (MT) from the gut and concomitant im-
mune activation (IA) in controlled HIV infection are associated with mortality in 
HIV. Attempts to reduce MT/IA have focused on “normalizing” gut microbiota 
and improving gut barrier function. We present the microbiome analysis of the 
LAMBCHOP trial, which showed no improvement in MT/IA biomarkers with orally 

administered lubiprostone, a luminal agent that stimulates recovery of mucosal bar-
rier function via restoration of tight junction protein complexes.
Methods: Stool was collected from 16 HIV infected individuals with suboptimal 
CD4 recovery and undetectable viral load for 48 weeks, before and after 4 weeks 
of lubiprostone. Sequence data were processed using a QIIME pipeline. Shannon 
and Bray-Curtis indices were calculated with default parameters in R using the 
vegan library. The rarefied genera data, taxonomic level 6, were used to calculated 
both indices. For Bray-Curtis indices, the rarefied data were filtered to remove 
any taxon with an abundance of less than 1% of the total abundance in the dataset.
Results: Median age was 49.5 years and median CD4 was 333. 13 were male, 6 were 
African American, 5 Hispanic and 5 caucasian. 8 were men who have sex with men 
(MSM). At baseline no taxa correlated, after correction for false discovery rate, 
with markers of MT/IA: iFABP, zonulin, IL6, sCD163, sCD14 or CRP. MSM status 
predicted microbiome composition but alcohol/drug use, smoking and pneumocys-
tis prophylaxis did not. After four weeks of lubiprostone the MSM and non-MSM 
microbiota were more similar, though lubiprostone had no substantial effect on in-
dividual taxa. MSM as a risk factor did not predict baseline levels of MT/IA.
Conclusions: MSM status appears to have a substantial effect on gut microbiota. 
Lack of improvement in MT/IA with lubiprostone may be related to failure to change 
the gut microbiota, though no particular taxa appeared to drive MT/IA. 

[Figure 1]

WEPEB0548
Carotid intima-media thickness in virologically suppressed  
HIV-infected Thai patients
S. Pleumkanitkul1, O. Putcharoen1, A. Chutinet2, A. Avihingsanon3,  
K. Ruxrungtham4 
1Chulalongkorn University, Division of Infectious Disease, Bangkok, Thailand, 2Division 
of Neurology, Bangkok, Thailand, 3The HIV Netherlands Australia Thailand Research 
Collaboration (HIV-NAT), Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 
4Division of Allergy and Immunology, Bangkok, Thailand 
Presenting author email: psuwapan@gmail.com

Background: The combination antiretroviral therapy (cART) contributes to a sig-
nificant decline not only in AIDS-related mortality but also the incidence of oppor-
tunity infections and AIDS related malignancy. HIV-infected patients with good 
response to cART have a closer gap of life expectancy to uninfected population. 
However, the incidences of non-communicable diseases (NCDs), e.g. cardiovas-
cular diseases (CVDs), in HIV infected patients are increasing. Previous studies 
showed carotid intima-media thickness (cIMT), one of predictors for the risk of 
CVDs and mortality, was higher in HIV-infected patients than uninfected popula-
tion. However, there has been no study for a comparison of cIMT of HIV-infected 
and uninfected adults in Asian population.
Methods: A cross-sectional study was conducted at The HIV Netherlands Australia 
Thailand Research Collaboration (HIV-NAT) and King Chulalongkorn Memorial 
Hospital, Bangkok, Thailand. The primary endpoint was the difference in cIMT be-
tween HIV-infected patients and uninfected controls. The risk factors for incre-
ment of cIMT were determined.
Results: Results: A total 90 adults were enrolled, 60 were HIV-infected. Ninety-
six percent of HIV-infected had undetectable viral load with median CD4 of 602 
(IQR: 487-811) cells/mL. Eighty-three percent of patients were receiving PI-based 
regimen. The overall median (IQR) age was 54.1 (52-60) years, and the male-to-
female ratio was 1.1:1. The mean overall cIMT of common carotid arteries were not 
different between groups (0.665 mm vs. 0.649; p=0.277). Hypertriglyceridemia 
was more prevalent in HIV infected patients (48.3% vs. 26.7%; p=0.049). Serum 
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high-sensitivity C-reactive protein levels were comparable between groups (1.59 vs. 
1.46 mg/dl; p=0.325) and not correlated with increase in cIMT. In univariate analy-
sis, male sex, waist hip ratio, smoking and hypertension were found to be correlated 
with increased cIMT. In multivariate analysis, male sex and hypertension were cor-
related with increased cIMT.
Conclusions: Virologically controlled HIV infected patients had comparable cIMT 
to uninfected Thai adults. HIV-infected patients had significant more hypertriglyc-
eridemia, due to long-term use of protease inhibitors. In this study, traditional risk 
factors for atherosclerosis correlated with increased cIMT but not HIV risk factor. 
Interventions to control these risk factors are required to reduce in risk of CVD in 
HIV-infected patients. 

WEPEB0549
Site capacity to screen for and manage renal dysfunction  
among HIV-infected persons receiving care in low- and  
middle-income countries (LMICs)
C. Mugglin1, L. Mulenga2,3, A. Mweemba2,3, C. Wyatt4, Y. Abo5,  
A. Avihingsanon6,7, K. Wools-Kaloustian8, C. Mc Gowan9, D. Nash10,  
M. Egger1, C.W. Wester9, on behalf of IeDEA 
1Institute of Social and Preventive Medicine, University of Bern, Bern, Switzerland, 
2University of Zambia, School of Medicine, Lusaka, Zambia, 3University Teaching 
Hospitals, Lusaka, Zambia, 4Icahn School of Medicine at Mount Sinai, New York, 
United States, 5CMSDS, Abidjan, Cote D’Ivoire, 6HIV-NAT, Thai Red Cross AIDS 
Research Centre, Bangkok, Thailand, 7Faculty of Medicine, Chulalongkorn University, 
Bangkok, Thailand, 8Indiana University School of Medicine, Indianapolis, United 
States, 9Vanderbilt University School of Medicine, Nashville, United States, 10City 
University of New York, New York, United States 
Presenting author email: catrina.mugglin@ispm.unibe.ch

Background: Acute kidney injury (AKI) and chronic kidney disease (CKD) are 
more common in HIV-infected, ART-treated adults than in the general popula-
tion. Markers of renal dysfunction including microalbuminuria, proteinuria, and/or 
reduced glomerular filtration rate have been associated with increased mortality 
in HIV-infected patients. With approximately 16 million persons receiving ART in 
LMICs and limited resources to provide treatment for individuals with CKD and 
end-stage kidney disease, successful public health approaches require identifying 
individuals early in their disease risk continuum. Specific data in LMICs on HIV care 
and treatment site capacity to screen and manage persons at-risk of renal dysfunc-
tion is limited.
Methods: Ongoing survey of non-communicable disease (NCD) screening and 
management capacities and practices among a stratified random sample of HIV 
care and treatment sites in 36 LMICs within the International epidemiology 
Databases to Evaluate AIDS (IeDEA). The survey has currently been completed by 
70 sites (49%); in 22 countries in Africa, Latin America and Asia. This preliminary 
analysis focuses on kidney disease screening and management capacity in 53 (75% 
urban) adult clinics. On site is defined as at this clinic or the same health-facility.
Results: Forty-nine (92%) of 53 sites report screening for kidney disease; with 
approximately half (58%) providing such services on-site. Serum creatinine and 
urine dipstick capacity is also available in the majority of sites; with at least 74% and 
83% of sites providing these services (Table). A lower proportion of low- (44%) and 
lower-middle income (43%) sites (compared to 92% upper-middle income) have 
urine protein quantification services (urine albumin-to-creatinine ratio (uACR)) 
available. Renal biopsy capacity was extremely limited in low (0%) and lower-middle 
income (17%) settings. 

 
Low Income 

(N =18) 
n (%)

Lower-Middle 
Income 

(N= 23) n (%)

Upper-Middle 
Income 

(N= 12) n (%)

TOTAL 
(N= 53) 
n (%)

Screening 16 (89) 21 (91) 12 (100) 49 (92)

On-site management 11 (61) 9 (39) 11 (92) 31 (58)

On-site service availability
Serum Creatinine Measurement 15 (83) 19 (83) 12 (100) 46 (87)

Urinalysis for proteinuria (dipstick) 15 (83) 17 (74) 12 (100) 44 (83)
Urine Protein quantification (i.e. 

uACR, uPCR) 8 (44) 10 (43) 11 (92) 29 (55)

[Availability by World Bank Income Classification]

Conclusions: The majority of LMIC HIV care sites provide screening for and man-
aging kidney disease onsite. However, tests allowing for identification of earlier 
stage disease (e.g. uACR) and definitive histopathologic determination (biopsy) are 
largely unavailable. Such preliminary data provide baseline information to guide the 
design of future, prospective studies. 

WEPEB0550
Prevalence of comorbidities and impact of HIV and 
comorbidities on health care resource utilization
H. Tossonian1, R.-P. Lorgeoux1, V. Baribeau2, J. Lachaine3 
1Gil, Mississauga, Canada, 2PeriPharm Inc., Montreal, Canada, 3Université de 
Montréal, Faculty of Pharmacy, Montreal, Canada 
Presenting author email: harout.tossonian@gilead.com

Background: The aim of the study was to evaluate the prevalence of comorbidi-
ties in HIV patients as well as the impact of HIV and comorbidities on health care 
resource utilization using the Régie de l’assurance maladie du Québec (RAMQ) 
public drug plan database.
Methods: Patients who had received antiretroviral treatment (ART) for at least six 
months from 01/2006 to 06/2012 were selected. HIV-negative individuals from 
a random sample were matched for age, sex and time of follow-up and compared 
to HIV-positive patients. Renal, bone and cardio-metabolic comorbidities were 
defined using diagnosis codes for both cases and controls in the 2 years following 
cohort entry. Cohort entry was defined for the HIV-positive patients as the date of 
the first script of ART and for the matched control group of HIV-negative individu-
als as the date of the first any diagnosis or any prescription recorded in the database. 
Cases and controls were compared with independent t-test for continuous variables 
and chi-square test for categorical variables.
Results: A total of 3905 HIV-positive patients were included in the study with 
mean age of 45.3 and 77.3% being male. In the 2 years following cohort entry, 
5.5% had renal, 26% had bone and 41.9% had cardio-metabolic comorbidities, with 
17.1% having more than one type of comorbidity. HIV-positive patients had a higher 
Charlson comorbidity score compared to HIV-negative individuals (3.3 SD=3.3 vs. 
0.3 SD=0.8, p< 0.01). HIV-positive patients had a higher mean total health care 
cost per patient per year in the 2 years following cohort entry than HIV-negative 
individuals which could be explained mostly by the higher mean number of hospital-
ization days (2.2 days SD=8.2 vs. 0.9 days SD=6.5, p< 0.01) and the higher number 
of prescriptions (105.3 SD=202.8 vs. 26.6 SD=71.0, p< 0.01). Similar results were 
obtained when analysis was restricted to HIV-positive vs. HIV-negative patients 
both with at least one comorbidity. Among the 1983 HIV-positive patients with at 
least one comorbidity, the comorbidities associated with the highest burden were 
renal-related followed by bone and cardio-metabolic comorbidities.
Conclusions: The impact of HIV and associated comorbidities on health care re-
source utilization was significant when we compared HIV-positive to HIV-negative 
individuals. 

WEPEB0551
Prevalence of cardiovascular risk factors, asymptomatic  
organ damage and renal disease in hypertensive ART-Naïve 
HIV-infected patients in Lilongwe, Malawi
F. Neuhann1, S. Phiri2,3,4, T. Heller2, T. Chaweza2, M. Demir5, H. Tweya2,6,  
G. Faetkenheuer7, H.M. Steffen5 
1University Heidelberg, Institute of Public Health, Heidelberg, Germany, 2Lighthouse 
Trust, Lilongwe, Malawi, 3Malawi College of Medicine, Community Health, Lilongwe, 
Malawi, 4University of North Carolina, Global Health, Chapel Hill, United States, 
5University Cologne, Clinic for Gastroenterology and Hepatology, Cologne, Germany, 
6The International Union against Tuberculosis and Lung Disease, Paris, France, 
7University of Cologne, Clinic 1 Internal Medicine, Cologne, Germany 
Presenting author email: florian.neuhann@uni-heidelberg.de

Background: According to the 2009 Malawi national STEPS survey, 36.9% male 
and 29.9% female participants from the general population had raised blood pres-
sure (BP) or were on antihypertensive medication. As an integrated part of the 
ongoing prospective LighTen Cohort Study (ClinicalTrials.gov NCT02381275) we 
aimed at determining hypertension prevalence as well as easy to detect cardiovas-
cular risk factors and organ damage in ambulatory HIV+ patients prior to starting 
antiretroviral therapy in Lilongwe, Malawi.
Methods: BP values of patients (age ≥18 years) who consented to participate in the 
study were documented in a standardized fashion together with data concerning 
BMI, diabetes, smoking and known hypertension or antihypertensive medication. 
Definite arterial hypertension was defined as treated controlled or uncontrolled 
hypertension or BP ≥140/90 mmHg independent of hypertension history during 
≥2 measurements on ≥2 occasions within 8 weeks after inclusion into the study. An 
estimated glomerular filtration rate (eGFR) of 30-59 ml/min/1.73m² (correspond-
ing to CKD stage 3) or pulse pressure (PP) ≥60 mmHg in patients ≥60 years were 
considered as asymptomatic organ damage while eGFR < 30 ml/min/1.73m² or dip-
stick positive proteinuria were considered as established renal disease.
Results: Data from 1387/1415 HIV+ patients (794 females, 593 males, mean age 
36.0±9.3 years) could be analyzed. Definite hypertension was confirmed in 103 
cases (61 females, mean age 43.8±9.6 years; 42 males, mean age 44.0±8.5 years) 
for a total prevalence of 7.4%. Among them, 34 had a BMI ≥30kg/m², 5 were smok-
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ers and 5 presented with diabetes mellitus type 2. PP ≥60 mmHg was found in two 
patients and CKD stage 3 in 12 cases while 6 patients suffered from established 
renal disease. At least two additional cardiovascular risk factors were found in 15 
men and three women, respectively.
Conclusions: Testing renal function and further diagnostics revealed additional car-
diovascular risk factors in approximately 35% of HIV+ patients with an established 
diagnosis of hypertension. Systematic measurements of arterial blood pressure and 
kidney function together with integrated patient instruction, education and treat-
ment programs at HIV centers may be helpful in reducing the burden of hyperten-
sion and its sequelae in settings like Malawi. 

WEPEB0552
Looking beyond viral suppression: findings from The Well 
Project’s 2016 user survey on factors influencing the health, 
well-being, and quality of life of women living with HIV
K. Heitzman Martel1, J. Auerbach2, J. Conley1 
1The Well Project, Brooklyn, United States, 2University of California, San Francisco, 
Medicine, San Francisco, United States 
Presenting author email: kmartel@thewellproject.org

Background: The HIV care continuum has become the predominant framework for 
assessing progress in HIV treatment and prevention, with viral suppression as the 
ultimate outcome of interest. This is codified in the UNAIDS “90/90/90” cam-
paign, adopted by numerous countries. But for women living with HIV, viral sup-
pression may not be the only outcome of interest, as psycho-social factors—includ-
ing those related to gender, HIV identity, and mental health—significantly affect 
their overall health, well-being, and quality of life.
Methods: In 2016, we conducted an online survey of The Well Project’s (TWP) us-
ers to ascertain factors influencing experiences of women living with HIV (WLHIV) 
along and beyond the care continuum. TWP is a non-profit organization leveraging 
technology to facilitate information access, community support, and advocacy for 
WLHIV globally. Respondents were recruited through TWP’s website, newsletters, 
virtual flyers, and social media, as well as outreach by TWP’s CAB members and 
community partners. 
The survey was administered through Survey Monkey and included closed- and 
open-ended questions. The total sample with complete survey data was 229 women 
and men. We report here on findings from the subsample of 136 self-identified 
WLHIV.
Results: WLHIV respondents came from North America (85.3%), Africa (11.7%), 
Asia (1.5%), and Europe (1.5%); average time since HIV diagnosis was 16.3 years. 
97.8% reported seeing an HIV healthcare provider; 97.7% said they were currently 
taking ART. 77.3% self-reported having an undetectable viral load. Notwithstanding 
these high levels of engagement in care and viral suppression, WLHIV identified 
other important factors affecting their overall health, well-being, and quality of 
life that require further attention. These included stigma and discrimination in-
side (49.6%) and outside (62.7%) the healthcare system, experiences of trauma 
(76.5%), and additional mental, emotional, and behavioral health issues (39.8%) 
that hindered their access to or engagement in HIV care.
Conclusions: While viral suppression is a meaningful outcome for WLHIV, they do 
not perceive it as the only measure of their health and well-being. Other psycho-
social factors, including trauma, stigma and discrimination, and behavioral health 
issues are important additional influences that must be addressed in order for them 
to achieve optimal quality of life. 

WEPEB0553
The role of psychological flexibility and self-compassion  
in mental health and quality of life of HIV-infected adults
A. Martins, M.C. Canavarro, M. Pereira 
University of Coimbra, Faculty of Psychology and Educational Sciences, Coimbra, 
Portugal 
Presenting author email: marcopereira@fpce.uc.pt

Background: Living with HIV may be a stressful and emotionally demanding 
experience. People living with HIV (PLWH) face a range of issues impacting their 
mental health, namely anxiety and depression, and quality of life (QoL). Two newly 
constructs are particularly promising as buffers against the distress that individuals 
experience when confronting HIV. Indeed, psychological flexibility and self-
compassion have been consistently associated with increased psychological well-
being. In the HIV context, studies assessing the associations between these two 
constructs with mental health and QoL are scarce. 
Therefore, the aim of this study was to examine the association between 
psychological flexibility and self-compassion and the mental health (anxiety and 
depression) and QoL in HIV-infected adults.

Methods: The sample of this cross-sectional study consisted of 89 adults in-
fected with HIV (55.1% male), with a mean age of 41.69 years (SD=10.80; range: 
19-65). Participants completed an online survey, between January 2016 and 
January 2017. Participants completed a self-reported questionnaire on sociode-
mographic and clinical information, the Acceptance and Action Questionnaire-II, 
the Self-Compassion Scale, the Hospital Anxiety and Depression Scale, and the 
EUROHIS-QOL 8-item index.
Results: On average, participants reported approximately 11 years (M=11.42; 
SD=8.15) since HIV diagnosis. Overall, 79.8% of the participants were HIV as-
ymptomatic, and 77.5% reported a compliance of 100% to antiretroviral treatment 
in the last month. Both psychological flexibility and self-compassion were signifi-
cantly and negatively correlated with anxiety and depression, and positively cor-
related with QoL. Regression analyses indicated that psychological flexibility and 
self-compassion were significantly associated with reduced levels of anxiety and 
depression, and higher QoL (the explained variances ranged between 40.7% and 
50.4%). Self-compassion presented significant unique variance above and beyond 
psychological flexibility across study outcomes (the additional variance ranged be-
tween 4.8% and 9.9%).
Conclusions: The results of this study revealed that psychological flexibility and 
self-compassion were significantly associated with mental health outcomes and 
QoL. This study strengthens that third wave cognitive-behavioural approaches, as 
acceptance and commitment therapy and compassion-focused therapy, focused in 
increasing both psychological flexibility and self-compassion may hold promise in 
the search for effective interventions aimed at improving the mental health and 
QoL of PLWH. 

WEPEB0554
Beyond viral suppression: the quality of life of people living  
with HIV in Sweden
G. Zeluf1, L. Nilunger Mannheimer2, C. Deogan2, L. Nilsson Schönnesson1,  
L.E. Eriksson1, A.M. Ekström3 
1Karolinska Institutet, Stockholm, Sweden, 2Public Health Agency of Sweden and 
Karolinska Institutet, Stockholm, Sweden, 3Karolinska Institutet, Dept of Public Health 
Sciences, Stockholm, Sweden 
Presenting author email: anna.mia.ekstrom@ki.se

Background: Sweden is the first country to reach the UNAIDS ‚90-90-90’ tar-
get: it is estimated that 90% of HIV cases are diagnosed, 99.8% of people living 
with HIV (PLHIV) are linked to care and 95% on antiretroviral treatment (ART) 
achieve viral suppression. It has been argued that viral suppression should not be the 
ultimate goal of treatment and that the wellbeing of PLHIV is equally important. 
Therefore, a ‚fourth 90’ was a suggested addition to the 90-90-90 target, repre-
senting quality of life (QoL). The overall aim of the study was to investigate what 
factors are related to QoL among PLHIV in Sweden.
Methods: A nation-wide survey was conducted in 2014. It reached a representative 
sample of 17% of PLHIV in Sweden and consisted of an anonymous, self-reported 
questionnaire. Fifteen collaborating hospitals, clinics or needle-exchange centres, 
representing 75% of all known HIV patients, participated in the data collection. 
The questionnaire was developed in collaboration with Swedish HIV patient sup-
port organisations and was available in 10 different languages. When the study was 
conducted, the law forcing PLHIV to disclose their HIV status to sexual partners 
regardless of condom use or viral load, had just been modified to include important 
exemptions.
Results: In total, 1096 individuals responded to the questionnaire of whom 70% 
were men and 29% were women. About half of the respondents were born in 
Sweden and the most common routes of transmission were through sex between 
men (40%) and heterosexual sex (32%).The majority, 60%, reported QoL scores 
of 7-10 out of 10. Regression analysis showed that strong feelings of hopelessness, 
HIV-related stigma, taking medications against depression/anxiety, psychological 
side-effects of ART, drinking more alcohol than one wants to, injecting drug-use 
and self-medication with pharmacy drugs were associated with lower QoL. Negative 
change in one’s sex life and low income were also significantly associated with lower 
QoL. Interestingly, gender, sexual orientation, country of birth and age were not 
significantly associated with QoL in this analysis.
Conclusions: Overall PLHIV in Sweden report high quality of life. Yet, HIV-related 
stigma and other HIV-related psychological stressors continue to compromise the 
QoL of PLHIV. 
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WEPEB0555
Pharmacokinetics of Rifampin and Isoniazid during pregnancy 
and postpartum in South African women
M. Van Schalkwyk1, A. Bekker2, E. Decloedt3, G.B. Theron4, M.F. Cotton5,  
B. Best6, E. Capparelli6, A. Stek7, J. Wang8, M. Mirochnik9, P1026s Protocol Team 
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Medicine, Cape Town, South Africa, 2Stellenbosch University, Department of 
Paediatrics and Child Health, Cape Town, South Africa, 3Stellenbosch University, 
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Background: Physiological changes during pregnancy may alter drug pharmacoki-
netics. Trimester differences in rifampin (RMP) and isoniazid (INH) exposure have 
not been described. We explored the effects of pregnancy gestation on RMP and 
INH pharmacokinetics in tuberculosis-infected women.
Methods: P1026s is an ongoing, non-blinded, phase IV, prospective study of anti-
retroviral and antituberculosis pharmacokinetics in HIV-infected and uninfected 
pregnant women. Intensive steady-state 24-hour pharmacokinetic profiles of RMP 
and INH were performed during the 2nd trimester (2T), 3rd trimester (3T) and 2-8 
weeks postpartum (PP). Daily antituberculosis fixed-dose combination tablets 
were given according to WHO-recommended weight-banded dosing guidelines. 
RMP and INH plasma concentrations were measured using High Performance 
Liquid Chromatography (HPLC); detection limits being 0.117 µg/ml and 0.098 µg/
ml, respectively. The pharmacokinetic parameters were characterized using non-
compartmental analysis and compared to published non-pregnant South African 
adult data.
Results: Preliminary pharmacokinetic data are available for 10 South African par-
ticipants; 7 African, 2 mixed descent and 1 Indian. All were sampled more than once. 
Eight women were HIV-infected (7 on efavirenz and 1 on lopinavir/ritonavir). The 
median age at 3T was 31 years (range 21-40) and median weight at 3T was 58.6 kg 
(range 49-99). Median gestational age at delivery was 38 weeks (range 36-41). 
RMP and INH pharmacokinetic data were available in 5, 8 and 3 women in 2T, 3T 
and PP. See Tables 1 and 2 respectively. 

Parameter 2nd Trimester 3rd Trimester Postpartum Historical 
Control

No. evaluated / No. HIV-infected 5 / 5 8 / 6 3 / 2 87 / 9

AUC0-8 (µg·h/ml) 27.48 
(25.74-33.68)

31.34 
(21.15-39.74)

16.24 
(13.21-33.12)

21.5
 (15.3-31.7)

Cmax (µg/ml) 7.23 
(6.63-8.38)

6.11 
(4.67-8.46)

4.88 
(3.82-7.84)

5.9 
(4.2-8.4)

[Table 1. Rifampin PK Parameters, Median(IQR)]

Parameter 2nd Trimester 3rd Trimester Postpartum Historical 
Control

No. evaluated / No. HIV-infected 5 / 5 8 / 6 3 / 2 141 / 14

AUC0-8 (µg·h/ml) 7.10 
(4.85-13.03)

8.96 
(7.06-12.29)

8.90 
(5.32-20.51)

25.0 
(18.9-32.8)

Cmax (µg/ml) 3.27 
(2.24-4.8)

3.44 
(3.27-4.59)

3.73 
(2.61-5.63)

6.5 
(4.9-8.7)

[Table 2. Isoniazid PK Parameters, Median(IQR)]

Compared to a non-pregnant South African adult cohort (45% male, 10% HIV-
infected not receiving antiretrovirals, McIlleron et al. 2006), RMP exposure was 
similar or higher in 2T and 3T. INH exposure was below the 25th percentile across 
all stages of pregnancy. Small sample size and unavailable comparator raw dataset 
prohibited formal statistical testing.
Conclusions: RMP concentrations in pregnancy compared well to non-pregnant 
concentrations. However, INH exposure was reduced throughout pregnancy. If 
confirmed with larger sample size, these data suggest that an increased dose of INH 
may be needed during pregnancy. 

WEPEB0556
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Background: As the availability of ART expands in resource-limited settings, it is 
critical to understand the impact these drugs may have on pregnancy and birth out-
comes among women who conceive on ART.
Methods: We conducted a secondary analysis of women prospectively enrolled 
across three ART prevention or treatment trials (HPTN 052, ACTG A5208 and 
ACTG A5175). Included women who were on ART at conception, had reliable LMP 
dating and a recorded pregnancy outcome. Primary outcome was live birth versus 
other (spontaneous abortion; stillbirth; elective abortion; or ectopic pregnancy). 
Preterm birth (birth < 37 weeks) was a secondary outcome. Analyses used Cox pro-
portional hazards regression models with time-varying covariates
Results: 359 women had pregnancies during the study period. 253 women (70%) 
met inclusion criteria and were included: 114 (45%) from HPTN 052, 89 (35%) 
from A5208, and 50 (20%) from A5175). 127 (50%) were taking NNRTI-based 
ART, 118 (47%) were taking PI-based ART, and 8 (3%) were taking 3-NRTIs at 
conception. Of women on NNRTI-based ART, 76% were taking an efavirenz-based 
regimen. Pregnancy outcomes are in Table 1. The median birth weight among 68 
live born infants was 2900 g [IQR: 2500-3400 g]. In multivariable analysis ad-
justed for region, study, and pre-pregnancy ART class, older age was significantly 
associated with increased hazard of non-live birth [HR 1.05; 95% CI: 1.001-1.09; 
p=0.047]. In both univariable and multivariable analysis, no variables were signifi-
cantly associated with preterm birth among women with a live birth.
Conclusions: Women who conceived on ART had very high rates of preterm birth 
and other poor obstetric outcomes. A limitation of our study is that the estimated 
due date (EDD) was not determined by ultrasound but by LMP. New studies that 
are specifically designed to investigate ARV drug exposure and birth outcomes are 
urgently needed and will have implications for maternal child health programs in 
settings with high HIV prevalence 

WEPEB0557
Pre-treatment antiretroviral drug resistant mutations (DRM) 
and subsequent viral rebound on antiretroviral therapy (ART) 
among pregnant and postpartum women in Cape Town, South 
Africa: a nested case-control study
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Background: Viral rebound (VR) occurs frequently after initial viral suppres-
sion (VS) among women initiating ART during pregnancy in sub-Saharan Africa. 
However, the aetiology of VR and the role of pre-treatment drug resistance muta-
tions (DRM) are not well understood in this patient population.
Methods: We examined associations between pre-ART DRM and VR>1000cps/
mL in a routine primary care cohort. Intensified VL monitoring was conducted 
separately from routine care, with stored specimens every 2-3m for retrospec-
tive VL assessment. All women included here initiated TDF+FTC+EFV in preg-
nancy and achieved VS≤50cps/mL. After initial VS≤50cps/mL, cases experienced 
VR>1000cps/mL up to 12m postpartum while incidence-density matched controls 
maintained VS≤50cps/mL throughout follow-up. Using pre-ART specimens, the 
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RT region was amplified and sequenced with next-generation Miseq sequencing; 
consensus sequences containing at least 0.02% of the total reads for that sample 
were included, and DRM were based on >5% of consensus sequences. Analyses (i) 
compared DRM in cases/controls, (ii) estimated associations between DRM and 
time to VS and VR and (iii) calculated population attributable fraction (PAF) for 
VR associated with DRM.
Results: Cases experiencing VR>1000cps/mL after initial VS (n=103) were sig-
nificantly younger versus controls who maintained VS (n=80); pre-ART VL 
was similar (median=4.0 log10cps/mL). Cases were more likely to report previ-
ous ARV exposure either through short-course PMTCT (30%) or ART (10%) 
versus controls (14% and 1%, respectively; p<0.05). DRM were found in 10% of 
cases and 3% of controls (exact p=0.070) with only NNRTI mutations detected 
(K103N,K101E,V106M,G190E). DRM were strongly associated with previous ART 
use (p<0.001). Time to VS was not associated with pre-ART DRM (p=0.899), but 
women with pre-ART DRM had twice the rate of VR after initial VS versus women 
without (adjusted hazard ratio=2.15; 95%CI=1.08-4.30). Based on these data, 
DRM may be involved in the aetiology of 6% of all cases of VR>1000cps/mL after 
initial VS (PAF uncertainty interval=4-13%).
Conclusions: Pre-ART DRM appear uncommon among pregnant women in this 
setting, but when present are significantly associated with VR>1000cps/mL after 
initial VS≤50cps/mL. At a population level, pre-ART DRM account for a small mi-
nority of VR, suggesting that non-adherence may play a greater role in early VR 
during pregnancy and postpartum. 

WEPEB0558
Maternal outcomes of pregnancies complicated by HIV: 
preliminary results of a retrospective matched cohort study 
from 2004 to 2014
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Background: Although pregnancy in HIV-positive women is complicated by medi-
cal and psychosocial comorbidities, maternal pregnancy outcomes are understud-
ied. To test the hypothesis that maternal morbidity is higher in HIV-positive preg-
nancies, we conducted a retrospective matched cohort of HIV-positive pregnancies 
at MedStar Washington Hospital Center (MWHC).
Methods: We included all HIV-positive pregnancies delivered at MWHC from 
2004-2014, excluding multiple-gestations and abortions. For each HIV-positive 
pregnancy, we identified two HIV-negative pregnancies, propensity-score matched 
on age, race, parity, zip-code and insurance status within a year of delivery. Data 
collection is ongoing. We used chi-squared and Fisher’s exact tests for categorical 
variables and t-tests for continuous variables.
Results: 420 HIV-positive pregnancies met inclusion criteria. We have collected 
data on 326 HIV-positive pregnancies and 530 HIV-negative controls. Mean ma-
ternal age was 27. The majority were African-American (88%) and multiparous. The 
majority of HIV-positive women acquired HIV through sexual transmission(36.5% 
vs. 7.4% perinatally-acquired vs. 55.8% unknown). 
HIV-positive women were less likely to be married (19.8 vs. 12%, p<0.001) and 
more likely to be homeless (7.1 vs. 2.5%, p=0.002), unemployed (50 vs. 37%, 
p<0.001), enrolled in government-sponsored insurance (77 vs. 61%, p<0.001), have 
social services involvement (5.2 vs. 0.4%, p<0.001), and children in foster care 
(3.1 vs. 0.6%, p=0.009). They had greater past history of domestic-violence (15.6 
vs. 4.5%, p<0.001), sexual abuse (10.4 vs. 4.3%, p=0.001), depression (19.9 vs. 
4.9, p<0.001), anxiety (8 vs. 0.9%, p<0.001), and substance use (41.4 vs. 26.6%, 
p<0.001). Current pregnancies complicated by HIV, had increased depression (12 
vs. 2.5%, p<0.001) and substance drug use (27.3 vs. 15.5%, p< 0.001). 
Sexually transmitted infections were higher in HIV-positive pregnancies (29.1 vs. 
12.5%, p<0.001), as were urinary tract infections (19.6 vs. 9.4%, p<0.001), and 
pneumonia(1.2 vs. 0%, p=0.041).There was no difference in overall preterm-deliv-
ery, however, spontaneous preterm-delivery was higher in HIV-positive pregnan-
cies(8.9 vs. 4.3%, p=0.002). Cesarean deliveries were also higher (55.6 vs. 32.1%, 
p<0.001), with increased wound cellulitis(1.8 vs. 0.2%, p=0.027).
Conclusions: This is the largest single-site cohort of HIV-positive pregnancies in 
the United States. HIV-positive pregnancies were more likely to be of lower socio-
economic status with challenging social situations and striking psychosocial comor-
bidities. HIV-positive pregnancies were at increased risk of infectious morbidity and 
spontaneous preterm-delivery. 
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Is tenofovir use in pregnancy associated with preterm delivery? 
A Canadian perinatal HIV surveillance program analysis
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Background: Tenofovir-based cART was associated with significantly higher rates 
of very preterm delivery and infant death in the recently published PROMISE 
trial (which compared outcomes from women treated with zidovudine/single-dose 
nevirapine, zidovudine/ lamivudine/lopinavir-ritonavir or tenofovir/lamivudine/
lopinavir-ritonavir). We assessed rates of preterm delivery according to cART com-
ponents in the Canadian Perinatal HIV Surveillance Program (CPHSP).
Methods: Data collected annually from 22 pediatric and HIV centres participating 
in the CPHSP were reviewed for 1997-2015, including: rates of preterm (< 37weeks) 
delivery, antiretroviral choice, maternal demographics and clinical parameters.
Results: Among 2787 cART-treated mother-infant pairs from 1997-2015, 1703 
(61.1%) received zidovudine, 574 received abacavir (20.6%) and 496 received te-
nofovir (17.8%). Tenofovir use in pregnancy began in 2004 (0.77% of pregnancies) 
and increased every year since up to 54.1% in 2015; conversely, zidovudine use de-
creased from 100% in 1997 to 14.7% in 2015. The overall preterm delivery rate 
was 16.0%, with a significantly higher rate in mothers treated with tenofovir-based 
versus non-tenofovir based cART (19.4% vs 15.2%, p=0.024). Preterm delivery was 
not associated with abacavir-based vs non-abacavir-based cART (16.0%) vs 15.9%) 
or with zidovudine-based vs non-zidovudine-based cART (15.5% vs 16.7%) There 
was no difference in proportion of preterm delivery among women exposed to te-
nofovir with versus without a protease inhibitor (19.3% vs. 19.5%), non-nucleoside 
reverse transcriptase inhibitor (18.0% vs 19.6%) or integrase inhibitor (17.8% vs 
19.3%). Other significant predictors of preterm delivery included: race/ethnicity 
(Indigenous 26.9% vs White 17.2% vs Black 13.0%, p< 0.001), maternal risk factor 
(intravenous drug use 27.6% vs sexual 13.8% vs other 12.1%, p< 0.001), and viral 
load (VL) closest to delivery (detectable 24.7% vs undetectable 15.5%, p< 0.001), 
but not once-daily combinations or trimester of cART start. Multivariate analysis 
(restricted to 2006-2015 when VL data was more complete) revealed tenofovir 
(p=0.021) and zidovudine use (p=0.019), IVDU (p=0.009), and detectable VL 
(p=0.015) as predictive of preterm birth.
Conclusions: In Canada, there was a higher risk of preterm delivery amongst moth-
ers treated with tenofovir-based versus non-tenofovir-based cART. Allowing for 
biases of observational cohort studies, this finding warrants further investigation to 
determine the safest antiretroviral treatment in pregnancy. 
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Antiretroviral therapy (ART) during pregnancy is associated 
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age neonates: a prospective study
C.M. Gray1, K. Pillay2, M.Z. Zulu1, N. Chanzu1, N. Bangani1, C. Newell3, E. Kalk4, 
A. Perez4, T. Malaba4, H. Madlala4, L. Myer4, M.-L. Newell3, PIMS study 
1University of Cape Town, Division of Immunology, Institute of Infectious Disease and 
Molecular Medicine, Cape Town, South Africa, 2University of Cape Town, Division 
of Anatomical Pathology, Red Cross Childrens Memorial Hospital, National Health 
Laboratory Services, Cape Town, South Africa, 3University of Southampton, Faculty 
of Medicine, Southampton, United Kingdom, 4University of Cape Town, Division of 
Epidemiology and Biostatistics, School of Public Health & Family Medicine, Cape 
Town, South Africa 
Presenting author email: clive.gray@uct.ac.za

Background: While antiretroviral treatment (ART) for HIV-infected pregnant 
women can significantly reduce mother-to-child HIV transmission and improve 
maternal survival, prolonged in-utero exposure to antiretrovirals may have adverse 
effects on birth outcomes and neonatal development. However, there is scant data 
on the impact of ART exposure on fetal development and birth outcomes, particu-
larly from sub-Saharan Africa. Working within a larger birth cohort in Cape Town, 
South Africa, we report on a nested sub-study of the impact of ART use during 
pregnancy on placental pathology and birth outcomes.
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Methods: Histopathology of placentas after delivery were examined from two 
groups: HIV-infected mothers receiving stable ART commenced before pregnancy 
(n=33) and women initiating ART at ±20w gestation (n=45). All placentas were 
fixed in 10% formalin and examined for stage/grade of chorioamnionitis (maternal 
inflammation), cord/plate vessel vasculitis (fetal inflammation), focal infarction and 
meconium exposure. 
In analysis, we examined associations between chorioamnionitis and appropriate 
(AGA)- or small-for-gestational age (SGA <10th centile) and pre-term (PT≤34 
weeks) deliveries.
Results: There were equal proportions of pre-term births in the stable ART and ini-
tiating ART groups (9%), but a higher proportion of SGA births in women on stable 
ART than in those initiating ART (18.2% vs 6.5%; p=0.0153). This was associated 
with a greater proportion of stage 1 chorioamnionitis in placentas from women on 
stable versus initiating ART (15% vs 4%; p=02) along with evidence for prolonged 
exposure to meconium (21% vs 9%; p=0.015). Placentas from women initiating ART 
showed relatively more plate vessel vasculitis (20% vs 9%; p=0.04), but less focal 
infarction (4.4% vs 12%; p=0.065) when compared to women on stable ART.
Conclusions: HIV-infected pregnant women commencing ART before pregnancy 
experienced relatively high levels of SGA deliveries. This may be due to maternally-
derived inflammation of the placenta, fetal distress and possibly disrupted blood 
supply due to infarction. Interestingly, placentas from pregnant women initiating 
ART showed evidence of fetal inflammation, but this was not associated with SGA 
deliveries. 
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Factors associated with non-disclosure among females accessing 
a safer conception service in Johannesburg, South Africa and 
outcomes following disclosure support
N.E.C.G. Davies1, D. Pillay1, N. Naidoo1, S. Mullick1, N. Sikhosana1, S. Schwartz1,2 
1University of the Witwatersrand, Wits Reproductive Health and HIV Institute, 
Johannesburg, South Africa, 2Johns Hopkins Bloomberg School of Public Health, 
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Background: Safer conception services (SCS) enable HIV-affected couples to 
minimise horizontal and vertical HIV transmission risks during conception efforts. 
However, non-disclosure within couples planning pregnancy creates difficulties in-
cluding ethical challenges for healthcare providers, lower partner engagement in 
care and sub-optimal risk reduction strategy use. Understanding drivers of non-
disclosure is critical to strengthening programming. We describe factors associated 
with disclosure among female SCS clients in Johannesburg and outcomes observed 
following a disclosure support intervention.
Methods: All SCS clients completed a baseline assessment, including disclosure 
status. Undisclosed clients received ongoing disclosure support including counsel-
ling and opportunities for couples’ HIV-testing. Baseline characteristics between 
disclosed and undisclosed women were compared using chi-squared statistics and 
t-tests. Undisclosed clients’ clinical records were reviewed for disclosure-related 
events.
Results: From June 2015-January 2017, 362 women, median age 33yrs (IQR 30-
37yrs), enrolled. Forty (11%) were undisclosed at enrolment, of which 8 (20%) had 
detectable viral loads (>200 copies/ml3). At baseline, undisclosed women reported 
shorter relationships than disclosed women (3.1 vs 6.6yrs, p<0.001), were less likely 
to have any child with their partner (2% vs 28% disclosed, p=0.001), and were less 
likely to report always using condoms in the month before enrolment (26% vs 44% 
disclosed, p=0.043). Age, nationality, income, employment, education, years since 
HIV diagnosis, ART uptake and duration and CD4 cell count nadir were not as-
sociated with baseline disclosure status. Following disclosure support, 12 women 
disclosed (Figure 1).

[Figure 1: Disclosure outcomes following support]

Conclusions: Non-disclosure of HIV-status remains common, even amongst cou-
ples actively planning pregnancy. Disclosure is significantly less likely if a woman 
has no children with her current partner, but increases with relationship duration. 
Disclosure support can assist with disclosure, leading to increased male testing, 
diagnosis and ART uptake. However, many women remain unable to disclose and 
pressured disclosure may introduce risks including relationship breakdown, gender-
based violence and withdrawal from care. 
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Background: Safer conception strategies reduce sexual HIV transmission, while al-
lowing for pregnancy. Canada is one of three countries with national safer concep-
tion guidelines, but little is known about uptake. We measured prevalence, types, 
and correlates of safer conception among women living with HIV (WLWH) who 
reported pregnancy with an HIV-serodiscordant partner.
Methods: We analysed retrospective questionnaire data from the Canadian HIV 
Women’s Sexual and Reproductive Health Cohort Study (CHIWOS; 2013-2015). 
Cis-gender women who reported ≥1 pregnancy after HIV diagnosis were included. 
Among women reporting an HIV-serodiscordant
(i.e., HIV-negative or HIV status unknown) pregnancy partner, we assessed up-
take of safer conception strategies during the most recent pregnancy. Multivariable 
logistic regression examined independent correlates of safer conception among 
women who reported planned pregnancies.
Results: Of 288 participants (20.2% of 1,425 enrolled), 67% (n=194) reported 
an HIV-serodiscordant pregnancy partner. Among these women, current median 
age was 38 years (IQR: 33,43), median years between most recent pregnancy 
and study enrolment was 4 [IQR: 2-11], and 64% of pregnancies were unplanned. 
Overall, 26% reported using a safer conception method, with higher uptake among 
women with planned (41%) versus unplanned pregnancies (17%) (p< 0.01). Among 
women with planned pregnancies (n=70), reported safer conception methods in-
cluded: viral suppression with antiretroviral therapy (ART) (34%); manual insemi-
nation (31%); timed condomless sex to peak fertility (17%); partner PrEP (7%); 
sperm donation (7%); sperm washing (< 5%); and artificial insemination (e.g. IUI) 
(< 5%). In addition, 76% reported being on ART prior to pregnancy although viral 
suppression status was unknown. Having ever discussed reproductive goals with a 
healthcare provider after HIV diagnosis [AOR: 23.3 (95% CI: 2.19, 249)] was the 
only covariate independently associated with safer conception uptake.
Conclusions: One-quarter of WLWH who had an HIV-serodiscordant pregnancy 
partner reported using safer conception, including 41% with planned and 17% with 
unplanned pregnancies. However, nearly three-quarters of women reported ART 
use prior to pregnancy and thus likely benefitted from lowered sexual HIV trans-
mission risk without awareness of this as a safer conception strategy. Discussions 
of reproductive goals and options are essential to routine HIV care for WLWH to 
support pregnancy planning and facilitate uptake of safer conception. 
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Beyond HIV-serodiscordance: four types of partnership 
discordance that affect engagement in safer conception care
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Background: Many men and women living with HIV and their partners want to have 
children. For those in HIV-serodiscordant partnerships, condomless sex to con-
ceive introduces HIV transmission risks. We conducted in-depth interviews with 
men and women living with HIV and their HIV-uninfected or unknown-serostatus 
partners to inform safer conception programming.
Methods: To explore acceptability and feasibility of safer conception methods 
among HIV-affected couples in Uganda, we recruited couples through HIV-
positive men and women on antiretroviral therapy (“index”) who reported 
(1) an HIV-negative/unknown serostatus partner (“partner”), 
(2) HIV-serostatus disclosure to partner, and
(3) personal or partner desire for a child within two years. 
We conducted in-depth interviews with 40 individuals from 20 couples to assess 
awareness and acceptability of five safer conception strategies: antiretroviral ther-
apy for the infected partner, pre-exposure prophylaxis for the uninfected partner, 
condomless sex timed to peak fertility, manual insemination, and male circumcision.
Results: The 20 index participants had a median age of 32.5 years and median of 2 
living children; 11 were women and 80% had plasma HIV-RNA < 400 copies/mL. 
Awareness of HIV prevention strategies beyond condoms and abstinence was lim-
ited and precluded assessment of safer conception method acceptability. Thematic 
analysis revealed four types of partnership discordance as primary barriers to safer 
conception practices: 
(1) HIV-serostatus disclosure: Although disclosure to partner was an inclusion crite-
rion, disclosure was often incomplete and/or unilateral. 
(2) Childbearing intention: Participants often had divergent childbearing plans 
from partners and made incorrect assumptions about the partner’s wishes. 
(3) HIV risk perception: participants had disparate ideas regarding risk of HIV 
transmission and the acceptable level of HIV-acquisition/transmission risk to meet 
reproductive goals.
(4) Nature of the relationship: discord in understanding the nature of the relation-
ship (e.g. exclusive vs. non-exclusive) complicated decisions about safer conception 
plans.
Only 2 of 20 partnerships in our sample were concordant across all four domains.
Conclusions: Enthusiasm for safer conception programming is growing. Our find-
ings highlight the importance of addressing communication around gendered 
discordant partnership goals, knowledge, and perceptions in addition to offering 
technical safer conception advice to maximize reach, uptake, adherence to, and 
retention in safer conception programming. 

WEPEB0564
Menopausal status and symptoms in women living with HIV  
in the UK: results from the PRIME study
S. Tariq, A. Rolland, F. Burns, C. Sabin, R. Gilson 
UCL, Research Department of Infection and Population Health, London, United 
Kingdom 
Presenting author email: c.sabin@ucl.ac.uk

Background: There remains a paucity of data on HIV and the menopause. We pres-
ent preliminary data on menopausal status and symptomatology among women liv-
ing with HIV (WLHIV) in the UK.
Methods: An analysis of data on the first 400 participants recruited to the 
PRIME Study; a prospective cohort of WLHIV aged 45-60. Menopausal status 
was based on self-reported menstrual pattern and categorized according to modi-
fied STRAW+10 criteria. Postmenopausal status (PostMP) was defined as last 
menstrual period [LMP]>12 months; perimenopausal status (PeriMP) as LMP≤12 
months with menstrual irregularity. Menopausal symptoms were captured using the 
Menopause Rating Scale.
Results: Median age of the study population was 49 years (interquartile range: 
47-52).The majority were Black African (n=282, 72.5%), with low rates of smoking 
(n=35, 9.1%) and drug use (n=9, 2.4%). Almost all women (n=381, 97.4%) were on 

antiretroviral therapy; a minority had a CD4 count< 200 cells/mm3 (n=37, 11.4%) or 
detectable HIV viral load (n=46, 12.6%). The majority were PeriMP (n=186, 46.5%) 
or PostMP (n=140, 35.0%); a fifth were premenopausal (PreMP, n=74). Women 
reported high levels of somatic (n=349, 88.6%), psychological (n=305, 77.8%) and 
urogenital (n=259, 67.6%) symptoms. The most frequently reported symptoms 
were physical and mental exhaustion (63.9%), muscle and joint problems (66.3%), 
sleep disturbance (63.1%) and hot flushes (63.0%). PeriMP and PostMP women re-
ported symptoms more frequently than PreMP women (p<0.005). Less than half 
(n=101, 47.9%) of PeriMP and PostMP women with vasomotor symptoms had heard 
of hormone replacement therapy (HRT), with less than 10% using HRT (n=13). Less 
than 5% of those with urogenital symptoms reported using topical oestrogens (n=8, 
3.9%). Over half of all participants (n=195, 52.0%), stated they had not received 
sufficient information about the menopause.
Conclusions: This is the largest study to date of menopause symptomatology in 
WLHIV in the UK. We report high levels of somatic, psychological and urogeni-
tal symptoms. PeriMP and PostMP women were most likely to report symptoms 
in all domains. Despite high levels of somatic and urogenital symptoms, very few 
women were using hormonal treatment, and there was evidence of significant infor-
mational need. We suggest development of services to support to WLHIV through 
the menopause. 

WEPEB0565
Experience of hormone replacement therapy (HRT)  
in postmenopausal women living with HIV
M. Samuel, L. Hamzah, J. Welch, A. Yamoah, H. Hamoda, C. Taylor 
King’s College Hospital NHS Foundation Trust, Sexual Health and HIV Medicine, 
London, United Kingdom 
Presenting author email: itty.samuel@nhs.net

Background: One-third of people living in the United Kingdom are female and in-
creasing numbers of women with HIV are reaching menopause. Hormone replace-
ment therapy (HRT) is beneficial to HIV positive women who are symptomatic and/
or with early menopause and may improve bone health. At King’s College Hospital 
40% of HIV positive patients are female and 625(63%) are aged >45 years. 
Postmenopausal women referred to an HIV medical gynaecology clinic for review 
and HRT counselling. 
Assess the uptake of HRT in HIV positive postmenopausal women, the effective-
ness of HRT in treating menopausal symptoms and demographic and HIV charac-
teristics of those with early, premature or natural menopause
Methods: Retrospective case note review of post-menopausal women with HIV 
attending the medical gynaecology clinic between 1st Jan 2011-31st Dec 2016. 
Menopause was classified by age at menopause as premature (< 40 years), early 
(40-45 years) or natural (>45) and baseline characteristics and management de-
scribed.
Results: Of the 579 women referred to medical gynaecology, 73(12%) were post-
menopausal (88% black ethnicity, 95% undetectable on treatment, median(IQR) 
current and nadir CD4 630(435,780) and 259(111,396) cells/µl respectively) The 
age range at menopause was between 36-53 years; 11(15%) had premature and 
15(21%) early menopause. There was no evidence of a difference between demo-
graphic/HIV characteristics between menopause categories (P< 0.5 for all). There 
was a trend to higher parity among natural menopause compared to early or pre-
mature (median IQR) parity 2(1,2) vs. 1(0,2) and 1(0,1) respectively, p=0.02). 69 
women attended; 49(71%) to discuss menopause management , of which 28(57%) 
accepted HRT. 23(82%) were prescribed systemic HRT; 19(83%) had continuous 
or sequential oestrogen patch or gel plus micronized progestogen. 11(58%) required 
oestrogen up-titration to improve symptoms. 4 experienced side effects (bleeding 
N=3, mood disturbance N=1). All women had symptomatic relief within 6 months 
of starting HRT; 4 discontinued due to side effects and anxiety about breast can-
cer. 24 underwent bone mineral density evaluation, 15(62.5%) were osteopenic and 
2(8%) had osteoporosis.
Conclusions: HRT was acceptable to the majority of women with HIV who were 
counselled and offered treatment. All women had symptomatic improvement and 
adverse effects were rare. Dose adjustments were required in the majority patients. 
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WEPEB0566
Examining the relationships among antimullerian hormone  
and leukocyte telomere length in HIV-positive and negative 
women enrolled in the Children and Women: antiRetrovirals 
and Markers of Aging (CARMA) cohort
C. Van Ommen1, A. Hsieh1, A. Albert2, I. Gadawska1, E. Kimmel1, E. Maan3,  
J. Prior1, D. Money1,2,3, N. Pick1,3, H. Cote1,2, M. Murray1,2,3, CIHR Team on 
Cellular Aging and HIV Comorbidities in Women and Children (CARMA) 
1University of British Columbia, Vancouver, Canada, 2Women’s Health Research 
Institute, Vancouver, Canada, 3Oak Tree Clinic, Vancouver, Canada 
Presenting author email: hcote@pathology.ubc.ca

Background: HIV infection is associated with younger age at menopause and short-
er leukocyte telomere length (LTL), a marker of cellular aging. Anti-Mullerian hor-
mone (AMH) levels decline with age and can estimate ovarian reserve. We sought 
to examine the associations among LTL, AMH and HIV to better understand the 
relationship between cellular and ovarian aging in women living with HIV (WLWH).
Methods: The study included 233 WLWH and 154 HIV-negative non-pregnant 
women >12 years of age enrolled in the CARMA cohort with available blood sam-
ples. Relative LTL and AMH were measured by multiplex qPCR and ELISA, re-
spectively. Generalized linear models with log links to account for the non-normal 
distribution of AMH were used. Possible predictors included age, HIV status, LTL, 
body mass index (BMI), smoking (current vs. past vs. never), current opioid use, 
CD4 nadir, peak HIV viral load (VL), current detectable VL and antiretroviral ther-
apy (naïve vs. not). Likelihood ratio tests were used to assess variable importance.
Results: In our cohort, WLWH had shorter LTL (7.2 vs. 7.5 p=0.004) and lower 
AMH levels (1.9ng/mL vs. 3.1ng/mL p=0.01) compared to HIV-negative controls of 
similar age (35.0y vs. 34.6y p=0.52). As both AMH and LTL decline with aging, a 
significant relationship between them (p< 0.0001) did not remain after adjusting 
for age (p=0.12). WLWH were more likely to be Black (25.8% vs. 5.8% p< 0.001), 
currently smoking (45.1% vs. 30.5% p=0.01), currently using opioids (25.8% vs. 
13% p=0.003) and of higher BMI (26.2 vs. 25.3 p=0.03), than HIV- controls. In 
analyses omitting ethnicity due to collinearity with HIV status, smoking and opi-
oid use, HIV status (p< 0.0001) and age (p<0.0001) were significantly related to 
AMH levels, with HIV seropositivity decreasing AMH by 39% at any given age. 
Among WLWH, age (p< 0.0001) and current opioid use (p=0.01) independently 
predicted lower AMH levels which were 40% lower in opioid users.
Conclusions: Our data support previous work demonstrating lower AMH levels in 
WLWH compared to controls. Although LTL was not a significant predictor of AMH 
in this population, we show that, in addition to HIV infection, opioid use may be as-
sociated with decreased ovarian reserve in WLWH. 

WEPEB0567
Residual activation/inflammation and HIV-associated  
co-morbidities do not predict premature ovarian ageing  
in cART-treated HIV-infected women
E. Merlini1, V. Sacchi2, E.S. Cannizzo1, L. Gazzola1, M. Basilissi1,  
A. d’Arminio Monforte1, M. Ravizza2, G. Marchetti1 
1University of Milan, Clinic of Inf Diseases, Health Sciences, Milan, Italy, 2University  
of Milan, Clinic of Obstetrics and Gynecology, Milan, Italy 
Presenting author email: esther.merlini@unimi.it

Background: Early menopause and lower circulating anti-Mullerian Hormone 
(AMH), ovarian ageing marker, have been described in HIV+ women. During sup-
pressive cART, heightened immune-activation/inflammation persist and associate 
with premature ageing. Little is known on the effects of the hormonal milieu on 
immune activation/inflammation and on HIV-associated co-morbidities in ageing 
HIV-infected women. Thus, we aimed to investigate circulating AMH and the pos-
sible association(s) with markers of immune activation/inflammation and cardiovas-
cular/bone damage in a cohort of HIV-infected women on effective cART.
Methods: Population: 65 HIV+ women on cART (HIV-RNA< 40 cp/ml) aged 
25-50years; 60 age-matched healthy women (HC). Epidemiological, gynecologi-
cal, HIV-related data were collected. We measured: (i) plasma AMH, IL-6 (ELISA), 
IL-2, IL-10, TNFa, VCAM-1, osteopontin (Luminex) (ii) CD4/CD8 activation 
(CD38/CD69), apoptosis (CD95), exhaustion (PD1), maturation (CD45RA/
CD45R0/CD127/CCR7), recent thymic emigrants (CD31/CD103) (flow cy-
tometry). Mann Whitney, Chi-squared were used. We defined low AMH ≤1ng/ml. 
Univariate and Multivariate Logistic Regression Analyses were used to assess fac-
tors associated with lowAMH (≤1ng/ml).
Results: Compared to HC, HIV+ women were more frequently non-Caucasian, 
drug/alcohol abusers, with history of late menarche, lower hormonal contraceptive 
use, higher gravidity and lower parity (Table.1a).
HIV+ showed significantly lower AMH (0.93 [0.81-1.59] vs 1.45 [1.11-1.78]; 
p=.004) and higher circulating TNFa (Table.1a). 

HIV infection was the only factor independently associated with a 6- fold increased 
risk of low AMH in both uni- and multivariate logistic regression (Table.1b). In HIV-
infected women, no other clinical, HIV-related and immunological parameters 
resulted associated with circulating AMH.

[Table 1. Demographic/gynecological/HIV-related features of the study population and 
risk factors for AMH ≤1ng/ml]

Conclusions: Despite effective cART, HIV+ women still display an increased risk 
of low circulating AMH versus age-matched peers, indicating premature ovarian 
ageing. The lack of associations with residual immune activation/inflammation, in-
dicates that the higher probability of poor ovarian reserve in successfully treated 
HIV+ women is mediated by factors that are not captured by pro-inflammatory and 
cardiovascular/bone damage markers, and that might include tissue HIV reservoirs 
or co-infections. 

WEPEB0568
Contraceptive utilization and fertility preferences among 
Cameroonian women with and without HIV infection
H. Budhwani1, K.R. Hearld1, J. Dionne-Odom1, S. Manga2, K. Nulah2, M. Khan3,  
T. Welty2, E. Welty2, A. Tita1 
1University of Alabama at Birmingham, Birmingham, United States, 2Cameroon 
Baptist Convention Health Services, Kumbo, Cameroon, 3Kaiser Permanente, San 
Leandro, United States 
Presenting author email: budhwani@uab.edu

Background: HIV prevalence is high in sub-Saharan Africa and the majority of 
residents living with HIV are of reproductive age. Family planning and the utiliza-
tion of contraceptives play a significant role in preventing vertical and horizontal 
HIV transmission. However, decision-making around contraception is poorly un-
derstood in many African nations, including Cameroon. Considering this critical 
knowledge gap, we examined associates of modern contraceptive utilization among 
Cameroonian women with and without HIV infection.
Methods: De-identified medical records were identified from women screened 
for cervical cancer as part of the Cameroon Baptist Convention Health Services 
Women’s Health Program in 2007-2013. Bivariate analysis compared personal 
characteristics and contraceptive practices between HIV-positive and HIV-
negative women. Multivariate analysis used logistic regression to model the use of 
modern methods of contraception.

 N / % HIV + 
N=2,876

N / % HIV - 
N=16,662 χ2

Use Modern Methods* 740 / 34.51% 4,141 / 31.15% χ2=9.64 p<0.01
Desire to Become Pregnant Soon* (Yes) 470 / 30.13% 2,830 / 31.66% χ2=1.49 p=0.47
Polygamous* (No, 0 Cowives) 757 / 73.78% 7,861 / 82.36% χ2=48.89 p<0.001
Polygamous* (Yes, 1+ Cowives) 184 / 17.93% 1,065 / 11.16%  
Parity (0) 210 / 7.30% 1,695 / 10.17% χ2=204.49 p<0.001
Parity (1-2) 854 / 29.69% 3,419 / 20.52%  
Parity (3-4) 698 / 24.27% 3,254 / 19.53%  
Parity (5+) 1,114 / 38.73% 8,294 / 49.78%  

[Table 1. Bivariate Results of HIV+ and HIV- Women]

Results: The study included 19,538 women with age 16-45 years. Modern contra-
ceptive utilization was low at 31%. See Table 1 for bivariate results. Women living 
with HIV had 85% higher odds of modern contraception use (OR: 1.85, p<0.001). 
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As expected, women with higher parity and higher education levels had higher odds 
of using modern contraception (OR 1.17, p<0.001 for parity; OR: 3.37, p<0.001 
for post-secondary school attendance). Polygamy was negatively associated with 
modern contraception use; women with three or more cowives had 63% lower odds 
of modern contraception use (OR: 0.37, p<0.001). All reported odds ratios are 
adjusted. *Percentages are affected by missing data.
Conclusions: Although it is encouraging that HIV-infected women in Cameroon 
utilized modern contraceptives at a higher rate than HIV-uninfected women, only 
one of three women in either group used modern contraceptives during the study 
period. Some used less reliable, traditional methods (e.g. natural family planning). 
There are opportunities to improve family planning efforts to reduce vertical and 
horizontal HIV transmission. Further research is needed to elucidate the decision-
making process pertaining to modern contraceptive utilization in sub-Saharan 
Africa. 

WEPEB0569
High prevalence of bacterial vaginosis among women seeking 
contraception in Kenya
E. Irungu1, K. Thomas2, K. Ngure1, T. Hong2, M. Krows2, N. Mugo3, J. Marrazzo4 
1Jomo Kenyatta University of Agriculture and Technology, Department of Public 
Health, Nairobi, Kenya, 2University of Washington, Department of Global Health, 
Seattle, United States, 3Kenya Medical Research Institute, Centre for Clinical 
Research, Nairobi, Kenya, 4University of Alabama, Division of Infectious Diseases, 
Birmingham, United States 
Presenting author email: mugoiri_99@yahoo.com

Background: The prevalence of bacterial vaginosis (BV), which has been associated 
with increased risk of HIV acquisition and transmission, is high among young women 
in sub-Saharan Africa, a region that bears the largest incidence of new HIV infec-
tions. Women seeking contraceptive services have an opportunity to be evaluated 
and managed for BV. We sought to determine the prevalence and correlates of BV 
among women desiring contraception.
Methods: Women screening for a study to evaluate the effects of a contraceptive 
vaginal ring on vaginal microbiota in Thika, Kenya were assessed. BV diagnosis was 
made using Amsel’s clinical criteria. Factors associated with BV were analyzed using 
multivariate logistic regression techniques.
Results: Of the 363 women, 246 (69%) were aged < 30 years and 195 (54%) had 
more than eight years of education. More than three-quarters of the women (280 
(78%)) reported having an income and 42 (12%) reported weekly consumption of 
alcohol. Of the 247 (69%) women who reported having a main sex partner, 132 
(53%) were living with this partner. Median number of reported sex acts in the prior 
month was 3 [IQR 1-8], with 60 (20%) of the women reporting condom use every 
time they had sex. Daily vaginal washing and use of vaginal lubricants were reported 
by 215 (60%) and 32 (9%) women, respectively. Close to half (42%) of the women 
reported an abnormal vaginal discharge. 
One hundred and sixteen women (34.6%) had BV. Living with a main sexual partner 
was associated a reduced likelihood of having BV (OR 0.43 (95% CI 0.20, 0.92). 
Additionally, having an abnormal vaginal discharge (p < 0.001), lesions in the genital 
area (p = 0.04) or having a yeast infection (p = 0.02) were also associated with hav-
ing BV. Vaginal washing and condom use were not significantly associated with BV.
Conclusions: The prevalence of BV among young women seeking contraception 
was high. Reproductive health workers have an opportunity to evaluate, manage, 
and educate women who want to use contraception about BV and associated risks, 
and this may reduce their risk of acquiring HIV. 

WEPEB0570
Desire to prove fertility and contraceptive misconceptions  
delay family planning and condom use until after pregnancy 
among Kenyan adolescents
J. Velonjara1, B. Crouthamel2, G. O’Malley1, M. Wiggins3, D. Matemo4,  
G. John-Stewart1, J. Unger2, J. Kinuthia4, A. Drake1 
1University of Washington, Global Health, Seattle, United States, 2University of 
Washington, Obstetrics and Gynecology, Seattle, United States, 3University of 
Washington, Nursing, Seattle, United States, 4Kenyatta National Hospital, Research 
and Programs, Nairobi, Kenya 
Presenting author email: adrake2@uw.edu

Background: Adolescent girls have a high risk of unintended pregnancy and HIV 
acquisition in Kenya. We conducted a mixed methods study to characterize contra-
ceptive knowledge and determinants of use among postpartum adolescents.
Methods: We recruited postpartum HIV-uninfected adolescents from 2 maternal-
child health clinics in Western Kenya to participate in a survey and focus group 
discussion (FGD); 4 FGDs were conducted, stratified by site and age (14-18, 19-

21). We also recruited health care providers offering family planning (FP) services 
to participate in a survey and 2 FGDs (1/site).
Results: Overall, 32 adolescents and 28 providers participated. Median provider 
age was 36 (interquartile range [IQR]: 31-47), and median number of years provid-
ing FP was 5 (IQR: 3-10). Misconceptions about FP and HIV risk were common 
among both providers and adolescents. Nearly half (40%) of providers believed 
intrauterine devices (IUDs) increased risk of HIV acquisition, and 63% believed 
they were unsafe to use among HIV-infected women. Adolescents were famil-
iar with condoms for HIV and pregnancy prevention, but believed condoms were 
only appropriate when a partner was known to be HIV-infected, rather than when 
partners HIV status was unknown or concordant negative. Providers identified lack 
of training, experience, and counseling time as barriers to offering the full range 
of FP methods; they limited counseling to short-term methods when there were 
long queues or if they lacked knowledge or experience with other methods. Limited 
counseling options coupled with lack of training and experience with implants and 
IUDs contributed to lower use of these methods among young women at risk for 
HIV. Prior to marriage and/or childbearing adolescents lacked family and commu-
nity support for FP, but adolescents also said they did not use FP because they felt 
it was important to prove their fertility prior to childbearing. However, after they 
became mothers adolescents received encouragement and familial/community 
support to use FP and had increased awareness of FP benefits.
Conclusions: Adolescents would benefit from novel strategies to receive better 
contraceptive support and education prior to childbearing (including dual method 
use with condoms) and improved provider training to prevent unintended pregnan-
cies and HIV transmission. 

WEPEB0571
Differences in genital tract HIV RNA shedding by injectable 
progestin contraceptive (IPC) exposure among antiretroviral 
therapy (ART)-naïve and ART-using HIV-infected women in 
Cape Town, South Africa
C. Todd1, H. Jones2, N. Langwenya3, D. Hoover4, A. Ronan3, L. Myer3 
1FHI 360, Behavioral, Epidemiological & Clinical Sciences, Durham, United States, 
2City University of New York School of Public Health, Epidemiology & Biostatistics, 
New York, United States, 3University of Cape Town, Centre for Infectious Diseases 
Epidemiology and Research (CIDER), Cape Town, South Africa, 4Rutgers University, 
Statistics & Biostatistics, Piscataway, United States 
Presenting author email: ntokozolangwenya@gmail.com

Background: IPCs may increase female-to-male sexual HIV transmission risk. ART 
use reduces genital tract HIV shedding. Few data exist regarding IPC use and shed-
ding in ART-naïve and ART-using women. We compared genital tract HIV viral load 
(gVL) and recent IPC exposure among women by ART use.
Methods: Within a larger trial of intrauterine device use among HIV-infected 
women, we enrolled:
(i) ART-using (>6 months) women with recent (<12 months) plasma VL (pVL) 
<1000 copies/dL and;
(ii) women not yet eligible for ART by local guidelines (pre-ART). All women un-
derwent reproductive tract infection (RTI) testing and treatment within 1 month of 
enrollment, and at enrollment completed questionnaires on contraceptive history 
and provided specimens for pVL and gVL (via menstrual cup). IPC exposure was de-
fined as depot medroxyprogesterone acetate (DMPA) or norethindrone enantate 
(Net-En) use within 120 days before enrollment; enrollment was timed to coincide 
with next IPC dose. Associations between IPC and detectable gVL were analyzed 
using exact tests and logistic regression, stratified by ART status.
Results: Of 199 women (132 ART-using, 67 pre-ART), 39% reported re-
cent IPC use. ART-using women were less likely to have detectable gVL or pVL 
(Table 1; p=0.002); detectable pVL was strongly correlated with detectable gVL 
(AOR=5.28, 95% CI=1.93-14.5) only among ART users. 

Variable Pre-ART ART Recent IPC 
Exposure

No Recent IPC 
Exposure

Age (median, IQR) 30 (26, 34) 32 (28, 36) 32 (28, 36) 31 (27, 34)
IPC use in last 120 days 

(%, n) 39% (26) 42% (51) --- ---

Any RTI* at screening 
(%, n) 36% (24) 24% (32) 27% (21) 29% (35)

Baseline detectable gVL 
(%, n) 64% (40/63) 16% (21/130) 36% (26) 30% (36)

Baseline detectable pVL 
(%, n) 95% (63/66) 20% (26/130) 44% (33/75) 46% (56/121)

Baseline log10 plasma VL 
(median, IQR)

3.91 
(3.17, 4.48)

2.73 
(2.01, 3.44)

3.07 
(2.44, 3.66)

3.21 
(2.52, 4.01)

*Neisseria gonorrhea, Chlamydia trachomatis, Trichomonas vaginalis, & bacterial vaginosis.

[Table 1. Key participant characteristics]
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For ART users, recent IPC was associated with detectable gVL (Table 2) and re-
mained independently associated when adjusted for age, RTI, and detectable pVL 
(AOR=3.27, 95%CI=1.16-9.21; p=0.025). Among ART users, the difference was 
strongest for women reporting recent Net-En use (Table 2).

Bivariate comparison of genital HIV shedding with recent exposure to and specific type of 
IPC, by ART status

 
Recent vs. No 

Recent IPC 
use

p-
value

DMPA vs. 
Net-En

p-
value

Net-En vs. 
No Recent 

IPC Use
p-

value
DMPA vs. 
No Recent 

IPC Use
p-

value

Pre-ART 58% (14/24) vs. 
67% (26/39) 0.593 64% (9/14) vs. 

50% (5/10) 0.678 50% vs. 
67% 0.465 64% vs. 

67% 1.00

ART-
using

25% (12/49) vs. 
11% (9/81) 0.052 21% (8/38) vs 

36% (4/11) 0.427 36% vs. 
11% 0.046 21% vs. 

11% 0.167

[Table 2. ]

Conclusions: These novel data suggest recent IPC use may be associated with in-
creased gVL in ART-using women. Given widespread concern about potential for 
IPC to enhance HIV transmission, this association warrants further investigation, 
with attention to potential differential effects of Net-En vs. DMPA. 

WEPEB0572
Tolerability and satisfaction of levonorgestrel versus etonogestrel 
contraceptive implants among women living with HIV
S. Nakalema1, K. Scarsi2, G. Anguzu1, F. Mubiru1, K. Darin3, A. Kusiima1,  
I. Kyohairwe1, M. Lamorde1, C. Chappell4 
1Infectious Disease Institute, Kampala, Uganda, 2University of Nebraska Medical 
Center, Omaha, United States, 3Northwestern University, Chicago, United States, 
4University of Pittsburgh, Pittsburgh, United States 
Presenting author email: snakalema@idi.co.ug

Background: In Uganda, uptake of contraceptive implants remains low, possibly due 
to fear of side effects. We present data on side effects and satisfaction related to 
the levonorgestrel (LNG) implant versus the etonogestrel (ENG) implant among 
Ugandan women living with HIV.
Methods: Two studies evaluated LNG or ENG implant pharmacokinetics and toler-
ability. Each study enrolled 60 women into three groups (n=20/group): efavirenz-
based ART, nevirapine-based ART, or ART-naive. Tolerability and satisfaction data 
were combined across ART groups. At each visit, participants were asked about 
implant-associated side effects using a structured questionnaire; and contraceptive 
satisfaction was assessed using a Likert scale. Occurrence of side effects (graded by 
DAIDS severity tables) and the frequency of being “very satisfied” with the implant 
at weeks 4, 12 and 24 were compared between the studies by chi-square.
Results: In total, 120 consenting adult women were enrolled in the studies. Three 
women were excluded from the analysis by week 24 (ART initiation, study nonad-
herence, and consent withdrawal). Baseline characteristics were similar between 
studies. There were no statistically significant differences between studies at any 
visit, except for increased headache at week 12 and increased metrrohagia weeks 
12 and 24 in the ENG group (Table, p=0.03, 0.01 and 0.02, respectively). All re-
ported side effects were Grade 1, except two in the LNG study (both weight gain) 
and three in the ENG study (one metrorrhagia; two dysmenorrhea), which were 
Grade 2. Overall, lower satisfaction with menstrual symptoms at week 4 and overall 
satisfaction at week 12 were observed with LNG compared to the ENG implant 
(Table, p< 0.001 and p=0.04, respectively). 

Side effect or 
satisfaction

LNG Week 
4 (n=58)

LNG Week 
12 (n=58)

LNG Week 
24 (n=57)

ENG Week 
4 (n=60)

ENG Week 
12 (n=60)

ENG Week 
24 (n=60)

Nausea 7 (12.1%) 4 (6.9%) 3 (5.3%) 10 (16.7%) 5 (8.3%) 8 (13.3%)

Headache 16 (27.6%) 12 (20.7%)* 13 (22.8%) 25 (41.7%) 24 (40.0%)* 15 (25.0%)

Weight gain 15 (25.9%) 23 (39.7%) 18 (31.6%) 14 (23.3%) 17 (28.3%) 29 (48.3%)

Breast 
tenderness

4 (6.9%) 3 (5.2%) 3 (5.3%) 4 (6.7%) 4 (6.7%) 3 (5.0%)

Menorrhagia 10 (17.2%) 18 (31.0%) 11 (19.3%) 16 (26.7%) 16 (26.7%) 11 (18.3%)

Metrorrhagia 3 (5.2%) 6 (10.3%)* 2 (3.5%)* 5 (8.3%) 19 (31.7%)* 11 (18.3%)*

Amenorrhoea 23 (39.7%) 23 (39.7%) 26 (45.6) 18 (30.0%) 14 (23.3%) 20 (33.3%)

Satisfaction 
with menstrual 

symptoms
29 (50.0%)* 35 (60.3%) 44 (77.2%) 52 (86.7%)* 46 (76.7%) 53 (88.3%)

Overall 
satisfaction

49 (84.5%) 44 (75.9%)* 51 (89.5%) 55 (91.7%) 54 (90.0%)* 54 (90.0%)

[Table]

Conclusions: Ugandan women living with HIV had high levels of satisfaction and 
low rates of Grade 2 adverse events with both implants. Women on ART using con-
traceptive implants are unlikely to experience greater than mild adverse events in 
the first 24 weeks. 

WEPEB0573
Initial regimen duration in female patients taking  
integrase strand transfer inhibitors (INSTI) in the OPERA® 
observational database
F. Carpio1, C. Henegar2, J. Fusco2, E.B. Quinlivan3, V. Vannappagari4, M. Aboud5, 
K. Smith4, G. Fusco2 
1AltaMed Health Care Service, Los Angeles, United States, 2Epi, Durham, United 
States, 3AIDS Healthcare Foundation, Atlanta, United States, 4ViiV Healthcare, 
Research Triangle Park, United States, 5ViiV Healthcare, Brentford, United Kingdom 
Presenting author email: cassidy.henegar@epividian.com

Background: Women face unique complexities with antiretroviral therapy. This 
analysis compares durations of initial INSTI-based regimens in HIV+ females.
Methods: HIV+ women initiating their first INSTI-containing regimen between 
08/12/2013 and 11/30/2015 were identified in the OPERA cohort, a collabora-
tion of 79 clinics in 15 US states. Each patient was observed from regimen start 
until discontinuation, loss to follow-up, death, or data freeze (11/30/2016). Time to 
discontinuation was evaluated using Cox regression and Kaplan-Meier estimates.
Results: Out of 73,406 HIV+ patients, 537 treatment-naïve (dolutegravir 
(DTG):39%, elvitegravir (EVG):48%, raltegravir (RAL):13%) and 878 treatment-
experienced (DTG:57%, EVG:29%, RAL:13%) women qualified for analysis. 
In the first twelve months after initiation, women taking RAL or EVG were more 
likely to discontinue their initial INSTI than those taking DTG among both treat-
ment-naïve (adjusted hazard ratio EVG vs. DTG: 1.61(95% CI: 1.09, 2.39); RAL 
vs. DTG: 2.27 (1.37,3.76)) and treatment-experienced women (EVG vs. DTG: 1.39 
(1.03, 1.87); RAL vs. DTG: 2.11 (1.47, 3.02)). 
Among women who switched to another regimen during all of follow-up (naïve 
DTG: 32%, RAL: 62%, EVG: 42%; experienced: DTG: 39%, RAL: 59%, EVG: 
44%), a third of treatment-naïve women (DTG:33%, RAL:37%, EVG:36%) and 
over a quarter of treatment-experienced women (DTG:24%, RAL:27%, EVG:45%) 
switched to another INSTI. 
Treatment interruptions of >45 days were also commonly observed immediately 
after discontinuation of the initial INSTI (naïve DTG: 30%, RAL: 19%, EVG: 31%; 
experienced DTG:26%, RAL: 13%, EVG: 19%).

[Figure. Kaplan-Meier estimates of time to discontinuation of first INSTI-based 
regimens in the first twelve months of treatment]

Conclusions: In a large cohort of HIV+ women in care, INSTI-based regimens were 
effective throughout the first year of follow-up for treatment-naïve and treatment-
experienced women. Women receiving DTG were the least likely to discontinue 
during this period and over all of follow-up. Intra-class switching from initial INSTIs 
and drug interruptions suggest that women may be discontinuing for reasons other 
than virologic failure, and that access may be a major issue. 

WEPEB0574
Uptake and correlates of cervical cancer screening among  
HIV-infected women attending HIV-care in Uganda
R.K. Wanyenze1, J.B. Bwanika1, J. Beyeza-Kashesya2, S. Mugerwa3, J. Arinaitwe3, 
J.K. Matovu1, V. Gwokyalya1, D. Kasozi1, J. Bukenya1, F. Makumbi1 
1Makerere University, School of Public Health, Kampala, Uganda, 2Mulago National 
Referral Hospital, Kampala, Uganda, 3Ministry of Health, Kampala, Uganda 
Presenting author email: rwanyenze@hotmail.com

Background: Sub-Saharan Africa has the highest burden of cervical cancer globally 
and HIV infected women are at particularly high risk. Integration of cervical screen-
ing into HIV care is recommended but service uptake is rarely tracked. We assessed 
the uptake and correlates of cervical cancer screening among HIV infected women 
in care in Uganda.
Methods: A nationally representative sample of HIV infected women in care 
were interviewed in a cross-sectional survey conducted August-November 2016. 
Structured interviews were conducted with 5198 HIV infected women 15-49 
years, from 245 HIV clinics. Knowledge of cervical cancer and uptake of cervical 
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screening were determined. Correlates of uptake of screening were assessed with 
modified Poisson regression model to obtain prevalence ratios (PR) using Stata 
version 12.0.
Results: Overall, 94.0% (4858) ever heard of cervical cancer and 66% (3732) 
knew a site for cervical screening. However, 47.4% (2302) didn’t know the sched-
ule for screening and 50% (2409) did not know the symptoms of cervical cancer. A 
third, (33.7%; 1719) rated their risk of acquiring cervical cancer as low while 16.8% 
(857) rated the risk as high. Uptake of screening was 30.3% (1561), ranging from 
18.6% in the central region to 39.1% in Kampala. Women who never screened cited 
lack of information (29.6%; 1059), no time (25.5%; 913), lack of screening facilities 
(14.0%; 501), and information about procedure being painful 10.5% (376). Majority 
of the 245 health facilities (64%; 153) offered cervical cancer screening. Delivery 
at health facilities (adj.PR 1.69, CI 1.00-2.87), receipt of HIV care at HCII and 
private facilities (adj.PR1.55, CI 1.07-2.26 and adj.PR 1.96, CI 1.15-3.34, respec-
tively), knowledge of cervical cancer (adj.PR 1.69, CI 1.29-2.21), where to screen 
from (adj.PR 8.31 CI 4.47-15.45) and low risk perception (adj.PR 1.50, CI 1.12-
2.01) increased likelihood of screening. HPV vaccination was very low at 2%, but 
higher among adolescents 15-19 years, at 8%.
Conclusions: Cervical screening uptake was very low among HIV infected women 
in care in Uganda, especially in the central region. Improved awareness about cervi-
cal cancer, sources of services and addressing risk perception may increase uptake 
of cervical screening in this population. 

Key populations

WEPEB0575
Perceived HIV stigma among men who have sex with men 
(MSM) patients with HIV in a single hospital in Northern 
Taiwan
A. Wu, Y.-T. Hsu 
MacKay Memorial Hospital, Infectious Diseases, Taipei, Taiwan, Province of China 
Presenting author email: watrlilies@gmail.com

Background: HIV-related stigma is a common obstacle facing the care in those 
people living with HIV especially among MSM. We attempt to measure HIV / 
AIDS-related stigma as experienced by patients from a hospital in Northern Taiwan.
Methods: The HIV stigma scale, as developed by Berger [1] and modified by 
Lindberg [2] in 2014 was used to measure HIV-related stigma on 68 MSM patients 
who visited MacKay Memorial Hospital in Taipei, Taiwan. The scale consisted of four 
subscales in Personalized Stigma, Disclosure Concerns, Negative Self-Image, and 
Concerns with Public Attitudes. These 39 items were answered with Likert scale 
responses. Patient’s responses were analyzed using T-test for equality of means.
Results: Sixty-eight patients participated in the study. The mean age was 33. 
Majority of the patients had college level education (64.71%) and diagnosed more 
than 24 months (66.18%). 47.06% of the patients had a fixed partner. Most of the 
patients reported that at least one family member, partner or friend knew about 
their disease while greater than 50% of patients felt that other people were sup-
portive or very supportive after finding out about their disease. Patients report-
ed HIV-related stigma in all four dimensions of the HIV stigma scale, especially 
Diclosure Concerns. 

Dimensions Score Standard 
Deviation

Personalized Stigma 2.46 0.86

Disclosure Concerns 3.18 0.75

Negative Self-Image 2.37 0.79

Concerns with Public Attitudes 2.97 0.79

[Table 1. HIV Stigma Scale Scores]

Statistical analyses revealed that patients who were received very supportively or 
supportively by others when others learnt of their disease were less likely to suffer 
from Personalized Stigma (p=0.002) and Negative Self Image (p=0.003). 

Dimensions Scores in Those with 
Supportive Contacts

Scores in Those with 
Unsupportive Contacts P value

Personalized Stigma 35.38 43.59 0.002

Disclosure Concerns 27.87 29.24 0.224

Negative Self-Image 17.60 21.59 0.003

Concerns with Public 
Attitudes 19.91

19.91 21.94 0.051

[Table 2. Analysis]

Conclusions: In general, people living with HIV in Taiwan reported HIV-related 
stigma in all four dimensions of the HIV stigma scale, especially Disclosure 
Concerns. Patients who reported more support from family and peers experienced 
significantly less stigma in the areas of Personalized Stigma and Negative Self 
Image. Healthcare professionals should be address HIV-related stigma concerns 
when providing care for MSM patients with HIV. 

WEPEB0576
Social capital and depression in HIV-infected young black  
men who have sex with men
S. Hussen1, K. Easley2, A. Camacho-Gonzalez3, J. Smith4, G. Harper5,  
R. Stephenson6, C. del Rio1 
1Emory University, Hubert Department of Global Health, Atlanta, United States, 
2Emory University, Department of Biostatistics, Atlanta, United States, 3Emory 
University, Department of Pediatrics, Atlanta, United States, 4Emory University, 
Department of Health Behavior and Health Education, Atlanta, United States, 
5University of Michigan School of Public Health, Department of Health Behavior and 
Health Education, Ann Arbor, United States, 6University of Michigan, Ann Arbor, 
United States 
Presenting author email: sophia.ahmed.hussen@emory.edu

Background: Social capital, the sum of an individual’s resource-containing, recipro-
cal, and trustworthy social network connections, has been proposed as an important 
facilitator of successful HIV care engagement. Depression, on the other hand, has 
been shown to negatively impact clinical outcomes among people living with HIV. 
We sought to explore relationships between social capital, depression and engage-
ment in HIV care in a sample of young Black gay, bisexual and other men who have 
sex with men (YBMSM) in Atlanta, USA.
Methods: We recruited 81 HIV-infected YBMSM from the Grady Infectious 
Disease Program clinic. Each participant completed a survey including measures of 
social capital and depression. Social capital was measured with a modified Personal 
Social Capital Scale; which included items about the amount and types of support 
offered through social networks and community involvement. Depression was 
measured using the Centers for Epidemiologic Studies-Depression (CES-D) scale. 
Clinical outcomes (appointment attendance and HIV-1 viral load) were extracted 
from the medical record.
Results: Our sample ranged in age from 18-24 years (Mean=22, SD=1.5). Forty-
nine percent (49%) had attended at least 75% of their scheduled appointments 
over the past year. Sixty-five percent (65%) were virally suppressed (HIV-1 VL < 
50 copies/ml). The median social capital score was 25, similar to prior research in 
other populations. Forty-seven percent (47%) had a positive depression screen. 
Depression affected viral suppression differently in YBMSM with lower (below 
median of 25) vs. higher social capital (p = 0.046, test for interaction). There was 
no association between depression and viral suppression among those with higher 
social capital (OR= 0.63; p=0.52). However, the odds of viral suppression among 
YBMSM with lower social capital was 93% lower in depressed vs. non-depressed 
participants (OR= 0.07, p= 0.002).
Conclusions: Depression was very common in our sample of HIV-infected YBMSM; 
nearly half of our participants had a positive screen. For these patients, social capital 
was an important protective factor, as the detrimental effect of depression on viral 
suppression was worsened among those with low social capital. Our results suggest 
a need for innovative network-level interventions to augment social capital among 
HIV-infected YBMSM, particularly those who are depressed. 

WEPEB0577
Risky sexual behavior in French HIV-positive men who  
have sex with men (MSM): ANRS DRIVER study
M. Duracinsky1, S. Fouéré2, S. Dimi3, C. Lalanne4, O. Chassany4, D. Zucman3, 
DRIVER Study Group 
1Hôpital Bicêtre/EA 7334 REMES, Recherche Clinique Ville-Hôpital, Méthodologies 
et Société, Université Paris 7, Paris, France, 2Hôpital St Louis, Paris, France, 3Hôpital 
Foch, Suresnes, France, 4EA 7334 REMES, Recherche Clinique Ville-Hôpital, 
Méthodologies et Société, Paris, France 
Presenting author email: duracinsky.m@gmail.com

Background: High risk sexual behavior is rising in MSM reflected by an increase in 
sexually transmitted infections (STI). The aim of the ANRS DRIVER study is to 
estimate the prevalence of asymptomatic STIs in HIV positive MSM and create a 
risk score of STI. We report the behavioral data.
Methods: Between April and December 2015, HIV positive MSM were enrolled in 
13 Paris area hospitals. Sexual behavior was assessed using self-reported outcomes: 
risky sexual behavior was assessed using 2 scales - the Sexual Compulsivity Scale 
(SCS) and the Sexual Sensation Seeking Scale (SSSS) - as well as by ways of re-
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sponses to a behavioral questionnaire inquiring about drug, alcohol, and condom use 
in several sexual situations. Chlamydia trachomatis and Neisseria gonorrhoeae were 
tested by PCR on urine, pharyngeal and anal swabs; syphilis by serum antibodies.
Results: 485 asymptomatic patients at their HIV semi-annual follow up visit were 
included (median age: 47 years, average time living with HIV: 13 years, undetectable 
viral load in 94%, average CD4+: 679/mm3. Nearly 63% had a history of STI 
(genital warts in 39%, syphilis in 45%), and 18% within the previous 12 months. 
An ongoing STI was found in 13.6% (syphilis 6%, CT or NG infection 8%). Risky 
behavior in sex, drugs and alcohol use are tabulated.

Risky sexual behaviors in the last six months: N=485 %
Use of Grindr networking application 46
Poppers use 40
Non protected anal intercourse 38
Non protected group sexual intercourse 31
Alcohol use during sexual intercourse 31
Cannabis use 23
Cocaine use 15
GBH use 8
Sex for money 7

[Table 1]

Fifteen percent of patients had an SCS score above 20 (vs 5-6% in the general 
population) reflecting high compulsivity. Respondents reported thinking about 
sex at work (16%), thinking about sex more frequently than they would like (14%), 
frequent uninhibited behavior (30%), seeking new sexual experiences (42%) and 
unprotected sex (42%). The median score of the SSSS was 22.8. The SSSS was 
positively correlated with the SCS (R = 0.58).
Conclusions: Risky sexual behavior and sexual compulsivity are common in the 
French HIV-positive MSM population. 

WEPEB0578
Unusual and unique distribution of anal high-risk human 
papillomavirus among men who have sex with men living  
in the Central African Republic
R.S. Mboumba Bouassa1, S. Camengo2,3, C. Mossoro-Kpinde3,4,  
M. Mbeko Simaleko5, G. Grésenguet3,5, L. Bélec1 
1Laboratoire de Virologie, Hôpital Européen Georges Pompidou, and Université Paris 
Descartes, Paris Sorbonne Cité, Paris, France, 2Hôpital de l’Amitié, Bangui, Central 
African Republic, 3Faculté des Sciences de la Santé, Université de Bangui, Bangui, 
Central African Republic, 4Laboratoire National de Biologie Clinique et de Santé 
Publique, Paris, Central African Republic, 5Centre National de Référence des Infection 
Sexuellement Transmissibles et de la Thérapie Antirétrovirale, Bangui, Central African 
Republic 
Presenting author email: ralphsydney87@yahoo.fr

Background: High-risk Human Papillomavirus (HR-HPV) infection is the causal 
agent of anal cancer in men who have sex with men (MSM). The prevalence of HR-
HPV was evaluated by molecular biology in MSM living in Bangui, the capital of the 
Central African Republic (CAR).
Methods: Forty-two MSM attending the Centre National de Référence 
des Infections Sexuellement Transmissibles et de la Thérapie Antirétrovirale 
(CNRISTTAR) were prospectively enrolled and tested for HPV. Genomic DNA 
was extracted using the DNeasy Blood and Tissue kit (Qiagen, CA, USA). 
Human beta-globin DNA was detected by PCR. Anyplex II HPV28 (H28) HPV 
Genotyping Test (Seegene, Seoul, South Korea) was used for HPV genotype dis-
tribution in human beta-globin DNA positive samples.
Results: . Among the 42 anal specimens, 29 (69% [95% CI: 55.0-83.0%]) were 
positive for HPV DNA. Multiple genotypes infections were frequent in 86.2% 
(25/29; 95% CI: 73.6-98.7%) of positive anal samples and 88% of them were in-
fected by an average of 2.5 HR-HPV (range, 1 to 8 genotypes per anal specimen). 
13.8% of anal samples were infected with a single type of HPV and all of them were 
high-risk types. HPV-31 was found in 65% of single HPV infection. HR-HPV type 
35 was the most prevalent genotype (27.5%), followed by HPV-42 and HPV-53 
(24.1%), HPV-58 and -59 (20.7%) and HPV-31 and -61 (17.2%). Interestingly, 
HR-HPV -16 and -18 were poorly represented in 13.8% (4/29) and 10.3% (3/29), 
respectively. Only one sample was simultaneously infected by HPV-16 and HPV-
18. Low-risk (LR) HPV-6 and HPV-11 were observed in 2 and 3 anal samples, re-
spectively.
Conclusions: HR-HPV-35, LR-HPV-42 and LR-HPV-53 were the most prevalent 
genotypes in anal samples. These findings demonstrate unusual and unique distri-
bution of HVP genotypes in the MSM population of Bangui, and indicate that the 
currently available 9-valent HPV vaccine would be poorly effective in this at-risk 
population. 

WEPEB0579
Anal high-risk HPV persistence and risk factors in Thai, 
Indonesian and Malaysian MSM
E. Yunihastuti1,2, N. Teeratakulpisarn3, T. Parwati4,5, I. Azwa6, T. Pankam3, 
W.S. Jeo1,2, H. Nilasari1,2, A. Somia4,5, I. Yee6, S. Nonenoy3, D. Trachunthong3, 
J. Palefsky3,7, N. Phanuphak3, Anal Neoplasia Study in Asia and the Pacific 
(ANSAP) Study Group 
1Faculty of Medicine Universitas Indonesia, Jakarta, Indonesia, 2Ciptomangunkusumo 
Hospital, Jakarta Pusat, Indonesia, 3The Thai Red Cross AIDS Research Centre, 
Bangkok, Thailand, 4Faculty of Medicine Universitas Udayana, Bali, Indonesia, 
5Sanglah Hospital, Denpasar, Indonesia, 6Faculty of Medicine University of Malaya, 
Infectious Disease, Kuala Lumpur, Malaysia, 7University of California, San Francisco, 
United States 
Presenting author email: evy.yunihastuti@gmail.com

Background: Persistent anal infection with high-risk HPV (HR-HPV) is a major 
risk factor for anal cancers among MSMs. Knowledge about anal HR-HPV persis-
tence in Asia is very limited. We studied anal HR-HPV persistence and its associ-
ated factors among MSM in Thailand, Indonesia and Malaysia.
Methods: MSM aged ≥18 years were enrolled from Bangkok, Jakarta, Bali and Kuala 
Lumpur and followed up 6 monthly intervals for 12 months. A Dacron swab was used 
to collect anal samples for HPV genotyping. Persistence anal HR-HPV was defined 
as the presence of HR-HPV type(s) at all three visits. Incidence anal HR-HPV was 
defined as new detection of HR-HPV type(s) at months 6 and 12 without HR-HPV 
type(s) at baseline. Baseline demographic data, risk behavior and HIV clinical data 
were included in the logistic regression models to identify factors associated with 
persistent anal HR-HPV infection.
Results: Of 392 (235 HIV-positive) MSM enrolled, HIV-positive MSM were older 
[mean age 35.8(SD 9.0) vs. 32.1(SD 9.2) years], more likely to have a history of 
sexually transmitted infections (27.7 vs. 18.5%), have had unprotected sex in the 
past 6 months (26.0 vs. 42.7%), and were less likely to be circumcised (35.3 vs. 
45.9%). Of the HIV-positive MSM, 63.0% were taking antiretroviral treatment for 
a median (IQR) time of 3.0 (1.8-5.8) years.
High-risk HPV types were detected more frequently in HIV-positive MSM than 
HIV-negative MSM at baseline (66.5 vs. 50.8%, p=0.004). Overall persistence of 
any HR-HPV types was 33.3%, while the incidence was 8 per 100-person-months. 
HPV-16 was the most prevalent HR-HPV type (16.9%) at baseline, had the highest 
incidence (5.1 per 100 person-months), and the highest persistence (9.9 %).
Being HIV-positive (OR 3.66, 95%CI 1.84-7.26, p<0.001), living in Kuala Lumpur 
(OR 3.49, 95%CI 1.45-8.42, p=0.005), and employed (OR 2.01, 95%CI 1.22-
3.33, p=0.007) increased the risk for the overall persistence of HR-HPV. 
Persistent HPV-16 was associated with being HIV-positive (OR 3.93, 95%CI 1.34-
11.53, p=0.01) and living in Kuala Lumpur (OR 5.98, 95%CI 1.70-21.03, p=0.005).
Conclusions: More than half of MSM in South-East Asia had anal HR-HPV infec-
tion. HPV-16 was the most common incident and persistent HR-HPV type. HIV-
positive status significantly increased the risk of persistent infection of HR-HPV 
types, including HPV-16. 

WEPEB0580
Multidisciplinary management of MSM patients practicing 
chemsex and slam, in a LGBT-community sexual health clinic
T. L’yavanc, N. Pierre, A. Zugmeyer, D. Gosset, M. Ohayon 
Centre de Santé Le 190, Paris, France 
Presenting author email: michel.ohayon@tnn.aphp.fr

Background: Chemsex (use of drugs before or during sexual intercourse) and slam 
(chemsex with intravenous drugs injections) emerged since late 2000’s in the gay 
community. The main complications are addictions, psychiatric disorders, and in-
fectious diseases (HIV, HCV). Few data were published on this field, particularly 
treatment’s guideline. 
The objective of the study was to describe our focused healthcare program and 
evaluate quantitatively his efficiency.
Methods: This study is a retrospective analysis of participants who have recorded 
for addiction in a LGBT-community sexual health clinic in the center of Paris, the 
“190”. For each participant, the frequencies of chemsex practice (daily, weekly, 
monthly, quarterly, on occasion, past, or none) at the first and the last consultation 
were recorded and compared. Participants who had a follow-up (defined as at least 
3 consultations and at least 3 months of follow-up during the study interval) were 
included in the efficiency evaluation.
Results: From 2013 to 2016, 144 participants consulted because of chemsex, gen-
erating 1120 addictologic, psycho-sexological, or psychiatric consultations. All were 
men, average age 39 years, 59% were HIV-infected, 45% practiced slam, with a 
weekly or daily frequency for 2/3 of them. Among them, 79 MSM practicing chem-
sex initiated a follow-up for this reason: average age 39 years, 63% HIV-infected, 
54% practicing slam, with a daily or weekly frequency for 3/4 of them. The follow-
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up was mainly multidisciplinary (67%), mostly addictologic (89%) and psycho-sexo-
logical (73%) but also psychiatric for 25%. The average of follow-up was 14 months 
and 12 consultations. Half of the patients involved in a follow-up reduced (39%) or 
stopped (9.9%) chemsex or slam practices.
Conclusions: The multidisciplinary management set up in the “190” satisfies a 
strong demand. Despite severe addictologic profiles, this follow-up has a positive 
quantitative impact since half of the participants reduced or stopped chemsex or 
slam consummation. It seems necessary to develop this kind of healthcare programs 
in structures receiving MSM. 

WEPEB0581
Communication outlets of men who have sex with men in 
Nigeria and implications for program planning and interventions
A. Adepoju 
KNCV Tuberculosis Foundation, HIV and TB Care, Igando, Nigeria 
Presenting author email: schrodinga05@yahoo.com

Background: Men who have sex in Nigeria communicate in fearful and harsh en-
vironment where being gay has been criminalized. An understanding of common 
means of communication of Men who have Sex in Nigeria will provide insight on 
communication platform where HIV prevention interventions should focus for 
maximum impact. The objective of the study was to identify common means of 
communication outlets among men who have sex with men in Nigeria for interven-
tion purpose.
Methods: A total of 6,114 key informant interviews were conducted. Population size 
estimates was incorporated into a mapping and characterization which took place 
between July and September 2015 across 20 Local Government Areas (LGAs) in 
Lagos, Nigeria. We utilized the capture-recapture method to identify MSM who 
were engaged in key informant interview. Data were also triangulated to ensure 
accurate estimate of three hidden and highly stigmatized populations in Lagos, 
Nigeria.
Results: In the capture phase, 329(25.4%) used emails, 1623(83%) used phone, 
1543(78.6%) communicated through friend while the highest percentage of 
MSM 1816(86.2%) used the social media (Instagram, Facebook, twitter, SMS, 
WhatsApp, MSM parties and 2-go chat). In the recapture phase, 161(26.8%) used 
email as means of communication, 715(81.7%) used phone, 799(84.9%) communi-
cated via a friend while 873(87.8%) used the social media.More than one quarter 
(27.3%) of MSM were interviwed in internet cafes during the study.
The commonest means of communication was the social media including 2-go, 
Instagram, MSM parties SMS, WhatsApp and Twitter 86.2% and 87.8% of MSM 
reported to have used these social media outlets in the capture and recapture phas-
es respectively.
Conclusions: Overall, a high proportion of MSM in Nigeria utilized the social media 
as the commonest means of communication and meeting male sex partners on-
line. The information in this study can be used to direct and target interventions 
or how best to model delivery of HIV prevention messaging to these MSM, who 
represent a young, highly educated and highly stigmatized group. These data sug-
gest that further research assessing the feasibility and acceptability of social media 
interventions will be increasingly important to addressing the HIV epidemic among 
MSM across Nigeria. 

WEPEB0582
Is access to direct-acting antivirals (DAA) universal?  
A comparison of socio-behavioral characteristics between 
pegylated-interferon treated and DAA-treated patients  
in the French ANRS CO13-HEPAVIH cohort of HIV-HCV 
co-infected patients
I. Yaya1, P. Roux1, F. Marcellin1, L. Wittkop2, L. Esterle2, B. Spire1, S. Dominguez3, 
L. Piroth4, P. Sogni5, D. Salmon-Céron6, P. Carrieri1 
1INSERM U 912 - SESSTIM, Marseille, France, 2Université Bordeaux, ISPED, 
Bordeaux, France, 3AP-HP, INSERM U 955, Créteil, France, 4CHU Dijon, Université 
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Presenting author email: issifou.yaya@inserm.fr

Background: Direct acting antivirals (DAA) have dramatically increased the ef-
ficacy and safety of hepatitis C virus (HCV) infection treatment in HIV-HCV co-
infected patients. However, their high costs translate into reduced access to HCV 
treatment for specific groups of patients. This study aimed at comparing the socio-
behavioral characteristics of patients initiating pegylated-interferon (Peg-IFN)-
based HCV treatment with those initiating DAA-based treatment, in a French 
hospital-based cohort of HIV-HCV co-infected patients.

Methods: ANRS CO13-HEPAVIH is a national multicenter prospective cohort 
started in 2006, which enrolled 1,850 HIV-HCV co-infected patients followed-
up in French hospital outpatient units. Both clinical/biological (medical records) 
and socio-behavioral (self-administered questionnaires) data were collected during 
follow-up. We selected patients with socio-behavioral data available before HCV 
treatment initiation. Univariable (Chi2 test) and multivariable (logistic regression) 
analyses were performed to compare pre-treatment characteristics of patients ini-
tiating Peg-IFN based with those initiating DAA-based treatment.
Results: A total of 596 patients were included in this analysis. Among them, 367 
initiated peg-IFN-based treatment, and 229 DAA-based treatment. There were 
significant differences between both groups regarding patients’ mean age (45 years 
±6 for the Peg-IFN group vs. 52 years ±8 for the DAA group, p<0.001), unstable 
housing (21.1% vs. 11.3%, p=0.034), drug use (43.9% vs. 30.1%, p=0.0008), regular 
or daily use of cannabis (24.1% vs. 15.9%, p=0.0004) and history of drug injection 
(68.8% vs. 38.8%, p<0.0001).
In multivariable analysis, patients initiating DAA-based treatment were older than 
their Peg-IFN-based treatment counterparts (aOR=1.17; 95%CI [1.13; 1.21]). The 
former group were less likely to report unstable housing (aOR=0.50; 95%CI [0.26; 
0.95]), cannabis use (regular or daily use: aOR=0.53 [0.3; 0.95]; non-regular use: 
aOR=0.44 [0.24; 0.81]), and a history of drug injection (aOR=0.60; 95%CI 
[0.39; 0.91]).
Conclusions: Although in this co-infection cohort, it is possible that a majority 
of patients with socio-economic problems and advanced disease were treated for 
HCV in the Peg-IFN era, it seems that prescription of DAA concerns fewer pa-
tients with more unstable lifestyles. As HCV treatment is prevention, improving 
access to DAA, in particular to individuals with high-risk behaviors, remains a major 
clinical and public health strategy. 

WEPEB0583
Reasons for initiation and experiences related to  
sexualized drug use in a sample of HIV-positive men  
who have sex with men
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Presenting author email: pabloryan@gmail.com

Background: High prevalence of sexualized drug use(SDU) has been described in 
several samples of HIV-positive (HIV+) patients. However, motivations to engage 
in SDU are still poorly studied. We aimed to describe the reasons for starting and 
participating in SDU in a sample of HIV+ patients in Madrid (Spain).
Methods: We used an anonymous survey to explore magnitude and factors related 
to SDU (mephedrone, ketamine, GHB, crystal meth, MDMA, cocaine and/or am-
phetamine) in a sample of HIV+ MSM attending in 22 HIV clinics in Madrid 2016. 
The survey was conducted using REDCapTM. From May to December 2016 a total 
of 511 participants completed the survey. The present analysis includes the group of 
patients who referred SDU during the past year. We described sociodemographical 
characteristics, type of drugs and proportions of patients who referred each type of 
reason for starting or getting engaged in SDU.
Results: We analysed the responses of 190 patients who referred SDU in the last 
year. Most of them were middle aged (Mean(SD)=37.8 (7.5)), 72% Spanish born, 
71% had salaries above 1000 euros, and 88% were on ART. The drugs more com-
monly used were: GHB (53.2%), Cocaine (51.6%), Mephedrone (50%), MDMA 
(21.1%) and crystal methanphetamine (18.4%).
Table 1 shows frequencies of patients by reasons of consumption the first time of 
engaging in practices associated to SDU (Table 1). Motivations that led to SDU 
subsequent times are shown in Table 2. 
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REASONS N(%)
Get new pleasurable experiences 126 (66.3)
Try new drug uses 63 (33.2)
Facilitate painful sexual practices 39 (20.5)
Having sex with someone liked 37 (19.5)
Avoid negative feelings 23 (12.1)
Feeling accepted/included with others 15 (7.9)
Less concern about HIV-diagnosis 14 (7.4)
Do practices that others asked 3 (1.6)

[Table 1. Table 1. Reasons for SDU (first time)]

REASONS N(%)
More arousal during sex 147 (77.4)
Sexual disinhibition, different practices 89 (46.8)
Longer sexual response/sessions 93 (48.9)
Avoid negative feelings 34 (17.9)
Overcoming shyness/insecurity 28 (14.7)
Make painful practices 26 (13.7)
Less concern about HIV-diagnosis 26 (13.7)
Feeling accepted/included with others 14 (7.4)

[Table 2. Reasons for SDU (any time)]

Conclusions: Most HIV+ MSM in our sample referred SDU to enhance and facili-
tate sexual practices. However, a relatively high proportion of patients had SDU to 
avoid unpleasant feelings or face problematic situations. 

WEPEB0584
Unmet contraceptive need in HIV-positive Kenyan female  
sex workers
G. Muthee1, K. Yuhas2, K. Wilson2, L. Masese2, J. Kinuthia3, W. Jaoko4,  
K. Mandaliya2, R.S. McClelland2 
1Kenyatta National Hospital, Discordant Couple Center, Mombasa, Kenya, 2University 
of Washington, Seattle, United States, 3Center for Microbiology Research and Center 
for Clinical Research, Kenya Medical Research Institute, Nairobi, Kenya, 4University of 
Nairobi, Nairobi, Kenya 
Presenting author email: warugurug@gmail.com

Background: Public health interventions designed to reduce HIV and STI incidence 
in female sex workers (FSWs) often overlook their broader reproductive health 
needs. Unintended pregnancy is a major occupational risk factor for FSWs. The 
objective of this study was to examine the prevalence and correlates of unmet con-
traceptive need in this key population.
Methods: We examined data collected at enrollment of HIV-positive women enter-
ing the Mombasa Cohort, a prospective cohort study of FSWs in Kenya. Unmet 
contraceptive need was defined as intending to delay the birth of the next child, 
or not wanting any more children, yet not using modern contraception other than 
condoms alone. Poisson regression was used to calculate unadjusted and adjusted 
prevalence ratios (PRs) for factors associated with unmet contraceptive need.
Results: Of the 376 HIV-positive FSWs enrolled between October 2012 and 
December 2016, 216 (57.4%), 95% confidence interval [CI]: 52.3%-62.5%) had 
unmet contraceptive need. In multi-variable analysis, increasing age and experienc-
ing physical abuse in the past 12 months were associated with a higher prevalence 
of unmet contraceptive need (Table 1). In the subset of 333 women who denied 
currently trying to become pregnant, desire for another child in the future was also 
associated with unmet contraceptive need after adjusting for age, workplace, and 
history of physical abuse (adjusted PR 1.32, 95%CI 1.13-1.54, p< 0.001). 

Characteristic N Unmet need 
n (%) PR (95% CI) p-value aPR (95% CI) p-value

Age (years)    0.096  0.003
20-25 31 12 (38.7) 1  1  

26-35 131 71 (54.2) 1.40 (0.87, 2.24)  1.57 (0.96, 
2.58)  

36-45 182 110 (60.4) 1.56 (0.99, 2.47)  1.95 (1.19, 
3.20)  

>46 32 22 (68.8) 1.78 (1.08, 2.93)  2.33 (1.36, 
3.98)  

Physical abuse in 
past year   0.095  0.039

No 241 190 (55.7) 1  1  

Yes 35 24 (68.6) 1.23 (0.96, 1.57)  1.28 (1.01, 
1.62)  

[Table 1.]

Conclusions: This study demonstrated a high prevalence of unmet contraceptive 
need in HIV-positive FSWs. Interventions are needed to improve contraceptive ac-
cess and uptake as a component of comprehensive HIV care for this population. 

WEPEB0585
HIV risk and outcomes in transgender patients enrolled  
in a large integrated health care system
W. Towner1, R. Contreras2, Q. Yuan2, R. Hechter2 
1Kaiser Permanente Southern California, Department of Infectious Disease, Los 
Angeles, United States, 2Kaiser Permanente Southern California, Department of 
Research and Evaluation, Pasadena, United States 
Presenting author email: william.j.towner@kp.org

Background: Data on HIV risk and HIV related outcomes in transgender individu-
als is lacking. We sought to compare rates of HIV virologic suppression between 
transgender and cisgender HIV-infected patients in an integrated health care sys-
tem in the United States. To estimate risk of HIV infection in the HIV-uninfected 
transgender population, we also examined history of sexually transmitted infections 
(STI).
Methods: We conducted an observational retrospective cohort study of HIV-
infected adults and uninfected transgender patients who received care during 
2010-2015 in Kaiser Permanente Southern California. History of STI diagnoses 
in HIV-uninfected transgender patients were ascertained using electronic medical 
records. HIV virologic suppression was defined as having at least one measurement 
of HIV RNA <200 copies/mL, and sustained suppression was defined as having 
2 consecutive values of HIV RNA <200 copies/mL. Modified Poisson regression 
models adjusted for age and gender were used to assess the impact of transgender 
status on HIV RNA suppression and sustained suppression during the 12 months 
after entry into the cohort, as compared to HIV-infected cisgender patients.
Results: 

Characteristics  Transgender 
HIV+ adults N=79

Non-transgender 
HIV+ adults N=11,427 P-value

Age, n (%) 18-39 34 (43.0) 3,633 (31.8) 0.0587
 40-59 42 (53.2) 6,626 (58.0)  
 60+/unknown 3 (3.8) 1,168 (10.2)  
Gender*, n (%) Male 1 (1.3) 10,385 (90.9) <0.0001
 Female 78 (98.7) 1,042 (9.1)  
Race/ethnicity, n (%) Non-Hispanic White 13 (16.5) 4,629 (40.5) <0.0001
 Hispanic 34 (43.0) 3,706 (32.4)  
 Non-Hispanic Black 21 (26.6) 1,909 (16.7)  
 Other/unknown 11 (13.9) 1,183 (10.4)  

*Among transgender patients, gender refers to transgender male and transgender female.

[Demographic Characteristics of Transgender and Non]

Among 3,286 HIV-uninfected transgender persons, the proportions of those ever 
had a diagnosis of syphilis, gonorrhea, or chlamydia were 1.52, 0.94 and 1.58 %, re-
spectively. We identified 11,427 non-transgender and 79 transgender HIV-infected 
patients during the study period (Table). Compared to HIV-infected cisgender pa-
tients, HIV-infected transgender patients had a similar likelihood of achieving both 
virologic suppression (adjusted relative risk, aRR: 1.02, 95% CI: 0.92-1.12) and sus-
tained suppression (aRR: 1.03, 95% CI: 0.90-1.17).
Conclusions: Amongst a diverse HIV-infected transgender cohort, no differ-
ences in HIV virologic outcomes were observed when compared to cisgender HIV-
infected patients. Rate of STIs were high in the HIV-uninfected transgender group; 
therefore proactive HIV risk-reduction strategies in this population may be war-
ranted. 
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WEPEB0586
High levels of treatment non-adherence due to concerns for 
interactions between antiretroviral therapy and feminizing 
hormones among transgender women in Los Angeles, CA
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Background: Feminizing hormone therapies (HT) are critical to harmonizing gen-
der identity and expression for transgender women (TW), and antiretroviral therapy 
(ART) is essential for HIV-infected (HIV+) individuals. However, both HT and ART 
have potential side effects, and drug-drug interactions (DDI) exist between some 
ART and HT. Despite this, limited data exists addressing knowledge of ART-HT 
side effects and DDIs among TW. We assessed knowledge of HT and ART side ef-
fects and DDIs, including effects on treatment adherence, among HIV+ and HIV-
uninfected (HIV-) TW.
Methods: From March-July 2016, self-identified TW were recruited from APAIT, a 
community-based AIDS service organization in Los Angeles, California, for a cross-
sectional study assessing HIV, HT and access to and engagement in health care. 
Participants reported sociodemographics, medical history and knowledge of ART-
HT DDIs. All HIV+ TW were on ART.
Results: Participants (n=87; Table 1) had mean age 45 years; 62% were Hispanic, 
54% HIV+ (mean CD4+ T lymphocyte count 555 cells/mm3) and 69% were on 
HT. ART use included 40% integrase inhibitor-, 32% protease inhibitor- and 28% 
NNRTI-based ART. Most (77%) had a regular healthcare provider, although 25% 
(HIV- 13%, HIV+ 34%) reported unsupervised HT and only 68% (HIV- 78%, HIV+ 
61%) discussed potential HT side effects with their provider. Although 57% of HIV+ 
TW reported concern for ART-HT interactions, only 49% discussed ART-HT DDI 
with their provider and 40% cited this concern as a reason for not taking ART (n=5), 
HT (n=5) or both (n=7) as directed. 

 HIV- (n=40; 46%) HIV+ (n=47; 54%)

Age (years) 43 (12) 48 (10)

Hispanic ethnicity 65% 60%

Black/African American race 13% 21%

No healthcare insurance 21% 33%

Current feminizing HT use 65% 72%

Planned future feminizing HT use 26% 16%

Substance Use (last 90 days) 25% 47%

*Mean and standard deviation or percent reported. HT=hormone therapy.

[Table 1: Participant Demographics*]

Conclusions: TW frequently have concerns about potential ART and HT side ef-
fects and DDIs that, coupled with sub-optimal provider engagement, contribute to 
both ART and HT non-adherence. Improved clinician and patient engagement and 
education are needed to address these concerns and optimize care for TW. Future 
research will address ART-HT interactions and side effect risk for TW, and investi-
gate approaches to mitigate risk. 

WEPEB0587
Factors associated with medical doctors’ intention to 
discriminate against transgender patients in Kuala Lumpur, 
Malaysia
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A. Kamarulzaman2, F. Altice1 
1Yale School of Medicine, New Haven, United States, 2University of Malaya, Kuala 
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Presenting author email: jeffrey.wickersham@yale.edu

Background: Transgender people (TGP) are frequent targets of discrimination as a 
result of their stigmatized social status. Discrimination in the context of healthcare 
is an important and understudied phenomenon that can lead to poor health out-
comes. TGP who face stigma and discrimination are at an increased risk for depres-
sion, suicide, and HIV. In fact, transgender women have the highest HIV burden of 
any at-risk group, including men who have sex with men and injection drug users. 

The current study explores factors associated with medical doctors’ intention to 
discriminate against TGP in Malaysia.
Methods: A total of 436 medical doctors at two major university medical centers 
in Kuala Lumpur, Malaysia, completed an online survey. Sociodemographic char-
acteristics, stigma-related constructs and intentions to discriminate against TGP 
were measured. Bivariate Pearson correlations were performed to examine the as-
sociations between stigma-related constructs and discrimination intent. Bivariate 
and multivariate linear regression was used to evaluate independent covariates of 
discrimination intent.
Results: Medical doctors who felt more fearful of TGP and held more shameful at-
titudes about TGP expressed greater intention to discriminate against TGP, whereas 
doctors who endorsed the belief that TGP deserve good care were less likely to 
intend to discriminate. The final model accounted for 54% of the variance in dis-
crimination intent, with 46% accounted for by stigma-related constructs and 8% 
accounted for by socio-demographic characteristics.
Conclusions: Constructs associated with transgender stigma play an important role 
in medical doctors’ intention to discriminate against transgender patients. Future 
development of interventions to improve medical doctors’ knowledge and attitudes 
of TGP may reduce discriminatory intent in the setting of medical care and improve 
quality of healthcare delivery for this important patient group. 

WEPEB0588
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and treatment services: HIV outcomes among transgender 
women compared with cisgender men who have sex with men  
in eight sub-Saharan African countries
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Background: There is growing body of evidence that transgender women bear a 
heavy and disproportionate burden of HIV globally. Across Sub-Saharan Africa, 
there has been an increased awareness of the importance of addressing the needs of 
key populations, however, transgender women are often ignored or included as men 
who have sex with men (MSM). Preliminary data from three West-African nations 
found that HIV burden among transgender women was nearly three times that of 
cisgender MSM (19%vs7%, P< 0.01). Characterizing the specific HIV prevention 
and treatment needs among transgender women compared to cisgender MSM can 
guide the development and implementation of these programs.
Methods: Transgender women (n=937) and MSM (n=3,649) living with HIV were 
included who completed HIV testing and a structured survey instrument accrued 
with similar methods using respondent-driven sampling in Burkina Faso, Cote 
d’Ivoire, The Gambia, Lesotho, Malawi, Senegal, Swaziland, and Togo. Student t-
tests were used to compare the proportions of each care continuum variable for 
transgender women and MSM.
Results: Transgender women (78%) were significantly more likely than MSM (74%) 
to have ever been tested for HIV (p=0.04) and to have been tested in the prior 12 
months (50% versus 44%, p=0.004). A significantly greater proportion of trans-
gender women (11%) compared with MSM (4%) had been told they had HIV by a 
doctor (p< 0.001). However, on HIV testing, 25% and 14%, respectively were HIV-
positive (p< 0.001). Of those who were aware of their HIV status, 67% of transgen-
der women and 42% of MSM were currently being treated (p=0.002).
Conclusions: These data confirm that transgender women across SSA demonstrate 
a heavy and disproportionate burden of HIV, even when compared with cisgender 
MSM. Moreover, the determinants of engagement in care differ between cisgen-
der MSM and transgender women further reinforcing the need for specific imple-
mentations considerations for HIV prevention and treatment programs even in the 
more generalized HIV epidemics across Sub-Saharan Africa. 
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Migrants and virological rebound on ART in France:  
role of socioeconomic factors
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G. Pialoux3, C. Goujard4, L. Meyer2, Copana Study Group 
1APHP, Clamart, France, 2INSERM U1018, Bicêtre, France, 3APHP, Paris, France, 
4APHP, Bicêtre, France 
Presenting author email: sophie.abgrall@aphp.fr

Background: Achievement of the 90:90:90 UNAIDS target is conditioned by a 
sustained viral suppression on cART. Some studies in Western countries have sug-
gested that virological rebound (VR) is more frequent in migrants.
Methods: We included 158 migrants from sub-Saharan Africa (SSA), 53 other 
migrants (OTH) and 288 French natives (FRA) enrolled from 2004 to 2008 in 
the French ANRS-COPANA cohort, who started a first cART (2 NRTIs with PI, 
NNRTI or II) and achieved viral suppression (VS) defined by viral load (VL) <50 
cp/ml within one year. Probability of a subsequent VR, defined by one VL>1000 
cp/ml or two consecutive VL between 50-1000 cp/ml, was compared between 
FRA, SSA and OTH by Kaplan-Meier survival analysis. Determinants of VR were 
assessed by using Cox models including geographical origin, demographic, clinical, 
biological and various socioeconomic data updated at the time of first VS, among 
which educational level, employment, income, self-reported financial difficulties, 
partnership, HIV status disclosure.
Results: cART was started a median time of 1.2 (0.3-2.9) years after HIV diagnosis 
and lead to VS within a median time of 4.2 (2.8-6.2) months. VR occurred in 116 
persons (23%). The 4-year probability (95%CI) of VR was 15% (9-21) in FRA HSH, 
16% (8-24) in FRA heterosexuals, 33% (25-41) in SSA and 30% (16-44) in OTH 
(p<0.001). Migrant status (HR, 2.44 (95%CI, 1.16-3.61) for SSA, 1.74 (0.96-3.18) 
for OTH, vs. FRA), female sex, type of cART, HIV non-disclosure, low educational 
level, financial difficulties, unemployment and not being owners/renters of their 
house were associated with VR, while calendar period, VL and CD4 count at cART 
initiation were not. 
In multivariate analysis, HIV status non-disclosure (aHR 1.69, 1.05-2.70) and PI 
including-cART (aHR 1.76 (1.13-2.75) versus other cART) remained associated 
with VR. Migrants were no longer at a higher risk of VR after adjustment for sex, 
type of cART, educational level, financial difficulties and HIV disclosure. These last 
three factors had the biggest impact on changes between the crude and aHRs in 
migrants.
Conclusions: Social factors are strong determinants of the sustainability of the viral 
response on ART and must be addressed in a global HIV care strategy. 
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1BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 2Ragon Institute of 
MGH, MIT and Harvard, Cambridge, United States, 3Harvard Medical School, Boston, 
United States, 4Massachusetts General Hospital, Infectious Disease Division, Boston, 
United States, 5Mbarara University of Science and Technology, Mbarara, Uganda, 
6University of California, San Francisco, United States, 7Massachusetts General 
Hospital, Boston, United States, 8National Cancer Institute, Center for Cancer 
Research, Frederick, United States 
Presenting author email: klee54@mgh.harvard.edu

Background: Despite a poor toxicity profile, zidovudine supersedes abacavir as a 
first-line agent in many international treatment guidelines due to concerns about 
HLA-B*57:01-related abacavir-hypersensitivity. An important question is wheth-
er abacavir should become a first-line option in resource limited settings where 
HLA-B*57:01 is sufficiently rare. 
In one of the largest HLA-typing efforts in sub-Saharan Africa, we assessed HLA 
alleles among 581 HIV-infected patients in Kampala (n=81) and Mbarara (n=500) 
to guide regional clinical decision-making.
Methods: Specimens were drawn from the UARTO cohort, including 81 pilot sub-
jects enrolled from Kampala during 2002-2004 and 500 subjects enrolled from 
Mbarara during 2005-2010, just prior to antiretroviral therapy initiation. HLA-
typing was performed using Roche/454/Fluidigm HLA Typing Kits following the 
Roche protocols. HLA alleles and genotypes were called using the Conexio ATF 
454 HLA typing software.
Results: Samples from 52 (64%) individuals in Kampala, and 461 (92%) individu-
als in Mbarara yielded successful HLA-genotyping results. HLA-B*57:01 was not 
observed in the 52 Kampala subjects. In the main Mbarara cohort, one subject was 
heterozygous for HLA-B*57:01 among 461 subjects (0.2% prevalence). This sub-
ject did not receive abacavir during study observation from 2006 - 2011. Overall, 
during the entire follow up duration from 2005-2015 in Mbarara, only two other 

patients ever-used abacavir (0.4% usage rate); neither had HLA-B*57:01. The low 
prevalence of HLA-B*5701 is consistent with other smaller studies conducted in 
sub-Saharan Africa.
Conclusions: Given the low prevalence of HLA*B57:01 carriage in our cohort and 
others in sub-Saharan Africa (Table 1), the cautious use abacavir-based therapy may 
be more advisable than zidovudine-based therapy when tenofovir is not a viable op-
tion. The benefits of abacavir over zidovudine-based therapy should be considered 
in regional guidelines given abacavir has superior efficacy, once-daily dosing, and 
has been studied as a component of regimens containing integrase strand transfer 
inhibitors. 

Country Region/ 
Ethnicity

Sample 
size

Allele 
frequency

Received 
abacavir?

Abacavir 
hyper-

sensitivity 
reaction rate

References

Kenya Nandi 240 0.0083 No NA Cao, 2004
Kenya Luo 265 0.0076 No NA Cao, 2004
Mali Dogon 138 NA No NA Cao, 2004

Uganda Kampala 161 0.0311 No NA Cao, 2004
Zambia Lusaka 44 0.0114 No NA Cao, 2004

Guiné-Bissau NA 65 0 No NA Spínola, 2005

Uganda Kampala, 
Entebbe 300 0 Yes 6/300 (2%) Munderi, 2011

Uganda Kampala 52 0 No NA This study
Uganda Mbarara 461 0.001 No NA This study

[Table1. Prevalence of B*5701 in sub-Saharan Africa]

WEPEB0591
Early results of universal test and treat implementation  
in a large Zambian correctional facility
M. Herce1,2, H. Smith2, S. Hatwiinda2, P. Chilembo2, M. Siyambango2,  
L. Kashela2, C. Yenga2, A. Kayuni2, C. Moonga2, S. Topp2,3, M. Muyoyeta2,  
C. Chisela4, G. Magwende4, C. Moyo5, S. Reid2,6 
1University of North Carolina at Chapel Hill, Department of Medicine, Division 
of Infectious Diseases, Chapel Hill, United States, 2Centre for Infectious Disease 
Research in Zambia, TB Unit, Lusaka, Zambia, 3James Cook University, College of 
Public Health, Medical & Veterinary Sciences, Townsville, Australia, 4Ministry of Home 
Affairs, Government of the Republic of Zambia, Zambia Correctional Service, Kabwe, 
Zambia, 5Ministry of Health, Government of the Republic of Zambia, Lusaka, Zambia, 
6University of Alabama at Birmingham, Department of Medicine, Division of Infectious 
Diseases, Birmingham, United States 
Presenting author email: helene.smith@cidrz.org

Background: High HIV prevalence is an ongoing challenge in Zambian correctional 
facilities. To provide inmates with the benefits of treatment as prevention (TasP), 
generate evidence to tailor universal test and treat (UTT) in correctional settings, 
and coordinate tuberculosis screening among HIV-infected inmates, we launched a 
UTT implementation research study at Lusaka Central (LC), one of Zambia’s largest 
correctional facilities. We present interim findings here.
Methods: We offered immediate ART to inmates with newly diagnosed HIV or pre-
viously diagnosed HIV not yet on ART, regardless of CD4 or WHO stage. To enable 
UTT, we strengthened the LC health system by: training corrections officers and 
health workers; hiring a study nurse and clinician; and supporting routine HIV test-
ing services (HTS) and viral load (VL) testing. To evaluate impact, we strengthened 
routine data systems, and prospectively collected data along the HIV cascade for a 
cohort of HIV-positive inmates consenting to immediate ART.
Results: From June—December 2016, 1,662 inmates were offered and 1,413 
(85.0%) accepted HTS; 198 (14.0%) were found HIV-infected [177 men (89.4%), 
21 women (10.6%)]. 172 (86.9%) were referred to the study for immediate ART 
with 149 (86.6%) meeting study eligibility criteria; 149 (100%) enrolled and 149 
(100%) started ART [135 men (90.6%), 14 women (9.4%)] within 1 day (IQR:1-5 
days). Mean age was 33.2 years (sd:7.8 years). Median baseline CD4 was 284 cells/
mm3 (IQR:191-401). Prior to ART, 144 (96.6%) inmates underwent TB screening, 
7 were diagnosed with tuberculosis by Xpert and 3 clinically; all 10 (100%) started 
anti-tuberculosis treatment. After 5 months, 88 (59.1%) inmates receiving im-
mediate ART remained in study follow-up and 61 (40.9%) had been released or 
transferred, with non-significantly more women (n/N=9/14, 64.3%) than men (n/
N=79/135, 58.5%) retained in the cohort (p=0.68). Of 13 inmates with VL testing 
after ≥3 months on ART, 11 (84.6%) were suppressed (VL≤40 copies/ml).
Conclusions: Implementing UTT within a large correctional facility resulted in high 
uptake of HTS and immediate ART for inmates with advanced immunosuppression, 
and facilitated tuberculosis screening, diagnosis and treatment. Logistical complex-
ities posed by the Zambian correctional setting, including frequent inmate trans-
fer and release, threaten to interrupt the HIV care continuum for HIV-positive 
inmates. 
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WEPEB0592
A high mortality among male HIV-infected patients after  
prison release
F. Huber1,2,3, A. Merceron3, Y. Madec4, G. Gadio2,3, V. About5, A. Pastre5,  
I. Coupez5, L. Adriouch1, S. Vandentorren6,7, M. Nacher1,3,8 
1COREVIH, Centre Hospitalier de Cayenne, Cayenne, French Guiana, 2Reseau Kikiwi, 
Cayenne, French Guiana, 3Université de Guyane, Cayenne, French Guiana, 4Emerging 
Diseases Epidemiology Unit, Pasteur Institute, Paris, French Guiana, 5UCSA, Centre 
Hospitalier de Cayenne, Cayenne, French Guiana, 6Sorbonne Universités, UPMC Univ 
Paris 06, INSERM, Institut Pierre Louis d’Épidémiologie et de Santé Publique (IPLESP 
UMRS 1136, Équipe de Recherche en Épidémiologie Sociale), Paris, France, 7French 
National Public Health Agency, Saint Maurice, France, 8Centre d’Investigation 
Clinique Epidemiologie Clinique Antilles Guyane, INSERM CIC 1424, Centre 
Hospitalier de Cayenne, Cayenne, French Guiana 
Presenting author email: florence.huber@ch-cayenne.fr

Background: Outside North American settings, data on treatment outcome and 
vital status of HIV-positive former inmates are scarce. French Guiana is a South 
American French territory, where HIV prevalence consistently exceeds 1% in the 
adult population. In 2014, it fluctuated around 4%in the only correctional facil-
ity. After describing the population of HIV-positive inmates, we aimed to evaluate 
mortality after release, and to identify its predictive factors.
Methods: All HIV-infected adults released from an incarceration of 30 days or 
more, between 2007 and 2013, were enrolled in a retrospective cohort study. 
Mortality was described over time, using Kaplan-Meier estimates. Factors associ-
ated with mortality were identified through a non-parametric survival regression 
model.
Results: Of the 147 former inmates included, 82.3% were male. The median age was 
37.3 years. The majority were migrants, 25.8% were homeless, 70.1% suffered from 
substance abuse. On admission, 78.1% had an early HIV-stage infection (CDC-
stage A), with a median CD4 count of 397.5/mm3. Upon release, 74 (50.3%) were 
on ART, and 84.5% of them had a viral load≤200copies/mL. The main reasons for 
not being treated were: not fulfilling the criteria (74.6%), and refusing ART (15.1%). 
After release, 8.2% of the cohort had died, with a crude incidence of 33.8/1000 
person-years. All recorded deaths were males, with an incidence of 42.2/1000 
person-years. Comparing with the age-specific mortality rates for males in French 
Guiana, the standardized mortality ratio was 14.8. 
In multivariate analysis, factors associated with death were age and a low CD4 
count before release.
Conclusions: Despite access to ART while incarcerated, with good virological out-
come, the post-release mortality was very high for males, almost 15 times what is 
observed in the male general population living in French Guiana, after age stan-
dardization. Access to ART in correctional facilities may be a necessary, but not 
sufficient condition to protect male inmates from death after release. 

WEPEB0593
Real time monitoring adherence for HIV patients with  
recurrent virological failure: an opportunity to improve linkage 
to care in vulnerable population (ANRS 950113)
G. Gras1, E. Aoustin2, R. Verdon3, V. Vitrat4, K. Steffic2, L. Grammatico-Guillon2 
1CHU Bretonneau, Infectious Diseases, Tours, France, 2CHU Bretonneau, Tours, 
France, 3CHU Cote de Nacre, Caen, France, 4CH Annecy Genevois, Annecy, France 
Presenting author email: g.gras@chu-tours.fr

Background: Five to 10% of HIV patients taking antiretroviral therapy experienced 
recurrent virological failure (rVF). These patients have frequently serious social and 
psychological problems and caregivers are often helpless.
Now, adherence data can be transmitted wirelessly through cellular networks and 
paired with individually tailored interventions in real time. Feasibility about real 
time adherence monitoring in this specific HIV population is unknown.
Methods: A pilot multicenter (3), prospective study was conducted from 2015 to 
2016. Patients living with HIV, > 18 years old with ≥ 2 separate events of virological 
failure were included. All study participants received a real-time adherence monitor 
(Wisepill Technologies) and were followed for 6 months. Patients received an SMS 
only if no signal was received from the monitor within 2 h of the expected dosing 
time. If no signal was received for more than 48 h, a mail notification was sent to 
caregivers (nurse and physician). Questionnaires about quality of live and real time 
monitoring were completed.
Results: Fourteen patients were included: mean age (years)=48.5, sex ratio H/F=6, 
median CD4 cells=382/mm3, mean duration (years) of HIV infection=16.7. The 
mean number of line therapy was high (7) and half of them suffered from mental 
illness. Initially, viral load was > 50 cp/mL for nearly all patients (12/14=86%). One 
patient has stopped the study and 6 were lost to follow up (42%). After 3 months, 
viral load was < 50 cp/mL for 7 patients. After 6 months, among 7 remaining pa-
tients, only 2 were still undetectable. In first month, mean adherence was 74.3% 

before reminder and 84.8% in 2 hours following SMS-reminder. Mean adherence 
decrease along the study to 50% (59% with SMS-reminder) after 5 months (32% 
for patients with virological failure). After 6 months, 4PAS score (to assess thera-
peutic relationship between patient and caregivers) was high (40.8/44). Two pa-
tients reported real time monitoring as an intrusion into their private life.
Conclusions: Real time adherence monitoring appears to be acceptable and feasible 
in vulnerable HIV population with rVF. Further studies are needed to understand 
reasons to decrease adherence after 3 months and improve automatic and caregiv-
ers interventions. 

WEPEB0594
E-cigarette use among persons living with HIV
R. Nance1, R. Fredericksen1, J. Delaney1, K. Cropsey2, G. Chander3,  
M. Mugavero2, K. Christopolous4, E. Geng4, W. Mathews5, A. Hahn1, K. Mayer6,  
C. O’Cleirigh6, J. Eron7, M. Saag2, M. Kitahata1, H. Crane1 
1University of Washington, Medicine, Seattle, United States, 2UAB, Medicine, 
Birmingham, United States, 3Johns Hopkins, Baltimore, United States, 4UCSF, 
Medicine, San Francisco, United States, 5UCSD, Medicine, San Diego, United States, 
6Fenway Health, Boston, United States, 7UNC, Medicine, Chapel Hill, United States 
Presenting author email: rmnance@uw.edu

Background: Cigarette smoking is common, but little is known about e-cigarette 
use among people living with HIV (PLWH). The goal of this study was to evaluate 
this.
Methods: This study was conducted in the Centers for AIDS Research Network 
of Integrated Clinical Systems (CNICS) cohort of PLWH in primary care. We 
included PLWH from six sites across the U.S. who reported having ever smoked 
cigarettes. E-cigarette use (daily, less than daily, none) as well as other cigarette 
and drug use and risk behaviors were collected via their most recent CNICS clinical 
assessment of self-report measures completed between 5/15-8/16 on touch-screen 
tablets at routine clinical care visits. Illicit drug use, at-risk alcohol use, depression, 
antiretroviral therapy (ART) use, ART adherence, and unsafe sex rates were com-
pared between e-cigarette users and non-e-cigarette users with logistic regression 
models adjusted for age, sex, race, and cigarette smoking status.
Results: Of 2,956 PLWH in the sample, their mean age was 47; 87% were male, 
53% white, 29% black, 14% Hispanic, and 51% current cigarette smokers. In the past 
year 4% reported daily, 22% less than daily, and 73% no e-cigarette use. Compared 
to non-users, e-cigarette users were younger (mean 44 vs. 49) and more likely to 
be white (61% vs. 50%), current cigarette smokers (69% vs. 44%), current opiate 
users (5% vs. 3%), current marijuana users (40% vs. 33%), not on ART (8% vs. 6%), 
and less adherent to ART (mean adherence 91% vs. 94%) (all p values < 0.05 in 
adjusted models). Those reporting less than daily e-cigarette use were more likely to 
currently smoke cigarettes (74%) than those who never smoked e-cigarettes (44%) 
and those with daily e-cigarette use (43%).
Conclusions: E-cigarette use is common among PLWH and associated with high 
rates of deleterious health behaviors. This highlights the importance of assessing 
e-cigarette use as part of care and recognizing users may include PLWH that need 
additional support to reduce risky behaviors such as illicit drug use. While cigarette 
smoking was less common among daily e-cigarette users, it was still high (43%), 
raising concerns about the effectiveness of PLWH using e-cigarettes for smoking 
cessation. 

New Approaches and Tools for HIV Prevention

WEPEC0896
Bacterial vaginosis among sexually experienced young 
women in South Africa: prevalence, covariates and syndromic 
management
A. Kaida1, J. Dietrich2, F. Laher2, M. Beksinska3, M. Jaggernath3, M. Bardsley4,  
P. Smith1, J. Smit3, T. Ndung’u5, G. Gray2, M. Brockman1 
1Simon Fraser University, Faculty of Health Sciences, Vancouver, Canada, 2University 
of the Witwatersrand, Perinatal HIV Research Unit (PHRU), Soweto, South Africa, 
3University of the Witwatersrand, MatCH Research Unit (MRU), Durban, South 
Africa, 4The London School of Hygiene and Tropical Medicine, London, United 
Kingdom, 5University of KwaZulu-Natal, HIV Pathogenesis Programme and  
KwaZulu-Natal Research Institute for TB and HIV, Durban, South Africa 
Presenting author email: angelakaida@gmail.com

Background: Young South African women remain among the highest risk groups for 
HIV acquisition. Bacterial vaginosis (BV) increases HIV risk and may compromise 
efficacy of tenofovir gel pre-exposure prophylaxis (PrEP). In South Africa, treat-
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ment of BV and other genital tract infections (GTIs) follows WHO-recommended 
syndromic management, which may underestimate cases, particularly among 
young women. We compared BV prevalence by symptom- and laboratory-based 
assessment among sexually experienced female youth, and investigated socio-be-
havioural and clinical correlates of prevalent infection.
Methods: We analyzed baseline data from female youth (aged 16-24) who reported 
HIV-negative or unknown status at enrolment in a youth-centred cohort in Durban 
and Soweto (n=425; Nov 2014-May 2016). Interviewer-administered surveys as-
sessed demographics, behaviors, and presence of GTI symptoms. BV prevalence 
was assessed via reported symptoms and vaginal swab collection for Gram stain di-
agnosis (Nugent’s score >6). We assessed sensitivity and specificity of syndromic 
screening compared with laboratory confirmation. Multivariable logistic regression 
identified independent covariates of BV.
Results: Among 195 sexually experienced females (median age 19), 46.9% had been 
previously pregnant, 35% had a sexual partner ≥5 years older, and 80% reported 
vaginal douching ≥1 time/week. 
Thirty (15.4%) reported any BV symptom. In contrast, clinical tests identified BV 
in over half of young women (53.7%). Chlamydia prevalence was 18.1%, candidiasis 
9.9%, Mycoplasma genitalium 8.8%, trichomoniasis 8.3%, gonorrhoea 6.7% and 
HIV 5.1%.
Overall, 21/30 participants reporting BV-associated symptoms had clinically-con-
firmed BV; however of 103 with confirmed BV, 82 were asymptomatic (sensitivity 
20.3%, specificity 89.8%). 
In adjusted analyses, women with BV had higher odds of co-infection with HIV 
[aOR: 7.83; 95% CI 0.90-68.0], M. genitalium [aOR: 38.2; 3.08-473.5], and 
lower gravidity. BV was non-significantly associated with having an intergenera-
tional sex partner [aOR: 1.78; 95% CI 0.88-3.60].
Conclusions: BV prevalence among young women in South Africa is high, and often 
asymptomatic or unrecognized. Syndromic BV management has poor sensitivity 
and is thus suboptimal for this population. Associations of BV with HIV, sexually 
transmitted infections, and other markers of sexual experience highlight an urgent 
need for linked biomedical, clinical, and structural youth HIV prevention and sexual 
health approaches, which are resourced to incorporate laboratory-based services. 

WEPEC0897
Preclinical evaluation of griffithsin/carrageenan fast dissolving 
insert in rhesus macaques and murine models
J.A. Fernandez Romero1,2, P. Barnable2, L. Kizima2, A. Rodriguez2, M. Lal3,  
M. Lai3, A. Gettie4, J. Blanchard5, B. O’Keefe6, T.M. Zydowsky2, N. Teleshova2 
1Borough of Manhattan Community College, Science, New York, United States, 
2Population Council, New York, United States, 3PATH, Seattle, United States, 4Aaron 
Diamond AIDS Research Center, Rockefeller University, New York, United States, 
5Tulane National Primate Research Center, Tulane University, Covington, United 
States, 6Molecular Targets Laboratory, Center for Cancer Research, NCI at Frederick, 
Frederick, United States 
Presenting author email: jfernandezromero@bmcc.cuny.edu

Background: Griffithsin (GRFT) is a lectin with potent anti-HIV activity. The com-
bination of GRFT with carrageenan (CG) results in synergy against herpes simplex 
(HSV) and also a potent activity against human papillomavirus (HPV).
Methods: Mice size FDI formulations containing 0.5% GRFT and 1.5% CG (n=6 per 
formulation/ PK time-point) were inserted vaginally in mice. Vaginal fluid (VF) was 
collected at baseline and different time-points post FDI insertion. ELISA was used 
to quantify GRFT in VF. The same formulations in addition to placebo controls (con-
taining hydroxyethyl cellulose) were tested in the HPV16 PsV and HSV vaginal mu-
rine models. The formulations were applied vaginally 4 h before challenge with either 
virus. Fisher’s exact test was used for comparison of mouse infection after challenge 
with HSV-2 and the Mann Whitney U test was used in the HPV16 PsV mouse model.
RMs size FDI formulations containing 0.5% GRFT and 1.5% CG (n=6 per formula-
tion/ PK time-point) were inserted vaginally in RMs. VF and plasma were collected 
at baseline and different time-points post FDI insertion. Vaginal biopsies were also 
collected at 4h post FDI insertion to measure ex vivo anti-SHIV activity. ELISA was 
used to quantify GRFT in VF. Curve-fitting analysis was used to calculate the EC50 
of VF samples against HIV-1 using the TZM-bl assay. Correlations between levels 
of GRFT and anti-HIV activity in VF were calculated. Vaginal explants were chal-
lenged with SHIV SF162P3, washed, and cultured for 14d. Infection was monitored 
by HIV gag qRT-PCR. SOFT and CUM endpoint analyses were performed.
Results: GRFT concentrations above 2 µg/mL were found in mouse VF 4h after 
FDI insertion. There was a significant decrease in HSV-2 infection after GRFT/
CG FDIs application (60%-73% uninfected, p < 0.0052 vs. placebo). GRFT/CG 
FDIs also significantly decreased HPV-16 PsV infection (p< 0.0001). GRFT was 
not detected in RMs plasma. No significant tissue-associated anti-SHIV activity 
was detected but GRFT concentrations and EC50 values against HIV in RMs VF 
were strongly correlated (r=0.9691; p< 0.0001).
Conclusions: GRFT/CG FDI showed a promising PK/PD profile for an on-demand 
vaginal microbicide and was effective at inhibiting HIV in vitro and HSV and HPV 
infection in vivo. 

WEPEC0898
Partner and peer influence on young South African women’s 
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New York, United States 
Presenting author email: jem57@cumc.columbia.edu

Background: Young women aged 15-24 are the new “face” of HIV, particularly in 
South Africa, amongst whom one in four new infections occur. HIV interventions 
have largely failed to curb infection in this group and non-adherence was a key bar-
rier to their PrEP uptake in three trials. The female condom (FC) is a viable alter-
native to use of male condoms and PrEP, especially in South Africa which has the 
largest public-sector FC distribution program world-wide. This study investigated 
theory-driven predictors of FC use among young South African women who par-
ticipated in a FC promotion intervention.
Methods: Data were drawn from a sample of young women participating in a FC 
intervention who were randomized to a grouped-based behavioral skills or one-ses-
sion didactic condition. Eligibility criteria were: ≥18 years; full-time students; self-
reported HIV-negative/unknown serostatus; not pregnant or wanting to become 
pregnant in the next 9 months; and reported condomless vaginal intercourse in the 
past 2 months. We examined associations between demographic characteristics, 
FC beliefs of self/partner, gender-role beliefs, history of sexual coercion, and FC 
use five months post-intervention among 199 women with complete FC use data 
using backward stepwise regression for the final model.
Results: Participants were Black; mean age was 20.4 years. In the final model, ex-
perience of sexual coercion (aOR)=4.11; p=.005), having a friend who had used 
the FC (aOR=1.95; p=.075), believing that one’s partner has positive FC attitudes 
(aOR=1.55; p=.008), and greater use of FC for vaginal sex at prior assessment at 
2.5 months post-intervention (aOR=1.12; p=.030) predicted FC use 5 months 
post-intervention. Women in the behavioral skills intervention were 2.5 times more 
likely to report FC use 5 months post-intervention (aOR=2.58; p=.030).
Conclusions: Perceived influence of partners and friends on young women’s FC 
use suggests that their social networks could be an effective conduit for promoting 
positive FC norms and increasing initial and continued FC use. The higher odds 
of FC use among women with prior use and practice opportunities highlights the 
importance of skills-enhancement in FC use and partner negotiation. 

WEPEC0899
Efficacy of a single session counseling program to promote  
safer sex among young Black MSM in the United States:  
a counseling option for patients taking PrEP
R. Crosby1, L. Mena2 
1University of Kentucky, Lexington, United States, 2University of Mississippi Medical 
Center, Jackson, United States 
Presenting author email: crosbyr3@gmail.com

Background: Among young Black men who have sex with men (YBMSM), to de-
termine the 3-month efficacy of a single-session, clinic-based intervention that 
promoted the consistent use of condoms for anal and oral sex.
Methods: A pre-test, post-test randomized controlled trial was conducted, using a 
3-month period of follow-up observation, in STI clinics. YBMSM (n = 347) com-
pleted both baseline and 3-month follow-up assessments between 2012 and 2015. 
The experimental condition comprised a single-session, one-to-one, evidence-
based program (Focus on the Future) designed for tailored delivery in STI clinics. 
All study protocols were approved by internal review boards at participating institu-
tions.
Results: Among HIV-uninfected YBMSM (n=265) receiving the intervention, 
11.2% reported any condomless anal insertive sex at follow-up; compared to 20.6% 
among YBMSM in the control condition (rate ratio = .54, P = .04). Also among 
these same HIV-uninfected YBMSM, 12.0% reported any condomless anal recep-
tive sex at follow-up; compared to 21.6% among YBMSM in the control condition 
(rate ratio = .55, P = .03). When combining insertive and receptive anal sex for 
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HIV-uninfected YBMSM, 18.3% receiving the intervention reported any condom-
less sex; compared to 31.1% among those in the control condition (rate ratio = .59, P 
= .01). Frequency of condomless oral sex among HIV-uninfected YBMSM was also 
significant. Among those receiving the intervention, 45.8% reported any condom-
less oral sex at follow-up; compared to 63.2% among YBMSM in the control condi-
tion (rate ratio = .72, P =0.03). 
Significant findings, for these same four measures, among 92 YBMSM living were 
HIV were not observed.
Conclusions: This analysis of data from a Phase III RCT suggests that a single-ses-
sion, clinic-based behavioral intervention may effectively promote the consistent 
use of condoms for anal and oral sex among HIV-uninfected YBMSM. The single-
session program may be a valuable counseling tool for use in conjunction with quar-
terly clinic appointments for YBMSM using pre-exposure prophylaxis. 

WEPEC0900
A cohort of new female condom acceptors: protected  
sex acts and mixing female and male condom use
M. Beksinska1, Z. Mabude1, J. Smit1, R. Greener1, P. Nkosi1, J. Mantell2 
1Match Research Unit (MRU) University of The Witwatersrand, Obstetrics and 
Gynaecology, Durban, South Africa, 2HIV Center, Columbia University and New York 
State Psychiatric Institute, New York, United States 
Presenting author email: mbeksinska@matchresearch.co.za

Background: The female condom (FC) is key to increasing HIV protection options 
for women and men, and is the only female-initiated HIV prevention barrier meth-
od. However, despite increased FC distribution globally it remains significantly low 
compared to male condoms. Although many acceptability studies have been con-
ducted with FC users, data from long-term users are lacking.
Methods: A cohort study of new self-selected FC acceptors (n=598) and a sub-
sample of their male partners (n=60), evaluated longitudinal assessment of key 
outcomes related to FC and MC use, HIV-related behaviours, and relationship 
characteristics. Semi-structured in-person interviews were conducted at baseline, 
and at 1, 6, and 12 months for women and at 1 and 12 months for men. Women aged 
18-45 were enrolled from four public-sector health facilities in KwaZulu-Natal, 
South Africa. Follow-up was completed in 2016.
Results: The mean age for the cohort of new users was 28 years, 50% were unem-
ployed, and 98% had a regular partner. 30% of the women reported that they were 
HIV-positive and 36% believed that they would “probably or definitely become HIV 
infected”. Most women who tried an FC (78%) said they were confident to use FCs 
after between 1-3 uses. Cohort data indicated that condom use at last sex using 
either an FC or MC increased from 56% to almost 90% from baseline to one year. 
At one year 65.7% of FC users said they felt the FC was better or much better than 
the MC. “Partner refused to use FC” and “FC was difficult to use” were the main 
reasons given by women who reported not using the FC at follow-up visits.
Conclusions: Data indicates generally positive experiences of women who chose to 
accept FC as a method of STI/HIV and pregnancy prevention. Counseling on cor-
rect use and how to negotiate use with partners was key to continued use. 

WEPEC0901
ShangRing circumcision in boys and men with topical vs. 
injectable anesthesia: results from a randomized controlled trial
M. Barone1, Q. Awori2, R. Lee3, D. Ouma2, N. Obura2, M. Oundo2, D. Mwamkita2, 
M. Barasa4, B. Chirchir4, M. Kirui4, P. Macharia4, J. Oketch5, P. Otiende5,  
N. Nyangweso5, M. Maina6, N. Kiswi6, M. Goldstein3, J. Nyanchoka2, P. Li3 
1EngenderHealth, New York, United States, 2EngenderHealth, Nairobi, Kenya, 3Weill 
Cornell Medical College, New York, United States, 4Bon Sante Consulting, Nairobi, 
Kenya, 5Homa Bay County Hospital, Homa Bay, Kenya, 6Vipingo Health Centre, 
Vipingo, Kenya 
Presenting author email: mbarone@engenderhealth.org

Background: Circumcision devices can facilitate scale-up of voluntary medical 
male circumcision (VMMC) programs for HIV prevention in Sub-Saharan Africa. 
The ShangRing, a single-use circumcision device, is safe, simple to use, and well-
accepted by men and boys. We conducted a randomized controlled trial to compare 
the safety, effectiveness, and acceptability of topical vs. injectable anesthesia for 
ShangRing circumcision.
Methods: We enrolled men and boys 10 years and older seeking VMMC at two 
sites in Kenya. Participants were randomized 2:1 to 2.5% lidocaine/2.5% prilocaine 
topical cream vs. the current practice of 1% injectable lidocaine. Circumcisions were 
performed using the no-flip ShangRing technique, with follow-up at 7 and 42 days’ 
post-circumcision. The primary outcome was maximum pain experienced during the 
circumcision, as reported by participants immediately after the procedure, using a 
visual analogue scale (0=no pain, 10=worst possible pain).

Results: 344 men and boys underwent no-flip ShangRing circumcision between 
November 2015 and June 2016: 227 in the topical group and 117 in the injectable 
group. All circumcisions were successfully completed using the ShangRing. 9.3% of 
participants in the topical group required supplementation with injectable anesthe-
sia before the procedure began. The highest degree of pain during the procedure 
reported by participants did not differ (p=0.14) between the groups; mean pain 
scores were 0.2±0.6 vs. 0.1±0.4 in the topical and injectable groups, respectively. 
There were no allergic reactions or anesthesia-related adverse events in either 
group and no differences between groups in procedure time, need for supplemental 
anesthesia during the procedure, or difficulty completing circumcisions. The ma-
jority of participants in both groups said there was nothing they disliked about the 
ShangRing circumcision, and they were very satisfied with the cosmetic results.
Conclusions: Topical anesthesia was effective, safe, and acceptable for use with 
ShangRing circumcision in males 10 years and older. There were no safety con-
cerns or other adverse effects associated with switching to injected anesthesia in 
cases where topical was not effective. Use of topical anesthesia may further simplify 
the no-flip ShangRing technique, minimize needle phobia (potentially attracting 
more men and boys), decrease risk of needlestick injuries, and increase demand for 
VMMC in Africa. 

WEPEC0902
Evaluating the profile of VMMC clients in order to increase 
yield in HIV testing for voluntary medical male circumcision 
(VMMC) programs
A. Hellar1, J. Reed2, K. Grabbe2, A. Christensen1, K. Curran2, M. Drake1,  
M. Machaku1, G. Lija3, E. Mlanga4, Z. Mwandi5, V. Kiggundu6, E. Njeuhmeli6 
1Jhpiego, VMMC, Dar es Salaam, Tanzania, United Republic of, 2Jhpiego, Washington 
DC, HIV-ID Unit, Washington, United States, 3Ministry of Health Community 
Development Gender Elderly and Children, National AIDS Control Program (NACP), 
Dar es Salaam, Tanzania, United Republic of, 4USAID, Dar es Salaam, Tanzania, 
United Republic of, 5Jhpiego AIDSFree, Nairobi, Kenya, 6USAID, Washington, United 
States 
Presenting author email: augustino.hellar@jhpiego.org

Background: In Tanzania, fewer men than women test for HIV. The WHO VMMC 
minimum service package includes HIV testing, an opportunity to test this hard-to-
reach population in a male-friendly setting. VMMC programs target HIV-negative 
males, but all men get services regardless of HIV status or age. Little is known about 
HIV prevalence among males in different age groups receiving VMMC. We exam-
ined the profile of clients likely to yield HIV positive results in the VMMC program 
in Tanzania.
Methods: We conducted a retrospective analysis of VMMC client-level data 
from September 2009-June 2016 at USAID/Jhpiego-supported VMMC sites in 
Tanzania. We assessed HIV testing trends and prevalence by age group to identify 
characteristics associated with high positivity.
Results: In total, 553,514 males were circumcised during this period. 429,270 
(77%) were aged 10-19 years and 502,745 (90.8%) received HIV testing; 4,997 
(0.99%) were HIV positive, 3,407 of these (68.2%) being newly-diagnosed. 
Compared to clients aged 10-14 those aged 20-24 (aOR=2.1), 25-29 (aOR=8.7), 
30-34 (aOR=16.8), 35-49 (aOR=19.8) and 50+ (aOR=16.2) had a significantly 
higher HIV prevalence. Clients aged 15-19 (aOR=0.8) were least likely to test posi-
tive. Age group 25-29 was most likely to test HIV positive in the VMMC age brack-
et (15-29 years). Data on sexual activity was available for 144,756 (26%) clients, 
23,397 (16%) reporting being sexually-active within 3 months prior to VMMC. 
11.4% of the clients were married or cohabiting. HIV prevalence was higher among 
those sexually-active (aOR= 1.8), cohabiting (aOR=12.2) or married (aOR=1.3) 
even after adjusting for age.

Age group 
(years)

VMMC clients 
(#)

Tested for HIV 
(#, %)

HIV positive 
(#, %)

Newly diagnosed 
(#, %)

10-14 274,677 248,160 (90.35%) 1,133 (0.46%) 716 (63.20%)
15-19 155,986 143,473 (91.98%) 380 (0.26%) 265 (69.74%)
20-24 61,244 55,755 (91.04%) 465 (0.83%) 415 (89.25%)
25-29 25,443 22,853 (89.82%) 704 (3.08%) 591 (83.95%)
30-34 16,325 14,644 (89.70%) 810 (5.53%) 575 (70.99%)
35-49 16,654 14,988 (90%) 1,261 (8.41%) 727 (57.65%)
50+ 3,185 2,872 (90.17%) 244 (8.50%) 118 (48.36%)
Total 553,514 502,745 (90.83%) 4,997 (0.99%) 3,407 (68.18%)

[Table 1: HIV Testing in VMMC by Age Groups]

Conclusions: Most clients were < 20 years, but HIV prevalence was higher in clients 
≥25 years. VMMC programs target men aged 15-29 years, a lower prevalence group 
among VMMC clients in Tanzania. Targeting HIV testing services to those at high-
risk (i.e. 25-29 year-olds, sexually-active, married or cohabiting) is an important 
strategy for improving HIV yield in VMMC settings. 
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WEPEC0903
Voluntary medical male circumcision (VMMC) as a platform  
to test more men for HIV and link them to care and treatment  
in Eastern and Southern Africa
A. Hellar1, K. Grabbe2, J. Reed2, A. Marwiro3, C. Ntsuape4, M. Mahomed5,  
J. Come6, N. Soboil7, D. Mumoye8, M. Machaku1, A. Christensen1, G.J. Lija9,  
J. Okuku10, J. Zulu11, K. Curran2 
1Jhpiego, VMMC, Dar es Salaam, Tanzania, United Republic of, 2Jhpiego, Washington 
DC, HIV-ID Unit, Washington, United States, 3Jhpiego, Gaborone, Botswana, 
4Ministry of Health, Botswana, Gaborone, Botswana, 5Jhpiego, Mozambique, Maputo, 
Mozambique, 6Ministry of Health (MISAU), Maputo, Mozambique, 7Jhpiego, Namibia, 
Swakopmund, Namibia, 8Ministy of Health and Social Services, Swakopmund State 
Hospital, Swakopmund, Namibia, 9Ministry of Health Community Development 
Gender Elderly and Children, National AIDS Control Program (NACP), Dar es 
Salaam, Tanzania, United Republic of, 10Jhpiego, Zambia, Lusaka, Zambia, 11Ministry of 
Health, Zambia, VMMC, Lusaka, Zambia 
Presenting author email: augustino.hellar@jhpiego.org

Background: Voluntary medical male circumcision (VMMC) has been scaled-up in 
fourteen Eastern and Southern African countries since 2009. The VMMC service 
package includes HIV testing, which offers a unique opportunity to reach men and 
realize the UNAIDS 90-90-90 goals. According to WHO, 10.5 million men were 
circumcised in these countries through December, 2015. However, little is known 
on HIV testing and linkage to care for clients who test HIV-positive in these pro-
grams.
Methods: This was a multi-country, retrospective study of VMMC services imple-
mented in Botswana, Mozambique, Namibia, Tanzania, and Zambia, under respec-
tive ministries of health, with support from PEPFAR and Jhpiego. We reviewed 
client-level databases for the period September 2009 through December 2016, 
though countries initiated VMMC services at different times during this period 
(Table 1). Data were analyzed to determine HIV positivity rate, new HIV diagnoses, 
and successful linkage to HIV care and treatment.
Results: Cumulatively, 1,225,083 men received VMMC in the five countries, of 
which 1,157,240 (94.5%) were tested for HIV. Among the five countries, 13,534 
(1.2%) males tested HIV-positive, ranging from 1.0 - 7.2% with Namibia having the 
highest positivity rate. For four countries, Botswana, Namibia, Mozambique, and 
Tanzania, 12,952 HIV positive clients were identified with 11,196 (86.4%) being 
newly-diagnosed, and 8,772 (78.4%) of those newly diagnosed linked to HIV care 
and treatment. 

Country Time 
Period

# VMMC 
clients

# tested 
(%)

# Tested 
HIV-positive 

(%)

# New 
HIV-positive 

(%)

# Linked with 
HIV care/ 
treatment 

(%)

Botswana
Jan 2014-
Dec 2016

14,538
14, 298 
(98.4%)

242 
(1.7%)

 242 
(100%)

76 
(31.4%)

Mozambique
Oct 2009 - 
Nov 2016

589,415
580,231 
(98.4%)

7,519 
(1.3%)

7,519 
(100%)

6,215 
(82.7%)

Namibia
May - Nov 

2016
2,917

2,576 
(88.3%)

186 
(7.2%)

27 
(14.5%)

17 
(63.0%)

Tanzania
Sept 2009-
Sept 2016

557,570
504,545 
(90.5%)

5,005 
(1.0%)

3,408 
(68.1%)

2,464 
(72.3%)

Zambia
Apr 2015- 
Oct 2016

60,643
55,590 
(91.7%)

582 
(1.1%)

not reported not reported

Total  1,225,083
1, 157, 240 

(94.5%)
13, 534 
(1.2%)

11,196 8, 772 (78.4%)

[Table 1: HIV Testing and Linkage in VMMC]

(NB: Total tested HIV positive is underreported for Mozambique and Botswana 
since they only reported newly diagnosed HIV positive clients).
Conclusions: VMMC provides a unique opportunity to offer HIV testing for men 
who are hard-to-reach through other HIV testing approaches. Although overall 
yield may be relatively low (1.2%), VMMC is successful at identifying new HIV in-
fections among clients who did not previously know their status and linking them to 
HIV care and treatment. Stronger data on linkage from VMMC to HIV treatment is 
needed, and additional efforts should be made to ensure better linkages across the 
prevention, care and treatment continuum. 

WEPEC0904
One arm, open label, prospective, cohort field study to 
assess safety and efficacy of a new PrePex male circumcision 
technique performed by nurses in resource-limited settings  
for HIV prevention
V. Mutabazi1, J.P. Bitega2, L.M. Ngeruka3 
1Rwanda Biomedical Center, Respiratory Infections Unit, Kigali, Rwanda, 2Ministry 
of Defence, Military Medical Insurance, Kigali, Rwanda, 3Rwanda Military Hospital, 
Kigali, Rwanda 
Presenting author email: mutabazivincent@gmail.com

Background: This study is conducted as part of WHO prequalification process for 
an update to the PrePex circumcision technique. The updated technique involves 
removing of the foreskin shortly after PrePex device placement. This technique 
maintains the PrePex advantages while resolving some of the procedure limitations, 
including anaerobic environment that may be prone for anaerobic bacteria growth, 
odor and foreskin hygiene. This study will assess the safety and efficacy of this up-
dated technique in real life environment.
Methods: Rwanda National Ethics Committee approved the study. The study is 
conducted at Rwanda Military Hospital (RMH). Study includes a sample size of 
500 men age 13 and above. Nurses with previous experience in PrePex technique 
are trained on the updated technique in a 30 minutes instruction course. The up-
dated technique includes the following modifications: 30 minutes after device 
placement the foreskin is removed till the edges of device are visible, without use 
of injected anesthesia. All other PrePex steps are same as current technique. The 
removal of foreskin 30 minutes after placement is different from the current tech-
nique where removal of the foreskin is after 7 days.
Results: The study started in January 2017, to date only 12 subjects were enrolled 
and were followed until device removal on day 7. Numbness of the foreskin was 
achieved within 25 to 35 minutes from device placement. There was no need of 
anesthetic injection. Removal of the foreskin after device placement was reported 
to be easier than removal on day 7. During the 7 days of wearing the device, there 
was no adverse event reported and no complain on pain or odor. Removal of the 
device on day 7 was reported to be as simple as the removal of device with the cur-
rent PrePex technique.
Conclusions: This study is in its early stage and we expect to gather data of 500 
men by end of April 2017 and to report statistical conclusions. At this stage it is 
possible to state that the updated technique seems to be simple to perform and 
acceptable by clients. 

WEPEC0905
Unusual discomfort as reported by clients receiving  
PrePexTM device circumcision in a pilot study in Mozambique: 
programmatic implications
M. Mahomed1, E. Necochea2, D. Bossemeyer2, L. Nhambi1, H. Muquingue1,  
T. Ferreira1 
1Jhpiego, Maputo, Mozambique, 2Jhpiego, Baltimore, United States 
Presenting author email: mehebub.mahomed@jhpiego.org

Background: WHO and UNAIDS recommend voluntary medical male circum-
cision (VMMC) as a priority intervention in high HIV prevalence settings, such 
as Mozambique, for considerable reduction of sexual transmission of HIV. In 
Mozambique, VMMC has been provided as surgery since 2009. This requires certi-
fied providers and rigorous biosafety measures, making challenging the achieve-
ment of the MOH goal of 2 million males circumcised by 2017. PrePex™does not 
require injectable anesthesia or suturing circumcision. Using such devices could 
reduce staff needs, procedure time and costs, and increase the acceptability of 
VMMC. In 2013, a pilot study of the PrePex™ device was started in Mozambique 
to assess the safety and acceptability of VMMC of this particular device among 
providers and clients.
Methods: At removal of the PrePexTM device, at day 7 post-placement, 111 clients 
were randomly asked for in-depth interviews about their experience, and whether 
they would recommend. The interview was repeated at the 28th day (control visit). 
Interview transcripts were entered, coded and scrutinized in ATLAS.Ti™, to identify 
issues with PrePex™ not included in the client information package, and thus clas-
sified as “unusual”.
Results: In the interviews, 85.8% of the recipients of PrePexTM circumcision indi-
cated they had a good experience with the device and 91.3% of the clients who used 
PrePexTM would recommend it to others. The interviews identified the occurrence 
of four presentations of discomfort not foreseen by the providers of device circum-
cision. The most frequent discomfort was the difficulty to keep the penis upright, 
followed by the tendency of the penis skin to adhere to underwear (complicating 
the act of urinating), quick soiling of the bandages before the scheduled visit, and 
need for frequent hygiene and cleansing due to odor when in bed. The complaints 
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were associated with embarrassment in public (e.g., on a bus) and interference with 
social life.
Conclusions: Although satisfaction is high, unusual discomfort with PrePexTM may 
affect its acceptability. Therefore, appropriate measures should be considered when 
implementing large scale device circumcision, including information for clients on 
how to handle such situations need to be offered to device clients, and question-
naires to monitor the presence of forms of discomfort. 

WEPEC0906
Safety first: remarkable improved quality of care despite rapid 
scale-up of five years VMMC Program in Lesotho
H. Mandali1, V. Kikaya1, M. Mokoena1, M. Ntsupa1, L. Motsoahae1, P. Motsoari1,  
A. Hellar2, K. Curran3, R. Manda4, E. Njeuhmeli5 
1Jhpiego Lesotho, TSEPO VMMC Program, Maseru, Lesotho, 2Jhpiego Tanzania, 
AIDSFree, Dar es Salaam, Tanzania, United Republic of, 3Jhpiego Washington DC, 
HIV/AIDS and Infectious Diseases, Washington, United States, 4USAID Lesotho, 
Biomedical Prevention, Maseru, Lesotho, 5USAID Washington, Biomedical Prevention, 
Washington, United States 
Presenting author email: hamid.mandali@jhpiego.org

Background: Voluntary Medical Male Circumcision (VMMC) reduces the chances 
of HIV infection from females to males by approximately 60%. Lesotho adopted 
VMMC as a priority HIV prevention strategy in 2012. Focusing on outcome of care, 
programs are advised to implement mechanisms in which health care services will be 
systematically monitored and evaluated for access, quality and continuity of care. 
We reviewed the outcome of care through quality aspects of the program including 
by examining follow-up and adverse event rates and trends.
Methods: We conducted a retrospective review of the VMMC client database 
from September 2012 to September 2016. Reported follow-up and adverse events 
were categorized and reviewed by fiscal years and the overall trend summarized in 
a graph.
Results: A total of 129,982 clients were circumcised during the review period. Of 
these, 92,041 clients (75.8%) returned for at least one follow-up visit. The overall 
follow-up rate dropped at the second year of the program but improved gradually 
over time to 2016. In addition, the AE rates dropped gradually from 1.9% in FY12 
to 0.2% in FY 16. In general, there was a remarkable improvement of the safety 
parameters over the review period.

[AE Rates VMMC Lesotho 5 Years]

Conclusions: Our review revealed significant improvement on follow-up rates and 
a drop in adverse event rates in over 5 years of program implementation. One of 
the explanations for these observations could be the regular refresher trainings 
to providers and counselors so that safety and quality of service become priori-
ties. Mobilizers and community volunteers are also trained in all aspects of VMMC 
program including quality of care. Both clinical and demand creation teams need 
to take into account clients’ satisfaction and care. Improved quality and perceived 
safety will increase demand for services from the community. 

WEPEC0907
Using predictive analytics and cellular phones to book  
VMMC for HIV prevention among 18 - 35 years old South 
African males: the SWHP experience
P. Govender, C. Khumalo 
Sactwu Worker Health Project / The Behaviour Change Agency, Cape Town, South 
Africa  

Background: In 2010, the South African government introduced voluntary medi-
cal male circumcision (VMMC) as part of its national HIV prevention policy - to 
achieve a targeted 4.3 million circumcisions by the end of 2016. In their strategy 
to help government reach this target, the SACTWU Worker Health Programme 
(SWHP) offered VMMC as one of their free services. This is done at their clinics, 
mobile clinics, and government health care facilities. To improve VMMC uptake, in-
novative and effective approaches are needed. The objective of this pilot study was 
to examine the efficacy of using a free Unstructured Supplementary Service Data 
(USSD) number on their mobiles to book VMMC services.
Methods: Using behavioural economics, SWHP developed a demand creation 
campaign to boost the uptake of VMMC services among 18 - 35 years old males. 
Booking an appointment was made easier by dialing the number, *134*450# for 
free. Men would follow a few simple steps to make an appointment at a convenient 
date at a health care facility. This booking is followed by a confirmation SMS and 
a reminder SMS a day before the appointment. This data was used to predict and 
meet demand in areas where it was most needed. This study was piloted in three of 
the nine South African provinces: KwaZulu-Natal, Free State and Western Cape. 
The efficacy of this system was assessed at two months.
Results: From October to December 2016, 48 525 persons accessed the USSD 
number. A total of 11 533 (24%) were circumcised. The average age of the partici-
pants was 18. Most males (74%) were circumcised at clinics, followed by circum-
cision camps (26%). The most circumcisions took place in KwaZulu-Natal (80%), 
followed by the Free State (10%) and Western Cape (9%).
Conclusions: Our findings suggest that the integration of a nudge in the form of 
a carefully designed free USSD booking system into SWHP VMMC demand cre-
ation interventions was a success. Our results are also consistent with behavioural 
economics studies showing that small nudges can modify health behaviours. The 
effect of this novel intervention should now be tested on a broader scale and in 
different contexts. 

WEPEC0908
The effect of the two Tetanus Toxiod (2TT) dose policy on 
voluntary medical male circumcision (VMMC) service delivery 
in Masaka region, Uganda
N. Kighoma1, G. Nakigozi2, F. Nalugoda3, T. Murungi4, J. Mwenike1, M. Anyokorit1, 
S. Watya1,5, G. Kigozi1 
1Rakai Health Sciences Program, Uganda Virus Research Institute, Studies, Kalisizo, 
Uganda, 2Rakai Health Sciences Program, Uganda Virus Research Institute, Clinical 
Services, Kalisizo, Uganda, 3Rakai Health Sciences Program, Uganda Virus Research 
Institute, Management, Kalisizo, Uganda, 4Rakai Health Sciences Program, Uganda 
Virus Research Institute, Data, Kalisizo, Uganda, 5URO CARE, Kampala, Uganda, 
Urology, Kampala, Uganda 
Presenting author email: mnkighoma@yahoo.com

Background: VMMC is a proven HIV prevention intervention for men. Nine cases 
of tetanus infection that resulted into 6 deaths were reported and MoH recom-
mended 2TT doses 28 days apart before circumcision. 
We have observed a decline in VMMC uptake which could affect cost per circumci-
sion and the number of infections that would be averted.
Modeling done in Rakai showed that the number of surgeries required preventing 
one infection over 10 years ranged between 19-58. 
We assessed the effect of the 2TT dose policy on VMMC uptake, cost per circumci-
sion, and number of new HIV infections averted over 10 years.
Methods: VMMC service data collected between April and November 2016 from 
Masaka region was used for this analysis. Between April and June (Period 1) all men 
received one TT dose and were circumcised on the same day. The 2TT dose policy 
was fully implemented between August and November 2016 (Period 2) and all men 
received 2TT doses before circumcision.
We used chi-square test to compare VMMC uptake and cost per circumcision be-
fore and after the introduction of the TT policy and estimated the number of new 
HIV infections that could occur over 10 years.
Results: Of all men who got TT1 in period 1, 99.3% (15,211/15,317) were circumcised 
compared to 56.2% (9,565/17,017) in period 2 (p< 0.0001). 
During period 1 (TT1 only), the total number of surgeries done was 15,211, an average 
of 5,070 circumcisions per month. In period 2 (2TT doses), 9,565 circumcisions 
were done, an average of 2,391 per month. The difference in monthly circumcisions 
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between the 2 periods was 2,679 (52.8%) which translates into 10,716 missed cir-
cumcisions in 4 months and 32,148 in a year, despite availability of funds. 
The operation cost per circumcision in period 2 increased by 55% compared to pe-
riod 1. 
The number of HIV infections that we would fail to avert over ten year’s range from 
554 to 1,692.
Conclusions: In Masaka region, the Ugandan TT policy led to a more than 50% 
reduction in the number of men receiving circumcision, increased the cost per cir-
cumcision, and can reduce the number of HIV infections averted. 

WEPEC0909
Monitoring adverse events in a new mature male circumcision 
client cohort in Namibia
N. Soboil1, C. Laube2, A. Mwinyi1, S. Rooinasie1, M. Valombula3 
1Jhpiego, Swakopmund, Namibia, 2Jhpiego, Washington, United States, 3Ministry of 
Health and Social Services, Swakopmund, Namibia 
Presenting author email: nikki.soboil@jhpiego.org

Background: Jhpiego and the Namibian Ministry of Health and Social Services 
launched voluntary medical male circumcision (VMMC) services in Erongo 
Region Namibia in May 2016. Ninety percent of clients have been aged 20 years 
and above, in contrast to other regions in Namibia and other countries in East and 
Southern Africa, where the majority have been aged 10-19 years. A 2012 meta-
analysis of 10 studies assessing safety of VMMC across 6 African countries found 
post-operative adverse event (AE) rates ranging between 0.7% and 37.4%, with an 
overall pooled proportion of 2.3%.
Methods: As part of routine service delivery, after receiving the full VMMC service 
package clients were advised to return for follow up at Days 2, 7, and as indicated 
thereafter. Clinical follow up data were extracted from client records of males cir-
cumcised between 13 May - 31 July 2016.
Results: Of 1,155 males who returned for at least one follow up visit, 67 (5.8%) 
experienced at least one mild (19, 1.6%), moderate (45, 3.9%), or severe (3, 0.3%) 
AE. Fifty four percent of post-operative AEs were wound dehiscence, and of those 
20.6% presented on days 5-7 post-op, 57.1% on days 8-14, and 22.3% on day 15 
or later. 

Age 
(years)

VMMC clients returning 
for at least one follow-up 

visit n

Wound 
Dehiscence AEs 

n (%)

Other 
AEs n (%)

Cumulative AEs 
(all types) n (%)

15-19 67 2 (3.0) 3 (4.5) 5 (7.5)
20-24 309 9 (2.9) 6 (1.9) 15 (4.9)
25-29 327 13 (4.0) 10 (3.1) 23 (7.0)
30-34 211 8 (3.8) 2 (1.0) 10 (4.7)
35-39 116 1 (1.0) 4 (3.4) 5 (4.3)
40-44 75 2 (2.7) 4 (5.3) 6 (8.0)
45+ 50 1 (2.0) 2 (4.0) 3 (6.0)
TOTAL 1155 36 (3.1) 31 (2.6) 67 (5.8)

[Table: AE rates recorded at VMMC services, Erongo Namibia, 13 May - 31 July 2016 ]

Conclusions: Observed AE rates exceed the pooled rate in the 2012 meta-analysis. 
Although further investigation is needed to isolate the cause(s) of high rates of AEs 
in general and wound dehiscence in particular, the highest concentrations of AEs 
align with ages of prime sexual activity. A hypothesis for investigation is many AEs 
resulted from early resumption of sexual activity (intercourse and masturbation) 
as the majority had onset later than the routine follow-up schedule. VMMC pro-
grams may be underestimating AE rates and should consider an extended follow-up 
schedule to avoid missing late-onset AEs. 

WEPEC0910
Impact of a combination behavioural change communication 
programme on HIV risk reduction via service up-take in a 
fishing community in Rakai, Uganda
S. Mugamba1, D. Nabukalu1, T. Murungi1, M.J. Wawer2, D. Serwadda3, R.H. Gray2, 
F. Nalugoda1, J.L. Ssembatya1, E. Kato1, R. Ssekubugu1, A. Zikusooka4, I. Kisitu1, 
G. Kigozi1 
1Rakai Health Sciences Program, Kalisizo, Uganda, 2Johns Hopkins University, 
Bloomberg School of Public Health, Department of Population, Family and 
Reproductive Health, Baltimore, United States, 3Makerere University School of 
Public Health, Kampala, Uganda, 4Communication for Healthy Communities Project, 
‚Obulamu Campaign’, FHI-360, Kampala, Uganda 
Presenting author email: smugamba@rhsp.org

Background: Multi-channel behavioural change communication interventions are 
believed to be effective in scaling up the up-take of HIV prevention services, thus 
a reduction in the HIV risk. There is limited evidence of the effects these interven-
tions on population-level interventions. 
Combination behavioural change communication was assessed if it increases servic-
es uptake such as Voluntary Medical Male Circumcision (VMMC), HIV Counselling 
and Testing (HCT), and HIV Care and Treatment targeting HIV risk reduction in 
a fishing Community with high HIV prevalence (~ 41%) in Rakai District, Uganda.
Methods: Combination behavioural change communication (CBCC) strategies 
including sensitisation meetings/seminars, village “town hall” meetings, drama/the-
atre shows, film/video shows, health education in bars, and meetings for most at risk 
populations were provided to residents of Kasensero fishing community along lake 
Victoria, between November 2011 and May 2015. All strategies were packaged with 
HIV risk reduction messages.
Evaluation of the impact of CBCC on HIV incidence, risk behaviours and HIV pre-
vention services utilisation among residents aged 15-49 was done through the Rakai 
Community Cohort Study (RCCS), a population-based longitudinal study. 
A total of 2,744 participants (1,343 females and 1,401 males), and 3,061 (1,547 
females and 1,514 males) were interviewed at baseline and follow up visits respec-
tively. Data was collected using structured interview and analysis done using stata 
version 13. Chi-square test for trends was used to determine change in uptake of 
HIV prevention services.
Results: ART coverage among HIV-positive individuals increased from 54.6% 
(124/227) in 2011 to 75.1% (410/546, p=0.001) among women in 2015 and from 
49.3% (71/144) to 62.4% (262/420, p=0.006) in men for the same period. VMMC 
coverage among non-Muslim men increased from 27% (322/1206) in 2011 to 53.1% 
(753/1418, p=0.001) in 2015. The proportion who had never tested for HIV de-
creased from 18.5% (284/1343) to 4.8% (74/1547, p=0.001) among females and 
from 32.8% (460/1401) to 5.7% (86/1514, p=0.001) among males.
Conclusions: Combination behavioural change communication interventions in 
HIV high risk communities increase uptake of HIV risk reduction services. Multi-
channel messaging helps to support and reinforce each other in delivering the right 
message and should be recommended to other programming implementing services 
uptake for HIV risk reduction. 

WEPEC0911
Willingness to use pre-exposure prophylaxis (PrEP):  
an empirical test of the information-motivation-behavioral  
skills (IMB) model among high-risk drug users in treatment
R. Shrestha1,2, F. Altice2,3, T. Huedo-Medina2,4, P. Karki2,4,  
M. Copenhaver2,4 
1University of Connecticut Health Center, Community Medicine & Health Care, 
Farmington, United States, 2University of Connecticut, Institute for Collaboration on 
Health, Intervention, and Policy, Storrs, United States, 3Yale University, Department of 
Internal Medicine, New Haven, United States, 4University of Connecticut, Department 
of Allied Health Sciences, Storrs, United States 
Presenting author email: pramila.karki@uconn.edu

Background: With a rapid increase in the amount of research on the efficacy of 
PrEP for HIV prevention, complementary research on the willingness to use 
PrEP has grown, especially among MSM, with limited research focused among 
people who use drugs (PWUD). As part of the formative process, we utilized the 
Information-Motivation-Behavioral Skills (IMB) model of health behavior change 
to characterize and guide intervention development for promoting PrEP uptake 
among high-risk PWUD.
Methods: We recruited 400 HIV-negative, opioid-dependent individuals enrolled 
in a methadone maintenance program and reporting drug- and/or sex-related HIV 
risk. Participants reported on IMB model-based measures related to PrEP using an 
audio-computer-assisted self-interview. We evaluated the full IMB model of will-
ingness to use PrEP using structural equation modelling in Mplus.
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Results: As hypothesized, PrEP-related information and motivation were not 
significantly related to one another. Paths from information to behavioral skills 
(β=0.15, p=0.016) and from motivation to behavioral skills (β=0.37, p<0.001) 
were significant and in the predicted direction. Also as predicted by the IMB 
model, the path from behavioral skills to willingness to use PrEP was significant 
(β=0.58, p<0.001) and in the anticipated direction. The overall fit of the model was 
good according to standard model fit indices: χ2 (72, N=400)=113.08, p=0.024, 
CFI=0.95, TLI=0.93, RMSEA=0.09 (90% CI:0.05-0.14), SRMR=0.045), with 
the model accounting for approximately 36.6% of the variability in willingness to 
use PrEP (Figure 1).

[Figure 1: IMB model of willingness to use PrEP]

Conclusions: The results provide evidence as to the utility of the IMB model to 
increase willingness to use PrEP among high-risk PWUD. It therefore makes an 
important contribution to our understanding of the applicability of theoretically-
grounded models of willingness to use PrEP among high-risk PWUD, who are one 
of the key risk populations who could benefit from the use of PrEP. 

WEPEC0912
Using conjoint analysis to measure the acceptability of  
pre-exposure prophylaxis (PrEP) use for HIV prevention  
among high-risk drug users in treatment
R. Shrestha1,2, P. Karki2,3, F. Altice2,4, M. Copenhaver2,3 
1University of Connecticut Health Center, Community Medicine & Health Care, 
Farmington, United States, 2University of Connecticut, Institute for Collaboration on 
Health, Intervention, and Policy, Storrs, United States, 3University of Connecticut, 
Department of Allied Health Sciences, Storrs, United States, 4Yale University, 
Department of Internal Medicine, New Haven, United States 
Presenting author email: roman.shrestha@uconn.edu

Background: Pre-exposure prophylaxis (PrEP), the use of antiretroviral medication 
prior to exposure, could greatly reduce HIV infections. Despite unequivocal evi-
dence of PrEP efficacy, its uptake remains strikingly low and inadequately scaled to 
need among most-at-risk populations, particularly people who use drugs (PWUD). 
This study illustrates the use of conjoint analysis (CA) method, an innovative meth-
od for systematically estimating consumer preferences across discrete attributes, 
to assess PrEP acceptability and the impact of PrEP program characteristics on 
acceptability.
Methods: 400 HIV-negative individuals, enrolled in a methadone maintenance 
program, and reporting drug- and/or sex-related HIV risk behaviors participated 
in a conjoint preferences for PrEP with different attributes. Eight hypothetical 
PrEP scenarios varying across six dichotomous attributes were constructed using 
a fractional factorial experimental design (Table 1). Participants rated acceptability 
of PrEP scenarios from 1 (“most likely to use”) to 8 (“least likely to use”). We used 
conjoint procedure in SPSS, which utilizes a set of linear regressions, to generate 
acceptability of PrEP scenarios and relative importance (RI) of PrEP attribute lev-
els.
Results: PrEP acceptability ranged from 30.6 to 86.3 on the scale of 0 - 100 
across the eight hypothetical PrEP program scenarios (Table 1). The PrEP program 
scenario with the highest acceptability (scenario 1) had the following attribute lev-
els: insurance covered, daily use, 95% effective, no side effects, treatment at HIV 
clinic and HIV testing needed every 6 months. The cost associated with PrEP was 
the most important attribute (RI=38.8), followed by efficacy (RI=20.5) and side 
effects (RI=11.9); other attributes had no significant effect.

  PrEP Attributes

Scena-
rios

PrEP 
accepta-

bility
Cost Dose Efficacy Side 

Effects
Treatment 
Location

HIV Testing 
Needed

1 86.3 Insurance 
covered

Daily 
use 95% None HIV clinic Every 6 

months

2 82.1 Insurance 
covered

Before 
sex 95% Nausea/

Dizziness

Drug 
treatment 

clinic

Every 3 
months

3 70.7 Insurance 
covered

Daily 
use 75% None

Drug 
treatment 

clinic

Every 3 
months

4 57.2 Insurance 
covered

Before 
sex 75% Nausea/

Dizziness HIV clinic Every 6 
months

5 51.4 Out of 
Pocket

Before 
sex 95% None

Drug 
treatment 

clinic

Every 6 
months

6 39.8 Out of 
Pocket

Daily 
use 95% Nausea/

Dizziness HIV clinic Every 3 
months

7 31.5 Out of 
Pocket

Before 
sex 75% None HIV clinic Every 3 

months

8 30.6 Out of 
Pocket

Daily 
use 75% Nausea/

Dizziness

Drug 
treatment 

clinic

Every 6 
months

[Table 1: Acceptability of PrEP scenarios]

Conclusions: Our findings reported a high acceptability of PrEP in response to 
different PrEP program scenarios with different attribute profiles. As the result 
of having this information, researchers and policy-makers will be better equipped 
for evidence-informed targeting and dissemination efforts to optimize PrEP uptake 
among this underserved populations. 

WEPEC0913
Survey of early barriers to PrEP uptake among clients and 
community members in the SEARCH study in rural Kenya  
and Uganda
C. Koss1, J. Ayieko2, A. Owaraganise3, F. Mwangwa3, J. Wallenta1, D. Kwarisiima3, 
T. Ruel4, D. Black1, C. Cohen5, E. Bukusi2, T. Clark1, E. Charlebois1, M. Petersen6, 
M. Kamya3,7, C. Camlin5, D. Havlir1 
1University of California, San Francisco, Department of Medicine, San Francisco, 
United States, 2Kenya Medical Research Institute, Nairobi, Kenya, 3Infectious Diseases 
Research Collaboration, Kampala, Uganda, 4University of California, San Francisco, 
Department of Pediatrics, San Francisco, United States, 5University of California, 
San Francisco, Department of Obstetrics, Gynecology & Reproductive Sciences, San 
Francisco, United States, 6University of California, Berkeley, School of Public Health, 
Berkeley, United States, 7Makerere University College of Health Sciences, Kampala, 
Uganda 
Presenting author email: jimayieko@gmail.com

Background: Barriers to the uptake of open-label pre-exposure prophylaxis (PrEP) 
offered in a population-based context in high HIV prevalence settings have yet to 
be studied and could include additional barriers to those identified in prior studies 
in targeted populations.
Methods: SEARCH (NCT01864603) is a combination prevention study in 32 
communities of ~10,000 persons each in rural Kenya and Uganda. The study is 
offering targeted PrEP to individuals age ≥15 years at risk for HIV based on an em-
pirically-derived risk score for HIV seroconversion or self-identified risk for HIV, 
including serodiscordant partnership. We studied barriers to PrEP uptake via 1) sur-
veys of clients who expressed interest in PrEP but did not start, 
2) surveys of community members, and 
3) discussions with PrEP counselors and providers in SEARCH. 
Surveys consisted of open-ended questions about reasons for declining PrEP and 
perceptions about PrEP.
Results: In 6 communities, we surveyed 63 community members (40% men, 35% 
women, 25% youth) and 42 clients who did not start PrEP (38% women, median 
age 28 years [range 16-53], 45% at risk for HIV by empiric score, 43% self-iden-
tified at risk). Barriers to PrEP uptake were identified at multiple levels (Figure 1), 
including individual (pill attributes, side effects, specimen collection, low perceived 
risk of HIV acquisition, misconceptions about PrEP use), partner/household (need 
to consult with and receive approval from a spouse or parent prior to starting PrEP), 
structural (work or school attendance, distance to clinic, transport costs, mobility), 
and community (stigma, community beliefs). Many individuals expressed a prefer-
ence for non-daily medication taken pericoitally or during holidays.
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[Figure 1: Multi-level barriers to PrEP Uptake]

Conclusions: In communities offered targeted PrEP in this population-based study, 
multi-level barriers to PrEP uptake, including structural/organizational, were iden-
tified. Strategies are needed to address these barriers, such as community sensiti-
zation, expanded provision of information on PrEP, and community-based delivery 
mechanisms to facilitate access to PrEP. 

WEPEC0914
Perspectives on PrEP among men who have sex with men 
(MSM) and transgender women (TGW) prior to PrEP rollout  
in Singapore: a qualitative study
C.H. Choong1, Y.Y. Chan2, C.S. Wong1, M.A. Ibrahim2, O. Lim1, M. Chio3,  
C. Wong2,4 
1Tan Tock Seng Hospital, Department of Infectious Diseases, Singapore, Singapore, 
2Tan Tock Seng Hospital, Department of Clinical Epidemiology, Singapore, Singapore, 
3National Skin Centre, The DSC Clinic, Singapore, Singapore, 4FHI 360, Behavioral 
and Epidemiological Sciences, Durham, United States 
Presenting author email: chen_seong_wong@ttsh.com.sg

Background: A PrEP acceptability study was conducted prior to PrEP rollout in 
Singapore to understand the potential motivators, concerns and barriers to the use 
of PrEP as a novel HIV prevention method among HIV-negative high-risk MSM 
and TGW in Singapore.
Methods: Seven focus group discussions (FGDs) (n=48) were conducted between 
August and September 2016. A semi-structured interview guide was used to ex-
plore and identify community perceptions of and concerns regarding the use of 
PrEP. All FGDs were audio-recorded and transcribed verbatim. Data was analysed 
using qualitative thematic analysis.
Results: Majority of the participants were unaware of PrEP. Few had heard about 
PrEP from friends and social media or mistook it as post-exposure prophylaxis 
(PEP). All participants reported concerns about the efficacy and effectiveness of 
PrEP, and risks of side effects such as kidney function issues. Additionally, TGW 
participants highlighted that PrEP might complicate their hormonal treatment. 
The cost of PrEP was cited as a huge barrier; most were only willing to spend ap-
proximately USD200 for a three-monthly prescription and follow-up visits to the 
healthcare provider. For TGW participants, paying for rent and hormonal treatment 
were their priorities. Other barriers include the stigma associated with taking PrEP 
and HIV-testing, fear of disclosure and being labelled as HIV-positive.
With regard to PrEP dosing schedules, MSM participants preferred on-demand 
PrEP and to visit private clinics while TGW participants preferred obtaining daily 
PrEP from transgender-friendly community-based organisations, so as to avoid 
facing stigma and discrimination from healthcare providers. 
In general, PrEP was perceived as an additional protection against HIV infection as 
condoms were still considered more cost-effective in preventing HIV and sexually-
transmitted infections. To raise awareness on PrEP, participants felt that social 
media would be a useful channel and preferred for PrEP to be introduced to the 
general population, to avoid further stigma towards the MSM and TGW community.

Conclusions: Findings from this study showed that there is a critical need to develop 
clinical and educational guidelines on the use of PrEP, for both providers and us-
ers, respectively. Similarities and differences in perspectives of MSM and TGW will 
require different implementation and marketing approaches of the PrEP service. 

WEPEC0915
Limited implementation of HIV pre-exposure prophylaxis 
among public health departments in North Carolina, United 
States
H. Zhang1, S. Rhea2, A. Fleischauer2, C. Hurt3, V. Mobley2, H. Swygard3,  
A. Sena3,4, M. McKellar5 
1Duke University Medical Center, Department of Medicine, Durham, United States, 
2North Carolina Department of Health and Human Services, Raleigh, United States, 
3University of North Carolina at Chapel Hill, Institute for Global Health and Infectious 
Diseases, Chapel Hill, United States, 4Durham County Department of Public Health, 
Durham, United States, 5Duke University Medical Center, Division of Infectious 
Diseases, Durham, United States 
Presenting author email: helen.l.zhang@duke.edu

Background: Expansion of HIV pre-exposure prophylaxis (PrEP) access could 
help alleviate the disproportionately high burden of HIV infection in the Southern 
United States. This study characterizes activities, barriers, and necessary resourc-
es for PrEP implementation in North Carolina (NC) public health departments, 
which frequently serve clients at risk for HIV infection.
Methods: In May 2016, health directors of all county health departments in NC 
were invited to complete a web-based survey assessing PrEP-related activities, 
perceived barriers to PrEP implementation, and desired PrEP-related resources.
Results: Of 85 county health departments in NC, health directors of 56 (66%) 
responded to the survey. Of these departments, 2 (4%) reported PrEP prescrib-
ing, 7 (13%) externally referred for PrEP services, and 11 (20%) were considering 
or preparing to initiate PrEP-related activities at the time of the survey. Among 
the 54 departments not prescribing PrEP, the most frequently cited reasons were 
concerns about the cost of PrEP (n=25, 46%), lack of formal prescribing protocols 
(n=21, 39%), and belief that PrEP would be better managed at a primary care or 
specialty clinic (n=19, 35%). The two departments that reported prescribing PrEP 
did not identify any barriers to maintaining their activities. Among the 47 depart-
ments not prescribing or referring clients for PrEP, the most frequently cited rea-
sons for lack of referral were absence of PrEP providers to whom referrals could be 
made (n=29, 62%), lack of PrEP awareness or knowledge among health department 
staff (n=13, 28%), and perceived lack of PrEP candidates (n=12, 26%). Among all 
respondents, the most frequently requested PrEP-related resources were train-
ing to help identify clients who might benefit from PrEP (n=39, 70%), training on 
PrEP prescribing and management (n=38, 68%), and PrEP education and outreach 
materials for clients (n=37, 66%).
Conclusions: PrEP prescribing and referral among public health departments in 
NC remains extremely limited. However, widespread interest in guidance for PrEP 
implementation among health directors suggests potential for future expansion. 
Increased PrEP-related training and support for public health department-based 
providers could enhance PrEP access for NC residents at risk for HIV infection, 
especially in rural and underserved areas. 

WEPEC0916
Baseline characteristics of women and men enrolled in the 
US Sustainable Healthcenter Implementatation PrEP Pilot 
(SHIPP) study, 2014-2017
D.K. Smith1, M. Coleman2, M. Houlberg3, H. Kwakwa4, D. Lazar5, S. McCallister6, 
J. Brock7, L. Mena7, M.K. Rawlings6 
1CDC, Epidemiology Branch, DHAP, NCHHSTP, Atlanta, United States, 2Whitman-
Walker Health, Washington, United States, 3Howard Brown Health, Chicago, United 
States, 4Philadelpha Department of Public Health, Philadelphia, United States, 
5Access Community Health Network, Chicago, United States, 6Gilead Sciences, Foster 
City, United States, 7University of Mississippi, Jackson, United States 
Presenting author email: dsmith1@cdc.gov

Background: Daily oral preexposure prophylaxis (PrEP) with FTC/TDF (Truvada) 
is recommended for all adults at substantial risk of HIV acquisition in the US but 
use has been highest initially in urban, white, middle-aged gay and bisexual men who 
have sex with men (MSM). New models of sustainable PrEP delivery are urgently 
needed to reach additional populations that will benefit from PrEP use.
Methods: The SHIPP study provided FTC/TDF for PrEP to men and women who 
met CDC guidelines criteria at community healthcenters in neighborhoods with 
high HIV infection rates including: 2 in Chicago, IL; Philadelphia, PA; Washington, 



Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July
Poster

Exhibition

Tuesday
25 July

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

ABSTRACT BOOK • www.iAS2017.ORg 474 475474

DC; and Jackson, MS. All PrEP participants (observational cohort) were followed 
with medical record abstraction to monitor clinical outcomes. A subset who con-
sented to participate in a medication adherence substudy (MAS) completed quar-
terly computer-assisted interviews about behaviors and attitudes, and had blood 
collection to assess tenofovir drug levels.
Results: From October 2014 to- December 2016, 1207 persons enrolled in the 
MAS, including 103 cis-gender women (8.5%), 37 TGW (3%), and 1012 MSM 
(84%). Mean age was 33 years, with 22% <25 years. The population was diverse: 
non-Hispanic white 464 (43%), non-Hispanic black 372 (35%), Hispanic 158(13%), 
and 213 (18%) of other race/ethnicity. Seventeen percent had a high school diploma 
or less education, 73% were employed full or part-time, 34% had health insurance, 
and 58% reported condomless anal or vaginal sex in the month before enrollment, 
with a mean of 9 reported sexual partners in the 6 months before enrollment. 
Fourteen percent had a regular partner with HIV; 79% reported concern about high 
rates of HIV infection among people like themselves. The most common reasons for 
deciding to start PrEP were: not using condoms as often as they should (30%); not 
trusting that using condoms alone would protect them (25%); and worry that they 
would get HIV infection without PrEP (22%).
Conclusions: The SHIPP Study successfully enrolled a racially, geographically, and 
gender diverse cohort receiving PrEP as clinical care in a large, observational com-
munity cohort with data from objective measures of medication adherence. These 
data will inform healthcare delivery models for underserved PrEP populations in 
the US. 

WEPEC0917
Impact of targeted pre‐exposure prophylaxis strategies for  
men who have sex with men (MSM) in the United States
R. Elion1, F. Altice2, K. Mayer3, D.A. Wohl4, J. Cohen5, B. Vandewalle6 
1George Washington University, Clinical Medicine, Washington, United States, 2Yale 
University School of Medicine, Yale, United States, 3Harvard University, School of 
Medicine, Boston, United States, 4University of North Carolina, Division of Infectious 
Diseases, Chapel Hill, United States, 5Tufts University, Tufts Center for the Study of 
Drug Development, Boston, United States, 6Exigo Consultores, Lisbon, Portugal 
Presenting author email: frederick.altice@gmail.com

Background: Pre‐Exposure Prophylaxis (PrEP) with emtricitabine/tenofovir diso-
proxil fumarate (FTC/TDF) has been demonstrated in various studies as effective 
HIV prevention, including among MSM. We aimed to estimate the impact of dif-
ferent prevention strategies using FTC/TDF for PrEP (FTC/TDF_PrEP).
Methods: CDC data were used as primary sources for epidemiological and behav-
ioural assumptions, with an estimate of 3.9% of US adult males being MSM. The 
model was calibrated to 2010‐2013 estimates of HIV prevalence, by age and race. 
PrEP efficacy‐adherence relationship was derived from the iPrEx‐OLE study and 
real world PrEP uptake, adherence and discontinuations from the PrEP DEMO 
project. Outcomes evaluated at 5 years included: (1) Number needed to treat 
(NNT) to prevent one transmission; (2) Percent reduction in HIV Prevalence 
(PRP) from 2015; (3) Public health benefits (PHB) measured as percentage of all 
avoided HIV infections that are among non‐PrEP users. 
Each of the following FTC/TDF_PrEP prevention strategies was considered: PrEP 
for MSM with CDC HIV Risk Index (HIRI‐MSM) ≥10 (MSM-10+), PrEP for black 
MSM with HIRI-MSM ≥10 (BMSM-10+), PrEP for young (age < 25) black MSM 
with HIRI-MSM ≥10 (YBMSM-10+), and PrEP for MSM with HIRI-MSM ≥20 
(MSM-20+).
Results: The proportion of FTC/TDF_PrEP eligible HIV-negative MSM in the US 
under each preventive strategy would be: 50.5%/21.6%/5.1%/2.3% with all MSM-
10+/all MSM-20+/BMSM-10+/YBMSM-10+, respectively. 
PrEP uptake and adherence among eligible MSM are predicted to be lowest in 
YBMSM‐10+ (uptake: 66.2%; adherence: 63.1%). The NNT to prevent one new 
HIV infection is 70 if FTC/TDF_PrEP is targeted to all MSM‐10+. This is reduced to 
33, 10, and 48 if targeted to BMSM‐10+, YBMSM‐10+, and MSM20+, respective-
ly. PrEP availability to MSM‐10+ would reduce HIV incidence by 50.0% and preva-
lence by 17.8% over 5 years, while the PRP with the other preventive strategies 
would be 4.0% for BMSM‐10+, 2.9% for YBMSM‐10+, and 9.4% with MSM‐20+. 
PHB are estimated to be highest among YBMSM‐10+ (37.8%).
Conclusions: Offering FTC/TDF_PrEP to MSM based on sexual risk, age and/or 
race, optimizes the NNT and increases PHB. Strategies that assist with uptake and 
utilization in populations most at risk will be most impactful. 

WEPEC0918
Compliance to and safety of tenofovirDF/emtricitabine/
rilpivirine in post-exposure prophylaxis
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N. Hall1, V. Reliquet1, C. Brunet-Cartier1, N. Varache3, S. Sécher4, E. Billaud1,4,  
COREVIH Pays de la Loire Study group 
1CHU Nantes, Infectious Diseases, Nantes, France, 2CHD Vendée, Internal Medicine, 
La Roche sur Yon, France, 3CH Le Mans, Internal Medicine, Le Mans, France, 4CHU 
Nantes, COREVIH Pays de la Loire, Nantes, France 
Presenting author email: clotilde.allavena@chu-nantes.fr

Background: Post-exposure prophylaxis (PEP) is used to decrease the risk of 
HIV acquisition after risk exposure and all guidelines recommend a regimen du-
ration of 28 days. The choice of antiretroviral regimen should maximize accept-
ability and completion rates. Since October 2016, French guidelines recommend 
TenofovirDF/emtricitabine/rilpivirine (TDF/FTC/RPV) as first choice of PEP, al-
though data with this regimen in the setting of PEP are limited.
Methods: Prospective, observational, open-label, multicenter study conducted in 
4 centres of Pays de la Loire area (western France) to evaluate safety, tolerability, 
adherence and efficacy of a 28-day course of TDF/FTC/RPV (1 pill/day with food) 
within 48 hours of potential exposure to HIV. At Week (W) 4, all participants were 
contacted to collect adherence, side effects and completion of the regimen. Blood 
samples for biological and/or serological data were prescribed at W2, W4, W8 and 
W16.
Results: From 1st March to 31 December 2016, 129 subjects (130 PEP) were en-
rolled. Exposure was sexual in 117 subjects (heterosexual intercourse n=51, MSM 
n=66) and non sexual in 12 subjects (occupational n=7: percutaneous injury n= 6, 
non-intact skin exposure n= 1; non occupational n=5). Subjects’ characteristics are 
detailed in Table1.

 Total Non sexual risk Sexual risk  
    Heterosex. MSM

N= 129 12 117 51 66
Male, % 75.2 33.3 79.5 52.9 100
Age, years, median(IQR) 29 (25-38) 32.5 (26-43) 29 (25-37) 29 (24-34) 29 (26-40)
Born in France, % 82.9 83.3 82.9 74.5 89.4
High level education, % 71 70 71.1 67.5 74
In employment, % 64.3 58.3 65.6 58.5 71.4
Known HIV+ Source,% 16.9 41.7 14.5 5.9 21.2
Condomless exposure, % - - 50.8 46 54.5

[Table 1]

At 31 Dec 2017, 124 subjects reached W4: 104 subjects completed the 28-day 
course of TDF/FTC/RPV, 12 were lost to follow-up, and 8 subjects prematurely 
stopped treatment (source patient HIV negative in 4 cases, patient’s decision in 1 
case at D1, discontinuation for adverse event in 3 cases: asthenia in 1 case at D25 
and gastro-intestinal disturbances in 2 cases at D3 and D15). No participant ac-
quired HIV through W16 of follow-up.
Conclusions: Tolerability of TDF/FTC/RPV as once daily PEP was good with low 
rate of discontinuation for adverse event. These results validate the positioning of 
TDF/FTC/RPV as preferred regimen for PEP in France. 

WEPEC0919
Changes in truvada (TVD) for HIV pre-exposure prophylaxis 
(PrEP) utilization in the United States: (2012-2016)
R. Mera Giler1, D. Magnuson1, H. Trevor2, S. Bush2, K. Rawlings2, S. McCallister3 
1Gilead Sciences, Epidemiology, Foster City, United States, 2Gilead Sciences, Medical 
Affairs, Foster City, United States, 3Gilead Sciences, Clinical Research, Foster City, 
United States 
Presenting author email: robertino.mera@gilead.cm

Background: Truvada (TVD) for pre-exposure prophylaxis (PrEP) was approved by 
the FDA in July 2012 to reduce the risk of sexually acquired HIV-1 in adults at high 
risk. 
In this study we describe the changes over time in TVD for PrEP utilization in the 
United States and characteristics of the individuals who started TVD from January 
2012 through September 2016.
Methods: We used a nationally representative sample of blinded data from a US 
prescription claims database to assess individuals who received a TVD prescrip-
tion, representing >80% of retail pharmacies in the US. The data warehouse also 
contains medical claims, including diagnosis, procedures and patient and provider 
demographics. We utilized a validated algorithm to identify the use of TVD for the 
PrEP indication by excluding use for HIV treatment, post-exposure prophylaxis and 
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off-label chronic Hepatitis B treatment. Logistic regression with linear splines was 
used to identify changes over time and compare HIV and PrEP characteristics.
Results: Between January 2012 and September 2016, a total of 98,731 unique in-
dividuals were identified as starting TVD for PrEP: 5,853 in 2012; 6,547 in 2013; 
16,117 in 2014; 33,484 in 2015 and 36,732 in the first three quarters of 2016. 
Three distinct periods have been observed, the first from 1Q2012 to 1Q2014 of 
slow growth (9% per quarter); the second of rapid growth from 2Q2014 to 4Q2015 
(17% per quarter) and a stabilization period from 1Q2016 to 3Q2016 (growth < 1% 
per quarter). The first and second periods had statistically significant (p< 0.001) 
increases (positive slopes), but not the third. In the first period, there were a greater 
proportion of women (41.6%), which declined to 11.5% and 9.8% in the second and 
the third periods respectively. When compared to HIV positive patients, uninfected 
individuals receiving TVD for PrEP were 2.59 times less likely to be female (95% 
CI 2.5-2.6), and 1.17 times more likely to be younger than 25 years old (95% CI 
1.16-1.17).
Conclusions: There has been a steady and substantive uptake in starts of TVD for 
PrEP across the US with more than 11,000 subjects initiating therapy in every 
quarter of 2016. 

WEPEC0920
Differences in attitudes toward pre-exposure prophylaxis 
(PrEP) among three key populations: awareness, willingness and 
anticipated condom use among serodiscordant couples in Taiwan
N.Y. Ko1, H.J. Wu1, C.W. Li2, C. Strong3, S.T. Hsu4 
1National Cheng Kung University and Hospital, Nursing, Tainan, Taiwan, Province of 
China, 2National Cheng Kung University Hospital, Internal Medicine, Tainan, Taiwan, 
Province of China, 3National Cheng Kung University, Public Health, Tainan, Taiwan, 
Province of China, 4Kaohsiung Municipal Kai-Syuan Psychiatric Hospital, Department 
of Community Psychiatry, Kaohsiung, Taiwan, Province of China 
Presenting author email: nyko@mail.ncku.edu.tw

Background: In August 2016, Taiwan approved emtricitabine/ tenofovir disoproxil 
fumarate (Truvada) for use as pre-exposure prophylaxis (PrEP) against HIV. HIV-
negative partners within serodiscordant couples are the key targets for PrEP but 
little is known about differences in attitude toward PrEP among key populations. 
We compared awareness, willingness to use PrEP and anticipated condom use be-
tween couples and differences in three key populations: heterosexuals, men who 
have sex with men (MSM), and people who inject drugs (PWID).
Methods: A cross-sectional study was conducted in an AIDS designated hospital in 
Taiwan. Demographics, awareness and attitudes toward PrEP, and sexual behaviors 
in the previous 3 months were collected. A total of 105 pairs of HIV serodiscordant 
couples were enrolled: 31 heterosexual pairs, 64 MSM pairs, and 10 PWID pairs.
Results: Overall, 39.5% are aware of post-exposure prophylaxis, 46.7% are aware 
of PrEP, and only 13.3% of HIV-negative partners of serodiscordant couples were 
willing to take PrEP. Most of participants (34.8%) favor “on demand” oral PrEP 
rather than daily PrEP (19.0%). Among the three key populations, MSM couples 
had the highest awareness (MSM: 60.9% vs. heterosexual: 19.4 % vs. PWID: 40%) 
and willingness of PrEP (MSM: 33.6% vs. heterosexual: 16.1 % vs. PWID: 5.0%). 
Agreement of willingness to use PrEP between HIV serodiscordant couples is mod-
erate (Cohen ś Kappa coefficient: 0.37). 81.0% would like to self-pay for PrEP if 
monthly cost less than 30 US$. Majority of participants (83.8%) were less likely 
to use condoms if taking PrEP and heterosexual couples had the lowest rate of an-
ticipated condom use. Willingness to use PrEP was associated with MSM (aOR: 
2.62, 95% CI: 1.02-6.71), people aged below 30 (aOR: 2.66, 95% CI: 1.18-5.99), 
full-time job (aOR: 5.07, 95% CI: 1.40-18.37), with history of sexual transmitted 
diseases (aOR: 7.44, 95% CI: 2.93-18.88), heard PrEP experience from others 
(aOR: 2.68, 95% CI: 1.04-6.93) and less likely to have risk compensation (aOR: 
4.20, 95%CI: 1.92-9.18).
Conclusions: MSM serodiscordant couples had the highest awareness and willing-
ness to use PrEP than heterosexual and PWID. Policy makers need to consider 
the differences among key populations in order to scale-up PrEP implementation. 

WEPEC0921
Self-perceived HIV risk and attitudes towards PrEP affected 
the decision to take PrEP among Thai MSM and transgender 
women
S. Pengnonyang1, J. Jantarapakde1, D. Linjongrat2, N. Mahachokchai2, S. Janyam3, 
S. Samalu3, P. Brutrat4, T. Nakpor5, P. Potasin5, D. Trachunthong1, T. Sungsing1,  
P. Rodbamrung1, P. Seekaew1, K. Pussadee6, N. Teeratakulpisarn1,  
T. Jadwattanakul7, N. Mitipat8, S. Charoenying9, S. Mills9, M. Cassell10,  
R. Vannakit10, P. Phanuphak1, N. Phanuphak1, C. Lertpiriyasuwat11 
1The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2Rainbow Sky 
Association of Thailand, Bangkok, Thailand, 3The Service Workers In Group 
Foundation, Bangkok, Thailand, 4The Service Workers In Group Foundation, 
Chonburi, Thailand, 5Sisters Foundation, Chonburi, Thailand, 6HIV-NAT, Bangkok, 
Thailand, 7Queen Savang Vadhana Memorial Hospital, Chonburi, Thailand, 8Chonburi 
Provincial Health Office, Chonburi, Thailand, 9FHI 360 and USAID LINKAGES 
Project, Bangkok, Thailand, 10Office of Public Health, U.S. Agency for International 
Development Regional Development Mission Asia, Bangkok, Thailand, 11Department of 
Disease Control, Ministry of Public Health, Nonthaburi, Thailand 
Presenting author email: speng@trcarc.org

Background: With an HIV incidence of >3% annually, Thai men who have sex with 
men (MSM) and transgender women (TG) represent populations who should 
be offered Pre-Exposure Prophylaxis (PrEP) according to WHO guidelines. 
Characteristics of MSM and TG who should be targeted by PrEP programs in 
Thailand are unknown. We explored factors associated with the decision to take 
PrEP when offered among Thai MSM and TG.
Methods: Thai MSM and TG, aged ≥18 years, with unprotected anal sex with a man 
at least once within the past 6 months were offered PrEP at four community-based 
clinics in Bangkok and Pattaya. Self-administered questionnaires were provided at 
baseline and logistic regression was performed to identify factors associated with 
decisions to take PrEP.
Results: Of 409 participants who were offered PrEP, 40.1% decided to take PrEP. 
Mean (±SD) age was 27.1 (6.8) years. In the past six months, 5.6% used amphet-
amine-type stimulants and 11.0% had group sex. PrEP users were more likely than 
other participants to have: previous HIV testing (54.9% vs. 42.5%, p=0.02), mod-
erate/high risk perceptions for HIV infection (56.7% vs. 41.3%, p=0.001), and mul-
tiple sexual partners (91.5% vs. 82.0%, p=0.04). PrEP users felt less embarrassed 
(0.6% vs. 7.0%, p=0.002) and less anxious (19.1% vs. 35.7%, p<0.001) to take PrEP, 
and had less dislike of taking any pills (6.1% vs. 22.5%, p<0.001). 
Based on logistic regression, self perceptions of moderate (OR 3.39, 95%CI 1.21-
9.50) or high (OR 5.75, 95%CI 1.74-18.96, p=0.03) HIV risk and not feeling anx-
ious to take PrEP (OR 2.68, 95%CI 1.37-5.25, p=0.004) were associated with in-
creased PrEP uptake, while the dislike of taking pills (OR 0.20, 95%CI 0.08-0.52, 
p=0.001) was associated with decreasing PrEP uptake.
Conclusions: PrEP campaigns in Thailand need to target MSM and TG who per-
ceive themselves to have moderate/high risk of acquiring HIV, while also address-
ing stigma around PrEP use in the community. Studying alternative administration 
routes of PrEP, such as the use of long-acting injectables, is crucial as substantial 
proportions of MSM and TG dislike taking oral pills. 

WEPEC0922
Behavioral and socio-demographic correlates of PrEP side 
effects in a national sample of U.S. men who have sex with  
men (MSM)
K.H. Mayer1,2,3, K. Biello1,4, D.S. Novak5, D. Krakower1,2,3, M.J. Mimiaga1,4 
1Fenway Health, The Fenway Institute, Boston, United States, 2Harvard Medical 
School, Medicine, Boston, United States, 3Beth Israel Deaconess Medical Center, 
Medicine, Boston, United States, 4Brown University, Epidemiology, Providence, United 
States, 5On-, Cambridge, United States 
Presenting author email: kmayer@fenwayhealth.org

Background: Consistent oral PrEP adherence is necessary for maximal efficacy, 
but medication side effects (SE) may attenuate adherence. Identifying those most 
likely to experience an SE can inform intervention efforts.
Methods: An on-line survey was mounted on 2 popular sexual networking sites dur-
ing March 2016 to assess sociodemographics, sexual behavior, PrEP knowledge, 
attitudes and use. Factors independently associated with experiencing a SE after 
PrEP initiation were evaluated using multivariable logistic regression with backward 
selection.
Results: Of 4,698 respondents, 21% were 18 to 24 y.o. and 38% were 40 or old-
er. Almost half (47%) identified as White, 25% as Black, 11% as Latino/Hispanic. 
About 2/3 reported condomless anal intercourse (C.A.I.) at least once in the prior 
3 months. Despite this, only 15% reported prior PrEP use. Almost all (91%) PrEP 
users rated taking PrEP as somewhat or very easy. Among PrEP users, 44% re-
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ported a SE, with the most common being increased flatulence (17%), nausea (12%), 
and anorexia (7%). Although the SE disappeared within two weeks for 54% of the 
respondents, 26% indicated that the SE persisted and were present when they took 
the survey. Of those who reported SE, 10% discontinued PrEP because of them; 
14% discontinued PrEP for other reasons, and 76% remained on PrEP. Black MSM 
had an increased odds of reporting SE: aOR 1.7 (95% C.I. 1.1, 2.9), p=0.027, com-
pared to White MSM. Older MSM and those reporting chlamydia in the prior year 
had a decreased odds of reporting SE: aOR 0.4 (95% C.I. 0.2,0.9), p=0.027, com-
pared to 18-24 y.o., and aOR 0.5 (95% C.I. 0.3,0.8), p=0.007 compared to those 
without an STI in the prior year, respectively.
Conclusions: In this online MSM sample, gastrointestinal SE were common among 
PrEP users, but few MSM discontinued PrEP as a result of SE. The increased odds 
of SE among Black MSM suggests that SE education, proactive clinical support, 
and evaluation of other PrEP modalities are indicated in order to potentially in-
crease uptake and adherence in this population. 

WEPEC0923
Opportunities and challenges of using pre-exposure prophylaxis 
to prevent HIV infection among men who have sex with men in 
Hong Kong: awareness, acceptability and potential issues
J.T.F. Lau, Z. Wang, M. Ip, P.K.H. Mo, R. She 
Chinese University of Hong Kong, Centre for Health Behaviors Research, Hong Kong, 
China 
Presenting author email: jlau@cuhk.edu.hk

Background: Pre-exposure prophylaxis (PrEP) is an effective evidence-based bio-
medical HIV intervention strongly recommended to MSM by the World Health 
Organization (WHO). The HIV epidemic has been worsening among MSM in Hong 
Kong. Effective means of interventions are greatly warranted. This study aimed to 
provide proactive understanding on awareness, acceptability and potential issues 
related to PrEP among local MSM.
Methods: A cross-sectional survey was conducted. Participants were Hong Kong 
Chinese MSM aged 18-60 years old. Those self-reported as being HIV positive 
were excluded. A total of 403 participants were recruited and completed the anon-
ymous self-administered questionnaire.
Results: Of all participants, 26.6% had heard of PrEP, while only 1% had ever used 
PrEP. After being briefed about the facts of PrEP (i.e., efficacy, WHO recommen-
dation, potential side effects and dosing requirements), 45.2% showed behavioural 
intention to use daily PrEP in the next six months if it was provided for free by gov-
ernmental hospitals or clinics. Whereas, 28.0%, 13.9% and 3% would reduce con-
dom use with male regular sex partners, male non-regular partners and female sex 
partners after using PrEP, respectively. Moreover, 57.6% would not take up regular 
HIV testing (every three months) after using PrEP, while 25.1% would stop using 
PrEP without consulting doctors. 
After adjusting for these significant background variables, significant factors as-
sociated with behavioural intention to use free daily PrEP included: 1) prior aware-
ness of PrEP (Adjusted odds ratio, AOR: 1.92; 95%CI: 1.19, 3.08), 2) perceived 
risk of HIV infection (AOR: 1.47, 95%CI: 1.13, 1.91), 3) perceived benefit of PrEP 
(AOR: 1.18, 95%CI: 1.06, 1.31), 4) perceived barriers of using PrEP (AOR: 0.67, 
95%CI: 0.58, 0.76), 5) perceived self-efficacy of using free daily PrEP (AOR: 
1.55, 95%CI: 1.38, 1.74), and 6) receiving support from peers for using PrEP (AOR: 
2.88, 95%CI: 1.01, 8.59).
Conclusions: PrEP is still new for local MSM as their awareness and utilization are 
low. Future health promotion modifying perceptions and using peer influence may 
be useful to promote PrEP. Some critical issues need to be addressed before imple-
mentation, such as non-adherence, regular testing and risk compensation. More 
research is needed to prepare for future demonstration study. 

WEPEC0924
Knowledge and willingness to use Pre-Exposure Prophylaxis 
(PrEP) among African Americans in the United States:  
results from the National Survey on HIV in the Black 
Community (NSHBC)
B. Ojikutu1, L. Bogart2, M. Higgins-Biddle3, W. Allen4, T. Dominque5,  
K. Mayer6 
1Brigham and Women’s Hospital, Division of Global Health Equity, Boston, United 
States, 2RAND Corporation, Santa Monica, United States, 3John Snow, Inc., Boston, 
United States, 4Harvard University, Boston, United States, 5University of Pennsylvania, 
Philadelphia, United States, 6The Fenway Institute, Boston, United States 
Presenting author email: bojikutu@partners.org

Background: In the United States, 44% of estimated new HIV diagnoses were 
among African Americans, who comprise only 12% of the population. Yet, few data 
exist regarding willingness among African Americans to use pre-exposure prophy-
laxis (PrEP) to prevent HIV infection. This study explores knowledge of and willing-
ness to use PrEP among a nationally representative sample of African Americans.
Methods: From February to April 2016, an online survey assessing sociodemo-
graphic characteristics, HIV risk behaviors, HIV beliefs, knowledge of and willing-
ness to use PrEP was administered to a nationally representative sample of African 
Americans aged 18 to 50.
Results: 868 individuals completed the survey [mean age = 33.6 (±9.2); 43.7% 
male]. Among all respondents, 14.8% were aware of PrEP, and 26.2% would be 
willing to take PrEP. In bivariate analysis including all respondents, those who had 
not seen a health care provider within the last year and those who reported expe-
riencing racial discrimination were less willing to use PrEP. In multivariate analysis 
controlling for age, education, gender, HIV risk status, and depression, not seeing a 
health care provider remained significant [AOR 0.5, 95%CI (0.4, 0.8), p< 0.002]. 
Among high-risk participants (reporting anal sex, condomless sex with more than 
one partner, transactional sex, and/or MSM, N=331), 15% knew that there was a 
pill to prevent HIV, and 26.5% would be willing to use PrEP. The most common 
reasons for lack of willingness among high-risk respondents were: “I’m not at risk of 
HIV infection” (73%) and “I don’t believe it would work” (29%). Among high-risk 
women, 15% were aware of PrEP, and 33% would be willing to take PrEP. Among 
high-risk males, 28% were aware of PrEP, and 41% would be willing to take PrEP. 
No difference in willingness to take PrEP was noted by gender, and there was no 
significant difference in willingness to take PrEP between MSM and high-risk het-
erosexual males.
Conclusions: Among a nationally representative sample of African Americans, few 
high-risk individuals were aware of and would be willing to use PrEP. Interventions 
to increase HIV risk awareness and improve access to health care are needed to 
increase PrEP use among African Americans. 

WEPEC0925
Feasibility, acceptability and adherence with short term PrEP  
in female sexual partners of migrant miners in Mozambique
M. Lahuerta1, A. Zerbe1, R. Baggaley2, J. Falcao1, L. Ahoua1, P. DiMattei1,  
F. Morales1, I. Ramiro3, P. Mulondo4, W.M. El-Sadr1 
1ICAP Columbia University, Mailman School of Public Health, New York, United 
States, 2World Health Organization, HIV Department, Geneva, Switzerland, 3Ministry 
of Health, Maputo, Mozambique, 4TEBA Development, Gaza Province, Mozambique 
Presenting author email: ml2842@columbia.edu

Background: Oral pre-exposure prophylaxis (PrEP) offers great promise for HIV 
prevention. The use of PrEP for short-term protection has not been assessed. We 
evaluated the feasibility, acceptability and adherence with short-term PrEP among 
female sexual partners of migrant miners in Gaza, Mozambique.
Methods: HIV-negative women who reported being a sexual partner of a male mi-
grant miner were offered daily TDF/FTC for 6 weeks concurrent with when miners 
return to Gaza. Study visits occurred at baseline, Week 4, 6 and 8 (2-weeks post 
PrEP cessation). Dry blood spots (DBS) were collected at Week 4 and 6.
Results: Seventy-four women (median age: 42 years) participated, the majority 
(95%) reported one sexual partner and 80% reported never or rarely using con-
doms. At baseline, 41% had never tested for HIV and 65% reported being unaware 
of partners’ HIV status. Over half (53%) anticipated no difficulties in taking PrEP 
and 80% cited protection from HIV as reason to participate. Of all women, 72 
(97%) initiated PrEP. At Week 4, most common side effects were dizziness and 
headache. Seven participants (10%) discontinued PrEP before Week 6, but only 
one due to side effects. Missed doses in the last 7 days were reported by 8% at 
Week 4 and 3% at Week 6. Of the 65 (90%) women with DBS at Week 4, 79% had 
detectable tenofovir-diphosphate (TFV-DP) and 44% had levels consistent with ≥4 
pills/week (TFV-DP levels≥700 fmol/punch). Of the 63 (88%) women with DBS at 
Week 6, 76% had detectable TFV-DP and 42% had levels consistent with ≥4 pills/
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week. At Week 6, 86% reported not disclosing PrEP use to partner mostly due to 
fear “that he would not let me take part in study/take pills.” By the end of the study, 
98% were willing to continue taking PrEP to protect themselves from HIV.
Conclusions: This is the first study to assess use of short-term PrEP among 
female partners of migrant workers. Short-term PrEP was found to be feasible 
and acceptable. A high proportion of women had detectable TDF-DP levels during 
follow-up. Short-term PrEP offers promise for populations who are at high-risk for 
HIV during specific periods. 

WEPEC0926
Low awareness and uptake of HIV pre-exposure prophylaxis 
among male sex workers in the Northeastern United States
K.B. Biello1,2, P.A. Chan3, A. Edeza4, S.A. Safren5, K.H. Mayer2,6, 
M.J. Mimiaga1,2 
1Brown University, Behavioral & Social Sciences and Epidemiology, Providence, 
United States, 2Fenway Health, The Fenway Institute, Boston, United States, 3Brown 
University School of Medicine, Providence, United States, 4Brown University, 
Behavioral & Social Sciences, Providence, United States, 5University of Miami, 
Department of Psychology, Coral Gables, United States, 6Harvard Medical School, 
Boston, United States 
Presenting author email: katie_biello@brown.edu

Background: Male sex workers (MSW), who exchange sex for money with other 
men, have nearly 25 times the risk of HIV compared to other men, and could ben-
efit from using pre-exposure prophylaxis (PrEP) for HIV prevention. In order for 
broad implementation, awareness of and interest in PrEP among those at highest 
risk must be fostered. We examined awareness of and interest in using pre-exposure 
prophylaxis (PrEP) among MSWs.
Methods: MSW with 3+ clients in the prior month were recruited through commu-
nity-based organizations and outreach efforts in Massachusetts (MA) and Rhode 
Island (RI) in 2014-2016. Men underwent a comprehensive quantitative assess-
ment which included sociodemographics, sexual risk behaviors, substance use, and 
PrEP awareness and interest. Variables associated with PrEP awareness and with 
interest in using PrEP were evaluated using separate multivariable logistic regres-
sion models.
Results: A total of 100 men (MA:49, RI:51) underwent the assessment (mean 
age:33.6 years). Forty percent identified as White, 32% as Black, and 19% as 
Latino/Hispanic. Thirty-six percent identified as gay. Sixty-five percent were 
unemployed and 43% had unstable housing. Most (90%) reported being “high” 
on drugs and 26% reported injecting drugs in the past six months. Sixty percent 
screened positive for clinical depression and 43% for alcohol dependence. In the 
past month, participants reported an average 2.2 CAS acts with male clients and 
6.9 CAS acts with non-paying partners. Over half (56%) had previously heard of 
PrEP; 13% reported ever taking PrEP. After reading a brief description of PrEP, 
80% indicated that they would be interested in taking PrEP to prevent sexual 
transmission of HIV. In multivariable models, low PrEP awareness was significantly 
(p< 0.05) associated with: not identifying as gay (aOR=2.99;95%CI=1.03,8.64), 
being unemployed (aOR=4.05;95%CI=1.35,12.19) and fewer CAS with clients 
(aOR=0.68;95%CI=0.49,0.95. Low PrEP interest was associated with: soliciting 
clients on the street (vs. online only) (aOR=5.32;95%CI=1.08,26.26) and having 
stable housing (aOR=4.88;95%CI=1.17,20.23).
Conclusions: MSW are at high risk for HIV infection, and could benefit from PrEP. 
MSW who do not identify as gay and those who are unemployed may benefit from 
PrEP education programs and tailored messaging. PrEP implementation efforts 
and interventions are needed to improve PrEP uptake among MSWs. 

WEPEC0927
Shifting HIV prevention methods among men who have sex 
with men in Montreal: pre-exposure prophylaxis treatment 
among former post-exposure prophylaxis users
Z. Greenwald, M. Beauchemin, A. Goyette, J. Szabo, S. Lavoie, R. Thomas 
Clinique Medicale l’Actuel, Montréal, Canada  

Background: Post-Exposure Prophylaxis (PEP) treatment has been offered 
at Clinique médicale l’Actuel (Montréal) since 2000. In 2013, Pre-Exposure 
Prophylaxis (PrEP) was integrated into the counselling service for PEP patients at 
l’Actuel. 
We aim to describe the proportion of patients beginning PrEP following PEP and 
compare their risk profiles to PrEP patients without prior PEP use.
Methods: We use retrospective PrEP and PEP databases to describe the propor-
tion of MSM patients beginning PrEP following PEP treatment from January 2013 
to November 2016. Patients who reported PEP use prior to 2013 were excluded. 
Demographic and behavioural traits of individuals on PrEP with and without prior 

PEP use were compared using chi-square and two-sided t-tests with 95% confi-
dence intervals (CI). Co-variates include age, income, education, number of sexual 
partners, drug use and STI history.
Results: 1758 MSM received PEP treatment(s) since 2013 and 392 patients 
(22.3%) subsequently began PrEP. These patients were compared with 814 PrEP 
patients who never received PEP. Former PEP users tended to be younger (35.3 
vs. 37.2), report higher rates of antecedent Chlamydia (58.7% vs. 50.0%) and more 
frequent HIV testing (64% report HIV testing every six months vs. 49% in PrEP 
patients who never received PEP). 

 Prior PEP use, 
N=392 (N, %)

Never used PEP, 
N=814 (N, %) P-value

Age (mean, 95% CI) 35.3 (34.3-36.3) 37.2 (36.4-37.9) <0.01

Education Secondary 11.8% 17.2% 0.06

 College 21.1% 22.3%  

 University 67.1% 60.5%  

Annual revenue <20 000 21% 17% 0.36

 20 001-35 000 11.3% 14.1%  

 35 001-55 000 21.6% 23.5%  

 55 001-75 000 21.6% 18.2%  

 >75 000 24.5% 27.2%  

[Table 1: Cohort sociodemographic characteristics]

 Prior PEP use, 
N=392 (%)

Never used PEP, 
N=814 (%) P-value

Number of sexual partners during the 12 
months prior to PrEP start (Mean, 95% CI)

25.5 (18.1-32.8) 25.2 (19.3-31.1) 0.95

Sex under the influence of druges/alcohol 
during the 12 months prior to initiating PrEP 

80.3% 77.4% 0.14

History of STIs prior to initiating PrEP (overall) 81.4% 77.4% 0.14

Antecedent Chlamydia 58.7% 50% 0.02

Frequency of HIV 
testing prior to 
PrEP 

Every six months 63.7% 48.5% <0.01

 Once a year 30.3% 36.3%  

 Once every two years 5% 5.9%  

 Once every 5 years 0.7% 5.3%  

 Only once or twice ever 0.3% 4%  

[Table 2: Cohort risk factors]

Conclusions: Individuals who have sought PEP are receptive to recommendations 
for PrEP. PrEP users with and without former PEP use report similar traits, indicat-
ing that PrEP services are successfully reaching patients with risk factors for HIV 
infection. PrEP should be offered systematically to MSM through the primary care 
system to reduce emergency PEPs and HIV transmission. 

WEPEC0928
A latent class analysis of preferences for pre-exposure 
prophylaxis among men who have sex with men in Ukraine
A. Ogunbajo1, O. Dubov2,3, L. Fraenkel4, R. Yorik5, R. Altice4 
1Brown University, Department of Behavioral & Social Sciences, Providence, United 
States, 2Yale Univetsity, New Haven, United States, 3Loma Linda University, Loma 
Linda, United States, 4Yale School of Medicine, New Haven, United States, 5PACT 
Ukraine, Kiev, Ukraine 
Presenting author email: adedotun_ogunbajo@brown.edu

Background: Ukrainian men who have sex with men (MSM) remain a highly stigma-
tized group with HIV prevalence as high as 23%. Despite documented effectiveness 
of pre-exposure prophylaxis (PrEP), PrEP remains unavailable in Ukraine. The aim 
of this study was to elicit MSM preferences for PrEP to inform the future develop-
ment of a PrEP program with the highest likelihood of uptake and retention among 
Ukrainian MSM.
Methods: In March 2016, 1184 MSM were recruited through social networking ap-
plications to complete a stated preference [choice-based conjoint (CBC)] survey. 
Respondents completed 14 choice tasks presenting experimentally-varied combi-
nations of five attributes related to PrEP administration (dosing frequency, dis-
pensing venue, prescription practices, adherence support, and costs). Latent class 
analysis (LCA) was used to both estimate the relative importance of attributes and 
preferences across nine possible PrEP delivery programs and classify MSM into 
distinct clusters based on response to CBC survey.
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Results: Participants were in their late 20s (mean=28 years), college-educated 
(75%), employed full time (49%), did not live independently (69%) and struggled to 
meet the most important needs with their income (26%). Over half (52%) of par-
ticipants screened positive for depression and religion was at least moderately im-
portant for 39% of participants. Participant preferences clustered into five distinct 
groups. PrEP affordability was the most influential attribute across groups, followed 
by dosing strategy. Only one group preferred injectable PrEP (n=216), while other 
four groups disliked daily PrEP and strongly preferred the ‚on demand’ option. One 
group (n=258) almost exclusively considered cost in their decision making. One 
group (n=151) had very low level of interest in PrEP initiation correlated with low 
self-perceived risk for HIV (p<0.05). The two most at-risk groups (n=415) were also 
more sensitive to changes in program delivery.
Conclusions: PrEP uptake among MSM is most likely to be successful when PrEP 
is affordable, its’ implementation is targeted, and provided as “on-demand” with 
associated education, and when more thorough medical care and related testing is 
provided to at-risk populations. The introduction of PrEP as a HIV prevention tool 
will need affirmation by the Ukrainian government, and framed around guidelines 
that reflect safety, efficacy, and patient preferences. 

WEPEC0929
Optimizing access to Pre-exposure Prophylaxis based on 
preferences of Men Who Have Sex with Men in the United 
States: a latent class analysis 
O. Dubov1,2, A. Ogunbajo3, L. Fraenkel4, R. Yorik5, R. Altice4 
1Loma Linda University, Loma Linda, United States, 2Yale University, New Haven, 
United States, 3Brown School of Public Health, Providence, United States, 4Yale School 
of Medicine, New Haven, United States, 5PACT Ukraine, Kiev, Ukraine 
Presenting author email: adedotun_ogunbajo@brown.edu

Background: Despite documented effectiveness of pre-exposure prophylaxis 
(PrEP), PrEP uptake remains low among men who have sex with men (MSM), the 
population bearing the highest HIV burden in the United States. Little is known 
about factors that influence MSM likelihood of engagement in PrEP. Consequently, 
we elicited MSM preferences on components of a hypothetical PrEP program to 
inform development of future initiatives aimed at increasing uptake of PrEP among 
MSM.
Methods: Between May and August 2015, 554 MSM in the U.S. were recruited 
through social networking applications to complete a stated preference [choice-
based conjoint (CBC)] survey. Respondents completed 14 choice tasks presenting 
experimentally-varied combinations of five attributes related to PrEP administra-
tion (dosing frequency, dispensing venue, prescription practices, adherence sup-
port, and costs). Latent class analysis was used to estimate the relative importance 
of each attribute and preferences across seven possible PrEP delivery programs.
Results: Overall, the median age was 40 years (range = 21-53 years). Subjects 
were primarily white (87%), college-educated or higher (64%) and employed full-
time (72%). The majority of respondents lived in an urban area (67%) and the geo-
graphical distribution of the sample lived in the Midwest (18%), Northeast (21%), 
Southeast (16%), Southwest (16%), and West (28%). Preferences clustered into five 
groups. PrEP affordability was the most influential attribute across groups, followed 
by dosing strategy. Only one group liked daily and on-demand PrEP equally (n=74) 
while the other four groups disliked the on-demand intermittent option. Monthly 
injectable PrEP is preferred by two (n=210) out of the five groups, including young 
MSM. Two groups (n=267) were willing to take PrEP across all the hypothetical 
programs. One group (n=183) almost exclusively considered costs in their decision 
making. Participants in the most racially diverse among groups (n= 88) had very low 
level of interest in PrEP initiation.
Conclusions: : Our data suggest that PrEP uptake will be maximized by making 
daily PrEP affordable to MSM and streamlining PrEP consultation visits for young 
MSM. A successful PrEP program should allocate resources towards alleviating 
structural barriers to PrEP access educating MSM of color on PrEP benefits, and 
should emphasize protection of privacy to maximize uptake among rural/suburban 
MSM. 

WEPEC0930
Awareness, utilization and willingness to use PrEP among 
Japanese MSM using geosocial-networking application
M. Yamaguchi1, T. Miwa2, T. Ohtsuki2, Y. Ikushima2, M. Tarui2,3,  
LASH (Love Life and Sexual Health) Study Team for Supporting PLHIV  
and PWUD in Regional Communities, Granted by MHLW Japan 
1Bunan Hospital, Internal Medicine, Kawaguchi, Japan, 2PLACE Tokyo, Tokyo, Japan, 
3Keio University, Tokyo, Japan 
Presenting author email: masapan69@gmail.com

Background: The efficacy and effectiveness of pre-exposure prophylaxis (PrEP) 
for HIV prevention have been established in many studies, and WHO guidelines 
recommend daily oral PrEP for those at substantial risk, including men who have 
sex with men (MSM). However, PrEP has neither been implemented nor approved 
yet in many Asian countries, including Japan.
Methods: In this study, we investigated the awareness, utilization of, and willingness 
to use PrEP among Japanese MSM using geosocial-networking-app.. 
A nationwide, self-administered internet survey about relationship, sexual life, and 
mental health for Japanese MSM who use gay specific geosocial-networking-app 
was conducted between September 22th and October 22th 2016.
Results: Among 10,544 respondents, 7,587 completed all questionnaires (comple-
tion rate 72%, median age; 34 [IQR=15]). Analyzed samples included men who have 
sex with a man and did not report being HIV-positive (N=7,054). Of these, only 
10.4% were aware of PrEP and 0.1% had used PrEP before, though more than two-
thirds (68%) of participants reported they would like to use PrEP for HIV preven-
tion if available. 
Main reported concerns for PrEP were; cost (93.3%), toxicity (90.7%), effective-
ness (81.2%), accessibility (68.1%), durability and sustainability (57.7%), and drug 
resistance (46.6%). Less than a third (29.9%) reported that they would be likely to 
decrease condom use while on PrEP.
Conclusions: These findings suggest that many Japanese MSM would be willing to 
take PrEP, though the levels of awareness and utilization are still low. There is thus 
a need to disseminate information appropriately about PrEP to the Japanese MSM 
community. 
Furthermore, implementation studies will be needed to assess the feasibility and 
acceptability among this community. 

WEPEC0931
PrEP uptake, safety and efficacy in a hospital-based clinic  
in Paris
S. Balavoine1, M. Noret1, B. Loze1, C. Pintado1, A. Leplatois1, P. Charbonneau1,  
K. Moudachirou2, A. Djessima-Taba2, L. Niedbalski1, M. Siguier1, A. Aslan1,  
D. Ponscarme1, P. Penot1, C. Gatey1, F. Clavel3, A.-C. Crémieux1, F. Lorho1,  
E. Dalle1, S. Parlier1, J. Delgado1, R. Veron1, J. Fonsart4, C. Delaugerre5,  
W. Rozenbaum1, J.M. Molina1 
1Saint Louis Hospital, Infectious Diseases, Paris, France, 2Association AIDES, Paris, 
France, 3Saint Louis Hospital, INSERM UMR 941, Paris, France, 4Saint Louis Hospital, 
Laboratory of Biochemistry, Paris, France, 5Saint Louis Hospital, Laboratory of 
Virology, Paris, France  

Background: TDF/FTC was approved for PrEP in November 2015 in France in in-
dividuals at high risk of sexual acquisition of HIV. Both daily and on-demand PrEP 
are allowed for MSM. We wished to assess PrEP uptake, safety and efficacy in our 
hospital-based clinic .
Methods: We conducted a prospective cohort study from November 10, 2015 to 
November 30, 2016 of all people coming to our clinic to get TDF/FTC for PrEP. 
Individuals were seen every 3 months with HIV tests and creatinine plasma levels. 
Counseling by a peer-community member was offered at each visit. Screen tests 
for sexually transmitted infections (STIs) were performed at the physician’s discre-
tion. We assessed PrEP uptake, safety, and the incidence of HIV and other STIs.
Results: Overall 801 individuals were seen, with a mean of 61 new individuals per 
month. Six (0.75%) had HIV-infection at the first visit and 785 started PrEP ac-
cumulating 215 person-years of follow-up. All but 6 were MSM with a median age 
of 37 years. Most individuals (78.6%) started PrEP on demand. During the study 
period, 24 (3%) were lost to follow-up, 16 (2%) moved to another PrEP clinic, 13 
(1.7%) discontinued PrEP, and 3 acquired HIV-infection (incidence: 1.4 per 100 
py). All 3 breakthrough HIV-infections were diagnosed at the second visit in in-
dividuals who either did not start or discontinued PrEP, one of whom had a virus 
harboring the M184V mutation. At the 6-month visit 113/136 individuals (83%) had 
tenofovir detected in plasma. 
During follow-up, 97 adverse events were reported, mainly gastro-intestinal AES 
(72%) with no drug discontinuation. A single participant (0.1%) had a decrease in 
plasma creatinine clearance <60 ml/mn. The proportion of participants reporting 
condomless sex at their last intercourse increased from 52.8% at baseline to 77.4% 
at the end of follow-up. 
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During follow-up 233 new STIs were diagnosed (30 syphilis, 101 chlamydia, 100 
gonorrhea, and 2 HCV infections) in 175 patients with an incidence of 81.3 per 
100 py.
Conclusions: PrEP uptake is high among MSM with a high retention rate. Rare 
breakthrough HIV-infections occurred in non adherent patients despite a high rate 
of STIs. 

WEPEC0932
High interest in pre-exposure prophylaxis with truvada among 
female sex workers: baseline data from the Senegal PrEP 
Demonstration Project
A. Mboup1,2, M. Sarr3, G. Gottlieb4, D. Gueye5, C. Suarez3, S. Hawes6, M. Alary7, 
J. Presley8, M. Aikenhead8, C. Toure Kane5, S. Mboup5 
1Université Laval, Département de Médecine Sociale et Préventive, Faculté de 
Médecine, Québec, Canada, 2Centre de Recherche du CHU de Québec, Québec, 
Canada, 3Westat, Rockville, United States, 4University of Washington, Seattle, United 
States, 5Reseau Africain pour la Recherche sur le SIDA, Dakar, Senegal, 6Uni, Seattle, 
United States, 7Université Laval, Québec, Canada, 8Bill and Melinda Gates Foundation, 
Seattle, United States 
Presenting author email: aminata.mboup.1@laval.ca

Background: Recent breakthroughs in antiretroviral (ARV)-based prevention 
provide new opportunities to rethink HIV prevention strategies, especially for key 
populations such as female sex workers (FSWs). As more and more pre-exposure 
prophylaxis (PrEP) demonstration projects are being initiated, more information is 
needed about levels of interest and characteristics of individuals who elect to take 
PrEP in real-world clinical settings for future scale-up plans.
Methods: The Senegal PrEP Demonstration Project is a prospective, open-label 
cohort study assessing the delivery of oral Truvada (emtricitabine/tenofovir DF) 
PrEP to FSWs in 4 Ministry of Health (MoH)-run clinics in Dakar, Senegal. This is 
within a context of regulated sex work, where FSWs can register with the system for 
monthly HIV/STIs visits in MoH-run clinics. Adherence was assessed through self-
report, pharmacy records, drug levels at specified visits, and using Medical Event 
Monitoring System (MEMS). Participants were assessed for eligibility and offered 
up to 12-months of emtricitabine/tenofovir DF for PrEP. Predictors of enrollment 
were assessed, and characteristics of enrolled participants described.
Results: Between July and November 2015, 350 individuals were approached, 325 
(92.9%) were preliminarily eligible, and 271 (83.4%) were enrolled. Eight (2.3%) 
had undiagnosed HIV infection at screening. The average age of those enrolled was 
37.7 years (standard deviation=8.9). Most FSWs were Senegalese (96.7%), and 
never attended school (61.3%). Uptake was very high, with 83% of eligible partici-
pants choosing to enroll and take PrEP. Unregistered sex workers were significantly 
more likely to enroll than registered sex workers (RR = 1.16; 95% CI: 1.06 - 1.26; p = 
0.004). Overall, 91.82% (101 out of 110) of eligible unregistered FSWs chose to en-
roll in the PrEP versus 79.44% (170 out of 214) of eligible registered FSWs. We did 
not find significant differences of uptake by site, age, education, or marital status.
Conclusions: Interest in PrEP was very high among FSWs when offered in Ministry 
of Health (MoH)-run clinics in Dakar, Senegal. This highlights the role that these 
clinics can play in expanding PrEP access nationwide. 

WEPEC0933
Acceptability of a dapivirine vaginal ring among US adolescent 
females in Phase 2a safety trial (MTN 023)
P.M. Gorbach1, J. Moore2, H. Brosnan2, K. Squires3, K. Bunge4, G. Zimet5,  
B. Mensch6, L. Soto-Torres7, L. Levy8, MTN 023 Protocol Team 
1University of California, Epidemiology & Infectious Diseases, Los Angeles, United 
States, 2UCLA, Epidemiology, Los Angeles, United States, 3Thomas Jefferson 
University, Philadelphia, United States, 4Magee-Womens Hospital of UPMC, 
Pittsburgh, United States, 5Indiana University, Bloomington, United States, 
6Population Council, New York, United States, 7NIAID, Washington, United States, 
8FHI 360, Washington, United States 
Presenting author email: pgorbach@ucla.edu

Background: Modest protection against HIV infection for women over age 25 in 
sub-Saharan Africa has been reported in recent Phase III trials of a vaginal ring 
(VR) continuously releasing the antiretroviral drug dapivirine. No protection was 
found for women under 21 years likely due to poorer adherence. Better understand-
ing of VR acceptability and adherence is needed for younger women.
Methods: Ninety-six 15-17 year old adolescents from four U.S. cities were enrolled 
in a Phase 2a placebo-controlled safety trial of the dapivirine VR. Of these, 21 
were randomly selected for in-depth semi-structured interviews (IDI) at their final 
clinic visit. Participants used the VR for either 12 or 24 weeks. Trained interview-
ers conducted visual web-interviews. Open-ended questions covered participant 

overall experiences and feelings using the VR, and her reports of partner attitudes 
and experiences with the ring, including during sexual intercourse. Interviews were 
digitally recorded, transcribed verbatim, entered into Atlas TI, and analyzed using 
thematic content analysis.
Results: The 21 IDIs were conducted with 5 and 16 adolescents on study for 12 and 
24 weeks, respectively. Most participants reported initial concern with the size of 
the ring but few reported discomfort or concerns after insertion. Few removed the 
ring or experienced expulsion, but when removal occurred, reasons were hygiene (to 
clean it) or curiosity (to check or show partner). Many reported the partner could 
feel the ring during sexual activity. Concerns raised about using the ring included 
hygiene, discharge ascribed to the VR, and discomfort about sex because partner 
could feel it. Nevertheless, most reported not feeling the ring much while in situ 
nor paying attention to it.
Conclusions: Our findings indicate there may be high acceptability of VR as a HIV 
prevention method for US adolescent females. Principal concerns for young wom-
en are partners’ feeling the ring during sex and hygiene issues - issues that may be 
managed proactively by clinic staff to help increase acceptability and adherence. 

WEPEC0934
Safety and efficacy of tenofovir disoproxil fumurate-based HIV 
pre-exposure prophylaxis in a patient with a solitary kidney
T.T. Tobias, B.K. Sugimoto 
The Permanente Medical Group, Infectious Diseases, Oakland, United States 
Presenting author email: tadd.t.tobias@kp.org

Background: The safety and efficacy of emtricitabine-tenofovir disoproxil fuma-
rate (FTC-TDF) is unknown for HIV preexposure prophylaxis (PrEP) in persons 
with preexisting renal disease. PubMed literature review found no citations of PrEP 
using FTC-TDF in patients with a solitary kidney and only two reports of treatment 
in HIV-infected patients with a solitary kidney.
Methods: Case report of 32 year old male with a solitary kidney presenting for 
evaluation and initiation of PrEP using FTC-TDF.
Results: Our patient, a 32 year old caucasian male kidney donor (2011), sought 
evaluation for PrEP when he was diagnosed with rectal chlamydia. He identified 
HIV acquisition risk as male-to-male condomless anal intercourse, reported one 
serving of alcohol/week, denied current or past substance use, denied concurrent 
medications, and denied body building supplementation. Physical examination was 
remarkable for a left hydrocele. At baseline, June 2016, the patient was normo-
tensive, weighed 174#, height of 5´8“, and body mass index of 26.4 kg/m2. Serum 
creatinine (SCr) was 1.21 mg/dL, estimated creatinine clearance (eCrCl) based 
on the Cockroft-Gault equation was 97.28 mL/min. Hepatitis B serologies con-
firmed immunity as a result of vaccination. Daily FTC-TDF was initiated after a 
shared decision-making process. Renal function monitored every two weeks for 
the first month, then monthly for three months, then quarterly if serum creatinine 
remained < 1.6 mg/dL. The patient was counseled to avoid NSAIDs and maintain 
adequate hydration. Two weeks after initiation, SCr was 1.18 mg/dL and eCrCl was 
98.83 mL/min. At four weeks, SCr was 1.36 mg/dL and eCrCl was 86.74 mL/min. 
At nine weeks, SCr was 1.2 mg/dL and eCrCl was 98.3 mL/min. At sixteen weeks, 
SCr was 1.2 mg/dL and eCrCl was 98.3 mL/min. At twenty-four weeks, SCr was 
1.32 mg/dL and eCrCl was 86.86 mL/min.
Conclusions: FTC-TDF was well tolerated at 24 weeks in an otherwise healthy HIV-
negative male with a solitary kidney. The variation of estimated creatinine clear-
ance was assessed as clinically insignificant. Follow up HIV Ag/Ab screenings were 
nonreactive. This case report suggests oral daily FTC-TDF PrEP may be safe and 
effective for persons with decreased renal function but more research is required. 

WEPEC0935
Dysbiotic vaginal bacteria induce altered tenofovir 
pharmacokinetics 
R. Cheu1,2, E. Coronado1,2, A. Zevin1,2, C. Miller1,2, A. Burgener3,4,5, N. Klatt1,2 
1University of Washington, Pharmaceutics, Seattle, United States, 2Washington 
National Primate Research Center, Seattle, United States, 3National HIV and 
Retroviral Labs, Winnipeg, Canada, 4JC Wilt Center for Infectious Diseases, Winnipeg, 
Canada, 5Public Health Agency of Canada, Winnipeg, Canada 
Presenting author email: rycheu@uw.edu

Background: Antiretroviral pre-exposure prophylaxis (PrEP) trials to prevent HIV 
infection have produced widely varying results in women. Adherence has been pos-
tulated for the diverse trial outcomes, however little is known about what biological 
factors contribute to this variability. Vaginal dysbiosis is characterized by a change 
in microbial communities from predominantly healthy Lactobacillus spp. to diverse 
anaerobic bacteria, including Gardnerella vaginalis. We have recently demonstrated 
that vaginal bacteria can metabolize tenofovir (TFV), and here we investigate the 
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mechanism(s) underlying this. We hypothesize that dysbiotic bacteria alter drug 
uptake pharmacokinetics (PK) and damage target cells.
Methods: To elucidate the mechanisms for negative consequences of dysbiotic bac-
teria on PrEP, we cultured Jurkat cells with G. vaginalis, Lactobacillus spp., as well as 
supernatants from cultures, in the presence of TFV. Controls included cells alone, 
TFV alone, TFV + cells. To determine uptake, loss of TFV was measured extracel-
lularly, while adenine (the major metabolite of bacteria-driven TFV metabolism) 
and TFV-diphosphate (target cell uptake) were measured intracellularly. Mass 
spectrometry was used to determine TFV and its metabolites.
Results: We demonstrated how vaginal bacteria alter drug PK. We observed a rapid 
decline in TFV (p=0.0004), significantly less formation of TFV-DP (p=0.0042), 
and more formation of adenine (p< 0.0001) after being cultured with G. vagi-
nalis when compared with Lactobacillus and Jurkat cells. We also demonstrated 
inhibition of drug uptake into target cells with just G. vaginalis supernatant alone 
(p=0.0004). Of interest, Lactobacillus, did not inhibit drug uptake, prevent forma-
tion of the active metabolite TFV-DP, or biodegrade TFV into adenine, but main-
tained levels similar to negative controls.
Conclusions: Here we demonstrate that dysbiotic bacteria alter drug PK by in-
hibiting target cell uptake and metabolizing TFV preventing therapeutic levels 
from being reached. In contrast, healthy vaginal mucosal bacterial communities 
(Lactobacillus) do not interfere with TFV PK. Low levels of TFV-DP formation with 
G. vaginalis incubations highlight how vaginal bacteria play a role in PrEP efficacy. 
The inhibition of uptake with G. vaginalis supernatants potentially demonstrate 
how bacterial products may directly impact epithelial cells and alter PrEP efficacy. 
These in-vitro experiments provide mechanistic insights into how vaginal dysbiosis 
may lead to decreased PrEP efficacy. 

WEPEC0936
Dynamic sexual risk behaviours during pregnancy and  
post-partum periods in Cape Town, South Africa: implications 
for PrEP delivery in pregnant and breastfeeding mothers
D. Joseph Davey1,2,3, E. Farley2, Y. Gomba2, L.-G. Bekker4, P. Gorbach1,  
J.D. Klausner3, T. Coates3, L. Myer2 
1University of California, Fielding School of Public Health, Department of 
Epidemiology, Los Angeles, United States, 2University of Cape Town, School of 
Public Health and Family Medicine, Centre for Infectious Disease Epidemiology and 
Research, Cape Town, South Africa, 3University of California, David Geffen School of 
Medicine, Los Angeles, United States, 4Desmond Tutu HIV Foundation, Cape Town, 
South Africa 
Presenting author email: pgorbach@ucla.edu

Background: HIV acquisition during pregnancy and breastfeeding contributes sig-
nificantly toward pediatric HIV infection. PrEP in pregnancy/breastfeeding women 
is gaining interest, but little is known about sexual behaviors during pregnancy/post-
partum to help target PrEP interventions.
Methods: Sex-PP is a cross-sectional study in pregnant/postpartum women at-
tending primary care services. Interviewer-administered questionnaires investigat-
ed demographic and sexual behaviors associations of these during and after preg-
nancy were assessed bivariately and with multivariable logistic regression stratified 
by serostatus.

[Figure 1. Mean frequency of sex acts per month by pregnancy and postpartum status 
and HIV status (bars) and % sex acts with condom used (boxes) (n=377 pregnant and 
postpartum women)]

Results: We enrolled 377 women (mean age, 28 years; 56% pregnant; 60% HIV-
). Overall 44% were in a steady relationship with the father of the index preg-
nancy/child (FOC). Most HIV- women reported the same serostatus as the FOC 
(64%) or didn’t know (35%); 19% of HIV+ women reported being serodiscordant, 
44% didn’t know (p<0.05). Alcohol use during pregnancy was reported by 32% 
of HIV+ and 27% of HIV- women of whom 35% and 43% reported drinking >6 
drinks on >1 occasion, respectively. During pregnancy, 98% women reported sex, 
compared to 35% and 88% during the periods 0-6 and 7-12 months postpartum, 
respectively; 18% of pregnant and 13% of postpartum women reported >1 partner in 
past 12-months. More frequent mean sex acts were reported in the first trimester 
of pregnancy and >6 months postpartum than other periods. Condom use varied 
by trimester, postpartum period and serostatus (p<0.05) (Figure 1). In multivari-

able models, HIV- pregnant women had increased odds of condomless sex during 
pregnancy (aOR=3.24; 95% CI=2.03-5.17) and decreased odds of knowing their 
partner’s serostatus (aOR=0.27; 95% CI=0.09-0.34) than HIV+ women adjusting 
for age and alcohol use. 
Conclusions: Significant HIV transmission and acquisition risk during pregnancy/
postpartum periods were identified including alcohol use, multiple partners and 
lack of knowledge of partner’s serostatus. Sexual risk behaviors change significantly 
across pregnancy and postpartum periods, presenting previously unrecognized 
challenges to prevention efforts, including PrEP delivery. 
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Structural barriers, mental health, and PrEP  
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in 3 U.S. cities - HPTN 073 study
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Clinical Pharmacology, Baltimore, United States, 10Johns Hopkins University School 
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Background: Black men who have sex with men (BMSM) have substantial dispro-
portionate HIV infection burden in the United States. Research has indicated that 
structural barriers relate to increased vulnerability to HIV for BMSM; however, 
few studies have investigated the relationships between structural barriers, men-
tal health, and PrEP initiation/non-initiation and self-reported adherence among 
BMSM.
Methods: HPTN 073 was an open label PrEP demonstration study where at risk 
HIV-uninfected BMSM from 3 US cities (Los Angeles, CA, Washington DC, and 
Chapel Hill, NC) were offered once daily oral FTC/TDF at no personal cost, cli-
ent-centered care coordination, and were followed for 12 months between August 
2013 and September 2014. Logistic regression was used to test for unadjusted and 
adjusted associations between baseline structural factors (education, employment 
status, income, housing status, not having enough money, and access to health care 
insurance) and mental health characteristics (depression symptoms, social support) 
predicting PrEP initiation/non-initiation and self-reported adherence (≥ 60%) at 
week 26 with site as a covariate. Factors with p value ≤ 0.3 were included in the 
adjusted model.
Results: Of the 226 BMSM enrolled, 178 (79%) participants accepted PrEP. Those 
who were employed or reported having enough money (rent, food or utilities) were 
more likely to initiate PrEP (Table 1). Having enough money was significantly as-
sociated with PrEP initiation in the adjusted model. Self-reported PrEP adherence 
was 78% (108/139) among those who initiated PrEP. Self-reported high adherence 
was significantly associated with full-time employment and two-year or higher edu-
cational degree. 

[Table 1]
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Conclusions: Our findings suggest that integrating strategies that address struc-
tural barriers and mental health needs are critical in strengthening PrEP program 
development and implementation efforts for BMSM. These efforts may facilitate 
access to a broader reach of BMSM to meet their unique needs related to PrEP 
uptake and adherence. 

WEPEC0938
Barriers and facilitators to potential future long-acting 
biomedical HIV prevention strategies for transgender women
C. Rael1, W. Bockting1, C. MacCrate1, M. Martinez1, W. Mellman1, P. Valente1,  
R. Giguere2, G. Greene3, R. D’Aquila3, S. Sherman4, K. Footer4,  
A. Carballo-Diéguez1 
1Columbia University, New York, United States, 2New York State Psychiatric Institute, 
New York, United States, 3Northwestern University, Chicago, United States, 4Johns 
Hopkins University, Baltimore, United States 
Presenting author email: cr2857@cumc.columbia.edu

Background: HIV prevalence is high among Latina (49.6%), African-American 
(48.1%), and White (3.5%) transgender women (TGW) in New York City (NYC). 
Additionally, NYC TGW have the highest proportion of newly identified HIV-
positive test results (20.0%) of any U.S. risk group. Long-acting delivery methods 
of pre-exposure prophylaxis (PrEP) show some promise in clinical trials. Effective 
implementation of long-acting HIV prevention strategies requires understanding 
the challenges and facilitators associated with use, especially for unique popula-
tions, such as TGW. This study aimed to identify TGW’s barriers/facilitators and 
likes/dislikes about the following potential future long-acting HIV prevention strat-
egies: biodegradable PrEP implant, non-biodegradable PrEP implant, long-acting 
PrEP injection.
Methods: Four focus groups were completed with HIV-negative (ascertained by 
OraQuick Advance rapid HIV test) TGW to understand the acceptability and fea-
sibility of PrEP implants and injections. Strategies were presented through a se-
ries of short videos and companion text summaries that featured photos of each 
method. Themes discussed in focus groups about products included participants’ 
likes/dislikes, barriers/facilitators, strategies to overcome uptake/adherence chal-
lenges, ideal implant/injection sites, preferred dosing schedules, number and size of 
implants/injections, side-effect tolerability, perceived compatibility with hormone 
regimens, and strategies to promote these tools among TGW. Data were indepen-
dently analyzed by two coders.
Results: Participants found non-daily dosing of PrEP favorable. TGW emphasized 
that ensuring the absence of interactions between PrEP and feminizing hormones 
is essential for uptake. Specifically, for many TGW, hormones are a priority; com-
promising their short or long-term effects is unacceptable. Several participants 
expressed concern about the 30-day oral pill lead-in and preferred the removable 
implant, which would not require this. Others were apprehensive about the inability 
to remove the injection and biodegradable implant, but acknowledged that the oral 
lead-in would identify issues with drug tolerability/allergy. Several TGW favored the 
injection, since its administration is similar to hormone replacement therapy. Some 
participants felt that developing strategies to administer injections without provider 
visits could improve acceptability and/or adherence, since additional office visits 
impose additional cost and inconvenience.
Conclusions: It is necessary to diversify the types of available HIV prevention 
methods, since different products appeal to different TGW. Long-acting methods 
appear to be promising, despite challenges. 

WEPEC0939
One-year experience with pre-exposure prophylaxis (PrEP) 
implementation in France with TDF/FTC
J.M. Molina1, G. Pialoux2, M. Ohayon3, L. Cotte4, N. Valin5, J. Ghosn6, E. Cua7,  
C. Pintado1, J. Chas2, P. Petour8, G. Barriere8, F. Durand8 
1Saint Louis Hospital, Infectious Diseases, Paris, France, 2Tenon Hospital, Paris, 
France, 3Le 190, Sexual Health Center, Paris, France, 4Croix Rousse Hospital, Lyon, 
France, 5Saint Antoine Hospital, Paris, France, 6Hotel Dieu Hospital, Paris, France, 
7L’Archet Hospital, Nice, France, 8Gilead Sciences, Boulogne-Billancourt, France 
Presenting author email: cua.e@chu-nice.fr

Background: FDA approved TDF/FTC for PrEP in adults at high risk of sexually-
transmitted HIV on July 2012. In 2015, the French Medicine Agency (ANSM) 
initiated a Temporary Recommendation for Use (RTU) to allow the use of TDF/FTC 
for PrEP in France in January 2016.
Methods: The RTU is a specific French procedure that secures and regulates an 
off-label indication of a medicine for unmet medical needs. PrEP RTU protocol 
allowed TDF/FTC use in adults at high risk of sexual HIV acquisition, using a daily or 
an on-demand regimen (as prescribed in the ANRS IPERGAY trial). Subject reg-

istration is mandatory within the RTU framework. Data are collected by physicians 
using a dedicated and secured web subject monitoring interface. The RTU protocol 
provides 3 forms to monitor the use of TDF/FTC for PrEP: initiation form with 
baseline characteristics, HIV seroconversion form, adverse events and pregnancies 
form. Data are analyzed and reported to ANSM every 3 months.
Results: From January 2016 to December 2016, 2805 subjects were registered 
by 199 prescribers in more than 130 clinics in France. Median age was 36 (30-44, 
IQR), 98.6% were males and 97.4% of them were MSM. The on-demand regimen 
was prescribed to 59% of subjects. In the 12 months prior to PrEP initiation, 30.6% 
had ≥ 2 STIs, 10.9% used post-exposure prophylaxis and 19.9% used psychoac-
tive drugs. Four HIV seroconversions occurred for a total follow-up time of 1100 
patient-years; rate: 0.36/100 patient-years, CI95% [0.07-7.20]. Two acute HIV 
seroconversions occurred before inclusion in the RTU with no resistance-associated 
mutation (RAM). One presented HIV seroconversion at month 1 visit with a 500 
cp/ml HIV RNA and a M184I RAM. One presented HIV seroconversion 2 months 
after PrEP was interrupted by the patient with no RAM detected.
Conclusions: The RTU framework provided the first data in real life setting in 
France for TDF/FTC for PrEP. All subjects were at high risk of sexual HIV acquisi-
tion, most of them were MSM and used an on-demand regimen. Low rate of sero-
conversion after initiation of TDF/FTC for PrEP was reported underlining the need 
for close monitoring of these high risk individuals. 

WEPEC0940
End-user research on Multipurpose Prevention Technologies 
(MPT) for HIV and pregnancy prevention: young women’s 
ratings of three delivery forms in a randomized, cross-over study 
in Kenya and South Africa
A. Minnis1,2, S. Roberts1, K. Agot3, R. Weinrib1, K. Ahmed4, K. Manenzhe4,  
F. Owino3, A. van der Straten1,5, Trio Study Group 
1RTI International, Women’s Global Health Imperative, San Francisco, United States, 
2University of California, School of Public Health, Berkeley, United States, 3Impact 
Research and Development Organization, Kisumu, Kenya, 4Setshaba Research Centre, 
Soshanguve, South Africa, 5University of California, Department of Medicine, San 
Francisco, United States 
Presenting author email: aminnis@rti.org

Background: End-user input is needed to inform development of MPT products, 
combining PrEP and contraception, to maximize uptake and use. We compared rat-
ings of three placebo MPT delivery forms after use among young women in Kenya 
and South Africa and examined factors associated with product ratings.
Methods: The TRIO Study enrolled 277 HIV-negative, sexually active, non-preg-
nant women aged 18-30 in a randomized cross-over study to use each placebo MPT 
(daily oral tablets, monthly vaginal rings and monthly injections) for one month. 
At the end of each use period, we asked participants to rate how much they liked 
the product on a 5-point Likert scale (1=low) and assessed participant opinions of 
product attributes. We compared mean ratings for each product using paired t-tests 
and used multivariable linear regression to examine attribute- and behavior-related 
characteristics associated with ratings for each product, adjusting for age, site and 
randomization group.
Results: Mean age was 23.2 years. Mean product ratings increased for all products 
after the one-month period of use, with the greatest increase (1 point, p< 0.001) 
for rings, the least familiar product. After use, mean rating were significantly higher 
for injections (4.3 [SD=1.0]) compared with tablets (3.0 [SD=1.3]) and rings (3.3 
[SD=1.4]) (p< 0.001); mean ratings for rings were significantly higher than for tab-
lets (p=0.015). Ratings did not vary by age, but Kenyan women (vs. South African) 
reported a higher rating for tablets (3.2 vs. 2.7, p=0.005) and a lower rating for 
rings (3.1 vs. 3.5, p=0.042). In multivariable analysis, acceptability of key product 
characteristics (look, ease of use and interference with normal activities) were each 
associated with a significant increase of ≥1 point in the mean rating across all three 
products (p≤0.001). Product use without partner knowledge was associated with a 
higher mean rating for rings (b=0.50; p=0.006) but not for tablets or injections.
Conclusions: After a one-month period of use, young women rated injections most 
highly among three placebo MPT delivery forms, and rated rings more favorably 
than tablets. The acceptability of product attributes contributed significantly to 
the rating of all products, highlighting the value of choice in HIV prevention to ac-
commodate diverse users. 
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WEPEC0941
PK and effect on HIV ex-vivo infectivity of elvitegravir  
in postexposure prophylaxis
A. Inciarte1,2,3, L. Leal1,2, A. Crepo2, L.M. Bedoya4, A.D. Kashuba5, J. Llach1,  
P. Alcami4, J.M. Gatell1,2, M. Plana2, F. Garcia1,2,3, STRIB-PEP Study Group 
1Hospital Clínic of Barcelona, Infectious Diseases Unit, Barcelona, Spain, 2Institut 
d’Investigacions Biomèdiques August Pi I Sunyer (IDIBAPS), Barcelona, Spain, 
3Uni, Barcelona, Spain, 4Instituto de Salud Carlos III, Madrid, Spain, 5Univ of North 
Carolina at Chapel Hill, North Carolina, United States 
Presenting author email: ajinciar@clinic.ub.es

Background: The most common way of HIV transmission is through mucosal tis-
sues. Characterizing pharmacokinetics (PK) , ex vivo efficacy on HIV infectivity 
and effect on immune system of Elvitegravir (EVG) could be informative for opti-
mizing postexposure prophylaxis (PEP).
Methods: This is a substudy of a clinical trial (n=160) comparing tolerability of 2 
PEP strategies: tenofovir/emtricitabine plus ritonavir-boosted lopinavir or cobici-
stat-boosted elvitegravir received during 28 days. PK (in blood, rectal fluid and rec-
tal tissue), ex-vivo HIV-1 infectivity (estimated using antigen p24 quantification in 
HIV-1 strain BaL-1 infected explants) and effect on rectal mucosa immune system 
of EVG were assessed at day 28 and day 90 (considered as baseline).
Results: Overall EVG was well tolerated and there were no serious adverse effects 
during the study. EVG concentrations in plasma, rectal fluid and rectal tissue were 
1200ng/mL, 770ng/sb, 1124ng/g, respectively. A strong correlation on EVG levels 
were found between different compartments (r=0.4, p= 0,028). 
No significant differences were observed in infectivity between day 28 (last dose of 
PEP) and 90 (60 days after PEP was discontinued) (p= 0.4). 
Infectivity was inversely correlated with activation of CD8-T cells in rectal muco-
sal tissue [CD38+DR+ (r= -0.87, p<0.005), HLA-DR+ (r= -0.85 p<0.007), and 
CCR5+ (r= -0.9 p<0.002)].
Conclusions: We found that EVG PK levels on different compartments were corre-
lated. However, EVG did not prevent ex vivo infection on human rectal explants af-
ter 28 day of PEP. On the other hand, activation of CD8-T cells in mucosa seems to 
hinder infectivity in our model. Further studies are needed to validate these results. 

WEPEC0942
Cost-effectiveness of pre-exposure prophylaxis for HIV 
prevention during conception
A. Leech1, J. Burgess2, M. Sullivan3, W. Kuohung3, M. Horný2, M.-L. Drainoni2,  
C. Christiansen2, B. Linas3 
1Tufts Medical Center, Center for the Evaluation of Value and Risk in Health, Boston, 
United States, 2Boston University School of Public Health, Boston, United States, 
3Boston Medical Center, Boston, United States 
Presenting author email: aleech@tuftsmedicalcenter.org

Background: Pre-exposure prophylaxis (PrEP) for HIV serodiscordant couples 
seeking conception provides modest prevention benefits when the HIV-infected 
partner is on anti-retroviral therapy (ART). Further, the relative benefits and costs 
of PrEP compared to assisted reproductive technologies are not known.
Methods: We developed a Markov cohort simulation to compare six HIV prevention 
strategies for serodiscordant couples seeking conception: ART alone and with PrEP, 
both with and without intercourse limited to ovulatory period; intrauterine insemi-
nation (IUI); and in vitro fertilization (IVF). We considered a scenario in which the 
male partner was suppressed on ART, and another in which he was not reliably sup-
pressed. Outcomes included HIV transmissions to mother and baby, discounted 
quality-adjusted life years (QALY), discounted lifetime medical costs, and incre-
mental cost-effectiveness ratios (ICERs). Data from PARTNER, HPTN 052, and 
Partners PrEP informed transmission parameters. We assumed a lifetime horizon, 
and healthcare sector cost perspective (2015 $US).
Results: Limiting unprotected intercourse to the ovulatory period provided better 
outcomes than non-targeted intercourse and was cost saving. Adding PrEP to ART 
with targeted intercourse prevented 3 HIV transmissions per 10,000 women and 
added 0.0016 QALYs. 
However, IUI provided still better outcomes than PrEP with targeted intercourse, 
at a lower cost per QALY gained. The ICER of IUI compared to ART with targeted 
intercourse was > $3 million/QALY. Similarly, the ICER of IVF compared to IUI was 
>$5 million/QALY. With non-reliably suppressed male partners, reproductive tech-
nologies provided greater benefit than PrEP at lower cost/QALY gained. Sperm 
wash with IUI was cost-effective at $99,432/QALY. 
Only when the male partner was not reliably suppressed and IUI not available did 
PrEP with targeted intercourse become economically attractive (ICER = $161,645/
QALY).

Risk reductive 
strategy

HIV+ 
women/ 
10,000

HIV+ 
babies/ 
10,000

Life 
expectancy 

(Undisc.)

QALY 
(Discounted)

Lifetime 
costs 

(Discounted)

ICER ($/
QALY)

cART (b) intercourse 
limited to ovulation 10.4 0.16 42.682 19.9558 $139,475 --

cART (a) non-
targeted ovulation 14 0.21 42.680 19.9542 $139,579 dominated

cART + PrEP (b) 
intercourse limited to 
ovulation

7.7 0.12 42.683 19.9575 $147,748 dominated

cART + PrEP 
(a) non-targeted 
ovulation

8.9 0.13 42.683 19.9567 $147,783 dominated

cART + IUI 1.6 0.02 42.686 19.9608 $157,876 $3,658,462
cART + IVF 1.6 0.01 42.686 19.9608 $173,816 dominated

[Effectiveness, cost, & cost-effectiveness ]

Conclusions: From a U.S. healthcare sector perspective, PrEP for serodiscordant 
couples seeking conception is best employed in scenarios in which the male partner 
is not reliably suppressed on ART and assisted reproductive technologies are not 
available. 

WEPEC0943
Retention in care outcomes associated with pre-exposure 
prophylaxis implementation science programs in three United 
States cities
P. Chan1, R. Patel2, L. Mena3, J. Rose4, B. Buck3, T. Arnold3, C. Crowley1,  
A. Tributino1, M. Montgomery1, C. Oldenburg5, A. Nunn1 
1Brown University, Providence, United States, 2Washington Unversity in St. Louis, St. 
Louis, United States, 3University of Mississippi, Jackson, United States, 4Wesleyan 
University, Middletown, United States, 5University of California, San Francisco, United 
States 
Presenting author email: philip_chan@brown.edu

Background: Few studies have evaluated long-term PrEP use and retention in care 
outcomes in real-world clinical programs outside of research settings.
Methods: We analyzed data from a longitudinal cohort of men who have sex with 
men (MSM) prescribed PrEP at clinical programs in three United States cities: 
Providence, Rhode Island (RI); Jackson, Mississippi (MS); and St. Louis, Missouri 
(MO). Demographic, behavioral, laboratory and insurance characteristics were re-
viewed. We assessed retention in PrEP care at three, six and 12 months. Multivariate 
analyses were used to predict variables associated with retention in PrEP care. We 
also assessed HIV seroconversions in patients prescribed PrEP.
Results: A total of 505 (RI: 197 MS: 156; MO: 152) MSM were prescribed PrEP; 
90.7% filled prescriptions (RI: 85.3%; MS: 92.3%; MO: 96.1%; p=0.001). Patients 
in MS and MO were more commonly African American than in RI (66.7% and 
26.3% vs. 6.1%, respectively), but less frequently Hispanic/Latino (1.3% and 6.6% 
vs. 22.2%, respectively). Among 336 patients prescribed PrEP for at least 12 
months, 78.6% were retained in care at three months (RI: 77.9%; MS: 74.0%; MO: 
84.4%; p=0.20), 66.4% were retained in PrEP care at six months (RI: 63.6%; MS: 
66.0%; MO: 70.8%; p=0.51), and 48.5% were retained in PrEP care at 12 months 
(RI: 45.0%: MS: 42.0%; MO: 60.4%; p=0.02). Multivariate analyses revealed 
no differences in age, race, ethnicity, income, education, and insurance on 3- and 
6-month retention, but uninsured MSM were less likely to be retained at 12 months 
(aOR=0.38, 95% CI=0.18, 0.79). A total of 1.2% (6/505) of patients became HIV 
infected while in PrEP care including one in RI who had suspected acute HIV infec-
tion at baseline, three in MO who were sub-optimally adherent, and two in MS who 
had stopped taking PrEP.
Conclusions: Retention in care trends varied by setting but generally declined over 
time; having health insurance was an important predictor of 12 month retention 
in care outcomes. Further research is needed to identify the individual, social and 
structural factors that may impede or enhance retention in PrEP care. 
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WEPEC0944
Mental health vulnerabilities mediate effects of socio-cultural 
factors on PrEP initiation/non-initiation and adherence among 
Black MSM in 3 U. S. cities - HPTN 073
L. Wilton1, L.E. Nelson2, G. Beauchamp3, M. Magnus4, S. Shoptaw5,  
L. Hightow-Weidman6, Y. Chen3, J. Lucas7, E. Piwowar-Manning8, C. Hendrix9,  
M. Marzinke8, C. Hucks-Ortiz10, K.H. Mayer11,12, S.D. Fields13, D.P. Wheeler14 
1Binghamton University, Human Development, Binghamton, United States, 2University 
of Rochester, School of Nursing, Rochester, United States, 3Fred Hutchinson Cancer 
Center, Vaccine and Infectious Disease Division, Seattle, United States, 4George 
Washington University Milken Institute School of Public Health, Epidemiology and 
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(UCLA), Family Medicine, Los Angeles, United States, 6University of North Carolina 
at Chapel Hill, Infectious Diseases Clinic, Chapel Hill, United States, 7FHI 360, 
Global Health Division, Durham, United States, 8Johns Hopkins University School 
of Medicine, Pathology, Baltimore, United States, 9Johns Hopkins University School 
of Medicine, Clinical Pharmacology, Baltimore, United States, 10John Wesley 
Community Health Institute, Division of HIV Services, Los Angeles, United States, 
11Fenway Health, The Fenway Institute, Boston, United States, 12Harvard Medical 
School, Boston, United States, 13New York Institute of Technology, School of Health 
Professions, Old Westbury, United States, 14University at Albany - SUNY, School of 
Social Welfare, Albany, United States 
Presenting author email: lwilton@binghamton.edu

Background: Black men who have sex with men (BMSM) constitute the largest 
proportion of new HIV infection rates in the U.S. Socio-cultural factors (e.g., the 
negotiation of racial and sexual identities combined with internalized homophobia) 
serve as culturally specific psychosocial issues for BMSM. This study tested the 
hypothesis that mental health factors (depressive symptoms, social support) me-
diate the relationship between socio-cultural factors (ethnic identity, racial/sexual 
identity congruence, internalized homophobia) and PrEP initiation/non-initiation 
and self-reported PrEP adherence/non-adherence among Black MSM. We hy-
pothesized that men who demonstrated higher mental health vulnerabilities would 
intersect with socio-cultural factors in relation to PrEP outcomes.
Methods: HPTN 073 was an open label PrEP demonstration study where HIV-
uninfected BMSM from 3 U.S. cities (Los Angeles, CA, Washington DC, and 
Chapel Hill, NC) were offered once daily oral FTC/TDF, client-centered care co-
ordination, and were followed for 12 months between August 2013 and September 
2014. Logistic regression was used to examine associations between baseline 
socio-cultural factors and mental health factors predicting PrEP initiation/non-
initiation and self-reported adherence (≥ 60%) at week 26 with site as a covariate. 
Significance of the indirect effect was tested using Proess.sas macro.
Results: Of the 226 BMSM enrolled, 178 (79%) participants accepted PrEP. Those 
who scored higher for ethnic identity and internalized homophobia were less likely 
to initiate PrEP in both unadjusted and adjusted models (Table 1). At week 26, self-
reported PrEP adherence among the 139 who initiated was 78% (108/139). None 
of the social-cultural factors were significantly associated with PrEP adherence. 
Baseline depression symptoms and social support seem to mediate the relationship 
between internalized homophobia and PrEP acceptance.
Conclusions: To our knowledge, this represents the first study to examine socio-
cultural influences of PrEP initiation and adherence among BMSM in the U.S. 
which contributes to new empirical and conceptual frameworks to enhance future 
PrEP prevention programs. Our findings suggest that socio-cultural factors involv-
ing ethnic and sexual identity affirmation need to be considered for in the develop-
ment and implementation of PrEP biomedical prevention strategies for BMSM.
 

 
PrEP 

Acceptance 
OR (95% CI)

PrEP 
Acceptance 

AOR (95% CI)

Total Indirect 
Effect (95% 
CI) on PrEP 
Acceptance

PrEP 
Adherence OR 

(95% CI)

Total Indirect 
Effect (95% 
CI) on PrEP 
Adherence

Ethnic 
Identity

0.54 
(0.31, 0.92)**

0.55 
(0.31, 0.96)**

-0.04 
(-0.19,0.06)

0.90 
(0.48, 1.65)

0.03 
(-0.12, 0.21)

Internalized 
homophobia

0.95 
(0.90, 1.01)*

0.94 
(0.88, 0.99)**

0.02 
(0.00, 0.05)+

0.99
(0.92, 1.06)

0.00 
(-0.03, 0.03)

Social 
support

0.96 
(0.90, 1.02)*

0.95 
(0.88, 1.01)* Mediator 1.00 

(0.94, 1.08) Mediator

**Indicates p value <0.05 significance; *indicates p-value <0.10; +indicates marginal indirect effect 

[Table 1]

WEPEC0945
The impact of messaging on the PrEP cascade among female  
sex workers (FSWs): a case study of SWOP-Kenya
J. Ouko, P. Sore, J. Kioko, S. Gatangi, C. Wachihi, G. Gakii, J. Kimani, L. Gelmon 
Kenya AIDS Control Project, Nairobi, Kenya 
Presenting author email: jouko@phdaf.org

Background: PrEP is a new prevention technology that has been proven to sig-
nificantly reduce HIV infections among populations at high risk, though its effec-
tive delivery to FSWs had not been well documented. We conducted a pilot project 
whose aim was to provide evidence to inform the deliverability of PrEP as part of 
HIV combination prevention package among the FSWs in Nairobi, Kenya. More 
specifically, it set out to develop strategies and messages for reaching out to the 
FSWs to promote uptake and sustained adherence to PrEP.
Methods: The overall project used a prospective cohort design. A hot spot based 
peer led model was used for awareness creation and linkage for PrEP uptake. A 
complementary qualitative aspect through in-depth interviews and focus groups 
with PrEP users and peer educators were then conducted at different points in time 
to inform and address implementation challenges that were encountered.
Despite the demand creation activities, enrollments were slow at project onset and 
additional strategies had to be adapted to facilitate faster patient accrual. These 
changes were made based on data generated through IDIs and FGDs.
Results: PrEP Cascade - A total of 2044 FSWs were reached with information on 
PrEP. However, only 36.2% (739) visited the facility to inquire about PrEP, with 
78.5% (580) being screened for eligibility. 99.3% (576) were found eligible but 
only 346 were initiated on PrEP. 148 FSWs are still active on PrEP while 155 have 
been exited and 43 discontinued. 
The qualitative studies revealed that our messaging was poor due to inadequate IEC 
materials, disjointed demand creation activities, conflicting information being de-
livered by different Peer Educators, usage of technical terms in the materials and 
the selected persons used for delivering the messages.
Conclusions: Use of a peer led model for awareness creation and subsequent link-
age to PrEP uptake proved successful but poor messaging was a challenge. We 
therefore recommended an effective information and demand creation strategy 
with standardized materials for both health care workers and Peer Educators for 
PrEP scale up. 

WEPEC0946
“Be-PrEP-ared “: a PrEP demonstration project among men 
who have sex with men in Belgium - preliminary results
B. Vuylsteke1, T. Reyniers1, I. De Baetselier1, K. Wouters1, C. Nöstlinger1,2,  
M. Laga1 
1Institute of Tropical Medicine, Antwerp, Belgium, 2University of Vienna, Vienna, Austria 
Presenting author email: kwouters@itg.be

Background: In Belgium, HIV incidence is still high among MSM and new preven-
tion approaches are needed. The Be-PrEP-ared study aims to assess uptake and 
feasibility of different PrEP regimens to reduce HIV acquisition among MSM at 
high risk for HIV.
Methods: An open-label prospective cohort study enrolling 200 MSM at high risk 
for HIV with a mixed method social science component. Study participants receive 
daily or event-driven Truvada for 18 months based on their choice, and they are 
allowed to switch, discontinue or restart regimens at the three-monthly visits. At 
each visit, participants receive preventive counselling. Biomedical data (i.e. blood, 
urine, anal and pharyngeal samples for kidney-, liver function, HIV- and STI testing) 
and self-reported behavioural data are collected (i.e. sexual behaviour, adherence). 
Participants report their daily sexual behaviour and pill use on a web-based diary.
Results: From 09/ 2015 - 12/2016, 219 persons were screened and 200 enrolled 
(197 MSM; 3 transgender women). Mean age at screening was 39 years (range 22 
- 70 yrs) and 79% were Belgians. Gonorrhoea, chlamydial infection and syphilis 
were detected in 11%, 11%, and 8% respectively. At enrolment, 23% reported anal 
sex with more than 15 anonymous partners, 61% reported the use of recreational 
drugs before sex and 63% reported participation in group sex in the last 3 months. 
Twenty-one percent had used Post Exposure Prophylaxis in the last 12 months.
Initially, 76% chose daily and 24% event-driven PrEP. After a total of 96 follow-up 
years, no new HIV infection was observed. The incidence of N. gonorrhoeae and C. 
trachomatis was respectively 37 and 39 per 100PY. Thirty-one participants (15%) 
switched regimens or discontinued PrEP during follow-up at least once. Main rea-
sons for switching includes changes of life/partner situations, frequency of sexual 
contacts, simplicity, travel and side effects of Truvada. Updated results of longitu-
dinal data will be presented at the conference.
Conclusions: Among this population at high risk for HIV, daily PrEP use is most 
popular as first choice. However a large proportion of participants switch regimens, 
tailored to their individual needs. Despite high rates of STI during follow up, no new 
HIV infections were observed. 
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WEPEC0947
One case of HIV-1 infection with M184I mutation despite  
pre-exposure prophylaxis (PrEP)
G. Pialoux1,2, M.-G. Lebrette1, N. Day3, M.-A. Danet1, J. Chas1, P. Thibault1,  
C. Monfort1, G. Peytavin4, C. Amiel2,5 
1Hôpital Tenon-APHP, Infectious Diseases, Paris, France, 2UPMC-Sorbonne, 
Infectious Diseases, Paris, France, 3Laboratoires Cerballiance, Paris, France, 4Hôpital 
Bichat-APHP, Pharmacy and Toxicology, Paris, France, 5Hôpital Tenon-APHP, 
Virology, Paris, France 
Presenting author email: gilles.pialoux@aphp.fr

Background: The results of randomized controlled trials on Preexposure 
Prophylaxis (PrEP) demonstrate nearly 100% prevention efficacy in men who have 
sex with men (MSM) when adherence to PrEP is high. In January 2016, the French 
Medicine Agency (ANSM) set up a Temporary Recommendation to Use (RTU) 
TDF/FTC as a PrEP (daily or an on-demand regimen) in adults at high risk of sexual 
HIV infection.
Methods: When PrEP is prescribed, data are collected on a web subject monitoring 
interface including an HIV seroconversion form. We report here the first case of a 
MSM who seroconverted with a FTC/3TC resistant HIV-1 strain after 1 month of 
PrEP, despite clinical and pharmacokinetic data that suggested adherence to TDF/
FTC.
Results: Between January and December 2016, 2805 subjects were included in the 
french RTU protocol. Only 1 subject presented an HIV-1 seroconversion at month 1 
visit. This 31-year-old MSM had an HIV negative serology on March 9. He initiated 
PrEP (2 pills on Day 1 then 1/day) on March 19. On April 9 his serology was discor-
dant (Biomerieux neg/Diasorin pos). On April 13 he seroconverted with a plasmatic 
viral load (pVL) at 766 copies/ml (2.88 log) and a western-blot showing reactivities 
to p24 and slightly to p18/p52. A viral load was retrospectively performed on serum 
on March 3 and was under threshold’s detection. Genotype resistance testing re-
vealed a CRF60_BC recombinant virus with a M184I mutation and polymorphism 
mutations on the protease (10I, 15V, 69K, 89I). This man has been probably infect-
ed at a ChemSex week-end on March 25-28 with multiple partner relationships, 
mostly passive behavior and psychoactive substance intake. He was considered as 
treatment adherent with the elements of questioning and plasma dosage performed 
on April 9 and 13. According to the sequence of events and to the french epidemio-
logical data on HIV strains in acute infection most probably the selection of M184I 
mutation appeared under TDF/FTC pressure.
Conclusions: In the real-life context of PrEP in France, 1 early HIV seroconver-
sion was reported, emphasizing the need for a very close monitoring when taking in 
charge patients at high risk of sexual infection. 

WEPEC0948
Effect of menses and tampon use on the pharmacokinetics  
of Dapivirine Vaginal Ring
A. Nel, M. Smit, J. Nuttall, N. Van Niekerk 
International Partnership for Microbicides, Silver Spring, United States 
Presenting author email: anel@ipmglobal.org.za

Background: Dapivirine Vaginal Ring (DVR), containing 25mg dapivirine, has been 
shown to be safe and efficacious in two Phase III clinical trials. This trial investigated 
the effect of menses and tampon use on local and systemic pharmacokinetics of 
dapivirine delivered by DVR.
Methods: An open-label, randomised, cross-over trial was conducted among 22 
healthy, HIV-negative women, aged 18-40 years. Participants received 3 treat-
ments, separated by washout periods of 28 days, according to a randomly assigned 
treatment sequence: DVR with menses, without tampon use; DVR with menses, 
with tampon use; DVR with no menses. Oral contraceptives were used to regulate 
onset or absence of menses between Days 14 and 19 post-ring insertion. Dapivirine 
concentrations were determined in plasma and vaginal fluid (VF), and residual dapi-
virine was assessed in used rings.
Results: Both plasma and VF concentrations decreased after onset of menses. For 
plasma, AUC11-21days was 6% lower during menses with or without tampon use, rela-
tive to no menses (ratio: 0.94; 90% CI: 0.88-1.00). At the end of menses, con-
centrations increased to levels associated with no menses by Day 28. Menses and 
tampon use had a greater impact on VF concentrations: AUC11-21days was reduced 
by 35% during menses without tampon use (ratio “menses/no menses”: 0.65; 90% 
CI: 0.53-0.80), and by 48% during menses with tampon use (ratio “menses/no 
menses”: 0.52; 90% CI: 0.42-0.65). The lowest mean VF concentrations occurred 
on Day 15: 4797 and 7701ng/g for menses with and without tampon use, compared 
to 38350ng/g (no menses), but were well above the in vitro IC99 in cervical tissue 
(3.3ng/mL). VF concentrations subsequently increased to levels associated with no 
menses by Day 21. Ring residual levels seemed unaffected by menses and tampon 
use, with mean values of 20.3, 20.7 and 20.2mg following menses without tampon 
use, menses with tampon use, and no menses, respectively.

Conclusions: Plasma dapivirine concentrations were marginally lower during men-
ses. VF concentrations were markedly reduced during the first 2 days of menses; at 
the end of menses, levels rapidly increased to pre-menses concentrations. A greater 
reduction in VF concentration was observed with tampon use; however, the lowest 
mean value was >1400 times above IC99. 

WEPEC0949
Network meta-analysis of post-exposure prophylaxis (PEP) 
randomized clinical trials: a rankogram for PEP
L. Leal1, E. De Lazzari1, A. Inciarte1, V. Díaz-Brito1, A. Milinkovic2, C. Lucero1,  
E. González1, A. León1, J.M. Gatell1, F. García1 
1Hospital Clínic Barcelona - IDIBAPS, Barcelona, Spain, 2University College London, 
London, United Kingdom 
Presenting author email: laleal@clinic.ub.es

Background: Compliance of 28 day course of PEP is often limited by frequent 
drop-outs and the toxicity of antiretroviral drugs which could limit its efficacy. 
Several studies have been conducted searching for better tolerated regimens as a 
priority. In order to evaluate which PEP regimen has the best completion rate we 
performed a meta-analysis of 5 randomized clinical trials (RCT) comparing differ-
ent PEP regimens reporting outcomes on 1,105 PEP initiations.
Methods: Three out of the 5 selected RCT compared previous standard of care 
(SOC) ritonavir-boosted lopinavir (LPV/r) versus a different antiretroviral (ARV) 
in each trial: atazanavir (ATV), cobicistat-boosted elvitegravir (ELV/c) and raltegra-
vir (RAL), and versus maraviroc (MVC) in 2 RCT. We conducted a network meta-
analysis to estimate the pooled odds ratio (OR) for LPV/r versus MVC and the 
probability of each treatment for showing a better 28 day PEP completion rate. 
We also plotted a rankogram based on the probability of each treatment being at a 
particular order (the best, second, third, fourth and the worst).
Results: Non-occupational exposure to HIV was the main reason for PEP, being 
this an inclusion criterion in 4 studies. In the remaining study, 30 occupational 
exposures were described. A 3-drug regimen was prescribed in all studies, where 
tenofovir-disoproxil/emtricitabine was the most frequently used backbone. All 
studies followed European recommendations on prescription and follow-up. 454 
(41%) PEP non-completion were reported for any reason. The OR for each ARV 
compared to LPV/r was: ATV: OR 0.95 95% CI 0.58-1.56; EVG/c: OR 0.65 95% 
CI 0.30-1.37; RAL: OR 0.68 95% CI 0.41-1.13, and since only for MVC com-
parison there were more than one RCT, the only pooled OR was for MVC: OR 
0.69 95% CI 0.47-1.01. We estimated the probability of each treatment of being 
the best. Since the outcome is PEP completion, the best treatment is that with 
the highest (most positive) treatment effect (table 1). This rankogram showed that 
EVG/c has 45.6% probability of being the best treatment, followed by MVC, RAL, 
ATV and LPV/r.
Conclusions: Newly antiretroviral drugs, particularly as a single tablet regimen, 
showed a better PEP completion rate than previous SOC. 

WEPEC0950
Institutional barriers to post-exposure prophylaxis access  
and related services among survivors of sexual violence in Gaza 
Province in Mozambique: a qualitative study
M.A. Sitoe1, M. Posse2, A.C. Monteiro2, C.L. Fonseca3, A. Angel4 
1Elizabeth Glaser Pediatric Foundation, Maputo, Mozambique, 2Elizabeth Glaser 
Pediatric AIDS Foundation, Maputo, Mozambique, 3Elizabeth Glaser Pediatric AIDS 
Foundation, Technical, Maputo, Mozambique, 4Elizabeth Glaser Pediatric AIDS 
Foundation (EGPAF), Los Angels, CA, United States 
Presenting author email: msitoe@pedaids.org

Background: The timely provision of health care services for survivors of sexual 
violence is crucial to prevent HIV transmission. The government of Mozambique 
approved implementation of the national integrated care plan, which includes a rec-
ommendation to provide post-exposure prophylaxis (PEP) for sexual assault sur-
vivors. There are indications that there may be gaps in the implementation of that 
plan, because it is a multi-sectoral issue (health facility, police sector and commu-
nity), meaning it should be everybody’s or nobody ś responsibility. Un study done in 
Mozambique showed that only about 31% of survivors arrived at health facility was 
administered PEP within 72 hours of the sexual violence incident. The objective 
of this study was to identify institutional barriers that affect access to PEP in six 
districts of Gaza province, Mozambique.
Methods: Twenty eight in-depth interviews were conducted with personnel in-
volved in sexual assault survivors care that we called “key actors” (15 health workers, 
four police, and nine community leaders) recruited in six heath facilities supported 
by EGPAF, through convenience sampling in August 2015. The interviews were 
conducted in Portuguese and in Changana (local language). The interviews were 
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audio-recorded and transcribed in Portuguese. The transcripts were codified and a 
thematic analysis was done using the MAXqda12 program.
Results: Reported institutional barriers that affect access to PEP, in order of most 
mentioned,
include: lack of coordination between the cadres of key actors; lack of integrated 
(police and health assistance) sexual assault services at the health facility; lack of 
transport to bring survivors from communities to police stations or health facilities; 
unavailability of all sexual assault assistance services available 24 hours a day at the 
health facility; and lack of key actors trained in care of survivors.
Conclusions: Although the implementation plan for the national integrated care 
program is already
in place and PEP is available free of charge in all health facilities, there are still chal-
lenges that need to be overcome in order for PEP access to be effective. Strategies 
that ensure that key actors are adequately informed, working cohesively, and 
equipped to respond to the needs of survivors should be a national priority. 

WEPEC0951
Understanding PrEP demand among adolescents/young adults 
and HIV discordant couples in SEARCH: qualitative findings
C.S. Camlin1,2, M. Getahun1, J. Ayieko3, A. Owaraganise4, F. Mwangwa4,  
C.A. Koss5, D. Kwarisiima6, C.R. Cohen1, E.A. Bukusi3, T.D. Clark5,  
M.L. Petersen7, M.R. Kamya4,8, D.V. Havlir5, E.D. Charlebois2 
1University of California, San Francisco, Obstetrics, Gynecology & Reproductive 
Sciences, San Francisco, United States, 2University of California, San Francisco, 
Center for AIDS Prevention Studies, San Francisco, United States, 3Kenya Medical 
Research Institute (KEMRI), Nairobi, Kenya, 4Infectious Diseases Research 
Collaboration, Kampala, Uganda, 5University of California, San Francisco, HIV, 
ID and Global Medicine, San Francisco, United States, 6Makerere University Joint 
AIDS Program, Kampala, Uganda, 7University of California, Berkeley, Divisions of 
Biostatistics and Epidemiology, School of Public Health, Berkeley, United States, 
8Makerere University College of Health Sciences, Kampala, Uganda 
Presenting author email: carol.camlin@ucsf.edu

Background: Pre-exposure prophylaxis (PrEP) is a vital new prevention tool, yet, 
while much is known about PrEP adherence in clinical trial populations, there 
are critical knowledge gaps to inform open-label implementation in sub-Saharan 
African populations.
Methods: This qualitative study sought to inform introduction of PrEP to com-
munities participating in a test-and-treat trial in Kenya and Uganda (SEARCH, 
NCT01864603). Focus group discussions (FGDs), conducted September-
October 2016 in two communities, explored risk perceptions, attitudes, norms, 
and preferences, in six groups: males and females aged 16-24 and HIV-infected 
and -uninfected female and male members of HIV-discordant couples. Recordings 
were transcribed and translated for theory-informed analyses.
Results: Adolescents were excited, curious, yet held misconceptions and fears 
about PrEP. Many mistrusted medical authorities and wanted ‚proof ’ of PrEP ef-
ficacy (via others’ testimonies). Young men discussed PrEP as a vehicle for reducing 
risks while pursuing opportunities for sex, reflecting a normative masculinity valo-
rizing sexual conquest. Young women were more conflicted: they debated engaging 
in unprotected transactional sex, and discussed PrEP as a means to reduce risks with 
older male ‚sponsors’. Adolescents reported talking openly with peers about HIV, 
but not parents, whose disapproval they feared. They requested designated areas or 
days for PrEP, separate from ART clinics.
Members of sero-discordant couples using PrEP encouraged others to overcome 
fears. HIV+ members desired to protect partners and ensure their children have 
a future caregiver. Those with supportive spouses credited couples-VCT and care-
provider support for their harmony. Others described marital conflict; HIV+ 
women feared husbands’ affairs would lead to infection and they would be blamed. 
HIV- members were anxious about HIV risk, with some women angry about hus-
bands’ affairs; condom use was rare and disliked by most men and some women. 
Participants openly discussed extramarital affairs; transactional sex was normal for 
women when husbands couldn’t provide for children. Women feared other women’s 
gossip, while men reported speaking freely with one another.
Conclusions: Population-specific messaging could build demand for PrEP to ad-
dress motivations and needs of at-risk populations. Couples-based prevention and 
treatment services are critically important, while education and improving parent-
child communication/support may be needed to overcome barriers to PrEP uptake 
among adolescents. 

WEPEC0952
No HIV infections despite high-risk behaviour and STI 
incidence among gay/bisexual men taking daily pre-exposure 
prophylaxis (PrEP): the PRELUDE demonstration project
I. Zablotska1, S. Vaccher2, M. Bloch3, A. Carr4, R. Foster5, A. Grulich2, R. Guy2,  
J. McAllister4, C. Ooi6, M. Poynten2, D. Templton2 
1The University of New South Wales, The Kirby Institute, Oatley, Australia, 2The 
University of New South Wales, The Kirby Institute, Sydney, Australia, 3Holdsworth 
House, Sydney, Australia, 4St Vincent’s Hospital, Sydney, Australia, 5Clinic 16, Sydney, 
Australia, 6Western Sydney Sexual Health Centre, Sydney, Australia 
Presenting author email: izablm@yahoo.com

Background: In randomized clinical trials, PrEP efficacy among GBM was high, but 
few studies reported about PrEP implementation. Here we report the primary out-
comes - HIV incidence, STI incidence, PrEP adherence, and sexual behaviour - in 
the PrEP demonstration study PrELUDE in Sydney, Australia.
Methods: PrELUDE was a demonstration single-arm, open-label study which 
evaluated the daily regimen of oral tenofovir/emtricitabine as HIV pre-exposure 
prophylaxis (PrEP) among high-risk gay/bisexual men (GBM). Participants were 
enrolled from November 2014 to August 2015 and were followed till December 
2016. HIV/STI testing was conducted 3-monthly plus as clinically indicated. Online 
surveys collected detailed information about sexual practices and medication ad-
herence 3-monthly.
Results: PrELUDE enrolled 317 males; 309 (97.5%) identified as GBM. The me-
dian age was 37 (range 22-70) years. Expected HIV incidence was 4 per 100py. No 
HIV infections were identified during 381.3 person-years (py) of follow-up (HIV 
incidence 0%, 95% CI:0-0.96 per 100py). While 45 (14.1%) wanted PrEP only for 
specific events and 64 (20.1%) for short periods around exposure, self-reported 
daily PrEP adherence was 94.4%, 92.9% and 90.3% at Months 1, 6 and 12, re-
spectively. At enrolment, 42 GBM had HIV-positive regular partners; 40 (95.2%) 
reported condomless anal intercourse (CLAI) in preceding 3 months (no change 
over time). With HIV-positive/unknown-status casual partners, CLAI in the last 3 
months increased from 80.0% at baseline to 91.1% at 12 months on PrEP (p-trend< 
0.01). At enrolment, 16.8% were diagnosed with ≥1 STI (3.3% with anogenital 
gonorrhea (aGN), 9.5%, anogenital chlamydia (aCT) and 0.7% infectious syphilis 
(SYP)). The overall incidence of these STIs during the study follow-up was 92.0 
(82.2-102.6) per 100py (aGN: 32.4 (26.7-38.9), aCT: 50.2 (42.0-60.2), and 
SYP: 9.5 (6.5-13.3) per 100py). 13.5% of all STIs were diagnosed between regular 
assessments, upon symptomatic presentations.
Conclusions: No HIV infections occurred during the study period, despite increas-
es in high-risk CLAI and high incidence of STI. Thus PRELUDE demonstrated that 
high-risk GBM used daily PrEP appropriately, though they remained at substantial 
risk of STIs. Longer follow-up is necessary to better understand the real-life ad-
herence, sexual practices and STI rates among PrEP users over longer duration of 
PrEP use. 

WEPEC0953
HIV prevention is not all about HIV efficacy: how the uptake 
and effectiveness of HIV prevention products may rely on 
pregnancy and sexually transmitted infection prevention
P. Vickerman1, M. Quaife2, M. Kilbourne-Brook3, M. Mvundura3, M. Cabrera4,  
R. Eakle4, S. Delany-Moretlwe4, F. Terris-Prestholt2 
1University of Bristol, Bristol, United Kingdom, 2LSHTM, London, United Kingdom, 
3PATH, Seattle, United States, 4Wits RHI, Johannesburg, South Africa 
Presenting author email: peter.vickerman@bristol.ac.uk

Background: In sub-Saharan Africa, considerable HIV-burden exists amongst 
women. It is hoped that new anti-retroviral (ARV) based prevention technologies 
could decrease this burden, but this will depend on user behaviour. Uptake of new 
products could be improved if they protect against pregnancy or sexually transmit-
ted infections (STI).
Methods: We use a discrete choice experiment to project the likely uptake (% of 
women that use a product) of oral pre-exposure prophylaxis (PrEP), vaginal rings, 
injectable long-lasting ARV agents (4-12 weekly injection), and gel-based ARV 
products (with/without diaphragm) amongst adolescent and adult women, and how 
uptake could depend on whether the product protects against pregnancy or STI 
acquisition. For different product scenarios, and assuming baseline condom use of 
50%, a simple model was used to determine how the uptake of different products 
could decrease an individual’s average HIV transmission risk.
Results: In adolescent women, analyses suggest there will be limited uptake (< 7% 
use) and impact (< 8% decrease in HIV transmission risk) of any new product un-
less they also provide pregnancy protection, which could triple the level of use and 
impact achieved by a product. Conversely, adult women have lower preference 
for these additional benefits, with moderate use (≤16% for each product) and im-
pact (12-16% decrease) being projected if the products only protect against HIV-
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acquisition. In terms of product preference, both adult and adolescent women have 
highest preference for injectable ARVs, with oral PrEP having high preference if 
injectable ARVs are not available. The ring will also be used by adult women, with 
lower predicted use by adolescents. Gel-based products were popular with adoles-
cent women if they provided pregnancy protection when no other products did. 
However, even in the most favourable scenario, where all five prevention products 
are available and provide pregnancy and STI protection, projections still suggest 
that >20% of women will remain unprotected and one-third of the baseline trans-
mission risk will remain.
Conclusions: Incorporating multiple prevention components into new ARV-based 
prevention products could dramatically increase their uptake and impact in certain 
sub-groups. The development of multipurpose technologies could be important for 
tackling the heightened burden of HIV amongst women. 

WEPEC0954
First year of PreP in a Parisian hospital STIs clinic:  
prevention must go on
J. Chas1, M.-A. Danet1, M. Hamidi1, M.-G. Lebrette1, F. Haneche1,  
B. Lafon-Desmurs1, R. Missonnier1, A. Canestri1, L. Lassel1, S. Lasry1,2,  
M. Ohayon1,2, S. Allaf3, B. Boissavy1, C. Amiel4,5, G. Pialoux1,5 
1Hôpital Tenon-APHP, Infectious Diseases, Paris, France, 2Centre Le 190, Paris, 
France, 3Hôpital Tenon-APHP, Pharmacy, Paris, France, 4Hôpital Tenon-APHP, 
Virology, Paris, France, 5UPMC-Sorbonne, Paris, France 
Presenting author email: gilles.pialoux@aphp.fr

Background: Effectiveness of PrEP using TDF/FTC for prevention of sexually ac-
quired HIV infection has been demonstrated in trials and open-label studies; how-
ever, few data on sexual behaviors, STIs or chemsex practices have been reported 
among PrEP users outside clinical studies.
Methods: We describe characteristics of individuals evaluated for PreP initiations, 
reasons for not starting PreP, rate of retention in care, incidence of HIV, other 
STIs and practice of chemsex in a PreP Unit (Tenon hospital- Paris) from January 
2016 (beginning of the Temporary Recommendation for Use which allow TDF/FTC 
for PreP in France) through January 2017. We used a multidisciplinary approach 
to provide clinical monitoring, treatment, adherence support by infectious disease 
physicians, counselors, nurses, and administrative staff.
Results: About 337 referrals for Prep, there were 313 PrEP initiatons (92,9%); 
mainly reasons for not starting PrEP included low risk for HIV (3,3%), HIV infec-
tion diagnosed at baseline (1,5%), postexposure prophylaxis initiation (0,9%), esti-
mated creatinine clearance ≤60 mL/minute (0,3%). Mean age was 38 years [20-
66] and 319 (94,7%) were MSM. In the last 3 months, median of sexual partners 
was 15 [0-250], median of unprotected sexual intercourses was 4 [0-400], 202 
(59,9%) reported chemsex whose 12 (3.6%) of slam at least once during follow-
up, with mainly amphetamine (42,8%) and synthetic cathinones (35,31%). The last 
intercourse was receptive anal sex in 52,2%, unprotected in 54%, under chemsex 
in 24,63%. During the follow-up, the rate of declarative good PreP observance was 
95.5%, 134 individuals (39,8%) were diagnosed with at least 1 STI for a total of 251 
STI diagnosed with 94,1% asymptomatic. There was only 1 HIV diagnosed during the 
follow-up at 1 month in an individual with a resistance of FTC (M184I). There were 
only 3% lost of follow-up.
Conclusions: In one year, there was only one new HIV infection despite high rates 
of non symptomatic STIs and use of chemsex. With the implementation of PrEP in 
the MSMs community, a better understanding of “risk compensation” is needed to 
understand how changes in sexual behavior may impact risk for HIV and other STIs 
among PrEP users. 

WEPEC0955
HIV prevention method preferences within sexual partnerships 
reported by HIV-negative MSM in Tijuana, Mexico
H.A. Pines1, D.M. Smith1, A. Harvey-Vera1, G. Rangel2, S.J. Semple3,  
T.L. Patterson3 
1University of California, San Diego, Medicine, La Jolla, United States, 2United  
States-Mexico Border Health Commission, Tijuana, Mexico, 3University of California, 
San Diego, Psychiatry, La Jolla, United States 
Presenting author email: hpines@ucsd.edu

Background: To assess potential uptake of pre-exposure prophylaxis (PrEP) and 
risk compensation (i.e., decreased condom use) among men who have sex with men 
(MSM), we examined HIV prevention method preferences within sexual partner-
ships reported by MSM in Tijuana, Mexico.
Methods: To date (3/2016-12/2016), 309 HIV-negative MSM recruited via 
respondent-driven sampling and venue-based sampling have completed surveys 
designed to collect socio-demographic, behavioral, and psychosocial data, as well 

as information on up to 20 sexual partners in the past 4 months, including their 
preferred HIV prevention method during sex with each partner if PrEP and con-
doms were available for free (i.e., PrEP only, condoms only, or PrEP with condoms). 
Multinomial logistic generalized linear mixed models were used to identify individ-
ual and partnership characteristics associated with HIV prevention method prefer-
ences within partnerships with male or transgender partners.
Results: Participants had a median age of 39 years (interquartile range [IQR]=29, 
46; 28% under 30 years) and mostly identified as male (97%), Latino (94%), and bi-
sexual (54%) or gay (33%). Participants reported on 927 partnerships with male or 
transgender partners in the past 4 months (median=2; IQR=1, 4), of which 50% had 
engaged in condomless anal intercourse (CAI). Using PrEP with condoms (56%) 
was preferred to using condoms only (27%) and using PrEP only (17%) for HIV 
prevention during sex within partnerships. After adjusting for individual and part-
nership characteristics, compared to using condoms only, using PrEP with condoms 
was preferred within partnerships reported by gay-identifying participants (adjust-
ed odds ratio [AOR]=2.0, 95% confidence interval [CI]:1.1, 3.6), while using PrEP 
only was preferred within partnerships reported by participants who perceived 
themselves to be at risk for HIV (AOR=2.5, 95% CI: 1.1, 5.7) and partnerships that 
practiced CAI in the past 4 months (AOR=5.7, 95% CI: 2.7, 11.8).
Conclusions: Using PrEP with condoms was the preferred HIV prevention method 
during sex within partnerships reported by MSM in Tijuana suggesting that future 
PrEP uptake could be high within this population. Encouragingly future PrEP up-
take may not lead to risk compensation given that preferring PrEP only was most 
common in the context of high-risk partnerships that already engage in CAI. 

WEPEC0956
Acceptability of TMC278 LA: long-acting injectable  
pre-exposure prophylaxis (PrEP) in HPTN 076
E.E. Tolley1, S. Li2, M. Atujuna3, P. Musara4, J. Justman5, S. Pathak2,  
L.-G. Bekker3, J. Farrior6, N. Sista6 
1FHI 360, Behavioral and Social Science Research, Durham, United States, 2Fred 
Hutchinson Cancer Center, Seattle, United States, 3Desmond Tutu HIV Centre, 
University of Cape Town, Cape Town, South Africa, 4University of Zimbabwe, Harare, 
Zimbabwe, 5Columbia University, New York, United States, 6FHI 360, Science 
Facilitation, Durham, United States 
Presenting author email: btolley@fhi360.org

Background: Continuing high HIV incidence and low adherence to daily oral and 
topical HIV prevention agents in clinical trials among African women underscore 
the need for HIV prevention products that are more acceptable and easier to use. 
Strong global demand for injectable contraception suggests that new, long-acting, 
injectable HIV Pre-Exposure Prophylaxis (PrEP) formulations could meet this 
need. HPTN 076, a randomized, controlled trial comparing the safety of TMC278 
LA to placebo, administered every eight weeks over a forty-week period, provided 
an opportunity to examine and compare acceptability of a long-acting injectable 
PrEP product among HIV-uninfected women in Zimbabwe, South Africa and two 
United States (US) sites.
Methods: We compared the acceptability of injectable study product attributes, 
prevention preferences and future interest in injectable PrEP by site (African 
versus US) and arm via quantitative surveys administered at the first, fourth and 
sixth injection visits. Focus Group Discussions (FGDs) were also conducted after 
completion of the sixth injection visit.
Results: The study enrolled 136 (100 African, 36 US) participants with a median 
age of 31 years [IQR 25-38]. Most participants (>75%) rated injectable attributes 
(number, quantity, location, frequency) as very acceptable. While few reported 
rash or other side effects, 61-67% reported pain with injection, with non-significant 
differences over time and between arms; and during FGDs, participants described 
initial fear of the injectable and variable experiences with pain. Although half of 
participants desired no changes in the mode of injection, others reported a prefer-
ence for one injection, rather than two, and/or for injection in the arm rather than 
buttock. Nonetheless, most preferred injectable PrEP to daily oral pills (56-96% 
versus 4-25%). This preference was significantly higher among participants from 
the African than US sites, and increased over time in all sites. FGD discussions pro-
vide further context for both product acceptability and trial-related experiences.
Conclusions: This study provides evidence that a long-acting injectable PrEP prod-
uct is highly acceptable among young women in both African and US settings. It 
also provides insights into women’s motivations for product use and trial participa-
tion, as well as product preferences and concerns that could inform future product 
development, trial implementation and introductory efforts. 
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WEPEC0957
Structural barriers and reasons why we are still failing to stop 
HIV in an era of effective pre-exposure prophylaxis (PrEP):  
a mixed-method study
M. Magnus1, M. Levy2, M. Balachandran1, L. Wilton3, M. Siegel1, S. Calabrese1,  
S. Fields4, R. Brewer5, A. Dright1, J. Peterson1, I. Kuo1 
1George Washington University, Washington, United States, 2George Washington 
University, Epidemiology and Biostatistics, Washington, United States, 3Binghamton 
University, New York, United States, 4New York Institute of Technology, New York, 
United States, 5Louisiana Public Health Institute, New Orleans, United States 
Presenting author email: mattelevy@gwu.edu

Background: Despite a growing armamentarium of HIV prevention strategies, HIV 
continues to spread among subpopulations at risk such as Black men who have sex 
with men (BMSM). Structural barriers to services (cost, location of services, stigma, 
and lack of culturally competent providers) are associated with poor diffusion of 
interventions, resulting in severe healthcare access disparities. Emblematic of this is 
that BMSM, who have the highest HIV rates in the US, are among those least likely 
to be prescribed PrEP. Examining correlates of structural barriers to PrEP is critical 
to inform ways to disseminate potentially life-saving medications.
Methods: This was a mixed method study of HIV-negative BMSM >18 years old 
with at least one study-defined structural barrier to uptake of HIV prevention 
services. Participants (N=75) completed both qualitative in-depth interviews 
and quantitative surveys regarding uptake of HIV prevention interventions. An 
additional N=93 BMSM participated in an online survey to test concepts identified 
and N=25 BMSM participated in a longer qualitative interview alone. Interviews 
were thematically coded based on grounded theory. Quantitative data were 
analyzed using descriptive statistics and logistic regression. Concepts derived from 
the interviews were mapped along the PrEP continuum.
Results: As shown, data from the N=193 participants reached saturation on key 
structural barriers to uptake of PrEP. Qualitative and quantitative findings echoed 
one another to provide a comprehensive examination of barriers to PrEP uptake 
among BMSM including reduced disclosure of risk to providers and knowledge 
about PrEP, barriers to accessing sites where drug is offered, and adherence. 

Awareness of and Willingness to Be Prescribed PrEP [Qualitative example] “My Doctor never 
asked me “Are you having sex with men?” I just asked for it. And he said, ‚Oh okay’ and then circled 
something on a piece of paper.” “I think they wasn’t aware. Or they probably thought that it wasn’t a 
concern for them to ask that question, first of all.”
Access to Healthcare [Qualitative example] “Interviewer: So, what about your check ups? Do you 
go... what do you do for your checkups? Respondent: Check ups as in? Interviewer: Like your 
physical checkups or your annual checkups. Respondent: I don´t actually do any of that” “I know 
particularly a lot of my friends that are black and gay don’t go to the Doctor that regularly. I think it’s 
kind of a stigma.
Likely to Be Tested for HIV [Quantitative example] “They don’t do that there. I always thought 
that they just do it automatically. I just never been offered it. I just assumed that they just check 
everything. They take blood. Oh I am guessing they’re checking for HIV and different illnesses.”
Likely to Receive PrEP Prescription [Quantitative example] Only general health / preventive services 
were significantly associated with having health care insurance, not HIV prevention services 
(p<0.05) Health insurance did not eliminate substantial barriers to prevention in this population 
(p<0.05) Community clinics better than other care settings for HIV prevention options (p<0.05)
Likely to Be Adherent to PrEP [Qualitative example] “Yeah, you’re in the moment of that movie, so 
you don’t want to push pause because you know, you’ll lose it. So that’s what it is…” “Of course they 
made the condom up and they done did this and they done did this, a pill, da-da-da-da, but a person, 
say for instance I’m negative and this person have HIV I’m not going to have sex with that person 
if I know they have HIV so they’re not going to tell me that they have HIV.” “People may be starting 
to get ideas about you having HIV because you´re in the study or because they see you taking the 
study drugs. And to be honest, and I just kind of leave them on my dresser or inside my medicine 
cabinet, and people will ask me “Oh why do you have all these pill bottles?”
*Selected samples only due to word count constraints. Additional data analyzed and available; 
presentation will include additional text extracts and adjusted Odds Ratios (95% CI) associated with 
each step along the continuum.

[Barriers along the PrEP Continuum]

Conclusions: These data suggest myriad systematic changes must be made to lever-
age PrEP. These include outreach to those at risk beyond the clinic walls, teaching 
providers to engage in sexual health conversations, support engagement, and pro-
vide adherence support. 

WEPEC0958
Preliminary focus group findings on PrEP product acceptability 
and key attributes: people who inject drugs and female sex 
workers
K. Footer1, S. Sherman2, G. Greene3, A. Carballo-Diéguez4, P. Valente5,  
C. Rael5, R. Giguere4, R. D’Aquilla3 
1Johns Hopkins School of Public Health, Epidemiology and Health Behavior and 
Society, Paris, France, 2Johns Hopkins School of Public Health, Health Behavior and 
Society / Epidemiology, Baltimore, United States, 3Northwestern University, Chicago, 
United States, 4HIV Center for Clinical and Behavioral Studies, New York State 
Psychiatric Institute and Columbia University, New York, United States, 5Columbia 
University, New York, United States 
Presenting author email: kfooter1@gmail.com

Background: Pre-Exposure Prophylaxis (PrEP) has the potential to prevent HIV 
infection among high-risk groups, including female sex workers and people who 
inject drugs. A range of new products are in development that may address key 
barriers to acceptability and adherence among these vulnerable populations. The 
objective of this research was to qualitatively explore acceptability around three 
different PrEP product types: new subcutaneous implants, new injectable forms as 
well as existing pill based methods.
Methods: We conducted focus groups (n=9) over a 3-month period in Baltimore 
City, USA among street based female sex workers and people who inject drugs 
(male and female). Non-probability sampling was used to recruit participants. 
Questionnaires were used to collect demographic information and risk behaviors 
on all participants. Group facilitators led participants (between four and nine par-
ticipants per group) through a 45-minute focus group guide, supported by product 
description videos and handouts. The guide explored each PrEP method and sought 
feedback on comparisons and preferences. Analysis was conducted using a frame-
work method.
Results: Sexual risk taking was high across all groups, particularly females who inject 
drugs where 49% reported recent sex without a condom. PrEP knowledge was low 
amongst all groups. Pill method of delivery was associated with feelings of agency 
and control. However, of the injectable and implant methods, long lasting forms 
were preferred. Participants were interested in methods that did not require too 
many repeat administrations over a short-time period and methods that were mini-
mally invasive and perceptible. Socio-structural barriers, including regular health 
care access and structural vulnerabilities such as homelessness, emerged as relevant 
to the acceptability of all three delivery methods.
Conclusions: The findings from this study provide the first data on the attributes 
and acceptability of new forms of PrEP delivery amongst two high-risk populations 
that are both currently in need of effective HIV prevention technologies. Results 
of this research will inform the future development and testing of injectable and 
implant forms of PrEP. 

WEPEC0959
Effective contraceptive use and PrEP adherence among East 
African women in HIV serodiscordant couples partnerships
K. Ngure1,2, J. Velloza2, C. Celum2,3,4, R. Patel2, J. Baeten2,3,4, N. Mugo2,5,  
E. Bukusi2,6,7, J. Haberer8, J. Odoyo6, R. Heffron2,3 
1Jomo Kenyatta University of Agriculture and Technology, Public Health, Nairobi, 
Kenya, 2University of Washington, Global Health, Seattle, United States, 3University 
of Washington, Epidemiology, Seattle, United States, 4University of Washington, 
Medicine, Seattle, United States, 5Kenya Medical Research Institute, Center for 
Clinical Research, Nairobi, Kenya, 6Kenya Medical Research Institute, Center for 
Microbiology Research, Nairobi, Kenya, 7University of Washington, Obstetrics and 
Gynecology, Seattle, United States, 8Massachusetts General Hospital, Medicine, 
Cambridge, United States 
Presenting author email: k_ngure@hotmail.com

Background: In sub-Saharan Africa, women at high risk of HIV may also want to 
delay pregnancy and be at risk for unintended pregnancy. For these women, con-
current use of daily oral pre-exposure prophylaxis (PrEP) and an effective contra-
ception are recommended. However, little is known about how the use of effective 
contraception influences PrEP adherence.
Methods: We analyzed data from 334 Kenyan and Ugandan HIV-uninfected wom-
en from the Partners Demonstration Project, an open-label study of the integrated 
delivery of PrEP and antiretroviral therapy (ART) for HIV serodiscordant couples. 
In this delivery model, HIV-uninfected women were offered PrEP at quarterly vis-
its and encouraged to discontinue PrEP once the HIV-infected partner used ART 
for ≥6 months. Effective contraceptive use (including implants, IUDs, injectable, 
oral, or surgical methods) was self-reported at all visits. In multivariable generalized 
estimating equations, we modeled the association between effective contraceptive 
use and high PrEP adherence (≥80% of expected MEMS caps openings) and dis-
continuation since the prior visit.
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Results: Among the 311 women who did not have immediate fertility desires at 
baseline, 115 (37.5%) women were using effective contraception: 15.1% injectables, 
11.9% implants, 5.1% pills, and 2.3% IUD. All of these 311 participants initiated PrEP 
during the study and high PrEP adherence was reported at 73.1% of visits follow-
ing PrEP dispensation. 56 (18.0%) of women remained on effective contraceptive 
throughout study follow-up and 162 (52.1%) were never on a contraceptive method 
during the study. After adjusting for fertility desires, ART use by the HIV-infected 
partner, and condom use, high PrEP adherence was as likely during visits following 
report of effective contraceptive use (37.8%) as visits without (32.4%), adjusted 
RR [aRR]=1.06; 95% CI=0.91-1.25; p-value=0.44.
Conclusions: Among African women at high risk of HIV infection, effective contra-
ceptive use did not appear to impact adherence to PrEP. 

WEPEC0960
Acceptability of emerging technologies for sustained,  
long-acting HIV pre-exposure prophylaxis (PrEP) among  
young men who have sex with men (MSM) in the U.S.
G.J. Greene1, M. Matson2, A. Carballo-Diéguez3, T.J. Hope2, P.F. Kiser2,  
R.T. D’Aquila2 
1Northwestern University, Medical Social Sciences, Chicago, United States, 
2Northwestern University, Chicago, United States, 3Columbia University, New York, 
United States 
Presenting author email: george-greene@northwestern.edu

Background: Approximately 67% of all diagnosed HIV infections occurred in MSM 
in the U.S. in 2014, with adolescent and adult MSM experiencing an increase in 
number of HIV infections. The CDC recommends oral PrEP for populations at high 
risk of HIV infection, such as young MSM. Given adherence challenges in daily pill-
taking, alternative strategies are under investigation. 
The aims of this study were to: a) understand attitudes toward the use of sustained, 
long-acting injections and implants to deliver PrEP; and b) identify key attributes 
for future product development.
Methods: From June to August 2016, 6 focus groups were conducted in a Chicago, 
IL. A convenience sample of young MSM (18-29 years old; mean = 23.4 years) were 
recruited through Facebook, community-based organizations, and research partici-
pant databases. The majority (56%) were non-White (24% African American; 16% 
Asian) and 20% reported a Hispanic ethnic background. The sample included cur-
rent PrEP users and non-users. The study team used thematic analysis to identify 
themes and patterns across the data.
Results: Similar themes emerged across the focus groups in their attitudes toward 
the use of injections and implants to deliver PrEP. With regard to injections, partici-
pants favorably discussed privacy and familiarity with injection procedures. Some 
were concerned about the danger of not being able to remove the medicine in the 
event of HIV infection. Key attributes were: 
a) duration of 2-6 months; and 
b) 1-3 injections per dose. 
With regard to implants (biodegradable and non-biodegradable), participants fa-
vorably discussed privacy and duration. For the non-biodegradable implant, par-
ticipants were apprehensive about multiple surgical procedures (insertion and re-
moval). For the biodegradable implant, participants were concerned about whether 
or not it could be removed in the event of HIV infection. Key attributes were: 
a) duration of 6-12 months; and 
b) 1-2 implants per insertion.
Conclusions: Future research should continue to develop technologies to improve 
PrEP adherence and effectiveness, particularly among young MSM. Proposed in-
jections and implants are acceptable to the extent that they are private, long lasting, 
and convenient. With less frequent adherence requirements, uptake of sustained, 
long-acting PrEP technologies could be enhanced by aligning development with 
user preferences. 

WEPEC0961
Differences between regimen choices and types of exposure in 
HIV post-exposure prophylaxis before and after the guidelines 
implementation in Brazil
J.P. Toledo, A.R. Pati Pascom, M. Meireles, C.J. Braga Batista, M. de Queiroz,  
A. Schwartz Benzaken 
Ministry of Health, Department of STI, HIV/AIDS and Viral Hepatitis, Brasília, Brazil 
Presenting author email: ana.roberta@aids.gov.br

Background: Post-exposure prophylaxis (PEP) is one of the main tools to prevent 
HIV infection. Although it was first made available in Brazil in 2010, the guidelines 
for prescription were published in 2015 as part of the combination prevention strat-

egy. The guidelines simplified PEP prescription and defined TDF+3TC+ATV/r as 
the preferential regimen choice. The objective of this study is to characterize PEP 
use according to regimen and type of exposure and assess the differences before 
and after the guidelines implementation.
Methods: We included in the analysis programmatic data from PEP dispensation in 
Brazil, between 2014 and 2016. Data were described using proportions. Chi-square 
tests were used to investigate the association between PEP regimen and the year of 
dispensation and type of exposure.
Results: Between 2014 and 2016, 120,347 PEP treatments were delivered for 
people aged 15+ and 55,175 (46%) of them were made in 2016. Non-occupational 
exposure dispensations increased approximately 136% between 2014 and 2016, be-
fore and after the PEP guidelines implementation. Sexual exposure was the reason 
28,244 people (51%) sought for PEP in 2016 (compared to 30% in 2014 - 7,786 
dispensations). In 2016, 85% of the regimens dispensed due to sexual exposure con-
sisted of TDF+3TC+ATV/r (compared to 0.5% in 2014) and 4% of AZT+3TC+TDF 
(compared to 55% in 2014). Other regimens delivered due sexual exposure, in 2016 
were TDF+3TC+LPV/r (4%) and AZT+3TC+LPV/r (2%). There was an increase in 
the dispensation of TDF+3TC+ATV/r among those who had an occupational expo-
sure as well, from 24% to 79%.
Conclusions: Up to a few years ago, local services focused the PEP delivery mainly 
on occupational and sexual violence exposures. With the implementation of the 
guidelines, the Ministry of Health focused on the expansion of PEP delivery for 
occasional sexual exposure. Furthermore, the implementation was paired with the 
promotion of the right to access PEP regardless of type of exposure. We observed 
that the changes proposed by the current guidelines were absorbed and implement-
ed by health providers, especially regarding the preferential regimen. Besides, the 
roll out of PEP delivery for everybody without moral judgments regarding the type 
of exposure referred by the patient was also accomplished. 

WEPEC0962
InterPrEP (II): internet-based pre-exposure prophylaxis  
(PrEP) with generic tenofovir DF/emtricitabine (TDF/FTC)  
in London - analysis of safety and outcomes
N. Nwokolo1, I. Aloysius1, J. Zdravkov1, G. Whitlock1, J. Alldis1, A. Aylward2,  
A. Arvind2, X.Z. Wang3, I. Day-Weber3, R. Smith4, V. Houghton-Price4, A. Hill5, 
M. McClure3, M. Boffito1,3,5 
1Chelsea and Westminster Hospital, London, United Kingdom, 2Imperial College School 
of Medicine, London, United Kingdom, 3Imperial College, London, United Kingdom, 
4MetaVirology Ltd, London, United Kingdom, 5St Stephen’s AIDS Trust, London, United 
Kingdom 
Presenting author email: nneka.nwokolo@nhs.net

Background: The PROUD and IPERGAY trials demonstrated an 86% reduction 
in new HIV diagnoses from PrEP. However, PrEP is not available on the National 
Health Service (NHS) in England. Consequently, people are buying generic ver-
sions of TDF/FTC via websites such as www.iwantprepnow, which is legal under 
UK import laws. In February 2016, we enabled people buying PrEP online to test 
regularly for HIV, hepatitis B/C and sexually transmitted infections (STIs) and to 
monitor renal function and antiretroviral drug concentrations. We have recorded a 
40% reduction in new HIV diagnoses at the 56 Dean Street Clinic in London, from 
2015-2016, in parallel with the introduction of generic PrEP. However, concerns 
remain about STIs and the quality of PrEP purchased online.
Methods: Notes review of HIV-negative individuals on generic PrEP attending 56 
Dean Street from February 2016 - January 2017. Patients were given risk reduction 
advice and evaluated for HIV, hepatitis B/C, renal function and STIs (gonorrhoea, 
chlamydia and syphilis) and offered 3-monthly follow-up. Plasma Therapeutic Drug 
Monitoring for TFV and FTC was also offered. Drug concentrations were measured 
by ultra-performance liquid chromatography.
Results: Of the 398 individuals on PrEP, 99.7% were Male, 81% White; 87.5% took 
PrEP daily and 12.5% event-driven; 85% of individuals were on generic TDF/FTC 
from Cipla Ltd (Tenvir-EM). Adequate drug levels were seen in 96% (335/346). 
Baseline eGFR (>60ml/min) and/or urinalysis was normal in 99% (318/320) with 
no deterioration in 100% (150/150) of individuals attending follow-up. 42% of 
patients reported using “chems” in the 12 months before starting PrEP and 25% 
reported this whilst taking PrEP. During follow-up, 36% of patients were diagnosed 
with an STI. There were no new cases of HIV diagnosed on PrEP (0%, 95% C.I.: 
0.0 - 4.0%). There were no new cases of hepatitis B and one new case of hepatitis C.
Conclusions: Despite 36% of patients being diagnosed with a new STI while taking 
generic PrEP, there were no new cases of HIV over the duration of this observa-
tional study. Concentrations of TFV and FTC were similar to those in individuals 
on branded Truvada from Gilead. Strategies to reduce incident STIs remain crucial. 
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WEPEC0963
PrEP awareness, interest and engagement among Baltimore 
female sex workers
J.N. Park1, J. Raifman1, K. Footer2, M. Decker3, N. Galai1, S. Sherman2 
1Johns Hopkins Bloomberg School of Public Health, Epidemiology, Baltimore, United 
States, 2Johns Hopkins Bloomberg School of Public Health, Health Behavior & 
Society, Baltimore, United States, 3Johns Hopkins Bloomberg School of Public Health, 
Population, Family & Reproductive Health, Baltimore, United States 
Presenting author email: ju.park@jhu.edu

Background: In the U.S., women account for nearly one fifth of new HIV cases 

but only 11% PrEP prescriptions in 2015. Female sex workers (FSW) experience 
high burden of HIV globally, and a recent meta-analysis of 14 U.S. studies of FSW 
reported a pooled HIV prevalence of 17.3%. We examined PrEP awareness, interest 
and correlates of interest among cis-FSW.
Methods: In 2016-2017, a prospective cohort of street-based FSW were recruited 
through time-location sampling in Baltimore. Participants completed a structured 
survey and rapid HIV testing (OraQuick©).
Results: Among HIV-negative FSW (N=235), mean age was 36 years, 66% were 
non-Hispanic white, 52% did not graduate high school, 66% engaged in daily sex 
work, 39% had condomless vaginal/anal sex with clients, 64% were recently home-
less, 81% had health insurance and 33% had disclosed engaging in sex work to a 
clinician. Lifetime experiences of physical or sexual client violence were prevalent 
(39% and 32%). Most (78%) had not previously heard of PrEP, only 3% had talked 
to doctor/nurse about PrEP and none had ever taken PrEP. However, 72% reported 
that they were interested in “taking a pill every day to prevent HIV.” A large ma-
jority reported ease in taking the pill (83%) and visiting their doctor for a blood 
test every 3 months (77%). The majority (83%) would still take PrEP if they had 
to use condoms “to fully protect from HIV.” Bivariate associations with interest 
in daily oral PrEP included daily sex work (OR=2.1,95%CI=1.2-3.8,p=0.01) and 
lifetime physical client violence (OR=1.8,95%CI=1.0-3.3,p=0.06). Daily sex work 
was independently associated with interest in daily oral PrEP after adjusting for age 
(aOR=2.3,95%CI=1.2-4.3,p=0.009).
Conclusions: Street-based FSW are a high HIV risk population in the U.S. The ma-
jority are interested in taking PrEP even in the context of regular doctor visits and 
condom use with higher interest among FSW who work daily or have experienced 
client violence. Interventions to engage FSW and their healthcare providers are 
warranted. 

WEPEC0964
The invisible product: preferences for long-acting injectable  
and implantable PrEP among South African youth
E. Montgomery1, M. Atujuna2, S. Ndwayana2, E. Krogstad2, M. Hartmann3,  
R. Weinrib3, L.-G. Bekker2, A. Minnis3 
1RTI International, Women’s Global Health Imperative, Los Angeles, United States, 
2Desmond Tutu HIV Centre, University of Cape Town, Cape Town, South Africa, 3RTI 
International, Women’s Global Health Imperative, San Francisco, United States 
Presenting author email: emontgomery@rti.org

Background: Uptake and sustained adherence to HIV prevention methods is a 
widely recognized challenge that long-acting injectable and implantable approaches 
aim to overcome. Youth are a key end-user target population for these methods. 
Examination of product attributes and preferences that might impact youth’s ad-
herence provides an opportunity to inform product development and optimize the 
potential impact of long-acting HIV prevention methods.
Methods: In Cape Town, 50 in-depth interviews with male (n=18) and female 
(n=32) youth aged 18-25 were conducted in English or Xhosa by trained social sci-
entists. Interview guides used a socio-ecological framework to explore external fac-
tors at the individual, interpersonal, and structural levels influencing uptake of and 
adherence to prevention technologies as well as preferences for specific product 
attributes. We purposively selected youth with a variety of HIV prevention product 
experience including oral PrEP (n=28; 10 female); injectable PrEP (12 female), or 
the vaginal ring (10 female), to ensure participants could provide opinions rooted in 
actual experience.
Results: Participants averaged 22 years of age, 97% have sex only with men (14 
male, 31 female). Irrespective of previous method-use experience, gender, or sexual 
orientation, participants expressed preference for injectables and implants, com-
pared to other methods, because of their longer duration, increased discretion and 
reduced stigma. Systemic absorption (“it stays in the body”) resonated with youth. 
Attributes suggesting dimensions of “invisibility” were favored: e.g. effortless flow 
through the body for extended periods; pain-free with no side effects; products 
that would not be noticed or felt by friends, family, partners or community-mem-
bers nor necessitate disclosure. 
Although still favored, implants were perceived as less “invisible” due to concerns 
that rods would move inside the body or cause visible scarring that would reveal us-

age. Several youth expressed concerns about gang members attacking an implant-
user to cut out, steal and smoke the drug in the implant.
Conclusions: Several attributes of long-acting HIV prevention methods were per-
ceived as important to young South African end-users, and will be used to quanti-
tatively assess relative preferences and attribute trade-offs in a follow-on discrete 
choice survey. End-user preferences of attributes can be used to inform product 
development and testing to optimize adherence among youth. 

WEPEC0965
A structural driver of HIV risk behaviors among street-based, 
cis-female sex workers in Baltimore, Maryland, USA: police 
encounters
S. Sherman1, J. Park2, K. Footer3, B. Silberzahn3, S. Huettner4, M. Decker5,  
N. Galai2 
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Background: Three decades into the HIV epidemic, high HIV rates persist among 
female sex workers (FSWs) worldwide. Structural factors, including law enforce-
ment responses to sex work and engagement with FSWs are increasingly recognized 
as driving FSWs’ HIV vulnerability. We examined correlates of unsafe sex with cli-
ents among street-based cis-FSWs (N=250) in Baltimore, Maryland, USA.
Methods: A prospective cohort of cis-FSWs were recruited through targeted 
time-location sampling throughout Baltimore city from April 2016-January 2017. 
Participants completed a baseline structured survey administered via CAPI and 
rapid HIV testing (OraQuick©). We examined frequencies of demographic, drug 
use and police encounter variables as well as HIV status. We also examined a multi-
variate model of recent (past 3 months) unprotected vaginal or anal sex with clients. 
All analyses were conducted using Stata/SE 14.2.
Results: The mean age was 34 years, 67% were non-Hispanic white, 53% did not 
graduate high school, 66% engaged in daily sex work, 63% were homeless, and 70% 
were ever incarcerated. 76% reported having injected drugs and 86% reported 
smoking crack in the past year. 39% reported any unprotected sex with clients (past 
3 months) and 6% tested HIV-positive. Women had frequent and varied police en-
counters in the past year, having experienced: bullying/intimidation (37%); sexual 
or inappropriate comments on appearance (34%); threatened with a weapon or had 
one used against them (11%); and physically forced to have vaginal/anal sex with 
police (2%). Police rarely (40%) explained their reasons for stopping participants. 
Controlling for relevant demographic variables, recent unprotected vaginal and anal 
sex with clients was associated with: police officers not explaining their reasons for 
stopping participants (aOR=2.0,95%CI=1.1-3.7,p=0.027) and recent homeless-
ness (aOR=1.9,95%CI=1.0-3.5,p=0.036).
Conclusions: The study indicates high levels of human rights abuse against FSWs at 
the hands of police. These abuses were associated with unsafe sexual practices with 
clients, elevating women’s HIV risk. Structural interventions are needed to target 
police and hold them accountable for their actions. 

WEPEC0966
“Test and Treat” among people who inject drugs:  
results from a demonstration project in Vietnam
M. Kato1, H.H. Nguyen2, T.T.T. Dinh3, L.Q. Pham3, V.T.T. Nguyen1, T.H. Tran4,  
T.H. Pham4, N.T. Do2, N.H. Long2, Y.-R. Lo5, G.M. Le3, D.D. Bui2, V-HEART 
Study Group 
1World Health Organization, Vietnam Country Office, Ha Noi, Vietnam, 2Vietnam 
Authority of HIV/AIDS Control, Ministry of Health, Hanoi, Vietnam, 3Hanoi Medical 
University, Hanoi, Vietnam, 4National Institute of Hygiene and Epidemiology, Hanoi, 
Vietnam, 5World Health Organization, Regional Office for the Western Pacific, 
Manila, Philippines 
Presenting author email: katom@who.int

Background: In Vietnam, injecting drug use is the leading cause of HIV transmis-
sion. Mathematical models suggest periodic HIV testing and counselling (HTC) 
and initiating antiretroviral therapy (ART) irrespective of CD4 count in people who 
inject drugs (PWID) can markedly reduce new HIV infection and AIDS deaths. 
Programme experience with this approach in resource-limited countries had been 
limited. A demonstration project was conducted in two high-burden provinces to 
assess feasibility and inform policy development.
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Methods: HTC was recommended to PWID every six months and immediate ART, 
i.e. initiation irrespective of CD4 count, was offered to HIV positive PWID upon 
consent. PWID were followed for 12 months, and retention, HIV viral load (VL), 
and risk behaviors were monitored. Retention in care was compared before and af-
ter immediate ART was introduced.
Results: From April 2014 to July 2015, 287 HIV positive PWID started immediate 
ART. The majority (98%) were men, 32% had baseline CD4 count greater than 350 
cells/mm3 and median baseline VL was 4.8 (interquartile range 4.2-5.2) log10 cop-
ies/ml. 238 participants (83%) were retained on ART after 12 months (28 died and 
21 lost-to-follow-up). Retention was 80.4% and 88.2% among PWID with baseline 
CD4 counts below and above 350 cells/mm3, respectively. Current employment, 
marriage, CD4 counts > 100 cells/mm3, no history of imprisonment and receiving 
methadone maintenance were associated with higher retention. Retention in care 
after 12 months following introduction of immediate ART intervention (83%) was 
significantly higher than the rate in the preceding period (ART initiated at CD4 
count ≤ 350 cells/mm3) (78%), primarily due to much lower attrition during pre-
ART care. Among 222 PWID who had VL tested at 12 months, 205 (92%) achieved 
viral suppression (< 1000 copies/ml). Viral suppression was 94% and 90% among 
PWID with baseline CD4 counts below and above 350 cells/mm3, respectively. 
There was improvement in consistent condom use and no decline in clean needle 
use within the 12 month follow-up.
Conclusions: Early ART initiation resulted in improved retention and comparable 
viral suppression among PWID without increasing self-reported risk behaviors. The 
results informed the national guidelines development to recommend immediate 
ART among key populations. 

WEPEC0967
HIV transmission from condomless anal intercourse differs  
by initial ART regimen in HIV-infected MSM
J. Berenguer1, J. Parrondo2, R.J. Landovitz3 
1Hospital General Universitario Gregorio Marañón, Madrid, Spain, 2JParrondo Health, 
Madrid, Spain, 3UCLA Center for Clinical AIDS Research & Education, Los Angeles, 
United States 
Presenting author email: jbb4@me.com

Background: INSTI-based cART is associated with rapid viral decay. Sexual 
transmission of HIV is correlated with viral load. This study explores the impact of 
INSTI, NNRTI, or PI-based regimens in treatment naïve MSM on the probability of 
HIV transmission (P-HIV-Tr) using mathematical modeling.
Methods: We used discrete event simulation modeling to estimate P-HIV-Tr 
during W0-8 and W8-24 after initiation of cART. We modeled 106 theoretical 
patients from each of three naïve treatment studies. P-HIV-Tr was modeled using 
inputs from recent meta-analyses and from MSM in the START trial. VL decay 
was modeled from the databases of SINGLE (DTG vs. EFV), SPRING-2 (DTG vs. 
RAL) and FLAMINGO (DTG vs. r/DRV). We assumed no change in behavior after 
cART initiation; partner PrEP use and STIs are not considered.
Results: VL data included men from SINGLE (277 EFV, 298 DTG), SPRING-2 
(317 RAL; 317 DTG), FLAMINGO (179 r/DRV; 200 DTG). Compared to no 
treatment, EFV led to 34% and 71% fewer HIV-Tr events during W0-8 and W8-24; 
DTG led to 42% and 73%. In SPRING-2, DTG led to 55% and 74% fewer events, 
and RAL led to 55% and 73%. In FLAMINGO, r/DRV led to 53% and 70% fewer 
events, and DTG led to 62% and 73%. All pair-wise comparisons of HIV-Tr between 
agents compared in each study, and with no treatment were highly statistically 
significant in our model (p< .001), with the exception of RAL vs DTG (See Table).
Conclusions: VL decay kinetics have important implications for HIV-Tr from 
ncAI. During W0-8, DTG-based cART reduced HIV-Tr events compared to EFV 
and r/DRV-based cART. The differential effect was maintained between W8-24. 
All regimens reduced HIV-Tr substantially compared to no treatment. Regimen 
selection, and initial use of INSTI’s in particular, has the potential to impact HIV 
horizontal transmission early treatment.

[Table. Probability of HIV transmission during W0-8 and W8-24 after initiation on 
INSTI, NNRTI or PI in treatment naive MSM*]

WEPEC0968
Is there an effect of universal ART on sexual behaviours  
in rural KwaZulu-Natal, South Africa? ANRS 12249  
treatment-as-prevention (TasP) trial
J. Orne-Gliemann1,2, M. Rolland1,2, T. Tiendrebeogo1,2, J. Larmarange3, D. Pillay4,5, 
F. Dabis1,2, N. McGrath4,6, for the ANRS 12249 TasP Study Group 
1Univ. Bordeaux, Inserm, Bordeaux Population Health Research Center, UMR 1219, 
Bordeaux, France, 2INSERM, ISPED, Bordeaux Population Health Research Center, 
UMR 1219, Bordeaux, France, 3UMR 196 (Paris Descartes IRD), SageSud ERL Inserm 
1244, Paris, France, 4Africa Health Research Institute, Somkhele, South Africa, 
5University College London, Division of Infection and Immunity, London, United 
Kingdom, 6University of Southampton, Faculty of Medicine and Faculty of Human, 
Social and Mathematical Sciences, Southampton, United Kingdom 
Presenting author email: n.mcgrath@soton.ac.uk

Background: There are concerns that the implementation of Universal Test and 
Treat (UTT) could increase population-level sexual risk behaviours. We analysed the 
effect of universal ART vs CD4-guided ART (start at CD4≥350 then ≥500) on 
sexual behaviours over time, in the context of the cluster-randomised TasP trial.
Methods: As part of the 6-monthly home-based survey rounds conducted in 11x2 
clusters, a sexual behaviour questionnaire was administered to all residents ≥16 
years. We used GEE modelling stratified by gender, to compare reported condom 
use at last sex (CLS), and multi-partnership (≥2 sexual partners) among those sexu-
ally-active in the previous six months across trial arms. We tested whether the sex-
ual behaviours changed over time differently in each arm by inclusion of an interac-
tion term between survey round and arm, using the Quasi-likelihood Independence 
Criterion (QIC) statistic to compare models.
Results: The analysis included 43,106 reports of partnerships (22,974 control, 
20,132 intervention) across 7 survey rounds (SR), between 03/2012 and 06/2016. 
There were no consistent or substantive changes in CLS over time neither by gen-
der nor by arm (fig 1a, 1b); inclusion of an interaction term improved the model 
fit, reflecting small differences between arms in CLS over time. Less than 1.5% of 
women reported multiple partnerships at any SR, too few for modelling (fig 1d). 
The proportion of men reporting multiple partnerships decreased significantly dur-
ing the study (aOR 0.79, 95% CI 0.75, 0.83), p< 0.001), similarly for each arm 
(interaction not significant), with overall a small, but significant higher proportion 
reported in the universal ART arm (13.7%) vs CD4-guided ART (12.1%) (OR=1.15, 
95% CI (1.03, 1.27), p=0.02 (fig 1c). 

[Figure 1]

Conclusions: There is no evidence of increased unprotected sex with universal ART 
in this South African population. Continued monitoring of population-level sexual 
behaviour indicators, in particular multiple partnerships, is needed as the UTT strat-
egy is rolled out. 
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WEPEC0969
The evolution of HIV prevalence in North-Eastern France and 
future estimates with increased levels of antiretroviral therapy
E. Jeanmaire1, J.M. Murray2,3, H. Jeulin4, B. Malve4, H. Fenaux4, H. Melliez5,  
J.-P. Lanoix6, L. Hustache-Mathieu7, M. Partisani8, F. Bani-Sadr9, F. Goehringer1,  
T. May1, E. Schvoerer4, the North-Eastern France COREVIH Group 
1Service de Maladies Infectieuses et Tropicales, Hôpital Brabois, CHRU de Nancy, 
Vandoeuvre-les-Nancy, France, 2School of Mathematics and Statistics, Sydney, 
Australia, 3Cancer Research Division, Cancer Council NSW, Woolloomooloo, 
Australia, 4Laboratoire de Virologie, Hôpital Brabois, CHRU de Nancy, Vandoeuvre-
les-Nancy, France, 5Service de Maladies Infectieuses et Tropicales, Hôpital Guy 
Chatiliez, CH Tourcoing, Tourcoing, France, 6Service de Maladies Infectieuses et 
Tropicales, CHU Amiens, Amiens, France, 7Service de Maladies Infectieuses, Hôpital 
Jean Minjoz, CHRU de Besançon, Besançon, France, 8HIV Infection Care Center, 
Hôpitaux Universitaires Strasbourg, Strasbourg, France, 9Service de Maladies 
Infectieuses et Tropicales, CHU Reims, Reims, France 
Presenting author email: e.jeanmaire@chru-nancy.fr

Background: “Treatment as Prevention” (TasP) aims to reduce new HIV infections 
through higher enrolment on suppressive antiretroviral therapy (ART). We describe 
the current epidemic and possible impact of TasP in North-Eastern France.
Methods: Socio-demographic, clinical and laboratory variables were collected in an 
electronic medical database (Nadis®) during follow-up of HIV-infected patients in 
North-Eastern France. The numbers of individuals living with HIV in each year were 
estimated from diagnoses up to that year minus recorded deaths for each gender, 
transmission mode, country of birth and treatment status.
Results: From 1985 to the present, 6995 individuals were diagnosed with HIV 
in North-Eastern France, of whom 72% were men; men were significantly older 
(mean 37.6 versus 34.7 years, p<0.0001); CD4 count at diagnosis did not differ by 
gender (median 401 for men vs 379 for women). Unprotected sexual intercourse 
was the main mode of transmission, 87% for women and 89% for men with 61% of 
transmissions to men through MSM. Women were more likely to be immigrants 
(45% versus 13%), whereas men were more likely to have been born in France (52% 
versus 27%). Individuals born in foreign countries (‘Other’) tended to show CD4 
<300 cells/mm3 at diagnosis (46% versus 31% for those born in France). 
Diagnoses were more likely to be correlated with untreated rather than treated 
prevalence in each group. Although country of birth did not impact dependence 
of MSM diagnoses on estimated prevalence (ρ=0.23 diagnoses/year per untreated 
MSM living with HIV, p<0.0001), heterosexual diagnoses were better correlated 
with prevalence within country groups; male (untreated) prevalence to female 
diagnoses: ρ=0.29 (born in France), ρ=0.73 (Other); female prevalence to male 
diagnoses: ρ=0.36 (France), ρ=0.19 (Other). Using these transmission rates, math-
ematical modelling estimated that enrolling ≥35% of untreated individuals per year 
onto ART was required to reduce future HIV diagnoses. Enrolling 75% of untreated 
individuals per year would decrease diagnoses ten-fold by 2021; prevalence in 2021 
would be 10% lower than with 35% ART enrollment.
Conclusions: Increased enrolment of individuals on ART can substantially impact 
numbers of new HIV infections in this region of France. 

WEPEC0970
HIV exposure and infant feeding mode impacts on T cell  
vaccine responses and memory maturation in early life
T. Nundalall 
University of Cape Town, Pathology, Division of Immunology, Cape Town, South Africa 
Presenting author email: shana.nundalall@uct.ac.za

Background: Advances in prevention of mother-to-child transmission (PMTCT) of 
HIV-1 have prevented HIV infections in almost 97% of infants born to HIV-infected 
mothers. Of concern is the effect of increasing numbers of HIV-exposed, unin-
fected infants (HEU) on higher rates of infection-related morbidity and altered 
responses to standard childhood vaccines. This study addresses the effect of HIV 
exposure and feeding modality on T-cell responsiveness to acellular Pertussis (aP) 
vaccination, memory maturation and cell activation.
Methods: Infants were recruited immediately after birth. Blood was collected 
at birth, day 4, weeks 7, 15 and 36 and 250ul was stimulated with and without 
Pertussis (aP) antigen in a 12-hour whole blood assay. Cells were then fixed and 
cryopreserved for banked analyis by multiparameter flow cytometry. An 11 co-
lour panel was used to stain for memory maturation, activation and polyfunction: 
CD3+CD4+CD8+CD45RA+CD27+HLA-DR+Ki67+ cell antigens and expres-
sion of IFNγ, IL-2 and TNFα cytokines. Data analysis was completed using Flow.Jo 
V9, GraphPad prism V6, Pestle 1.7 and Spice V5.33.
Results: There was a greater frequency of early (CD45RA-CD27+) and late 
(CD45RA-CD27-) differentiated CD4+/CD8+ memory cells in HEU infants in 
the first week of life relative to HU infant controls. Additionally, HEU infants had 
lower frequencies of aP-specific CD8+, any cytokine expressing T-cells at week 7, 

but higher frequencies of single expressing aP-specific CD8+ IL-2 and IFNγ cells at 
week 15 compared to HU infants. There was also an added impact of formula feed-
ing (FF), where HEU FF infants had higher levels of CD8+ activation and memory 
differentiation but lower levels of CD4 memory differentiation at week 7 compared 
to breast fed HEU infants. These infants also possessed higher aP-specific CD8+ 
cells expressing overall cytokines and single TNFα expressing CD8+ T-cell at week 
7 and week 36.
Conclusions: Collectively, our data suggest that exposure to maternal HIV impacts 
T-cell ontogeny early in life and that cytokine responsiveness to antigen can be al-
tered by feeding practise. Changes due to HIV exposure appear transient, as by 
week 36, there are no differences between HEU and HU infants. However, FF 
causes long-term cell activation and higher aP vaccine responses. 

WEPEC0971
Immunogenicity and safety of 4 prime-boost combinations of 
HIV vaccine candidates (MVA HIV-B; LIPO-5; GTU-MultiHIV 
B) in healthy volunteers: ANRS/INSERM VRI01 phase I/II 
randomized trial
J.-D. Lelièvre1,2,3, C. Lacabaratz1,2,3, A. Wiedemann1,2,3, C. Bauduin1,4,5,  
L. Hardel1,4,5, V. Rieux1,2,6, O. Launay7,8, F. Lucht9,10, I. Poizot-Martin11,  
M. Surenaud1,2, A. Diallo6, K. Reijonen12, R. Thiebaut1,4,5, Y. Levy1,2,13, L. Richert1,4,5 
1VRI, Creteil, France, 2INSERM, U 955, Creteil, France, 3UPEC, Creteil, France, 
4INSERM, U 1219, Bordeaux, France, 5ISPED, Bordeaux, France, 6ANRS, Paris, 
France, 7APHP, Hopital Cochin, Paris, France, 8INSERM F-CRIN, I-REVAC, 
Paris, France, 9CHU Saint Etienne, Hôpital Nord, Saint Etienne, France, 10INSERM 
F-CRIN, Paris, France, 11CHU Marseille, Marseille, France, 12FIT Biotech, Tampere, 
Finland, 13APHP, CHU Henri Mondor, Creteil, France 
Presenting author email: jean-daniel.lelievre@aphp.fr

Background: Heterologous prime-boost strategies are considered among the most 
promising HIV vaccine strategies. We hypothesized that the priming component 
is important for induction of strong immune responses and that an innovative trial 
design allows for rapid selection of promising strategies.
Methods: ANRS/INSERM VRI01 is an open-label randomized multicenter trial 
of 3 candidate vaccines administered as prime or boost: MVA HIV-B (coding for 
Gag, Pol, Nef); LIPO-5 (lipopeptides from Gag, Pol, Nef); and GTUÒ-MultiHIV 
B (DNA coding for Rev, Nef, Tat, Gag, gp160 clade B). Healthy volunteers were 
randomized 1:1:1:1 to four parallel groups: G1 (M2L2): MVA HIV-B (Wks 0, 8) then 
LIPO-5 (Wks 20, 28); G2 (L2M2): LIPO-5 (Wks 0, 8) then MVA HIV-B (Wks 
20, 28); G3 (D3L2): GTUÒ-MultiHIV B (Wks 0, 4, 12) then LIPO-5 (Wks 20, 
28); G4 (D3M2): GTUÒ-MultiHIV B (Wks 0, 4, 12) then MVA HIV-B (Wks 20, 
28). Vaccine responders were defined by a positive IFN-γ-ELISPOT to ≥1 HIV pep-
tide pool measured 2 Wks after each injection. Co-primary endpoints were safety 
and the proportion of IFN-γ-ELISPOT responders at Wk30, aiming to discard 
strategies with ≤ 50% responders.
Results: Nighty-two volunteers were randomized (mean age 30 years, 54% male) 
and received ≥1 injection. Four, 0, 6 and 1 SAEs possibly related to vaccination were 
reported in G1, G2, G3, G4, respectively, including one myelitis possibly related 
to LIPO-5. 
Frequency of IFN-γ-ELISPOT responders and median SFC/106 PBMC among re-
sponders post-prime were: 59% and 328 SFC (G1 post-prime MVA); 5% and 323 
SFC (G2 post-prime LIPO-5), 0% (pooled G3+4 post-prime GTUÒ-MultiHIV 
B). Following boosting, at Wk30 (primary endpoint, ITT analysis) these responses 
were 33% and 250 SFC (M2L2); 43% and 528 SFC (L2M2), 0% (D3L2); and 67% 
(P=0. 06 for superiority to 50% threshold) and 324 SFC (D3M2). In Wk30 per 
protocol analyses D3M2 was significantly above the predefined minimum immuno-
genicity level: 74% responders (P=0.02 for superiority to 50% threshold).
Conclusions: This optimized trial design helped to identify MVAHIV-B as a safe and 
immunogenic T-cell vaccine given as either prime or boost in various combinations. 
GTUÒ-MultiHIVB/MVA HIV-B met the pre-defined minimum immunogenicity 
criterion to pursue clinical development. 
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WEPEC0972
First report after early termination of ANRS COV1-COHVAC 
cohort of healthy volunteers from preventive HIV-1 vaccine 
trials
C. Desaint1,2,3, C. Durier4, J.-D. Lelièvre5,6,7, B. Silbermann8, G. Pialoux9, L. Cuzin10, 
I. Poizot-Martin11,12, P. Morineau13, Z. Sumer-Yalcin4, C. Lascoux4, A. Bouakane14,15, 
A. Diallo15, J.-P. Aboulker4, B. Spire16,17, L. Meyer4,18,19, O. Launay1,2,3,  
COHVAC Study Group, ANRS and Vaccine Research Institute (VRI) 
1AP-HP, Hôpital Cochin, CIC de Vaccinologie Cochin-Pasteur, Paris, France, 
2INSERM, CIC 1417, Paris, France, 3Université Paris-Descartes, Sorbonne Paris Cité, 
Faculté de Médecine, Paris, France, 4INSERM, SC 10-US 019, Villejuif, France, 
5INSERM VRI, Créteil, France, 6UPEC, Créteil, France, 7AP-HP CHU Henri Mondor, 
Créteil, France, 8AP-HP, Hôpital Cochin, Service de Médecine Interne, Paris, France, 
9AP-HP, Hôpital Tenon, Service des Maladies Infectieuses et Tropicales, Paris, France, 
10CHU Toulouse, Service des Maladies Infectieuses, Toulouse, France, 11Université Aix-
Marseille, APHM Hôpital Sainte Marguerite, Service d’Immuno-Hématologie Clinique, 
Marseille, France, 12INSERM, U 912 (SESSTIM), Marseille, France, 13CHU Nantes, 
Service des Maladies Infectieuses, Nantes, France, 14Vaccine Research Institute (VRI), 
Créteil, France, 15ANRS, Paris, France, 16Université Aix-Marseille, Marseille, France, 
17INSERM/IRD, UMR 912, Marseille, France, 18Université Paris-Sud, Kremlin Bicêtre, 
France, 19AP-HP Bicêtre Hospital, Kremlin Bicêtre, France 
Presenting author email: christine.durier@inserm.fr

Background: The ANRS COV1-COHVAC cohort aims to describe the long-term 
safety of preventive HIV-vaccines administered in 17 phase I and II clinical trials to 
healthy volunteers. COHVAC stopped prematurely at the end of September 2016 
due to the absence of safety signal.
Methods: 488/496 volunteers were included in the cohort and 355 agreed to 
participate in prospective follow-up. Data were collected retrospectively from 
first vaccine administration and prospectively (one visit/year). At each visit, health 
events evoking neurological, ophthalmological and immunological disorders (any 
grade) and other grade 3/4 events were collected; questionnaire about behaviors 
was self-administered and HIV ELISA was done. Age and sex-adjusted mortality 
and incidence rates (SMR, SIR) were studied in relation to the French population.
Results: Mean total follow-up after first vaccination was 10.1 years (0.1 to 24.3). 
As of November 2016, targeted events occurred in 56% of participants. Among 
events of interest, 27% of volunteers had neurological impairment (mostly sciatica, 
migraine), 14% had an ophthalmologic event (cataract, glaucoma) and 1.6% an auto-
immune disease. Among cancers, breast cancer was the most frequent (n=6), how-
ever its incidence in COHVAC was not different from that of women in the French 
population (SIR=1.47, IC95%=[0.54, 3.20]; p=0.45). The mortality of women in 
COHVAC was not different (SMR=0.73; p=0.41) while that of men was signifi-
cantly lower (SMR=0.22; p=0.0003) from the French population. At last follow-
up visit, 19 volunteers still presented vaccine induced seropositivity. All of them 
had received rgp160 in median 23 years (17 to 24) previously. Participants were 
mostly in couple, aged 58 in median at last follow-up and had mostly high social level 
and involvement. The main motivations of participation in the trials were altruism, 
proximity to an HIV-infected person and the future generation. Analysis of self-
administered questionnaires (Year 0 to Y3) revealed a stable and low percentage 
(men: 7%, women: 1%) declaring risky sexual practices.
Conclusions: No long-term safety alert was identified during follow-up. Vaccine 
induced seropositivity may persist for more than 23 years after vaccination. 
Participation in vaccine trials did not imply increased risk-taking with regard to HIV 
infection. 

WEPEC0973
ADCC and neutralizing antibody responses in HIV-1-infected 
children
S. Dispinseri1, M. Tolazzi1, M. Cavarelli2, A.M. Plebani3, G. Scarlatti1 
1San Raffaele Scientific Institute, Division of Immunology, Tranplantation and 
Infecyious Diseases, Milan, Italy, 2CEA, Division of Immuno-Virology, Paris, France, 
3Foundation IRCCS cà Granda Ospedale Maggiore Policlinico Milan, Pediatric 
Emergency Unit, Milan, Italy 
Presenting author email: dispinseri.stefania@hsr.it

Background: RV144 vaccine trial showed a modest protection against HIV-1 in-
fection and an inverse correlation with antibody dependent cellular cytotoxicity 
(ADCC) activity. To inform vaccine development we studied in HIV-infected chil-
dren ADCC, the development of neutralizing antibodies (NAbs) against autologous 
and heterologous viruses as well as of antibody reactivity to Env epitopes and child-
hood vaccination antigens.
Methods: Fifteen vertically infected Italian children were included in the study. 
Seven developed a severe immune suppression (CDC3) before two years of age 
and six thereafter. The remaining two children were not classified as CDC3 for 
at least five years. Plasma were tested for the presence of autologous NAbs in a 

PBMC-based assay to several primary isolates obtained during disease follow up. 
Heterologous Nabs were revealed by TZMbl assay to 4 Tier 2 PSVs with plasma 
at years three to five if autologous Nabs were observed. ADCC was detected by 
Grantoxilux assay using gp120BAL-coated target cells. Seroreactivity to HIV-1 gp41, 
autologous gp120 V3-loop peptides and tetanus and diphtheria toxoid by ELISA.
Results: Newborns displayed antibodies, of maternal origins, to an HIV-1 gp41 epi-
tope but did not neutralize the transmitted virus. NAbs developed usually within 1 
year of age to the early virus concomitantly with anti-V3-loop antibodies. Ten of 15 
children developed Nabs against one or more autologous isolate during the follow-
up, which persisted throughout disease but showed emergence of escape variants. 
All children except one developed heterologous NAbs to at least one Tier 2 virus of 
4 tested. All children except one developed ADCC during follow-up within 2 years 
of age, which persisted thereafter. In general, the antibody titers to tetanus and 
diphtheria antigens were higher during the first 18 months of age and eventually 
dropped thereafter. These data suggest that HIV-1 infected children can mount im-
munodominant antibody responses.
Conclusions: Autologous NAbs develop usually within 1 year of age to the transmit-
ted virus, persist throughout disease but induced viral escape. Heterologous neu-
tralization against at least one Tier 2 virus as well as ADCC activity were common 
in children within 2 years. 

WEPEC0974
HIV population-level adaptation can rapidly diminish the 
impact of a partially effective vaccine
K. Peebles1,2, P.T. Edlefsen3, M. Rolland4,5, J.T. Murphy6, G.S. Gottlieb1,7,  
N. Abernethy8,9, J.I. Mullins6,7,10, J.E. Mittler6, S.M. Goodreau11,12, J.T. Herbeck1 
1International Clinical Research Center, Department of Global Health, University 
of Washington, Seattle, United States, 2Department of Epidemiology, University 
of Washington, Seattle, United States, 3Vaccine and Infectious Disease Division, 
Fred Hutchinson Cancer Research Center, Seattle, United States, 4US Military 
HIV Research Program, Silver Spring, United States, 5The, Bethesda, United 
States, 6Department of Microbiology, University of Washington, Seattle, United 
States, 7Department of Medicine, University of Washington, Seattle, United States, 
8Department of Biomedical Informatics and Medical Education, University of 
Washington, Seattle, United States, 9Department of Health Services, University 
of Washington, Seattle, United States, 10Department of Laboratory Medicine, 
University of Washington, Seattle, United States, 11Center for Studies in Demography 
and Ecology, University of Washington, Seattle, United States, 12Department of 
Anthropology, University of Washington, Seattle, United States 
Presenting author email: kpeebles@uw.edu

Background: Development of an HIV vaccine is considered essential to ending the 
HIV/AIDS pandemic. However, vaccines can result in the emergence and spread of 
vaccine-resistant strains, a consequence that is largely ignored in previous math-
ematical modeling of the potential impact of an HIV vaccine. Analyses of break-
through infections in the marginally successful HIV vaccine trial, RV144, identi-
fied HIV genotypes with differential rates of transmission in vaccine and placebo 
recipients. We therefore hypothesized that, for HIV vaccination programs based 
on partially effective vaccines similar to RV144, HIV adaptation will diminish vac-
cine impact.
Methods: We developed two individual-based stochastic models of HIV dynamics, 
one calibrated to the South African epidemic and one calibrated to US men who 
have sex with men (MSM). We simulated large-scale vaccination programs and, 
critically, included HIV strain diversity with respect to vaccine response. We varied 
population vaccine coverage (50%, 70%, or 90%), vaccine efficacy (75% or 90%), 
and the proportion of vaccine-resistant viruses (25% or 50%).

[Figure 1. Trends in overall vaccine efficacy (VE) from heterosexual (panels A and B) 
and MSM (panels C and D) models. Panels depict results from scenarios with an initial 
resistant strain proportion of 25% (panels A and C) and 50% (panels B and D) and 
sensitive virus VE of 75% (panels A and C) and 90% (panels B and D)]
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Results: Population-level viral adaptation was observed in all model scenarios, 
leading to decreased overall vaccine efficacy (Figure 1) and substantially fewer 
infections averted by vaccination. Compared to scenarios without viral evolution, 
7%-25% fewer cumulative infections are averted within ten years of vaccine roll-
out among MSM, and 10%-39% fewer cumulative infections are averted in South 
Africa. Translating this to the epidemic in South Africa, this represents up to 
600,000 new infections within 10 years of vaccine rollout that are due solely to 
HIV adaptation.
Conclusions: These findings suggest that approaches to HIV vaccine development, 
program implementation, and epidemic modeling may require attention to poten-
tial viral evolutionary responses to vaccination. 

WEPEC0975
Engaging underserved key populatios in Kyrgyzstan:  
what works?
D. Madybaeva 
NGO ‘AIDS Foundation East West in the Kyrgyzstan’, Research, Bishkek, Kyrgyzstan 
Presenting author email: dinara.madybaeva@afew.kg

Background: From 2010 to 2014, HIV incidence almost doubled in Kyrgyzstan 
(Republican AIDS Center, 2015). Experts recognize that one of the possible rea-
sons for the growth of HIV is limited coverage of vulnerable groups. The aim of this 
study is to investigate the factors influencing the motivation of members of key 
populations to participate in HIV prevention programs.
Methods: Main method was - semi-structure in depth interview (N=105). 
Additional method -interview “face to face” (N=345). Total- 450 representatives 
of 3 key populations have been studied (IDU, SW, LGBTIQ), aged 18 and >, having 
experience of participation in HIV prevention programs, 10 outreach workers and 4 
managers of non-governmental partners organization. 
Data collection has been carried with the help of trained interviewers, representa-
tives of the communities.
Results: Available services satisfy the respondents partly because they do not 
completely cover all the needs and requirements of respondents, the exception 
of educational materials. Providing medicines and medical equipment (syringes, 
condoms), complex medical examination, legal support , employment, recovery of 
documents of permanent residence are very popular services, but in most cases are 
not being on desired and sufficient level. 
Outreach workers are the main source of information about prevention programs, 
HIV and TB infection and about medical organizations (87%-IDU, 61%-SW and 
51%-LGBT) and the medical equipment syringes, condoms and lubricants (81%-
IDU, 68%-LGBT, 84%- SW). They enjoy sufficient authority and trust among 
community members (more than 80% per groups). SW and LGBT noted that out-
reach workers need to more often contact (78%-LGBT, 54%-SW, 29%-IDU). It is 
crucial that they are representatives of the community, because they exactly know 
all the details.
Conclusions: Outreach work must be valued as key tool to reach and encourage 
members of key populations to participate in HIV prevention programs. Motivating 
outreach workers will increase the quality of their work, resulting in higher cover-
age of vulnerable groups, and leading to more effective HIV prevention programs. 
Factors as fear of being identified, harassment by law enforcement officials, the 
mismatch between demand and supply of inaccessible services were identified as 
the main barriers to receiving preventive services. 

WEPEC0976
Evaluating urine with dried blood spots to assess tenofovir  
levels for HIV pre-exposure prophylaxis adherence
R. Patel1, L. Lalley-Chareczko2, L. Harrison1, P. Anderson3, K.R. Amico4,  
R. Presti1, K. Mayer5, J. Liu6, G. Moorthy7, A. Zuppa8, H. Koenig9 
1Washington University in St. Louis, Infectious Diseases, St. Louis, United States, 
2Philadelphia FIGHT, Philadelphia, United States, 3University of Colorado Anschutz 
Medical Campus, Pharmaceutical Sciences, Aurora, United States, 4University of 
Michigan, Health Behavior and Health Education, Ann Arbor, United States, 5The 
Fenway Institute, Boston, United States, 6Washington University in St. Louis, Public 
Health Sciences, St. Louis, United States, 7University of Pennsylvania, Anesthesiology 
and Critical Care, Philadelphia, United States, 8Children’s Hospital of Philadelphia, 
Philadelphia, United States, 9University of Pennsylvania, Infectious Diseases, 
Philadelphia, United States 
Presenting author email: rupapatel@email.wustl.edu

Background: Antiretroviral pre-exposure prophylaxis (PrEP) effectively prevents 
HIV when taken daily. However, there are limited ways to objectively monitor ad-
herence in the clinic. Urine is highly correlated with plasma tenofovir (TFV) levels. 
Urine TFV levels >1000ng/mL demonstrate recent (last 1-2 days) adherence, levels 

10-1000 demonstrate inconsistent dosing in the previous week, and levels < 10 in-
dicate no TFV in the previous week. In this study, we determined the sensitivity of 
urine TFV levels with dried blood spot (DBS) values.
Methods: Fifty-three paired urine-DBS specimens were obtained from 53 patients 
enrolled in a PrEP adherence study at Washington University in St. Louis (USA) 
between May and August 2016. Sensitivity, specificity, and positive and negative 
predictive values (PPV, NPV) were calculated for urine TFV >1000ng/mL, using 
DBS as a gold standard with DBS TFV-disphosphate (DP) ≥700 (4 or more doses/
week) and ≥1250 (7 or more doses/week) fmol/punch and DBS emtricitabine-tri-
phosphate (FTC-TP) levels (dosing within 48 hours).
Results: Patient median age was 29 years, 92% were male, 53% white, 91% MSM, 
and median time on PrEP was 11 months. 92% of patients had urine TFV >1000ng/
mL, 2% had 10-1000ng/mL, and 6% had < 10ng/mL. Majority (94%) had ≥700 
fmol/punch DBS TFV-DP. Urine TFV levels >1000ng/mL demonstrated sensitivity 
of 94% (95% CI: 83-99) and PPV was 96% (95% CI: 86-100) for ≥700 fmol/punch 
and 100% (95% CI: 90-100) and 71% (95% CI: 57-83) for ≥1250 fmol/punch. Urine 
TFV ś specificity and NPV were not reported for DBS given high levels of adher-
ence among the patient sample. Urine TFV >1000ng/mL had a sensitivity of 98% 
(95% CI: 89-100) and PPV was 96% (95% CI: 86-100) for detectable DBS FTC-
TP. Urine TFV specificity and NPV were 60% (95% CI: 15-95) and 75% (95% CI: 
19-99) for DBS FTC-TP.
Conclusions: Clinic settings would benefit from rapid and objective PrEP monitor-
ing. Urine TFV levels had high sensitivity and PPV compared to DBS TDF-DP and 
FTC-TP in a sample of very adherent PrEP patients. Both measures contribute to 
a growing toolbox of adherence biomarkers to improve PrEP care by identifying 
patients in need of intensified counseling. 

WEPEC0977
Venue-based HIV-testing: an effective screening strategy  
for high-risk populations in Lima, Peru
L.-T. Allan-Blitz1, C. Herrera2, G.M. Calvo3, C.F. Caceres3, J.D. Klausner4,5,  
K.A. Konda4,5,6 
1University of California, David Geffen School of Medicine, Los Angeles, United 
States, 2University of California, Department of Medicine, Los Angeles, United States, 
3Universidad Peruana Cayetano Heredia, Unit of Health, Sexuality and Human 
Development, and Laboratory of Sexual Health, Lima, Peru, 4University of California, 
Division of Infectious Diseases, Department of Medicine, Los Angeles, United States, 
5University of California, Department of Epidemiology, Fielding School of Public 
Health, Los Angeles, United States, 6Universidad Peruana Cayetano Heredia, Unit of 
Health, Sexuality and Human Development and Laboratory of Sexual Health, Lima, 
Peru 
Presenting author email: carlos.caceres@upch.pe

Background: Improving access to and uptake of HIV testing is an important strat-
egy for HIV prevention. Currently, only a small proportion of high-risk men who 
have sex with men (MSM) and transgender women are screened for HIV in accor-
dance with WHO recommendations in Lima, Peru. Venue-based sampling methods 
may improve identification of new HIV infections.
Methods: We offered onsite HIV testing at several locations popular among MSM 
and transgender women communities in Lima. A survey of risk-behavior, HIV test-
ing history, and testing preferences was also administered. Participants who refused 
testing completed a survey inquiring reasons for refusal and received coupons for 
free HIV testing at HIV testing centers. All fieldwork was completed in 2016. We 
used a multivariable Poisson regression to create a model calculating Prevalence 
Ratios (PRs) for factors associated with HIV infection.
Results: We tested 303 participants for HIV, 29% were transgender women. Only 
26% reported testing every six months in accordance with WHO recommenda-
tions, and 19% had never been tested for HIV previously. Of those tested, 90% 
reported they would test for HIV more frequently if testing were offered in alterna-
tive venues; with the majority (56%) expressing a preference for public places (e.g. 
parks, plazas). We identified 69 new cases of HIV infection 23% (95% CI 18-28%). 
Prevalent HIV infection was independently associated with reporting recent re-
ceipt of money in exchange for sex (PR=1.12; 95% CI 1.02-1.23), sex with a partner 
of unknown serostatus (PR=1.19; 95% CI 1.10-1.29), and a versatile sex role for anal 
sex (PR=1.15; 95% CI 1.04-1.26) when compared to insertive alone; the model was 
also adjusted for number of male sex partners. Of the 282 participants who refused 
onsite testing, the most common reasons for refusal were insufficient time (35%), 
and preference for a more discrete location (27%). Participation was 59% overall 
ranging from 33% at disco and a sauna to 89% at a street-based venue and a small 
video-club.
Conclusions: A high proportion of MSM and transgender women remain inad-
equately screened for HIV. Venue-based testing can improve screening uptake 
among under-screened high-risk populations in Lima Peru, and is effective for case 
finding. 
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WEPEC0978
Choice, use and persistence with three delivery forms  
(tablets, ring, injections) among young African women
A. van der Straten1,2, C. Helen1, K. Agot3, K. Ahmed4, R. Weinrib1, K. Manenzhe4, 
F. Owino3, J. Schwartz5, A. Minnis1,6 
1RTI International, Women’s Global Health Imperative, San Francisco, United States, 
2University of California, Medicine, San Francisco, United States, 3Impact Research 
and Development Organization, Kisumu, Kenya, 4Setshaba Research Center, 
Shoshanguve, South Africa, 5CONRAD/Eastern Virginia Medical School, Arlington, 
United States, 6University of Berkeley, School of Public Health, Berkekey, United 
States 
Presenting author email: ariane@rti.org

Background: Preventing HIV and unintended pregnancies are key health priori-
ties in young women. To understand attributes of future Multipurpose Prevention 
Technologies associated with adherence, we evaluated three placebo delivery forms 
in a cohort of Kenyan and South African women.
Methods: HIV-negative, sexually active, non-pregnant women aged 18-30 were 
enrolled and randomized to use each placebo product (daily oral tablets, monthly 
injections and monthly vaginal rings) for one month (N=277). At their Month-3 
visit (M3), participants chose one product to use for two additional months. We as-
sessed the following components of adherence during the usage period: Initiation/
compliance with two injections of 1ml saline in the gluteus. For tablets/rings we 
assessed regimen initiation and completion (last dose/ring in situ at return visit) 
by direct observation at the clinic, and execution (correct use) by questionnaire. 
Non-persistence was measured by the proportion of women who switched product 
at their Month-4 visit (M4). We examined demographic and behavioral correlates 
of non-persistence by multivariable logistic regression.
Results: Ninety percent (N=249) reached M3, and 89% (N=247) completed the 
study (M5). Mean age was 23.2 years, 49% were Kenyan and 51% South African. 
At M3 all chose a product (64% injections, 21% tablets, 15% ring) and >99% initi-
ated use. At M4, >80% completed their tablet/ring regimen. For each product, 
initiation, execution and completion levels were similar at M4 and M5. Fifty women 
(20%) were non-persistent. The top reasons for switching were: wanting to gain ex-
perience with another product, preference for another mode of administration, and 
perceived side effects. Only one mild ring-related adverse event (vaginal pruritis) 
was documented during the usage period. Choosing injections at M3 (versus ring) 
was associated with a substantial reduction in the odds of non-persistence in South 
Africa only (AOR=0.2, p=0.012).
Conclusions: All participants agreed to choose and use a placebo product, a major-
ity appeared adherent and all products were safe. Injections were chosen most of-
ten, used with perfect compliance, and in South Africa, were associated with higher 
persistence. Larger multisite studies with active products are needed to further 
inform the tolerability of and persistence with these delivery forms across settings. 

WEPEC0979
Young African American MSMs speak out: recommendations 
for enhancing retention in PrEP care for US implementation 
science programs in the Deep South
T. Arnold1, L. Mena1, B. Buck1, P. Chan2, M. Monger1, C. Gomillia1, J. Agee1,  
I. Jones1, G. Thomas2, A. Nunn2 
1University of Mississippi Medical Center, Jackson, United States, 2Brown University, 
Providence, United States 
Presenting author email: tarnold@umc.edu

Background: Young African American men who have sex with men (YAAMSM) in 
the Deep South are retained in PrEP care at disproportionately lower rates than 
their White counterparts. Little is understood about how to effectively retain young 
African American MSM in PrEP care in real-world settings.
Methods: We conducted a two-phase qualitative study that included key informant 
interviews and two focus groups. We used grounded theory and purposeful sampling 
strategy to guide this study. Participants included YAAMSM enrolled in a real-
world PrEP implementation science program in Jackson, MS. Interviews and focus 
groups with 43 YAAMSM explored factors that enable or pose barriers for retaining 
YAAMSM in PrEP care, including social, structural, clinical and behavioral factors. 
We solicited normative recommendations for developing interventions focused on 
enhancing retention in PrEP care for YAAMSM. We concluded recruitment when 
saturation was met and common themes emerged.
Results: Structural factors such as cost and access to financial assistance for medi-
cations and clinical services undermined retention in PrEP care. Social factors such 
as stigma associated with being perceived as gay or HIV positive posed barriers to 
retention in care. Behavioral factors including changing sexual risk behaviors and 
low perceived HIV risk prompted some participants to discontinue PrEP. Clinical 
factors including both perceived and actual side effects prompted some partici-
pants to discontinue PrEP.

Participants commonly solicited “PreP wrap-around services,” suggesting that 
PrEP navigators could offer important support services for enhancing retention in 
care for YAAMSM. Participants also recommended extending clinic hours, offer-
ing transportation support services and behavioral counseling, providing text mes-
sage reminders about clinical appointments, providing culturally competent care 
and reducing copayments for medications and related clinical services.
Conclusions: Social, structural, behavioral and clinical factors contribute to reten-
tion in PrEP care for young YAAMSM. PrEP navigators who help patients over-
come these challenges may enhance retention in care for YAAMSM enrolled in 
PrEP programs in the Deep South of the US. 

WEPEC0980
Reasons for non-adherence to the dapivirine vaginal ring during 
MTN-020/ASPIRE: results of the MTN-032/AHA study
E. Montgomery1, J. Stadler2, S. Naidoo3, A. Katz4, M. Chitukuta5, L. Mansoor6,  
J. Etima7, K. Reddy2, C. Zimba8, M. Garcia9, L. Soto-Torres10 
1RTI International, Women’s Global Health Imperative, Los Angeles, United States, 
2Wits Reproductive Health and HIV Research Institute, Johannhesburg, South Africa, 
3Medical Research Council of South Africa, Durban, South Africa, 4RTI International, 
Women’s Global Health Imperative, San Francisco, United States, 5UZ-UCSF 
Collaborative Research Programme, Harare, Zimbabwe, 6CAPRISA, Durban, South 
Africa, 7MU-JHU, Kampala, Uganda, 8UNC Project, Lilongwe CRS, Lilongwe, Malawi, 
9FHI 360, Durham, United States, 10DAIDS, Bethesda, United States 
Presenting author email: emontgomery@rti.org

Background: MTN-020/ASPIRE and IPM-027/Ring Study recently proved the 
dapivirine vaginal ring was safe and effective with consistent use. To optimize the 
impact of this promising female-initiated prevention method, adherence barriers 
must be understood and addressed. MTN-032 explored women’s ring use chal-
lenges through open-ended discussion of their objective adherence data.
Methods: Former ASPIRE participants were stratified by age group (18-21; 22-45) 
and randomly selected at 7 sites in Malawi, South Africa, Uganda and Zimbabwe, 12-
17 months after trial exit. Young women were intentionally over-sampled because 
they were less adherent and not protected by the ring in ASPIRE. Using in-depth 
interviews or focus groups, ring use challenges were explored using structured 
guides and visual tools including individual-level depictions of dapivirine levels de-
tected in plasma and returned rings. 

[abstractpic2]

Results: 187 participants aged 19-48 were enrolled; 37% were 18-21 at ASPIRE 
enrollment. Although many (24%) had concordant plasma and residual ring results 
suggesting consistent use at every visit measured, most women (73%) had results 
suggesting inconsistent use throughout ASPIRE. Visual tools elicited participant 
descriptions of many instances of non-adherence, including removals ranging from 
short-term (for sex or bathing), to multiday (menses) to multi-week (often with 
reinsertion 1-3 days before the next visit). Reasons for non-use included influence 
from peers and communities mistrusting researchers (particularly foreign); worries 
about ring causing cancer or infertility; non-disclosure to partners and partner ob-
jections; and experience of discomfort or side effects. Young women’s non-adher-
ence was most commonly attributed (by themselves and older women) to being less 
“serious” about the future, HIV prevention and the study (and motivated predomi-
nantly by benefits); more fearful of childbearing/fertility-related consequences; 
and to having less control over their relationships.
Conclusions: When presented with objective adherence data, participants provided 
explanations for ring non-adherence during ASPIRE. These data can be used to 
pre-emptively mitigate adherence challenges in future ring studies/activities, e.g. 
MTN-025/HOPE. 
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WEPEC0981
Very high adherence to HIV PrEP over one year confirmed 
by four measures in an open-label demonstration project 
(PRELUDE) in NSW, Australia
S.J. Vaccher1, M. Marzinke2, A.E. Grulich3, C. Ooi4, A. Carr5, B.G. Haire3,  
C. Selvey6, D.J. Templeton3,7, M. Holt8, L. Crooks8,9, I. Zablotska3,  
PrELUDE Study Team 
1Kirby Institute, University of New South Wales, Kensington, Australia, 2Johns Hopkins 
University, Baltimore, United States, 3Kirby Institute, University of New South Wales, 
Sydney, Australia, 4Western Sydney Sexual Health Centre, Parramatta, Australia, 
5St Vincent’s Hospital, Sydney, Australia, 6NSW Ministry of Health, North Sydney, 
Australia, 7RPA Sexual Health and Central Clinical School, The University of Sydney, 
Sydney, Australia, 8Centre for Social Research in Health, University of New South 
Wales, Sydney, Australia, 9Australasian Society for HIV, Viral Hepatitis and Sexual 
Health Medicine, Sydney, Australia 
Presenting author email: svaccher@kirby.unsw.edu.au

Background: The efficacy of HIV pre-exposure prophylaxis (PrEP) depends upon 
adherence. 
Daily PrEP adherence was assessed over 12 months using two biological measures 
and two measures of self-report (SR). Drug concentrations in plasma and periph-
eral blood mononuclear cells (PBMC), and patient SR to clinicians and via online 
surveys were evaluated. Concordance between SR and biological measures was as-
sessed.
Methods: PRELUDE is an open-label PrEP demonstration project of 327 high-
HIV risk, predominantly (96%) gay/bisexual men in New South Wales (NSW), 
Australia. Participants self-reported the number of tablets taken in the previous 
week to clinicians, and the last three months via online surveys. SR adherence re-
quired daily dosing, as prescribed. Blood was collected from 108 consecutively pre-
senting participants 1, 6 and 12 months post-PrEP initiation. Liquid chromatogra-
phy-mass spectrometry was used for drug quantification. Biological adherence was 
defined as plasma tenofovir (TFV) ≥40.0 ng/mL and PBMC tenofovir-diphosphate 
(TFV-DP) ≥16.8 fmol/106 cells, indicative of daily dosing in the three days and one 
week prior to blood collection, respectively. Results were analysed using descriptive 
statistics and ANOVAs with Bonferroni’s post-hoc correction. Kappa tests were 
used to determine measurement agreement.
Results: Amongst participants with blood samples from all three time points 
(n=87), mean adherence was 92% (95% confidence interval 88 - 95%) across all 
measures (Table 1). Median (interquartile range) PBMC TFV-DP concentrations 
significantly decreased between months 1 (100 (64 - 176) fmol/106 cells) and 6 (61 
(40 - 94) fmol/106 cells; p<0.001), and months 6 and 12 (51 (29 - 74) fmol/106 

cells); p=0.01), but not in plasma or SR data (p>0.05). Concordance between 
PBMC TFV-DP and plasma TFV, survey SR, and clinician SR was 87%, 92%, and 
87% respectively.
Conclusions: Very high levels of daily adherence to PrEP amongst early adopters 
were confirmed using four different measures, although there was a decrease in 
PBMC TFV-DP over time. Strong concordance between blood drug concentra-
tions and SR data suggests that SR may be a suitable measure of adherence in 
clinical practice. To ensure effective ongoing PrEP use, longer-term observation 
is required. 

WEPEC0982
Adherence intentions, long-term adherence and HIV 
acquisition among PrEP users in the PROUD open-label 
randomised control trial of PrEP in England
M. Gafos1, E. White1, D. White2, A. Clarke3, V. Apea4, E. Brodnicki1,  
N. Mackie5, A. Sullivan6, G. Schembri7, C. Lacey8, R. Horne9, D. Dunn1,  
S. McCormack1 
1MRC Clinical Trials Unit at UCL, Institute of Clinical Trials & Methodology, London, 
United Kingdom, 2Hea, Birmingam, United Kingdom, 3Roy, Claude Nichol Centre, 
Brighton, United Kingdom, 4Barts Health NHS Trust, Ambrose King Centre, London, 
United Kingdom, 5Imperial College NHS Foundation Trust, St Mary’s Hospital, London, 
United Kingdom, 6Chelsea and Westminster Hospital NHS Foundation Trust, London, 
United Kingdom, 7Central Manchester University Hospitals NHS Foundation Trust, 
Manchester Centre for Sexual Health, Manchester, United Kingdom, 8York Hospitals 
NHS Foundation Trust, York, United Kingdom, 9UCL, School of Pharmacy, London, 
United Kingdom 
Presenting author email: m.gafos@ucl.ac.uk

Background: PROUD demonstrated an 86% reduction in HIV-acquisition among 
participants offered PrEP in the first year of follow-up, with high levels of adher-
ence. Relatively little is known about long-term PrEP adherence. We report adher-
ence intentions, long-term adherence and HIV-acquisition among PrEP users in 
PROUD.

Methods: We tabulated data from the ‘end-of-study-questionnaire’ (EoS), which 
asked about adherence intentions. We calculated the medication possession ratio 
(MPR) as the number of pills prescribed, divided by number of days elapsed since 
PrEP initiation. We describe sero-conversions among participants who initiated 
PrEP.
Results: PROUD ran from Nov12 to Nov16, enrolled 544 participants and accu-
mulated 1,253.3 person years of follow-up. Of 310 participants who completed the 
EoS, 86% aimed to use PrEP daily during the study, reducing to 61% wanting to 
use it daily after the trial. 98% thought their adherence was ‚good enough’ dur-
ing periods of risk. 36% reported intentionally interrupting/stopping PrEP. Of 481 
participants who initiated PrEP, 327(68%) received a prescription within the last 
6-months of the study. The MPR from PrEP initiation to end of first-year of use 
was high at 92%, reducing cumulatively to 82% and 76% from initiation to end of 
years 2 and 3. We observed 10 HIV infections among participants who initiated 
PrEP. One participant acquired HIV before baseline, four stopped attending clinic 
without providing a reason, two stopped attending clinic after reporting changing to 
on-demand dosing or stopping PrEP, and three attended clinic but did not collect 
PrEP (Figure 1). 

[Figure 1. HIV tests and PrEP prescriptions for the 10 participants who acquired HIV 
after starting PrEP]

Conclusions: In this study, which recommended daily-dosing, the majority of par-
ticipants intended to use PrEP daily, over a third reported intentionally interrupting 
PrEP and a third stopped using PrEP within 4-years of initiation. When attending 
clinic, adherence was high but declined over time. The seroconversion data high-
lights the urgent need for interventions to help people know when to cycle on and 
off PrEP. 

WEPEC0983
Making health a priority: the influence of family structure  
and household composition on youth’s PrEP use in Cape Town, 
South Africa
M. Atujuna1, A. Minnis2, M. Hartmann2, E. Krogstad3, S.B. Ndwayana3,  
S. Orourke2, L.-G. Bekker3, E.T. Montgomery2 
1Desmond Tutu HIV Centre, University of Cape Town, Medicine, Cape Town, South 
Africa, 2Research Triangle Institute International, San Francisco, United States, 
3Desmond Tutu HIV Centre, University of Cape Town, Cape Town, South Africa 
Presenting author email: millicent.atujuna@hiv-research.org.za

Background: PrEP constitutes a key HIV prevention tool, yet PrEP initiation and 
adherence is shaped by numerous factors, including an individual’s ability to pri-
oritize health behaviors. Existing literature describes the effects of HIV prevention 
and treatment behaviors on family structure and household composition; however, 
the inverse is not well elucidated. For youth, in particular, family/household factors 
could have important effects on PrEP use. We examine these relationships using 
qualitative data from iPrevent, an end-user study designed to explore factors that 
optimize PrEP adherence among youth in South Africa.
Methods: Fifty former PrEP trial participants (32 females: 10 vaginal ring, 12 in-
jectable, 10 tablet; and 18 males: all oral PrEP), from informal communities in Cape 
Town completed in-depth interviews if they were HIV negative, sexually active, and 
aged 18-24 years. We explored how household environment and family support af-
fected sexual and reproductive health (SRH) decision-making, partner disclosure 
regarding PrEP use and sustained PrEP use through trial participation. We analyzed 
transcripts following a framework analysis approach.
Results: Two broad types of families emerged: a loosely-knit family, where intimate 
discussions around sex, SRH and PrEP use were absent; and a close-knit fam-
ily where these topics were openly discussed. These two family types defined and 
shaped how youth navigated health issues, generally, including PrEP use. Family 
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support positively affected youth’s abilities to view health as a priority and hence 
adopt protection against HIV. Youth from loosely-knit families where support was 
absent found it difficult to use PreP, and were more likely to seek partner support, 
including disclosure of PrEP use, to partners as a substitute. While this enabled 
them to engage in HIV prevention, their partners made key decisions around sex. 
Youth from close-knit families typically disclosed PrEP use to their families, and not 
partners, and were accorded familial support. They described greater autonomy in 
sexual decision-making.
Conclusions: Youth are a unique key population and the manner in which they 
navigate PrEP use is critical to prevention. We found support to be fundamental to 
PrEP use; however, family support empowered youth more than partner support, 
highlighting its important role in adoption of HIV prevention behaviors. 

WEPEC0984
Changes in ART adherence among Rwandan youth following  
a trauma-informed cognitive behavioral intervention
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3Kigali Imbereheza Project, Kigali, United States, 4Women’s Equity in Access to Care 
& Treatment, Chinle, United States, 5University of Illinois at Chicago, Community 
Outreach Intervention Projects, Chicago, United States, 6Rwanda Biomedical Centre, 
HIV, Kigali, Rwanda, 7Women’s Equity in Access to Care and Treatment, Kigali, 
Rwanda, 8Rwanda Bio-Medical Center/Ministry of Health, Kigali, Rwanda 
Presenting author email: gerid@uic.edu

Background: Like most of sub-Saharan Africa, Rwandan youth are at the epicen-
ter of the AIDS epidemic accounting for 40% of infections. ART adherence is a 
global health priority, as poor adherence may lead to virus resistant strains, limited 
future treatment options, and continued new transmissions. High levels of adher-
ence have been reported among adults, but studies of adolescents suggest youth 
are less adherent, achieve less viral suppression, and have larger viral rebound than 
adults. Evidenced-based interventions for youth are sorely needed to increase ART 
adherence. Recognizing the role of the genocide in Rwanda’s HIV epidemic, this 
study evaluated the efficacy of an adherence-enhanced, trauma-informed cogni-
tive behavioral intervention (TI-CBTe) to improve adherence.
Methods: Participants were 360 14-21 year old HIV-infected Rwandan males 
(49%) and females in care at one of the two HIV clinics in Kigali. Youth were re-
cruited by research staff and guardian consent and youth assent were obtained. 
Youth completed baseline assessments and were randomly assigned to TI-CBTe or 
the clinic’s standard of care (SOC). Six sessions, each two hours, were delivered 
once a week by young adult peers. Youth completed 6-month follow-up assess-
ments and reported on their adherence to ART in the past 30 days on a scale from 
1 to 6 and their symptoms of trauma.
Results: Analyses compared youth who received TI-CBTe versus SOC on self-
reported ART adherence and trauma at 6-month follow up. Groups did not signifi-
cantly differ at 6-months in adherence for the full sample, but boys who received 
TI-CBTe reported significantly greater improvement in adherence than boys in the 
SOC, F (1, 109) = 4.194, p = .043. Similarly, trauma symptoms were not associ-
ated with change in adherence overall, but for youth who reported higher trauma at 
baseline, those who received TI-CBTe reported greater improvement than youth in 
the SOC, F (1, 36) = 4.925, p = .033.
Conclusions: Findings suggest that a culturally-adapted adherence-enhanced cog-
nitive behavioral intervention can improve ART adherence for Rwandan males and 
youth with elevated trauma symptoms. Future research should examine whether 
these positive changes are sustained beyond 6-months and how to enhance treat-
ment efficacy for females. 

WEPEC0985
Seeking casual sex partners via the internet, Bangkok MSM 
cohort study, 2006-2016
W. Wimonsate1, S. Pattanasin1, K. Panchroen1, A. Sriporn1, S. Yafant1,  
C. Ungsedhapand1, A. Chitwarakorn2, M.C. Thigpen1,3, A. Hickey1,3, T.H. Holtz1,3 
1Thailand MOPH - U.S. CDC Collaboration, HIV/STD Research Program, 
Nonthaburi, Thailand, 2Thailand Ministry of Public Health, Department of Disease 
Control and Prevention, Nonthaburi, Thailand, 3Centers for Disease Control and 
Prevention, Division of HIV/AIDS Prevention, Atlanta, United States 
Presenting author email: tkh3@cdc.gov

Background: The internet has changed how men who have sex with men (MSM) seek 
sex partners. We investigated factors associated with meeting casual sex partners 
via the internet among participants of the Bangkok MSM Cohort Study (BMCS).

Methods: We enrolled Bangkok MSM aged ≥18 years into BMCS between April 
2006-November 2010. Participants were followed every four months for up to 
five years. We collected demographic information at enrollment and behavioral 
data at every visit using audio computer-assisted self-interview. Participants were 
asked about casual sex partners and how they met these partners during the past 
four months. We used Generalized Estimating Equations (GEE), accounting for re-
peated measures correlations within participants, to model factors associated with 
meeting casual sex partners via the internet.
Results: From April 2006-February 2016, we enrolled 1,744 MSM in BMCS; 
1,590 (91%) had at least one follow-up visit. At enrollment, 37% (638/1,744) re-
ported having casual sex partners and having met partners via the internet. Among 
1,375 MSM who reported having casual sex partners in at least two visits, seeking 
partners via the internet was significantly higher among MSM who—at the time 
of enrollment—were full-time or part-time students (adjusted Odds Ratio [aOR] 
1.3, 95% Confidence Interval [CI] 1.1-1.6) and self-identified as non-heterosexual 
(aOR 6.2, 95% CI 2.8-13.5). At each individual follow-up visit, seeking partners via 
the internet was more common among participants who reported age 18-29 years 
at initial enrollment (aOR 1.8, 95% CI 1.5-2.2), recreational drugs use (aOR 1.3, 
95% CI 1.04-1.5), erectile dysfunction drug use (aOR 1.6, 95% CI 1.3-1.9), having 
group sex (aOR 1.9, 95% CI 1.6-2.2), and inconsistent condom use with male casual 
partners (aOR 1.2, 95% CI 1.02-1.3), when compared with the rest of the cohort. 
Using the GEE also found that at each four months the proportion of men meeting 
sex partners via the internet increased by 1.1% (aOR 1.011, 95% CI 1.008-1.014).
Conclusions: About one third of participants in BMCS had casual sex partners and 
met these partners via the internet. This behavior increased significantly over time. 
Meeting casual partners via the internet was associated with high-risk behaviors for 
HIV acquisition 

WEPEC0986
Is it necessary to validate key population hotspots on a regular 
basis? An experience from Burundi
D. Gashobotse1, V. Ranebennur2, M. Hamdallah2, D. Mpinganzima3, A. Bizoza3,  
L. Tiffany4, H. Mahler2, T. Lillie4 
1FHI 360, LINKAGES Project, Bujumbura, Burundi, 2FHI 360, LINKAGES Project, 
Washington, United States, 3CADSAO, Bujumbura, Burundi, 4FHI 360, Global Health 
and Nutrition, Washington DC, United States 
Presenting author email: tlillie@fhi360.org

Background: LINKAGES is a USAID- and PEPFAR-funded project that is improv-
ing access and links to HIV prevention, care, and treatment services for key popula-
tions (KPs). Accurate information on hotspots where KPs congregate is critical to 
focusing outreach and prevention efforts. A hotspot list for Burundi was available 
from a 2013 PLACE study, a methodology that identifies priority prevention ar-
eas but that cannot be conducted frequently due to cost and time requirements. 
LINKAGES Burundi conducted a rapid programmatic mapping exercise to system-
atically update and validate the hotspots identified by PLACE 2013 and to identify 
new ones to facilitate rapid program start-up.
Methods: The project employed 20 female sex workers (FSWs) and 10 men who 
have sex with men (MSM) to visit all hotspots and conduct interviews among prima-
ry (KPs) and secondary (pimps, taxi drivers, vendors, shop owners) key informants 
in five districts in Burundi from October to November 2016. A structured tool was 
used to collect information on the size of the population in each hotspot, peak time 
and days of operation, KPs’ use of social media and mobile phones, services avail-
able, mobility of the population, and new sites where KPs congregate.
Results: Of 830 (724 FSW and 96128 MSM) sites identified by PLACE in 2013, 
only 413 (50%) (363 FSW and 50 MSM) were still active. While conducting this 
validation, we also identified 436 (388 FSW and 48 MSM) new sites that emerged 
since 2013, for a total of 849 active sites, 59% of which were in the capital province 
of Bujumbura. The most prevalent type of hotspot was bar/night club (73%) fol-
lowed by lodge/hotel (10%).
Conclusions: Fifty percent of KP hotspot sites from 2013 were no longer active in 
2016—an indication that repeated programmatic mapping is essential for program 
planning with highly mobile KPs. The results of our validation exercise enable ef-
fective distribution of resources, microplanning by local NGOs working with peer 
outreach workers, and rapid scale-up of programs. 
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WEPEC0987
Intention toward HIV testing among men who have sex with 
men in Taiwan: a survey-based on health belief model
S.T. Huang, J.R. Huang, J.S. Chu, H.Y. Lo 
Taiwan Centers for Disease Control, Taipei, Taiwan, Province of China 
Presenting author email: sthuang@cdc.gov.tw

Background: The 90-90-90 targets might eliminate the HIV epidemic in Taiwan. 
However, 25% of people living with HIV don’t know their HIV status currently. Men 
who have sex with men (MSM) are the most affected population and account for 
the majority of newly diagnosed HIV infections. We conducted the survey which 
was based on Health Belief Model (HBM), a health behavior change theory, to un-
derstand the health beliefs to HIV testing among MSM in Taiwan.
Methods: An anonymous survey was conducted between April and May, 2016. We 
recruited participants from eight MSM community health centers located in differ-
ent regions. Intention toward HIV testing, demographic characteristics, sex-related 
behaviors, and HBM constructs, of MSM were collected via questionnaires. We 
performed multi-variate logistic regression to identify the factors associated with 
testing intention among MSM.
Results: A total of 1,393 responses were included for final analysis. The high testing 
intention group consisted of 911 (65.4%) MSM. Logistic regression showed that 
MSM who were 25-34 years-old (AOR=1.52), had anal intercourse experience 
(AOR=2.09), had more than two casual sexual partners per year (AOR=1.65), ex-
perienced chem-sex (AOR=3.88), used geosocial apps (AOR=1.55), received HIV 
testing before (AOR=3.81), were more likely to have high testing intention in the 
next year. In contrast, MSM who used condoms during last anal sex (AOR=0.68) 
had lower testing intention. 
MSM perceiving high (AOR=2.16) and moderate (AOR=1.95) risk of HIV had 
higher intention toward HIV testing than MSM with low perceived risk. High 
(AOR=1.68) and moderate (AOR=1.59) perceived benefits, high (AOR=2.15) and 
moderate (AOR=4.26) self-efficacy were associated with higher testing intention. 
MSM with high perceived severity had higher HIV testing intention (AOR=1.66) 
than those with low perceived severity, but moderate perceived severity were not 
significantly associated with testing intention.
Conclusions: Several demographic characteristics related to testing intention of 
MSM were identified from this study. We could design targeted HIV testing cam-
paign to those MSM more effectively. Besides, we also find out various facilitators 
to testing intention. This findings could help us to implement HIV testing programs 
and increase the uptake of HIV testing among MSM in Taiwan. Therefore, the 90-
90-90 targets could be achieved. 

WEPEC0988
Barriers to HIV-testing and linkage to care among Latino  
youth in Atlanta
A.F. Camacho-Gonzalez1,2, A. Murray3, K. Drumhiller3, L. Rusiecki4, J. Hood1, 
S.A. Hussen2,5,6, V.D. Cantos6, S. Gillespie7, M. Sutton3, R. Chakraborty1,2 
1Emory University School of Medicine, Department of Pediatrics, Division of Pediatric 
Infectious Diseases, Atlanta, United States, 2Grady Health Systems, Ponce Family 
and Youth Clinic, Atlanta, United States, 3Centers for Disease Control and Prevention, 
Division of HIV/AIDS Prevention, Atlanta, United States, 4Emory University Rollins 
School of Public Health, Atlanta, United States, 5Emory University Rollins School 
of Public Health, Hubert Department of Global Health, Atlanta, United States, 
6Emory University School of Medicine, Department of Medicine, Division of Infectious 
Diseases, Atlanta, United States, 7Emory University School of Medicine, Department 
of Pediatrics, Atlanta, United States 
Presenting author email: sophia.ahmed.hussen@emory.edu

Background: Latinos account for 24% of new HIV diagnosis in the US with a signifi-
cant increase in incidence between 2010-2014 among young gay and bisexual men. 
Georgia’s Latino population grew by 96% from 2000 to 2010, with the biggest 
increase seen in youth. Despite an overall increase in testing and HIV prevention 
efforts, HIV-infected Latinos progress to AIDS faster than any other US racial or 
ethnic group. Understanding barriers for testing and linkage to care among Latino 
youth (LY) is therefore increasingly important.
Methods: We conducted quantitative surveys and five exploratory qualitative focus 
groups with LY, ages 18-24 years, from the Atlanta Metropolitan Statistical Area. 
Audio Computer-Assisted Self-Interviewing surveys gauged HIV testing prefer-
ences, and risk factors for avoiding testing and/or medical care. Using computer-
assisted thematic analyses, we examined focus group responses addressing barriers 
to HIV testing, treatment, and counseling.
Results: Of 29 study participants, 52% were male, 58% were from Mexico, 59% 
had ≤ high school education; 79% lived with their guardian; mean age was 19.6 years 
(SD: 1.74 years). Eighty-nine percent disliked the idea of venue testing, 69% pre-
ferred the oral swab as a method of HIV testing, and 69% perceived that HIV-
positive LY defer entering medical care despite knowing their status. Reasons cited 

included fear of medical treatment (59%), depression, denial and fear of discrimi-
nation (55% each), and being unaware of available services and treatment venues 
(35%). Three themes were identified as barriers for testing: 
1) fear of rejection, 
2) the need to normalize testing, and; 
3) stigma. 
Treatment affordability and existential attitude were identified as potential barriers 
for treatment among HIV-positive youth. Upon providing the results of an HIV 
positive test, the participants emphasized the need to receive information about 
their disease and the next steps to follow.
Conclusions: Venue testing may not be the best strategy for increasing HIV 
screening of at-risk LY. Normalizing testing and structuring an empathetic disclo-
sure process that addresses potential misconceptions and fears, and offers a clear 
pathway to successful treatment is essential to improving linkage to care among LY. 

WEPEC0989
Quantifying the ability to capture transgender identities  
in existing data systems
K. Watkins1, T. Pham1, L. Roberts1, R. Grimes2, M. Mcneese1, B. Yang1,  
C. Hallmark1 
1City of Houston, Houston Health Department, Houston, United States, 2University 
of Texas Health Science Center at Houston, Division of General Internal Medicine, 
Houston, United States 
Presenting author email: richard.m.grimes@uth.tmc.edu

Background: Although transgender individuals are recognized as a population dis-
proportionately impacted by HIV, quantifying the number of transgender people 
living with HIV is difficult due to underreporting of gender identity. In 2016, the 
U.S. Health Resources and Services Administration mandated reporting of gender 
identity. The Houston Health Department (HHD) initiated a project to investigate 
data systems’ ability to document transgender identification.
Methods: Data on 30 transgender persons of color were extracted from the most 
comprehensive HIV surveillance database in the Houston, Texas area. The HHD 
further investigated these individuals for transgender identity in five care systems 
and one public access database, all of which are used for identifying, locating, and 
re-linking out-of-care HIV-positive persons into care.
Results: Only three care systems captured transgender identity in pre-defined 
fields. Three care systems and one public access database only had a field for birth 
sex; consequently, it often captured birth sex and current gender. Discrepant pairs 
were assumed to be transgender. Three care systems could record transgender 
identity in a notes section. Given a total of six data systems and 30 individuals, a 
total of 180 outcomes were possible. Given variations in data system purpose, indi-
viduals were not necessarily found (65 outcomes) in every system. There were 72 
outcomes where only birth sex was recorded in a respective data system compared 
to 39 outcomes where transgender identity was discovered. Four outcomes were 
inconclusive. Given the multiple fields and/or notes sections per data system for 
potential transgender identification, including potential aliases, a total of 28 fields 
and/or notes sections needed to be searched per person to properly assign a trans-
gender outcome. Even then, transgender status could be concluded only 22% of 
the time.
Conclusions: The current schema of these data systems inadequately identifies 
transgender persons, limiting the ability to serve this population. These record 
searches are resource intensive yet necessary to inform HIV prevention programs 
of a potentially transgender, HIV-positive individual needing critical assistance. 
More education is needed to clearly define these fields for accurate data collection. 
Additional cultural training among healthcare workers may encourage transgender 
persons to disclose their identity, improving documentation and data quality. 
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WEPEC0990
Consistency in multiple estimates of the population size for 
persons who inject drugs (PWID) in Hai Phong, Viet Nam
D. Des Jarlais1, J. Feelemyer1, K. Arasteh1, D. Thi Huong2, K. Thi Hai Oanh3,  
P. Minh Khue2, J.P. Moles4, H. Thi Giang2, N. Thi Tuyet Thanh3, V.H. Vinh5,  
R. Vallo4, C. Quillet4, D. Rapoud4, L. Michel6, T. Hammett7, D. Laureillard4,8,  
N. Nagot4 
1Icahn School of Medicine at Mount Sinai, Baron Edmond de Rothschild Chemical 
Dependency Institute, New York, United States, 2Hai Phong University of Medicine 
and Pharmacy, Haiphong, Vietnam, 3Supporting Community Development Initiatives, 
Hanoi, Vietnam, 4University of Montpellier, Inserm U 1058, Etablissement Français du 
Sang, Montpellier, France, 5Viet Tiep Hospital, Department of Infectious and Tropical 
Diseases, Haiphong, Vietnam, 6French Red Cross, CESP/Inserm U 1018, Pierre Nicole 
Center, Paris, France, 7Consultant to Icahn School of Medicine at Mount Sinai, New 
York, United States, 8Caremeau University Hospital, Infectious Diseases Department, 
Nimes, France 
Presenting author email: ddesjarlais@chpnet.org

Background: Good estimates of the sizes of “key populations” are critical for end-
ing concentrated HIV epidemics, particularly in resource-limited settings where 
efficient allocation of resources is necessary. We conducted two capture/recapture 
studies to estimate the size of the persons who inject drugs (PWID) population in 
Haiphong, Vietnam.
Methods: In Sept. 2014, we conducted a respondent driven sampling (RDS) sur-
vey of 603 PWID in Haiphong utilizing standard RDS procedures. A fingerprint 
reader was used to identify unique participants and prevent multiple enrollment. 
Current injecting drug use was verified through examination of injection marks and 
urinalysis. In Oct. 2016, 600 uniquely marked lighters were distributed to PWID in 
drug use “hotspots” in Haiphong. Beginning one week later, we conducted another 
RDS survey, 
N = 1385, following standard RDS procedures. A fingerprint reader was again 
used to identify unique participants and match 2014 RDS participants with 2016 
participants. Questions were added to the 2016 survey to identify PWID who had 
received lighters. The 2014 RDS survey and the distribution of lighters to PWID 
served as two separate “captures,” and the 2016 RDS survey served as the “recap-
ture” for both “captures.” UNAIDS Technical Guidelines capture/recapture formu-
lae were used for estimating population size.
Results: A total of 1385 participants were included in the 2016 RDS “recapture” 
survey. They were predominantly male (94%), average age was 39 (SD 9); 100% 
injected heroin (80% daily) and 47% used non-injected methamphetamine. HIV 
prevalence was 30%, HCV prevalence 70%.
144/603 participants in the 2014 RDS study were “recaptured” in the 2016 RDS 
study, giving a population estimate of 5799 (95% CI 5016-6581) for the 2014 
RDS-2016 RDS capture/recapture. 152/600 PWID who had received lighters 
were “recaptured” in the 2016 RDS study, giving a population estimate of 5467 
(95% CI 4758-6176) for the lighter/2016 RDS capture/recapture study.
Conclusions: Even with a two-year period between RDS surveys and a week be-
tween the lighter distribution/RDS survey, the two capture/recapture studies show 
great consistency in the estimated PWID population size for Haiphong. The lighter 
recapture method is an inexpensive method for estimating population size when 
done in conjunction with an RDS survey. 

WEPEC0991
Using risk assessment to better identify female sex workers 
living with HIV in Luanda, Angola
G. Cristino1, P. Celma1, A. Lambert1, M. Goggin-Kehm1, M.L. Futado2,  
C. Coelho da Silva3, J. Cardao4, A. Diaz5 
1FHI 360, Washington, United States, 2Instituto Nacional de Luta contra a SIDA, 
Luanda, Angola, 3Cuidados da Infancia, Luanda, Angola, 4USAID, Luanda, Angola, 
5FHI 360, Luanda, Angola 
Presenting author email: mgogginkehm@fhi360.org

Background: In October 2015, the USAID- and PEPFAR-funded LINKAGES 
project began providing HIV services to female sex workers (FSW) in Luanda, 
Angola. Early testing data yielded an HIV-positive rate of only 2.91% (57/1956) be-
tween November 2015 and May 2016. Limited data are available for FSWs, though 
one region reported an HIV prevalence rate of 7.2%. As Angola faces periodic stock 
outs of HIV test kits, HIV programs needed to prioritize HIV testing for those most 
at risk of being infected with HIV. Risk assessment tools exist nationally but are 
fully not utilized.
Methods: To better identify FSWs living with HIV, LINKAGES Angola designed a 
17-question risk assessment tool that was administered by FSW peer educators with 
their FSW service beneficiaries from June to December 2016. Risk scores were 
calculated on three of the 17 questions focusing on age, number of clients per day, 
and use of condoms. Peers prioritized HIV testing referrals to higher scoring FSWs. 

All other FSWs, regardless of having had answered the risk assessment or having 
had obtained a high risk score, were offered HIV testing.
Results: Out of 5,856 FSWs, 5,740 (98%) accepted to take the risk assessment 
676 (12%) scored high risk, 2696 (47%) medium, and 2368 (41%) scored lower 
Twenty-five percent (1433/5740) accepted an HIV test. HIV results by risk group 
showed HIV rates of 7.61% (21/276), 5.51% (42/762), and 5.82% (23/395), respec-
tively. The overall HIV rate was 6% (86/1,433), an increase of 3.09% compared to 
the previous period (2.91%) when the risk assessment was not used.
Conclusions: Applying an HIV risk assessment in a resource limited context with 
FSWs, where little or no data are available, and where there is no culture of asking 
questions related to risk, LINKAGES Angola was able to improve overall HIV posi-
tivity yield within its FSW program. Further analysis of risk data also showed higher 
rates of HIV in higher risk group. The data showing similar HIV rates for medium- 
and low-risk FSWs demonstrates the need to further analyze the risk questions to 
develop a more accurate scoring system that correlates score with elevated risk of 
HIV infection in FSWs in Angola. 

WEPEC0992
Assessing risk for HIV infection among adolescent girls  
in South Africa: a validation of the VOICE risk score
D. Giovenco1, J. Hughes2, E. Piwowar-Manning3, C. MacPhail4, K. Kahn5,  
R. Wagner5, A. Pettifor1 
1University of North Carolina at Chapel Hill, Epidemiology, Chapel Hill, United 
States, 2University of Washington, Seattle, United States, 3Johns Hopkins University, 
Baltimore, United States, 4University of New England, Armidale, Australia, 5MRC/
Wits Rural Public Health and Health Transitions Research Unit (Agincourt), 
Johannesburg, South Africa 
Presenting author email: dgiovenco@unc.edu

Background: Adolescent girls and young women in sub-Saharan Africa face a dis-
proportionately high risk for HIV infection, accounting for 75% of young people 
living with HIV. As a result, novel biomedical prevention interventions, such as 
pre-exposure prophylaxis (PrEP), are being implemented among women at highest 
risk for infection. In attempts to quantify risk, Balkus et al. (2016) developed and 
validated a risk assessment tool from the VOICE study and two additional PrEP tri-
als (HPTN-035 and FEM-PrEP) among African women (Mdn age=24-26 years). 
With implementation trials currently underway investigating PrEP efficacy among 
adolescent girls under 18-years, this research was aimed at validating the risk score 
for use in adolescent populations.
Methods: Data from HPTN-068, a 3-year randomized controlled trial to assess 
the impact of a cash transfer, conditioned on school attendance, on HIV incidence 
among rural South African adolescent girls (Mdn age=15 years), was utilized for this 
analysis. The risk score, which incorporates factors such as age, married/living with a 
partner, partner providing financial or material support, partner having other part-
ners, alcohol use, and HSV2 serostatus, was calculated at baseline for participants 
who completed at least 1-year of follow-up, with possible values ranging from 0-10. 
The risk score excluded detection of curable STIs. A proportional hazards model was 
used in the analysis of baseline risk score and incident HIV infection.
Results: Among the 2318 HPTN-068 participants included in the analysis, there 
were 105 HIV seroconversions during 4986 person-years of follow-up (2.11% inci-
dence). 74% of the sample received a risk score of 5 (range=2-9). Scores ≥5 identi-
fied 79% of incident infections from 88% of the sample, compared to the VOICE 
sample in which scores ≥5 identified 91% of incident infections from only 64% of 
participants. With each unit of increase in risk score, participants experienced a 
greater risk for HIV infection (Hazard Ratio=1.332, 95% CI 1.01 -1.75, p=.041).
Conclusions: Findings revealed that the risk score had limited variability in the 
HPTN-068 study population, but may still be predictive of HIV incidence. To 
further inform HIV prevention efforts among adolescents, research is needed to 
better understand how the unique developmental milestones of adolescence might 
influence risk. 

WEPEC0993
PoCT (point of care) HIV/STI testing at after-hours SOPV  
(sex on premises venues) theme parties
A. Mullens1, G. Driver2, J. Lemoire2, K. Daken3 
1University of Southern Queensland, Psychology & Counselling, Resilient Regions, 
Ipswich, Australia, 2Queensland Positive People, RAPID Clinic, Brisbane, Australia, 
3University of Southern Queensland, Ipswich, Australia 
Presenting author email: amy.mullens@usq.edu.au

Background: Sexual ‘theme parties’ have become more popular among MSM (men 
who have sex with men) over time. They are typically attended by more ‘sexually 
adventurous’ MSM and associated with alcohol/other drug use. These factors may 
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constitute heightened risks for HIV/STI transmission. Operating a regular, rapid 
HIV/STI testing service during theme parties (within a high-risk setting), represents 
a novel approach to health promotion and more accessible testing. This research 
sought to establish ‘proof of concept’, and evaluate the uptake and feasibility/ac-
ceptability of routine HIV/STI testing for MSM in a novel outreach environment.
Methods: Weekly HIV/STI PoCT (Alere, UniGold) was offered by trained peer-
testers on Friday and Saturday nights from 9pm-midnight, in a private room at the 
venue. Patrons requesting tests were asked to complete an evaluation survey after 
testing. Verbal consent was provided and ethics approval was obtained for the evalu-
ation. The testing processes were conducted per TGA guidelines.
Results: To date, 122 MSM have participated in PoCT (majority identified as ‚gay’; 
average age 36, range: 18-66) over a six month period (indicating 4 reactive syphilis 
tests; nil reactive HIV); recruited via information within the venue and social me-
dia). Salient findings indicate: All (100%) participants reportedly felt comfortable 
with the community outreach testing; 96% reported peer-led testing would increase 
the frequency of testing; 20% ‚would not have had a test’ if the service did not exist; 
and 34% reported to have ‘never had’ an HIV test. Further qualitative comments 
reflecting acceptability included: accessibility; feeling comfortable; easy and quick 
testing—conducted by friendly and ‘relatable’ staff members. Secondary analyses 
regarding socio-demographic features associated with testing patterns, substance 
use, sexual activity and harm reduction strategies will also be highlighted.
Conclusions: This project has demonstrated acceptability and feasibility within a 
key MSM sub-group—regarding novel health promotion delivered by a peer-based 
PLHIV organisation. Implications for further health promotion efforts and future 
research with sexually adventurous MSM will be discussed in light of main findings. 
Rapid PoCT technologies foster opportunistic HIV/STI testing uptake amongst 
MSM in a high-risk setting, and create opportunities for qualitative follow-up; the 
research will inform the lens through which drug use among gay men and other 
MSM is contextualised within a sexual context. 

WEPEC0994
HIV testing promotion and follow-up with MSM through  
online dating apps in Cambod
P. Sophat1, H. Saly1, R. Channara1, K. Sothy2, S. Ratana1, L. Vanna Seng3 
1HIV/AID Prevention, Phnom Penh, Cambodia, 2Prevention Innovation in MSM and 
TG, Phnom Penh, Cambodia, 3NCHADS, Prevention Innovation in MSM and TG, 
Phnom Penh, Cambodia 
Presenting author email: psophat@fhi360.org

Background: HIV prevalence in Cambodia of men who have sex with men (MSM) 
is estimated at 2.3% but this low prevalence belies substantial high risk and poten-
tially high HIV incidence in the future. Despite numerous diverse peer outreach 
and web-based interventions, a majority of MSM report low intervention exposure, 
thus necessitating more innovative communication channels and behavior change 
strategies to promote HIV testing.
Methods: We conducted an assessment of on-line application (app) usage among 
MSM in Cambodia. One MSM-oriented app reported 23,654 unique users, with 
users in Cambodia accessing the app on average 7.3 times a day and spending 75 
minutes each day on the application. Based on this information, we initiated on-line 
informal counseling or “chats” on two apps with individuals interested in hearing 
more about HIV, their risk behaviors, and opportunities for HIV testing. Those who 
expressed interest were referred to community clinics nearby.
Results: Between October-December 2016, 420 MSM were engaged in on-line 
counseling via the two apps. Among these, 68 (16.19%) MSM were successfully 
referred to rapid HIV testing at a community clinic. Ten (14.7%) were found to 
be HIV reactive through Determine rapid test. 7 of these individuals (70%) were 
successfully referred to confirmatory HIV testing, and all were initiated on ARV 
treatment within 3 months. During the same period, traditional outreach and peer-
drive interventions in the same community reached 1471 MSM, with 945 (64%) 
accepting an HIV test and 15 (1.6%) of them screening HIV+.
Conclusions: The intervention strongly indicated that MSM-oriented apps can and 
should be used to reach high-risk and hard-to-reach MSM, in this case reaching 
a higher percentage of HIV+ MSM than traditional outreach. The results further 
showed that active case management is needed to ensure that clients are not lost to 
follow up along the HIV cascade, particularly for confirmatory HIV testing. 

WEPEC0995
Social network approaches to locating undiagnosed HIV cases 
are more effective than RDS recruitment or outreach models
P. Smyrnov1, L. Williams2, A. Korobchuk3, Y. Sazonova1, G. Nikolopoulos4,5,  
B. Skaathun6, J. Schneider7, S.R. Friedman8 
1Alliance for Public Health, Kyiv, Ukraine, 2National Development and Research 
Institutes, New York, United States, 3Alliance for Public Health, Odessa, Ukraine, 
4National Development and Research Institutes, TRIP Site, Athens, Athens, Greece, 
5University of Cyprus, Medical School, Nicosia, Cyprus, 6University of Chicago, 
Chicago, United States, 7University of Chicago, Department of Medicine and Center 
for HIV Elimination, Chicago, United States, 8National Development and Research 
Institutes, Institute for Infectious Diseases Research, New York, United States 
Presenting author email: friedman@ndri.org

Background: Diagnosing HIV cases is essential for providing health care and for 
Treatment as Prevention. We hypothesize that social network recruitment is supe-
rior both to community outreach testing and respondent driven sampling at case 
finding in Odessa, Ukraine.
Methods: We compared three studies. Odessa TRIP used network sampling to 
recruit extended risk networks of Recently-infected and longer-term infected 
(LTs) seeds in 2013-2016. (Participants were classified as “Recents” if Limiting 
Antigen Avidity (LAg) assay, past testing history, and viral load data indicated they 
had been infected in the last 6 months. Other HIV+ participants were classified 
as LTs). IBBS2013 used respondent driven sampling to recruit people who inject 
drugs (PWID). SYREX provides data on HIV among PWID tested at community 
outreach sites, 2013-2016.
Outcomes (percent testing positive who self-reported as previously undiagnosed) 
were compared between TRIP arms; TRIP vs. IBBS2013; and TRIP vs. SYREX.
Results: TRIP networks contained 1270 men, 344 (21%) women; IBBS2013 328 
men, 72 (18%) women; SYREX 9669 men, 4267 (31%) women. TRIP networks had 
a higher yield of undiagnosed positives (14.6%) than IBBS2013 (5.0%) or SYREX 
(2.4%); ORs 3.24 (CI 2.06, 5.12) vs. IBBS2013, 7.02 (CI 5.91, 8.34) vs. SYREX. 
Findings remained significant with odds ratios high when these comparisons were 
conducted separately by sex and when PWID in TRIP networks were compared with 
SYREX and IBBS2013. Within TRIP, Recents’ networks contained higher rates of 
undiagnosed positives (14.6%) than LTs’ networks (9.3%); OR 1.66 (CI 1.10, 2.49); 
this remained true among PWID subsets. Both TRIP subsets located significantly 
higher rates of undiagnosed positives than either IBBS2013 or SYREX. In TRIP 
Recents’ networks, women (20.1%) were more likely to be undiagnosed positives 
than men (13.3%); OR 1.64 (CI 1.12, 2.40). 36.4% of PWID women in Recents’ 
networks were newly diagnosed positives.
Conclusions: TRIP’s network recruiting techniques, and paying particular attention 
to the networks of the recently infected, should become part of standard case find-
ing and treatment as prevention practice. They may be particularly important for 
finding undiagnosed women. Research is needed on whether these findings hold in 
other social and epidemiologic contexts. 

WEPEC0996
Screening for PrEP eligibility during rapid HIV testing  
in high-risk neighborhoods in Philadelphia
M. Felsher1, A. Roth1, A. Martinez-Donate1, E. Gracely2, Z. Szep3 
1Drexel University, Community Health Prevention, Philadelphia, United States, 2Drexel 
University, Epidemiology and Biostatistics, Philadelphia, United States, 3Drexel 
University College of Medicine, Division of Infectious Diseases and HIV Medicine, 
Philadelphia, United States 
Presenting author email: maf385@drexel.edu

Background: Daily, oral pre-exposure prophylaxis (PrEP) has been shown to re-
duce the risk of HIV in diverse populations. While PrEP implementation studies are 
emerging, few have focused on screening high-risk populations for PrEP eligibility 
during community-based rapid HIV testing.
Methods: HIV negative individuals, 18 years of age or older, were recruited from 
4 community-based rapid HIV testing sites in Philadelphia. We developed a 
6-question PrEP eligibility screening tool based on the 2014 CDC PrEP clinical 
guidelines. The tool was incorporated into a cross-sectional study assessing PrEP 
knowledge and attitudes among individuals undergoing community-based rapid 
HIV testing. Descriptive statistics were used to assess PrEP knowledge, eligibility, 
and intention to use PrEP.
Results: The sample (n=168) is 68.5% male, with race/ethnicity Black (45.2%), 
Hispanic/Latino (34.5%) and White (15.5%), with mean age of 42. Among partici-
pants, 60.7% were heterosexual, 17.9% were men who have sex with men (MSM), 
14.9% reported injection drug use, and 11.3% engaged in transactional sex. The 
majority (74.4%) of participants had not heard of PrEP. Overall, 31% of our total 
sample was eligible for PrEP: 34.3% of all sexually active heterosexual men and 
women, 56.7% of MSM, and 64% of persons who inject drugs (PWID). 37.9% of 
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heterosexual men in comparison to 27.8% of heterosexual women were eligible for 
PrEP, but this was not statistically significant (p=.30). 64% of PWID were eligible 
for PrEP in comparison to 25.2% of non-PWID participants (p<0.01). 56.7% of 
MSM were eligible compared to 25.4% non MSM (p<0.01). Among participants 
eligible for PrEP, 63.5% indicated that they were somewhat or extremely likely to 
use PrEP in the future.
Conclusions: We identified a diverse at-risk population through community-based 
HIV testing and counseling. Most participants were unaware of PrEP, but those 
who were eligible expressed intention to use PrEP in the future. Having rapid HIV 
testers screen for PrEP eligibility and educate clients about PrEP is an effective 
way to increase PrEP awareness and could increase PrEP uptake in diverse, high-
risk populations. 

WEPEC0997
Reaching the unreachable: the effectiveness of social media 
networks to recruit hidden MSM populations to an HIV 
prevention intervention in Kenya
H. Nyongesa-Malava1,2, N. Njuguna3, B. Ogwang3, J. Odada4, C. Agunga3,  
C. Akolo5,6, R. Wilcher6, H. Mahler7 
1FHI360, Public Health, Nakuru, Kenya, 2Ministry of Health, CASCO, Nakuru, Kenya, 
3FHI360, Public Health, Nairobi, Kenya, 4NYDESO, Public Health, Nakuru, Kenya, 
5FHI360, Public Health, Washington DC, United States, 6FHI360, Washington DC, 
United States, 7FHI360, Global Health, Washington DC, United States 
Presenting author email: hmahler@fhi360.org

Background: Despite having significantly higher risk of HIV infection than the 
general population, men who have sex with men (MSM) in Kenya remain a largely 
hidden population because of stigmatization and criminalization. Previous interven-
tions driven by health workers exhibited modest success in recruitment and reten-
tion of MSM in HIV programs within Nakuru county. The USAID- and PEPFAR-
funded LINKAGES program, implemented in Kenya by FHI 360, aimed to accel-
erate recruitment of MSM to a peer-led comprehensive HIV prevention program 
using social media.
Methods: Through partnership with a local peer-led community-based organiza-
tion with preexisting social networks in Nakuru county, we recruited volunteers for 
peer education training via outreach on a private Facebook page used exclusively by 
MSM. Volunteers underwent a five-day peer education training on HIV prevention 
and risk reduction strategies. Peer educators reached out to their peers primarily 
via WhatsApp with HIV education messages, provided condoms and lubricants, and 
referred them for HIV testing and screening for sexually transmitted infections 
(STIs). We used descriptive statistics to summarize recruitment outcomes.
Results: We trained 15 peer educators who subsequently enrolled 371 MSM (82.4% 
of target) between July and September 2016. Median age was 24 years (IQR: 22-
27). Thirty-two (8.6%) tested for HIV and 81 (21.8%) were screened for STIs. 
Overall prevalence of HIV and STIs was 6.3% and 3.7%, respectively.
Conclusions: Though use of social media was effective in identifying and enrolling 
MSM in our program, uptake of HIV testing remained low. Leveraging social media 
networks for HIV programming presents an innovative and cost-effective mecha-
nism for accelerated recruitment of MSM. However, strategies addressing barriers 
to HIV testing are needed to increase testing uptake. 

WEPEC0998
“Dear Mrembo [Beautiful]”: development, testing and 
finalization of a theory-driven, human-centered mobile phone 
intervention to prevent pregnancy and HIV/STI among female 
sex workers in Mombasa, Kenya
K. L’Engle1, E. Mangone2, F. Ampt3,4, C. Mudogo5, K. Plourde6, M. Lim3,4,  
P. Gichangi5,7, S. Luchters3,4, and WHISPER Study Investigators 
1University of San Francisco, School of Nursing and Health Professions, San Francisco, 
United States, 2University of North Carolina, School of Public Health, Chapel 
Hill, United States, 3Burnet Institute, Melbourne, Australia, 4Monash Univesity, 
Department of Epidemiology and Preventive Medicine, Melbourne, Australia, 
5International Center for Reproductive Health, Mombasa, Kenya, 6FHI 360, Durham, 
United States, 7University of Nairobi, Nairobi, Kenya 
Presenting author email: klengle@usfca.edu

Background: Female sex workers (FSW) have high unmet need for contraception 
and high incidence of unintended pregnancy and HIV. Interventions using text 
messaging -ubiquitous among FSW - can improve sexual and reproductive health 
(SRH) knowledge and behaviors. Yet, few mobile phone programs target FSW in 
Africa. 

This presentation describes the participatory development, usability testing, and 
final content of a theory-driven mobile phone intervention that is being evaluated 
in a cluster-randomized controlled trial in Kenya.
Methods: Content was developed and tested for relevancy, actionability, and com-
prehensibility. Six participatory development workshops (n=42 women) and 12 
in-depth interviews were conducted with FSW recruited from sex work hotspots. 
Participants were 16-44 years old, not currently pregnant, owned a mobile phone, 
and text messaged. Interview guides covered preferred health topics, wording and 
language, tone, delivery format and timing, and system usability. Discussions were 
audio-recorded, translated, and thematically analyzed. Final content was compiled 
for staged delivery over 12 months.
Results: FSW preferred simple, informational text messages in English with some 
motivational content in Swahili; and sharing “education-entertainment” role model 
stories portraying pertinent, tricky situations and health-promoting resolutions 
(Table 1). Behavioral constructs from stages of change and social cognitive theory 
resonated with FSW. The resulting intervention alternates 160-character messages 
delivered three times/week for a month, with a unique role model story delivered in 
five installments over the next month. The intervention delivers 77 messages and 6 
role model stories in total.

Topic Recommendations Example Results

Health 
Content

Pregnancy risk, 
contraception methods 
especially long 
acting, condoms, dual 
protection, alcohol 
abuse, violence, STIs, 
HIV testing, ARVs, 
PMTCT, rights, partner 
communication

“I need to be informed on alcohol to make the right decisions 
when negotiating with a client on the use of family planning 
or condoms for protection.” (Workshop 5) “[Start] with HIV 
because one has to know her status and how to prevent STI 
infection using condoms, then family planning messaged on 
child spacing, then do not drink to avoid drama.” (Workshop 4)

Behavior 
Constructs

Self-efficacy, social 
support, knowledge, 
self-evaluation, 
self-liberation, 
reinforcement

It has given me information about preventing unplanned 
pregnancies and [where] I can get services that are near 
me.” (Interview 9) “Send us the messages all the time so that 
we can remember and feel encouraged.” (Workshop 6) “Sex 
workers should know their rights and also teach other women 
in the community.” (Workshop 4)

Language 
and Tone

Friendly, caring, some 
Swahili Simple, fact-
based, English content

“Kiswahili can have different meanings for one word while 
simple English is the best.” (Workshop 5) “As sex workers 
we like to be loved and being called names like ‚darling, hi 
dear’. We should put sweet phrases before the messages 
….” (Workshop 3) “The messages are short and link to a 
place where I can get more information, and it´s friendly.” 
(Interview 12)

Format

Text strongly preferred, 
voice perceived as 
forgettable Role model 
stories highly relatable, 
engaging

“Reading about it now as a text message, you can have time 
and digest on it unlike when you are taught and can forget.” 
(Interview 12) “This thing [in role model stories] happens to 
sex workers and it has happened to me, too.” (Workshop 3)

Timing

Messages about 3 
times/week, sent 
morning or before work 
in afternoon

“In the morning so that it can remind me of the choices I 
should make.” (Workshop 2) “I prefer receiving messages on 
weekdays - Monday, Tuesday and Thursday. Wednesday and 
weekends I am busy.” (Workshop 3)

Usability

High comprehension 
of mobile phone 
messages by most 
FSW On-demand 
content requires 
clear instructions and 
prompts

“It is a very good application and can be understood, the way 
I have engaged with it gives me alerts and more information.” 
(Interview 9) “Messages are short; language is simple and 
pull option enables one to get information she wants. It is very 
interactive.” (Interview 10)

[Design recommendations from workshops, interviews]

Conclusions: The final intervention prioritizes contraception and condom informa-
tion, motivation, service alerts, and role model stories, and also addresses HIV/STIs, 
alcohol abuse, gender-based violence, and stigma and rights. Messages are sent in 
a pre-determined order, and participants can text any time for additional SRH 
content. A staged, social cognitive, and participatory approach to mobile phone 
intervention design for FSWs may improve intermediate pregnancy and HIV/STI 
behavior outcomes and biological endpoints. 
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WEPEC0999
Social media interventions to promote HIV testing, linkage, 
adherence and retention among key populations: a systematic 
review and meta-analysis
B. Cao1,2, S. Gupta3, J. Wang4, L. Hightow-Weidman5, K. Muessig5, W. Tang1,2,5,  
S. Pan1,2, R. Pendse3, J. Tucker1,2,5 
1University of North Carolina Project - China, Guangzhou, China, 2SESH Global, 
Guangzhou, China, 3World Health Organization (WHO) South-East Asia Region, 
New Delhi, India, 4Jinan University, School of Media and Communication, Guangzhou, 
China, 5University of North Carolina at Chapel Hill, Chapel Hill, United States 
Presenting author email: caobolin@seshglobal.org

Background: Social media is increasingly used to deliver HIV interventions for key 
populations (KPs) worldwide. However, little is known about the specific roles and 
effects of social media in HIV interventions. This systematic review examines the 
effectiveness of social media interventions to promote HIV testing, linkage, adher-
ence, and retention among KPs.
Methods: We used the PRISMA checklist and Cochrane guidelines and the study 
was registered on PROSPERO. We systematically searched six databases (without 
time limits) and three conference websites (2015 and 2016). Search terms were 
related to HIV, social media, and KPs. We included studies where:
(a) the intervention was created or implemented on social media platforms;
(b) study population included KPs as defined by the WHO; and 
(c) outcomes included promoting HIV testing, linkage, adherence, and retention. 
Meta-analyses were conducted by Review Manager version 5.3. Pooled relative risk 
(RR) and 95% confidence intervals (CI) were calculated by random-effects models.
Results: Among 981 manuscripts identified, 27 studies met inclusion criteria. These 
studies were implemented in ten countries (19 studies from high-income countries). 
Eight were randomized controlled trials (RCTs) and 19 were observational studies. 
Twenty-six studies used social media to promote HIV testing among MSM or trans-
gender individuals. Seventeen studies used social media to disseminate HIV test 
information, 12 to build online interactive communities to encourage HIV testing, 
and seven to provide HIV self-testing or self-sampling services. 
Of the studies providing HIV self-testing/sampling services, 39.6% of participants 
requested HIV testing kits from social media platforms (95% CI 38.99, 40.13). 
Existing social media platforms such as Facebook (n=13) and the gay dating app 
Grindr (n=11) were used most frequently. In the seven RCTs promoting HIV test-
ing, uptake was higher in the intervention arm than the comparison arm (RR 1.55, 
95% CI 1.21, 1.99). In the four studies with baseline and post-intervention results, 
HIV testing uptake increased after social media interventions (RR 1.50, 95% CI 
1.28, 1.76).
Conclusions: Social media interventions are effective in promoting HIV testing 
among MSM and transgender individuals in many settings. Social media interven-
tions to improve HIV services in low- and middle-income countries and among 
other KPs should be considered. 

WEPEC1000
Discordance of self-perceived HIV infection possibility, 
reported HIV sexual risk-taking, and voluntary HIV testing 
among social media-using black, Hispanic, and white  
young-men-who-have-sex-with-men (YMSM)
R. Merchant1, K. Alexovitz2, M. Clark3, T. Liu2, J. Rosenberger4, J. Bauermeister5, 
K. Mayer6 
1Brown University/Rhode Island Hospital, Emergency Medicine, Providence, United 
States, 2Brown University, Providence, United States, 3University of Massachusetts 
Medical School, Worcester, United States, 4Pennsylvania State University, Hershey, 
United States, 5University of Pennsylvania, Philadelphia, United States, 6Fenway 
Health, Boston, United States 
Presenting author email: rmerchant@lifespan.org

Background: Discordance between self-perceived and actual HIV risk may impede 
efforts to promote HIV testing among young adult men-who-have-sex-with-men 
(YMSM). Among this higher HIV risk population, we compared YMSM’s self-per-
ceived possibility of having an undiagnosed HIV infection against their reported 
sexual risk-taking and history of voluntary HIV testing.
Methods: HIV-uninfected 18-24-year-old black, Hispanic, and white YMSM were 
recruited from across the US through multiple social media websites. Participants 
were queried about their HIV testing history, self-perception of having an undiag-
nosed HIV infection, and condomless anal intercourse (CAI) history. We assessed 
the association between self-perceived possibility of being HIV infected and previ-
ous CAI. Cochran-Mantel-Haenszel testing was performed to assess if participant 
self-perception of HIV infection was concordant with their reported history of CAI 
in relationship to their HIV testing status. Odds ratios (ORs) with corresponding 
95% CIs were estimated.

Results: 

  
Association between self-perceived 
and reported HIV risk by HIV testing 

status
 

 

Association 
Between Self-
Perceived and 
Reported HIV 

risk

Previously 
Voluntarily 

Tested for HIV

Never Voluntarily 
Tested for HIV

Mantel-Haenszel 
Combined

 OR (95% CI) OR (95% CI) OR (95% CI) OR (95% CI)

CAI with any Man 2.10 (1.61-2.73) 2.11 (1.51-2.91) 2.45 (1.49-2.02) 2.21 (1.70-2.87)

___White___ 
___Black___ 

___Hispanic___

1.95 (1.30-2.88) 
1.68 (0.91-3.04) 
2.88 (1.78-4.61)

2.04 (1.23-3.32) 
1.69 (0.81-3.45) 
2.65 (1.46-4.75)

2.08 (0.97-4.34) 
2.87 (0.71-11.24) 
3.50 (1.43-8.45)

2.05 (1.39-3.02) 
1.91 (1.07-3.43) 
2.90 (1.84-4.57)

CAI with Main 
Male Partner

1.31 (1.06-1.61) 1.46 (1.15-1.85) 1.00 (0.63-1.60) 1.34 (1.10-1.65)

___White___ 
___Black___ 

___Hispanic___

1.41 (1.02-1.95) 
1.51 (0.96-2.37) 
1.07 (0.75-1.52)

1.68 (1.15-2.44) 
1.72 (1.05-2.80) 
1.05 (0.68-1.60)

0.92 (0.45-1.87) 
1.18 (0.31-5.08) 
1.05 (0.50-2.22)

1.45 (1.06-1.99) 
1.62 (1.06-2.52) 
1.05 (0.74-1.49)

CAI with 
Exchange or 
Casual Male 

Partner

1.82 (1.48-2.24) 1.65 (1.30-2.08) 2.94 (1.82-4.78) 1.86 (1.52-2.28)

___White___ 
___Black___ 

___Hispanic___

1.83 (1.33-2.52) 
1.52 (0.95-2.42) 
2.12 (1.49-3.01)

1.60 (1.10-2.31) 
1.47 (0.88-2.45) 
1.89 (1.25-2.83)

3.54 (1.64-8.02) 
2.35 (0.61-9.33) 
3.11 (1.43-6.75)

1.89 (1.38-2.59) 
1.58 (1.01-2.47) 
2.12 (1.51-2.98)

[Main results]

Of the 2,275 18-24-year-old YMSM (19% black, 36% Hispanic, and 45% white), 
21% had never been tested for HIV, 87% reported CAI, and 77% believed that it 
was at least possible they could have an undiagnosed HIV infection. Perception 
of having an undiagnosed HIV infection was greater for those who reported CAI, 
yet there were differences by race/ethnicity. Per the Mantel-Haenszel analyses, 
YMSM who reported CAI with casual or exchange male partners had a greater 
self-perception of possibly being HIV infected if they had not been tested for HIV. 
However, this relationship was not observed for CAI with a main male partner.
Conclusions: Self-perception of possibly being HIV-infected was not higher for 
YMSM who had never been tested for HIV, but was greater for those who reported 
CAI. However, self-perception, reported HIV risk and testing were not uniformly 
concordant across sexual partner type and race/ethnicity. Interventions to promote 
self-realization of HIV risk and translate that into seeking or accepting voluntary 
HIV testing should be the focus of future interventions. 

WEPEC1001
healthMpowerment: effects of a mobile phone-optimized, 
Internet-based intervention on condomless anal intercourse 
among young black men who have sex with men and  
transgender women
L. Hightow-Weidman1, S. LeGrand2, R. Simmons2, J. Egger2, S.K. Choi3,  
K. Muessig3 
1University of North Carolina-Chapel Hill, Institute for Global Health and Infectious 
Diseases, Chapel Hill, United States, 2Duke University, Duke Global Health Institute, 
Durham, United States, 3University of North Carolina at Chapel Hill School of Public 
Health, Health Behavior, Chapel Hill, United States 
Presenting author email: lisa_hightow@med.unc.edu

Background: In the United States (US), young, black men who have sex with men 
and transgender women (YBMSM/TW) are the only populations with increasing 
HIV incidence. healthMpowerment (HMP) is a mobile phone optimized, Internet-
based intervention designed to reduce sexual risk behaviors among HIV-positive 
and HIV-negative YBMSM/TW by providing information, resources, tailored feed-
back, game-based elements and rewards. The objective of this research was to de-
termine the effect of HMP on self-reported condomless anal intercourse (CAI) at 
3 months post-intervention.
Methods: Between 2013 and 2015, 474 YBMSM/TW, age 18-30 years, who lived 
in North Carolina, and reported having at least one episode of CAI in the past 6 
months, were randomized to intervention (HMP) or control (information-only) 
group in a 1:1 allocation. Participants completed computer assisted self-interviewing 
assessments at baseline, 3, 6 and 12 months. In intention-to-treat analysis (ITT), a 
zero-inflated mixed-effects Poisson model was used to estimate the relative rate of 
CAI in the treatment group compared with controls at 3-months post baseline. The 
complier average causal effect (CACE) was also estimated with compliance defined 
as >60 minutes of intervention exposure during the 3-month intervention period.
Results: Median time using HMP was 13.5 minutes; 50 participants (25.8%) used 
HMP for >60 minutes between baseline and month 3. In the ITT analysis, those 
randomized to HMP had a significantly reduced rate of CAI in YBMSM/TW com-



Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July
Poster

Exhibition

Tuesday
25 July

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

ABSTRACT BOOK • www.iAS2017.ORg 502 503502

pared to those randomized to the control condition (0.76, 95% CI: 0.69,0.83). In 
CACE analysis, comparing those compliers in each group, use of HMP led to a 38% 
reduction in the rate of CAI (0.62, 95% CI: 0.55, 0.70). Notably, individuals in 
the intervention group with higher CAI rates at baseline also had the highest usage 
at month 3.
Conclusions: Technology-based interventions can reduce risky sex behaviors and 
represent a new mechanism for the delivery of HIV prevention interventions. The 
temporal association between higher CAI and usage of HMP suggests that, when 
given the choice, individuals do engage with an online intervention in a way con-
sistent with their risk needs. Future research will examine the durability of these 
findings as well as mediators/moderators of intervention effects. 

WEPEC1002
MSM user preferences for a smartphone app to accompany  
HIV & syphilis self-testing
I. Balan1, T. Frasca1, S. Nayak2, J. Lopez-Rios1, C. Lentz1, C. Dolezal1, C. Rael1,  
S. Sia2, A. Carballo-Dieguez1 
1Columbia University/NYSPI, HIV Center for Clinical and Behavioral Studies, New 
York, United States, 2Columbia University, Department of Biomedical Engineering, 
New York, United States 
Presenting author email: balaniv@nyspi.columbia.edu

Background: HIV self-testing is increasingly used in the US and Europe. Although 
user acceptability is high, concerns remain regarding proper use, handling of HIV-
positive results, and linkage-to-care. Some of these concerns could be mitigated 
with a designated smartphone app. We report on MSM user preferences for content 
and capabilities of a smartphone app to accompany HIV and syphilis self-testing.
Methods: MSM who regularly engage in condomless anal intercourse used the 
SMARTtest, a smartphone-based prototype device to test themselves for HIV and 
syphilis. Instructions were provided via an app with dual (video and pictorial step-by-
step) directions. Participants then completed an in-depth interview that explored 
their experience using the device and recommendations for additional app content 
related to instructions, results, information, and linkage-to-care.
Results: To date, 20 participants (total N will be 60) have completed the study. 
Participants strongly approved of the dual instructions and a results screen that 
clearly states “positive” or “negative” test results. Almost all participants want 
the option to save test results on the app for personal reference or to show part-
ners. They also want the option to send results to others, primarily partners but 
also physicians. A few participants were enthusiastic about widely sharing their 
HIV-negative test results via social or sexual networking sites. Linking test results 
to sexual networking sites was seen as offering a verified HIV status versus a self-
report. Recommendations on HIV and syphilis information to include focused on 
symptoms, prevention, and next steps if results were positive. Ideas for how and 
when the information should be provided ranged from basic text on a separate tab 
to brief videos embedded into the testing process. Participants strongly recom-
mended providing referrals for follow-up care in case of positive results, ranging 
from listings of clinics with contact information to geospatial mapping of nearby 
clinics, and automatic scheduling of clinic appointments. In general, participants of 
higher socioeconomic status had greater demands for app design, functionality, and 
interactivity than those of lower status.
Conclusions: Smartphone apps can support HIV/STI self-testing to provide clear 
instructions and prevention information, assist with linkage-to-care, and facilitate 
disclosure of results to providers and sexual partners. 

WEPEC1003
Feasibility of using Hemaspot dried blood spot kits for  
at-home collection of blood to quantify viral load among  
an online sample of U.S. HIV-positive MSM
S. Hirshfield1, R. Teran2, M.A. Chiasson1,2, M. Downing1, L. Dize3, C. Gaydos3 
1Public Health Solutions, Research and Evaluation, New York, United States, 
2Columbia University, Epidemioogy, New York, United States, 3Johns Hopkins 
University, Division of Infectious Diseases, Baltimore, United States 
Presenting author email: machiasson@healthsolutions.org

Background: Sub-optimal adherence to antiretroviral therapy (ART) can impede 
suppression of HIV, which presents a major public health challenge due to the prob-
ability of further transmission. U.S. men who have sex with men (MSM) accounted 
for 70% of new HIV infections in 2014. Recent online studies of MSM have shown 
relatively high uptake of home collection of biomarker data. Improved home dried 
blood spot (DBS) collection has been developed (HemaSpotTM), streamlining blood 
collection. The aim of the study was to assess the feasibility of using HemaSpot kits 
to obtain home-collected blood specimens for quantifying HIV viral load among an 
online national sample of HIV-positive MSM.

Methods: From 09/01/2016-01/11/2017, HIV-positive MSM completing a 
12-month follow-up survey for an online HIV risk reduction intervention were in-
vited to enroll in a study to collect an at-home DBS specimen. Consenting partici-
pants were mailed a Hemaspot kit and instructed to return it directly to a laboratory 
for analysis. HemaSpot samples were eluted in Abbott DBS Elution Buffer and 
processed using the m2000_1.0ml_HIV_DBS_Quant protocol.
Results: Of 764 MSM who were emailed an invitation, 578 opened the email and 
visited the study website; of those, 502 (87%) consented to participate. Overall, 
69% were White, 15% Black, and 16% Hispanic. Median age was 39; 91% reported 
being in HIV care; among individuals on HIV treatment (n=464), 51% scored < 90% 
on ART adherence on the 3-item Wilson adherence scale. Of consenting partici-
pants, 474 (94%) received the Hemaspot kit and 308 (65%) mailed it back to a re-
search laboratory. As of 1/11/2017, 166 kits were tested for HIV-1 RNA; of those, 26 
had insufficient blood, and 6 had a lab processing error. Of the 134 samples quanti-
fied for HIV-1 RNA, 47% had detectable viremia (35% had >832 copies per ml).
Conclusions: HIV-1 RNA quantification of Hemaspot home-collected samples 
from HIV-positive MSM is feasible. The majority (65%) returned kits, and 81% of 
laboratory-tested samples were quantifiable. Despite self-reported engagement in 
treatment and care, 51% had detectable viremia, signaling the need for novel HIV 
prevention strategies that include biomarker data in order to better engage HIV-
positive MSM who struggle with ART adherence. 

WEPEC1004
Risk behaviors and HIV prevention perceptions in a national 
online sample of men who have sex with men (MSM) in Brazil
T. Silva Torres1, R. Brandini de Boni1, M. de Vasconcellos2, B. Hoagland1,  
R. Ismerio Moreira1, V. Gonçalves Veloso1, B. Grinsztejn1 
1Fundação Oswaldo Cruz, Instituto Nacional de Infectologia Evandro Chagas, Rio de 
Janeiro, Brazil, 2Escola Nacional de Ciências Estatísticas, Rio de Janeiro, Brazil 
Presenting author email: thiago.torres@ini.fiocruz.br

Background: Although national efforts for prevention, new HIV infections among 
MSM continue to increase in Brazil, especially among the youngest. Social media 
apps are becoming the main venue for casual sexual encounters. This study aims 
to describe risk behaviors and HIV prevention knowledge among MSM using two 
geosocial-networking apps in Brazil.
Methods: This was a cross-sectional online survey among MSM population from 
ten Brazilian capitals. The questionnaire was created on SurveyGizmo® website and 
advertised in two apps for MSM population (Hornett and Grindr). Inclusion criteria 
included ≥18 years-old, cisgender men and HIV negative.
Results: A total of 5,065 completed the survey: median age was 30.0(IQR:25-
26), 3,194(63.1%) were white, 3,106(61.3%) completed at least college and 
2,504(49.4%) had ≥5 minimal wage monthly income. Most were homosexual/gay 
(4,468;88.2%), 1,029(20.3%) reported to have a steady partner. Prevalence of 
tobacco and marijuana smoke in last 6 months was 32.6% and 33.1%, respectively, 
while binge drinking was reported by 71.8%. The majority of MSM (3,363;66.4%) 
had ≥10 points (high risk) on CDC MSM risk index, but only 1,083(21.4%) consid-
ered to have 50% or more chances to get infected by HIV in one year. Daily and 
weekend use of apps for sex was reported by 1,798(35.6%) and 678(13.4%), respec-
tively. Regarding prevention, most MSM (4,488;85.4%) had an HIV test lifetime 
and 464(9.2%) used PEP in the previous year. The awareness and willingness to use 
HIV prevention strategies are described on. 

 Awareness Willingness
Condoms - 3,733(73.7%)
HIV self-testing 1,346(26.6%) 2,589(51.1%)
PEP 2,907(57.4%) 3,325(65.7%)
PrEP (1 pill per day) 2,932(57.9%) 2,653(52.4%)
PrEP (on demand) - 1,751(34.6%)
PrEP (During short periods or vacation) - 4,652(91.8%)
PrEP (Injection twice a month) - 2,405(47.5%)
Would never use PrEP - 239(4.7%)
Would pay for PrEP - 2,587(51.1%)

[Table 1]

Conclusions: Considering the CDC index, most of the sample would have an indi-
cation for PrEP, but only 57.9% have heard about this strategy. In addition, aware-
ness, willingness and use of PEP - which is available in Brazil since 2009 - were also 
low. National efforts to increase awareness of prevention strategies are urgently 
needed and inclusion of PrEP in public health system is very important in the con-
text of combined prevention. 
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WEPEC1005
Effects of SMS reminders on key population appointment 
adherence and retention: our success story
R. Kitsao1, J. Kimani2, F. Muriuki1, M. Akolo1 
1SWOP Kenya, Nairobi, Kenya, 2University of Manitoba, University of Nairobi, 
Nairobi, Kenya 
Presenting author email: ricky.kitsao@gmail.com

Background: The University of Nairobi/University of Manitoba collaboration has 
been providing services to sex workers for slightly over 30 years. Over the years, 
a recurring problem has been ensuring adherence to scheduled appointments by 
clients, as well as a high rate of loss-to-followup (ranging from 32% to 74%). In 2005 
we carried out a study on the use of cellphone sms reminders to improve adherence 
to HAART, the results of which demonstrated a clear link between the two[1]. In 
the light of this, we decided to widen the scope of the reminders to routine clinic 
appointments.
[1] Effects of a mobile phone short message service on antiretroviral treatment ad-
herence in Kenya (WelTel Kenya1): a randomised trial.
Methods: Using a home-grown EMR system in the 7 clinics we run in Nairobi, we 
capture appointment dates prospectively, in addition to client demographic data. 
We equipped each clinic with a prepaid GSM modem and sms gateway software, 
enabling the EMR system to send out regularly scheduled coded sms reminders of 
clinic appointments. The system sends 2 appointment reminders, one 7 days prior 
and the other a day prior to the appointment date.
Results: We introduced the appointment reminders in the year 2014. In the previ-
ous year, out of 5,956 enrolled clients, 1,851 (31%) were still visiting the clinic a year 
later. After introduction of the reminders, out of 3,478 clients enrolled in the year 
2014, 1,925 (55%) were still visiting the clinic a year later. Without attributing the 
increase solely to the sms reminders, we believe they have had a significant impact.
Conclusions: By improving adherence to clinic appointments (and medication im-
plicitly), sms reminders have proven to be a low-cost way to:
i) Enhance viral suppression
ii) Improve health-seeking behavior
We would recommend the implementation of sms appointment reminders for all 
programs serving Key Populations in the country as well as further afield in any 
setting where the usage of mobile telephones is widespread. 

WEPEC1006
The demonstrable impact of a new anonymous partner 
notification tool
A. Menon-Johansson 
SXT Health CIC, London, United Kingdom 
Presenting author email: anatole@sxt.org.uk

Background: Partner notification (PN) is a key public health strategy than can re-
duce the cost to diagnose infections. Up to one quarter of partners of HIV index 
patients are found to have the infection; however, it is difficult to deliver this impor-
tant work. A new tool was developed to support PN delivery and to capture patient 
reported outcomes. We therefore tested if this tool could be used to deliver PN for 
index patients diagnosed with HIV.
Methods: Analysis of the PN tool focused on the number of index patients, total 
partners, contactable contacts, the number of partners told and tested, either re-
ported by the patient or captured via healthcare worker (HCW) verification using 
the PN tool. The key performance indicator (KPI) target for STIs has been set as 60 
partners seen and tested within four weeks for every 100 index patients (i.e. 0.60), 
and this was used as a benchmark.
Results: PN data was captured for 105 index patients [58 MSM (36 White, 16 Black 
or mixed, 8 Asian or other ethnicity), 21 females (15 Black & mixed, 6 White ethnic-
ity), 20 Heterosexual males (13 Black, 6 White, 1 Asian ethnicity) and 6 patients 
had no demographics captured] with an HIV diagnosis. PN for two or more infec-
tions was simultaneously done with 24 (23%) patients and two were diagnosed with 
Chlamydia, Gonorrhoea, Syphilis and HIV at the same time. 
These index patients reported 212 partners and 130 (61%) were contactable; 18 
(14%) of these were contacted by the PN tool and not declared to the clinic. Of 
the contactable contacts told, 65 (50%) were seen and tested [27 (42%) via the PN 
tool (16 at clinic, 11 reported by the partner) and 38 reported by the patient]. The 
KPI overall since the launch of the tool is 0.62 for HIV.
Conclusions: The new tool delivers HCW initiated and verified PN and supports 
providers to simply capture outcomes and achieve the KPI for HIV and other infec-
tions. Future developments and research are required to optimize the number of 
contacts told and support high public health value partners to be seen and tested. 

WEPEC1007
Recruitment and enrollment results from a randomized 
controlled trial of an eHealth, behavioral HIV preventive 
intervention for HIV-negative male couples in the U.S.
J. Mitchell1, S.M. Traynor2, J.-Y. Lee2, D.J. Feaster2, P.S. Sullivan3, R. Stephenson4 
1University of Hawai’i at Manoa, Office of Public Health Sciences, Honolulu, United 
States, 2University of Miami, Miller School of medicine, Department of Public Health 
Sciences, Miami, United States, 3Emory University Rollins School of Public Health, 
Department of Epidemiology, Atlanta, United States, 4University of Michigan School 
of Nursing, Ann Arbor, United States 
Presenting author email: jasonmit@hawaii.edu

Background: The use of web-based technologies (i.e., eHealth) and social media 
(e.g., Facebook) to recruit and enroll male couples into online HIV prevention 
studies has increased in recent years. However, challenges remain with the online 
eligibility and enrollment process that could be improved for future eHealth, HIV 
preventive interventions with this population. To better understand how and where 
to improve eligibility and enrollment rates for online HIV preventive interventions, 
the present study uses data collected from a nation-wide, randomized controlled 
trial (RCT) of an interactive, self-guided, eHealth toolkit aimed to help reduce 
HIV-negative male couples’ risk for HIV.
Methods: Targeted Facebook advertisements were used to recruit the study sample 
over a period of 5 months. Among the 7,956 individuals who completed the eligibil-
ity screener, 28% were ineligible (n=2,191), 69% (n=5,468) were eligible but failed 
to verify their relationship and/or complete the baseline assessment (i.e., baseline 
non-completers), and 3% (n=298) were eligible, consented, and verified to repre-
sent 149 HIV-negative male couples enrolled into the online RCT (i.e., baseline 
completers). Comparative statistics, which accounted for the dyadic nature of the 
data, were conducted to assess differences between ineligible, eligible baseline non-
completers, and eligible baseline completers.
Results: For ineligibility, many were disqualified because of living with HIV (41%) 
or had a partner who was HIV-positive (36%). Compared to those who were eli-
gible, ineligible individuals were more likely to be: older (p< .0001); a racial minor-
ity (p< .0001); Hispanic (p< .0001); living in the South (p< .0001); non-gay (p< 
.001). Among the eligible participants, baseline completers were more likely to be 
younger (p< .0001), living in the Midwest (p< .001), and have a shorter relationship 
duration (p< .0001) yet less likely to live in the Northeast (p< .0001) compared to 
baseline non-completers.
Conclusions: From a primary and secondary HIV prevention perspective, future 
eHealth HIV preventive interventions should target and include all male couples, 
irrespective of their HIV serostatus. Broadening this inclusion criteria will help in-
crease enrollment rates among minority couples. Determining whether familiarity 
of using web-connected devices and the amount of time needed to complete enroll-
ment procedures should also be considered and explored. 

WEPEC1008
Alpha and beta testing of a trauma-informed HIV and  
substance abuse prevention mobile health application for  
teens who have experienced interpersonal violence:  
the eHEARTT toolkit
C.K. Danielson1, Z. Adams2, A. Franz3, I. Metzger3, K. Ruggiero3 
1Medical University of South Carolina, Psychiatry & Behavioral Sciences, Charleston, 
United States, 2Indiana University, Indianapolis, United States, 3MUSC, Charleston, 
United States 
Presenting author email: danielso@musc.edu

Background: Teens who experience interpersonal violence (IPV) are more likely 
to engage in HIV-sexual risk behaviors and to develop substance use disorders 
than their non-IPV-exposed counterparts. Prevention of HIV and substance use 
for IPV-exposed youth may be best addressed from a ‘trauma-informed lens’—ad-
dressing the overlap in IPV and risk behaviors in the context of trauma-focused 
treatment.
Prevention-focused m-health tools that can be incorporated into the delivery of 
evidence-based treatments are low-cost and highly-efficient; readily updated 
for content; and align with consumer-preferred methods of accessing health in-
formation. However, despite the rapid proliferation of HIV oriented web- and 
smartphone-based interventions, little is known about their effectiveness, and less 
is known about how they need to be tailored to diverse populations to maximize 
relevance, reach, and benefit. The purpose of the study was to utilize a qualitative 
analytic approach to guide the refinement of the eHEARTT application.
Methods: In this NIH-funded study in the US, alpha testing in the format of focus 
groups and individual qualitative interviews is currently underway with end users 
(trauma-exposed teens, caregivers, and clinicians) to assess reactions and obtain 
direct input regarding design, content, and functionality. Alpha testing results are 
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being used to guide refinements of eHEARTT, resulting in a “beta” version of the 
tools. Beta testing involves evaluation of the refined tool for functionality.
Results: Through NVivo 9 qualitative analyses software, common themes will be 
identified through transcriptions of the focus groups and interviews as they relate 
to the specific toolkit applications and to specific populations. Initial and secondary 
coding passes will be conducted to identify descriptors of the user’s reactions to the 
tools, to refine theme classifications as they emerge, and to impose a data-derived 
hierarchy to the nodes identified. Interclass correlation coefficients will be com-
puted across coders. Results will be presented—including how these findings are 
being used to refine the applications.
Conclusions: eHEARTT is a mobile application that will provide clinicians working 
with trauma-exposed teens the capacity to deliver state-of-the-art HIV prevention 
content. The formative research to be presented in this poster is a critical step in 
ensuring the toolkit is user-friendly and ready for efficacy evaluation in preventing 
HIV. 

WEPEC1009
Pilot testing a social media campaign to increase HIV  
testing among Indonesian men who have sex with men:  
a community-based participatory research
A. Nugroho1,2,3, V. Erasmus2, R.W. Coulter4, P.A. Laksmono1, J.H. Richardus2 
1GWL-INA Network, Jakarta, Indonesia, 2Erasmus MC, University Medical Center 
Rotterdam, Department of Public Health, Rotterdam, Netherlands, 3School of Public 
Health, Lambung Mangkurat University, Banjarbaru, Indonesia, 4Graduate School of 
Public Health, University of Pittsburgh, Center for LGBT Health Research, Pittsburgh, 
United States 
Presenting author email: adie.noegroho@gmail.com

Background: In Indonesia, many men who have sex with men (MSM) avoid HIV 
testing due to fear of getting an HIV-positive result. To improve HIV testing uptake 
in this group, we exploited the rapid growth of social media use to develop a social 
media campaign. This pilot study in an urban setting of Indonesia sought to deter-
mine whether such an approach can reach MSM and encourage this hard-to-reach 
group to undergo HIV testing.
Methods: The ‚Gue Berani’ (I am Brave) campaign went online in May 2015. This 
campaign was developed through community-based participatory research and 
guided by the Health Belief Model. For a period of ten months, starting from two 
weeks after the launch, we used a self-administrated questionnaire collected from 
1733 MSM who took an HIV test at one of eight clinics. We applied multilevel lo-
gistic regression to examine association between participants’ characteristics and 
influence of the Gue Berani (GB) campaign for HIV testing, and to see whether the 
influence varied by clinic.
Results: Of all participants, 51.8% reported having heard about the campaign. Over 
a third (31.8%) indicated that information from the GB campaign had brought them 
for HIV testing. When controlling for age and education, first-time testers had 
higher odd of getting tested because of the campaign than the experienced tes-
ters (AOR=1.34; 95% CI: 1.07-1.69). Getting tested because of the GB campaign 
were more likely reported among men who felt at risk for HIV than among those 
who tested due to a curiosity of their HIV status (AOR=1.37; 95% CI: 1.07-1.76). 
The degree to which this campaign was successful significantly varied across clinics. 
Similar to information received from peers (32.1%), information provided by the GB 
campaign appeared to be more successful at encouraging MSM to get tested than 
other information sources, including outreach workers (25.7%).
Conclusions: This pilot study demonstrates that a social media campaign can indeed 
reach MSM and refer them to HIV testing, primarily those who had never tested for 
HIV before. This type of intervention is particularly appropriate for MSM in urban 
settings who are not being reached through conventional approaches, and who look 
for HIV information online. 

WEPEC1010
Virtual and new physical venues are changing the modes of 
operation and HIV risk among female sex workers and MSM  
in sex work in India
S. Ponnusamy Sakthivel1, V. Chakrapani2, K. Mariyappan3, S. Joshi4,  
S. Subramaniam5, K. Krishnan6, A.K. Agarwal7 
1Public Health Foundation of India, PIPPSE, New Delhi, India, 2C-SHaRP, Chennai, 
India, 3National AIDS Control Organization, National Technical Support Unit, New 
Delhi, India, 4PIPPSE-Technical Support Unit, Mumbai, India, 5PIPPSE-Technical 
Support Unit, Chennai, India, 6PIPPSE-Technical Support Unit, Trivandrum, India, 
7PIPPSE, Gurgoan, India 
Presenting author email: pssaravanamurthy@gmail.com

Background: In India, targeted HIV interventions among female sex workers 
(FSWs) and MSM in sex work, are currently hotspot based. The mid-term evalu-
ation of National AIDS Control Programme found a sharp decline in the number 
of key populations visiting hotspots, and recommended using technology to reach 
them. To design such newer interventions, PIPPSE of PHFI conducted this rapid 
assessment to understand the current ways by which FSWs and MSM in sex work 
meet paying partners.
Methods: In 2016, this exploratory qualitative study was conducted in 6 cities across 
four states in India: Chennai, Trichur, Pandalam, Mumbai, Santacruz and Margao. 
We conducted 9 focus groups (N=85 participants) among a purposive sample of 
44 FSWs and 41 MSM in sex work, and 9 key informant interviews with leaders/
staff of community agencies. Data were explored using narrative thematic analysis.
Results: Participants reported using Internet-based mobile apps (e.g., Whatsapp, 
Grindr), dating websites (e.g., Planet Romeo), and online classifieds (e.g., Locanto) 
to meet potential paying partners. Emerging physical venues for meeting paying 
partners included: certain massage parlors, spas, dance bars, gay parties and gyms. 
High volume of clients, relative safety and confidentiality, and higher income were 
stated as the reasons for preferring online over offline venues. Participants felt 
that the condom use could be relatively better among sex workers who use phones/
Internet, when compared to street-based sex workers, because of better negotia-
tion power of the former. However, violence and extortion were reported from pay-
ing partners met online. Certain barriers prevent virtual and new physical venues 
from being used for HIV-related health promotion. For example, phones/apps were 
seen as useful to get clients, but not to receive HIV-related information.
Conclusions: Emergence of new physical and virtual venues means need for newer 
strategies (e.g., virtual outreach) to reach sex workers for providing HIV-related 
information/services. Further research need to focus on HIV risk among sex work-
ers who use smart phones/Internet and testing and scaling up of effective phone-/
internet-based HIV prevention interventions, which could augment the traditional 
hotspot-based interventions. 

WEPEC1011
The user experience: perspectives from MCH providers, 
laboratory providers, and HIV+ mothers enrolled in the 
HITSystem
M. Brown1, C. Wexler1, M. Ochieng2, E. Muriithi2, S. Babu2, E. Muchoki2,  
L. Macharia1, Y. Kamau1, B. Gautney3, M. Maloba3, R. Lwembe2, K. Goggin4,5,6,  
S. Finocchario-Kessler1, HITSystem Study Team 
1University of Kansas Medical Center, Department of Family Medicine, Kansas City, 
United States, 2Kenya Medical Research Institute, Nairobi, Kenya, 3Global Health 
Innovations, Kansas City, United States, 4Children’s Mercy Hospitals and Clinics, 
Health Services and Outcomes Research, Kansas City, United States, 5University of 
Missouri-Kansas City, School of Medicine, Kansas City, United States, 6University of 
Missouri-Kansas City, School of Pharmacy, Kansas City, United States 
Presenting author email: skessler2@kumc.edu

Background: The HITSystem is an innovative, web-based system seeking to im-
prove quality and efficiency of early infant diagnosis (EID) services by utilizing 
algorithm-based electronic alerts for EID providers and text messages for moth-
ers overdue for services. Compared to national data and reported standard of care 
outcomes, preliminary data at HITSystem sites suggest shorter turnaround times 
(TAT) for HIV DNA PCR samples, improved retention in care through 18 months, 
and more rapid ART initiation. This study aims to assess users’ (mothers’, providers’, 
and lab technicians’) experiences with EID services and the HITSystem.
Methods: A trained researcher conducted semi-structured interviews with HIV+ 
mothers (n=40) and providers directly utilizing the HITSystem (n=4 MCH and n=3 
lab providers) at intervention site hospitals (n=3) and central laboratories (n=2) in 
a randomized controlled trial evaluating the HITSystem. Interviews were recorded, 
transcribed, and coded into a priori and emergent themes.
Results: Findings emphasized the recognized value of EID services: providing in-
formation, support, and conclusive knowledge of infants’ HIV status. Participants 
identified significant barriers to EID (limited resources, opportunity cost of attend-
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ing appointments, distance to hospital, stigma, and fear of disclosure). Providers 
identified HITSystem-driven improvements in EID experience at a systematic level 
(fewer lost samples, faster TAT for results, result notification, and ART initiation), 
while mothers identified improvements at the individual level (cues to action for ap-
pointment attendance, reduced hospital visits, and reduced anxiety through shorter 
waiting periods). HITSystem-facilitated communication between hospital and labo-
ratory providers increased collaboration, problem-solving, and motivated perfor-
mance through enhanced accountability. Participants described increased patient 
engagement in care as a result of HITSystem-generated text messages, facilitating 
increased provider-patient communication (notification of result availability and 
retesting needs) and opportunities for provider and partner support. No uninten-
tional disclosure from HITSystem participation was reported. Provider suggestions 
for optimizing HITSystem utilization included addressing network challenges, de-
laying data entry to improve workflow, enhancing report-generating capabilities, 
and linking with other national EMR systems.
Conclusions: Individual and systemic barriers to EID services remain. Yet, the 
HITSystem maximizes the benefits of EID by reducing systematic inefficiencies 
and motivating retention in care. HITSystem adaptation can further address bar-
riers identified. 

WEPEC1012
“How do we as young black gay men stand strong?”  
The healthMpowerment online intervention as a space to  
engage with stigma related to HIV, sexuality, and race
K. Muessig1, M. Barry2, W. Dong1, D. Pulley1, N. Blackburn1, G. Sallabank3,  
S. Legrand4, G. Harper5, S. Choi1, L. Hightow-Weidman6, J. Bauermeister7 
1The University of North Carolina at Chapel Hill, Health Behavior, Chapel Hill, 
United States, 2The University of North Carolina at Chapel Hill, Maternal and Child 
Health, Chapel Hill, United States, 3University of Michigan, Center for Sexuality and 
Health Disparities, Ann Arbor, United States, 4Duke University, Duke Global Health 
Institute, Durham, United States, 5University of Michigan, Health Behavior and Health 
Education, Ann Arbor, United States, 6The University of North Carolina at Chapel 
Hill, Institute of Global Health and Infectious Diseases, Chapel Hill, United States, 
7University of Pennsylvania, Family and Community Health, Philadelphia, United 
States 
Presenting author email: kmuessig@med.unc.edu

Background: In the United States, young Black men who have sex with men 
(YBMSM) experience increased HIV infection. HIV incidence is linked to sexu-
ality, race, and HIV stigma, as stigma may inhibit protective behaviors (condom 
use, HIV status disclosure) and deter care utilization (HIV testing, pre-exposure 
prophylaxis use, HIV care). An internet-based HIV risk reduction intervention for 
HIV-negative and HIV-positive YBMSM included access to online forums where 
YBMSM could share experiences and garner social support.
Methods: In the healthMpowerment (HMP) randomized controlled trial, inter-
vention arm YBMSM (n=232) read and posted content in three support spaces: 
a discussion Forum, an HIV physician question and answer area (Ask Dr. W), and 
a multi-media stories area (Getting Real). Informed by gender and sexuality, race, 
and HIV stigma theories, we systematically content coded all of participants’ posts 
and then thematically analyzed all stigma-related posts.
Results: Sixty-two participants (mean age 24.4, 28 HIV-positive) contributed 
1497 posts, of which 61.1% (n=915) were stigma-related. 80.1% (733/915) con-
tained gender- or sexuality-related stigma, 22.1% (202/915) race-related stigma, 
and 21.4% (196/915) HIV-related stigma (posts could receive multiple codes). 
Characterizing stigma, 75.3% (689/915) of posts challenged stigma, 14.5% 
(133/915) relayed stigma experiences, and 8.9% (81/915) expressed anticipatory 
stigma. Comparing areas, the Forum had a higher proportion of posts challenging 
stigma (76.0%, 610/803), while Ask Dr. W had a higher proportion of anticipatory 
stigma (45.5%, 15/33) posts. 46.9% (429/915) of posts - distributed equally across 
all three spaces - were coded as perpetuating stigma. YBMSM utilized HMP to 
respond to stigma in five broad ways: correcting misinformation/stereotypes; seek-
ing information and support; promoting positive norms; interrogating stigmatizing 
media portrayals; and helping other YBMSM.
Conclusions: HMP fostered dialogue about multiple stigmas. While user posts 
overwhelmingly challenged stigma, almost half also perpetuated stigma. Social 
media-based interventions for YBMSM should be attentive to opportunities to 
challenge stigma, while ensuring that measures to reduce stigma perpetuation are 
in place. Future studies should examine the efficacy of strategies YBMSM use to 
challenge stigma in online spaces and test how online support might utilize these 
strategies to ameliorate the impacts of multiple stigmas on HIV risk. 

WEPEC1013
“She thought I instantly had AIDS”: how media representation 
influences perception and stigmatization of race, sexuality and 
HIV among young black men who have sex with men
G. Sallabank1, N. Blackburn2, W. Dong2, S. Legrand3, M. Barry4, D. Pulley2,  
L. Hightow-Weidman5, G. Harper6, J. Bauermeister7, K. Muessig2 
1University of Michigan, Center for Sexuality and Health Disparities, Ann Arbor, 
United States, 2University of North Carolina at Chapel Hill, Health Behavior, Chapel 
Hill, United States, 3Duke University, Duke Global Health Institute, Durham, United 
States, 4University of North Carolina at Chapel Hill, Maternal and Child Health, 
Chapel Hill, United States, 5University of North Carolina at Chapel Hill, Institute 
for Global Health and Infectious Diseases, Chapel Hill, United States, 6University 
of Michigan, School of Public Health, Department of Health Behavior and Health 
Education, Ann Arbor, United States, 7University of Pennsylvania, School of Nursing, 
Department of Family and Community Health, Philadelphia, United States 
Presenting author email: gsall@umich.edu

Background: Media portrayals of young Black men who have sex with men 
(YBMSM) may perpetuate racial and homophobic stigma among HIV positive and 
HIV negative YBMSM, thus heightening experiences of discrimination and HIV 
disparities. Characterizing how news and social media influence stigma and how 
YBMSM engage with these portrayals may offer opportunities to confront stigma 
and develop media-driven stigma reduction interventions.
Methods: Qualitative data were collected from 12 months of user-created posts on 
an Internet-based HIV intervention aimed at reducing sexual risk behaviors among 
474 HIV-positive and HIV-negative YBMSM. Participants posted and commented 
on a discussion forum, physician question and answer space, and a space for shar-
ing multi-media content (e.g. YouTube videos, newspaper links). Three independent 
researchers qualitatively coded all participants’ posts. All posts with stigma content 
were identified and coded for race & ethnicity, gender & sexuality, and HIV stigma 
content. Then thematic content analysis was conducted on all posts with race/
ethnicity stigma or intersectional (layered stigmas) codes to identify interactions 
among YBMSM in relation to shared media.
Results: 62 participants, 28 of whom were HIV positive, contributed 1497 posts. 
323 posts were coded with race/ethnicity or intersectional stigma relevant themes. 
Within these conversations, 59.7% (193/323) of posts contained media content or 
commentary. Participants engaged highly with these posts discussing the limited 
presence of YBMSM in popular television shows and sharing examples of LGBTQ 
portrayals in television and film that were largely positive. Participants also felt that 
media portrayals reinforced stereotypes, including the perceived interconnected-
ness of flamboyance, sexuality, AIDS and the experience of coming out. In partici-
pants’ discussions these portrayals were linked to discrimination within and outside 
of the gay community.
Conclusions: YBMSM perceived media portrayals as reinforcing and perpetuat-
ing stereotypes, which influenced experienced stigma and stigma by association. 
While this stigma may hinder access to HIV prevention services and engagement 
with healthcare providers, YBMSM also used social media to challenge stigma, 
suggesting opportunities to develop media-driven stigma reduction interventions. 
Structural approaches, including training media on stigma-reduction and HIV ad-
vocacy, could lessen perceived and experienced stigma, and ultimately improve the 
health of YBMSM. 

WEPEC1014
Ending HIV through a multi-phased health campaign approach 
for men who sex with men and the whole of population
D. Russell, M. Warner, J. Avery 
HIV Foundation Queensland, Brisbane, Australia 
Presenting author email: melissa.warner@hivfoundation.org.au

Background: The END HIV campaign was developed due to rising rates of HIV in 
Queensland and under the umbrella of the Queensland HIV Strategy 2012-2015. 
The initial challenge/opportunity for the health promotion campaign was to edu-
cate, inform and persuade publics to be actively involved in prevention, testing and 
treatment of HIV. In 2013, the initial campaign was design as a singular phase. 
As the campaign developed, the need for an ongoing response to HIV within 
Queensland became apparent. Consequently, END HIV was extended and further 
expanded to be a multi-phased response to HIV in Queensland.
Methods: The campaign was developed to target both men who have sex with men 
(MSM) and whole of population (WOP). Audience research/insights inform brand-
ing, messaging, creative and content and ensure targeting on corresponding plat-
forms and channels. These include stakeholder/community engagement, traditional 
and digital advertising such as hook up apps i.e. Grindr. 
A four-pronged message approach focuses on prevention (condoms, PrEP and 
PEP), testing, treatment and stigma. Third party formative research and evaluation 
of the campaign is conducted annually through qualitative and quantitative meth-
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ods. Findings from these evaluations are considered and synthesized for ongoing 
development of strategies and tactics.
Results: The campaign is measured by changes in awareness, attitude and behav-
iour. Results and findings from 2016 evaluations are divided into MSM and WOP 
segments. Key findings show 83% of MSM state taking some form of action as 
a direct result of campaign, compared to 67% in 2013 and includes testing which 
was undertaken by 43%. Key findings among WOP include 12% talking about HIV 
with other people, compared to 2% in 2013. And 15% stating being more vigilant 
about safe sex practises. In addition, behaviour showed a 30% increase in testing 
in gay friendly GPs and a reduction of 38% new transmissions of HIV in Brisbane 
since 2014.
Conclusions: The END HIV response to HIV in Queensland showed a direct corre-
lation to awareness, attitude and behaviour change. These findings are supported by 
data showing an increase in testing and a reduction of new transmissions in Brisbane. 

WEPEC1015
To get to zero, we must also get to men: UNAIDS review on  
men and HIV, eastern and southern Africa regional focus
D. Peacock1, L. Pascoe2 
1Sonke Gender Justice, Cape Town, South Africa, 2UC Davis, Davis, United States 
Presenting author email: dean@genderjustice.org.za

Background: Men and boys in Eastern and Southern Africa are dying at dispro-
portionately higher rates than their female counterparts because they are under-
represented in HIV testing and are less likely to initiate and adhere to treatment. As 
part of broader efforts to increase male engagement in the HIV response, UNAIDS 
commissioned a review to examine effective strategies to increase male engage-
ment in the prevention of and response to HIV.
Methods: An extensive review of available peer-reviewed and grey literature was 
completed during 2015, informed by additional expert input from UNAIDS, rele-
vant nongovernmental organisations and academic institutions. Evidence presented 
covers: 
(1) the HIV epidemic in Eastern and Southern Africa among men and boys; 
(2) men’s current use of HIV services; 
(3) barriers to men’s linkage into the HIV cascade of care; 
(4) proven and promising practices to address these gaps; and 
(5) a set of recommendations to engage men in HIV prevention and treatment 
strategies.
Results: Men’s low utilisation of HIV prevention and treatment services reflects a 
combination of factors: 
(1) behavioural factors linked primarily to rigid gender norms that discourage uptake 
of health services; 
(2) policy and structural level factors, such as services that are not inclusive of men 
and boys in all their diversities, and; 
(3) insufficient commitment from governments and development partners to fund 
and implement strategies to scale. 
Key recommendations from this review include: development of new policies and 
policy guidelines that incorporate male engagement as clients and supportive part-
ners; health provider sensitization; mass scale up of male circumcision and male in-
volvement in antenatal care; community-based testing services including self, part-
ner, and workplace testing; extended or varied clinic hours; gender transformative 
small group and mass media interventions; and community mobilization strategies 
for uptake of HIV services.
Conclusions: The Fast-Track targets to end AIDS by 2030 outlined in the 2016 
Political Declaration on HIV and AIDS cannot be reached unless scaled up and ef-
fective strategies to increase male engagement in the HIV response and for gender 
equality are employed. This review highlights the need for urgent action across mul-
tiple levels and sectors, and provides a clear roadmap for how to achieve it. 

WEPEC1016
Sex communication at home: parents and health providers 
as conduits of sexuality-inclusive HIV information for gay, 
bisexual, and queer adolescent males
D. Flores1, S. Docherty2, R. McKinney3, J. Barroso4 
1University of Pennsylvania, School of Nursing, Philadelphia, United States, 2Duke 
University, School of Nursing, Durham, United States, 3Association of American 
Medical Colleges, Washington, United States, 4Medical University of South Carolina, 
School of Nursing, Charleston, United States 
Presenting author email: dalmacio@upenn.edu

Background: Sex communication interventions have been proven to facilitate posi-
tive sexual health outcomes with heterosexual adolescent samples. The same has yet 
to be established for male youth with same-sex attractions, behaviors and identities. 

Our study aimed to describe the experiences of gay, bisexual and queer-identifying 
adolescent males with parent-child sex communication, their assessment of par-
ents’ efficacy as sex educators and to identify the role the healthcare system can 
play during these discussions.
Methods: In this descriptive qualitative study, we conducted 30 in-depth semi-
structured interviews with a diverse group of 15 to 20 year-old males. Participants 
varied by sexual orientation (23 gay, 5 bisexual, 2 queer), school level (5 high school, 
6 technical school, and 19 college) and race/ethnicity (11 White, 10 Hispanic/Latino, 
4 Black, 4 Asian, and 1 multiracial). Interviews lasting 60-90 minutes were tran-
scribed and iteratively coded on NVivo11. Themes were identified using standard 
thematic and content analysis techniques.
Results: Themes emerged regarding the frequency and content of sex communi-
cation, parents´ knowledgability and rating as sex educators, and the role health-
care providers play in initiating and sustaining these talks. Sex communication with 
parents occurs rarely and is heteronormative in content prior to sons’ disclosure 
as GBQ. After disclosure, parents are reactionary in their approach and provide 
information to sons based on stereotypes that equate this population with negative 
health outcomes. The findings are mixed regarding perception of parents’ knowl-
edge about GBQ-specific information; more mothers than fathers addressed sex 
and sexuality with their sons, and both parents were rated poorly as sex educators 
by their GBQ sons. Healthcare providers were identified as a crucial resource for 
GBQ sons and their parents, both before and after disclosure.
Conclusions: Sex communication with parents throughout adolescence that ex-
cludes GBQ males’ same-sex concerns are missed opportunities for targeted HIV 
risk reduction. There are multiple ways healthcare providers can assist parents to 
plan age-appropriate, sexuality-inclusive, home-based discussions about sex for this 
group. 

WEPEC1017
Confronting GBV as a barrier to women accessing HIV  
services including elimination of vertical transmission of HIV  
in a peri-urban settlement in Lusaka district
B. Chola Muzamindo 
Bwafwano Community Home Based Care Organisation, Management, Lusaka, Zambia 
Presenting author email: bwafwano@hotmail.com

Background: Bwafwano Integrated Services Organization implemented a project 
aimed at addressing Gender Based Violence as a barrier to women accessing mater-
nal and child health services and as a factor fueling vertical transmission of HIV. The 
project sought to eliminate vertical transmission of HIV and provided a platform 
for improving knowledge, tackling GBV, stigma and discrimination in the commu-
nity and also improving access to services needed by women living with HIV during 
pregnancy and delivery.
Methods: This community-based intervention was set in a densely populated per-
urban settlement between 2009 and 2016. 60 men were identified and trained 
as Champions against GBV and a further 50 Community Volunteers trained in 
maternal and child health. Working in collaboration with local community leader-
ship, 4,000 men and women were mobilized as couples and engaged through on-
going small group meetings to access information on maternal and child health and 
to identify barriers to health services among women. A structured questionnaire 
was also used to identify barriers to services and results analyzed using SPSS. HIV 
Counseling and Testing services were also provided and 3,798 couples were tested 
for HIV with 482 being found to be infected HIV with 120 being pregnant.
Results: 82% of the 2,000 women respondents to the questionnaire indicated that 
they would not disclose their status to their spouses for fear of being divorced while 
56% of men felt the same. 120 pregnant women involved in the project gave birth to 
HIV free babies as compared to 23 babies that contracted HIV in a comparison site 
which was not targeted under this project. Also, women in this project complied and 
adhered to treatment compared to those in the comparison site.
Conclusions: Inclusion, GBV is an emerging issue and if not addressed will retard 
the gains recorded so far in HIV prevention, treatment, care and support especially 
among women and the implications will be an upswing of vertical transmission de-
spite the availability of OPTION B+. 
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WEPEC1018
From guideline to implementation of oral pre-exposure 
prophylaxis for HIV prevention in Taiwan
C.-W. Li1, W.-W. Ku2, C.-J. Yang3, K.-S. Wu4, H.-S. Toh5, H.-H. Lin6, N.-Y. Ko7 
1National Cheng Kung University Hospital, Department of Medicine, Tainan, Taiwan, 
Province of China, 2Department of Internal Medicine, Taipei Veterans General Hospital 
Hsinchu Branch, Hsinchu, Taiwan, Province of China, 3Far Eastern Memorial Hospital, 
New Taipei City, Taiwan, Province of China, 4Kaohsiung Veterans General Hospital, 
Kaohsiung, Taiwan, Province of China, 5Chi-Mei Medical Center, Tainan, Taiwan, 
Province of China, 6E-Da Hospital, Kaohsiung, Taiwan, Province of China, 7National 
Cheng Kung University, Tainan, Taiwan, Province of China 
Presenting author email: li.cw29@gmail.com

Background: Pre-exposure prophylaxis (PrEP) for prevention of human immuno-
deficiency virus (HIV) infection was proved to be effective and has been widely 
implemented worldwide. This article introduced guideline development of PrEP use 
and the implementation of PrEP use in Taiwan.
Methods: The Taiwan Pre-exposure prophylaxis (TW PrEP) guideline writing 
group was established by Taiwan AIDS Society in 2015. The writing group searched 
published randomized controlled trials and global guidelines using keywords as 
pre-exposure prophylaxis, preexposure prophylaxis, antiretroviral hemoprophy-
laxis, PrEP, Truvada, tenofovir, HIV, and HIV incident through Medline, PubMed, 
Cochrane Database, EmBase and ClinicalTrials.gov database. The writing group 
applied Grading of Recommendations Assessment, Development and Evaluation 
(GRADE) methodology to draft TW PrEP guideline. Internal and external re-
viewers independently evaluated TW PrEP guideline draft using the Appraisal of 
Guidelines for Research and Evaluation (AGREE II).
Results: Of all, 3 systemic reviews and 26 original articles were reviewed by 2 guide-
line writers. Final recommendations for PrEP use were stratified by 4 key groups: 
strong evidence and strong recommendation for men who have sex with men and 
transgender women, as well as serodiscordant couples, intermediate evidence and 
weak recommendation for people who inject drugs, while low evidence and weak 
recommendation for at-risk heterosexual men and women. Taiwan CDC released 
TW PrEP guideline in May 2016. Following the guideline release, Taiwan Food 
and Drug Administration (TFDA) approved the indication of PrEP for Truvada® in 
August 2016 and 41 hospitals in Taiwan further provided the service of PrEP since 
November 2016. Among them, 5 hospitals were selected as demonstration project 
sites supported by Taiwan CDC.
Conclusions: Taiwan is the first country in Asia to develop local PrEP guideline and 
to implement PrEP for population at risk of HIV infection nationwide. 

WEPEC1019
The effect of child apprehension on sexual HIV/STI risk 
negotiation with marginalized women sex workers: possible 
pathways from trauma to HIV/STIs
K. Kenny1,2, P. Duff2, B. Bingham2,3, M. Braschel2, M. Thumath2, R. Abraham4,5, 
B. Pence6, K. Shannon2,7 
1Gillings School of Global Public Health, University of North Carolina at Chapel Hill, 
Department of Maternal and Child Health, Chapel Hill, United States, 2Gender and 
Sexual Health Initiative, BC Centre for Excellence in HIV/AIDS, Vancouver, Canada, 
3Simon Fraser University, Faculty of Health Sciences, Vancouver, Canada, 4BC 
Women’s Hospital, Fir Square Combined Care Unit, Vancouver, Canada, 5Sheway, 
Vancouver, Canada, 6Gillings School of Global Public Health, University of North 
Carolina at Chapel Hill, Department of Epidemiology, Chapel Hill, United States, 
7University of British Columbia, Department of Medicine, Vancouver, Canada 
Presenting author email: kskenny@live.unc.edu

Background: Limited research on sex workers who are mothers show that child ap-
prehension by Child Protective Services (CPS) is a commonly experienced phe-
nomenon. While there is emerging literature identifying child apprehension as 
a source of trauma and adverse health outcomes in women, there is a paucity of 
information on the health consequences for sex workers, including HIV/STI vulner-
ability, and on implications for HIV prevention programs. Building on prior studies 
showing traumatic events to be predictive of HIV vulnerability, this study examined 
the potential role of child apprehension in shaping pathways from trauma to HIV/
STI vulnerability.
Methods: Analyses drew on a longitudinal community-based cohort AESHA (An 
Evaluation of Sex Workers’ Health Access) of street/off-street sex workers in 
Vancouver, Canada. We used logistic regression with generalized estimating equa-
tions (GEE) to examine the independent effect of child apprehension on client con-
dom refusal among women sex workers who ever had a live birth, as well as potential 
mediating pathways between child apprehension and HIV/STI risk.
Results: Among 466 women, 180 (39%) had experienced one or more child ap-
prehensions (median =1), with Indigenous women experiencing the highest burden 
of child apprehension (58%). In a multivariable GEE logistic regression model, 

women sex workers experiencing child apprehension were 1.70 times more likely 
(95% confidence interval: 1.06, 2.73) to report client condom refusal. In separate 
models, there was evidence that drug use may mediate the relationship between 
child apprehension and HIV/STI risk, and physical or sexual violence may be a partial 
mediator of this relationship.
Conclusions: This research suggests that child apprehension is a traumatic experi-
ence for marginalized women with health consequences evidenced by a direct and 
possible mediated effect on HIV/STI risk through drug use and violence. There is 
an urgent need to move away from criminalized approaches to sex worker-led trau-
ma-informed, gender-focused and harm reduction centered policies and programs 
that respond to the needs of sex workers who are mothers and their families (e.g. 
family-centered housing). The overrepresentation of child apprehension among 
Indigenous sex workers highlights the need for decolonizing, cultural and equity-
informed approaches to ensure Indigenous women receive tailored supports. 

WEPEC1020
The role of violence in migration and displacement patterns, 
unsafe sexual practices under the influence of non-injected 
drugs and vulnerability to HIV in the Mexico/Guatemala  
border region
R. Munoz Martinez 
University of California, Family Medicine and Public Health, San Diego, United States 
Presenting author email: rubmuma@hotmail.com

Background: In a context of increasing drug trafficking, there has been an increase 
in local substance use along the Mexico-Guatemala border. The area is also distin-
guished by migration, towards the United States but also regional circular migra-
tion. Among diverse populations around the world, a relationship between use of 
illicit drugs during sex, unsafe sexual practices, and exposure to HIV/AIDS has been 
established. 
However, the Mexico-Guatemala border region is also distinguished by a context of 
discrimination of migrants and violations of their human rights, arising from struc-
tural, symbolic and direct violence, making migrants particularly vulnerable to ac-
quiring HIV/AIDS or having difficulty in accessing available services.
Methods: This qualitative research is based in a case study in the Mexico-Guatemala 
border city of Tapachula (Mexico), and embedded within the infrastructure of a 
mixed methods study, “Crossing Borders”. 50 in-depth interviews were conducted, 
during 2013 and 2016, with a targeted sample of men from Honduras, El Salvador 
and Guatemala en route to the United States with undocumented status, who have 
commercial sex with men and/or women under the influence of non-injected drugs 
use and professionals in migration, drug addiction and HIV fields. Three weeks of 
field observation were included in 2016.
Results: We analyzed direct, structural and symbolic violence as socio-cultural 
and economic health determinants, related to migratory/displacement patterns 
and vulnerability to HIV of study population regarding inconsistent condom use 
and drug consumption during sexual work, in two public areas of Tapachula. Results 
highlight four levels of macro and intermediate health determinants: 
a) the role of direct violence from organized crime, in origin/transit Central 
American countries and Mexico, in migratory/displacement mobility. 
b) Discrimination and lack of social and economic opportunities as undocumented 
migrants. 
c) Economic extortion and harassment from police and migratory agents, and re-
duced access to public health services. 
d) Praxis and Social-representations through the violence of unequal negotiations 
of safe encounters, about non-condom and drug use in sexual work transactions.
Conclusions: There is a need to increase understanding and improve local interven-
tions within social, economic and cultural determinants of unsafe sexual praxis un-
der the influence of non-injected drug use in this migratory/displacement context. 



Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July
Poster

Exhibition

Tuesday
25 July

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

ABSTRACT BOOK • www.iAS2017.ORg 508 509508

WEPEC1021
Feasibility, acceptability, and preliminary efficacy of the 
bio-behavioral community-friendly health recovery program 
(CHRP-BB): a combination approach for primary HIV 
prevention among high-risk drug users
R. Shrestha1,2, F. Altice2,3, P. Karki2,4, T. Huedo-Medina2,4, M. Copenhaver2,4 
1University of Connecticut Health Center, Community Medicine & Health Care, 
Farmington, United States, 2University of Connecticut, Institute for Collaboration on 
Health, Intervention, and Policy, Storrs, United States, 3Yale University, Department of 
Internal Medicine, New Haven, United States, 4University of Connecticut, Department 
of Allied Health Sciences, Storrs, United States 
Presenting author email: roman.shrestha@uconn.edu

Background: Despite unequivocal evidence supporting pre-exposure prophylaxis 
(PrEP), few - if any - researchers have reported incorporating it into an existing 
HIV prevention program, particularly among people who use drugs (PWUD). Based 
on our formative work, we integrated the biomedical component (PrEP) into the 
evidence-based behavioral intervention (Community-friendly Health Recovery 
Program: CHRP). Moreover, we incorporated specific behavioral strategies (e.g., 
mHealth technology, cognitive remediation tools) within the new combination ap-
proach - now called CHRP-BB - to accommodate those with neurocognitive im-
pairment such that primary prevention benefits - including PrEP adherence and 
HIV risk reduction - can be maximized among PWUD. Here, we report the feasibil-
ity, acceptability, and preliminary efficacy of the CHRP-BB intervention among 
high risk PWUD in methadone maintenance program (MMP).
Methods: Using a within-subjects pre/post/follow-up design, we implemented 
the CHRP-BB intervention within a group of high risk, HIV-negative MMP cli-
ents who had started taking PrEP in the past week (n=23). Participants completed 
four 50-minute intervention sessions, and reported on demographic, behavioral, 
and psychosocial characteristics at baseline, immediately post-intervention, and 
1-month post-intervention. Furthermore, following the completion of the inter-
vention phase, we administered a process measure among treatment providers and 
administrators (n=12) at the MMP clinic.
Results: Our pilot study affirmed feasibility, acceptability, and preliminary effi-
cacy of the CHRP-BB intervention. We assessed feasibility based on participant 
engagement (e.g., attending groups and completing assessments), which was out-
standing, with 100% retention through the 1-month post-intervention follow-up. 
The mixed methods data analysis showed that participants were highly satisfied and 
perceived the CHRP-BB intervention as valuable and acceptable (82.7%). Post-
intervention feedback also indicated that the content delivered in the group ses-
sions, during the mHealth text messaging, and the overall CHRP-BB intervention 
was helpful in addressing PrEP adherence and HIV risk reduction. In terms of effi-
cacy, PrEP adherence, PrEP-related knowledge and behavioral skills, drug-related 
risk behaviors, and demonstrated HIV risk reduction skills improved significantly 
from Pre- to Post-intervention, and the improvement persisted at the 1-month 
post-intervention Follow-up point.
Conclusions: This pilot study argues for the potential of the new CHRP-BB ap-
proach to increase adherence to PrEP and reduction in HIV risk behaviors among 
high risk PWUD in treatment. 

WEPEC1022
Combination prevention in key populations’ social venues:  
a Brazilian experience in partnership with NGOs
T. Dourado de Miranda Lobo, C. Habckost Dutra de Barros, A.R. Pati Pascom,  
A. Schwartz Benzaken 
Ministerio da Saude, IST, AIDS e Hepatites Virais, Brasilia, Brazil 
Presenting author email: tainah.lobo@aids.gov.br

Background: To address the many determinants of HIV epidemic, a multisectoral 
response is required, operating in individual, social and programmatic levels. The 
‘Live Better Knowing’ project, characterized by the association of HIV prevention 
interventions targeted at the most at-risk groups, has been considered an assertive 
combination HIV prevention strategy. This study aims to provide a snapshot of key 
populations’ HIV prevalence and prevention behaviors based on data collected by 
the strategy.
Methods: The project offers rapid oral fluid HIV testing (DPP HIV-1/2 Bio-
Manguinhos/Fiocruz), counseling, prevention education, supplies distribution, 
referral to PEP and monitored linkage to health services for treatment and care. 
Testing is free and held in social venues where key populations meet. The targeted 
population reached by the initiative between June 2015 and October 2016 was also 
invited to answer a structured questionnaire containing sociodemographic data and 
information about their risk and prevention behaviors.
Results: Among the 54.476 participants, 62% were nonwhite and 60.3% aged 20 
to 40 yo. 61.9% reported drug use and 16.9% drug use and commercial sex com-
bined. 51% reported condom use at last sexual intercourse and 9% reported STI 

symptoms in the last 12 months. Overall, 47.3% had been tested for HIV at least 
once before the strategy. The general HIV prevalence found was 1.6%. Among cis-
women, transvestites, transsexual women, transsexual men, MSM and heterosexual 
men it was 0.9%, 6.8%, 5.3%, 1.5%, 3.5%, and 0.9% respectively.
Conclusions: Transvestites and transsexual women constitute a high-risk popula-
tion for HIV in urgent need of responses able to tackle the vulnerabilities related 
to the HIV acquisition in these groups. The participation of the key populations, 
composing the NGOs teams, in the execution of the strategy was crucial to impact 
structural variables in addition to improve the uptake of prevention technologies 
trough biomedical and behavioral interventions. 

[Live Better Knowing Descriptive Table]

WEPEC1023
Impact of risk perception trajectory on PrEP and  
condom use among men who have sex with men during the 
open-label-extension of the ANRS-IPERGAY trial
M. Di Ciaccio1,2,3, L. Sagaon-Teyssier1,3,4, M. Suzan-Monti1,3,4,  
B. Mmadi-Mrenda1,3,4, E. Cua5, G. Pialoux6, N. Leturque7, V. Foubert7,  
M. Préau1,2, J.-M. Molina8, B. Spire1,3,4, ANRS IPERGAY Study Group 
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de la Santé Provence-Alpes-Côte d’Azur, Marseille, France, 4Aix Marseille Université, 
UMR_S 912, IRD, Marseille, France, 5Hospital Archet 1, Department of Infectious 
Diseases, University Hospital, Nice, France, 6Hospital Tenon, Department of Infectious 
Diseases, Assistance Publique Hôpitaux de Paris, Paris, France, 7NSERM SC 10 US 19, 
Villejuif, France, 8Hospital Saint-Louis, Department of Infectious Diseases, Assistance 
Publique Hôpitaux de Paris, Paris, France 
Presenting author email: marion.di-ciaccio@inserm.fr

Background: First results of the Open-Label-Extension (OLE) of the ANRS-
IPERGAY trial showed greater use of PrEP than condoms. We assessed whether 
participants’ risk perception trajectories impacted PrEP and condom use during the 
OLE.
Methods: Two-monthly follow-up was performed during ANRS-IPERGAY OLE 
(M0 to M18) and included online questionnaires focusing on sexual behaviours, 
condom use, risk perception and PrEP uptake at most recent anal intercourse 
encounter. A longitudinal multi-trajectory model was implemented for three 
outcomes: level of risk perception (10-point scale), PrEP use (correct/subopti-
mal versus no PrEP) and condom use for anal sex (yes versus no). Dual trajectory 
models helped estimate probabilities of PrEP and condom use according to risk 
perception.
Results: Data for 362 participants were analysed. Three trajectories of risk percep-
tion (low, R-LLP; medium, R-MLP; and high, R-HLP; see left-side figure below), 
two trajectories of condom use (low-level, C-LLU; high-level, C-HLU), and two 
trajectories of PrEP uptake (systematic, PrEP SU; non-systematic, PrEP No-SU) 
were identified. The R-HLP trajectory declined over time. Dual models (see right-
side figure below) showed that condom use probability decreased with increased 
risk perception level: 50% of R-LLP, 40% of R-MLP, and 0.2% of R-HLP were 
high-level condom users. Estimated PrEP uptake probabilities highlighted that 
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greater PrEP use compensated for low-level use of condoms, with probabilities in-
creasing with increased risk perception. Specifically, 60% of R-LLP, 75% of R-MLP, 
and 100% of R-HLP were systematic PrEP users.
Conclusions: In the ANRS-IPERGAY OLE, risk perception contributed to explain 
PrEP uptake levels. Systematic PrEP users appeared to be less worried about risk 
over time. Psychosocial factors might explain the barriers to condom use and the 
success of PrEP uptake. To reduce HIV infection, special attention must be paid to 
understand factors influencing risk perception and accordingly PrEP uptake.

[Risk perception trajectory and duals model ]

WEPEC1024
Men who have sex with men (MSM) in Egypt: high-risk  
sexual and injecting behaviors
S. Elkamhawi1, Y. Elkei1, M. Abdel Malak1, C. Khoury1, W. Elbeih2, H. Ramy3,  
E. Elkharrat4, N. Elkott5, N. Sanan6, S. Kozman7, C. Soliman1 
1FHI 360, Cairo, Egypt, 2Drosos Foundation, Cairo, Egypt, 3Ain Shams University, 
Cairo, Egypt, 4Freedom, Cairo, Egypt, 5Hayat, Cairo, Egypt, 6Befrienders, Cairo, 
Egypt, 7YAPD, Cairo, Egypt 
Presenting author email: selkamhawi@fhi360.org

Background: In Egypt, Key Populations (KPs) especially Men who have Sex with 
Men (MSM) face severe discrimination from the society. In 2013, FHI 360, with 
support from the Drosos and the Ford foundations, established the Network of 
Associations for Harm Reduction (NAHR) to provide KPs with a comprehen-
sive package of HIV/AIDS prevention and harm reduction services through the 
Comprehensive Care Centers (CCCs).
Methods: Street-based outreach was used to refer MSM to six NAHR CCCs where 
they received voluntary, anonymous and free of charge harm reduction services 
promoting safe sex and safe injection. Socio-demographic and behavioral data ad-
dressing the sexual and injecting behaviors were collected and analyzed between 
March 2013 and September 2016 in Greater Cairo and Alexandria.
Results: A total number of 12492 males visited the CCCs, of which 4523 (36.2%) 
were MSM. Almost half of them (47.3%) were in the age group of 16-24 years, 
about 44.4% received some university education, more than half of them (52.6%) 
were employed and 13.0% were currently married. Condom use at last sex was re-
ported by 13.4% with a non-steady partner and 11.2% with a steady partner. About 
91.0% were willing to use condom in the future. More than one quarter (27.7%) 
of MSM ever injected drugs and Heroin injection in the last month was reported 
by 41.0%. Among injecting MSM, more than half (51.2%) shared needles, 59.2% 
shared syringes, and 46.1% shared paraphernalia in the last month. Moreover, about 
6.0% of MSM exchanged sex for drugs and 17.2% had sex with a sex worker in the 
last year. The HIV prevalence among MSM was 8.7%.
Conclusions: The comprehensive care package of services provided in NAHR CCCs 
succeeded is addressing the overlap of risky behaviors among MSM. Replicating the 
Egyptian integrated model with an adapted harm reduction approach may offer an 
attractive and practical solution to reaching MSM in similar conservative societies. 

WEPEC1025
Use of HIV services increases with targeted HIV campaigns 
among adolescent girls and young women in a multicountry 
survey in sub-Saharan Africa
O. Gbadamosi1, L. Klazinga2, A. Kayongo3, J. Gonzalez Perez4, P. Iutung Amor3, 
K. Ssamula3 
1AIDS Healthcare Foundation, Abuja, Nigeria, 2AIDS Healthcare Foundation, Durban, 
South Africa, 3AIDS Healthcare Foundation, Kampala, Uganda, 4AIDS Healthcare 
Foundation, Kigali, Rwanda 
Presenting author email: kate.ssamula@aidshealth.org

Background: Adolescent girls and young women (AGYW) have one of the highest 
HIV incidence rates globally. Lack of access to health services, including Sexual and 
Reproductive Health (SRH) and HIV testing and low condom use have been indi-
cated among the reasons to explain this situation. In April 2016, AIDS Healthcare 
Foundation (AHF) commissioned a multi-country survey among AGYW to better 
understand specific challenges facing this group and identify interventions to ad-
dress them.
Methods: The survey, among female 16-24 years-old in Uganda, Nigeria and South 
Africa, used Short Message Service (SMS) technology and comprised of 50 ques-
tions covering access to health services, sexual behavior, family planning, HIV 
testing and information on HIV. Independent covariates of access to HIV related 
services and condom use were assessed by multivariate logistic regression analysis.
Results: Overall 1,600 participants were included in the survey, 62 % were sexually 
active, 76 % had used condom in the last sexual intercourse and 81 % claimed to 
know their HIV status. 72 % of the participants have visited a health facility for HIV 
or SRH related services. In the multivariate analysis, consistent condom use was 
higher in those that knew their HIV status and lower in married AGYW (Adjusted 
Odds Ratio [aOR]: 0.3, 95%Confidence Interval [95%CI]: 0.1-0.6). Access to 
HIV and SRH services increased with age and onset of sexual activity, and was high-
er in those whose main source of information was family (aOR: 1.4, 95%CI: 1.2-1.5) 
versus school and in participants that had recently seen HIV messages/campaigns 
relevant to them (aOR: 2.6, 95%CI: 1.8-3.9) and decreased when distance to the 
closest facility was more than 5km (aOR: 0.6, 95%CI: 0.5-0.6).
Conclusions: We found a higher than expected use of health services and uptake 
of HIV testing. It is also significant that those that received messages on HIV that 
were relevant to them had more than double the odds to seek HIV health services, 
highlighting the importance of tailored communication strategies for this group. 
Regarding condoms, the lower use reported in married AGYW (with the existing 
evidence of ongoing HIV transmission) calls for new prevention efforts in this con-
text. 

WEPEC1026
Attitudes about PrEP among physicians who participated  
in the open-label extension of the ANRS-IPERGAY trial:  
a qualitative study
M. Di Ciaccio1,2,3, M. Suzan-Monti1,3,4, C. Chidiac5, C. Bernaud6, A. Cheret7,  
G. Pialoux8, E. Cua9, M. Saouzanet10, E. Netzer10, B. Spire1,3,4, J.-M. Molina11,  
M. Préau1,2, ANRS IPERGAY Study Group 
1INSERM, UMR_S 912, Sciences Economiques & Sociales de la Santé et Traitement 
de l’Information Médicale (SESSTIM), Marseille, France, 2Groupe de Recherche En 
Psychologie Sociale (GRePS), Université Lyon 2, Lyon, France, 3Observatoire Régional 
de la Santé Provence-Alpes-Côte d’Azur, Marseille, France, 4Aix Marseille Université, 
UMR_S 912, IRD, Marseille, France, 5Hospital Croix Rousse, INSERM U 1052, 
Department of Infectious Diseases, Lyon, France, 6University Hospital, Department 
of Infectious Diseases, Nantes, France, 7University Hospital, Department of 
Infectious Diseases, Lille, France, 8Hospital Tenon, Department of Infectious Diseases, 
Assistance Publique Hôpitaux de Paris, Paris, France, 9Hospital Archet 1, Department 
of Infectious Diseases, University Hospital, Nice, France, 10NSERM SC 10 US 19, 
Villejuif, France, 11Hospital Saint-Louis, Department of Infectious Diseases, Assistance 
Publique Hôpitaux de Paris, Paris, France 
Presenting author email: marion.di-ciaccio@inserm.fr

Background: The ANRS-IPERGAY trial recruited physicians to prescribe PrEP. 
No scientific data currently exists about physicians’ specific experience of prescrib-
ing medical HIV prevention treatment.
Methods: A novel, original psychosocial sub-study examined the subjective expe-
rience of prescribing physicians during the trial. Between March and June 2016, 
data were collected during an open-label extension study through interviews with 
physicians (9 generalists, 7 infectologists and 2 internists). Interviewees came from 
all participating ANRS-IPERGAY centres. The standard interview grid collected 
information on experience of PrEP prescription, attitudes about PrEP, treatment 
of seronegative people and the physician-patient relationship. Text analysis was per-
formed using IRaMuteQ, an open-source automated statistical software package.
Results: Analysis of 18 interviews highlighted that attitudes about PrEP were based 
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on: i) medical and scientific knowledge (side effects, protocol, impact on public 
health), which comprised 35% of physicians’ discourse, and; 
ii) personal experiences with PrEP users and with participating volunteers from 
the HIV patient association AIDES (personalized support, PrEP use in real life, sex 
practices, drug use), comprising 65% of their discourse. 
The ANRS-IPERGAY experience impacted physicians’ practices. They became 
more favourable to promoting risk reduction practices (39% of interviewees). They 
also changed their consultation style, becoming more attentive to their patients’ 
needs and opinions. They were required to be more benevolent and non-judge-
mental, given the delicate nature of the themes discussed (55.5% of interviewees). 
The physician-patient relationship was a central element for successful PrEP con-
sultation as was the relationship with AIDES’ volunteers (for 72% of interviewees).
Globally, physicians’ participation in ANRS-IPERGAY led to a positive change in 
their personal representations of PrEP and its users.
Conclusions: This novel study highlights the positive outcome of the ANRS-
IPERGAY trial on participating physicians. They gained in-depth knowledge about 
the MSM community, risk-taking behaviours, PreP users’ concerns, and more gen-
erally, related public-health issues. The feedback from this trial will help to draw-up 
guidelines for future professionals prescribing PrEP. 

WEPEC1027
Brisbane, capital city of Queensland is the first Australian city 
to see a significant drop in HIV diagnoses due to new prevention 
methods
D. Russell1, J. Gow2, M. Warner3 
1HIV Foundation Queensland and Cairns Sexual Health Clinic, Fortitude Valley, 
Australia, 2HIV Foundation Queensland and University of Southern Queensland, 
Brisbane, Australia, 3HIV Foundation Queensland, Brisbane, Australia 
Presenting author email: melissa.warner@hivfoundation.org.au

Background: Brisbane is the first Australian city to report a significant reduction of 
HIV notifications in 2016. Data reports HIV notifications have decreased by 38% 
since 2014, following a period where HIV diagnoses had doubled over the 10 previ-
ous years. In response, the Queensland HIV Strategy 2012-2015 provided strategic 
direction focusing on 4 key pillars: comprehensive preventative approach; increase 
voluntary testing; increase treatment uptake; and addressing stigma and discrimi-
nation. With Government commitment to work towards the virtual elimination of 
HIV and achieving the UN 90-90-90 targets in Queensland, a multi-pronged ap-
proach was implemented. The HIV Foundation Queensland was established and 
tasked with providing leadership, coordination and support to the HIV public health 
response.
Methods: Stakeholders and partnerships with community, clinicians and academ-
ics were mobilised. A peer-led HIV rapid testing clinic and outreach services were 
established and the growth of Queensland led innovative research and programs was 
supported. International partnerships with British Columbia were developed and 
treatment as prevention strategies implemented to promote and improve access 
to early HIV treatment, PrEP and PEP. The END HIV campaign was launched and 
demonstrated a shift from one off campaigns to a multi-phased approach.
Results: The peer led HIV rapid clinic and outreach services were well received 
by MSM and quickly became the busiest testing service in the city with 99% cli-
ent satisfaction ratings. Gay friendly General Practices also reported significant 
annual increases (30%+) of HIV testing. Evaluations of forums with community, 
health professionals, academics and policy makers demonstrated significant shifts 
in understanding treatment as prevention strategies and willingness to promote and 
prescribe early treatment, PrEP and PEP. There was an increase in PEP prescrip-
tions and it is estimated that approximately 300 + people at risk of HIV in Brisbane 
were accessing PrEP through a small demonstration project and self-importation.
Conclusions: Political commitment, clear strategic direction and the mobilisation 
of all stakeholders and partnerships to work towards the common goal of ending 
HIV laid the foundation for implementation of innovative strategies. Brisbane is yet 
to see the full benefit of PrEP, which means the current data present an even more 
promising outlook for Brisbane. 

WEPEC1028
Evaluating HIV testing strategies: a randomized trial of  
Opt-out versus Opt-in testing among at-risk women in Russia
T. Balachova1, A. Shaboltas2 
1The University of Oklahoma Health Sciences Center, Oklahoma, United States,  
2St. Petersburg State University, St. Petersburg, Russian Federation 
Presenting author email: tatiana-balachova@ouhsc.edu

Background: Young women are disproportionately affected by HIV which is a ma-
jor concern in countries with increasing HIV incidence, such as Russia. Testing is 
a promising prevention strategy particularly for young women who intend to be-
come pregnant or may have limited control over condom use. However, evidence to 
support effective testing remains low with majority of studies utilizing pre/post or 
cross-sectional design and data on Russian women are lacking. 
The objective of this study was to evaluate Opt-in vs. Opt-out testing among at-risk 
Russian women.
Methods: The study was conducted in primary care setting in Russia and utilized a 
mixed methods adaptive design that included a two-arm randomized clinical trial 
followed by a survey. A total of 868 women of childbearing age were screened; 200 
at-risk women who had not completed HIV testing in 12 months were recruited and 
assigned to either Opt-in or Opt-out testing conditions. Laboratory tests included a 
rapid HIV screening test and, in Opt-out condition, a multi-health screening (cho-
lesterol, hemoglobin, and blood glucose). Immediately after the trial procedures, 
participants completed a face-to-face health risk survey. Testing was available after 
the survey for testing non-acceptors. The outcomes of interest were modeled using 
Generalized Estimating Equations and Generalized Linear model.
Results: Participants had mean age of 23.5 and 23.4 years in Opt-in and Opt-out 
groups, respectively. Testing acceptance rates were 86% (Opt-in) and 90% (Opt-
out). After participating in the survey, additional 4% (Opt-in) and 6% (Opt-out) 
accepted testing, totaling to 90% of participants in Opt-in and 96% in Opt-out 
groups. Education, age, and having children had significant effect on testing behav-
ior. The odds of accepting testing were lower for those who were younger, had any 
children, and had higher education. When controlling for these characteristics, the 
odds of acceptance of HIV testing were 3.8 times higher in Opt-out group com-
pared to Opt-in group (OR=3.779, 95% CI:1.169, 14.795, p=0.036).
Conclusions: Removing barriers and offering HIV rapid testing is an effective strat-
egy to increase HIV testing uptake. The specific effect of Opt-out vs. Opt-in test-
ing on testing acceptance provides information necessary to estimate effects of 
scaling up HIV testing among at-risk women in Russia. 

WEPEC1029
Evaluating the impact of combination HIV prevention 
approaches on service uptake among adolescent girls and  
young women in Lilongwe, Malawi
N.E. Rosenberg1,2, A. Pettifor1, T. Phanga2, B. Maseko2, D. Vansia2, N. Bhushan1,2, 
A. Kachigamba3, J.H. Tang2,4, M.C. Hosseinipour2,4, L.G. Bekker5 
1University of North Carolina at Chapel Hill, School of Public Health, Chapel Hill, 
United States, 2University of North Carolina at Chapel Hill, UNC Project-Malawi, 
Lilongwe, Malawi, 3District Health Office, Lilongwe, Malawi, 4University of North 
Carolina at Chapel Hill, School of Medicine, Chapel Hill, United States, 5University of 
Cape Town, Desmond Tutu HIV Foundation, Cape Town, South Africa 
Presenting author email: nora_rosenberg@unc.edu

Background: Although multi-level combination HIV prevention has been promoted 
for adolescent girls and young women (AGYW) in sub-Saharan Africa, there is lim-
ited evidence on how clinical, behavioral, structural, and multi-level interventions 
compare to one another and to no intervention.
Methods: Girl Power is a study assessing four different models of service delivery 
for AGYW in Lilongwe, Malawi:
1) standard of care (no intervention),
2) youth-friendly health services (YFHS) (clinical intervention), 
3) YFHS + empowerment (clinical + behavioral interventions), 
4) YFHS + empowerment + cash transfer (clinical + behavioral + structural inter-
ventions). 
Four comparable public sector clinics were selected and randomly assigned to one 
model of service delivery. During the six-month enrollment period, the four clin-
ics were compared for uptake of HIV testing and counseling (HTC) and condom 
uptake (number of times a participant received any condoms). Number of times 
services were received per 100 AGYW were calculated and compared across clinics.
Results: 250 AGYW 15-24 years old were enrolled in each clinic (N=1000 to-
tal). Median age was 19 years. Rates of HTC uptake were 14, 89, 90, and 113 per 
100 AGYW at clinics 1, 2, 3, and 4, respectively (p<0.001); rates of condom up-
take were 5, 42, 51, and 84 per 100 AGYW in clinics 1, 2, 3, and 4, respectively 
(p<0.001). Uptake was higher in clinic 2 than clinic 1 for both HTC (p<0.001) and 
condoms (p<0.001). 
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Uptake was similar at clinics 2 and 3 for both HTC (p>0.999) and condoms 
(p=0.116). Uptake was higher in clinic 4 than clinic 3 for both HTC (p=0.009) and 
condoms (p<0.001).

[Figure 1. Number of times services were received]

Conclusions: A YFHS clinical package contributed to high rates of HTC and con-
dom uptake. A cash transfer contributed further. For AGYW in sub-Saharan Africa, 
combination prevention programs can substantially impact HIV service uptake. 

WEPEC1030
Feasibility, uptake and yield of household-based tuberculosis 
active case finding within the combination prevention package 
in the HPTN 071 (PopART) intervention in high TB/HIV 
burden communities in South Africa
B. Yang1, S. Floyd2, S. Griffith3, R. Dunbar1, P. Bock1, H. Ayles4,5, S. Fidler6,  
R. Hayes2, N. Beyers1, R. Sloot1,7 
1Desmond Tutu TB Centre, Stellenbosch University, Department of Paediatrics and 
Child Health, Faculty of Medicine and Health Sciences, Cape Town, South Africa, 
2London School of Hygiene and Tropical Medicine, Department of Infectious Disease 
Epidemiology, London, United Kingdom, 3Family Health International 360, Durham, 
United States, 4Zambia AIDS Related Tuberculosis Project, University of Zambia, 
Lusaka, Zambia, 5London School of Hygiene and Tropical Medicine, Department 
of Clinical Research, London, United Kingdom, 6Imperial College, Department of 
Infectious Disease Epidemiology, London, United Kingdom, 7Amsterdam Institute for 
Global Health and Development, Amsterdam, Netherlands 
Presenting author email: bliay@sun.ac.za

Background: HPTN 071 (PopART) is a community-randomised trial of a combi-
nation HIV prevention intervention, which includes home-based HIV counselling 
and testing and tuberculosis (TB) screening, delivered in four annual rounds by 
Community HIV-care Providers (CHiPs) in Zambia and South Africa. We evalu-
ated the feasibility, uptake and yield of household-based TB active case finding 
(ACF) within a combination HIV prevention intervention.
Methods: We report data from the second annual round (06/2015-08/2016) from 
six South African communities. Adults (≥18 years) that consented to participate 
were eligible for TB screening if not on TB treatment. CHiPs administered elec-
tronic TB screening questionnaires (weight loss, cough ≥2 weeks, night sweats) and 
enquired about persons with TB in the household or at work. Two sputum specimens 
were collected from adults with presumptive TB (≥1 symptom or in contact with 
TB). Diagnosis of bacteriologically confirmed pulmonary TB (PTB) was based on 
Xpert MTB/RIF®, smear microscopy, or culture. PTB cases were referred to the 
local health care facility for treatment. Multivariable logistic regression was used 
to determine the association of sex and age with different outcomes within the TB 
cascade of care.
Results: 103,455 adults were eligible for TB screening. 101,630/103,455 (98%) 
adults received TB screening (43% males, median age 31 years). 2,709/101,630 
(3%) were presumptive TB cases. 2,263/2,709 (84%) were followed up. 167/2,263 
(7%) were PTB cases. 143/167 (86%) initiated TB treatment (See Figure 1). Adults 
aged ≥55 were more likely to be presumptive TB cases compared to younger age 
groups (P-value <0.01). Females were less likely to be presumptive TB cases (aOR 
0.78, 95%CI 0.72-0.84) and less likely to be diagnosed with PTB (aOR 0.67, 
95%CI 0.49-0.93) compared to males.

[Figure 1: Flowchart for TB active case finding]

Conclusions: ACF through household TB screening within a combination HIV pre-
vention intervention is feasible. CHiPs were able to identify undiagnosed cases in 
the community and refer adults for treatment. 

WEPEC1031
HIV testing strategies as opportunities to identify new and  
long-standing HIV infections: implications for linkage to care
M. McNulty1, D. Pitrak1, N. Benbow2, J. Schneider1 
1University of Chicago Medicine, Infectious Diseases and Global Health, Chicago, 
United States, 2Feinberg School of Medicine, Northwestern University, Chicago, 
United States 
Presenting author email: moira.mcnulty@uchospitals.edu

Background: Multiple HIV testing recruitment strategies have been endorsed as 
effective by the US CDC, including social network strategies and routine clinical 
based testing, but it is unknown how each strategy performs in engaging patients in 
the care continuum. This study aims to evaluate HIV testing strategies and down-
stream care continuum metrics.
Methods: We evaluated two HIV testing programs operating in Chicago between 
2013-2015 that utilize routine testing (RT) and the social network strategy (SNS). 
For each method, we determined seropositivity rate of new and existing HIV di-
agnoses, linkage to care and time to linkage to care for new HIV diagnoses using 
programmatic and Department of Public Health data.
Results: RT performed 31,921 HIV tests in 30,225 individuals, with 203 total posi-
tive tests and 81 new HIV diagnoses for a new seropositive rate of 0.27%, while SNS 
tested 508 individuals with 208 positive tests and 38 new HIV diagnoses for a new 
seropositive rate of 7.5% (χ2 (1, N = 30,733) = 673.7, p<0.001). Of new cases di-
agnosed by RT, 56 (69.1%) were male and 71 (87.7%) were African American (AA) 
with a mean age of 31.8 years. In RT, median CD4 count and viral load at diagnosis 
were 279/µL and 4.91 log units, respectively. New diagnoses in SNS were 92.1% 
male and 100% AA with a mean age of 24 years. In SNS, median CD4 count and 
viral load were 400/µL and 4.69 log units. Median time to linkage to care was 22 
days for RT and 41 days for SNS.
Conclusions: HIV elimination will require identifying approaches that engage indi-
viduals in HIV care and prevention. In this analysis, SNS had a higher seropositiv-
ity rate, while RT had a faster time to linkage to care. Multiple integrated testing 
approaches may be necessary to identify individuals with HIV and at risk for HIV. 
Next steps will be to determine downstream metrics in the continuum of care, in-
cluding retention in care and viral suppression. 
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WEPEC1032
PrEP cohort results from MP3 youth combination HIV 
prevention pilot study

I. Inwani1, J. Buttolph2, A. Kawango3, C. Cleland2, J. Kiarie1, J. Kinuthia1, L. John4, 
A. Kurth5, J. Lizcano4,5 
1University of Nairobi, Nairobi, Kenya, 2New York University, New York, United States, 
3Impact Research and Development Organization (IRDO), Kisumu, Kenya, 4Ministry 
of Health, Nairobi, Kenya, 5Yale University, New Haven, United States  

Background: Young women remain at high risk of HIV in sub-Saharan Africa. PrEP 
is an effective biomedical intervention for HIV prevention in combination with 
behavioral and structural interventions, to reduce the risk of HIV among young 
women. The MP3 youth pilot provides real-world evidence on delivering PrEP to 
young women in Kenya as part of an age-sex-HIV risk combination HIV prevention 
package.
Methods: Eligible girls were offered PrEP (TFV-DP) for 12 months. Eligibility 
included clinical and behavioral criteria (HIV-negative, not-pregnant, 18-24, not 
enrolled in school, met risk criteria). Enrolment was during mobile events and 
follow-up was in-person and via SMS survey, monthly for the first 6 months, 
and 3-monthly for the next 6 months. Adherence was measured by refill visits, 
self-report, and having >600 fmol/punch of TFV-DP in a dried blood spot (DBS) 
sample.
Results: Based on eligibility, 40 girls were screened and 28 were enrolled. 
Participant retention was high in month one (92%), and decreased by month 9 
(64%). Ninety-three percent of participants returned at month 9 for endline sam-
ple collection. Self-reported adherence was high (87.7%) and congruent with drug 
levels. Based on DBS drug levels, most girls were adherent (67% (14/21)) at month 
2, and even more adherent (78% (7/9)) at month 9. There were no HIV seroconver-
sions and no serious adverse events. Three pregnancies occurred.
Conclusions: PrEP can be initiated in the field after a clinical assessment. Girls 
need high interaction during follow-up for good retention. The majority of the par-
ticipants who were non-adherent to PrEP were identified in month one. PrEP may 
not be the solution for all, but 50% of girls in the study took PrEP consistently, 
with high levels of adherence. Girls continued to engage in unprotected sex, as evi-
denced by the pregnancies. Additional research is needed to identify PrEP reten-
tion strategies. 

WEPEC1033
Participatory package for improving HIV and reproductive 
health knowledge of HIV-infected and affected adolescents  
in Myanmar
K.-M. Htut1, M.-M. Mon1, H.-N. Oo2 
1Ministry of Health and Sports, Department of Medical Research, Yangon, Myanmar, 
2Ministry of Health and Sports, National AIDS Program, Nay Pyi Taw, Myanmar 
Presenting author email: 84kyawminhtut@gmail.com

Background: Comprehensive knowledge on HIV and reproductive health (RH) is 
essential for HIV infected and affected adolescents in order to prevent them from 
adopting RH risk behaviours. Applying participatory package could be more ben-
eficial for young adolescents to learn health knowledge than usual way of providing 
health education.
Methods: Pre and post intervention design was applied to assess the effectiveness 
of participatory discussions on HIV and RH among HIV infected and affected 
adolescents. Participatory package comprising body mapping, two-way discussion 
using case scenarios and meditation practice were applied during the 3 months in-
tervention period. Baseline and post assessment at 3 months after the intervention 
were conducted using both quantitative and qualitative research methods.
Results: A total of 80 HIV infected and affected adolescents included in the study. 
Mean age of the adolescents was 12.8±1.9 years and ranged from 10 to 16 years. 
Nearly one-fourth (23.7%) of the adolescents were currently out of school, 36.2% 
stayed with extended family members and 76.2% were either single or double or-
phans. 
At the start of intervention, body mapping exercises were conducted separately for 
male and female where reproductive organs and puberty changes were discussed. 
Although the adolescents were aware of puberty changes for their respective gen-
der, most of them could not mention about the opposite gender. Many of them did 
not know the connection between menstrual cycle and conception. Improvement in 
knowledge scores on RH regarding puberty changes (2.7±1.3 vs. 4.2±0.7, p<0.05), 
adolescent pregnancy and consequences (4.0±1.0 vs. 5.0±0.5, p<0.05), con-
traceptive measures (3.2±1.4 vs. 4.1±0.8, p<0.05) and STI (3.0±1.1 vs. 4.1±0.8, 
p<0.05) were seen at post-intervention assessment. 
Increase in HIV knowledge scores was also seen among the adolescents (4.0±0.9 
vs. 5.0±0.5, p<0.05). Overall knowledge scores on RH was significantly increased 
(18.1±3.4 vs. 22.0±2.3, p<0.001). 

Furthermore, majority of the adolescents could apply the knowledge gained from 
the intervention package and could highlight the adverse consequences of HIV/STI 
and adolescent pregnancy during group discussion on case scenarios.
Conclusions: Improving in knowledge of RH and HIV/STI among HIV infected and 
affected young adolescents were achieved by applying such kind of participatory 
package. 

WEPEC1034
Community-led education interventions for human 
papillomavirus vaccination: a model for future HIV vaccination 
campaigns?
K. Tounkara1, I. Teguété2, E. Squibb3, B. Aboubacar1, K. Sangare4, S. Beseme3,  
O. Koita4,5, A.S. De Groot3,6,7 
1GAIA Vaccine Foundation, Bamako, Mali, 2Gabriel Touré Teaching Hospital, Bamako, 
Mali, 3GAIA Vaccine Foundation, Providence, United States, 4Laboratory of Applied 
Molecular Biology, Bamako, Mali, 5University of Bamako, Department of Biology, 
Faculty of Sciences, Bamako, Mali, 6Epi, Providence, United States, 7University of 
Rhode Island, Institute for Immunology and Informatics (iCubed), Providence, United 
States 
Presenting author email: gaiavfdirector@gmail.com

Background: HPV-associated cervical cancer is one of the major causes of morbid-
ity for HIV-infected women, worldwide. Existing HPV vaccines are safe and ef-
fective and increasingly accessible in developing world settings. The success of the 
local community-based intervention on HPV knowledge, desire for CC screening 
and HPV/CC vaccine uptake described here suggests that a similar approach could 
be employed for HIV vaccine campaigns.
Methods: Beginning in April 2015, GAIA launched a 6-month campaign using 
community outreach workers dressed in a West African-style printed cloth with 
a pattern specifically designed to illustrate the connection between HPV and CC. 
Outreach workers and midwives led weekly education sessions in 4 neighborhoods 
and 5 clinics. Women seeking CC screening at the clinics were offered a survey to 
determine effectiveness of this and other (radio-based) communication methods 
on knowledge about HPV and CC and willingness to permit their daughters to be 
vaccinated with HPV vaccine.
Results: 13% of the 500 survey participants knew what HPV was, but 75% knew 
about CC. 87.4% wanted their daughter HPV/CC vaccinated, when asked why, 
84% quoted “Prevention”, “Protection”, or cited the Malian proverb that was used 
in the design of the cloth “It is better to prevent than to cure”. 38% indicated that 
their knowledge was derived from clinic-based education sessions, while 8% of par-
ticipants reported radio and 9% reported national TV ads as a source. During the 
6-month campaign, CC screening rates increased 5-fold at the clinics, and a total 
of 3,271 women received free screenings.

[Desire for Vaccination]

Conclusions: Community-led education proved more effective than TV and 
radio outreach. This community-based approach could similarly be applied to 
HIV prevention, by linking education efforts to testing and treatment services. 
Community-based education is a successful means of increasing disease awareness 
and may also improve vaccine coverage when used in conjunction with the introduc-
tion of novel vaccines. 
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WEPEC1035
Risks, benefits and sustained change associated with 
participating in a social network-based community-level  
HIV risk reduction intervention for crack users:  
participant perspectives
B. Suro Maldonado, J. Lechuga, C. Prieto, K. Melo, B. Quiñones 
Lehigh University, Education, Bethlehem, United States 
Presenting author email: bms416@lehigh.edu

Background: In the realm of HIV prevention, research indicates that HIV risk re-
duction behavioral interventions that only target individual behavior change have 
failed to reduce the rate of new HIV infections (Coates, Richter, & Caceres, 2008; 
Vermund, 2010). Experts have made a call for the implementation and testing of 
combination biomedical and behavioral multi-level interventions at the level of the 
community. The objectives of the project are to understand the motivations of re-
search participants to participate in a social network-based community-level com-
bination HIV risk reduction intervention, their experiences as research participants 
and drawbacks to research participation.
Methods: Eighty participants were recruited to take part in a survey and 20 to 
take part in a semi-structured interview. The mean age of participants was 33.08 
years (SD = 12.83, range 18 to 64 years). The median monthly income reported was 
$85.00. Approximately 54% did not have a stable residence, 87.2% reported to be 
heterosexual and 6.4% reported to be HIV Positive. Participants answered a survey 
after participating in the last session of a risk reduction behavioral intervention. 
In addition, the survey assessed reactions to research participation, motivations to 
participate in research, mistrust of research, mistrust of the health care system, 
health care access, internalized drug use and HIV stigma.
Results: Participants were motivated to participate in the research for a variety 
of reasons including feeling part of a community and receiving advice from the 
research staff. Regarding associations, the following correlations were significant: 
Motivation to participate to help others and substance use (r = .29, p = .01); Positive 
attitudes towards research and personal satisfaction of participating in the study (r 
= .40, p = .001); and positive attitudes towards research and HIV and Crack use 
stigma (r = -.23, p = .01).
Conclusions: Participants were motivated to participate for a variety of reasons, 
reactions to research participation indicated few drawbacks and benefits at the per-
sonal and group level, and importantly, particulars of the research context were sig-
nificantly associated with motivation, reactions, and effectiveness. The significant 
associations point to the potential importance of considering the particulars of the 
research context by researchers and ethics boards. 

WEPEC1036
Evaluation of a training aimed at building capacity for 
outreaching to men who have sex with men and transgender 
women in Indonesia
A. Nugroho1,2,3, R.W. Coulter4, V. Erasmus2, T.S. Mihari1, J.H. Richardus2 
1GWL-INA Network, Jakarta, Indonesia, 2Erasmus MC, University Medical Center 
Rotterdam, Department of Public Health, Rotterdam, Netherlands, 3School of Public 
Health, Lambung Mangkurat University, Banjarbaru, Indonesia, 4Graduate School of 
Public Health, University of Pittsburgh, Department of Behavioral and Community 
Health Sciences, Pittsburgh, United States 
Presenting author email: adie.noegroho@gmail.com

Background: High turnover of outreach workers (OWs) can hamper the effective-
ness of HIV outreach programs. Yet this problem might be overcome if programs 
offer comprehensive, consistent training to new OWs. This study aimed to develop, 
implement, and evaluate a training package for increasing OWs’ knowledge and skills 
for outreaching to men who have sex with men (MSM) and transgender women.
Methods: Using a one-group pretest-posttest study design, we evaluated an OW-
informed training program aimed at helping OWs execute their job responsibilities. 
We analyzed longitudinal data from 75 OWs from seven Indonesian cities using 
one-way within-subjects ANOVA to examine the effects of the training program 
on participants’ knowledge and perceived skills over time.
Results: Average overall knowledge among participants increased from pretest to 
immediate posttest (p< 0.001) and from pretest to 2-month posttest (p< 0.001), 
especially in the following knowledge areas: HIV and STIs; condoms and lubricants; 
sexual and reproductive health and rights; sexual orientation and gender identity 
and expression; and stages of behavior change. Average overall perceived skills in-
creased significantly from pretest to 2-months posttest (p=0.018), especially in the 
following areas: creating innovative outreach approaches; building effective team-
work; and coordinating with healthcare providers.
Conclusions: This training package increased knowledge and perceived skills among 
outreach workers, and may help organizations overcome the negative consequences 
of frequent OW turnover. 

WEPEC1037
Stigma, shame and despair as drivers of low HIV testing  
among transgender women in Lima, Peru
A. Silva-Santisteban1, J. Klausner2, M.J. Bustamante1, X. Salazar1 
1Universidad Peruana Cayetano Heredia, Lima, Peru, 2UCLA, Los Angeles, United 
States 
Presenting author email: alfonsoss@upch.pe

Background: Globally, transgender women (TW) are 50 times more likely to ac-
quire HIV vs. the general population. In Peru, TW are the population most affected 
by HIV, with 30% prevalence. Only 50% of TW are aware of their HIV status. 
Limitations of the Peruvian and Latin American public health system regarding the 
offer, delivery, and quality of prevention strategies for TW have been previously 
described. However, there is a to understand the drivers at the individual level that 
decrease TW ś access to prevention strategies and services.
Methods: Between 2015-2016 theoretical sampling was used to recruit participants 
to a qualitative study consisting of 15 in-depth interviews and a brief demographic 
survey. Peers invited participants according to demographic patterns that emerged 
from the ongoing collected information. Audio files were transcribed verbatim and 
analyzed using grounded theory, to describe pathways linking TW experiences re-
garding HIV to the outcome (reduced access to testing).
Results: TW had a mean age of 27 years, 64% had migrated to Lima from the 
Amazonian region, and 42% reported sex work as their primary source of income. TW 
conceive HIV as something that will occur at some point in their lives. Through jokes 
that signal HIV positive peers, messages associated with fear of disease and death are 
spread within the community. At the same time, the shame about being HIV posi-
tive (regarding their families, friends or partners) reduces TW ś agency to decide to 
get tested and becomes a deterrent for status awareness. Thus, TW don´t internalize 
existing prevention and treatment options as options available for themselves.
Conclusions: Misinformation linked to HIV stigma, shame and despair are deeply 
rooted among Peruvian TW, decreasing their ability and willingness to access 
HIV testing. Peruvian public health prevention strategies designed for key popu-
lations are currently dissociated from TW ś understanding of the HIV epidemic. 
Biomedical interventions with demonstrated efficacy need to urgently add behav-
ioral components (such as HIV stigma reduction) to reach TW and to decrease HIV 
transmission among this population. 

WEPEC1038
Cognitive testing of an instrument to evaluate acceptability  
and use of PrEP products among women
S. Zissette1, M. Atujuna2, E.E. Tolley1, A. Adimora3, HIV Prevention Trials 
Network - Women at Risk Committee 
1FHI 360, Social & Behavioral Health Sciences, Durham, United States, 2Desmond 
Tutu HIV Centre, Cape Town, South Africa, 3University of North Carolina at Chapel 
Hill, Chapel Hill, United States 
Presenting author email: millicent.atujuna@hiv-research.org.za

Background: As diverse HIV prevention products (i.e., oral pills, vaginal rings, in-
jections and gels) are developed to meet women’s needs, a standardized tool could 
facilitate comparisons of product acceptability and use across geographic, trial and 
user contexts. We developed a draft instrument to assess product use and trial ex-
perience. We conducted a cognitive evaluation of the instrument to assess com-
prehensibility, salience and completeness of items and domains, and revised the 
instrument in accordance with our findings.
Methods: We conducted three rounds of interviews in English and isiXhosa among 
28 South African women who had recently participated in clinical trials of inject-
able/oral PrEP and vaginal rings. Participants responded to each question and then 
described how they determined their response. They were invited to provide alter-
native wording for questions and response options. Following each round, the study 
team identified items with low response variability and unclear, embarrassing, or 
difficult-to-answer questions/response options. The questionnaire was successively 
modified to reflect participant input until smooth administration was achieved.

Reason for change n Examples
Response variability 1 “How easy is the product to use?” → “How difficult...”
Unclear wording   

Question 7 “stigmatized” → “that people looked at you differently”
Responses 8 Rarely, Frequently → Less than half the time, More than half the time

Embarrassment 4 “The last time you had vaginal/anal sex...” → Two separate questions
Difficult to answer   

Question 4 “How many times did you use...” → “How often did you use...”

Responses 4 “Did you use a male/female condom...” Yes/No → Yes, male/Yes, 
female/No

Administrative 16 Skip patterns, framing throughout

[Table 1. Changes to items]
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Results: The final instrument contained 41 items, including five new items that im-
proved construct validity; 22 items were modified for clarity. See Table 1 for types 
of changes made.
Conclusions: This rapid, low-cost cognitive interview study provided valuable in-
sight into participants’ understanding of PrEP acceptability questions, enabling 
us to further refine the instrument for use in the South African setting. Further 
validation of the instrument in other geographic settings will improve our ability 
to examine and compare women’s preferences and needs for PrEP across multiple 
contexts. 

WEPEC1039
Integrating microenterprise and behavioral economics for  
HIV prevention in U.S. urban poor young adults: study design 
and intervention development of the EMERGE project
L. Jennings1, N. Glass2, S. Linnemayr3, M.W. Johnson4, F. Ssewamala5, J. Merrill1, 
A. Labrique6, C. Latkin7, S. Gaonkar8, EMERGE Study Group 
1Johns Hopkins Bloomberg School of Public Health, Department of International 
Health, Baltimore, United States, 2Johns Hopkins University School of Nursing, 
Department of Community Public Health, Baltimore, United States, 3RAND 
Corporation, Santa Monica, United States, 4Johns Hopkins University School of 
Medicine, Department of Psychiatry and Behavioral Sciences, Baltimore, United 
States, 5Columbia University School of Social Work, International Center for Child 
Health and Development, New York, United States, 6Johns Hopkins Bloomberg 
School of Public Health, Global mHealth Initiative, Department of International 
Health, Baltimore, United States, 7Johns Hopkins Bloomberg School of Public Health, 
Department of Health, Behavior, and Society, Baltimore, United States, 8Johns 
Hopkins Carey Business School, Baltimore, United States 
Presenting author email: ljennin6@jhu.edu

Background: Economic vulnerability contributes to HIV risk among racial and eth-
nic minorities in the U.S. who are disproportionately infected. Yet, low-income U.S. 
young adults are largely excluded from HIV-focused economic empowerment ini-
tiatives. This presentation discusses the protocol and preliminary findings for study 
design and intervention development of the EMERGE Project, a microenterprise 
intervention with integrated behavioral economic text messages to prevent HIV in 
homeless, out-of-school, and unemployed (HOU) African-American young adults.
Methods: Three formative research methods were used to inform the design and 
development of the EMERGE project. One, we conducted a systematic review of 
intervention materials of prior successful HIV-focused microenterprise models, 
most of which were conducted in low-income countries. This enabled us to identify 
gaps in study measurement and implementation needs for economics-based pre-
vention science. Secondly, we developed a conceptual framework of the potential 
effects of an HIV-focused microenterprise intervention, drawing on literature from 
traditional behavior change models as well as traditional and behavioral economic 
theory. Thirdly, to include participant perspectives in the study and intervention 
design, we conducted formative in-depth interviews with HOU youth on perceived 
gains and losses of engaging in HIV-preventive behaviors using a traditional and be-
havioral economics perspective.
Results: The EMERGE study will be designed to encourage micro-business start-
up, financial self-sufficiency, and positive sexual behaviors to prevent HIV in HOU 
African-American young adults, aged 18 -24. We will use training workshops, start-
up grants, business mentoring, and text messages. An integrated conceptual frame-
work of the hypothesized causal pathways will be presented. We will also discuss the 
use of text messages to address a current gap in study designs of repeated, longi-
tudinal measurements of sexual and economic outcomes. We will conclude with an 
overview of the integration of behavioral economic concepts (delay discounting, 
loss aversion and endowment effect) in HIV-focused microenterprise curriculum 
and text messages to address study gaps in this area.
Conclusions: The design and implementation of HIV-focused microenterprise 
interventions, most of which have been conducted in low-income countries, may 
be informed by experiences working with economically-disadvantaged U.S. youth. 
Expanding prevention science studies to include behavioral economic theory and 
text-based longitudinal measurement may also prove beneficial. 

WEPEC1040
Research ethics capacity of selected health institutions  
involved in HIV/AIDS counseling and testing, treatment  
and research in Nigeria
A.K. Adeneye1, A. Adesanmi2, M.A. Sulyman1, A.Z. Musa3, M.A. Mafe1 
1Nigerian Institute of Medical Research, Public Health Division, Lagos, Nigeria, 
2Nigerian Institute of Medical Research, Microbiology Division, Lagos, Nigeria, 
3Nigerian Institute of Medical Research, Monitoring and Evaluation Unit, Lagos, 
Nigeria 
Presenting author email: oakadeneye@yahoo.co.uk

Background: Research Ethics Committees (RECs) should review, approve and 
monitor HIV/AIDS research to ensure the rights, safety and integrity of vulnerable 
groups are protected. This abstract highlights the institutional capacities for ethical 
review of and oversight for HIV/AIDS treatment/care interventions and research in 
Nigeria given: the HIV/AIDS epidemic and increasing HIV/AIDS research and care 
programmes; that research is one of the major mandates of all Federal and State 
Ministries of Health (FMoH/SMoH) departments, agencies, and other tertiary 
health institutions (THIs); and many HIV/AIDS researches target groups vulner-
able to abuse and exploitation.
Methods: A cross-sectional study of 41 institutions including FMoH/SMoH, THIs 
and local government (LGAs) departments of health involved in HIV/AIDS coun-
seling and testing, treatment and research was conducted in 7-randomly selected 
States and Abuja, the Federal Capital Territory of the country, using semi-struc-
tured questionnaires. Data were analysed using SPSS version 20.
Results: Of 41 institutions surveyed, oversight for health research was lacking 
in many (61.0%) of the institutions. Only 39.0% have established and functional 
RECs [FMoH (100.0%); States (62.5%); THIs (100.0%); LGAs (4.3%)]. Reasons 
for non-existent of RECs in the States and LGAs included: perceived non-involve-
ment in research (36.0%); unawareness of need for RECs (20.0%); no provision for 
RECs (16.0%); and lack of staff with research ethics knowledge/skills (12.0%). Only 
1.2% of 8,349 staff of studied institutions have had research ethics training. Such 
trainings in the 16 established RECs were mostly received at workshops/seminars 
(68.8%), in-house/hands-on (18.8%), online course (12.5%) and as degree course 
(12.5%). Only 9 (22.0%) of studied institutions have ever obtained ethical clear-
ance for researches conducted internally. Sources of proposals for ethical review by 
those having RECs included: researchers/lecturers/health professionals (93.8%); 
students (68.8%); government agencies (18.8%); development partners (12.5%); 
and non-government organisations (12.5%).
Conclusions: Most institutions studied lack functional RECs for effective research 
oversight. The need to address identified capacity gaps is critical in strengthening 
RECs operations in Nigerian health institutions particularly at State and LGA lev-
els in safeguarding research participants’ rights/welfare and harnessing research for 
evidence-informed policies and sustaining science integrity as well as public confi-
dence in research and standard of care on HIV/AIDS to achieve the 90-90-90 goal. 

WEPEC1041
A community-based program to end HIV criminalization, 
promote public health and defend human rights
L. Liz 
COCQSIDA, LAW, Montreal, Canada 
Presenting author email: liz.lacharpagne@cocqsida.com

Background: The Supreme Court of Canada requires that people living with HIV 
(PLHIV) disclose their HIV-positive status to their sexual partners before sexual 
acts that pose a “realistic possibility” of transmission which means, for the Court, 
that viral load is low (< 1500 Copies/mL) or undetectable (< 40 Copies/mL) and a 
condom is used. Although there is no evidence that criminalization is effective in 
preventing transmission, criminal law is often used in the name of public health. 
Convinced that criminalization could in contrary harm prevention and human rights 
(Supreme Court decisions are hardly compatible with scientific advances which 
demonstrate that treatment prevents transmission, increases discrimination against 
PLHIV and can lead to rights violations), COCQ-SIDA Human Rights Program 
(the “Program”), in collaboration with other organisations, conduct advocacy strat-
egies to end criminalization.
Methods: The program is part of a Working group on criminalization which includes 
representatives of Public Health, Justice and Security Departments which advise 
government in the light of scientific data and legal principles. The program also or-
ganises workshops for PLHIV and service providers, plus training for lawyers and 
prosecutors. Finally, the Program tracks Criminalization cases and provides indi-
vidual support to defense lawyers and people charged in Quebec.
Results: The Program has written a policy statement on criminalization, which 
represents COCQ-SIDA member’s position and has been calling for prosecutorial 
guidelines to limit the impact of criminalization. Also, it has participated in three 
cases at the Supreme Court, given individual support in fifteen files as well as track-
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ing all of the various prosecutions throughout Quebec. The Program has given more 
than one hundred workshops for PLHIV and service providers in addition to two 
trainings for lawyers and prosecutors.
Conclusions: The Program will continue its different actions and develop new advo-
cacy strategies especially to demonstrate that criminalization could harm preven-
tion and human rights if in contradiction with scientific advances and public health 
prevention messages. As the impact of the Program’s actions on the prosecutions 
and the decisions reached is difficult to evaluate, the development of a formal eval-
uation is in process. 

WEPEC1042
HIV and access to rights for sub-Saharan immigrants in France: 
results from the ANRS Parcours Survey
A. Gosselin1, A. Ravalihasy1,2, F. Lert1, N. Lydié3, A. Desgrées du Loû1,2,  
Parcours Study Group 
1CEPED (Paris Descartes University-IRD), Paris, France, 2Institut de Recherche pour 
le Developpement (IRD), Marseille, France, 3Santé Publique France, National Agency 
for Public Health, Saint-Maurice, France 
Presenting author email: anne.gosselin@ceped.org

Background: In France, HIV-positive foreigners can obtain a residence permit for 
medical reasons (RPHR) (a 1-year renewable permit). However, associations for 
immigrants’ rights have claimed that RPHR holders had more difficulty to access 
long-term permits than other immigrants although they are entitled to them. In 
this study we assess whether HIV-positive persons are discriminated in the access 
to long-term permits because of their holding RPHR.
Methods: We use data from the ANRS Parcours quantitative survey which was led 
in 2012-2013 among 1705 randomly-sampled Sub-Saharan immigrants living with 
HIV/Aids or Hepatitis B in Paris area. This biographical survey allows us to reconsti-
tute the entire history of residence permits. With discrete-time logistic models, we 
study the determinants of the access to long-term permits and the effect of RPHR 
on this access. Control variables are included to take the instruction level, the rea-
son of migration, the period of arrival and length of stay into account.
Results: The RPHR has a negative impact on the access to long-term residence 
permits (aOR between 0.15 and 0.27 according to the group, p<0.01), thus 
RPHR holders are discriminated in their access to long-term permits in France. 
Additionally, our results reveal an increasing difficulty to access long-term permits 
since 2005 (aOR= 0.16 [0.07-0.41] for men in the Hepatitis group, same tendency 
in other groups), reflecting the hardening of migratory policy in the last decade. 

 HIV Hepatitis B

 Men N=185 
(2094 p.years)

Women N=320 
(2791 p.years)

Men N=238 
(2682 p.years)

Women N=90 
(635 p.years)

 aOR[CI95%] aOR[CI95%] aOR[CI95%] aOR[CI95%]

Period of arrival in France
Before 1996 (ref) - - - -
1996-2004 0,54 [0,28; 1,04] 0,52 [0,27; 1,00] 0,35 [0,20; 0,61] 0,90 [0,25; 3,32]
2005-2013 0,57 [0,26; 1,26] 0,70 [0,42; 1,18] 0,16 [0,07; 0,41] 0,26 [0,06; 1,17]

Length of stay (t)* 1,06 [0,99; 1,13] 1,07 [1,02; 1;13] 1,05 [0,99; 1,10] 1,16 [1,01; 1,32]

Has had a resident 
permit for health 

reasons
0,20 [0,11; 0,36] 0,19 [0,13; 0,28] 0,15 [0,07; 0,32] 0,27 [0,11; 0,66]

[Table 1. Factors associated with the access to 10-year residence or French nationality, 
year by year, per sex and study group. Odds ratios in bold are significant at 5%. 
(adjusted on age, region of origin, to have been diagnosed or not, having a child a given 
year, level of instruction and reason for coming to France) Source : ANRS Parcours 
Survey 2012-2013]

Conclusions: These results quantitatively measure the discrimination in access to 
long-term permits towards Sub-Saharan immigrants holding a permit for health-
care reasons and they claim for a sustainable legal status for ill foreigners in Europe. 

WEPEC1043
Ethical and human rights considerations for inclusion of minors 
who sell sex in epidemiological, prevention, and other research: 
evidence from female sex workers in Abidjan, Côte d’Ivoire
A. Grosso1,2, C. Lyons2, D. Diouf3, B. Liestman2, R. Ezouatchi3,  
M. Thiam-Niangoin4, K. Abo4, F. Drame3,5, A. Bamba3, J. Tety6, E. Obodou7,  
I. Ba8, S. Baral2 
1Public Health Solutions, Research and Evaluation, New York, United States, 2Johns 
Hopkins University Center for Public Health and Human Rights, Epidemiology, 
Baltimore, United States, 3Enda Santé, Dakar, Senegal, 4Programme National de Lutte 
Contre le SIDA, Ministere de la Lutte Contre Le SIDA, Abidjan, Cote D’Ivoire, 5Gaston 
Berger University, Department of Geography, School of Social Sciences, St. Louis, 
Senegal, 6Blety, Abidjan, Cote D’Ivoire, 7Office National de la Population, Ministère 
d’Etat, du Plan et du Déveoppement, Abidjan, Cote D’Ivoire, 8Institut National de la 
Statistique de la Côte d’Ivoire, Abidjan, Cote D’Ivoire 
Presenting author email: grossoas@gmail.com

Background: Parental permission may not be appropriate or feasible for research 
with minors less than 18 years old who sell sex, who are understudied and at high risk 
for HIV acquisition, particularly in sub-Saharan Africa. Research with adult female 
sex workers (FSW) who started selling sex as minors can illustrate ethical and hu-
man rights issues related to parental consent for epidemiological and prevention 
research with this vulnerable group.
Methods: FSW >17 years old recruited through respondent-driven sampling in 
Abidjan, Côte d’Ivoire completed an interviewer-administered survey that included 
a question asking the age at which they first sold sex. This variable was dichoto-
mized to assess the prevalence and correlates of selling sex under age 18 through 
multivariable logistic regression using Stata 14/SE. The Johns Hopkins School of 
Public Health Institutional Review Board and the Comite National d’Ethique et de 
la Recherche in Côte d’Ivoire approved the study.
Results: Specific numeric results are presented in the tables. Over one quarter 
(27.9%, 130/466) of participants started selling sex before age 18. Those who sold 
sex as minors were more likely than those who started as adults to have given birth 
before age 18 and been orphaned before age 18. They were more likely to have been 
raped by anyone before age 18 and raped or physically assaulted by a family member 
ever. Those who sold sex as minors were more likely to report that a parent or family 
member knew they sold sex but also more likely to report stigma from their family 
due to selling sex. 

Age of start 
of selling 
sex

Tested 
positive for 
HIV in the 

study

Gave birth 
before 
age 18

One or both 
parents 

died before 
participant was 

18 years old

Ever told 
one or both 

parents 
they sold 

sex

Someone in their 
family knew they 

sold sex though they 
did not voluntarily 

disclose

Under 18 12.6% 
(16/127)

33.9% 
(44/130)

47.3% 
(61/129)

10.1% 
(13/129)

45.7% 
(59/129)

18+ 10.4% 
(34/326)

22.2% 
(74/333)

32.9% 
(109/331)

4.2% 
(14/334)

29.5% 
(99/336)

Age-Adjusted 
Odds 
Ratio (95% 
Confidence 
Interval)

2.0 
(1.0-4.1)

2.2 
(1.4-3.5)

1.7 
(1.1-2.5)

2.4 
(1.1-5.5)

2.2 
(1.4-3.4)

[Correlates of selling sex as a minor in Abidjan]

Age of 
start of 
selling 
sex

Was 
raped 
before 
age 18

Ever told 
family they 
were raped 

(among 
those raped 
before age 

18)

Was 
ever 

raped 
by 

family 
member

Was ever 
physically 
assaulted 
by family 
member

Ever felt 
excluded 

from family 
gatherings 

due to 
selling sex

Ever felt family 
members spoke 

badly of them, made 
discriminatory 

remarks or gossiped 
about them because 

they sold sex

Under 18 43.9% 
(57/130)

36.8% 
(21/57)

6.9% 
(9/130)

17.7% 
(23/130)

15.4% 
(20/130)

43.1% 
(56/130)

18+ 6.6% 
(22/335)

40.9% 
(9/22)

2.4% 
(8/336)

9.2% 
(31/336)

6.0% 
(20/336)

14.9% 
(50/336)

Age-
Adjusted 
Odds 
Ratio (95% 
Confidence 
Interval)

10.0 
(5.7-17.6)

0.9 
(0.3-2.5)

3.5 
(1.3-9.7)

2.3 
(1.2-4.2)

2.9 
(1.5-5.8)

4.5 
(2.8-7.3)

[Violence/stigma correlates of selling sex <18]

Conclusions: Women who started selling sex as minors experienced substantial 
health and social risks for HIV acquisition before age 18. Obtaining parental con-
sent for participation in research about selling sex under age 18 for this population 
would likely be unreasonable due to parents’ death, lack of disclosure of sexual vio-
lence or sex work, and violence or stigma from family. 



Monday
24 July

Author
Index

Late
Breaker

Abstracts

Wednesday
26 July
Poster

Exhibition

Tuesday
25 July

iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

ABSTRACT BOOK • www.iAS2017.ORg 516 517516

WEPEC1044
“I think the parent should be there because no one was 
born alone”: Kenyan adolescents’ perspectives on parental 
involvement in HIV research
A.K. Groves1, D.D. Hallfors2, B.J. Iritani2, S. Rennie3, F.S. Odongo4, D. Kwaro4, 
N. Amek4, W.K. Luseno2 
1Drexel University Dornsife School of Public Health, Community Health and 
Prevention, Philadelphia, United States, 2Pacific Institute for Research and Evaluation 
(PIRE), Chapel Hill, United States, 3University of North Carolina at Chapel Hill, 
Department of Social Medicine, Chapel Hill, United States, 4Kenya Medical Research 
Institute (KEMRI), Kenya Medical Research Institute (KEMRI), Kisumu, Kenya 
Presenting author email: aligroves@drexel.edu

Background: AIDS is the leading cause of death among African adolescents. Yet 
there are substantial gaps in knowledge of how to curb the epidemic among ado-
lescents, in part because they are persistently underrepresented in HIV research. 
Further, ethical guidance for conducting research among youth under 18 is lacking. 
One ethical issue is the degree to which parents should be involved in the research 
process. Much of the existing discourse is theoretical and focuses on negative con-
sequences of parental involvement, particularly in sexual health research. We use 
empirical data to describe Kenyan adolescents’ perspectives on parental involve-
ment in consent and disclosure of HIV test results in a research study context.
Methods: We conducted two rounds of focus group discussions with 40 adolescents 
(15-19 years old) in Western Kenya. Half of the adolescents were female and one-
fifth identified as HIV-positive. We used semi-structured guides to ask hypotheti-
cal questions about minor adolescent participation in HIV research and parental 
involvement. We analyzed data using codes and matrices.
Results: Kenyan adolescents were largely in favor of having their parents involved 
during the research process. More than half of all participants, and a majority of 
HIV-positive participants, who spoke about permission felt minors must seek their 
parents’ permission to participate in HIV research. Further, an overwhelming ma-
jority of adolescents felt that parents of minors should be present for part or all of 
HIV testing and disclosure, even among those who felt conflicted about or against 
mandatory parental permission for minors. Youth primarily wanted to have their 
parents present during HIV testing and disclosure because they wanted their sup-
port. Such support was perceived as particularly important for youth receiving an 
HIV-positive diagnosis.
Conclusions: Our findings depart from existing discourse and provide an important 
contextualized perspective from Kenyan youth on benefits of parental involvement. 
From this perspective, involvement of parents in research extends beyond obtaining 
their permission to participate to providing essential support for youth, regardless 
of HIV status, during and beyond the course of research. Ethical guidelines that 
prioritize adolescent autonomy in research must take into account reasons to in-
volve parents considered important by adolescents themselves, particularly in low-
resource settings. 

WEPEC1045
Ignoring the ban: blood donation among young adult MSM  
at risk for HIV
A. Wentz1, R. Merchant1,2, M. Clark3, T. Liu1, J. Rosenberger4, J. Bauermeister5, 
K. Mayer6 
1Brown University School of Public Health, Providence, United States, 2Rhode Island 
Hospital, Providence, United States, 3University of Massachusetts Medical School, 
Worcester, United States, 4Pennsylvania State University, Hershey, United States, 
5University of Pennsylvania, Philadelphia, United States, 6Fenway Health, Boston, 
United States 
Presenting author email: anna_wentz@brown.edu

Background: In the US, men who have sex with men (MSM) were banned from 
donating blood from 1983 to 2015 in effort to prevent transfusion transmitted HIV 
infection. In December 2015, the US FDA replaced the ban, permitting MSM 
to donate if they reported no sex with another man in the prior year. Qualitative 
evidence suggests that MSM who choose to donate blood despite the ban likely 
base this decision on self-perceived risk, although data on this topic are limited. We 
aimed to identify blood donation practices and their relationship with HIV risk in a 
population of young adult MSM (YMSM) believed to be at higher risk for HIV who 
previously donated blood.
Methods: In 2014, 18-24-year-old black, Hispanic, and white, HIV-negative 
YMSM were recruited from across the US through multiple social media platforms 
to complete an online survey. The survey queried about blood donation history, HIV 
testing history, self-perceived HIV risk, and sexual behavior, particularly condom-
less anal intercourse (CAI). Among YMSM who ever donated blood, we conducted 
a multivariable logistic regression analysis estimating the odds of donating blood in 
the past year, adjusting for age, race/ethnicity, geographic region, education, and if 
they had a primary care provider.

Results: 

 Total (n=1,093) 
aOR (95% CI)

Black (n=195) 
aOR (95% CI)

Hispanic (n=385) 
aOR (95% CI)

White (n=513) 
aOR (95% CI)

Never had CAI 1.84 (1.24-2.73) 2.81 (1.16-6.85) 3.41 (1.65-7.05) 1.20 (0.69-2.09)
No CAI in the 
last 12 months 1.16 (0.84-1.60) 1.74 (0.82-3.69) 1.49 (0.86-2.57) 0.93 (0.58-1.49)

Perceived 
likelihood of 
having HIV “Not 
possible at all”

1.57 (1.14-2.16) 1.61 (0.74-3.50) 1.80 (1.07-3.01) 1.55 (0.97-2.49)

Had HIV test in 
last 12 months 1.23 (0.90-1.67) 1.59 (0.68-3.71) 1.45 (0.86-2.43) 0.97 (0.63-1.48)

[Adjusted odds of donating blood in the past year]

Of the 2,261 YMSM surveyed (19% black, 36% Hispanic, 45% white), 49% had 
previously donated blood, and 13% had donated blood within the past year. Among 
YMSM who ever donated blood, past year blood donation was more likely among 
those who never had CAI and had a lower perceived likelihood of being HIV in-
fected. Past year blood donation was related to ever having had CAI, self-perceived 
HIV infection likelihood, and past year HIV testing for black and Hispanic but not 
white YMSM.
Conclusions: Black, Hispanic and white YMSM donated blood with a surprisingly 
high frequency despite the ban in the US. Although the choice to donate for some 
YMSM was congruent with HIV risk, white YMSM in particular appeared to donate 
despite self-perceived HIV risk, sexual behavior, and HIV testing utilization. 

WEPEC1046
‚From one pill a day to no pill a day’: perceptions of  
HIV cure research among people living with HIV:  
qualitative findings from focus groups in 4 U.S. cities
K. Dube1, L. Sylla2, D. Evans3,4, J. Taylor5, D. Palm6, A. Gilbertson7, J.D. Tucker8,9, 
J. Auerbach10 
1The University of North Carolina at Chapel Hill, UNC Gillings School of Global 
Public Health, Public Health Leadership Program (PHLP), Chapel Hill, United States, 
2defeatHIV Community Advisory Board (CAB), Seattle, United States, 3Delaney 
AIDS Research Enterprise (DARE) CAB, Los Angeles, United States, 4Project Inform, 
Los Angeles, United States, 5Collaboratory of AIDS Researchers for Eradication 
(CARE) CAB, Palm Springs, United States, 6Collaboratory of AIDS Researchers 
for Eradication (CARE) CAB, Chapel Hill, United States, 7UNC Social Medecine 
Department, Chapel Hill, United States, 8UNC Project China, Guangzhou, China, 
9UNC Institute of Global Health and Infectious Diseases (IGHID), Chapel Hill, United 
States, 10University of California San Francisco (UCSF), San Francisco, United States 
Presenting author email: karine_dube@med.unc.edu

Background: Biomedical HIV cure research is advancing in the United States and 
elsewhere around the world. Little is known, however, about perceptions and ac-
ceptability of various HIV cure research strategies or willingness to participate in 
studies to test these strategies among people living with HIV.
Methods: We undertook focus group discussions with people living with HIV at four 
(4) Martin Delaney collaboratory HIV cure clinical research sites in the United 
States: Seattle, WA; Los Angeles, CA; San Diego, CA and Durham, NC. We con-
ducted 10 focus group discussions January - June 2016 and subsequent thematic 
analysis.
Results: 76 individuals (60.5% males, 35.5% females, 2.6% transgendered individu-
als, 1.3% non-binary/queer) participated. The sample was ethnically diverse (40.8% 
Caucasian/White, 39.5% African American/Black, 9.2% Hispanic/Hispanic de-
scent, 10.5% other). Main narratives centered on meanings of HIV cure (e.g. not 
having to take medications and not being able to infect sexual partners) and deter-
rents and motivators to participation in HIV cure research. There was a preference 
for a sterilizing cure (eradication) compared to a functional cure (remission) across 
all 4 sites. Participants expressed anxiety with interrupting HIV medication in the 
context of HIV cure research and preferred knowing that they were controlling 
the virus at all times. Further, there were concerns about potential clinical side ef-
fects of HIV cure strategies. Participants who experienced several HIV treatment 
regimens to become undetectable appeared less willing to take part in risky cure 
studies. One thread that emerged was the impact of stigma, and the belief that a 
sterilizing cure would be the only way to eradicate stigma. Additional narratives fo-
cused on expectations of HIV cure biomedical investigators, recruitment of special 
populations - including women, and practical issues involved in the conduct of HIV 
cure studies. Some anxieties were expressed around being cured, including losing 
disability insurance (financial burden). The need for better education around HIV 
cure research emerged as a strong theme.
Conclusions: This community participatory project begins to fill a gap around per-
ceptions of HIV cure research among people living with HIV. Qualitative results can 
help inform a patient-centered HIV cure research agenda. 
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WEPEC1047
What would an HIV cure mean to you? Ascribing meaning 
through an HIV cure tree
L. Sylla1, M. Louella1, D. Evans2,3, J. Taylor4, D. Palm5, R. Jefferys6, K. Dubé7 
1defeatHIV, Community Advisory Board, Seattle, United States, 2Delaney AIDS 
Research Enterprise (DARE) Community Advisory Board, Los Angeles, United States, 
3Project Inform, Los Angeles, United States, 4Collaboratory of AIDS Researchers 
for Eradication (CARE) Community Advisory Board, Palm Springs, United States, 
5Collaboratory of AIDS Researchers for Eradication (CARE) Community Advisory 
Board, Chapel Hill, United States, 6Delaney AIDS Research Enterprise (DARE) 
Community Advisory Board, Melbourne, Australia, 7University of North Carolina 
Gillings School of Global Public Health, Chapel Hill, United States 
Presenting author email: lauzie1@live.com

Background: Interest and investment in HIV cure research has been increasing 
since the apparent cure of Timothy Brown 10 years ago through a bone marrow 
transplant from a donor homologous for the CCR5-delta 32 mutation. While his 
experience has not yet been replicated and is still not fully understood, it spawned 
the burgeoning field of HIV cure research. An HIV cure holds the possibility of be-
ing transformative societally as well as medically. Little has been explored about the 
meaning and value individuals ascribe to a cure.
Methods: Volunteers from the Community Advisory Board (CAB) of the Martin 
Delaney Collaboratory (MDC), a US National Institutes of Health initiative fund-
ing multiple HIV cure research collaboratories created an “HIV Cure Tree” at the 
2016 IAS Conference Global Village in Durban, South Africa. MDC CAB vol-
unteers asked a convenience sample of Global Village attendees from around the 
world to write on paper leaves their answers to the question, “What would an HIV 
Cure Mean to You?” Respondents included clinicians, researchers, people living 
with HIV, activists, and others. Leaves were later sorted into themes.
Results: We collected 244 leaves. The two dominant themes that emerged were 
freedom and hope. Freedom was a stand-alone concept, and also included mul-
tiple sub-themes, such as freedom from taking medication, freedom from stigma, 
freedom from worry, and freedom to enjoy making love. Other significant themes 
clustered around personal meanings, such as, “My precious time with my children- 
LIFE,” and “All my dreams come true,” while others were more societally focused, 
such as, “An AIDS-free generation” and, “A world full of happy people.” Some saw 
a cure as “Victory” or an end, while others saw it as a new beginning. Other signifi-
cant themes that emerged included no more stigma, happiness, fulfillment, a better 
future, ending suffering, love, prosperity and relief.
Conclusions: People see an HIV cure as liberating for both individuals and societies. 
Many perceive it as the best route to ending stigma and a key element contributing 
to ending AIDS. Cultural context contributes to the meanings people ascribe to a 
cure. There is significant global support for continuing to search for an HIV cure. 

WEPEC1048
Adolescent girls´ understanding of consent and views on waiver 
of parental consent regarding HIV self-testing
K. Agot1, G.-N. Wango1, S.H. Masters2, L. Oluoch1, M. Omoya1, N. Ounda1,  
H. Thirumurthy2 
1Impact Research and Development Organization, Kisumu, Kenya, 2Gillings School of 
Global Public Health, University of North Carolina at Chapel Hill, Chapel Hill, United 
States 
Presenting author email: mamagifto@yahooo.com

Background: Adolescent girls (AGs) aged <18 years are often omitted from bio-
medical research because of requirements for parental consent. Thus, there is 
paucity of knowledge regarding whether interventions that are effective in adult 
women also work for AGs. We assessed if AGs ages 15-17 years can understand a 
consent document and explored their views regarding waiver of parental consent.
Methods: We conducted a mixed-methods study with AGs accessing HIV testing 
services in western Kenya. After enrollment, a study staff administered a second 
consent for a planned study in which AGs would be offered multiple HIV self-tests 
for use with their sexual partners. A second staff asked participants 22 multiple-
choice questions to assess understanding of various aspects of the second consent, 
including: purpose, eligibility, procedures, risks and benefits, confidentiality, volun-
tarism, and rights. We also used semi-structured interviews to explore participant ś 
views on waiver of parental consent. Participants’ response were audio-taped, 
coded, and analyzed.
Results: We interviewed 33 sexually-active HIV-negative AGs. Sixteen had some 
primary education and 17 had some secondary education. The proportion of par-
ticipants who understood each question was ≤25% for 2 questions, 26-50% for 3 
questions, 51-75% for 10 questions, >75% for 7 questions. Questions on ‚who to 
contact if rights are violated’ and ‚IRB with ethical oversight over the study’ scored 
lowest while sample size, age eligibility, voluntary participation, benefits, and rea-
sons for contacting researchers scored highest. Thirty-two participants preferred 

the consent document read to them, and most felt that parental consent should not 
be waived when the study is about HIV generally (77%), HIV testing (83%), STIs 
(77%), pregnancy (83%), contraceptives (67%) and ART (90%). However, when 
informed that the consent document for studies on these topics could mean that 
their parents learn of their sexual activity, 64% preferred waiver of parental consent 
and another 31% preferred that the mother should provide consent.
Conclusions: AGs can understand consent documents fairly well and believe paren-
tal consent should not be a requisite for their participation in research if their sexual 
behavior could be involuntarily disclosed. There is need to also get views from ethics 
bodies and parents regarding waiver of parental consent. 

WEPEC1049
Characterizing the role of gender-based violence and mental 
health in mediating use of condoms among female sex workers 
in Cameroon
A. Abelson1,2, C. Lyons2,3, S. Ketende2,3, I. Mfochive Njindam2,3, M. Decker1,2,  
G. Fouda4, F. Ndonko4, D. Levitt5, U. Tamoufe6, A.-C. Zoung-Kanyi Bissek7,  
O. Ndoya8, S.C. Billong7, G. Tayong9, S. Baral2,3 
1Johns Hopkins Bloomberg School of Public Health, Department of Population, Family 
and Reproductive Health, Baltimore, United States, 2Johns Hopkins Bloomberg 
School of Public Health, Center for Public Health and Human Rights, Baltimore, 
United States, 3Johns Hopkins Bloomberg School of Public Health, Department of 
Epidemiology, Baltimore, United States, 4CARE, Yaoundé, Cameroon, 5CARE, New 
York, United States, 6Metabiota, Yaoundé, Cameroon, 7Comité National de lutte contre 
le Sida (CNLS), Ministère de la Sante Publique (MINSANTE), Yaoundé, Cameroon, 
8Hospital, Yaoundé, Cameroon, 9Cameroonian Medical Women’s Association (CMWA), 
Bamenda, Cameroon 
Presenting author email: clyons8@jhmi.edu

Background: Female sex workers (FSWs) face high burdens of gender-based vio-
lence (GBV) and associated HIV risk globally. Depression is consistently associated 
with both GBV and HIV risk behaviors in other populations, yet remains poorly 
understood or researched among FSWs. We examined the relationship between 
GBV and mental health for FSWs, and how the relationship may mediate consistent 
condom use with clients.
Methods: We analyzed data from Cameroon-based FSWs (n=2,265), recruited 
via respondent-driven sampling across five sites in 2016. Eligible participants were 
aged 18 and over, and had to report having sold sex within the past year. The women 
were given tablet-based structured interviews, which included questions about vio-
lence, condom use, and the Patient Health Questionnaire 9 (PHQ9) to screen for 
depression. Survey respondents were linked to HIV tests conducted on site.
Results: HIV prevalence was 24% (548/2,250) and inconsistent condom use with 
clients was 28% (508/1,841). Violence was prevalent; 25% (561/2,261) reported 
physical violence and 33% (739/2,263) reported sexual violence. Forty-five per-
cent (934/2,059) of respondents scored a 5 or higher on the PHQ9 scale, signaling 
some level of depression. Sexual violence was significantly associated with inconsis-
tent condom use among both casual (p=0.009) and regular clients (p=0.000). The 
PHQ9 depression levels were significantly associated with condom use, with higher 
PHQ9 depression scores associated with inconsistent condom use (regular clients: 
p=0.007, casual clients p=0.002). PHQ9 depression levels were significantly in-
versely associated with experiencing sexual violence (p=0.000). 

 Total, 
N/N

Total, 
%

incon-
sistent 

condom 
use, reg 

client, N/N

incon-
sistent 

condom 
use, reg 
client, %

Chi 
squared 
p-value

incon-
sistent 

condom 
use, casual 
client, N/N

incon-
sistent 

condom 
use, casual 

client, %

Chi 
squared 
p-value

PHQ9 Depression Score
No 
depression 
(0-4)

1125/
2059 54.64 183/926 19.76 0.007 139/1008 13.79 0.002

Mild (5-9) 678/
2059 32.93 136/606 22.44  96/621 15.46  

Moderate 
(10-14)

181/
2059 8.79 33/142 23.24  42/166 25.30  

Moderately 
Severe 
(15-19)

59/
2059 2.87 21/55 38.18  12/55 21.82  

Severe 
(20-27)

16/
2059 0.78 6/15 40.00  4/15 26.67  

Violence
Experience 
of physical 
violence

561/
2261 24.81 120/506 23.72 0.204 92/537 17.13 0.349

Experience 
of sexual 
violence

739/
2263 32.66 179/659 27.16 0.000 129/686 18.80 0.009

[Condom Use, Violence, and Depression Among FSW]
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Conclusions: Both sexual violence and depression are prevalent and shape con-
dom use with clients among FSW in Cameroon. The large proportion of FSW with 
reported depression is highly connected both to sexual violence and inconsistent 
condom use. This highlights the need for interventions to address the structural- 
and individual-level mental and physical impacts of GBV for FSWs to reduce HIV 
acquisition and transmission among FSW. 

WEPEC1050
A videogame intervention for sexual risk reduction in minority 
adolescents: a randomised controlled trial
L. Fiellin1,2, K. Hieftje1, T. Pendergrass1, T. Kyriakides1, L. Duncan3, J. Dziura1,  
B. Sawyer4, L. Mayes1, C. Crusto1,5, B. Forsyth1,5, D. Fiellin1 
1Yale University, New Haven, United States, 2Yale Child Study Center, New Haven, 
United States, 3McGill University, Montreal, Canada, 4Digitalmill, Freeport, United 
States, 5University of Pretoria, Pretoria, South Africa 
Presenting author email: tyra.pendergrass@yale.edu

Background: HIV disproportionately impacts minority youth. Interventions to de-
crease HIV sexual risk are needed. We hypothesized that an engaging theory-based 
videogame intervention, would improve sexual health outcomes in adolescents.
Methods: Randomised controlled trial in 12 community programs. Participants 
were randomised 1:1 to up to 16 hours of the intervention videogame or attention/
time control videogames over six weeks. Assessments were conducted at six weeks, 
three, six and 12 months. Primary outcome was delay of initiation of vaginal/anal 
intercourse. Secondary outcomes included delay of initiation of sexual activities 
(composite of vaginal/anal intercourse, oral sex, and touching), sexual health at-
titudes, knowledge, and intentions. We examined outcomes by gender and age. 
Analyses of 24-month outcomes are underway and will be presented.
Results: Between February 26, 2013 and May 16, 2014, we randomised 333 par-
ticipants to play intervention (n=166) or control games (n=167): 90% were racial/
ethnic minorities, 53% were boys, and the mean age was 13 years. At 12 months: for 
the 258 (84·6%) participants with available data: 122/129 (94·6%) in the interven-
tion group vs. 123/129 (95·4%) in the control group delayed the initiation of inter-
course (p > 0·99). Eighty-seven percent of participants in both groups delayed the 
initiation of sexual activities (p > 0·99). We have just completed 24-month follow-
up and analyses are underway. This longer duration of follow-up in this age group 
may demonstrate higher event rates in the initiation of sex. Over 12 months, the 
intervention group, compared to the control group, demonstrated: improved sexual 
health attitudes overall (p=0·04), in boys (p=0·01) but not in girls (p=0·63) (treat-
ment by gender interaction, p=0·09), in younger participants (p=0·009) but not 
in older participants (p=0·97) (treatment by age interaction, p=0·06); increased 
sexual health knowledge overall (p < 0·001), in boys, girls, younger (<12 years) and 
older (> 12 years) participants (p < 0·01 for all comparisons); no differences in in-
tentions to delay the initiation of intercourse or other sexual activities between the 
two groups (p= 0·59).
Conclusions: A videogame intervention improves sexual health attitudes and 
knowledge in minority adolescents.

WEPEC1051
Impact of integrating evidence-based behavioral interventions 
(EBIs) and economic empowerment into HIV/STI prevention 
programs for slum-dwelling adolescent girls and young women 
in Kenya
J. Njathi Nguku1, F. N. Mbai2, E. W. Mwaniki1 
1Technical University of Kenya, Community and Public Health, Nairobi, Kenya, 
2Technical University of Kenya, Biomedical Sciences and Technology, Nairobi, Kenya 
Presenting author email: njathi.wambui@gmail.com

Background: Slum-dwelling Adolescent Girls and Young Women (AGYW) are 
highly vulnerable to HIV infection. Almost 7,000 new infections occur among 
AGYW in Eastern and Southern Africa. There is inadequate evidence on which 
health promotion models elicit sustainability of required behaviors. The objective of 
the study was to assess Knowledge, Attitude and Behavior (KAB) of AGYW resid-
ing in Mukuru Slums, Nairobi who had previously (2011-2014) participated in three 
different HIV/STI prevention programs. The study shows the potential sustainabil-
ity of the interventions after three years.
Methods: A total of 423 AGYW were identified through stratified random sam-
pling and enrolled into this retrospective cohort study. These included 207 former 
beneficiaries of the three different program models and another 216 who had not 
participated in any HIV Prevention program. The figure below shows those enrolled 
and the components of the different program models.

[Number of AGYW Enrolled]

All 423 AGYW responded to a standard KAB survey. The data collected was 
reported as proportions. Odds ratios with 95% confidence interval were calculated 
to determine any differences among the beneficiaries of HIV/STI programs and the 
Unexposed Group.
Results: In all the measures considered (knowledge on HIV, testing for HIV, power 
in sexual relationships and condom use) BIG project scored highest followed by 
Nuru. The differences between the two programs and the Unexposed Group were 
statistically significant. The figure below details the results.

[Comparing KAB aspects among programs’ beneficiaries]

Conclusions: Integrating EBIs and economic empowerment aspects in HIV/STI 
prevention programs for slum dwelling AGYW seems to have efficacy in sustaining 
knowledge, attitude and protective behaviors. 

WEPEC1052
“It’s almost like gay sex doesn’t exist.” The nature of sex 
communication according to sexual minority adolescent males
D. Flores1, S. Docherty2, R. McKinney3, J. Barroso4 
1University of Pennsylvania, School of Nursing, Philadelphia, United States, 2Duke 
University, School of Nursing, Durham, United States, 3Association of American 
Medical Colleges, Washington, United States, 4Medical University of South Carolina, 
School of Nursing, Charleston, United States 
Presenting author email: dalmacio@upenn.edu

Background: Forty years of research on sex communication between parents and 
children in the home has led to empirically-based HIV and STI prevention inter-
ventions. Minimal research on this process prevents the formulation of similar in-
terventions that would benefit adolescents with same-sex attractions, behaviors 
and identities. We sought to describe the perspectives of gay, bisexual, and queer 
(GBQ) adolescent sons on how sex communication with parents was initiated and 
their reactions to these conversations. These data will be inform future home-based 
HIV and STI intervention work for this population.
Methods: We conducted 30 semi-structured interviews with 15-20 year-old male 
youth from September 2015 to March 2016. Our participants included 23 gay, 
5 bisexual, and 2 queer males. The transcribed data were analyzed iteratively on 
NVivo11 using standard thematic and content analysis techniques.
Results: We identified four central themes focused on how sex communication was 
experienced by these adolescent males: Prompts and triggers (when sons initiate 
the conversations, when parents observe signs of sons’ physical maturation or social 
milestones, when family stories are being shared, and talks that evolve from teach-
able moments), parents’ approaches (informing, lecturing, bargaining or joking), 
sons’ reactions (compliant, mortified, dismissive, isolated, or offended), and the 
underlying functions they assigned to sex communication (to seek answers to ques-
tions of a sexual nature, to gauge parental opinion and acceptance, to keep parents 
informed, to educate parents, and to maintain a relationship for future support). 
We describe similarities to sex communication with mostly heterosexual samples 
and highlight intervention points for the sexuality-sensitive education of sons with 
same-sex attractions, behaviors, and identities.
Conclusions: Gay, bisexual, and queer males’ informational needs about sex are not 
adequately addressed in the home. Parents are in an opportune position to provide 
sexuality-sensitive information because of the premium sons place in the parent-
child relationship. Parents can be sources of reliable sexual health information and 
may be leveraged for future HIV/STI risk reduction interventions. 
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WEPEC1053
The feasibility and acceptability of a technology-based HIV 
preventive intervention in an urban youth-centered community 
health clinic in the United States
D. Cordova1, F. Mendoza Lua1, J. Ramsey2, J. Bauermeister3, B. Castillo1,  
K. Fessler2, A. Kasten1, N. Adelman2, M. Brown2, T. Neilands4, T.Y.L. Council2,  
C. Boyer4 
1University of Michigan, School of Social Work, Ann Arbor, United States, 2The Corner 
Health Center, Ypsilanti, United States, 3University of Pennsylvania, School of Nursing, 
Philadelphia, United States, 4University of California, Center for AIDS Prevention 
Studies, San Francisco, United States 
Presenting author email: cordovad@umich.edu

Background: HIV among youth remains a significant public health concern in 
the United States. HIV testing among adolescents is underutilized despite fed-
eral recommendations to screen adolescents for HIV infection and risk behaviors. 
Efficacious technology-based interventions aimed at improving HIV testing and 
preventing and reducing HIV risk behaviors among adolescents in clinic settings are 
limited. To fill this gap, we developed Storytelling 4 Empowerment (S4E), a theory-
driven, culturally congruent, technology-based HIV preventive mobile application 
(app) for delivery in the clinic setting.
Methods: Employing a multi-method research design, we examined the feasibil-
ity and acceptability of S4E among clinicians and adolescents in an urban youth-
centered community health clinic. S4E aimed to improve clinician-adolescent HIV 
communication and self-efficacy. Once adolescents completed the intervention, 
clinicians were provided adolescent risk behavior scores via the S4E app, aimed at 
facilitating adolescent-clinician HIV risk communication, and link adolescents to 
care and prevention services. We recruited 5 clinicians and 20 adolescents from an 
urban youth-centered community clinic to test the feasibility and acceptability of 
the intervention. Quantitative data were analyzed by computing mean scores and 
qualitative analyses followed the tenets of content analysis.
Results: Among eligible participants, 86.9% of adolescents and 85.7% of clinicians 
enrolled in the study, suggesting the feasibility of recruiting participants from the 
targeted clinic. Among the clinicians, 83% identified as non-Hispanic white and 
66.7% female. Among the adolescents, 70% identified as non-Hispanic white, 30% 
African American, 50% female, and the mean age was 19.6 (SD=1.5, Range= 16-21). 
Findings indicate the participants’ high acceptability of S4E (CSQ-8 mean sum= 
25.2, SD= 4.8, Range= 17-29). Qualitative themes revealed that participants per-
ceived the S4E app prepared them to discuss HIV risk and reduced their feelings of 
discomfort associated with initiating HIV communication, facilitated targeted and 
tailored HIV prevention services, and assisted with linkage to care.
Conclusions: Findings demonstrate the feasibility and acceptability of S4E in an 
urban community-based clinic setting. A next important step is to examine its ef-
ficacy in improving HIV testing and preventing and reducing risk behaviors among 
adolescents. 

WEPEC1054
Participants’ perceptions of the extended repeat HIV testing 
and enhanced counseling (ERHTEC) intervention for primary 
HIV prevention of pregnant and lactating women in Uganda
F. Bannink Mbazzi1, R. King2, Z. Namukwaya3, A. Amone3, F. Ojok4, J. Etima3,  
J. Matovu3, E. Katabira3,5, M.G. Fowler3, J. Homsy2, PRIMAL Study Team 
1Ghent University, Faculty of Psychology and Educational Sciences, Ghent, Belgium, 
2University of California, Global Health Sciences, San Francisco, United States, 
3Makerere University - Johns Hopkins University Research Collaboration, Kampala, 
Uganda, 4AVSI Foundation, Kampala, Uganda, 5Makerere University, College of 
Health Sciences, School of Medicine, Kampala, Uganda 
Presenting author email: femke.bannink@ugent.be

Background: The ‚Primary HIV Prevention among Pregnant and Lactating 
Ugandan Women’ (PRIMAL) study aimed to assess an extended HIV testing and 
enhanced counseling (EHRTEC) strategy among 820 HIV-negative pregnant and 
lactating women aged 18 to 45 years and 410 of their male partners to address the 
first pillar of the World Health Organization global strategy for the prevention of 
mother-to-child HIV transmission (PMTCT).
Methods: We carried out qualitative research to evaluate the acceptability of 
ERHTEC and understand its effect on risk reduction, couple communication and 
support. We conducted 6 focus group discussions and 44 key informant interviews 
involving health care providers, pregnant/lactating women and their male partners 
in Mulago, Uganda’s National Referral Hospital in urban Kampala, and in a rural 
hospital in Kitgum, Northern Uganda between July and September 2015. We used 
Nvivo10 for coding and thematic analysis.
Results: In both sites, participants mentioned that counselling had been helpful 
in risk reduction. The majority of participants enrolled as couples felt counselling 
had improved understanding, faithfulness, and support within their relationship. 

Another counselling benefit frequently mentioned was improvement of couple 
communication and negotiation for decision making for daily matters as well as sex-
ual issues, family planning and condom use. Most participants felt the information 
provided on HIV prevention, family planning, and nutrition had supported them to 
remain HIV-negative and take better care of their children. Participants appreciat-
ed the combination of regular HIV testing and counselling, and were helped by the 
frequent reminders to come for quarterly follow-up. Some participants explained 
community members approached them for advice on HIV prevention and marital 
problems. They stressed the importance of providing counselling to all couples, and 
providing these services at village level. In Kitgum, participants felt couple counsel-
ling was the best way to address risk-reduction. In Kampala, participants recom-
mended individual sessions in addition to couple counselling, in order to address 
personal challenges and concerns.
Conclusions: This study shows how an enhanced repeat testing and counselling 
PMTCT program with a focus on HIV risk reduction, couple communication, fam-
ily planning and nutrition can support risk reduction, and improve support, com-
munication and decision-making about sexual and reproductive health in HIV-
uninfected mothers. 

WEPEC1055
The effect of schooling on partner age difference and number 
of sexual partners among young women in rural South Africa 
enrolled in HPTN 068
M.C.D. Stoner1, J.K. Edwards1, W.C. Miller1,2, A.E. Aiello1, C.T. Halpern1,  
A. Julien1, A. Selin1, J. Hughes3,4, J. Wang4, F.X. Gomez-Olive5, R.W. Wagner5,  
C. MacPhail6, K. Kahn5,7, A.E. Pettifor1, HPTN 068 
1University of North Carolina at Chapel Hill, Chapel Hill, United States, 2Ohio 
University, Athens, United States, 3University of Washington, Seattle, United States, 
4Fred Hutchinson Cancer Research Center, Seattle, United States, 5MRC/Wits Rural 
Public Health and Health Transitions Unit CRS, Agincourt, South Africa, 6University 
of New England, Biddeford, United States, 7University of Witwatersrand School of 
Public Health, Johannesburg, South Africa  

Background: Attending school may prevent sexually transmitted infections among 
young women as they may belong to safer sexual networks, manifested by fewer sex 
partners who are closer to their own age. In this paper we investigate this hypothesis 
using longitudinal sexual behavior data on young women.
Methods: We used data from the HIV Prevention Trials Network (HPTN) 068 
randomized controlled trial in Agincourt, South Africa. We used “having a part-
ner five or more years older” and “number of partners in the last 12 months” as 
outcomes. We measured the association of these outcomes with three different 
schooling situations: women attending >=80% of school days versus < 80%; women 
in school versus women who had dropped out; and women ever repeating a grade 
versus never repeating. We used inverse probability of exposure weighted Poisson 
models with generalized estimating equations. For the binary outcome, a Poisson 
model was used to approximate the binomial model.
Results: Of the 2,360 young women age 13 to 23 with a follow-up visit, 5.4% 
(N=270) attended less than 80% of school days and 3.8% (N=190) dropped out 
of school over the study period. Young women with low attendance had a higher 
one-year risk of having a much older partner (RD: 13.0%; 95% CI: 6.3%, 19.7%) and 
more partners (RD: 18.1%; 95% CI: 7.2%, 29.1%) than women with high attendance. 
Young women who dropped out of school had a higher risk of having a much older 
partner (RD: 13.7%; 95% CI: 5.1%, 22.3%) and more partners (RD: 36.1; 95% CI: 
21.4%, 50.9%). Grade repetition was not associated with either behavior.
Conclusions: Young women who stay in school or attend more days of school have 
partners closer to their own age and fewer partners than young women who attend 
less school or drop out. The lack of association with grade repetition suggests that 
the effect of school on sexual behaviors is more strongly related with frequency of 
time spent in a school environment than with educational success. 

WEPEC1056
Adapting an evidence-based HIV prevention curriculum  
for native american adolescents
M.C. Lee1, C. Dodge-Francis2 
1University of California, Global Center for Children & Families, Los Angeles, United 
States, 2University of Nevada, School of Community Health Sciences, Las Vegas, 
United States 
Presenting author email: crystal42lee@gmail.com

Background: Native American (Native) adolescents are at risk for HIV infection 
attributed to various biological, economic, and social factors, and high-risk behav-
ioral factors. The lack of substantive and culturally appropriate HIV evidence-based 
prevention interventions for Native youth is evident within the literature. Effective 
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scientific prevention methods require tailoring fundamental interventions to re-
spond to both immediate risks and underlying causes of vulnerability for Native 
adolescents. This article presents a feasibility study that adapted and modeled an 
existing HIV evidence-based preventive intervention for Native adolescents.
Methods: Becoming A Responsible Teen (BART) is a community-level, education 
and behavior skills training designed to reduce risky sexual behaviors and improve 
safer sex skills among African American adolescents. This adolescent HIV evidence-
based prevention curriculum; was adapted in three phases for Native adolescents:
1) ascertaining feedback and guidance from a Native Advisory Board (N=5 experts); 
2) modifying the BART curriculum and creating an adolescent workbook to be cul-
turally appropriate and consistent with Native ideologies, language, symbols, prac-
tices, and pedagogy; and 
3) conducting the BART prevention curriculum to test for both efficacy and ef-
fectiveness, with 14 urban inter-tribal Native adolescents. 
Examination of acceptability and cultural congruence between the adapted inter-
vention and the youth’s culture was captured with Likert-scale ratings and qualita-
tive focus group narratives. A pre-post HIV knowledge survey was conducted to 
measure HIV knowledge gains.
Results: The adolescents consistently rated each session has highly accept-
able. There was difference in pre-survey (M=13.93, SD=3.08) and post-survey 
(M=17.14, SD=2.25) conditions; t(13) = 4.166, p <0.0005. Qualitatively respon-
dents preferred the Native cultural content and activities as a curriculum format in 
assisting and clarifying their individual HIV knowledge, sexual ideals, and decision-
making practices.
Conclusions: Few HIV evidence-based prevention feasibility studies have been de-
veloped, adapted, and/or evaluated for Native adolescents. This study demonstrates 
that an adapted BART curriculum would be culturally appropriate for dissemination 
or implementation beyond the population and modalities in which it was originally 
created and studied. 

WEPEC1057
Sharing circles with indigenous women: understanding 
perceptions of HIV to inform the scale-up of behavioural  
change strategies in Quebec, Canada
C. Martin1, D. Peltier2, N. O’Brien3,4, A. Kaida5, M. Becker6, C. Bourassa7,  
S. Bruce8, M. Loutfy9, A. de Pokomandy3,4, on behalf of the CHIWOS-PAW 
Team 
1Native Women’s Shelter of Montreal, Montreal, Canada, 2Canadian Aboriginal 
AIDS Network, Dartmouth, Canada, 3McGill University, Family Medicine, Montreal, 
Canada, 4McGill University Health Center, Chronic Viral Illness Service, Montreal, 
Canada, 5Simon Fraser University, Faculty of Health Sciences, Burnaby, Canada, 
6University of Manitoba, Centre for Global Public Health, Winnipeg, Canada, 7First 
Nations University of Canada, Indigenous Education, Regina, Canada, 8University 
of Manitoba, Community Health Sciences, Winnipeg, Canada, 9Women’s College 
Hospital, Women’s College Research Institute, Toronto, Canada 
Presenting author email: carrie.nwsm@gmail.com

Background: As a result of historical and structural processes, Canadian Indigenous 
women are disproportionally affected by the HIV epidemic. Although Indigenous 
women (First Nations, Métis, Inuit), are 4.3% of the Canadian female population, 
they represent 30.6% of new female diagnosis. Counter to national trends, avail-
able data suggests that the HIV-epidemic among Indigenous women in Quebec is 
not as widespread. 
This research was undertaken to better understand Quebec Indigenous women’s 
perceptions of HIV, and prevention and care services. The overall goal is to identify 
innovative, culturally safe behavioural intervention for HIV prevention specific to 
Indigenous women in Quebec.
Methods: This research is embedded within the Canadian HIV Women’s Sexual 
and Reproductive Health Cohort Study - Prioritizing the Health Needs of Positive 
Aboriginal Women (CHIWOS-PAW). From December 2015 to December 2016, 
four full-day research retreats were conducted with 14 Indigenous women, led by 
Indigenous researchers in Quebec. Drawing on Indigenous Methodologies, and 
under the guidance of an Indigenous Elder, sharing circles, reproductive justice-
based sexual health workshops, and arts-based behavioural change strategies were 
conducted. Research participants then collaboratively interpreted and confirmed 
the findings in an interactive closing circle.
Results: Fourteen Indigenous women, 24-74 years of age, participated. Inuit, Métis 
and First Nations were represented from 12 different communities, and seven dis-
tinct languages were spoken. Self-reported HIV-status included HIV-positive, 
HIV-negative, and HIV-status unknown. In the sharing circles, emphasis was placed 
on root causes of HIV, including gendered violence, unequal relationships, and in-
tergenerational trauma. Recommendations for improving prevention and care in-
cluded ensuring safe spaces for women to meet, share, and learn from one another, 
with peer and youth led programming. Strategies to ensure confidentiality within 
health care settings, and when seeking risk reduction services should be improved. 
Education regarding HIV must also be prioritized to communicate transmission 
risks, to dispel persisting HIV misconceptions, and to reduce stigma and discrimina-

tion. During the circles, women also shared self-care strategies and tools for build-
ing self-esteem as part of overall health.
Conclusions: Peer-led design and delivery of HIV-prevention and care programs 
are key to ensuring a response that meets Indigenous women’s needs, including ad-
dressing structural factors which impact their health and healthcare seeking. 

WEPEC1058
Unsuccessful behavioral risk reduction contributed to HIV 
seroconversion as well as high STI incidence among newly 
diagnosed HIV-positive MSM and TG in a facility-based Test 
and Treat cohort in Thailand
N. Phanuphak1, P. Chamnan2, P. Pathipvanich3, S. Thongpaen4, S. Nonenoy1,  
J. Jantarapakde1, S. Pengnonyang1, N. Teeratakulpisarn1, M. Kongkabpan1,  
D. Trachunthong1, T. Sungsing1, K. Parasate2, S. Seneewong Na Ayutthaya3,  
K. Trairat4, T. Poorisri5, C. Lertpiriyasuwat5, S. Akksilp5, P. Phanuphak1 
1The Thai Red Cross AIDS Research Centre, Bangkok, Thailand, 2Sanpasitthiprasong 
Hospital, Ubonratchathani, Thailand, 3Lampang Hospital, Lampang, Thailand, 
4Mahasarakham Hospital, Mahasarakham, Thailand, 5Department of Disease Control, 
Ministry of Public Health, Nonthaburi, Thailand  

Background: Facility-based Test and Treat model for Thai MSM and TG has proved 
successful in identifying and linking new HIV cases to ART. However, long-term 
behavioral risk patterns among these HIV-negative and HIV-positive MSM and TG 
are unknown.
Methods: Thai MSM and TG aged ≥18 years were recruited through 4 clinics/hospi-
tals. Self-administered questionnaires and HIV testing were performed at baseline 
and every 6 months. Syphilis, gonorrhea and chlamydia were screened at baseline 
and every 12 months. We studied risk behaviors over a 24-month period among 
participants diagnosed HIV-positive, seroconverted, or remained HIV-negative. 
Factors were modeled by Cox proportional hazard for HIV incidence.
Results: Of 696 MSM and 112 TG enrolled, HIV prevalence was 16.4% and HIV 
incidence was 5.3 per 100 person-years. 85% initiated ART within a median (IQR) 
time of 8(4-22) days. HIV RNA was < 40 copies/mL in 80.4%, 93.4%, 94.8% and 
97.2% at months 6, 12, 18 and 24 after ART, respectively. 
Newly diagnosed HIV-positive participants significantly reduced, from baseline to 
months 6, 12, 18 and 24, unprotected sex (76.4% to17.3%, 14.0%, 13.5%, 15.1%, 
p<0.001), having multiple partners (60.9% to32.3%, 31.2%, 34.0%, 31.4%, p< 
0.001), and amphetamine-type stimulants (ATS) use (10.9% to5.8%, 2.0%, 2.1%, 
1.5%, p<0.001). Participants who remained HIV-negative also reduced unprotect-
ed sex (50.5% to 34.7%, 32.9%, 35.4%, 29.2%, p<0.001) although not to the level 
of HIV-positive participants. HIV seroconverters, however, remained practicing 
unprotected sex (79.1% to 62.8%) and having multiple partners (61.9% to 69.7%) 
from baseline until seroconverted, and increased ATS use at seroconversion (7.0% 
to 11.6%). Unprotected sex (HR 3.15, 95%CI 1.31-7.57, p=0.01) and having baseline 
STIs (HR 2.08, 95%CI 1.10-3.91, p=0.02) increased risk of HIV seroconversion. 
HIV-positive participants had higher STI incidence (per 100 person-years) than 
HIV-negative participants: syphilis (13.4 vs. 1.6, p<0.001), gonorrhea (16.4 vs. 6.0, 
p<0.001), and chlamydia (18.1 vs. 5.7, p<0.001).
Conclusions: Behavioral risk reduction was not always successful. Continued risks 
contributed to HIV seroconversion and STI incidence which could affect the end-
ing AIDS goal. Integrating effective use of pre- and post-exposure prophylaxis and 
regular STI screening into programs for populations with high-risk behaviors are 
urgently needed. 

WEPEC1059
Addressing issues impacting safe and consistent use of  
an HIV prevention intervention: development of a social 
benefits-harms (SBH) tool
E.E. Tolley1, S. Zissette1, T. Palanee-Phillips2, F. Mathebula2, S. Tenza2,  
M. Hartmann3, E. Montgomery4 
1FHI 360, Behavioral and Social Science Research, Durham, United States, 
2Wits Reproductive Health and HIV Institute, University of the Witswatersrand, 
Johannesburg, South Africa, 3RTI, Women’s Global Health Imperative, Cape Town, 
South Africa, 4RTI, Los Angeles, United States 
Presenting author email: btolley@fhi360.org

Background: In HIV prevention trials, male partners have influenced women’s 
ability to safely and consistently adhere to trial products, including vaginal rings as 
demonstrated in the MTN 020/ASPIRE trial. Validated scales can be useful tools 
to systematically measure complex constructs, such as those related to male part-
ner engagement. Building onto an open-label microbicide vaginal ring trial called 
MTN025/ HOPE, the CHARISMA intervention tailors HIV prevention and em-
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powerment counseling to study participants’ relationship contexts and monitors 
the social benefits and harms (SBH) of the intervention on women’s agency to use 
microbicides. Part of the intervention involved development of a SBH tool.
Methods: Based on a literature review and conceptual framework, we identified 
and refined 127 potential items representing intimate partner violence, agency and 
social support. A structured survey (n=309), including SBH items among other 
variables was administered to former microbicide trial- and non-trial participants. 
We conducted exploratory factor analyses (EFA), examining solutions for three to 
nine factors, to identify a reduced set of constructs and items to screen women who 
might experience social harms or benefits related to vaginal ring use. We examined 
associations with other survey variables to assess content and construct validity.
Results: Several EFA solutions produced conceptually relevant factors with good to 
strong reliability. We retained five constructs with particular theoretical relevance 
for the tool. They included: 
Traditional Values (13 items, α=.84); 
Partner Support (10 items, α=.81); 
Partner Abuse and Control (9 items, α=.81); 
Partner Resistance to HIV Prevention (5 items, α=.80); 
and HIV Prevention Readiness (5 items, α=.68). 
The SBH tool is currently being piloted at the Johannesburg MTN 025/ HOPE site; 
after further validation, rollout to other African sites is anticipated. Administered 
electronically, women whose scores indicate low partner support and/or high re-
sistance or abuse are identified as potential recipients of tailored counselling and/
or referrals.
Conclusions: Our brief, electronically-administered tool assists trial providers to 
assess women’s perceptions of partner support or opposition to using HIV preven-
tion products, including the risk of IPV. Beyond trial settings, such a tool could 
assist clinic staff to efficiently tailor risk reduction, empowerment and adherence 
counseling for microbicides and other services. 

Sustainable Financing

WEPED1345
The cost and effectiveness of achieving universal HIV  
treatment coverage in Africa: a modeling analysis of scaling  
up “treat all” in Zambia
T. Guthrie1, C. Moyo2, A. Kinghorn3, C. van Rensberg4, J. Kuenhle5, W. Kaonga2, 
L. Hehman Soares6, M. Kamanga7, G. Sinyangwe5, J. Stover8, L. Long4, S. Rosen9 
1Health Economics and Epidemiology Research Office, WITS University, 
Johannesburg, South Africa, 2Ministry of Health, Zambia, Clinical Services, Lusaka, 
Zambia, 3WITS University, Perianatal HIV Research Unit, Johannesburg, South Africa, 
4WITS University, Health Economics & Epidemiology Research Office, Johannesburg, 
South Africa, 5USAID, Lusaka, Zambia, 6CHAI, Lusaka, Zambia, 7EQUIP, Lusaka, 
Zambia, 8Avenir Health, Washington, United States, 9Boston University, Boston, 
United States  

Background: To achieve “90-90-90” targets, many countries have adopted “treat 
all” with no eligibility threshold for ART. We modeled the impact of adopting treat 
all in Zambia on total cost and HIV incidence and mortality, to inform policy choices 
and resource mobilization.
Methods: We used existing Zambian Spectrum AIM and GOALS models and new 
data on HIV program coverage, ART effectiveness, and current local unit costs to 
estimate the impact and costs of implementing treat all under three scale-up sce-
narios: 
(1) “baseline” (500 CD4 threshold for ART eligibility, treatment coverage of 70% 
by 2020 and 82% by 2030); 
(2) “90-90-90” (treat all, reaching 81% in 2020 and 90% in 2030); 
(3) “Fast Track” (treat all, reaching 90% in 2020 and 95% in 2030, with scaled-up 
prevention interventions).
Results: Figure 1 presents resulting changes in: 
(i) ART patient numbers, 
(ii) costs, 
(iii) HIV-related deaths, and; 
(iv) HIV infections. 
Adult patient numbers increase by 45% and 60% by 2020 in scenarios 2 and 3, re-
spectively. New infections and deaths both decline under scenarios 2 and 3, avert-
ing 3,000-5,000 more deaths per year and 20,000-30,000 more new infections 
per year than scenario 1 by 2030. Treatment costs rise from $261 million/year in 
2015 to $398 million, $411 million or $443 million by 2020 in the three scenarios, 
respectively. Annual costs for scenarios 2 and 3 plateau around 2025 and then fall 
below baseline due to reduced transmission. Compared to baseline, the incremental 
cost per infection averted over the period was $281 for Fast Track and (-$466) (cost 
saving) for 90-90-90.

[Zambian Cost & Effectiveness of Treat All scale-up]

Conclusions: Scaling up treat all in Zambia has the potential to save thousands of 
lives and reduce new infections, but costs will increase dramatically. Domestic and 
international financing initiatives will need to be explored, with greater efforts to 
ensure sustainability. 

WEPED1346
Uganda: the cost and effectiveness of achieving universal HIV 
treatment coverage. A modeling analysis of scaling up “treat all”
T. Guthrie1, C. Zikusooka2, J. Musinguzi3, W. Kirungi3, S. Dejene4, B. Nabukalu2,  
S. Kanoowe2, S. Lagony2, S. Balyejjusa5, J. Stover6, L. Long7, S. Rosen8 
1Health Economics and Epidemiology Research Office, WITS University, Johannesburg, 
South Africa, 2Health Net Consult, Kampala, Uganda, 3Ministry of Health, Kampala, 
Uganda, 4USAID Uganda, Kampala, Uganda, 5Ministry of Health, QPPU, Kampala, 
Uganda, 6Avenir Health, Washington, United States, 7WITS University, Health 
Economics and Epidemiological Research Office, Johannesburg, South Africa, 8Boston 
University, Boston, United States  

Background: To achieve “90-90-90” targets, many countries have adopted “treat 
all” guidelines with no eligibility threshold for ART. We modeled the impact of 
adopting treat all in Uganda on cost, HIV incidence and mortality.
Methods: We used existing Ugandan Spectrum AIM and Goals models and new 
data on HIV program coverage, ART effect on incidence, and current local unit 
costs to estimate the impact and costs of implementing treat all under three sce-
narios: (1) “baseline” (500 CD4 threshold for ART eligibility, treatment coverage 
of 70% by 2020 and 82% by 2030); (2) “90-90-90” (treat all, coverage of 81% in 
2020 and 90% in 2030); (3) “Fast Track” (treat all, coverage of 90% in 2020 and 
95% in 2030, plus expanded prevention interventions).
Results: Figure 1 presents resulting changes in (i) ART patient numbers, (ii) costs, 
(iii) HIV-related deaths, and (iv) HIV infections. Adult ART patient numbers in-
crease by 49% and 59% by 2020 in scenarios 2 and 3, respectively. New infec-
tions and deaths both decline under scenarios 2 and 3, averting 2,000-6,000 more 
deaths per year and 20,000-50,000 more new infections per year than scenario 
1 by 2030. Treatment costs rise from $228 million/year in 2015 to $372 million, 
$358 million or $391 million by 2020 in the three scenarios, respectively. Annual 
costs for scenarios 2 and 3 decline around 2025, while the Fast Track costs could fall 
below baseline due to reduced transmission. Compared to baseline, the incremental 
cost per infection averted over the period was $1,022 for Fast Track and (-$281) 
(cost saving) for 90-90-90.

[Cost and effectiveness of “Treat All” in Uganda]
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Conclusions: Treatment costs in Uganda will increase steadily regardless of sce-
nario, but the 90-90-90 and Fast Track scenarios have the potential to avert thou-
sands more deaths and new infections. Sustainable financing opportunities will be 
needed for treatment program expansion to achieve the benefits of the treat-all 
scenarios. 

WEPED1347
Global fund funding transition readiness in middle-income 
countries
A. Sharp1, R. O’Hagan1, J. MacAllister2, B. Honermann1, S. Blumenthal1,  
G. Millett1 
1amfAR, Washington, United States, 2International AIDS Society, Washington, United 
States 
Presenting author email: alana.sharp@amfar.org

Background: In the Global Fund’s (GF) new funding model, countries become in-
eligible for support as their economies grow or disease burden decreases. This loss 
of funding may constitute significant operational and budgetary challenges. This 
analysis evaluates the domestic capacity to provide HIV services, particularly for 
key populations (KPs), in countries expected to graduate from GF funding by 2025.
Methods: We analyzed eleven countries projected by GF to lose eligibility for HIV 
funding by 2025. GF support as a share of country resources for HIV was taken 
from the first year of support listed in each country’s most recent GF funding ap-
plication, stratified by module. Data on civil society organizations’ (CSO) program 
implementation were compiled from UNAIDS National Commitment and Policy 
Instruments. Criminalization data for same-sex acts, sex work and illicit drug use 
and evidence of extralegal action were taken from country criminal codes and moni-
toring organizations.
Results: GF support constitutes on average almost one-third of total HIV budgets 
in the eleven nations expected to transition to country ownership by 2025. All of 
these nations have concentrated HIV epidemics in KPs. On average, 35% of GF 
grant budgets were designated for KP-specific activities, ranging from 0-67%. 
Services for KPs are largely provided by CSOs, which implement more than 75% of 
HIV services for at least one KP in six countries. Despite this critical role, six coun-
tries have imposed legal barriers on CSO funding and activities, and government 
harassment of CSOs has been reported in at least three countries. Criminalization 
of same-sex sexual acts, sex work, or illicit drugs is common.
Conclusions: GF is a major funder of HIV services, particularly for KPs, in this 
group of middle-income countries. CSOs are important implementers of KP pro-
grams, but are dependent on international funding and experience significant barri-
ers to operation in the majority of these countries. In preparation for transition, GF 
and governments must improve CSO operational and funding environments as well 
as strengthen advocacy to remove the legal obstacles to sustaining the progress that 
has been achieved in reducing HIV in these nations. 

WEPED1348
Beyond Global Fund: transitioning to sustainable funding  
for HIV prevention: the case of harm reduction programs in 
Eastern Europe
I. Varentsov1, G. Shaw2, D. Parsons3 
1Eurasian Harm Reduction Network, Vilnius, Lithuania, 2Independent Consultant, 
Cambridge, United Kingdom, 3AIDS Projects Management Group, Sydney, Australia  

Background: After the Global Fund’s new approach to resource allocation was 
introduced in 2014, there was a decrease in funding available for middle-income 
countries with concentrated epidemics. Discussions took place on how to ensure 
the successful transition and sustainability of HIV programs from Global Fund sup-
port to national funding, especially interventions that targeted key populations.
In 2016, the Eurasian Harm Reduction Network conducted 5 case studies in 
Albania, Bosnia & Herzegovina, Macedonia, Montenegro and Romania to evalu-
ate the readiness for transition of harm reduction services, analyse the transition-
related processes and possible consequences for the sustainability of such services.
Methods: A standardized approach was used to analyze the situation in each coun-
try. The Transition Readiness Assessment Tool (TRAT) was developed. Experts 
were hired to use the tool to conduct a comprehensive transition readiness assess-
ment which included collection of quantitative and qualitative data through a desk 
review and interviews with key informants to assess and score benchmarks for each 
indicator in each thematic area of transition. TRAT was updated based on the results 
of this field-testing.
Results: In the majority of countries, transition planning processes didn’t take place 
at all or started too late to have any impact. Mostly, governments had neither a 
tenable plan, nor sufficient human and/or financial resources in place to maintain 
its HIV program. Governments did not prioritize HIV prevention programs among 

people who inject drugs. As a result, programs that deliver services for key popula-
tions have no resources to continue their work after the end of Global Fund support 
and, in most cases, collapse.
Conclusions: The transition processes should begin well in advance of the Global 
Fund’s withdrawal, at least 2 allocation periods beforehand. Services delivered by 
NGOs are at special risk of termination within the transition period, especially 
without the existence of state mechanisms for contracting NGOs to provide HIV 
prevention services. 

WEPED1349
Sustainable integrated collection logistics management 
information system reports: collecting HIV/AIDS and malaria 
LMIS reports using local government area officers and roll back 
malaria focal persons in Nasarawa State, Nigeria
C. Okolo1, S. Umaru Mohammed2 
1Nigeria Supply Chain Integration Project, HIV/AIDS and Other Integrated 
Programmes, Nasarawa, Nigeria, 2State Ministry of Health, Logistics Management 
Coordinating Unit (LMCU), Lafia, Nigeria 
Presenting author email: pamelanonye@gmail.com

Background: Uninterrupted service delivery for any programme is achieved by 
Commodity Security/availability and this can only be attained by a sustainable 
timely submission of quality Logistics Management Information System (LMIS) 
reports. Previously in Nasarawa State, LMIS reports were collected using cluster 
review meetings. This method of report collection was donor driven and as such not 
sustainable. This is because of the number of supported facilities and cost of paying 
individual program focal persons for HIV and Malaria.
Methods: Twenty eight (28) Local Government Area (LGA) officers and Roll Back 
Malaria (RBM) focal persons representing 13 Local Government areas were re-
cruited to collect both HIV and Malaria LMIS reports. 
This group comprised of eight (8) females and twenty (20) males. The selected 
focal persons were oriented on the LMIS report collection tools used by both pro-
grams. This was to enable them validate reports collected from health facilities. At 
the end of the orientation exercise, the 28 officers were provided with all LMIS 
tools for report collection, list of facilities offering both services to clients at their 
LGAs and the names of their focal persons. They were mandated to collect Malaria 
and HIV/AIDS LMIS reports from the listed facilities. The timelines for usual col-
lection and submission of LMIS reports; first week of each reporting month, was 
also shared with them.
Results: The cost for integrated collection of HIV and Malaria LMIS reports re-
duced from twelve thousand eight hundred and five US Dollars (12,805 USD) using 
the cluster review meeting mechanism to three thousand four hundred and eigh-
teen US Dollars (3,418 USD) using the LGA officers mechanism. In addition, these 
LMIS reports were collected timely and used to inform resupply of HIV and malaria 
commodities to health facilities.
Conclusions: Integrated collection of LMIS reports for all program areas using 
Local Government Area and Roll Back Malaria officers mechanism is a cheaper 
and more sustainable method of LMIS data collection which can be transitioned to 
State governments. 

WEPED1350
Standing on our own feet: reducing donor dependence  
and ensuring self sufficiency and self reliance
T. Narendran 
Vrutti, Resource Mobilization, Bangalore, India 
Presenting author email: narendran31@gmail.com

Background: Community Organisations (COs) of key populations in India are wit-
nessing a substantial decrease in funding from Government and donor agencies for 
HIV/AIDS works. The future of this funding is not certain in the years to come due 
to various reasons, including change in priorities of Government, shift in focus of 
donor agencies and growing competition between local NGOs and COs for lim-
ited funding opportunities. Long term sustainability of COs and the community’s 
agenda is possible only if they are able to raise resources locally. Most of them are 
not strong enough to sustain on their own due to limited skills and knowledge of key 
staff and board members about resource mobilization.
Methods: Swasti, Vrutti and CMS manages the Avahan Phase III initiative (2014-
2017), funded by Bill & Melinda Gates Foundation, and supports 74 COs on re-
source mobilization for their long term sustainability. The project covers about 
121,000 key populations (FSW, MSM & TGs) across 5 states of India. Capacities 
of key leaders and staff of COs is built to raise resources. COs are provided hand-
holding support to implement a range of context (and capacity specific) activities 
to raise resources, which include conducting cultural events, lucky draws, selling 
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products and seeking donations. They are also equipped to raise resources in kind 
and also reduce their costs through a range of cost cutting measures. Standing on 
own feet, a tool to calculate total yearly core cost estimate and choose strategies 
for achieving the same has been developed and have been tracked on a monthly 
basis.
Results: Substantial efforts on resource mobilization have started yielding re-
sults, with 74 Organizations raising USD 370,462 cumulatively since April 2014. 
Systematically planned and organized methods of resource mobilization can result 
in enhanced fundraising required for sustainable HIV/AIDS prevention program.
Conclusions: With right tools, capacity building, facilitation and local leadership, 
it is possible to mobilize local resources, and this is vital for success of HIV/AIDS 
prevention and vulnerability reduction programmes. Crises are also opportunities 
to bring in a sense of urgency. Raising local resources also tests the connect with the 
Community and relevance of Community services. 

WEPED1351
The hidden costs of HIV: what about costs to users?
A. LeFevre1, A. Dia Lou2, K. Ouattara2, D. Mohan3, G. Furlane4, S. Stender5 
1Johns Hopkins School of Public Health, International Health, Cape Town, South 
Africa, 2Jhpiego, Abidjan, Cote D’Ivoire, 3Johns Hopkins School of Public Health, 
Baltimore, United States, 4Jhpiego, Baltimore, United States, 5Jhpiego, Cape Town, 
South Africa 
Presenting author email: angeline.dialou@jhpiego.org

Background: Côte d’Ivoire, like many PEPFAR supported countries, has mandated 
that antiretrovirals, clinical tests, consultation and other fees related to HIV test-
ing, care and treatment, be provided free of charge to patients. In practice, how-
ever, patients incur substantial out of pocket costs directly and indirectly related to 
HIV care and treatment. 
This analysis explores the economic consequences of ill-health amongst people liv-
ing with HIV (PLHIV) in Cote d´Ivoire.
Methods: From July-September 2016, a phone survey was administered to 320 
PLHIV recruited from 16 health facilities in N’zi-Ifou and Indenie Djuablin regions 
of Cote d´Ivoire. The survey included modules on socioeconomic and demographic 
characteristics, HIV, facility-based services (including direct and indirect costs), 
equity and financial risk. Data entry occurred using RedCAP and data were ana-
lyzed using Stata 13.0.
Results: A total of 317 interviews were completed: 196 (61%) from urban health 
centers and 124 (39%) from hospitals. 62% of respondents were female; 76% were 
35 years of age or older; 55% were married or lived together; 34% reported not hav-
ing had any education; and 44% were shopkeepers or vendors. 45% of respondents 
incurred $0.00 cost for their most recent visit to the health facility. Amongst the 
55% that incurred a cost, the median cost was US$1.91 and comprised primarily of 
transportation costs (median $1.61). Transportation costs were significantly higher 
amongst women, individuals in higher socioeconomic strata, and those receiving 
care at hospitals. Wages lost and informal payments to be seen first were reported 
by 9% and 2% of patients, respectively. Direct costs for clinical services were re-
ported by 5% of respondents and included consultation fees and clinical exam fees. 
Amongst the sub-sample (61%) who received clinical exams during their last visit, 
6% incurred costs for blood tests (median $4.04), TB sputum (median $11.20), and/
or chest x-rays (median $8.07).
Conclusions: Finding highlight the importance of understanding the consequenc-
es of indirect costs to households of PLHIV, including transportation. Strategies 
which promote community-based distribution of ARTs are likely to reduce indirect 
costs to patients and lesson the burden on providers. Costs for tuberculosis tests, 
while infrequent, were high amongst those incurring any cost. 

WEPED1352
The fast track to achieve the 90-90-90 target: a review of a 
costed national plan and expenditure in Nigeria from 2013-2015
I. Ezirim, F. Agbo 
National Agency for the Control of AIDS, Strategic Knowledge Management 
Department, Abuja, Nigeria 
Presenting author email: send2teyin@yahoo.com

Background: Despite the progress made in addressing the epidemic, the pace at 
which new HIV infections is declining globally and in Nigeria is slow. It is globally 
accepted that achieving the 90-90-90 targets is a step towards ending AIDS . The 
2017- 2021 Nigeria National Strategic Framework (NSF) was developed to provide 
direction towards ending AIDS in Nigeria by 2030.As such priorities for achieving 
the 90-90-90 target in Nigeria have been identified in the NSF. To reach the 90-
90-90 target, it is important to look at a previous national plan so we can avoid the 
pitfalls from past years.

Methods: This paper reviews the goals and estimated cost for attaining these goals 
in the President Comprehensive Response Plan for HIV/AIDS (PCRP) 2013-2015. 
It compares the estimated cost in the PCRP with what was spent during the period. 
HIV/AIDS expenditure was obtained from National AIDS Spending Assessment 
(NASA) 2013- 2014.
Results: The estimated cost in the PCRP for providing 80 million Nigerians with 
access to HCT for the 2013-2015 period was 640,202,344USD. NASA re-
vealed that only 44,001,049USD was spent in 2013 and 2014 on HCT. So from 
2013-2014 only 7% percent of the estimated HCT cost was spent. In addition only 
4,077,663 and 6,716,482 persons respectively were tested in 2013 and 2014 (13% 
of the target). Also it was estimated that it will cost 181,518,583USD to reach 
4million young people and 500,000 MARPS with combination prevention for the 
2013-2015 period. NASA however showed that 49,397,478USD (27% of the esti-
mated cost) was spent on sexual prevention within the same period.
Conclusions: The huge funding gap significantly slowed down progress in the imple-
mentation of national targets in the past. The goal of 2017-2021 NSF will suffer 
similar set back if this gap is not addressed. Therefore the fast track to attaining the 
90-90 -90 target in the current NSF is dependent on Nigeria’s ability to provide 
cost efficient programs and mobilize resources to bridge this gap. 

WEPED1353
Individual and healthcare supply-related barriers to  
ART initiation in HIV-positive patients followed up as  
part of the Cameroonian antiretroviral treatment program 
(ANRS-12288 EVOLCam survey)
P.-J. Coulaud1, K. Ndiaye1, L. Sagaon-Teyssier1, G. Maradan1, C. Laurent2,  
B. Spire1, L. Vidal1, C. Kuaban3, S. Boyer1, The EVOLCam Study Group 
1Aix Marseille Univ, INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de la 
Santé & Traitement de l’Information Médicale, Marseille, France, 2TransVIHMI, IRD 
UMI 233, INSERM U 1175, Université de Montpellier, Montpellier, France, 3Faculté de 
Médecine et de Sciences Biomédicales, Université de Yaoundé, Yaoundé, Cameroon 
Presenting author email: bruno.spire@inserm.fr

Background: The increasing demand for HIV services and the reduction of interna-
tional financial support observed in the last decade compromise the sustainability of 
antiretroviral therapy (ART) programs in developing countries. This translates into 
limited patient access to ART and reduced capacity of HIV services to promptly ini-
tiate treatment. We aimed to investigate whether individual and healthcare supply-
related factors were associated with the time of ART initiation (ART-I) in patients 
eligible for ART within the context of the Cameroonian ART program.
Methods: We used data from a cross-sectional survey conducted among 2141 HIV-
positive adults attending 19 HIV services in Cameroon (EVOLCam ANRS 12288). 
Socio-behavioural, psychosocial, medical and facility-related data were collected. 
The analysis was carried out on the 1727 (81%) patients eligible for ART at the time 
of HIV-diagnosis, according to national guidelines. The time elapsed between diag-
nosis and ART-I was the main outcome. A multi-level Cox model was implemented 
to investigate healthcare supply and individual factors associated with the time of 
ART-I.
Results: Among the 1727 patients (women 73%, median age 40 years [Interquartile 
Range (IQR) = 34-48]), median time elapsed between HIV diagnosis and ART-I 
was 2.4 months ([IQR= 0.7-12.3]) with large variability across HIV services ([min-
max = 0.7-10.6] months). ART-I was slower for patients followed up in the Littoral 
region (Hazard Ratio (HR): 0.76, 95% Confidence Interval (CI) [0.62-0.90]), in 
private HIV services (HR [95% CI]: 0.79 [0.67-0.92]) and in HIV services with 
a higher number of ART patients per medical staff member (HR [95%CI]: 0.99 
[0.99-1.00]). Conversely, faster ART-I was associated with the availability of health 
education activities (HR [95%CI]: 1.83 [1.63-2.04]). With regard to individual fac-
tors, having a CD4 count ≥100cells/mm3 (HR [95%CI]: 0.85 [0.73-0.98]), being 
HIV-diagnosed without presenting medical symptoms (HR [95%CI]: 0.63 [0.51-
0.76]) and having a history of tuberculosis (HR [95%CI]: 0.86 [0.74-0.98]) were 
all associated with a slower ART-I.
Conclusions: Our findings suggest that health system constraints may delay ART 
initiation, thereby compromising the second target of the 90-90-90 objective. The 
development of educational interventions is necessary but insufficient to improve 
linkage to treatment, and should be complemented with global strengthening of 
health-based human resources. 
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WEPED1354
Trends in healthcare expenditure among individuals with  
HIV/AIDS in the United States: 2002-2011
T. Ritchwood 
Medical University of South Carolina, Public Health Sciences, Charleston, United 
States 
Presenting author email: ritchwoo@musc.edu

Background: While previous studies have examined HIV cost expenditures within 
the United States, the majority of these studies focused on data collected prior 
to or shortly after the advent and uptake of antiretroviral therapy, focused only 
on a short time frame, or did not provide cost comparisons between HIV/AIDS 
and other chronic conditions. It is critical that researchers provide accurate and 
updated information regarding the costs of HIV care to assist key stakeholders and 
decision-makers with economic planning, policy development and adjustments, and 
resource allocation.
Methods: We used data from the Medical Expenditure Panel Survey-Household 
Component for the years 2002-2011, which represents a nationally representative 
U.S. civilian non-institutionalized population. Using generalized linear modeling, we 
estimated the adjusted direct medical expenditures by HIV/AIDS status after con-
trolling for confounding factors.
Results: Data were from 342,732 people living with HIV/AIDS. After adjusting 
for socio-demographic factors, comorbidities and time trend covariates, the ad-
justed incremental cost of total direct expenditures for HIV/AIDS was increased 
by $31,147 (95% CI $23,645-$38,648) when compared to those without HIV/
AIDS. Based on the adjusted mean, the aggregate incremental cost of HIV/AIDS 
was approximately $10.7 billion higher than the costs for those without HIV/AIDS.
Conclusions: Our estimates of cost expenditures associated with HIV care over a 
10-year period show a financial burden that exceeds previous estimates of direct 
medical costs. There is a strong need for financial investment and comment to so-
cio-structural interventions to reduce the financial burden on those most impacted 
by HIV and facilitate longer and healthier lives. 

WEPED1355
Methods for standardizing sector-wide health budgets  
to improve allocative efficiency and government ownership  
in the HIV response: lessons from Malawi
G. Manthalu1, M. Ferng2, G. Hadley2, A. Kallarakal2, A. Gunda2 
1Ministry of Health, Department of Planning and Policy Development, Lilongwe, 
Malawi, 2Clinton Health Access Initiative, Lilongwe, Malawi 
Presenting author email: gmanthalu@gmail.com

Background: Achieving 90-90-90 depends on the availability and efficient alloca-
tion of limited resources. In many developing countries, fragmentation and infor-
mation asymmetry constrain governments’ ability to coordinate resources across 
the HIV response. 
Malawi is one of the poorest and most donor-dependent countries in the world; in 
FY2015/16, 99% of all HIV resources financed by donors. In 2012, the Government 
of Malawi, supported by CHAI, set out to test the hypothesis that annual standard-
ization of health budget data could improve allocative efficiency and optimize the 
use of HIV resources.
Methods: Developing the annual resource mapping database requires all donors 
and implementers to complete individual Excel-based submissions with detailed 
forward-looking budget data, which are consolidated into a single sector-wide data-
base. The data is disaggregated by intervention category, project, activity, financing 
source, geographical area, cost category, and fiscal year.
Results: Since initiation, resource mapping has repeatedly been used for invest-
ment planning, resource mobilization, and coordination of Malawi’s diverse HIV 
investments. Leveraging estimations of the available budget, the Ministry and its 
partners have been able to: 
•  Conduct detailed gap analyses to mobilize and allocate new funding. Comparing 

planned resources against the costed HIV National Strategic Plan, an activity-
based gap analysis identified ARVs as experiencing the most severe funding 
shortfalls. This led to over US$360M in targeted donor investments toward 
ART. 

•  Identify and address allocative inefficiencies caused by poor coordination and 
lack of transparency. By listing funders and implementers of each NSP inter-
vention, resource mapping helped identify duplication of VMMC activities 
between donors and informed reprogramming of US$15M to 18 underfunded 
districts. 

•  Identify technical inefficiencies in planned spending caused by fragmentation. 
Resource mapping evidence estimated the inefficiency of Malawi’s parallel 
supply chains at US$11M per year. The quantified need for harmonization in-
formed a decision by DFID to channel funding through the national system, 
saving up to US$3M annually. 

Conclusions: Since 2012, resource mapping has become an indispensable tool to 
ensuring efficiency in Malawi’s national HIV response. By enabling comprehensive 
analysis of HIV commitments over the next five years, resource mapping has in-
creased transparency and country ownership, equipping country stakeholders with 
evidence for investment planning, coordination, and resource mobilization. 

Health Systems Strengthening

WEPED1356
Improved implementation of policies pertaining to  
antiretroviral therapy access between 2013 and 2016  
in six sub-Saharan African countries
J. Ambia1, J. Renju1, P. Mee1, A. Wringe1, E. Geubbels2, J. Nakiyingi-Miiro3,  
M. Urassa4, T. Lutalo5, M. Crampin6, D. Kwaro7, C. Kyobutungi8, N. Chimbindi9,  
X. Gomez-Olive10, M. Tlhajaone11, B. Njamwea8, B. Zaba1, J. Todd1 
1London School of Hygiene and Tropical Medicine, Population Health, London, United 
Kingdom, 2Ifakara Health Institute, Dar es Salaam, Tanzania, United Republic of, 
3MRC/UVRI, Entebbe, Uganda, 4NIMR, Mwanza, Tanzania, United Republic of, 
5Rakai Health Sciences, Kampala, Uganda, 6MEIRU, Lilongwe, Malawi, 7KEMRI-CDC, 
Kisumu, Kenya, 8APHRC, Nairobi, Kenya, 9AHRI, Durban, South Africa, 10University 
of the Witwatersrand, Johannesburg, South Africa, 11Imperial College, London, United 
Kingdom 
Presenting author email: jennyrenju@yahoo.co.uk

Background: Revisions in World Health Organisation (WHO) guidelines on use 
of antiretroviral therapy (ART) are aimed at increasing ART uptake and improv-
ing treatment outcomes among people living with HIV. As many African countries 
adopt “test and treat”, it is essential to assess their progress in implementing pre-
vious WHO recommendations, at the facility level. We assessed changes in the 
implementation of policies influencing ART provision and other service delivery 
indicators from 2013-2016.
Methods: Two cross-sectional surveys were conducted in health facilities located 
within 10 Health and Demographic Surveillance Systems in Uganda, Kenya, 
Tanzania, Malawi, Zimbabwe and South Africa. Standardised questionnaires were 
administered to in-charge personnel in 2013/2015 (round 1) and 2015/2016 (round 
2). We used descriptive statistics to compare these indicators across the rounds.
Results: Overall, 145 facilities were surveyed in both rounds. The proportion of fa-
cilities providing ART services increased between rounds, with most providing ART 
free of charge (97% in round 1 and 96% in round 2). The proportion of facilities 
providing ART within two weeks of initiating TB treatment remained over 90% in 
both rounds.
In 2013, WHO recommended ART initiation with a CD4 count of < 500 cells/
µL, and this was implemented in 12% of the facilities in round 1, ranging from 0% 
in Uganda, Kenya and Malawi to 41% in South Africa. In round 2, the proportion of 
facilities implementing this recommendation increased to 68%, with 91% imple-
mentation in South Africa. In Zimbabwe, the proportion of facilities that did not 
require laboratory testing to initiate ART increased from 27% to 63% across rounds, 
whereas overall increase was from 22% to 32%. The proportion of facilities that 
provided recommended first line WHO 2013 ART regimen increased from 42% 
in round 1 to 87% in round 2. Occurrence of stock-outs of this regimen decreased 
from 19% in round 1 to 12% in round 2. However, proportion of facilities providing 
same-day ART initiation remained low in both round 1 (5%) and 2 (8%).
Conclusions: The sustained reductions in ART stock-outs and an increased adop-
tion of revised WHO ART regimens and ART eligibility criteria signifies an apparent 
readiness to implement test and treat approach. 

WEPED1357
Enhancing ownership of the HIV response in a devolved  
system of governance: lessons learnt from Kenya
I.B. Okiya1, N. Kilonzo2, R. Ombam3, J. Kamigwi1 
1National AIDS Control Council, Policy, Monitoring and Research, Nairobi, Kenya, 
2National AIDS Control Council, Office of Director, Nairobi, Kenya, 3National AIDS 
Control Council, HIV Investments, Nairobi, Kenya 
Presenting author email: okiyabryan@gmail.com

Background: The Constitution of Kenya 2010 fundamentally changed the gov-
ernance framework for the multi-sectoral HIV response. Unlike the other three 
plans which were designed and implemented in the old constitutional dispensation, 
the current Kenya AIDS Strategic Framework (KASF) 2014/15-2018/19 is aligned 
to the Constitution and takes cognizant of the devolved system of governance. 
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KASF is the strategic guide for the country’s response to facilitate universal ac-
cess to comprehensive HIV prevention, treatment and care services. The develop-
ment of the Strategic Framework was highly consultative and evidence informed. 
Forty Seven counties have since developed county specific HIV plans guided by this 
framework with a focus on diseases burden, population and geographical disparities 
of the counties.
Methods: The process involved the following: Consultation with leadership at the 
Ministry of Health and Council of Governors; Involvement of other key stake-
holders across sectors and levels of government including development partners; 
Development and dissemination of the KASF; Development of 47 County HIV 
and AIDS Strategic Plans; Mainstreaming of HIV and AIDS in other key policy and 
strategic documents and establishment of effective coordination, Monitoring and 
Evaluation structures at national and county levels.
Results: By implementing KASF, the following key results have been realized be-
tween 2013 and 2015;
•  24% Reduction in new HIV infections among the population with 49% decline 

among children (less than14 years).
•  37% Increase in number of people who received ART treatment.
•  38% Reduction in AIDS related deaths.
• 8% Increase in domestic financing of HIV response; Counties have funds 

earmarked for sustainable HIV programming through the Medium Term 
Expenditure Framework.

• Better HIV programming and enhanced ownership of the HIV response by gov-
ernment leaders and implementers; HIV and AIDS activities have been main-
streamed in key Sector and County documents. 

Conclusions: Strategic planning, prioritization, effective political engagement, 
partnership and inclusion of key stakeholders is indispensable in achieving owner-
ship of the HIV response through defining of local priorities for investment, estab-
lishment of accountability and enhancing efficiency for sustainability. 

WEPED1358
Opt-out HIV testing in out-patient setting
G. Tam1, D. Chan2, G. Lui3, S. Wong1, B. Yip1, F. Ho1, T.Y. Wong1 
1The Chinese University of Hong Kong, JC School of Public Health and Primary Care, 
Hong Kong, Hong Kong, 2The Chinese University of Hong Kong, Stanley Ho Centre 
for Emerging Infectious Diseases, Hong Kong, Hong Kong, 3The Chinese University of 
Hong Kong, Department of Medicine and Therapeutics, Hong Kong, Hong Kong 
Presenting author email: gretatam00@gmail.com

Background: Under-diagnosis of HIV is often linked with barriers to HIV testing, 
including tedious informed consent in some settings, lengthy counseling and stigma 
associated with selection for HIV screening. Opt-out approach can overcome these 
barriers, but such practice has not been integrated into the healthcare system. In 
addition, previous studies in hospitals reported acceptance rates as low as 21%, with 
most patients excluded due to severe illness. Our study attempts to overcome these 
barriers by using an outpatient setting where extra venipuncture is unnecessary. 
We aim to evaluate the feasibility and acceptance of opt-out HIV testing in this 
patient population.
Methods: This is a cross-sectional study. All adult patients attending a selected 
specialist clinic in Hong Kong over a 7 month period were offered HIV test dur-
ing routine blood-taking. Patients were surveyed for collecting their demographics 
and reasons for refusing HIV testing. Factors associated with HIV test refusal were 
analyzed by multiple logistic regression.
Results: Between June 2015 and January 2016, 963 out of 1069 subjects enrolled 
in the study with a response rate of 90.1%. Of 952 patients included in the analysis, 
361 were females and 591 were males. Acceptance rate was 62.0% (590/952). Of 
the remaining patients who refused, the most common reason was perceived low 
risk of infection (57.8%). A small proportion of patients declined because they did 
not want to know test result (3.7%), fear of venipuncture (2.8%) or fear of stigma 
(1.8%). The remaining 33.9% declined due to other factors, such as inconvenience. 
Factors significantly associated with refusing HIV test included older age (58-77 
years old) and birth in Mainland China, while males were associated with accepting 
HIV test. All blood tests showed HIV-negative results.
Conclusions: Pilot data from our study shows that opt-out HIV testing in an outpa-
tient setting is feasible and acceptable to most patients. 

WEPED1359
Monitoring delays in adopting WHO HIV treatment  
guidelines in low- and middle-income countries
S. Gupta1, R. Granich2 
1International Association of Providers of AIDS Care, New Delhi, India, 2International 
Association of Providers of AIDS Care, Washington, United States 
Presenting author email: somyagupta17@gmail.com

Background: Countries use the World Health Organization (WHO) HIV treatment 
guidelines to revise their national policies. We quantify the time in the adoption of 
the October 2009, June 2013, and September 2015 WHO guidelines in low- and 
middle-income countries (LMICs).
Methods: International Association of Providers of AIDS Care’s (IAPAC) website 
www.hivpolicywatch.org includes 326 published national policies from 122 coun-
tries. Using the site database, we abstracted date of publication and antiretroviral 
therapy (ART) eligibility criteria from 215 policies from 91 LMICs (92% of 2015 
global HIV burden). We excluded nine countries that have reported moving to 
WHO 2009, 2013 or 2015 guidelines but their latest policies are not available. 
Numbers of months taken to adopt the WHO 2009, 2013, and/or 2015 guidelines 
were calculated for the remaining 82 countries (91% burden) to determine the aver-
age time lag in adoption of the WHO guidelines.
Results: Of 82 countries, 17 (39% burden) recommend the new WHO 2015 ‚treat-
ment for all’ recommendation, 38 (39% burden) recommend ART at WHO 2013 
CD4 criteria (≤500 cells/mm3), and 27 (13% burden) at WHO 2009 CD4 criteria 
(≤350 cells/mm3). The average time lag to WHO 2009 guidelines adoption in the 
countries was 12 months (n=68 countries). The countries that have adopted WHO 
2013 guidelines took an average of 8 months (n=53 countries), a number that will 
increase to 19 months assuming the remaining countries move to CD4 ≤500 cells/
mm3 or earlier by December 2016. On average, the 17 countries recommending 
‘treatment for all’ adopted this recommendation 3 months before the release of 
WHO 2015 guidelines in September 2015. The average time lag in adoption of the 
WHO 2015 guidelines was the highest in sub-Saharan African region. 
Although the time to adoption of the 2015 guidelines appears accelerated, if the 
trajectories for the adoption of WHO 2009 and 2013 guidelines are followed, it 
may take many years for the new WHO 2015 guidelines to become national poli-
cies, especially for high burden countries.
Conclusions: There is an urgent need to shorten the time lag in adoption and imple-
mentation of the new WHO guidelines recommending ‚treatment for all’ to achieve 
the 90-90-90 target by 2020. 

WEPED1360
Accessing drug abuse treatment for PLHIV in the  
Philippines: attitudes of HIV care providers and drug  
abuse treatment providers
C. O’Connor1,2, G. Binay3, R.L. Bona4, M.I. Feria3, P.B. Fiarod3 
1Sustained Health Initiatives of the Philippines (SHIP), Manila, Philippines, 2London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 3NoBox Transitions 
Foundation, Manila, Philippines, 4Sustained Health Initiatives of the Philippines, 
Manila, Philippines 
Presenting author email: coconnor@ship.ph

Background: The Philippines has one of the fastest growing HIV epidemics in the 
world. Recreational drug use is common among HIV patients. The combination of 
substance abuse and HIV/AIDS poses special challenges for medical providers. There 
are currently no services in the Philippines catering to the needs of PLHIV who use 
drugs. Compounding this issue, the Philippine President declared an “all-out war on 
drugs” and more than 7,000 drug-related extrajudicial killings occurred between 
July 2016 and January 2017, prompting international concern for human rights.
Methods: A survey of HIV care and drug abuse treatment providers collected data 
about provider attitudes toward HIV, drug use, and harm reduction. The survey was 
distributed by email and social media to more than 140 organizations/facilities na-
tionwide; 47 responses were received.
Results: The majority of respondents opposed aspects of the “war on drugs”: 91% 
disagreed or strongly disagreed with the statement that people who use drugs 
should be killed, and 63% opposed imposing harsher penalties for drug use. 54% 
of respondents disagreed or strongly disagreed that health care providers should 
report patients’ illicit drug use to law enforcement. 75% of respondents agreed that 
health care providers should provide sterile needles and syringes to HIV patients 
who use drugs. Opposition to needle provision was higher among drug rehab provid-
ers (22% opposed) than it was among HIV care providers (8%). 65% of respondents 
agreed or strongly agreed that health care providers should inform people who use 
drugs about safer practices for the use and administration of drugs.
Conclusions: There is a need to capacitate HIV care and drug abuse treatment 
providers about harm reduction practices. An issue of concern is that a significant 
proportion of providers (46%) either supported reporting or were unsure about 
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whether they should report their patients’ illicit drug use to law enforcement. This 
raises concerns for the safety of patients who access treatment related to their drug 
use and may discourage them from disclosing illicit drug use to their HIV primary 
care providers. It is a priority to create a network of providers who can provide safe 
spaces and high quality care for PLHIV who use drugs. 

WEPED1361
‘Yes’ to recreational drugs but ‘no’ to life-saving medications: 
unpacking paradoxical attitudes about HIV treatments
A. Mey1, D. Plummer2, S. Anoopkumar-Dukie1, G. Rogers3, J. Gow4,  
Griffith Health 
1Griffith University, School of Pharmacy, Gold Coast, Australia, 2James Cook 
Univeristy, School of Medicine, Townsville, Australia, 3Griffith University, School of 
Medicine, Gold Coast, Australia, 4HIV Foundation Queensland, Gold Coast, Australia 
Presenting author email: a.mey@griffith.edu.au

Background: Recent research into motivations and barriers to ART uptake and ad-
herence uncovered a puzzling phenomenon: despite the well-known life-preserving 
benefits of ART, some people are declining potentially life-saving treatment while 
still being prepared to use potentially dangerous recreational drugs. Unpacking and 
understanding this paradox will provide insights into core beliefs regarding antiret-
roviral medication and will enable better models of care to be created.
Methods: In-depth interviews were conducted with adults living with HIV in the 
Gold Coast region of Australia. Interviews explored perspectives of living with HIV 
and the role of medical and non-medical treatments, supplements and other sub-
stances (including recreational drugs). Data were audio recorded, transcribed and 
analysed using a ‘grounded theory’ approach.
Results: This study reports data collected from 27 participants (phase 1 of the study). 
The majority of participants were gay, male, 40 years or older and contracted HIV 
through unprotected sex. Participants had been living with HIV from 1 month to 23 
years and were currently receiving ART. Eleven participants who reported current 
recreational drugs use; all used prior to diagnosis; the majority reported increased 
use after diagnosis. Participants spoke of the benefits of non-medical treatments: 
relief from stress of living with HIV; potential health benefits of CAM without side 
effects; self-control as being able to influence disease progression. Participants also 
expressed concerns regarding ART toxicity, and financial, emotional and physical 
burdens imposed by treatment. The burden of treatment appears to be a strong 
motivator for declining, while positive views towards recreational drugs appear to 
justify use, particularly for mitigating negative states-of-mind.
Conclusions: Decisions regarding living with HIV are complex and appear to be in-
fluenced by internal factors such as beliefs about ART, CAM and recreational drugs 
as well as external factors such as the communities within which they live. Optimal 
models of care for people with HIV must take into account treatment reservations 
and people’s desires to go beyond what orthodox medicine currently offers. 

WEPED1362
Examining Malawi’s rollout of universal treatment: policy 
implementation and provider perceptions
M. Mphande1, K. Phiri1, M. Chivwara1, M. Nyirenda1, A. Schooley1,2, R. Thomas1,  
R. Hoffman1,3, K. Dovel1,3 
1Partners in Hope, Lilongwe, Malawi, 2University of California Los Angeles, 
Department of Infectious Disease, Los Angeles, United States, 3University of 
California, Department of Infectious Disease, Los Angeles, United States 
Presenting author email: mphandemisheck@gmail.com

Background: In July 2016, Malawi implemented universal treatment for all adults 
(Test and Treat) with no baseline CD4 cell count. We summarize early experi-
ences with the rapid implementation of Test and Treat in 4 districts in Malawi 3 
months after the policy change. Provider perceptions of successes and challenges 
are shared.
Methods: A facility-level survey was conducted at 53 mid- and large-level health 
facilities across central and southern Malawi. The facility in-charge, lead HIV test-
ing and counseling (HTC) provider, and lead antiretroviral therapy (ART) provider 
at each site completed a survey. Twelve focus group discussions were completed 
with providers across 6 health facilities (n=79).
Results: The majority of providers were informed about Test and Treat through a 
Ministry memo and briefings by facility supervisors. Three months after policy 
implementation, 96% (n=51) of facilities offered Test and Treat. Two sites had not 
started because providers felt they had inadequate training. Ninety-one percent 
(n=48) of Test and Treat sites offered same-day initiation for adult clients. Seventy-
seven percent (n=41) of providers reported improved client flow due to the elimi-
nation of CD4 count; however, 68% (n=36) experienced heavy workloads due to 
the increase in ART initiates. Forty-percent (n=21) believed asymptomatic HIV+ 

clients were not ready to initiate ART. Only 15% (n=8) felt the policy was confusing 
for clients because it contradicted previous messaging about ART eligibility. 
In focus group discussions, providers reported that the policy was easy to implement 
because it simplified initiation protocols. Providers were concerned that healthy cli-
ents were not ready to start ART due to fear of stigma, the burden of taking ART 
for life, and being unaware of the new policy before testing. While same-day start 
was believed to be critical for initiation, providers raised concern about increased 
defaulter rates among healthy clients who initiated ART before feeling ready.
Conclusions: Three months after national rollout, nearly all facilities surveyed 
provided Test and Treat, with most offering same-day initiation. Data indicate 
that minimal training and supervision are needed to implement this new policy. 
Monitoring of provider workload will be needed as patient numbers increase. More 
research is needed to understand barriers to engaging healthy clients. 

WEPED1363
Countrywide epidemiology of B, C and Delta hepatitis in 
Burkina Faso: the ANRS 12270 clustered cross-sectional study
N. Meda1,2, E. Tuaillon3,4,5, D. Kania2, A. Kiendrebeogo6, A. Pisoni4,5, S. Zida2,5,  
K. Bollore5, I. Meda7, D. Laureillard5,8, J.P. Moles5, N. Nagot3,4,5, Y. Nebie1,9,  
P. Vande Perre3,4,5, P.F. Dujols3,4,5 
1University of Ouagadougou, Ouagadougou, Burkina Faso, 2Centre Muraz, Bobo-
Dioulasso, Burkina Faso, 3Montpellier University, Montpellier, France, 4Montpellier 
University Hospital, Montpellier, France, 5UMR 1058, Montpellier, France, 6INSD, 
Ouagadougou, Burkina Faso, 7Health Ministry, Ouagadougou, Burkina Faso, 8Nimes 
University Hospital, Nimes, France, 9CNTS, Ouagadougou, Burkina Faso 
Presenting author email: draka3703@yahoo.fr

Background: At a time when control tools for hepatitis B (vaccination) and C (direct 
antiviral agents) are available, reliable data of the hepatitis epidemiology are manda-
tory to inform local health policies and resource allocation. We present the results 
of a nationwide clustered cross-sectional survey on hepatitis B, C and Delta in the 
adult population of Burkina Faso.
Methods: Data of the 2010 Burkina Faso Demographic and Health Survey (DHS) 
were merged to the results of serologic hepatitis assays on 14,886 dried blot spot 
samples collected during this survey for HIV testing and stored at -20°C. Hepatitis 
prevalence were estimated, for the general community and for each gender, ac-
cording to demographic and geographic parameters. Hepatitis prevalence confi-
dence intervals accounted for the multistage clustered design of the study.
Results: The HCV estimated prevalence was 3.6% (95%CI 3.3-3.8) overall, 3.9% 
(95%CI 3.4-4.5) among males and 3.2% (95%CI 2.8-3.7) among females. HCV 
prevalence age-class distribution was increasing on males (40-44yrs group: 6.0%, 
95%CI 4.0-8.0) suggesting an ongoing HCV epidemic. The HBsAg prevalence 
was 9.1% (95%CI 8.5-9.7) overall, 10.5% (95%CI 9.6-11.4) among males and 7.8% 
(95%CI 7.1-8.6) among females. HBV prevalence age-class distribution was de-
creasing suggesting that HBV infection is mostly acquired at birth, during infancy 
or horizontally in early childhood. Among HBsAg carriers the Delta hepatitis prev-
alence was 1.1% (95%CI 0.6-1.6) overall. Strikingly high HCV prevalence (13.2%, 
95%CI 10.6-15.7) and HDV prevalence in HBsAg carriers (8.7%, 95%CI 2.5-15.0) 
were identified in the South West region.
Conclusions: This very large, nationwide study classify Burkina Faso as high endem-
ic for HBV and low-intermediate for HCV and identified an high HCV epidemic in 
a region of the country which deserves further epidemiological investigation. This 
study illustrates the very added value of DHS surveys with viral hepatitis immune 
markers on DBS to obtain precise countrywide and intra-country prevalence es-
timates for epidemic follow-up, prevention and care programs and evaluation of 
national health policies. 
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WEPED1364
The DRIVE Project to “End the HIV Epidemic” among people 
who inject drugs in Haiphong, Vietnam: importance of the 
evolving policy environment
T. Hammett1, T. Nguyen2, O. Khuat3, H. Nguyen4, G. Le2, H. Duong5,  
N. Nagot6, D. Des Jarlais7 
1Abt Associates/Consultant to Icahn School of Medicine at Mount Sinai, Cambridge, 
United States, 2Hanoi Medical University, Hanoi, Vietnam, 3Supporting Community 
Development Initiatives, Hanoi, Vietnam, 4Abt Associates, Hanoi, Vietnam, 5Haiphong 
University of Medicine and Pharmacy, Haiphong, Vietnam, 6University of Montpellier, 
Montpellier, France, 7Icahn School of Medicine at Mount Sinai, New York, United 
States 
Presenting author email: ddesjarlais@chpnet.org

Background: The DRIVE project aims to “end the HIV epidemic” among people 
who inject drugs (PWID) in Haiphong, Vietnam through public health-scale HIV 
and substance use treatment. Vietnam’s HIV epidemic is concentrated among 
PWID and other key populations. Like other countries, Vietnam is experiencing 
reductions in donor support for its HIV/AIDS response and changing its approach 
to substance use treatment so DRIVE will provide a useful test case. Its success 
depends on two policy pillars: 
1) shift from donor-funded HIV outpatient clinics (OPC) to public facilities and 
expansion of health insurance (HI) for PLHIV; and 
2) implementation of the government’s “Renovation Plan” for substance use treat-
ment.
Methods: We describe DRIVE’s policy baseline, drawing on interviews and focus 
group discussions with key stakeholders, policy documents, and data on OPCs.
Results: 52% of ART patients in Haiphong receive care in donor-funded OPCs and 
48% in public facilities; 53% of ART patients have HI. All patients will have to move 
to public clinics when donor-funded OPCs close. Public facilities may be more con-
venient for some patients but the care is perceived to be inferior. In addition, many 
patients have difficulty meeting the requirements for free or subsidized HI and pro-
ducing the ID papers needed to obtain HI cards and receive care in public clinics. 
The Renovation Plan aims to transition Vietnam from compulsory drug detention to 
voluntary, community-based treatment. In Haiphong, compulsory center popula-
tion has dropped sharply (7300 in 2013 to 200 in 2016) and the number of metha-
done maintenance treatment (MMT) clinics and patients has increased (currently 
12 clinics with 4,000 clients). 
However, powerful interests still oppose the Renovation Plan and some conflicting 
policies persist. Some MMT patients have difficulty making required copayments 
and dropout rates are substantial. Voluntary treatment besides MMT is very limited. 
No treatment is available for amphetamine type stimulant (ATS) use, which has 
surged in Vietnam.
Conclusions: Both policy transitions are underway but face challenges and the 
policy environment is fluid. DRIVE will monitor the policy environment and its ef-
fects on project implementation and outcomes and advocate for improvements in 
policies and programs based on project data. 

WEPED1365
Legal and policy regulatory barriers to effective health  
and HIV services for key populations in the East African 
community region
M. Atela 
University of Nairobi, Public Health, Nairobi, Kenya 
Presenting author email: m.atelah@googlemail.com

Background: Evidence suggests that vulnerable and key populations (KPs) are 
disproportionately affected by HIV and AIDS and other health challenges. Many 
of these communities remain under-served, particularly along cross-border zones. 
While anecdotal evidence have mainly implicated unfavourable legal and regulatory 
frameworks that criminalise activities of these populations, the evidence remains 
weak. As part of a larger project to support harmonisation of policies across the 
East African Community (EAC) region, this study reviewed the legal and regula-
tory frameworks and identified the key barriers to effective and efficient health, 
HIV and AIDS service delivery for KPs in EAC.
Methods: A critical structured review of key government documents - laws, poli-
cies, strategic and investment plans, and monitoring and evaluation frameworks - of 
five EAC states together with published technical reports on HIV and health ser-
vices provision for cross border KPs. A predefined structured search criteria guided 
literature search. Analysis was guided by ‚Decision Model’ framework focusing on 
five core domains targeting KPs: policy and legal framework; budgets and planning 
for services, community partnerships for service delivery, legal environment and 
the design of intervention, access, and implementation of policies and programs 
for KPs.

Results: Major gaps exist in EAC partner states’ legal and policy commitment and 
implementation with regard to services for key populations. Contradictions in le-
gal and policy provisions hamper service providers’ ability to respond to the needs 
of key populations. For instance, in cases where same-sex sexual relations and sex 
work have not been formally criminalized, public health authorities and policymak-
ers have largely ignored the needs of KPs and detainees.
Conclusions: Although there are improvements in the policy and regulatory frame-
work for health and HIV service provision for KPs, significant gaps remain that hin-
der effective service delivery towards meeting UN 90-90-90 global goals. EAC 
bloc countries have committed to harmonising these laws and policies. This process 
should be hastened to ensure KPs enjoy standard health rights. Harmonisation will 
also reduce conflicts within laws and curb criminalization of HIV transmission in 
some member state laws. Finally, the development of regulatory frameworks should 
ensure full involvement of KPs. 

WEPED1366
Who, where, and how? Developing scenarios for the rollout  
of oral PrEP in Zimbabwe
N. Bhavaraju1, K. Muther2, M. Dunbar3, D. Nhamo4, I. Mahaka4, J. Murungu4,  
Z. Mukandavire5, K. Torjesen6 
1FSG, Washington, United States, 2FSG, Boston, United States, 3Pangaea Global 
AIDS, Oakland, United States, 4Pangaea Global AIDS, Harare, Zimbabwe, 5London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 6FHI 360, 
Durham, United States 
Presenting author email: neeraja.bhavaraju@fsg.org

Background: As Zimbabwe plans for oral PrEP introduction, questions remain 
about how to rollout PrEP across districts and populations. While epidemiological 
and cost-effectiveness modeling traditionally guide decisions, these analyses often 
require significant time and resources. New rapid analytical methods can comple-
ment modeling to accelerate implementation planning, product introduction, and 
impact.
Methods: We reviewed district-level data and Spectrum model estimates on HIV 
incidence, population demographics, and demonstration projects to identify dis-
tricts with greatest impact and cost effectiveness potential for oral PrEP roll-out.
Results: This analysis identified 8 scenarios for oral PrEP rollout in Zimbabwe - 4 
scenarios defined by HIV incidence and 4 scenarios defined by target populations 
(see chart below). The four scenarios targeting high incidence districts range from 
rollout in 13 districts (adult population 1.6M) covering 39% of new HIV infections 
to rollout in 38 districts (adult population 6.0M) covering 85% of new infections. 
The scenarios defined by target populations would prevent significantly fewer new 
infections, but could leverage existing delivery channels to reach sero-discordant 
couples (22% of adult new infections) or sex workers, farmworkers, mineworkers, 
and truck drivers (~15% of new infections). 

[Oral PrEP Rollout Scenarios]

The analysis showed that while HIV is not highly geographically concentrated in 
Zimbabwe, focusing on districts with highest HIV incidence and/or new HIV infec-
tions (Scenarios 1-4) will likely be most impactful. Between these scenarios, greater 
resources available for PrEP will enable greater coverage of new infections. Rollout 
limited to key populations would cover far fewer new infections than a general roll-
out in the highest incidence districts and should be pursued only if limited resources 
demand this approach.
Conclusions: Rollout scenario analyses using existing data can inform oral PrEP 
implementation planning in Zimbabwe. While this approach does not replace the 
need for further modeling, it provides timely guidance that can inform planning 
while more robust analyses are developed. 
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WEPED1367
Use of residual bio-specimens in research: guidance for 
Zimbabwe
M.E. Shana1,2, K. Moodley2 
1Medical Research Council of Zimbabwe, Research Oversight, Harare, Zimbabwe, 
2University of Stellenbosch, Centre for Medical Ethics and Law, Cape Town, South 
Africa  

Background: Residual bio-specimens are an invaluable resource in improving 
health care, scientific advancement focused on patient care and research on HIV. 
However, regulations on secondary use of bio-specimens collected in clinical set-
tings are not explicit or are non-existent in most African countries. It is unclear 
who determines the fate of such specimens. As such, secondary use of residual 
bio-specimens has been steeped in legal and ethical controversies, which can be 
detrimental to research and the advancement of medicine. Explicit guidance should 
be given internationally and nationally.
Methods: A descriptive desktop review of journal articles, guidelines and legislation 
on secondary use of bio-specimens was conducted, i.e. Google scholar, Pubmed, 
JSTOR, Hinari and also Ministry of Health websites were accessed. Journal articles 
focusing on secondary use of residual bio specimen, including consenting, privacy, 
confidentiality, bio-banking and ownership were selected and analyzed to deter-
mine existence of uniformity or concordance in the recommendations. Guidelines 
and legislation on secondary use of residual bio specimen collected from clinical 
and research settings were also searched for, an assessment of areas covered, rec-
ommended type of consent and uniformity in guidance given by developed and 
developing countries. Also an assessment of the common areas addressed by the 
guidelines was also carried out. The outcome of the analysis was used as grounds for 
the researcher to make recommendations on the position that could be adopted by 
regulators and policy makers in Zimbabwe, with regards to secondary use of bio-
specimens.
Results: There is a paucity of guidelines that are specific to use of residual bio-
specimens. Locally and internationally, an all-encompassing guideline on the col-
lection, ownership, use and storage of residual bio-specimens does not exist. There 
is also lack of sufficient information on the recommended type of informed consent 
to be given for such use.
Conclusions: Residual bio-specimens are a valuable resource in medical research, 
HIV research and health care. There is a need for uniform guidelines that regulate 
secondary use of residual bio-specimens as international collaboration in research 
and sharing of bio-specimens is on the rise. Zimbabwe needs specific guidance on 
secondary use of bio-specimen collected in clinical settings. 

WEPED1368
Additional yield of HIV cases through provider initiated testing 
and counselling in RNTCP in Telangana State, India
C. Chatla1, S. Chakramahanty2, K. Guguloth2, J. Prabakaran1, J. Kurada1, R. Bandi3, 
R. Deshmukh4, S.A. Nair4 
1World Health Organization, Public Health, Hyderabad, India, 2State TB Cell, Public 
Health, Hyderabad, India, 3Telangana State AIDS Control Society, HIV, Hyderabad, 
India, 4World Health Organization, Public Health, New Delhi, India 
Presenting author email: chatlachakri@gmail.com

Background: According to the national framework for TB/HIV coordination in 
India, all the diagnosed TB cases must be tested for HIV. In 2013, the concept of 
PITC (provider initiated testing and counselling for HIV) has been introduced in 
the country. Telangana, a high HIV prevalence state, initiated PITC meticulously 
through successful state, district and field level coordination with National AIDS 
Control Programme. This study attempts to find out the utility of PITC in field.
Methods: PITC is implemented since Jan 2013 in all the districts of Telangana State, 
India through all ICTC (Integrated Counselling and Testing Centres) across the 
state. Towards this all the lab technicians in RNTCP (Revised National Tuberculosis 
Control Programme) were trained on HIV testing and co-location of ICTC and 
DMC services was ensured.
Results: Of 39,072 registered TB patients were tested for HIV among the total of 
41,827 (93.4%) in year 2013 and 41,672 were tested among 42,661 (97.7%) in year 
2014. This resulted in identification of 2,763 (7.1%) and 2,571 (6.2%) HIV +ve cases 
in year 2013 and 2014 respectively.
A total of 1,43,127 presumptive TB cases (which includes diagnosed TB patients) 
were tested for HIV as part of PITC among the total of 1,91,081 (75%) in year 2013 
and 1,96,494 were tested among 2,21,000 (89%) in year 2014. The analysis dem-
onstrated that there is an additional yield of 6,502 (2.4 times) HIV cases in year 
2013, of 10,972 (4.3 times) in 2014, of 8,239 (4.0 times) in 2015 and of 3,561 (2.0 
times) in 9 months of 2016 as a result of implementation of PITC.
Conclusions: Provider initiated testing and counselling must be implemented 
in all high HIV prevalent settings and can contribute to early detection of HIV 
cases which can help in early initiation of Co-trimoxazole prevention therapy and 

Antiretroviral therapy to those diagnosed and thus reduce morbidity and mortality 
among PLHIV. This can in turn contribute to reduction in transmission of TB as the 
risk of getting TB is very high in PLHIV. 

WEPED1369
Challenges faced by transgender/hijra community in public  
and private health care set up in India
D. Baruah1, A. Dange1, S.M. Rawat1, S. Banik2, B. Horton3, V.R. Anand1 
1The Humsafar Trust, Research, Mumbai, India, 2Baldwin Wallace University, 
Public Health and Prevention Sciences, Ohio, United States, 3Brown University, 
Anthropology, Rhode Island, United States 
Presenting author email: dicky.hst@gmail.com

Background: In India, the Transgender and Hijra communities are marginalized 
population vulnerable to stigma and discrimination in the Health care sector, which 
has been identified as a significant barrier to effective HIV prevention, care, treat-
ment and support. Health Care Providers are positioned to respond with needed 
services and treatment, however prejudicial, ignorant, and discriminatory attitudes 
coupled with lack of knowledge of trans-issues acts as a barrier toward providing 
adequate care and services.
Objective: To understand the experiences faced and to address myths, misconcep-
tions and barriers stated by Transgender/Hijra Community in seeking health-care 
services across Public and Private health care settings in Mumbai.
Methods: In 2013, Five Key Informant interviews and Seven Focus Group 
Discussions were conducted with Transgender/Hijras Community people. Focus 
groups and interviews were transcribed and analyzed thematically using NVIVO.
Results: Transgender/Hijra reported experiencing varying levels of stigma and dis-
crimination in Public as well as Private Healthcare settings e.g. Outing of their HIV 
status (writing their report in red ink, mentioning the status on the file), lack of 
awareness of Transgender/Hijra anatomy, hesitation in performing physical check-
ups, issues with allocation of space if hospitalized, and sex of the examining health-
care practitioner affecting the interaction etc. Transgender/Hijra also perceived 
a differential and biased attitude towards them by the healthcare professionals in 
government settings based on the language and tone employed along with the long 
waiting hours. However, Transgender/Hijra also preferred public health settings for 
its affordability and for addressing their “major” health concerns and local clinics/
private practitioners in their areas for other minor health concerns. Transgender/
Hijra reported accessing over-the-counter hormonal treatments from chemists 
and compounders in unlicensed clinics and being over-charged for the services in 
private health care set up as compared to the general population.
Conclusions: Despite experiencing Stigma and Discrimination, in health care set 
up, Transgender/Hijra will continue to access Public as well as Private health care 
set up. The lack of knowledge and training on Transgender/Hijra healthcare issues 
among the HCPs and Institutions calls for enhanced level of training and awareness 
among the Health Care Providers from Public and Private health care institutions 
to address Transgender/Hijra health care needs. 

WEPED1370
Georgia’s path towards HCV elimination
L. Sulaberidze, I. Chikovani, M. Uchaneishvili, N. Shengelia 
Curatio International Foundation, Research Unit, Tbilisi, Georgia 
Presenting author email: l.sulaberidze@curatio.com

Background: Hepatitis C (HCV) infection represents a major public health con-
cern globally and especially in Eastern Europe and Central Asia. HCV is hyper-
endemic in People Who Inject Drugs (PWID) throughout the world, with 60-
70% chronically infected. HCV prevalence among PWID is in the same range in 
Georgia. Latest Bio-Behavioural Surveillance Survey among PWID reveals that 
HCV prevalence among HIV-infected individuals equals to 91%. In 2015, the 
Government of Georgia introduced a new initiative, that entails provision of HCV 
treatment free of charge to the the entire population with completed HCV diag-
nostic testing. Ongoing monitoring of program implementation and awareness on 
facilitators and barriers to diagnosis and treatment services is necessary to assure 
success of the program.
Methods: We conducted a qualitative study to investigate individual, societal and 
health system barriers and facilitators of HCV testing and treatment among PWID 
in Georgia in 2016. In depth semi-structured interviews were held with key infor-
mants, service providers and 40 program beneficiaries purposively selected from 6 
main cities to with different HCV testing and treatment status. Data analysis was 
performed in NVivo-11.
Results: The program had high political support that resulted in smooth manage-
ment and uninterrupted implementation of the program that was accompanied by 
public awareness campaign. Risk perception and knowledge about the disease, free 
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access to expensive treatment, that was previously unavailable in the country, trig-
gered PWID to seek the treatment services. Unavailability of treatment services 
in some geographic areas, requirement of co-financing for diagnostics prior to in-
clusion in the program, skepticism about new drugs negatively affected decision 
to seek treatment. Facilitators to adherence to HCV treatment were supportive 
environment from family and friends, conducive physical infrastructure and car-
ing staff in treatment facilities, successful treatment experience from peers and 
short course of treatment with quick recovery. Some factors that hindered decision 
to seek and adhere to treatment were continuously resolved during the program 
implementation.
Conclusions: Although the HCV elimination program is underway, the study 
showed more facilitators rather than barriers to program services among benefi-
ciaries. The study revealed important individual, societal and health system factors 
supporting program effective implementation that might be useful information for 
other countries. 

WEPED1371
Expanding access to HIV treatment services, the role  
of government policy in Akwa Ibom State, Nigeria
Y. Ogundare1,2, M. John3, E. Okpongkpong4, E. Xavier5 
1Akwa Ibom State Ministry of Health, HIV/AIDS Unit, Uyo, Nigeria, 2FHI360 
SIDHAS Project, Program Management, Abuja, Nigeria, 3Akwa Ibom State Ministry 
of Health, Uyo, Nigeria, 4Akwa Ibom State agency for the control of AIDS, Monitoring 
and Evaluation, Uyo, Nigeria, 5State Ministry of Health, HIV/AIDS Unit, Uyo, Nigeria 
Presenting author email: yemisiogundare@gmail.com

Background: Expanding access to HIV treatment and care services for HIV positive 
individuals in rural communities of Akwa Ibom State remains fundamental to reduc-
ing the spread and impact of the virus. HIV positive clients identified within the 
rural communities through outreaches are referred to government owned facilities 
where registration fees are required for positive clients before enrollment into care. 
The poverty level of most positive living HIV (PLHIV) limits their ability to afford 
registration fees before commencement of treatment, these constitute a barrier to 
treatment services.
Methods: Akwa Ibom has experienced expansion in comprehensive treatment 
centers from 4 in 2010 to 61 as at 2016 through support from USAID and Global 
fund. State government developed policies to support treatment uptake; in 2013 a 
government policy of free health care for pregnant women and children under five 
years was adopted and in 2015 a government policy for free registration fees for 
poor PLHIV who are either pregnant women or children under 5 years and cannot 
afford registration fees at health facilities was also introduced. An assessment of 
this policy on treatment uptake across health facilities were evaluated using desk 
review of program data in the State.
Results: : Of the 42,982 (as at June, 2016) PLHIV currently on ARV in the State, 
more than 60% could not afford registration fees in health facilities at first visit in 
2015. Between 2014 and 2015 after adoption of the policy waiver by government, 
about 48% of those enrolled in care were poor and could not afford registration fee 
in secondary health facilities. Also percentage of pregnant women who access HTC 
services at antennal clinics increased by 80% in 2015 from 37% in 2010, infection 
rate for children deceased from 8% 2010 to 5% in 2015. Overall this contributed to 
more PLHIVs and their dependents accessing treatment care and support services 
through enabling government policies.
Conclusions: HIV program implementer to extend evidence based advocacy inter-
ventions to host government leaders in Africa and faith based institutions for adop-
tion of enabling policies to improve access to ART services in State and Nigeria. 

WEPED1372
Recommendations for the rapid expansion of HIV self-testing 
in fast track cities
R.M. Granich1, J. Nkengasong2, A. Abimiku3, M. Isbell4, J. Zuniga5,  
IAPAC ASLM Expert Writing Committee 
1IAPAC, Chief Technical Officer, Washington, United States, 2CDC, Atlanta, United 
States, 3ASLM, Addis Ababa, Ethiopia, 4Independent Consultant, New York, United 
States, 5IAPAC, Washington, United States 
Presenting author email: rgranich@iapac.org

Background: Globally, 40% of people living with HIV were unaware of their status 
in 2015. Cities are heavily impacted by HIV and, by necessity, have served as first 
responders to the epidemic. Accelerated access to HIV self-testing is critical to 
closing the diagnosis gap in high HIV burden Fast-Track Cities worldwide.
Methods: IAPAC and ASLM convened an expert Advisory Panel from Africa, Asia, 
Europe, South America, and North America. The U.S. Centers for Disease Control 
and Prevention systematically searched for articles from 2000 to 2016 using 

multiple search terms in two areas: (i) HIV descriptors and (ii) self, home, or rapid 
testing (5542 citations). The recommendations were drafted by the co-chairs and 
technical writing team, and reviewed, revised, and approved by the Advisory Panel.
Results: The Panel developed nine recommendations for Fast-Track Cities and their 
stakeholders: 
1) support access to HIV self-tests for use at home and/or in assisted settings; 
2) ensure quality-assured, affordable HIV self-tests for everyone, especially for 
vulnerable populations; 
3) lower the price of HIV self-test kits through price reductions, market diversifica-
tion, pooled procurement, price transparency, market forecasting, and subsidized 
pricing or for free; 
4) monitor expansion of HIV self-tests as part of achieving the UNAIDS 90-90-90 
targets by 2020; 
5) accelerate regulatory and supply chain processes by identifying and addressing 
obstacles; 
6) support monitoring and evaluation measures to assess individual barriers to HIV 
self-testing; 
7) develop communication, educational and marketing efforts designed to encour-
age HIV self-testing; 
8) optimize service delivery self-refer after HIV self-testing 
9) remove government technical and administrative barriers to improve access to 
HIV self-testing.
Conclusions: apid implementation of HIV self-testing in Fast-Track Cities requires 
changing HIV policy and regulations, smart programming to increase uptake, and 
ongoing programmatic adaptation. The recommendations will assist high HIV bur-
den cities to realize the potential of self-testing to achieve the 90-90-90 target and 
end AIDS as a public health threat. 

WEPED1373
Stock-outs of HIV testing and treatment resources in Eastern 
Zimbabwe: a longitudinal analysis from 2013 to 2015
M. Tlhajoane1, R. Rhead1, R. Schaefer1, A. Takaruza2, R. Maswera2,  
C. Nyamukapa1,2, S. Gregson1,2 
1Imperial College London, Infectious Disease Epidemiology, London, United Kingdom, 
2Biomedical Research and Training Institute, Harare, Zimbabwe 
Presenting author email: m.tlhajoane14@imperial.ac.uk

Background: Great progress has been achieved in scaling-up national HIV care 
programmes in Zimbabwe. However, the capacity of local health systems to cope 
with the increasing number of patients requiring services is of increasing concern, 
as eligibility for antiretroviral treatment (ART) is expanded through the adoption of 
WHO’s ‚test and treat’ policies.
Methods: Between August 2013 and July 2015, two rounds of a survey of thirty-
six (36) purposively sampled health facilities were completed in two districts in 
Eastern Zimbabwe. Data were collected on health facility characteristics, including 
human resources, and both the frequency and duration of stock-outs in HIV test-
kits, first-line ART drugs and prophylactic treatments for opportunistic infections 
(OIs). Trends in demand for and stock-outs of testing and treatment resources were 
determined. Facility-level factors were examined for associations with stock-outs.
Results: A large proportion of facilities reported at least one stock-out of HIV test-
kits, although this number fell slightly from 69% in 2013 to 61% in 2015. Stock-outs 
were primarily prominent amongst large district hospitals who reported a notable 
increase in the mean number of HIV tests conducted over the prior 3 months from 
508 in 2013 to 1326.5 in 2015. Amongst facilities that reported stock-outs of HIV 
test-kits, the mean duration was reduced from 54.5 days in 2013 to 17 days in 2015. 
Despite the expansion in ART eligibility and expected rise in demand for first-line 
drugs, no facilities reported experiencing stock-outs of ART drugs in 2015, com-
pared to 1 facility in 2013. Larger facilities and district hospitals were more likely to 
have experienced a stock-out of prophylactic drugs for OIs, however, no significant 
difference in the frequency or duration of these stock-outs was found across the 
two study rounds.
Conclusions: While the impact of changing ART guidelines on ART stock outs could 
not be directly evaluated, there have been significant improvements in test kit avail-
ability over time despite a rise in demand. This may indicate improved supply chain 
management and an increase in the provincial availability of resources for HIV test-
ing as more initiatives are developed to improve linkage to care. 
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WEPED1374
Who, where, and how? Developing scenarios for the rollout  
of oral PrEP in Kenya
N. Bhavaraju1, K. Muther2, M. Kiragu3, P. Jeckonia3, W. Mukoma3, K. Kripke4,  
A. Bershteyn5, M. Larson6, E. Gardiner7, S. Masyuko8 
1FSG, Washington, United States, 2FSG, Boston, United States, 3LVCT Health, 
Nairobi, Kenya, 4Avenir Health, Washington, United States, 5Institute for Disease 
Modeling, Bellevue, United States, 6FHI360, Durham, United States, 7AVAC, New 
York, United States, 8Kenya Ministry of Public Health and Sanitation - NASCOP, 
Nairobi, Kenya 
Presenting author email: neeraja.bhavaraju@fsg.org

Background: As Kenya plans for oral PrEP (PrEP) introduction, questions remain 
about how to rollout PrEP across counties and populations. While epidemiological 
and cost-effectiveness modeling traditionally guide decisions, new rapid analytical 
methods can complement modeling to help accelerate planning, product introduc-
tion, and impact.
Methods: We analyzed existing county-level data on HIV incidence, population 
demographics, demonstration projects, and uptake of HIV testing, ART, and con-
traception to assess counties for potential impact and cost of PrEP and develop 
multi-county scenarios for PrEP rollout.
Results: Counties in Kenya vary greatly by HIV incidence and concentration of 
key populations. Together, these dimensions define several delivery approaches for 
PrEP - high-priority general population rollout, high-priority key population roll-
out, and targeted/limited rollout (see graphic below). 
In addition, analysis of county capacity to deliver PrEP along a five-factor value 
chain suggests that readiness to rollout PrEP effectively varies by county. Counties 
with high capacity across these factors (e.g., Homa Bay) may be early PrEP adopt-
ers while those with lower capacity (e.g., Kiambu) may require additional invest-
ment before introducing PrEP. 

[Kenya Rollout Analysis]

Promising scenarios included rollout to four highest incidence counties to leverage 
high existing delivery capacity and meet a great need (~45% of new infections) and 
rollout to seven counties with the most new HIV infections (~60% of new infec-
tions) with general population rollouts in three counties and key population-focused 
rollouts in four counties. Rollout to all nineteen counties with above-average inci-
dence would have greater impact (covering ~85% of all new infections) but require 
significantly larger investments, while rollout limited to key populations would reach 
only ~15% of new infections.
Conclusions: Rollout scenario analyses using existing data can inform oral PrEP 
implementation planning in Kenya. While this approach does not replace the need 
for further modeling, it provides timely guidance that can inform planning while 
more robust analyses are developed. 

WEPED1375
Predictors of social security disability benefits use in  
HIV-infected adults
M. Ali1, T. Crook2, M. Witmer2, J. Zurlo2 
1Penn State Milton S. Hershey Medical Center, Division of Infectious Disease, Hershey, 
United States, 2Penn State Milton S. Hershey Medical Center, Hershey, United States 
Presenting author email: mali6@hmc.psu.edu

Background: The proportion of adults living with HIV receiving social security dis-
ability benefits (SSDB) is considerably higher compared to general population. We 
aimed to investigate the predictors of SSDB use in our adult HIV population.
Methods: A retrospective cohort study was conducted among our HIV+ adult pop-
ulation followed at Penn State Milton S. Hershey Medical Center. The study popu-
lation comprised all patients seen between January 1st 2014 to December 31st 2015. 
Patients’ employment status was determined by reviewing each patient’s profile in-
dividually. Demographic and clinical data were obtained from our patient database 
that included basic demographics, recent CD4+ cell counts, year of HIV diagnosis, 
cardiac disease, cardiac disease risk factors (diabetes, hypertension, hyperlipidemia, 
tobacco use, and family history of cardiac disease), chronic hepatitis C infection, 
history of injection drug use, history of AIDS defining complication(s), county of 
residence (rural vs. urban), bronchodilator use, opioid use, psychiatric medication 
use (antidepressants, antipsychotics), and mood stabilizing agent use was obtained 
to identify risk factors for SSDB use among these patients.
Results: Of the total 866 patients analyzed, 357 (41.2%) were working full-time 
or part-time, and 313 (36.1) were receiving social security disability benefits. 
Employment/SSDB could not be determined for the remaining 196 patients. 
Predictors of SSDB use were Hispanic ethnicity (odds ratio [OR], 3.66; 95% con-
fidence interval [CI], 1.95-6.87), psychiatric medications use (OR, 2.94; 95% CI, 
1.96-4.40), African - American race (OR, 2.44; 95% CI, 1.53-3.9), rural county 
residency (OR, 2.34; 95% CI, 1.40-3.89), history of AIDS defining complication(s) 
(OR, 2.02; 95% CI, 1.30-3.12), tobacco use (OR, 1.82; 95% CI, 1.24-2.67), injec-
tion drug use (OR, 1.81; 95% CI, 1.18-2.77), and older age (OR, 1.03; 95% CI, 1.01-
1.05). SSDB use was not related to CD4+ cells counts and other non-tobacco use 
cardiac risk factors, chronic hepatitis C infection, and cardiac disease.
Conclusions: In our adult HIV population SSDB use was more among racial and 
ethnic minorities, rural population, smokers, injection drug users, those with a his-
tory of AIDS defining complication(s) and older age. Specific interventions may 
be required to promote return to work for people with HIV/AIDS whose health has 
been restored by antiretroviral therapy. 

WEPED1376
The relation of HIV stigma to satisfaction with health service:  
a lesson learnt in HIV task-shifting pilot project in Thailand
M.N. Aung1, S. Moolphate2, T. Kitajima3, Y. Siriwarothai4, P. Takamtha4,  
C. Katanyoo2, H. Okamura3, M. Field3, O. Noyama5, P. Wannakrairot6,  
V. Klinbuayaem4 
1Faculty of Medicine, Chulalongkorn University, WHO Collaborating Center for 
Medical Education, Bangkok, Thailand, 2Chiang Mai Rajabhat University, Chiang 
Mai, Thailand, 3Kyorin University, Tokyo, Japan, 4Sanpatong Hospital, Chiang Mai, 
Thailand, 5Tokyo Kasei University, Tokyo, Japan, 6Faculty of Medicine, Chulalongkorn 
University, Bangkok, Thailand 
Presenting author email: dr.myonyeinaung@gmail.com

Background: The task-shifting of HIV services to primary health care is a global 
strategy that aims to expand access to anti-retroviral therapy (ART). This repre-
sents one of the national goals in Thailand the country with the highest HIV-burden 
in Southeast Asia. In Thailand, health care workers usually say “close to the house, 
close to the heart”, yet this is not really the case for people living with HIV (PLHIV). 
PLHIV are afraid of becoming known within their community as being infected with 
HIV. This stigma forms a barrier to the provision of ART within the primary care 
setting. This study aimed:
(1) to explore the levels of ‚perceived stigma’ in PLHIV attending district hospitals 
and primary care units (PCUs), and;
(2) to find out the relation between HIV stigma and the satisfaction of patients with 
their health service.
Methods: In this cross-sectional study, two matched PLHIV receiving routine 
health care service were recruited for every PLHIV attending a PCU. A total sam-
ple of 198 participants was recruited with informed consent. The levels of the par-
ticipants ‚perceived stigma’ and ‚internal shame’ were measured applying validated 
Thai version instruments. The level of the participants’ satisfaction was measured 
applying the Patient Satisfaction Questionnaire 18 (PSQ18). The relationship be-
tween the PLHIV’s satisfaction with their health service and their ‚perceived stig-
ma’ and ‚internal shame’ was examined using multivariate robust regression models. 
Levels of ‚perceived stigma’ and ‚internal shame’ were measured using two different 
instruments and analyzed using two different regression models.
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Results: ‘Perceived stigma’ and ‘internal shame’ levels did not differ significantly 
between task-shifted PCUs attendants and the district hospital HIV clinic atten-
dants (P>0.05 MANOVA). However, a higher level of patient satisfaction was 
independently associated with a lower level of ‘perceived stigma’ (β -5.9, 95% con-
fidence interval (-7.7 to -4.1)) and a lower level of ‚internal shame’ (β -5.7, 95% CI 
(-8.3 to -3.2). (P< 0.001)) among PLHIV.
Conclusions: PLHIV’s satisfaction with their ART service may serve to relieve their 
‘perceived stigma’ and ‘internal shame’ regardless of where the ART is received. 
Health professional education improving HIV services and patient’s satisfaction 
may minimize the HIV related stigmata. 

WEPED1377
Addressing clinician-induced barriers to INH prophylaxis  
for persons living with HIV in South-Eastern Nigeria
O. Onyedinachi1, P.O. Anyanwu1, A. Eyo2, M. Odeyale3, C. Onyegbado4 
1Excellence Community Education Welfare Scheme, Clinical Services, Abuja, Nigeria, 
2Excellence Community Education Welfare Scheme, Programs, Uyo, Nigeria, 
3Excellence Community Education Welfare Scheme, Monitoring and Evaluation, Abuja, 
Nigeria, 4Excellence Community Education Welfare Scheme, Clinical Services, Enugu, 
Nigeria 
Presenting author email: okezie@ecews.org

Background: The HIV/AIDS epidemics in Nigeria is complicated by the high tu-
berculosis (TB) burden. Nigeria ranks 9th among the 22 high-burden TB countries 
in the world and one in four incident TB cases are co-infected with HIV. Despite 
these facts, only 57% of HIV-positive registered cases in Nigeria were screened for 
TB in 2010; while 4712 (2.5%) out of the 185,708 individuals newly enrolled ART 
in 2013 started Isoniazid Preventive Therapy (IPT). The 2014 Nigeria GLOBAL 
AIDS RESPONSE Country Progress Report (GARPR) also included reluctance of 
Clinicians to initiate HIV positive patients on IPT due to perceived fear of Isoniazid 
(INH) resistance and difficulty with diagnosing active TB in HIV setting as some of 
the barrier that limit access to TB preventive services for PLHIV.
Methods: Review of INH uptake at HIV treatment centres showed poor access to 
IPT services. Clinicians were provided with targeted technical assistance (TA) to 
address the barriers hindering access to IPT for PLHIVs. This include continuous 
medical education, hands-on mentoring, monthly data feedback and quarterly re-
view of program performance. Excel and Statistical Package for the Social Sciences 
were used to analyze IPT data captured at the supported treatment centres.
Results: The rate of INH uptake ranged from 0%, to 61% between Jan-Dec, 2014. 
Targeting 70% of eligible clients (3092); after intervention IPT uptake increased 
from 11% (348) in Jan, 2015 to 110% (2,356) in Dec 2015.
Conclusions: The TA given to the clinician resulted in sustained increased in the 
rate of IPT uptake at the HIV treatment sites; relative to achievement in 2014. It 
is therefore recommended that continuous engagement of the fore front clinicians 
should encouraged to sustain INH access for eligible clients 

WEPED1378
Expanding the provider base: HIV and hepatitis C clinical 
preceptorships in New York State
N. Harris, T. Wilder, J. Steinke, R. Walsh, A. Urbina 
Mount Sinai Institute for Advanced Medicine, HIV/AIDS Education and Training, New 
York, United States 
Presenting author email: terri.wilder@mountsinai.org

Background: In 2014, New York State (NYS) Governor Cuomo announced a 
three-point plan to end the AIDS epidemic by 2020. The subsequent blueprint 
outlined several recommendations highlighting the important role of clinicians. 
Recent advances in Hepatitis C (HCV) treatment have emerged making it possible 
for patients to be cured. Despite these developments, there is a dearth of compe-
tent HIV and HCV clinicians in many counties throughout NYS, impacting access 
to quality care. There is a need for experience based medical education for clinicians 
practicing in at-risk communities.
Methods: From October 2015 to November 2016, three preceptorship programs 
were held (two on HIV, one on HCV) in New York City. These programs combined 
didactic presentations, case-based discussions, clinic observations, and support ma-
terials. Interested clinicians completed an application. Acceptance criteria included 
NYS region, intention to improve HIV/HCV care services, and current HIV/HCV 
knowledge and confidence. Applicants from the upstate regions were provided fi-
nancial assistance. At the conclusion of the program, attendees provided reflective 
notes of their clinic observations and completed an exit survey.
Results: Over 200 NYS clinicians applied and 31 clinicians were selected including 
12 nurse practitioners, 7 physicians, 7 registered nurses, and 5 physician assistants. 
More than half (58%) practiced in upstate NYS. The majority of accepted attend-

ees had limited knowledge or were somewhat confident in HIV/HCV treatment 
and prevention. Reflective notes revealed that clinic observations included screen-
ing potential PrEP candidates, HIV resistance testing, HCV treatment selection, 
and drug-drug interactions. Of exit survey respondents, 100% either “agreed” or 
“strongly agreed” that they could apply the information learned. The majority of 
attendees indicated enhanced knowledge and/or confidence in managing newly di-
agnosed HIV/HCV patients as well as prescribing treatment.
Conclusions: This program provided a needed resource and may be a tool to identify 
and support future HIV/HCV clinical leaders. Challenges include limited number 
of participation spots, coordination of preceptor schedules, and long-distance trav-
el for upstate attendees. Long-term impact of this program on workforce capacity 
is unclear until additional evaluation measures are taken. As advances in HIV/HCV 
prevention and treatment emerge, programs will need to be revised and resources 
identified in order to stay relevant and sustainable. 

WEPED1379
PrEP implementation in New York State: challenges  
and solutions in clinical practice
C. Ferraris, J. Steinke, T. Wilder, N. Harris, R. Walsh, A. Urbina 
Mount Sinai Institute for Advanced Medicine, New York, United States 
Presenting author email: christopher.ferraris@mountsinai.org

Background: Despite the evidence that pre-exposure prophylaxis (PrEP) is an 
effective HIV prevention option, it remains underutilized given the estimated 1.2 
million people in the United States for whom PrEP is indicated. Healthcare pro-
vider perceptions are often a barrier to implementation. More research is needed 
to understand the challenges and barriers perceived by healthcare providers and to 
identify potential solutions to educate and support them in implementing PrEP. 
New York State (NYS) is uniquely situated to lead PrEP scale-up, given Governor 
Cuomo’s three-point plan to end the AIDS epidemic by 2020 includes point three: 
provide access to PrEP for high-risk persons to keep them HIV-negative.
Methods: Five PrEP implementation workshops were held throughout NYS with 
a large sample of interdisciplinary healthcare providers (n=137). A regional and 
agency-level ‚SWOT’ (strengths, weaknesses, opportunities, threats) analysis of 
PrEP implementation was conducted at each workshop. Researchers performed 
a preliminary conventional content analysis of this data to identify major themes 
discussed by participants.
Results: Initial results from this conventional content analysis fall into two large re-
gional and agency-level categories (weaknesses/threats; strengths/opportunities). 
Consistent themes cited by healthcare providers as weaknesses or threats to PrEP 
implementation include: clinician willingness and knowledge, funding/reimburse-
ment, patient access and knowledge, clinic protocols, staff buy-in, stigma, and or-
ganizational capacity. Themes classified as strengths or opportunities include inter-
agency networking, NYS progressive policies, outreach, utilizing multidisciplinary 
teams, and marketing opportunities.
Conclusions: As PrEP awareness increases, healthcare organizations will need to 
create or scale up their PrEP programs. This analysis examining healthcare provider 
perceptions of PrEP implementation demonstrates that many clinical settings do 
not have key elements necessary to deliver PrEP (e.g. policy and procedure, staff 
buy-in). Findings from this analysis also show that insurance navigation concerns, 
clinical capacity, and a lack of ongoing support are hindrances to implementing 
PrEP. However, we also see that healthcare providers in NYS are able to identify, 
and feel bolstered by, strengths and opportunities. The level of information sharing 
and resources provided during the workshops has enabled them to think strategi-
cally about providing PrEP services. Disseminating results from these workshops 
may help other healthcare settings purposefully and effectively develop their own 
PrEP programs. 

WEPED1380
PEP and PrEP clinical cards: translating New York State  
(NYS) clinical guidelines into practical tools
T. Wilder, N. Harris, A. Urbina, J. Steinke 
Mount Sinai Health System, Institute for Advanced Medicine, New York, United States  

Background: Pre- and post-exposure (PrEP, PEP) clinical guidelines are tools to 
assist clinicians with HIV preventive care. While this information exists online, clini-
cians have limited time to review and process lengthy documents during patient 
visits. PEP/PrEP should be offered by all clinicians; however, many are hesitant due 
to perceived difficulty in understanding guidelines. PrEP and PEP clinical cards 
offer a way to disseminate guidelines while providing a portable quick reference.
Methods: PrEP and PEP clinical cards were designed based on the NYS clinical 
guidelines and included the recommended regimens, lab tests, evaluation, clinician 
help line, and the NYS guidelines and Clinical Education Initiative websites. Each 
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card is the size of a credit card and can be attached to a clinician’s name tag. Cards 
were distributed free of charge via online mail order, during clinical conferences/
trainings, and preceptorship programs. Due to their clinical content, cards were 
intended only for physicians, physician assistants, nurses, nurse practitioners, den-
tists, and pharmacists.

[PrEPClinicalCard]

Results: From August 2015 - January 2017, over 26,000 cards were distributed 
(12,915 PEP cards and 13,258 PrEP cards). In the first ten months of distribution, 
over 9,000 PEP and PrEP cards were simultaneously distributed to clinicians prac-
ticing in a number of settings including community clinics, hospitals, local health 
departments, and private practice. Qualitative data suggests strong favorability of 
the cards and content presented.
Conclusions: As we move toward ending the AIDS epidemic by 2020, it is critical 
that NYS clinicians have PEP/PrEP guidelines easily available. Clinical cards fill a 
gap in guideline access and could be used to address other topics including HIV and 
Hepatitis C screening. Barriers include delivery to the wrong address, torn enve-
lopes, and cards being taken by non-clinicians. While highly popular, future cards 
will need to be updated when guidelines change and distribution expanded in order 
to reach clinicians across NYS. 

WEPED1381
Strengthening governance, leadership and managerial  
capacity of district and regional health managers to improve 
health service delivery in Uganda
V. Gwokyalya1, J. Matovu1, R. Wanyenze1,2, C. Isabirye3, S. Byakika4, D. Serwadda2 
1Makerere University School of Public Health, MakSPH-CDC Fellowship Program, 
Kampala, Uganda, 2Makerere University School of Public Health, Department of 
Disease Control and Environmental Health, Kampala, Uganda, 3Ministry of Health, 
Human Resource Division, Kampala, Uganda, 4Ministry of Health, Planning, Kampala, 
Uganda 
Presenting author email: gwokyalyav@gmail.com

Background: Inadequate management competences among lower level manag-
ers is a major challenge to healthcare delivery in low- and middle-income coun-
tries. Capacity strengthening initiatives for managers are still limited and primar-
ily focused on individual competences, with limited attention to the governance 
challenges faced by managers. In this paper we share experiences implementing 
a District Capacity Building Program that utilizes a team approach to equip local 
government managers with skills in governance, leadership and management to im-
prove service delivery.
Methods: We implemented a 9-months work-based, action learning Fellowship 
for health managers that offered trainees short workshops with mentorship at 
their work stations. Trainees enrolled as teams and as part of training, each team 
implemented a project addressing governance, leadership and management chal-
lenges affecting service delivery at their workplace. Teams introduced changes 
including; establishing reporting systems, quality improvement structures, coor-
dination structures, community engagement platforms, and staff performance 
management systems to improve service delivery. A total 134 managers (52 teams) 
were enrolled: 33 District Health Officers, 67 Regional Performance Monitoring 
Teams, 30 Regional Referral Hospital managers and 4 Principal Medical Officers 
of Urban Authorities.
Results: Within 6 months, weekly epidemiological surveillance reporting in 10 dis-
tricts improved from an average 55.1% to 90.5%; completeness, accuracy and time-
ly reporting of data in 29 facilities improved from 49% to 91.3%, 36% to 81.5%, and 
64% to 100% respectively; Measles and DPT3 immunization coverage in 5 districts 

improved from 58% and 55% to 90% and 94%, respectively; and retention of HIV 
infected mothers in care at 15 facilities improved from 48% to 63%. Linkage of HIV 
positive clients to care in 2 districts improved from 55% to 95% and TB case notifi-
cation in 2 districts improved from 46% to 55%. Managers acquired competences 
in motivating teams to produce results, data analysis and use for decision-making, 
strategic planning, negotiation, resource mobilization, and coordination of partners.
Conclusions: Developing governance leadership and management skills of manag-
ers empowers them to create organizational change that improves service delivery. 
The work-based, action learning training model that situates the training in the local 
context facilitates application of concepts in real life situations and creates immedi-
ate improvements in service delivery. 

WEPED1382
Workforce development with an innovative HIV training 
program for nurse practitioners
K. McGee1,2, J. Harmon2 
1Duke University Medical Center, Division of Infectious Diseases, Durham, United 
States, 2Duke University School of Nursing, MSN Program, Durham, United States 
Presenting author email: kara.mcgee@duke.edu

Background: In order to achieve the 90-90-90 targets set forth by UNAIDS in 
2014 and achieve the U.S. National HIV/AIDS Strategy goal of increasing access 
to care and improving health outcomes for people living with HIV (PLWH), there 
needs to be an adequate workforce of providers who are skilled in HIV medical care. 
To address the potential shortage of HIV primary care providers in the U.S., the 
Health Resources and Services Administration (HRSA) issued a funding oppor-
tunity to establish nurse practitioner (NP) and physician assistant (PA) HIV/AIDS 
primary care education programs designed to train NPs and PAs in HIV/AIDS care 
and treatment.
Methods: The Duke University School of Nursing (DUSON) developed a distance-
based HIV training program for NPs who wish to provide primary medical and HIV 
specialty care to PLWH in the U.S. A 12-credit HIV specialty concentration was 
designed and implemented in the fall semester of 2014. Students enrolled in the 
specialty complete online didactic instruction in HIV epidemiology, pathogenesis; 
HIV pharmacology; and HIV psychosocial, political, legal and ethical issues, fol-
lowed by a clinical management course and 392 hours of supervised clinical practice 
in an HIV treatment center. Online instruction is complemented by two on-campus 
learning intensives with an inter-professional focus.
Results: Since inception of the program in August 2014, 43 degree-seeking stu-
dents, and 4 licensed nurse practitioners have enrolled in the specialty. Most are 
women (68%), and white (68%) though there is representation from various ethnic 
groups including Filipino American, African, Cuban American, African American 
and Hispanic. Thus far 16 degree-seeking students and 3 licensed nurse practitio-
ners have successfully completed the program; of these, 11 (58%) are employed in 
HIV specific settings providing primary and HIV specialty care and/or sexual health 
care to PLWH in the U.S., including 5 graduates who are employed in resource 
limited settings. Four recent graduates are currently seeking employment in HIV 
specific clinics.
Conclusions: The DUSON has developed and implemented an innovative and rep-
licable HIV training program for NP students. The school has graduated NPs with 
expertise to provide primary HIV medical care and substantially contributed to the 
expansion of the HIV workforce. 

WEPED1383
An innovative preceptor education training program for nurses 
and midwives to promote clinical competencies for accelerated 
scale-up of HIV treatment in Malawi
P.M. Sakanda1, A. Khawja2, R. Sutton2, S. Michaels-Strasser2 
1ICAP at Columbia University, Global Nursing Capacity Building Program, Lilongwe, 
Malawi, 2ICAP at Columbia University, Global Nursing Capacity Building Program, 
New York, United States 
Presenting author email: ps2848@cumc.columbia.edu

Background: In 2013, ICAP at Columbia University developed the Preceptor 
Education Training Program (PETP) as part of its Nursing Education Partnership 
Initiative (NEPI). PETP was designed to enhance nursing education by improving 
the mentorship skills of preceptors at clinical teaching sites linked to nursing schools 
in Malawi. The six-week PETP included didactic and clinical training to equip nurse-
mentors with student-centered clinical teaching competencies and enable them to 
model competent clinical skills, attitudes and evidence-based practice, with a focus 
on nurse-initiated and managed antiretroviral treatment (NIMART). In 2016, we 
assessed the skills of PETP-trained mentors and solicited feedback from nursing 
students regarding their mentors’ performance.
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Methods: 126 nurses completed the PETP between 2013-2015. In 2016, trained 
evaluators observed 25 purposively sampled PETP trainees using a standardized pa-
tient and clinical scenario to evaluate clinical teaching competencies in six NIMART 
domains. In each domain, teaching performance was assessed via a five-point-scale 
from “not-at-all descriptive” (1) to “very descriptive” (5). In addition, 50 students 
were randomly selected to complete a self-administered online survey. They were 
asked if their preceptors demonstrated teaching competencies in 23 domains, us-
ing a five-point scale from “disagree” (1) to “agree” (5). They were also asked to 
assess their preceptors’ contribution to their learning, using a five-point-scale from 
“did not contribute” (1) to “contributed a great deal” (5). Data were analyzed in 
EXCEL™.
Results: The 25 observed PETP trainees received a median score of 4.0/5.0 for 
their teaching performance. 53% were “very descriptive” in teaching clinical prin-
ciples, and 59% were “very descriptive” in teaching key steps in ART initiation. 44 
nursing students (88%) completed the online survey, giving their preceptors’ teach-
ing competencies a median score of 3.7/5.0 for the 23 domains. 31 students (70%) 
felt their preceptors contributed to their acquisition of NIMART competencies.
Conclusions: PETP-trained mentors performed well, receiving high scores from 
trained observers. The majority of students felt their preceptors contributed to 
their mastery of NIMART competencies. Lessons learned will inform improve-
ments to the PETP curriculum, to ensure production of competent preceptors able 
to build clinical skills and HIV/AIDS competencies of the next generation of nurses 
and midwives. 

WEPED1384
The road to excellence: journey of the first public health 
laboratory in West Africa to achieve International Organization 
for Standards (ISO) 15189 and 15190 accreditation
P.A. Diaw1, F. Jones2, M. Diop3, M. Sarr2, S. Mboup1 
1CADU RARS IRESSEF, Dakar, Senegal, 2Westat, Rockville, United States, 3CADU 
RARS, Dakar, Senegal  

Background: The Laboratory of Virology (LBV) at Cheikh Anta Diop University 
(CADU) in Dakar, Senegal, is a National Reference Laboratory for Human 
Immunodeficiency Virus (HIV). LBV offers specialized testing for HIV, including 
HIV serology, CD4, viral load, and early infant diagnosis (EID). LBV also currently 
serves as a regional provider of external quality assessment (EQA), offering HIV 
related proficiency testing (PT) services for many laboratories.
In 2010, with assistance from the International Laboratory Brach (ILB) at the 
Centers for Disease Research and Prevention (CDC) and Westat; LBV began mak-
ing preparations for achieving international ISO15189 accreditation. After 5 years, 
through implementation of a quality man- agement system (QMS) for laborato- ry 
services and carefully addressing identified gaps and deficiencies, the laboratory 
successfully achieved its goal. In October 2015, LBV was of- ficially recognized 
by the Institute of Quality Management in Healthcare (IQMH) as one of the first 
public health laboratories in West Africa to achieve ISO15189 accreditation.
Methods: LBV first initiated efforts to implement a laboratory QMS in the im-
munology molecular biology, and virology units in 2011. In 2012, the CDC ILB sup-
ported training on the World Health Organization (WHO) Stepwise Laboratory 
Improvement Process Towards Accreditation (SLIPTA) program. Continued in-
ternal and external audits based on ISO15189 technical and management require-
ments were also conducted which identified additional gaps and areas for improve-
ment from which corrective action plans were developed and tracked to ensure 
compliance.
Results: Baseline SLIPTA assessments scores ranged from 55-64% (Level 0/1); and 
increased to 85-94% (indicating Level 4 status) within the first 2 years of imple-
mentation. Follow up assessments were conducted based on ISO15189 checklist; 
which included detailed requirements for technical and management compliance 
under ISO15189. After addressing areas in need of improvement, the labo- ratory 
submitted an application for ISO15189 accreditation to IQMH.
Conclusions: The road to ISO15189 accreditation is a major challenge for public 
health laboratories, and in particularthose within resource limited settings. Key fac-
tors for success include management commitment, team effort, mentorship, and 
financial resources to support infrastructure improvements, service contracts for 
equipment preventative maintenance and calibration, and procurement of needed 
equipment and supplies. 

WEPED1385
Nurturing community-based organizations of MSM, 
transgender and hijra (MTH) communities to take ownership  
in reducing vulnerability to HIV and AIDS
S. Mane1, V. Raj Anand2, Murugesan. S1, D. Tripathi1 
1The Humsafar Trust, Mumbai, India, 2The Humsafar Trust, CEO, Mumbai, India  

Background: Since October 2010, The Humsafar Trust (HST), a community based 
organization (CBO) in Mumbai, has been implementing a GFATM-fund program 
(Round 9), Pehchan (Identity) across five states in west/central India. Pehchan is 
unique in its design and approach because it is community-driven and focuses on 
advocacy and capacity building to create an enabling environment for MSM, TG and 
Hijra (MTH) populations in unreached districts to access services.
Methods: In addition to strengthening existing organizations, Pehchan focused on 
setting-up CBOs in districts without HIV interventions. HST worked in 34 districts 
with low or no visibility of the MTH community due to stigma and discrimination. 
The project with support from a community advisory board identified community 
members from various districts, conducted the proto-CBO meetings and provided 
technical assistance to the members to form and register a CBO. These organiza-
tions were then provided with classroom and field level training to deliver the proj-
ects effectively. 
The program has been able to register 73442 new MTH populations, 47327 have 
been tested for HIV of which 714 tested positive. Advocacy sessions were con-
ducted with various stakeholders to strengthen their work and conducted 20 
community based activities such as TG/ Hijra Habba, Solidary events, state level 
consultations which provided a platform for the community to mobilize together 
and also interact with state level stakeholders. A crisis response team comprising 
of lawyers, doctors, and community leaders helped address 700 crisis situations 
majority of which were reported post the Supreme Court judgement recriminal-
izing homosexual acts.
Results: Communities take ownership when there is a platform available. 
Sustainability comes with experience and efforts. Advocacy when used as a tool can 
bring the social pillars of Judiciary, Law enforcement, Media, and Health to stand 
with the community in crisis situations.
Conclusions: Newly-nurtured CBOs have successfully accessed unreached MTH 
populations, motivated them to access health services, and empowered the com-
munity to fight stigma and discrimination. Strengthened capacities of these organi-
zations has ensured sustainability of HIV programme for MTH population. 

WEPED1386
Collaborative capacity building initiatives by two national 
programs through conventional and distance learning seminars 
for effective roll out and optimal uptake of services
R. S. Gupta1, N. Kadyan1, V. Purohit2, S. Singh1, N. Garg1, M. Sebastian1 
1National AIDS Control Organisation, Ministry of Health & Family Welfare, Delhi, 
India, 2World Health Organisation, New Delhi, India 
Presenting author email: nishakadyan@gmail.com

Background: TB is one of the most common opportunistic infections and causes of 
morbidity and mortality in PLHIV. Assessment and field visits suggested a need to 
strengthen infection control practices at the ART center. National AIDS Control 
Organisation(NACO) and Central TB Division(CTD)approved the provision of 
daily Anti-TB Treatment(ATT), and measures of Intensified Case finding(ICF) for 
TB, provision of Isoniazid Preventive Treatment(IPT), implementation of Airborne 
Infection Control(AIC) practices(3I’s) at treatment centersto strengthen TB 
infection control practices. 
It was necessary to build the capacity of the staff at service delivery sites for optimal 
implementation at HIV care settings.
Methods: Standardized training package was developed based on the principles 
of adult learning followed by one Training of Trainers(TOT) and 21 down training 
batches over a period of three months June to September 2016. The master trainers 
comprised of officials from both the HIV and TB programs, clinicians and state level 
program officials.
Distance learning seminars in local languages were used to train the staff on 
comprehensive guidelines for prevention and management of TB at ARTCs with 
detailed guidance on the activities and measures to identity TB in PLHIV, initiate 
early ART/ATT, and implement 3I ś.
Results: 956 ARTC staff including 429 doctors and 527 Nurses & Counsellors 
were trained from 510 ARTCs.The pre test scores under all category confirmed a 
limited baseline knowledge of the participants and there was a 25-30% increase in 
post test evaluations.
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[Knowledge gain by designation]

In 40 distance learning session 3714 staff were oriented about the new guidelines.
Post training, the roll out picked well within 3 months with 12 states have started 
dispensing daily ATT drugs, 6 states have rolled out provision for IPT, 17 states have 
all their centers linked to CBNAAT facilities and 508 centers havestarted doing 
4S screening.
Conclusions: Collaborative and focussed capacity building by HIV and TB programs 
has positive impact on implementation. 

WEPED1387
Reducing viral load sample rejection rates in health facilities of 
Kabarole district of western Uganda through onsite mentorships 
and coaching
I. Namuleme Ddumba1, I. Baganzi2, P. Ajuna3, A. Kekitiinwa3 
1Baylor College for Medicine, Children Foundation Uganda, HIV/AIDS Care and 
Traitment, Kampala, Uganda, 2Baylor College of Medicine Children’s Foundation, 
Monitoring and Evaluation, Kampala, Uganda, 3Baylor College of Medicine Children’s 
Foundation, Care and Treatment, Kampala, Uganda 
Presenting author email: ddumbaimmaculate@yahoo.com

Background: To attain the third 90 in line with the UNAIDS strategy, Uganda has 
scaled up the use of Viral load monitoring for all ART patients however VL sample 
rejection remains one of the major hindrances to the achievement of VL coverage. 
Kabarole district in western Uganda registered a high rejection of VL samples. Poor 
quality of samples and incomplete filing of the sample requisition form for VL were 
the leading causes for sample rejection. A project was started to reduce the rejec-
tion rate of VL samples through mentorship and coaching of health workers. The 
project set out to build the capacity of health workers to collect quality samples and 
correctly fill in the requisition forms to reduce the rejection rates.
Methods: 15 sites with VL rejection rates above 5% were selected for the project, a 
team of competent clinical mentors in VL monitoring were identified and teamed 
up with the 15 health facilities. A total of 5 teams each comprising of a clinician and 
a laboratory technician were formed. The mentors worked with health facility staff 
providing mentorship and coaching for three days for each round of mentorship. 
Each facility received 4 rounds of mentorship, 2 for each quarter. Health facility 
staff were monitored by the mentors attached to the sites. Data on the rejection 
rates were reviewed quarterly for 9 months.
Results: There was a decline in the rejection of VL samples in all 15 health facilities, 
however the decrease is gradual over time. Health workers were more competent 
in sample collection and VL sample requisition. Non laboratory health care workers 
were able to do DBS phlebotomy which reduced client waiting time at the ART clin-
ics. An increase in the rejection rates was observed in some of the sites when new 
staff attempted to do DBS VL phlebotomy for the first time, however this improved 
with more coaching and mentorship.
Conclusions: Mentorship and coaching is critical to building skill in the collection of 
VL samples using DBS and filing of the sample requisition VL form. Follow up of is 
critical to the effectiveness of the mentorship and acquisition of skill. 

WEPED1388
The importance of community: development of a novel 
pharmacy-based HIV POCT program (the APPROACH study)
D. Kelly1, J. Kielly1, C. Hughes2, S. Hancock1, APPROACH study team 
1Memorial University of Newfoundland, School of Pharmacy, St. John’s, Canada, 
2University of Alberta, Faculty of Pharmacy and Pharmaceutical Sciences, Edmonton, 
Canada 
Presenting author email: dvkelly@mun.ca

Background: Approximately 21% of HIV-infected Canadians are unaware of their 
status. In smaller provinces and rural communities, barriers include lack of access to 
testing, privacy concerns, and stigma. The availability of HIV point-of-care testing 
(POCT) is limited and variable across Canada. Pharmacists are well-positioned to 
address these barriers by offering HIV POCT and facilitating linkage to care (LTC).
Methods: The APPROACH study uses a type II hybrid Implementation-
Effectiveness design to build a pharmacy-based HIV testing model to assess the 
acceptability, feasibility, and effectiveness in reaching at-risk individuals. In each 
province, we created provincial advisory committees (PAC) comprised of stake-
holders from community-based organizations (CBOs), health providers, provincial 
laboratories, and policy/decision makers. PAC consultations informed selection of 
testing sites, client recruitment strategies, and local resources to support LTC plans 
in each region. 

[APPROACH study - Team Development and Governance]

Results: PAC consultations have identified system and policy gaps including re-
gional disparity in access to testing, which will impact LTC plans. We have devised 
creative solutions to provide client support using existing resources, including CBO 
and provincial mental health support lines. LTC plans are tailored for each testing 
site making best use of existing community and healthcare resources. PAC mem-
bers facilitated client input and feedback on recruitment materials. PAC members 
are championing this multifaceted project and are vital to its implementation and 
sustainability.
Conclusions: Stakeholder engagement has proven critical to ensure the testing 
model developed is appropriate and responsive to each community’s needs. Even in 
these initial stages of the project, PAC involvement has identified issues of impor-
tance beyond this specific study that will impact policy decisions, such as scope of 
practice and systemic barriers to HIV/STI testing in rural areas. When the testing 
program begins, PACs will play a critical role in supporting ongoing client recruit-
ment and interpreting study results in the local context of communities. 
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WEPED1389
South Africa HIV and TB implementation research:  
a national agenda setting process
S. Smith, South Africa HIV and TB Implementation Research Advisory 
Committee Members 
Office of Global Affairs, U.S. Department of Health and Human Services, Pretoria, 
South Africa  

Background: South Africa (SA) has the largest HIV epidemic, the sixth largest TB 
burden, and the highest prevalence of HIV/TB co-infection in the world[i],[ii]. The 
SA government has adopted UNAIDS 90-90-90 goals for HIV and is commit-
ted to strengthening its TB program. In order to provide guidance the SA National 
Department of Health (NDoH) convened a SA HIV/TB Implementation Research 
(IR) Advisory Committee consisting of experts from the government, WHO, aca-
demia, program implementers, and healthcare providers. The Committee devel-
oped a list of national priority HIV/TB IR questions.
Methods: In January 2015 NDoH convened the IR Advisory Committee to advise 
on IR goals outlined in the National Strategic Plan on HIV, STIs and TB (NSP). The 
Committee developed an IR Agenda through this process: 
· A list of IR questions submitted by stakeholders was assembled with over 300 
questions focused on HIV Prevention, HIV Care and Treatment, Tuberculosis, 
Health Systems Strengthening, and Strategic Information, Laboratory, and Civil 
Society. Questions were ranked as “High Priority”, “Priority”, “Not a Priority”. 
· February 2016: The Advisory Committee developed a Scorecard with 8 
Criteria ranked on a 4 point scale: Burden, Impact, Cost and Cost Effectiveness, 
Sustainability, Scalability, Available Research, Research Resources, and Policy 
Alignment. The Committee disseminated the scorecard of “High Priority” and 
“Priority” questions to over 100 experts in Microsoft Excel and Google Forms for-
mats. The average score for each question was calculated. 
· April 2016: The Advisory Committee convened a workshop with 80 stakeholders 
to clarify, support or dispute results from the exercise.
Results: Experts at the workshop endorsed the high priority IR questions and ac-
knowledged that the highest ranking questions reflect priority HIV/TB IR topics. 
Participants noted that some questions could be addressed in multiple studies that 
investigate a larger topic. They recommended that HIV/TB IR also focus on findings 
and lessons learned from underperforming implementation efforts.
Conclusions: The list of IR questions reflects and complements SA HIV/TB priori-
ties. The SA government and the Committee will continue to pursue related objec-
tives of broader dissemination and capacity building for IR. This includes the use of 
IR findings for improved effectiveness and efficiency of SA’s HIV/TB programs. 

WEPED1390
Effect of community-led vulnerability reduction intervention  
on condom use among female sex workers in India
E. Daniel1, R. Narayanan2, S. Karkal3, P. Patel4, S. Kumar5, P. Mathew1, S. Syam1 
1Swasti Health Resource Centre, Monitoring, Evaluation and Learning, Bangalore, 
India, 2Catalyst Management Services Private Limited, Bangalore, India, 3Swasti 
Health Resource Centre, Sexual and Reproductive Health, Bangalore, India, 4Catalyst 
Management Services Private Limited, Performance Enhancement, Bangalore, India, 
5Swasti Health Resource Centre, Bangalore, India 
Presenting author email: daniel@swasti.org

Background: Implementation Research Study was conducted under Avahan Phase 
III (April 2014 - September 2017) program as a part of BMGF supported India 
AIDS Initiative, to examine the impact of Combined vulnerability Reduction 
Intervention Coverage Index (CVRICI) on risk behavior among FSWs, and an-
swer the research questions, whether vulnerability reduction increases Consistent 
Condom Use (CCU)? what is its contribution? and what is the pathway through 
which vulnerability reduction may impact CCU?
Methods: A systematic process of Member Engagement and Communication was 
conducted by Field Workers in their respective intervention areas using existing 
lists available with Community Organizations (COs) and Targeted Intervention 
Programs, as a part of social network including peer network, and conventional 
snowball method during April - September 2015, covering 109,366 FSWs across 71 
COs from 47 districts of high risk states, Andhra Pradesh, Karnataka, Maharashtra, 
Tamil Nadu and Telangana. 
Variables such as CVRICI, potential mediator CO Bonding Index (COBI) and out-
come indicator, CCU with clients were operationally defined and measured using 
composite scales. SPSS V22.0 was used for Multiple Regression Analysis to explore 
whether CVRICI was associated with outcome indicator CCU and with mediator 
variable, COBI. Pathway analysis conducted by testing mediation, explored the de-
gree to which effects could be attributed to CVRICI.
Results: FSWs with high level of CVRICI were more likely to report CCU with 
clients, AOR = 1.74, 95% CI = 1.66 - 1.81. Similarly, they were more likely to re-
port high degree of COBI, AOR 2.30, 95% CI = 2.17 - 2.45. COBI was epide-

miologically associated with CCU, AOR = 1.80, CI = 1.71 - 1.89. Pathway analysis 
conducted through Multiple Regression suggested that CVRICI acted above and 
beyond COBI to increase CCU, attributable to CVRICI leading to prevention of 
STI and HIV.
Conclusions: Findings reveal that vulnerability reduction interventions focusing 
on social protection, financial security, safety, security, justice among FSWs and 
institutional development support to community led organizations have both direct 
and indirect effect on increasing CCU beyond that of community mobilization (CO 
bonding) as potential mediator. Holistic approach of integrated vulnerability and 
risk reduction interventions may contribute to the sustainability of accelerated HIV 
Prevention program. 

Monitoring and Evaluation

WEPED1391
Geo-prioritisation of HIV services: a direction for future 
interventions in Mumbai, India

S. Acharya1, A. Palkar1, M.S. Setia2, P. Keskar1 
1Mumbai Districts AIDS Control Society, City AIDS control, Mumbai, India, 
2Consultant, Dematologist & Epidemiologist, Mumbai, India 
Presenting author email: acharyashrikala@gmail.com

Background: HIV prevention and care services including targeted interventions 
should be easily accessible to communities. We designed the present study to ex-
amine the association between geographical locations of intervention programmes 
and HIV infected individuals in Mumbai, India.
Methods: We categorised the 24 wards in Mumbai into high (A), medium (B), and 
low (C) based on the proportions of key population (KP), bridge population (mi-
grants and truckers), current HIV infected individuals, and slums in each ward. We 
used the Poisson Regression Model for count data for estimating the association.
Results: Fifteen wards were categorized as A, seven as B, and two as C respec-
tively. The mean proportion of HIV infected individuals (total and active), HRGs, 
and slums was significantly different across these categories of wards (Table 1). In 
general, the median number of HIV-related services was highest in Category A 
wards; however, the median number of bridge population targeted interventions 
(TIs) was highest in Category C (Table 2). In the poisson regression models, we 
found that a unit increase in the proportion of KPs across wards was associated with 
a 10% increase in the number of KP TIs; this association was statistically signifi-
cant (Rate Ratio [RR]: 1.10, 95% Confidence Intervals [CI]: 1.03, 1.18; p=0.008). 
Furthermore, a unit increase in the proportion of bridge population was associated 
with 5.7% increase in the number of Bridge Tis; however, this was not statistically 
significant (RR: 1.05, 95% CI: 0.98, 1.16, p=0.22). 

Group Total 
HIV %

Active 
HIV %

Key 
population %

Bridge 
population %

HIV/TB co-
infection % Slum %

 Mean (SD) Mean (SD) Mean (SD) Mean (SD) Mean (SD) Mean (SD)
A (15) 5.03 (1.36) 5.03 (1.36) 5.45 (3.62) 5.55 (7.21) 4.17 (2.10) 4.78 (2.74)
B (7) 3.18 (0.94) 3.29 (0.97) 2.38 (0.82) 2.32 (3.40) 4.87 (3.62) 4.05 (3.26)
C (2) 1.15 (0.54) 0.76 (0.36) 0.77 (0.95) 0.27 (0.38) 1.68 (0.00) 0.14 (0.20)
p value < 0.001 < 0.001 0.04 0.35 0.33 0.03

[Table 1: Proportion of select variables]

Categories HIV testing 
centres

PPTCT 
centres

ART 
centres

STI 
centres KP TIs Bridge 

population TIs

 Median (IQR) Median 
(IQR)

Median 
(IQR)

Median 
(IQR)

Median 
(IQR) Median (IQR)

A (15) 3 (2, 3) 3 (2, 3) 1 (1, 2) 2 (1, 2) 3 (1, 3) 0 (0, 1)
B (7) 2 (1, 3) 1 (1, 3) 1 (1, 1) 1 (1, 2) 2 (0, 3) 0 (0, 1)
C (2) 0 (0, 0) 0 (0, 0) 0 (0, 0) 0 (0, 0) 1 (1, 1) 0.5 (0, 1)
p value 0.28 0.09 0.18 0.53 0.28 0.88

[Table 2: Median number of Service Centres across t]

Conclusions: Even though, the number of KP TIs increased with a higher proportion 
of KPs in the wards, this pattern was not observed for the Bridge population. Thus, 
it will important to relocate some of the Bridge population TIs or add new services in 
wards with a high proportion of bridge population. 
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WEPED1392
Understanding pregnant women ś uptake and retention  
in mother to child prevention of HIV transmission in Papua,  
the most HIV-affected province of Indonesia
C. Lumbantoruan1, M. Kelaher1, M. Kermode2, A. Giyai3, A. Ang3 
1The University of Melbourne, Centre for Health Policy, Melbourne, Australia, 2The 
University of Melbourne, The Nossal Institute, Melbourne, Australia, 3Provincial Health 
Office, Papua, Indonesia 
Presenting author email: christina.dolarosa@gmail.com

Background: Papua is the most affected province in Indonesia with an HIV preva-
lence of 2.3% (IBBS, 2011) among the general population, most infected through 
unprotected heterosexual sex. Treatment for the prevention of mother to child 
transmission (PMTCT) of HIV is available in Papua, but results are suboptimal fol-
lowing five years of implementation. There is evidence of increased coverage of 
women received PMTCT treatment, but little is known about determinants for (not) 
uptake and (not) retention. This research investigated facilitators and barriers to 
PMTCT uptake and retention of HIV-positive women in Jayapura, Papua.
Methods: In-depth interviews were conducted toward 20 HIV-positive women, and 
20 health workers providing PMTCT service. Women participants were registered 
in ANC care between January 2015 and August 2016; half completed PMTCT 
uninterrupted and the remainder had interrupted program. PMTCT completion is 
defined as ART adherence until infant HIV status is established.
Results: All women interviewed accepted PMTCT program at first offer for person-
al and infant health reason; expectating to have HIV-uninfected child and to main-
tain physical health to take care of their children. However, during the pregnancy 
course, some women discontinued the treatment and returned again approaching 
childbirth, while some others diligently followed the recommendation until HIV 
status of the baby was declared. All women in both groups had good knowledge 
of HIV, ARV, and PMTCT. For women completing PMTCT, health gains following 
ARV treatment and belief in efficacy of ARV helped overcome barriers such as lack 
of support from partner, risk of unwanted HIV status disclosure, financial burden, 
geographical challenge, as well as stigma and discrimination. Meanwhile, PMTCT 
interruption in the second group was mainly due to fear of HIV status exposure; it 
occurred among women who were not fully motivated to uptake PMTCT since the 
beginning.
Conclusions: Results suggested that PMTCT success is dependent upon women’s 
personal belief on ARV effectiveness and the strength of her motivation to stay 
healthy and to have a HIV-negative child. Further research is needed to understand 
how HIV-positive pregnant women’s existing knowledge could be transform into 
belief that drives compliance behaviours in order to improve retention in PMTCT 
program. 

WEPED1393
Designing a monitoring and evaluation system for oral PrEP  
in South Africa
H. Subedar1, S.Y. Jenkins2, C. White2, Y. Pillay1 
1South Africa National Department of Health, Pretoria, South Africa, 2Clinton Health 
Access Initiative, Pretoria, South Africa 
Presenting author email: sjenkins@clintonhealthaccess.org

Background: In late 2015 the South African National Department of Health 
(NDoH) undertook development of policy and guidelines for oral Pre-Exposure 
Prophylaxis (PrEP) implementation to prevent HIV acquisition for groups at high 
risk. This was in line with WHO guidance and following Medicines Control Council 
(MCC) approval of Truvada for use as PrEP. Development of a comprehensive 
monitoring and evaluation (M&E) framework, tools and templates was a critical 
part of this effort.
Methods: PrEP M&E development undertook a two-pronged approach. 
Standardized clinical forms were designed to support longitudinal, cohort-based 
client management and intrinsically linked to the design of a standard system to 
support routine data collection. The M&E system was planned with a limited, care-
fully-considered set of data elements and indicators. Additional operational metrics 
were included in routine monitoring to support program evaluation. Three M&E 
trainings have been conducted, in addition to individual site visits to support M&E. 
Formalized trainings and site visits drove adjustments to existing tools to improve 
client management and routine reporting.
Results: On 1 June, 2016, oral PrEP implementation began at ten sites in South 
Africa that work largely with sex workers. By December 2016, twelve sites were 
implementing oral PrEP, all using the developed M&E tools. From June through 
December, 2016, the 12 implementation sites initiated management of 729 in-
dividuals using the developed M&E tools, representing 235 client-years of data. 
Program data has informed adjustments to the M&E tools, including capture and 
management of missed appointments and program evaluation, including assess-
ment of why/how certain sites have maintained higher rates of uptake and retention.

Conclusions: PrEP program design and services were comprehensively and proac-
tively designed with intrinsic considerations for M&E. This has led to robust data 
availability from program inception. The data have supported adjustments to the 
M&E approach and evaluation of PrEP services, enabling the program to adjust 
in near real-time. Inclusion of additional operational metrics, as part of the two-
pronged approach, has identified areas of focus for further programmatic and M&E 
evaluation. This allowed for critical review of data elements required for longer-term 
M&E where the quantity of data captured will be further limited. 

WEPED1394
Remaining causes of mother to child HIV transmission (MTCT) 
in Thailand: barriers to achieving an MTCT rate of <1%
C. Tonpudsa1, R. Lolekha2, P. Pavaputanondh3, T. Puthanakit4, P. Kosalaraksa5,  
W. Petdachai6, T. Borkird7, R. Hansudewechakul8, A. Rojanawiwat9, T. Samleerat10,  
S. Boonsuk1, M. Martin2, S. Ongwandee3 
1Ministry of Public Health, Department of Health, Nonthaburi, Thailand, 2Thailand 
Ministry of Public Health-U.S. CDC Collaboration (TUC), Division of Global HIV and 
TB, Nonthaburi, Thailand, 3Ministry of Public Health, Bureau of AIDS, TB and STIs, 
Nonthaburi, Thailand, 4Chulalongkorn University and HIVNAT, Thai Red Cross AIDS 
Research Center, Bangkok, Thailand, 5Srinagarind Hospital, Khon Kaen, Thailand, 
6Phrachomklao Hospital, Petchburi, Thailand, 7Hat Yai Hospital, Songkla, Thailand, 
8Chiangrai Prachanukroh Hospital, Chiang Rai, Thailand, 9Ministry of Public Health, 
Department of Medical Sciences, Nonthaburi, Thailand, 10Chiang Mai University, 
Department of Medical Technology, Faculty of Associated Medical Sciences, Chiang 
Mai, Thailand 
Presenting author email: chawee_phd@yahoo.co.th

Background: Thailand validated the elimination of mother-to-child transmission 
(MTCT) of HIV in June 2016 (meeting WHO target < 2%). Thailand’s National 
HIV strategy aims to reduce MTCT rate to < 1% by 2020. To understand current 
causes of MTCT and better focus prevention activities, we analyzed data from an 
established national prevention of MTCT active case management network (ACC).
Methods: A Department of Health (DOH) case manager is notified when an HIV-
infected infant is reported to the ACC. The case manager sends a standardized 
case investigation form to the Hospital Director where the HIV-infected infant 
was identified to assess potential causes of MTCT. We analyzed data collected from 
August 2014 to December 2016. Infants at high risk for MTCT were defined as 
infants whose mothers had viral load (VL) >50 copies/mL at gestational age >36 
weeks or received antiretroviral therapy (ART) for < 4 weeks prior to delivery.
Results: A total of 168 HIV-infected infants were reported. Of these, 102 (61%) 
infant case investigation forms were completed. Among the 102 HIV-infected 
mothers, mean age was 26 years with mean CD4 count 466 cells/mm3. Only 28 
(27%) had VL testing near delivery. Mean gestational age at first antenatal visit was 
21 weeks and at delivery was 37 weeks. 
Among the 102 HIV-infected infants, 82 (80%) were classified as high risk for 
MTCT. Mean age at first positive PCR was 86 days. Potential maternal risk factors 
for MTCT reported included presentation at ≥32 weeks or no antenatal care 35 
(34%), poor antiretroviral adherence or suspected viral resistance 28 (27%), inci-
dent HIV infection (e.g., a woman who seroconverts to HIV-positive late in preg-
nancy or post-partum) 15 (15%), poor service delivery (e.g., delayed ART initiation) 
13 (13%), lost to follow-up 7 (7%), and others 4 (4%).
Conclusions: To reduce MTCT rate to < 1%, Thailand should identify pregnant wom-
en with a high risk of MTCT by increasing uptake of VL monitoring prior to delivery, 
provide ART intensification for mothers with high VL and late-presenters, promote 
couples HIV testing and counseling to identify HIV discordant couples, and support 
HIV-infected pregnant women to adhere to ART and remain in care. 
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WEPED1395
Assessment of the effectiveness of PMTCT program in service 
delivery points in North-Central Nigeria
O.O. Oleribe1,2,3, E. Enenche4, E. Ekom5, D. Udofia5, S.D. Taylor-Robinson6,7 
1Excellence and Friends Management Care Centre (EFMC), Executive Office, Dutse, 
Nigeria, 2Royal College of Physicians (RCP), M-PACT Project, London, United 
Kingdom, 3West African College of Physicians (WACP), M-PACT Project, Lagos, 
Nigeria, 4Excellence and Friends Management Care Centre (EFMC), Programs Unit, 
Dutse, Nigeria, 5Excellence and Friends Management Care Centre (EFMC), Health 
Systems Strengthening, Dutse, Nigeria, 6Royal College of Physicians (RCP), London, 
United Kingdom, 7Imperial College London, St Mary’s Hospital Campus, Faculty of 
Medicine, Norfolk Place, United Kingdom 
Presenting author email: obinna.oleribe@expertmanagers.org

Background: Prevention of mother-to-child transmission(PMTCT) is essential 
in HIV/AIDS control as mother to child transmission account for the majority of 
Paediatric HIV infections. Despite over 12 years of HIV programming in Nigeria, 
there is a paucity of data as to the effectiveness of PMTCT programs in Nigeria. 
We executed this study to explore the effectiveness of PMTCT in selected sites 
in Nigeria.
Methods: We conducted a secondary data analysis at eight of supported Service 
Delivery Points in Abuja and Nassarawa States. Ethical review was received, and 
all identified PMTCT cases from 2012 - 2016 were included in the study. Mother-
infant pairs data were extracted and analyzed using a tailored data collection tool. 
Data on early infant diagnosis(EID), final outcome and relevant test results were 
reviewed. We also examined the predictors of HIV transmission from mother-to-
child in these centers. SPSS V23 and OpenEpi were used for data analysis.
Results: We retrieved 1,454 mother-infant-pair data from eight centers, but 83% 
(1207) were from secondary level facilities. While 89.5% (1302) positive pregnant 
women (PPW) and 92.2% (1340) of HIV-exposed infants received antiretroviral 
prophylaxis/treatment and 88.4% (1285) were breastfed with 32.5% still on breast 
milk as at the time of DBS collection. EID-PCR positivity rate was 3.5% (range: 
0.0 - 11.1%). Facility of delivery (X=24.99, p<0.00), mother on ARV (X=48.8, 
p<0.00), mother received ARV prophylaxis (X=89.59, p<0.00), infant received 
ARV prophylaxis (X=58.56, p<0.00) and baby received cotrimoxazole (X=55.24, 
p<0.00) were all significantly related to positive EID-results. However, mode of 
delivery, place of delivery and breastfeeding were not significantly associated with 
positive EID results.
Conclusions: PMTCT services minimized the transfer of HIV from infected moth-
ers to HIV exposed infants(HEI). To eliminate HIV in our generation and achieve 
zero new infections, every HIV-positive pregnant woman should receive ARV pro-
phylaxis and supported post-delivery to prevent transfer of infection to the new 
born. Also, HEI should receive timely ARV and cotrimoxazole prophylaxis. 

WEPED1396
Evaluation of the South African national female condom 
programme: overview of key findings in the progress of female 
condom rollout in the public and non-public sector
M. Beksinska1, Z. Mabude1, P. Nkosi1, J. Smit1, J. Mantell2, R. Greener1, B. Zulu1,  
M. Kubeka1, L. Phungula1, E. Marumo3, T. Chidarikire3 
1Match Research Unit (MRU) University of The Witwatersrand, Obstetrics and 
Gynaecology, Durban, South Africa, 2HIV Center, Columbia University and New York 
State Psychiatric Institute, New Yoork, United States, 3National Dept of Health, HIV 
Prevention, Pretoria, South Africa 
Presenting author email: mbeksinska@matchresearch.co.za

Background: South Africa (SA) has one of the largest and best-established, na-
tional public-sector male and female condom (MC and FC) programmes world-
wide. The first comprehensive evaluation of the FC programme has recently been 
completed, with the primary objective of describing and evaluating FC distribution 
and promotion approaches.
Methods: This multi-component evaluation included a national survey in public and 
non-public health sectors, including interviews with providers (n=278) and female 
clients who had ever used the FC (n=424), and an anonymous female and male 
client survey (n=4442); review of District Health Information System data; key in-
formant interviews with policy and programme managers; and 12-month follow-up 
of new FC users (n=598) and a sub-set of their male partners. The existing National 
STI sentinel site surveillance sample was used for the public-sector evaluation.
Results: Nationally, 256 public and 28 non-public sector facilities participated in 
the evaluation. Between 2014-2016, FC distribution more than doubled to over 27 
million, exceeding the 2016 target of 25 million. All surveyed sites reported ever 
having distributed FCs, with 4.8% reporting a stock-out on the day of assessment. 
The anonymous client survey indicated that nearly 90% of women and men had 
heard of the FC, around 20% had ever used it, and two-thirds knew that FCs were 
available at their facility. Three-quarters of providers had been trained in FC provi-

sion and viewed introduction of new FC products (three FC types available in SA) 
favourably. Distribution across sites differed widely, with some sites distributing 
<50 FCs per month while others distributed over 10,000. A third of sites distrib-
uted FCs to other sites (e.g. taverns, NGOs, garages). HIV-positive women were 
well represented in both the cross-sectional client data (30%) and cohort (42%) 
data. Cohort data indicated that condom use at last sex using either an FC or MC 
increased from 56% to almost 90% from baseline to one year.
Conclusions: Distribution is increasing year on year, however varies significantly 
between sites, and around a third of clients are unaware of FC availability in their 
local facilities. Information that the FC is now available along with MCs in the pro-
gramme is a priority to ensure access. 

WEPED1397
The PrEP cascade: initiation of pre-exposure prophylaxis  
(PrEP) and retention in care in a clinic-based cohort of men  
who have sex with men (MSM)
J.C. Hojilla1, P.-C. Crouch2, G.-M. Santos1,3, D. Vlahov1, R. Grant2,4,  
K. Freeborn1,2, C. Hall2, C. Dawson-Rose1, A. Carrico5 
1University of California, School of Nursing, San Francisco, United States, 2San 
Francisco AIDS Foundation, San Francisco, United States, 3San Francisco Department 
of Public Health, San Francisco, United States, 4University of California, School of 
Medicine, San Francisco, United States, 5University of Miami, Department of Public 
Health Sciences, Miami, United States 
Presenting author email: carlo.hojilla@ucsf.edu

Background: Addressing the PrEP cascade is crucial to optimize its clinical and 
public health benefits. In a community-based clinic serving MSM, this study char-
acterized key steps of the PrEP cascade (i.e., seeking services, initiating PrEP, and 
retention in care) and identified predictors of non-retention.
Methods: Between November 2014 and August 2015, MSM were enrolled in a 
PrEP clinic in San Francisco. Follow-up visits were one month after enrollment 
and quarterly thereafter. Baseline sexual risk (i.e., self-report and STI diagnoses), 
stimulant use in the last 12 months (i.e., cocaine, crack, methamphetamine), and 
binge drinking (i.e., ≥ 5 drinks on one occasion) in the last month were assessed. 
PrEP initiation was verified at the 1-month follow-up. Non-retention was defined 
as failure to return within 30 days of a scheduled follow-up after initiating PrEP 
without evidence of transferring care.
Results: Among the 344 patients who sought PrEP services, most (95%) reported 
condomless sex and 14% were diagnosed with an STI (i.e., syphilis, rectal gonor-
rhea or rectal chlamydia). At enrollment, half reported binge drinking (50%) and 
one-fourth (27%) reported stimulant use. Of those who sought PrEP services, 268 
(78%) initiated PrEP. Cost was the most commonly cited reason for not starting 
PrEP (see Figure). Among patients who initiated PrEP, median follow-up time was 
389 (range 112-488) days. Cumulative incidence of non-retention at 13 months 
was 38%. Men with an STI diagnosis at enrollment had a 79% greater rate of non-
retention (Adjusted Hazard Ratio [aHR]=1.79, 95%CI=1.06-3.01). Binge drinking 
(aHR=1.07, 95% CI=0.73-1.57) and stimulant use (aHR=1.00, 95% CI=0.64-1.56) 
were not associated with non-retention.

[Figure 1. PrEP cascade: proportion of individuals who sought PrEP, initiated care, and 
were retained in care]

Conclusions: Barriers to PrEP initiation among MSM are multifactorial, and cost 
remains a key concern. Non-retention is also prevalent. Although some PrEP dis-
continuations may be appropriate, expanded efforts are needed to support reten-
tion of those with STI diagnoses such as syphilis that increase risk for HIV sero-
conversion. 
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WEPED1398
Near real-time tracking of PMTCT gaps in three districts  
of KwaZulu Natal province, South Africa
F. Moyo1,2, A. Haeri Mazanderani1, S. Bhardwaj3, O.B. Mhlongo4,  
T. Kufa-Chakezha1, K. Ng’oma3, B.A. Smith3, G.G. Sherman1,2 
1National Institute for Communicable Diseases, Centre for HIV & STIs, Johannesburg, 
South Africa, 2University of the Witwatersrand, Department of Paediatrics and Child 
Health, Johannesburg, South Africa, 3UNICEF South Africa, Pretoria, South Africa, 
4Department of Health, Province of KwaZulu Natal, Pietermaritzberg, South Africa 
Presenting author email: faithmo@nicd.ac.za

Background: Over the past decade South Africa’s prevention of mother-to-child 
transmission (PMTCT) of HIV programme has seen significant reduction in early-
infant transmission from >20% to < 2%. Understanding PMTCT gaps that continue 
to fuel transmission rates will fast-track the last mile to elimination of mother-to-
child transmission (eMTCT) of HIV and mobile health technologies hold the key to 
rapidly identifying gaps for intervention. 
We describe findings from an operational follow-up study that investigated in near 
real-time, PMTCT gaps among HIV-infected infants aged < 18 months in KwaZulu-
Natal Province.
Methods: Between May-September 2016, PMTCT co-ordinators from eThekwini, 
uMgungundlovu and uMkhanyakude districts received daily email notifications of 
all HIV PCR-positive results in their district, including patient identifying details. 
Co-ordinators reviewed facility records for each infant to answer five questions 
to identify gaps in PMTCT care (maternal age, timing of maternal HIV diagnosis, 
maternal treatment history, maternal viral load (VL), infant prophylaxis). Data was 
submitted via cellphone short-message-service using Rapid Pro technology and 
analyzed in STATA 14.
Results: 400 infants tested HIV PCR-positive during the study period and 367 
(91.8%) had data for analysis. 258 (70.3%) were from eThekwini, 58 (15.8%) from 
uMgungundlovu and 51 (13.9%) from uMkhanyakude. Data was received within a 
median of 12.5 days (interquartile range [IQR]: 6-23). Median maternal age was 25 
years (IQR 22-30) with no significant difference in PMTCT gaps observed between 
48 teenage (15-19 years) and 293 older (20-34 years) mothers. 220 (60.0%) 
mothers were first diagnosed prior to conception or at their first antenatal clinic 
(ANC) visit and 127 (34.6%) at or after delivery. 137 (37.3%) women transmitted 
despite receiving >12 weeks cART with 48.9% diagnosed prior to conception. 257 
(70.0%) women had no VL result documented, despite 62 (24.1%) being on cART 
for >12 weeks. Amongst 110 women with a documented VL, 75 (68.2%) received 
cART for >12 weeks with 35 (46.7%) virologically suppressed. No statistically sig-
nificant differences in PMTCT gaps were observed between districts.
Conclusions: Findings highlight the need to improve services during ANC, preven-
tion of maternal infections postpartum and prioritization of maternal VL monitor-
ing. We intend using improved technology to streamline data collection and report-
ing towards eMTCT. 

WEPED1399
What is the benefit of the Basic Care Package (BCP) in the  
era of test and treat of all people living with HIV?
H. Kaula1, P. Buyungo1, B. Lukwago1, D. Balaba2 
1PACE, Research, Kampala, Uganda, 2PACE, Programs, Kampala, Uganda 
Presenting author email: kaula.henry@gmail.com

Background: Uganda has the highest prevalence of HIV in East Africa (7.3%) with 
about 2363 persons getting infected every week (UNAIDS 2013). Uganda aims 
to have at least 90% of persons diagnosed with HIV are enrolled on ART by 2020. 
The question is whether it’s necessary to complement ART with BCP. PACE imple-
mented the Positive Living Project (PLP) from 2010-2015 to provide BCP which 
was a combination of items (water treatment, mosquito net, and condoms) and 
messaging to People Living with HIV (PLHIV) enrolled in care and their families to 
adopt a Positive Living Life style (PLL). The goal was to reduce HIV transmission, 
opportunistic infections. Over 580,000 BCP kits were distributed accompanied 
with messaging about the PLL. An evaluation was done to establish the effect of 
complementing ART with BCP on incidence of OIs.
Methods: A retrospective review of clinical records to compare incidence of OIs for 
three categories of PLHIV i.e.
i) Enrolled on BCP but not on ART 
ii) enrolled on ART but not enrolled on BCP, and
iii) Enrolled on both ART and BCP. 
Patient records for 12 months after enrollment into each group were reviewed. The 
achieved samples for the 3 groups were 1110, 1676 and 1815 respectively.
Results: Key findings: In the 12 months follow-up period, a higher proportion of 
patients on ART-only reported OIs compared to those on both BCP and ART, 41% 
vs 29%, p value = 0.0002. Similarly, those on BCP-only reported OIs compared 
to those on both BCP and ART, 34% vs 29%, p value = 0.002. Overall incidence 

of OIs during the 12 months of follow-up was higher significantly in the ART-only 
group than other groups. All the 3 interventions have immediate reduction of in-
cidence of OIs within the first three months which wanes by the end of the sixth 
month to similar levels.
Conclusions: The BCP is critical in the reduction of OIs in the first six months. A 
combination of both BCP and ART should be prioritized in the first six months of 
enrollment on ART for effective results. 

WEPED1400
Challenges and innovations in monitoring HIV prevention 
programs for key and priority population
D. Damba 
Baylor College of Medicine Children’s Foundation, Strategic Planning and Monitoring 
& Evaluation, Kampala, Uganda 
Presenting author email: ddamba@baylor-uganda.org

Background: Integration of HIV prevention programs targeting key and priority 
populations (KP and PPs) has been advocated and implemented globally. However, 
the M&E system used to monitor its performance is constrained by a number of 
issues. This abstract presents key challenges faced and innovations in the M&E sys-
tem for KP/PP programs implemented in Eastern and Western Uganda.
Methods: Between 2014 and 2016, Baylor Uganda is implementing HIV preven-
tion programs in Eastern and Western Uganda targeting key and priority population 
including female sex workers, MSM, truckers, sero-discordant couples and adoles-
cents among others. As part of the program, we designed appropriate M&E tools 
including the framework, data collection and reporting tools, longitudinal registers. 
Mapping of KPs and PPs was done; Focal persons at all service delivery points re-
ceived appropriate training and mentorship in data management. Routine support 
supervision and action plans developed to address identified gaps. A computerized 
information system was designed and records assistants oriented on using the sys-
tem. On quarterly basis, data coordination meetings and facility based meetings 
are conducted to review performance, share experiences and develop work plans. 
Additionally, quality improvement projects were initiated based on specified gaps. 
We reviewed data for 34 sites providing KP and PP services and interviewed focal 
persons on M&E issues; experience, challenges and innovations.
Results: A total of 5,767 KPs and PPs were served including; female sex work-
ers (17%), MSM(1%), fisher folks(63%), truckers (6%) and sero-discordant clients 
(13%). Key innovations were; the development of new data systems which improved 
program performance tracking; Use of innovative staffing patterns and KP peers in 
providing prevention services and updating registers; Collaboration and partnership 
between stakeholders including project staff, health workers, KP/PP peer groups 
strengthened the continuity and quality of services. Key challenges included: 
Transportation of health workers at night for moonlight activities; lack of unique 
identifiers leading double counting; unreliable Internet connectivity; Lack of track-
ing system for mobile KPs/PPs leading to missing longitudinal data;
Conclusions: HIV Programmers need to adopt innovative M&E strategies for 
improved monitoring of the KPs and PPs programs; Standardize and integrate 
Prevention M&E tools in national M&E system; design a web-based and unique 
identifier system. 

WEPED1401
Predictors of mother to child transmission in women on ART: 
results from a national evaluation of Malawi’s PMTCT program
B. Tippett Barr1, M. Landes2,3, M. van Lettow4, J.J. van Oosterhout4,5,  
E. Schouten6, R. Nyirenda7, A. Auld8 
1Centers for Disease Control and Prevention, CGH/DGHT, Harare, Zimbabwe, 
2University of Toronto, Toronto, Canada, 3Dignitas International, Toronto, Canada, 
4Dignitas International, Blantyre, Malawi, 5University of Malawi, College of Medicine, 
Blantyre, Malawi, 6Management Sciences for Health, Blantyre, Malawi, 7Ministry of 
Health, Department of HIV and AIDS, Lilongwe, Malawi, 8Centers for Disease Control 
and Prevention, CGH/DGHT, Lilongwe, Malawi  

Background: In 2016, high ART uptake in HIV infected pregnant women was docu-
mented by the National Evaluation of Malawi’s PMTCT Program (NEMAPP), and 
early infant transmission reduced to less than 2% in women on ART. Understanding 
factors associated with infant transmission in women on ART becomes increasingly 
important as countries seek to reach virtual elimination of mother-to-child trans-
mission (eMTCT).
Methods: NEMAPP was implemented at 54 health facilities in 10 districts. A strat-
ified cluster sampling design was used to identify a nationally representative sample 
of 4-12 week old infants. Mothers were consecutively consented and screened for 
HIV while attending an under-5 clinic, and all identified HIV-exposed infants un-
derwent HIV-1 DNA testing. Structured interviews collected data on sociodemo-
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graphic and clinical characteristics. Complex weighted survey design analysis was 
conducted using STATA.
Results: Of the 2125 HIV-infected women enrolled, 1,865 (88.5%) were on ART at 
the time of enrollment. Early infant transmission was lower in mothers who started 
ART prior to pregnancy in comparison to those who started in pregnancy (2.3% vs 
3.5%, p=0.014) and women who disclosed their status to their partners (5.8% vs 
2.0%, p=0.008). 
In multivariable analysis for the subgroup of woman on ART, early infant transmis-
sion was almost twice as likely if a woman started ART during compared to before 
their pregnancy (aOR 1.9;p=0.032). Additionally, partner’s HIV status disclosure 
to mother was significantly protective against early infant transmission (aOR 0.39; 
p=0.011), although maternal disclosure to spouse was not. Maternal self-reported 
health status, mother’s self-reported missed ART, exclusive breastfeeding and in-
fant receiving nevirapine syrup were not associated with early transmission in this 
sub-group of women on ART.
Conclusions: Women who have not openly discussed their partner’s HIV status are 
more likely to transmit the virus to their child, indicating that disclosure between 
partners may mediate the effectiveness of PMTCT, potentially through the moth-
er’s adherence to antiretrovirals. This is the first time HIV status disclosure between 
partners has been documented to affect vertical transmission at national level. 

WEPED1402
Sexual health clinics successfully improve efficiencies and 
increase access to HIV testing among gay and bisexual men
M.S. Jamil1, H. McManus1, D. Callander1,2, G. Prestage1, H. Ali1, V. Knight1,3,  
T. Duck4, C.C. O’Connor1,5,6, M. Chen7,8, A.M. McNulty3, P. Keen1, N. Medland7, 
M. Hellard9, A.E. Grulich1, D.A. Lewis10,11, J.M. Kaldor1, C.K. Fairley7,8,  
B. Donovan1,3, R.J. Guy1 
1The Kirby Institute, UNSW Sydney, Sydney, Australia, 2Centre for Social Research 
in Health, UNSW Sydney, Sydney, Australia, 3Sydney Sexual Health Centre, Sydney 
Hospital, Sydney, Australia, 4NSW Ministry of Health, Sydney, Australia, 5Sexual 
Health Service, Community Health, Sydney Local Health District, Sydney, Australia, 
6Central Clinical School, Sydney University, Sydney, Australia, 7Melbourne Sexual 
Health Centre, Melbourne, Australia, 8Monash University, Melbourne, Australia, 
9Centre for Population Health, Burnet Institute, Melbourne, Australia, 10Western 
Sydney Sexual Health Centre, Sydney, Australia, 11Westmead Clinical School, 
University of Sydney, Sydney, Australia 
Presenting author email: mjamil@kirby.unsw.edu.au

Background: In the past 5 years, public-funded sexual health clinics (SHCs) in New 
South Wales (NSW) have introduced a range of largely information-technology 
initiatives to improve efficiencies in their existing services including express-clinics, 
online booking, self-registration and SMS reminders. We analysed temporal trends 
in HIV testing among gay and bisexual men (GBM) attending SHCs in this period 
and if testing was targeted to high-risk GBM.
Methods: We used retrospective data from 32 SHCs in NSW participating in a 
sexual health surveillance network. HIV-negative GBM were categorised based on 
client type (new or existing), risk status (using partner numbers and/or recent rectal 
sexually transmitted infection), and recent HIV testing (past 6 months for high-
risk, past 12 months for low-risk GBM). We used repeated measures Poisson regres-
sion to assess trends in testing and contribution to total tests by GBM categories.

[Proportional contribution to HIV tests by category]

Results: From 2009-2015, 58,377 HIV tests were done, 74% in existing clients 
and 35% in high-risk clients. The number of HIV tests increased 2.5-fold (4,779 
in 2009 to 12,173 in 2015) with significant increase in all categories and the great-
est increase in high-risk existing clients. Over time, high-risk existing clients with 

recent (past 6 months) testing had an increasingly larger contribution to total tests 
(13% annual increase, 95%CI: 8-18%, p< 0.001). There were no changes in contri-
bution by other high-risk categories. There was a simultaneous annual decline in 
contribution to total tests by low-risk new clients (5% annual decline, 95%CI: 2-7%, 
p< 0.001), and low-risk existing clients with no recent (past 12 months) testing (6% 
annual decline, 95%CI: 5-7%, p< 0.001; see Figure).
Conclusions: Sexual health clinics in NSW have successfully increased HIV test-
ing among GBM, with testing remaining targeted to high-risk men. Strategies to 
improve efficiencies in existing clinics, rather than establishing new ones, should 
be adopted more widely. 

WEPED1403
Data for decision making to increase HIV testing among  
MSM in Kiambu county, Kenya: the Kuja clinic campaign
A. Olawo1, S. Kuria2, P. Mwaura2, C. Agunga1, B. Ogwang1, N. Njuguna1, C. Akolo3 
1Family Health International, Nairobi, Kenya, 2Mamboleo Peer Empowerment Gruop, 
Nairobi, Kenya, 3Family Health International (FHI 360), Washington DC, United 
States 
Presenting author email: cakolo@fhi360.org

Background: Men who have sex with men (MSM) in Kenya are at high risk of 
HIV and are a priority population for HIV interventions, including HIV testing. 
However, MSM underutilize testing services due to stigmatization and discrimina-
tion. Through the USAID- and PEPFAR-supported LINKAGES project, we used 
routinely collected data from the project’s efforts in Kiambu County, Kenya to 
identify gaps in HIV testing among MSM and implement an individualized HIV 
testing outreach intervention, the Kuja Clinic campaign.
Methods: MSM were recruited into the LINKAGES program through peer-led 
outreach and referred for HIV testing at community-based centers. At enrollment, 
all participants were assigned a unique identifying number and were assigned to the 
peer educator who identified them. We reviewed routine program data, including 
the number of hot spots from which MSM were recruited, number of MSM en-
rolled, and number of MSM who did not test for HIV. Data were disaggregated by 
hot spot to allow for individualized tracking of participants. We used descriptive 
statistics to summarize HIV testing gaps within the program.
Results: We enrolled 533 MSM from 63 hotspots between July and November 
2016. Overall, 361 (68%) MSM spread across 57 hot spots did not test for HIV. 
HIV testing gaps across hot spots ranged widely from 9-100% (Figure 1). Hot spots 
with >75% testing gap (n=34) were prioritized for more intensive follow up of MSM 
through outreach by peer educators.

[Testing Gaps]

Conclusions: Analysis of routine program data revealed gaps in testing by hot spot 
and allowed for individualized HIV testing mobilization by peer educators. The on-
going Kuja Clinic campaign demonstrates the need for data-driven targeted HIV 
responses for strategic planning in KP programming to optimize service uptake in 
resource constrained settings. 
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WEPED1404
HIV testing strategies in primary health care centres:  
Indicator condition, risk-based or universal offer.  
Which strategy is the best?
M. Pichiule-Castañeda1, M.F. Domínguez-Berjón1, M.D. Esteban-Vasallo1,  
C. Cevallos-García1, J. Verdejo-Ortés1, M.C. García-Riolobos1,  
M. Morán-Arribas1, S. Ruiz-Alonso2, M. Hernández-Pascual2,  
M.C. García-Valverde2, I. Gonzalez-García2, O.L. Martínez-Manglano Parra2,  
M.P. Alonso-Martín2, M.D. Prieto-Barbosa2, C. Villanueva-Sanz2,  
M.C. Álvarez-Castillo1, J. Astray-Mochales1, ESTVIH Study Group 
1Pub, Madrid, Spain, 2Pri, Madrid, Spain 
Presenting author email: myrian.pichiule@salud.madrid.org

Background: Primary health care centres are a key piece to reduce the amount of 
people who don´t know their HIV status. The aim was to describe the effectiveness 
of three HIV testing strategies: Indicator condition, risk-based and universal offer 
in primary care centres.
Methods: Quasi-experimental multicenter study in primary care in the Community 
of Madrid (Spain). Study population were 18-64 years old patients attending health 
care centres. We selected centres using a multi-stage cluster sampling from HIV 
high incidence areas. We randomly assigned one strategy by centre. In 30 centres 
three strategies were implemented (10 centres by each strategy). 
HIV test was indicated according each strategy: 
1. Indicator condition offer (IO): in people with HIV indicator disease according 
‘HIV in Europe platform’ recommendations, reminders in the electronic clinical 
record of patients were implemented. 
2. Risk-based offer (RO): focus on the most-at-risk behaviours and vulnerable pop-
ulations (men sex men, migrants, multiple sex partners, no condom use). 
3. Universal offer (UO): for everyone for whom a blood analysis is requested.
We analyzed, by strategy: HIV test uptake, new HIV diagnosis and effectiveness 
(new HIV diagnosis/ HIV test uptake) with 95% confidence interval (CI).
Results: The study was completed in August 2016, one year after strategies imple-
mentation. In 30 centres, 320 professionals (family physicians and nurses) indi-
cated HIV test to 4,044 patients. According strategies, the largest number of tests 
was performed in UO: 2,358 HIV tests (895 tests in IO and 791 in RO). There were 
13 new HIV diagnosis, 9 of these patients with CD4>350 cell/µl. Global effective-
ness: 0.32% (95%CI: 0.14-0.51). The most effectiveness strategy was IO: 0.78% 
(95%CI: 0.15-1.42), followed by RO: 0.51% (95%IC: 0.14-1.29) and finally UO: 
0.08% (95%CI: 0.01-0.31). 
All new HIV diagnosis had history of indicator disease in the last five years.
Conclusions: Although with routine offer strategy it is possible to carry out many 
HIV tests, indicator disease offer was the most effective strategy to new HIV di-
agnosis in primary care centres. So it would be necessary the strengthening of this 
strategy to reduce HIV hidden infection. 

WEPED1405
Afro-Caribbean community HIV rapid testing in France:  
an opportunity for untested population?
P. Piron1, F. Limousi1, R. Mbiribindi2, N. Lydié1 
1Santé Publique France, Unité Santé Sexuelle, Saint Maurice, France, 2Afrique Avenir, 
Paris, France 
Presenting author email: nathalie.lydie@santepubliquefrance.fr

Background: Community-based HIV testing initiatives has been launched in 
France since 2010. They target most-at-risk populations, including the afro-carib-
bean community. We aimed to evaluate how a mobile programme promoting and 
offering rapid HIV testing in outdoor can attract untested persons.
Methods: Between 2014 and 2015, the programme served 6565 persons in the 
Paris metropolitan area. Each participant answered to an anonymous question-
naire about sociodemographic characteristics, sexual behaviour and history of HIV 
testing. Characteristics of untested and already tested persons were compared by 
Chi-squared or Fisher tests for qualitative variables and by t-tests for quantita-
tive variables. All analyses were stratified by sex. Analyses were conducted using 
STATA 13.
Results: 1829 participants (28%) had never undergone an HIV test before, more 
men than women (30.0% vs 23.4%). For both sex, undergoing a first HIV test was 
associated with younger age (< 25 years), being born in France metropolitan and not 
having health insurance (22.1% vs 15.9% for women and 27.0% vs 17.2% for men). 
Men tested for the first time declared less often having multiple partners in the past 
year and unprotected sex with casual partner. 
Men and women declared more often to have decided to be tested when they 
passed by the programme than those who have ever been tested (15.1% vs 9.1% for 
women and 16.3% vs 7.9% for men). 
Among all participants 40 had an HIV rapid test positive (positivity rate: 0.6%). 
Among them, 16/40 were tested for the first time (positivity rate among first time 

testers: 0.9%): 9 were men, 12 were born in sub-Saharan Africa and 8 did not have 
health insurance. Positivity rate between first time testers and people already test-
ed was slightly different (0.9 % vs 0.5%).
Conclusions: This community programme attracted a substantial number of per-
sons who have never been tested probably because it offers multiple and more at-
tractive, accessible and convenient testing locations than conventional healthcare 
settings. It may increase access to HIV testing by persons unaware of their HIV 
serostatus and particularly those without health insurance. 

WEPED1406
Distributing HIV self-test kit by vending machines to raise 
serostatus awareness among high-risk populations in Taiwan:  
a pilot study in 2016
Y.-F. Huang, H.-Y. Huang, H.-Y. Lo, J.-S. Chu, C.-C. Lee, S.-T. Huang 
Taiwan Centers for Disease Control, Division of Chronic Infectious Diseases, Taipei, 
Taiwan, Province of China 
Presenting author email: gaky@cdc.gov.tw

Background: According to the surveillance data in Taiwan, up to 90% all new HIV 
cases are attributed from unsafe sexual behaviors. High-risk sero-unaware indi-
viduals with concerns about venue-based testing might benefit from novel private, 
self-testing methods such as In-Home HIV Test. The purpose of the study was to 
evaluate the feasibility for distributing the HIV self-testing kit in Taiwan and the 
HIV-positive rate among users.
Methods: From September-December 2016, we undertook a pilot study to exam-
ine the feasibility for HIV self-testing kit targeting vulnerable populations in Taiwan. 
Taiwan Centers for Disease Control applied for special permission to distribute HIV 
self-testing kit at NGOs or health stations, through vending machines at LGBT 
health centers, health stations, and gay sauna. Besides, only Hualien county pro-
vided extra route that pay-at-pickup services provided by chained convenient stores 
(only at Hualien County). Clients paid 6 US dollars to get the kit, and could receive 
full redeem after logging their test results online. Also, they could join a lottery ac-
tivity for convenient store coupons (3 US dollars) after completing a questionnaire.
Results: In total, 4,812 kits were sold: 2,526(52.5%) through vending machines, 
1,990(41.4%) distributed by LGBT health centers and health stations. At Hualien 
County, 88.1% (296/336) kits were distributed through pay-at- pickup services 
provided by chained convenient stores. Of 2,249(46.7%) who logged their test 
results anonymously on the website, 22 (1%) of respondents reported being newly 
tested HIV-positive. Of 1,341 who completed the questionnaire, 1,170(87.3%) 
were males, and 688(51.3%) reported being homosexuals, 179(13.4%) being bi-
sexuals; 521(38.6%) reported that this was their first time to do HIV testing. 
About the satisfaction survey, 1,203(89.7%) claimed it was convenient to get the 
kit, 1,253(93.4%) said the service price was acceptable or cheap. For future ac-
cess to the kits, 883(65.9%) said they’d like to get the kit from vending machines, 
559(41.7%) through pay-at- pickup services at convenient stores.
Conclusions: The two novel delivery services were well-accepted and led to a 
substantial proportion of first-ever HIV testing. Both distributing methods were 
feasible to facilitate HIV self-testing and their access should be expanded in the 
upcoming programs. 

WEPED1407
Low rates of HIV testing and multiple barriers to care  
in a large online sample of MSM across India:  
implications for scale-up of treatment and prevention
V.V. Patel1, A. Dange2, S. Rawat2, C. Pina1, J.H. Arnsten1, S.A. Golub3,  
J. Harrison-Quintana4, Y. Ning1, K.H. Mayer5,6 
1Albert Einstein College of Medicine, Montefiore Health System, Medicine, Bronx, 
United States, 2The Humsafar Trust, Mumbai, India, 3Hunter College, City University 
of New York, Psychology, New York, United States, 4Grindr, Grindr for Equality, 
Washington, United States, 5The Fenway Institute, Fenway Health, Boston, United 
States, 6Beth Israel Deaconess Medical Center, Harvard Medical School, Infectious 
Diseases, Boston, United States 
Presenting author email: vpatel@montefiore.org

Background: HIV serostatus awareness is a critical initial step to optimize treat-
ment and prevention. Because little is known about current HIV related behaviors 
in Indian MSM, we sought to determine factors associated with HIV-testing in a 
national online sample.
Methods: In January 2017, sexually-active MSM, aged 18 years or older, recruited 
via social-media and MSM mobile dating sites across India, completed an online-
survey in English or Hindi, assessing HIV testing and sexual behaviors, and sociode-
mographics. We used summary statistics and multivariable logistic regression to 
identify factors associated with HIV-testing.
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Results: The 3,637 (59%) MSM completing the survey, came from all states, 17% 
from rural areas; 18% responded in Hindi. Their median age was 26, most (82%) 
completed college, and 15% were categorized as being in poverty and 21% in lower 
class; 49% identified as homosexual, 47% as bisexual, and 4% as heterosexual; 43% 
had not disclosed their sexual-identity to anyone, and most (77%) had never dis-
closed same-sex behaviors to any healthcare provider. In the past year, 31% had used 
drugs/alcohol during sex and 7% were diagnosed with an STI. In the past six months, 
participants had a median of 5 sexual partners and 42% had condomless anal sex 
(CAS). Overall, 46% had never had an HIV test and 47% among those reporting 
CAS (n=1,520), Among those previously tested (n=1,964), 5.4% were HIV positive, 
and 25% last tested over 12months ago; 59% tested at a private lab or clinic, 23% at 
a public-hospital, and 8% at a testing-counseling center. Among those never tested, 
reasons for not testing included not being at risk (43%), feeling scared (20%), and 
not knowing where to test (14%). In multivariable analysis, never being HIV-tested 
was associated (p<0.01) with younger age, lower income, less education, CAS, not 
using drugs/alcohol, lacking access to comfortable testing-sites, non-disclosure of 
their sexual-identity, and never disclosing same-sex behaviors to any healthcare 
provider.
Conclusions: In a large demographically diverse Indian MSM sample, large propor-
tions were at-risk and unaware of their HIV status, particularly those engaging in 
CAS. Local and national programs need to increase access to culturally-competent, 
non-judgmental services and increase educational outreach to MSM online. 

WEPED1408
Implementation of routine HIV testing program in University 
Infectious Diseases Centre: four-year analysis
R. Matulionyte, K. Žagminas, G. Gaižutyte, E. Balciunaite, R. Paulauskiene,  
A. Bajoriuniene, A. Jelinskaite, A. Ambrozaitis 
Vilnius University Hospital, Infectious Diseases Centre, Vilnius, Lithuania 
Presenting author email: raimonda.matulionyte@santa.lt

Background: HIV transmission remains of major concern in Eastern Europe, and 
too many people are diagnosed late. Expanded testing strategies and early and ap-
propriate access to care are required. Infectious diseases departments might be a 
target for expanded HIV testing owing to intense passage of people belonging to 
key populations and carrying indicators for HIV disease. 
Objectives: To describe implementation and outcomes of integrated nontargeted 
opt-out rapid HIV screening program in an urban teaching Infectious Diseases 
Hospital.
Methods: A retrospective cross-sectional study was conducted from October, 
2010, through December, 2014, in Vilnius University Hospital Infectious Diseases 
Centre. The program was divided into two periods:
(1) from October 2010 to December 2012 (pilot study), and
(2) from January, 2013, to December, 2014. 
The pilot study consisted of routine HIV screening of patients aged 18-55, hospi-
talized in one inpatient department. In the second period the decision to enlarge 
eligibility for screening was made with indication to test all inpatients aged 18-65. 
Physician-directed testing was conducted in the second inpatient department dur-
ing the pilot study and in the outpatient department during both periods.
Results: During the pilot study, 2203 patients were hospitalized, 1314 (59.6%) were 
eligible, 954 (72.6%) were tested, 3 (0.31%) were HIV positive. In the second pe-
riod, 4911 patients were hospitalized, 3727 (75.9%) were eligible, 3303 (88.6%) 
were tested, 7 (0.21 %) were HIV positive.
A total of 2800 physician-directed tests (10.1% out of 27 673 admitted/consulted 
patients) were performed, and 4 (0.14%) found HIV positive. All 14 diagnosed pa-
tients were linked to care in the centre. 
Comparing cumulative groups of routine (n=4257) and physician-directed test-
ing (n=2800), the HIV prevalence was 0.23% vs. 0.14%, p=0.40. HIV prevalence 
(0.23%) was above the cost-effectiveness threshold of 0.1 % (p=0.012). A lower 
proportion of advanced disease (CD4 < 200/mm3) was found in the routinely test-
ed group (2/10 vs. 4/4, p=0.015).
Conclusions: Routine HIV testing in Infectious diseases admissions is acceptable, 
feasible, sustainable, and cost-effective. Routine testing helped to discover more 
patients in earlier stages, compared to physician-directed testing. Furthermore, 
expanded testing in infectious diseases settings is favourable for linkage to care 
process. 

WEPED1409
Integrated surveillance for HIV, syphilis, HBV & HCV  
in pregnant women attending ANC sentinel surveillance  
sites in Eritrea, 2016
A.B. Mesfin1, H. Ahmed2, M. Asrat2, T. Asfaha1, N. Tesfamichael1 
1Ministry of Health, Communicable Diseases Control Division, Asmara, Eritrea, 
2National Statistics Office, Asmara, Eritrea 
Presenting author email: araiabm@gmail.com

Background: Countries monitor their HIV epidemic using ANC sentinel surveillance 
sites. Though, HIV surveillance in pregnant women is well advanced, surveillance on 
Hepatitis B and C is far behind. To determine prevalence and distribution of these 
infections, HBsAg and Anti-HCV testing were nested in the HIV surveillance.
Methods: A cross-sectional, anonymous and unlinked sentinel surveillance survey 
was conducted in Dec. 2015-Feb 2016. It covered a total of 46 health facilities 
from urban and rural areas. Pregnant women, 15-49 years old, attending ANC for 
their first visit in current pregnancy were consecutively recruited and interviewed 
followed by drawing blood for HIV, Syphilis, HCV and HBV testing at the National 
Reference Laboratory.
Results: A total of 5019 pregnant women with 62% from urban and 38% from rural 
ANC sites were enrolled. Majority (57%) were in the age group 20-29 with the me-
dian age of 27 years. Almost all (94%) were married with 87% of them house wives. 
The overall prevalence of HIV, syphilis and HBV was 0.84% [95%C.I: 0.6, 1.1], 
0.56% [CI: 0.4%, 0.8%] and 3.01% [95%CI: 2.6%, 3.5%], respectively. Multivariate 
analysis showed that age, residence, marital status and occupation of respondents 
were the most important variables that determined HIV infection. HIV peaked in 
the age group 25-29 and was more common in urban, in those not married and 
unemployed. Unlike HIV, HBV and syphilis were more common in rural. Though, 
region, age and marital status determined syphilis prevalence, region was important 
factor that determined HBV infection. Anti-HCV was negative in all the pregnant 
women tested, while co-infection was not evident from the study.
Conclusions: The integrated surveillance showed that the overall prevalence of HIV, 
syphilis, HBV and HCV is low in Eritrea. However, these infections were relatively 
higher in some regions and population groups and with no co-infection. Relatively 
higher prevalence in some regions, age groups and occupations may indicate pres-
ence of practices that expose these pregnant women. Therefore, in-depth research-
es are recommended to understand why certain sub-groupsare more vulnerable to 
these infections. Moreover, existing HIV sentinel surveillance sites can be used to 
monitor HBV and HCV infections, generate important data for decision making. 

WEPED1410
Coverage of HIV testing among HIV-exposed infants  
in the context of option B+ in Malawi
T. Henry Tchereni1, J. Joseph2, A. Gunda1, V. Mwapasa3 
1Clinton Health Access Initiative, PRIME Study, Lilongwe, Malawi, 2Clinton Health 
Access Initiative, Applied Analytics, Denver, United States, 3University of Malawi, 
College of Medicine, Faculty of Public Health and Family Medicine, Blantyre, Malawi 
Presenting author email: ttchereni@clintonhealthaccess.org

Background: Early infant diagnosis is critical for the survival of HIV-Exposed 
Infants (HEI), yet testing rates remain low in resource-limited countries. Malawi 
recommends testing of HEIs by HIV Polymerase Chain Reaction (PCR) by two 
months and by HIV rapid antibody test (RT) at 12 and 24 months or after cessation 
of breastfeeding. This analysis estimated the proportions of HEIs tested for HIV at 
2, 12 and 24 months in the context of option B+.
Methods: Data were analyzed from the “Promoting Retention among Infants and 
Mothers Effectively (PRIME)” study, a 3-arm cluster randomized trial assessing 
the effectiveness of service integration and SMS-reminders on HEIs and mater-
nal retention. The trial was conducted from 2013 to 2016 in 30 health facilities in 
southern Malawi. HEIs were enrolled at birth and followed up to 24 months. Data 
on HIV tests, deaths and transfer-outs were extracted from routine health facility 
records. Infants were considered censored if they did receive the full 24 months 
of follow-up.
Results: Figure 1 illustrates the testing coverage at 2, 6, 12, 18, and 24 months. A 
total of 1085 HEIs were enrolled, of whom 369 (34%) received PCR testing by 2 
months, 433 (42%) and 130 (16%) receiving 12 and 24 month RT tests, respectively. 
A total of 59 (8%) received all three recommended tests. Twenty-seven infants 
(2%) tested HIV-positive; 24 (2%) died, and 50 (5%) transferred-out. A total of 
207 (19%) were never tested.
Conclusions: Low coverage was found at all testing points, and PCR testing was 
notably conducted late. Additionally, very few infants were re-tested, despite 
continued exposure via breastfeeding. Continual follow-up of HEIs is necessary to 
ensure testing at all time points is conducted. Though transmission rates were low, 
interventions targeting longer follow-up of HEIs through the end of breastfeeding 
are needed to avoid post-natal transmission. 
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[Figure 1. Infants tested for HIV from birth through 24 months]

WEPED1411
Treat All and the 1st 90: exploring changes in HIV test  
rates and yields among adults following implementation  
of test and treat in Bulilima district, Zimbabwe
K. Webb1, V. Chitiyo1, S. Page-Mtongwiza1, J. Murungu2, P. Mbetu1, T. Maphosa1, 
B. Engelsmann1 
1Organisation for Public Health Interventions and Development, Harare, Zimbabwe, 
2Ministry of Health and Child Care, AIDS & TB, Harare, Zimbabwe 
Presenting author email: bengelsmann@ophid.co.zw

Background: At 22.3%, Matebeleland South Province has the highest HIV 
prevalence in Zimbabwe. The impact of test and treat strategies on demand and 
uptake for HIV testing are unknown in high prevalence, resource-limited settings. 
Our objective was to explore changes to HIV test rates and test yields among clients 
accessing facility-based care in Bulilima District, Matebeleland South Province, 
following start of Treat All.
Methods: We conducted a retrospective cohort analysis of clients accessing 
HIV testing services after Treat All implementation. All clients accessing HIV 
testing services at 11 purposively selected health facilities in Treat All inception 
district, Bulilima, from May 2016 (month 0) and 1, 3 and 6 months after Treat 
All implementation were traced through multiple registers to document HIV test 
results disaggregated by age, sex and entry point.
Results: Among 3,101 individuals tested for HIV over the period of interest, the 
majority tested were women (68%). A significant 290% increase in HIV test uptake 
was observed from pre-Treat All to Month 6. While HIV test yields decreased (19-
11%), the absolute number of new positives identified increased by 68% due to 
increased test rates.

[HIV test rate, new positives and yield (%)]

Within age groups, young women aged 15-19yrs and 20-24yrs had significantly 
higher test yields than men of the same age (8% vs 2.2%; p=0.02 and 14.5% vs 8%; 
p=0.04 respectively). Adult men aged 25-49 had the highest test yield (23.2%).

Conclusions: We observed increased HIV test rates and number of new positives 
identified following implementation of Treat All. Tests rates remained low among 
men compared to women. In high prevalence settings such as Zimbabwe, our find-
ings highlight the value of offering HIV testing to all individuals with unknown HIV 
status presenting to health facilities. Evidence-based differentiated models of care 
to increase testing uptake among high yield groups (young women, older men) are 
required to reach the 1st 90. 

WEPED1412
The test of time: An interrupted time series analysis of HIV 
testing following service changes at a community-based rapid 
HIV testing service in Melbourne, Australia
K. Ryan1,2, A. Wilkinson1, P. Locke3, D. Leitinger3, A. Pedrana1,2, M. Hellard1,2,4,  
M. Stoove1,2 
1Burnet Institute, Centre for Population Health, Melbourne, Australia, 2Monash 
University, Department of Epidemiology and Preventive Medicine, Melbourne, 
Australia, 3Victoria AIDS Council, Melbourne, Australia, 4The Alfred Hospital, 
Department of Infectious Diseases, Melbourne, Australia 
Presenting author email: kathleen.ryan@burnet.edu.au

Background: PRONTO!, a peer-led community-based rapid HIV testing service, 
was established in Melbourne, Australia in 2013 to increase testing frequency 
among gay and bisexual men (GBM). In response to evaluation data attributing low 
return-testing rates to the lack of integrated STI testing, STI (gonorrhoea, chla-
mydia, syphilis) testing and SMS reminders were implemented. Using a quasi-ex-
perimental design, we quantified changes to return-testing following these service-
level interventions.
Methods: Implementation of STI testing and SMS reminders occurred in February 
2016. Return HIV testing rates were compared between pre-intervention (January 
2015-January 2016) and post-intervention (February 2016-December 2016) pe-
riods. All HIV tests between 01 July 2014 and 31 December 2016 were included 
in analyses (2014 tests allowed six months of lead time to assess returning). Using 
monthly aggregate data a segmented linear regression assessed changes in the per-
centage of tests per month with a previous test within 91 days (3m return testing) 
and 182 days (6m return testing). We report regression coefficients: percentage of 
3m and 6m return tests at baseline (January 2015, β0), return-testing trend (pre-
intervention slope, β1), and return-testing trend from pre-to post-intervention 
(change in slope, β3). A change in slope (β3) p<0.05 was considered a significant 
change in return testing.
Results: Over 24 months, 4959 HIV tests were conducted among 3339 individuals 
(median tests/month=201, range 178-243). Post-intervention, ~100 SMS remind-
ers were sent per month and 60% of clients accessed STI testing. Overall, 3m and 
6m return testing increased by approximately 50% in the ten months post-inter-
vention. At baseline, 3m return testing was estimated at 12% (β0), decreasing by 
0.4% per month (β1) during the pre-intervention period. Post-intervention, 3m re-
turn testing increased an average of 0.8% per month (β3, 95%CI:0.3-1.3, p<0.01), 
from 7% to 15%. Baseline 6m return testing was estimated at 23% (β0), remaining 
stable pre-intervention (β1=-0.2%). Post-intervention, 6m return testing increased 
an average of 1.1% per month (β3, 95%CI:0.7-1.6, p<0.01), from 22% to 35%.
Conclusions: Implementation of STI testing and SMS reminders increased frequent 
testing. However, less than one in five clients were testing quarterly post-inter-
vention, well below recommended frequencies. Despite improved convenience in 
this client-centred testing service, compliance with high frequency risk-based HIV 
testing guidelines remains a significant challenge. 

WEPED1413
Pooled PCR testing of dried blood spots (DBS) for HIV  
early infant diagnosis is cost-efficient and accurate
J. Maritz1,2, C. van Schalkwyk3, G.U. van Zyl1,2, W. Preiser1,2, A. Welte3 
1University of Stellenbosch, Medical Virology, Cape Town, South Africa, 2National 
Health Laboratory Service, Cape Town, South Africa, 3South African Centre for 
Epidemiological Modelling and Analysis, University of Stellenbosch, Stellenbosch, 
South Africa 
Presenting author email: maritzj@sun.ac.za

Background: Access to qualitative HIV PCRs for early infant diagnosis (EID) is 
restricted in resource limited settings due to cost. We hypothesised that pooling of 
dried blood spot (DBS) samples, defined as combining multiple patient samples in 
a single assay run with subsequent individual testing of positive pools, would be cost 
saving while retaining acceptable clinical accuracy compared to individual patient 
whole blood testing.
Methods: Cost savings: A model was developed to simulate reagent and consum-
able cost saving of pooled compared to individual sample testing. The number of 
pools requiring deconvolution (individual testing) was set to the expected number 
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of positive pools based on a binomial distribution. To validate the model, daily sam-
ple/result data and reagent costs of a public health laboratory in South Africa for 
the period January 2009 to July 2015 were used.
Clinical sensitivity: 1,170 patient samples were tested in pools of five 50µl DBS. 
Negative pools comprised 5 DBS previously tested in single reactions; positive 
pools included 1 positive sample. All tests were performed with the Roche CAP/
CTM Qual assay.
Results: Overall sensitivity of pooled testing was 98.8%; 100% for strongly reactive 
pools (Table 1). One pool tested false positive but would not impact clinical specific-
ity as individual patient testing is performed prior to reporting.

 Pooled samples result, n (%), 5 samples per pool

 Positive Negative Total

 Positive pools 149 (100) 0 149

Whole blood 
reference result

Low positive 
pools

16 (89) 2 (11) 18

 Negative pools 1 (1.5) 66 (98.5) 67

 Total 166 68 234

[Table 1. Clinical performance of pooled testing]

Pooling would have resulted in saving 65% of laboratory EID costs in 2015 (Figure 
1). The model is published as an R-based web tool, into which the user enters sample/
positivity estimates and workflow management parameters to obtain cost saving 
estimates at an optimal pool size. 

[Figure 1. Cost savings by pool size / prevalence]

Conclusions: Pooled PCR testing for EID remains accurate and dramatically re-
duces costs in settings with moderate to low prevalence rates. 

WEPED1414
Scale-up of HIV care and ART use over a decade for children  
in 4 African countries
C.A. Teasdale, C. Wang, R. Fayorsey, M. Hawken, Z. Melaku, A. Mussa,  
W.M. El-Sadr, E.J. Abrams, Identifying Optimal Models of Care in Africa Study 
ICAP-Columbia University, New York, United States 
Presenting author email: eja1@columbia.edu

Background: Expanding access to HIV care and treatment for children has 
been critical to combating the HIV epidemic. We report attrition pre and post-
ART among children enrolled in care at 349 health facilities in Ethiopia, Kenya, 
Mozambique and Tanzania over 10 years.
Methods: We describe characteristics of children (0-14years) enrolled in care at 
PEPFAR-funded ICAP-supported clinics in four countries 2005-2014. We report 
proportions of children starting ART by year and estimate attrition (loss to follow-
up(LTF) and death) pre-ART initiation using competing risk estimators (ART as 
competing risk) and post-ART initiation with Kaplan-Meier. LTF was defined as no 
visit within 12 months for pre-ART and 6 months post-ART start. We compared 
outcomes by year using Cochran-Armitage tests, Kendall Tau coefficients, log rank 
tests and unadjusted sub-distributional hazards models.
Results: From 2005-2014, 72,120 children were enrolled at 349 facilities: me-
dian age 4.1 years[IQR 2-8], 10.4% were < 1year and 46.9% were >=5years; 41.6% 
were WHO stage3/4 and median CD4+ count for children 5-14years was 362cells/

mm3[IQR146-654](51.5% missing). Overall, 43,255 (60.0%) children started 
ART at median age of 4.9 years[IQR 2-8.7]; 53.0% were WHO stage3/4. The 
proportion of children starting ART increased from 53.1% in 2005-06 to 72.9% 
in 2013-14(p<0.0001); for children < 1year, the proportion starting ART increased 
from 24.3% in 2005-06 to 86.7% in 2013-14 (p<0.0001). 
Median CD4+ for children 5-14years at enrollment was 240[104-414] in 2005-
06 and increased to 439[193-724] in 2013-14(p<0.0001); median CD4+ at ART 
start was 197[77-351] in 2005-06 and 314[139-550] in 2013-14(p<0.0001). 
Pre-ART attrition overall at 12 months was 27.1%(95%CI 26.7-27.4); it decreased 
from 34.3%(33.3-35.3) in 2005-06 to 15.5%(14.4-16.6) in 2013-14 (p<0.0001). 
Attrition post-ART at 12 months was 22.3%(21.9-22.7) and increased from 15.8% 
(14.8-17.0) in 2005-06 to 28.4%(26.9-30.1) in 2013-14 (p<0.0001).
Conclusions: Over 10 years, more than 72,000 children enrolled in care and 60% 
started ART. Over time, a higher proportion of children in care initiated ART and 
at higher CD4+ count. Attrition decreased among pre-ART patients and increased 
among those on ART, the latter may reflect higher LTF among children who initi-
ated ART at higher CD4 counts. Innovative efforts are needed to enhance reten-
tion among children on ART. 

WEPED1415
Initiation of cART: a nationwide overview of variation between 
HIV treatment centres in the Netherlands
T.S. Boender1, C. Smit1, K. Brinkman2, J.M. Prins3, F.P. Kroon4,  
S.E. Geerlings3,  
P. Reiss1,3,5, on behalf of the ATHENA national HIV cohort 
1Stichting HIV Monitoring, Amsterdam, Netherlands, 2OLVG, Amsterdam, 
Netherlands, 3Academic Medical Centre of the University of Amsterdam, Department 
of Internal Medicine, Amsterdam, Netherlands, 4Leids Universitair Medisch Centrum, 
Leiden, Netherlands, 5Academic Medical Centre of the University of Amsterdam, 
Amsterdam Institute for Global Health and Development & Department of Global 
Health, Division of Infectious Diseases, Amsterdam, Netherlands 
Presenting author email: s.boender@amc.nl

Background: We explored variation in combination antiretroviral therapy 
(cART) initiation between all 26 acknowledged HIV treatment centres in the 
Netherlands.
Methods: We assessed the annual proportion of HIV+ adults starting cART within 
6 months after entering care, according to CD4 count at entry into care and centre 
size (>600,300-600,< 300 people in care). We used logistic regression adjusted 
for CD4 count at entry into care, calendar year and socio-demographic differences 
between patients at centres (sex, age, HIV-transmission route, region of origin, 
socio-economic status).
Results: In 2012, 2013 and 2014, 957, 942 and 784 people, respectively, entered 
into care and had ≥6 months follow-up. A median 62% of the people who entered 
into care in 2012 started cART within 6 months, increasing to 76% in 2013, and 91% 
in 2014. Starting cART within 6 months was significantly more likely after entering 
in 2014 compared to 2012: aOR 5.47; 95%CI 4.22-7.10; p< 0.0001. 
People with < 350 CD4 cells/mm3 when entering into care initiated cART earlier, 
compared to those with ≥350 CD4 cells/mm3 (figure). This difference decreased 
in 2014, although considerable variation between centres remained, particularly for 
patients with >500 CD4 cells/mm3. 

[Initiation of cART]

People at small centres were less likely to initiate cART within 6 months compared 
to those at large centres, also after adjusting for CD4 count, socio-demographic 
differences and calendar year (aOR 0.68; 95%CI 0.48-0.96; p=0.028). People 
with 350-500 CD4 cells/mm3 entering into care in small centres were less likely 
to initiate cART within 6 months, compared to those in large centres (aOR: 0.49; 
95%CI 0.27-0.90, p=0.005).
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Conclusions: Following guideline recommendations, increasing numbers of HIV+ 
people initiated cART within 6 months. However, differences between centres of 
different size were observed. Patients with 350-500 CD4 cells/mm3 entering care 
in small centres were less likely to start cART within 6 months compared to large 
centres. 

WEPED1416
Persistent high burden of advanced HIV disease in South 
Africa: data from a longitudinal nationwide laboratory cohort
S. Carmona1, J. Bor2,3,4, C. Nattey2, B. Maughan-Brown5, M. Maskew2,  
M.P. Fox2,3,6, D.K. Glencross1, N. Ford7, W. Macleod2,3,4 
1WITS University - NHLS, Molecular Medicine and Haematology, Johannesburg, 
South Africa, 2Health Economics and Epidemiology Research Office, Internal 
Medicine, School of Clinical Medicine, Faculty of Health Sciences, University of the 
Witwatersrand, Johannesburg, South Africa, 3Boston University School of Public 
Health, Department of Global Health, Boston, United States, 4Center for Global 
Health and Development, Boston University School of Public Health, Boston, 
United States, 5University of Cape Town, Southern African Labour and Development 
Research Unit, Cape Town, South Africa, 6Boston University School of Public Health, 
Epidemiology, Boston, United States, 7World Health Organization, HIV/AIDS, Geneva, 
Switzerland 
Presenting author email: sergio.carmona@nhls.ac.za

Background: The South African national HIV programme has achieved substan-
tial coverage of antiretroviral therapy (ART) over the last decade, supported by 
policy changes allowing for earlier ART initiation. However, individual clinic reports 
suggest the proportion of patients entering care with advanced (< 200 cells/mm3) 
and very advanced (< 100 cells/mm3) HIV disease has remained constant in recent 
years. We assessed this using nationwide laboratory data.
Methods: We constructed a cohort utilizing nationwide laboratory records contain-
ing CD4 counts from 2004-2015. Using standard linkage methods, we determined 
first CD4 cell count at entry to care. We estimated numbers and proportions of 
adult patients with first CD4 in the following categories: < 100, 100-199, 200-
349, 350-499 and ≥500 cells/mm3.
Results: In total, 8,4 million first CD4 count tests were identified. From 2004-
2011, the % patients with CD4 count < 200 cells/mm3 entering into care declined 
from 50% to 35% of all tests (Figure 1). However, from 2011 onwards the % pa-
tients entering ART care with low CD4 counts has remained relatively unchanged. 
In 2015, over 230,000 patients entered care with advanced HIV disease, of whom 
around 120,000 had very advanced HIV disease. The proportion of men entering 
care with advanced HIV disease was nearly twice that of women.
Conclusions: The proportion of patients presenting with advanced HIV disease re-
mains consistently high despite ART scale up, representing a large avoidable burden 
of HIV morbidity, medical costs, and onward transmission. Testing campaigns fo-
cused on early HIV-diagnosis and linking patients to ART care should be prioritised, 
particularly among men. CD4 testing for patients presenting with advanced dis-
ease, including rapid ART initiation and screening and prophylaxis for opportunistic 
infections remains critical. 

[Figure 1.]

WEPED1417
Ten-year treatment outcomes of a cohort receiving 
comprehensive HIV care at Newlands Clinic, Zimbabwe 
(TENART cohort)
T. Shamu1, C. Chimbetete1, S. Shawarira-Bote1, T. Mudzviti1,2 
1Newlands Clinic, Research, Harare, Zimbabwe, 2University of Zimbabwe, School of 
Pharmacy, Harare, Zimbabwe 
Presenting author email: tineis@newlandsclinic.org.zw

Background: Data on long term outcomes of patients receiving antiretroviral 
therapy (ART) in resource limited settings are important but few, particularly in 
Sub-Saharan Africa. We describe 10 year outcomes of patients enrolled into the 
Newlands Clinic cohort between 2004 and 2006 and received comprehensive 
care including psycho-social and adherence support.
Methods: In this retrospective cohort study, data collected during routine care of 
patients were accessed from an electronic medical record using Microsoft SQL 
Server Studio 2012 and analysed using Stata version 12.1. We describe baseline 
characteristics, virological and clinical outcomes, attrition rates, and treatment ad-
verse effects after 10 years from enrollment. We defined virological suppression 
as HIV viral load < 50 copies/ml and virological failure as >1000 copies/ml after ≥6 
months of ART.
Results: Between 2004 and 2006, 605 patients were enrolled into comprehensive 
care and commenced on ART, 404 (67%) being female and 161 (27%) < 24 years 
old. Baseline characteristics are listed in Table 1. 

Characteristic Male n (%) Female n (%) Total n (%)
Study Participants 201 (33.2) 404 (66.8) 605 (100)
Baseline Age (years) - Median (IQR) 34 (12-40) 35 (27-42) 34 (17-42)
WHO Stage    

Stage 1 10 (5.0) 38 (9.4) 48 (8.0)
Stage 2 55 (27.4) 113 (28.0) 168 (27.8)
Stage 3 107 (53.2) 191 (47.4) 298 (49.3)
Stage 4 29 (14.3) 61 (15.1) 90 (14.9)

Baseline CD4 Count - Median (IQR) 114 (47-200) 131 (63-211) 121 (57-195)

[Baseline demographic and clinical charact]

Patients were followed up for 5823 person-years (median:10.7 years, IQR:10.1-
11.4). At enrollment, 129 (21.3%) patients had a history of pulmonary tuberculosis 
(PTB) and 66 (11%) developed PTB, and 24 (4%) developed extrapulmonary tu-
berculosis while in care. During follow up, 385 (63.6%) patients experienced ≥1 
treatment adverse event, the most frequent being stavudine-induced peripheral 
sensory polyneurophathy (n=252, 41.7%). After a median ART duration of 10.8 
years (IQR:10.5-11.6), 474 (78.3%) patients were still in care, 428 (90.3%) be-
ing virologically suppressed, and 21 (4.4%) virologically failing. While 483 (79.8%) 
remained on first line, 122, (20.2%) were switched to second line ART. Fifty-nine 
patients (9.8%) were transferred to other ART facilities, 45 (7.4%) were lost to fol-
low up, 25 (4.1%) died, and two stopped ART.
Conclusions: Comprehensive HIV care can result in low mortality, high rates of 
retention in care and virologic suppression in resource limited settings. 

WEPED1418
Adherence to antiretrovirals in Medicaid-insured patients living 
with HIV: predictors and economic consequences
K. Dunn1, M.-H. Lafeuille2, X. Jiao1, H. Romdhani2, B. Emond2, K. Woodruff1,  
J. Pesa1, N. Tandon1, P. Lefebvre2 
1Janssen Scientific Affairs, LLC, Titusville, United States, 2Groupe d’analyse, Ltée, 
Montréal, Canada 
Presenting author email: kdunn1@its.jnj.com

Background: Adherence to antiretrovirals (ARVs) is critical to achieving durable 
virologic suppression and preventing drug resistance. This study assessed predic-
tors of adherence in Medicaid beneficiaries living with HIV initiating ARVs, and 
compared healthcare resource utilization (HRU) and costs between patients with 
suboptimal and optimal adherence.
Methods: Multi-state Medicaid administrative data (05/2012-03/2015) was used 
to identify adults with HIV-1 who initiated commonly used ARV regimens (in-
dex date) and had ≥6 months of observation pre- and post-index. Adherence was 
measured using proportion of days covered (PDC). A multivariable logistic regres-
sion was used to assess risk factors of poor adherence (PDC< 80%) at 6 months 
post-index. HRU and costs were compared between patients with suboptimal 
(80%≤PDC< 95%) and optimal (PDC≥95%) adherence using Poisson and ordinary 
least square models, respectively, and inverse probability of treatment weighting to 
control for confounding.
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Results: Among the 2,683 patients included, 51% had poor, 19% suboptimal, and 
30% optimal adherence. Younger age, non-capitated or dual Medicaid/Medicare 
insurance coverage, no prior ARV treatment, and asymptomatic HIV were associ-
ated with higher risk of poor adherence (Table 1). Patients with suboptimal adher-
ence had longer hospital stays, more long-term care admissions, and higher medical 
costs compared to patients with optimal adherence (Figure 1).
Conclusions: Suboptimal adherence was associated with higher HRU and costs 
compared with optimal adherence. Poor adherence to ARVs was observed in over 
half of Medicaid patients. The risk of patients being poorly or suboptimally adherent 
should be a consideration when selecting an ARV regimen. 

[Table 1. Risk factors of poor adherence to ARVs (PDC <80% at 6 months)*]

[Figure 1. Comparison of monthly HRU and costs during the observation period 
between patients with suboptimal (80%≤PDC<95%; N=652) vs. optimal adherence 
(PDC≥95%; N=661)]

WEPED1419
Changes in antiretroviral therapy (ART) and maximal  
viral suppression over time by age, sex, race/ethnicity,  
and HIV risk among HIV-infected patients in an integrated 
health system in the United States
M. Horberg1,2, J. Blank1,2, K. Rubenstein2, P. Kadlecik3, L. Hurley4,5,  
M. Silverberg4,5 
1Kaiser Permanente, HIV Initiative, Rockville, United States, 2Kaiser Permanente, 
Mid-Atlantic Permanente Research Institute, Rockville, United States, 3Mid-Atlantic 
Permanente Medical Group, Infectious Diseases, Washington, United States, 4Kaiser 
Permanente Northern California, Division of Research, Oakland, United States, 
5Kaiser Permanente, HIV Initiative, Oakland, United States 
Presenting author email: michael.horberg@kp.org

Background: ART prescription and viral suppression vary by age, gender, race/eth-
nicity, and HIV risk, even in integrated health systems such as Kaiser Permanente 
Mid-Atlantic States (KPMAS), which has pharmacy financial assistance available 
and equal access to care. KPMAS implemented physician reports to address these 
disparities and program-wide emphasis (including physician conferences, patient 
outreach) on reducing these disparities. We sought to determine if we had reduced 
such disparities.
Methods: Retrospective cohort analysis of adult (≥18 years) HIV-infected patients 
receiving care in KPMAS during 2014-2016. The primary outcomes evaluated were 
ART use (≥2 fills of ART in year) and HIV RNA as maximally suppressed (“BLQ”, 
defined as HIV RNA< 200/mL at last measure of year; if not performed then not 
BLQ). We computed percentages achieving BLQ by age group, sex, race/ethnicity, 
and HIV risk for each calendar year (see Table). Odds ratios (OR) were obtained 
from a logistic model using GEE, adjusting for the patient demographics in Table 1b.
Results: Higher percentages achieving BLQ were observed for age group 50-64, 
Whites, and men having sex with men (MSM) (see Table 1a). While Blacks had im-

proving odds of BLQ each year, Blacks have persistently lower odds of BLQ or ART 
compared with Whites. Asians had the lowest odds BLQ compared with Whites. As 
for age, 30-49 and 50-64 had improving likelihood of ART each year but all ages 
had lower odds BLQ compared with 65+. Conversely, women had persistently lower 
odds of ART than men, but no significant difference in BLQ. There were no signifi-
cance differences in ART or BLQ where risk group was known. 

[Table 1a and 1b]

Conclusions: While we see improvement in ART and BLQ over time, particularly 
among Blacks, many groups still fall short compared with reference populations, 
and some other populations had declines over time. Novel efforts to improve ART 
prescription and viral suppression are needed. 

WEPED1420
Implementation of point-of-care (POC) HIV viral load  
(VL) monitoring during antenatal care at a primary care clinic  
in Cape Town, South Africa
L. Dunning1,2, L. Ndlovu1,2, N.-Y. Hsiao3, L. Myer1,2 
1University of Cape Town, Division of Epidemiology & Biostatistics, Cape Town, 
South Africa, 2University of Cape Town, Centre for Infectious Diseases Epidemiology 
& Research, Cape Town, South Africa, 3National Health Laboratory Services & 
University of Cape Town, Division of Medical Virology, Cape Town, South Africa 
Presenting author email: ldunning@mgh.harvard.edu

Background: POC VL testing could increase access to virologic monitoring and 
help improve viral suppression on antiretroviral therapy (ART). However, limited 
data is available on the use of POC VL monitoring during pregnancy, implementa-
tion challenges in field settings and the acceptability of the device to patients.
Methods: We conducted an implementation science study using the Alere q POC 
device (input 25µL whole blood; results available in approximately 55 minutes) 
at a large public sector primary care facility. POC VL testing was conducted for 
pregnant women initiating ART or requiring routine VL monitoring. As part of the 
implementation, possible benefits of receiving a POC result were explained to pa-
tients; POC results were returned if patients chose to wait. Analysis examined the 
rate of errors and successful result-return, acceptability to patients and impact of 
POC VL monitoring on patients’ HIV knowledge (determined using a standardized 
8-item scale).
Results: Overall 356 tests were completed between January-November 2016. 
POC tests were completed as a baseline assessment of VL for 103 women initiat-
ing ART and in addition to laboratory-based testing for 253 women undergoing 
a routine VL. Error results were displayed for 5% of tests (n=18) and 3 machine 
breakdowns occurred meaning 43 eligible participants did not receive a POC test. 
POC results were returned to 78% of women; rates of result return did not vary by 
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age, VL result, time on ART, education, mode of transport, gravidity or time of di-
agnosis. HIV knowledge improved for 62% of women who received a baseline POC 
(mean score 5.4 vs 6.1, p=0.005) and was significantly higher at time of VL testing 
than those who did not receive a baseline POC test (mean score; 5.6 p=0.007).
Conclusions: POC VL monitoring appears feasible in a busy primary care, resource 
limited setting. Most women who received a POC test waited for their result, allow-
ing healthcare providers to act immediately during a high-risk window for mother-
to-child transmission of HIV. POC VL testing during pregnancy has potential to 
improve adherence but further research is required to facilitate the adoption of this 
technology in low-resource settings. 

WEPED1421
Low level of virological success in decentralized HIV care sites  
in Cameroon
F. Taieb1, A. Gonzales-Antalo2,3, N. Lamarre4, A. Aghokeng4,5, A. Boupda6,  
E. Delaporte7, A.-C. Bissek8, C. Kouanfack9, Y. Madec10 
1Institut Pasteur, Centre for Translational Science, Paris, France, 2Insitut Pasteur, 
Emerginng Diseases Epidemiology Unit, Paris, France, 3Universidad de Santiago de 
Compostela, Barcelona, Spain, 4CREMER/IMPM/IRD, Virology Laboratory, Yaoundé, 
Cameroon, 5Institut de Recherche pour le Développement, TransVIHMI, Montpellier, 
France, 6Care and Health Program, Yaoundé, Cameroon, 7Institut de Recherche pour 
le Développement, TransVIHMI Unit, Montpellier, France, 8Ministry of Public Health, 
Operational Health Research Department, Yaoundé, Cameroon, 9Central Hospital 
of Yaoundé, Infectious Disease Department, Yaoundé, Cameroon, 10Institut Pasteur, 
Emerging Diseases Epidemiology Unit, Paris, France 
Presenting author email: fabien.taieb@pasteur.fr

Background: In many resource-limited countries, access to viral load (VL) monitor-
ing remains scarce due to the difficulty to access a laboratory able to perform VL 
measurements, and patients followed in decentralized area have even more limited 
access. The goal of this study was to evaluate the rate of virological success at 12, 
24 and 36 months of ART in patients followed in decentralized area in Cameroon.
Methods: Cross-sectional evaluation of patients on first line ART followed in 12 
decentralized HIV care sites in three regions of Cameroon (East, North-West and 
Centre), 12 (11-15), 24 (23-27), and 36 (35-39) months of ART initiation. All pa-
tients contributed to two dried blood spot cards transferred to the IRD-CREMER 
laboratory in Yaoundé (Cameroon) for VL measurement and HIV drug resistance 
genotyping in patients with VL >1000 cp/mL.
Results: From September 2015 to June 2016, 398, 339 and 204 patients were 
virologicaly evaluated at 12, 24 and 36 months of ART, respectively. Overall, 72.9% 
of them were women, this proportion did not differ by evaluation month (p=0.22). 
Median age at ART initiation was 40 years, and constant across evaluation month 
(p=0.40). Median CD4 level at ART initiation was 200 cells/mm3, and did not dif-
fer by evaluation month (p=0.26).
At the threshold of 1000 cp/mL, the proportion of patient sin virological success 
was 67.3%, 63.0% and 59.8% at 12, 24 and 36 months of ART, respectively. At 
all evaluation month, patients who missed no clinical visit planned in the national 
protocol had a significantly higher risk of virological success. Only at 12 months was 
another factor associated with virological success; shorter distance between home 
and hospital was significantly associated with higher chance of virological success.
HIV drug resistance is undergoing.
Conclusions: In this cross-sectional evaluation, the proportion of patients in viro-
logical success was lower than the standards expected by the WHO. This low rate 
of virological success is worrisome. Strong efforts must be made so that patients 
adhere to clinical care. The result from HIV drug resistance genotyping will indicate 
whether the low level of virological success is due to lack of adherence to ART, or 
to ART failure. 

WEPED1422
How much does it cost to achieve HIV viral suppression?
M. Valenzuela-Lara, E. León Juárez, E. Becerril Vargas, C. Magis-Rodriguez 
Centro Nacional para la Prevención y el Control del VIH y el Sida, Dirección de 
Atención Integral, Mexico, Mexico 
Presenting author email: marisol.censida@gmail.com

Background: 66% of PLWH on HAART in Mexico receives care through the 
Mexican Social Protection System in Health which includes ARV access. We want-
ed to estimate the cost-effectiveness of State HIV Programs.
Methods: Cross-sectional analysis of 78,624 PLWH treated in 32 Mexican states 
on January 1, 2017 and registered at the national database ‚SALVAR’. We estimated 
annual HAART cost per patient using ARV prices negotiated by the Mexican gov-
ernment and the recorded therapy. Effectiveness was defined as the percent of 
PLWH with a last viral load < 1000 copies/mL in the last year.

Results: The mean cost per patient-year across the 32 states was $1,973 ppy 
(min-max $1,774 - $2,208 ppy) and 83.8% viral suppression (min-max 74 - 91%). 
Significant differences of up to 17% were found in the percentage of viral suppres-
sion between State HIV Programs with similar costs. We found a significant $108 
ppy difference (p<0.05) between men and women, and a positive correlation be-
tween the cost of treatment and age, as well as time in treatment (p<0.05). Lowest 
regimen costs were observed at 20 to 29 age group ($1,776) especially in men. 

[Mean cost PPY & viral supression by age & sex]

The difference in the mean cost of the regimens without efavirenz vs. with efa-
virenz was $1,095 ppy higher. The cost ppy at Hospitals was significantly higher 
($133; p<0.05; 95%CI 110.59-156-40) than in HIV clinics. Nevertheless, HIV 
Clinics viral suppression was 2.9% higher (p<0.05; 95%CI 2.21-3.62). Median time 
at HAART was 0.57 years higher at Hospitals than HIV Clinics (p<0.05), and 0.65 
higher in women than men (p<0.05).
Conclusions: It is possible to achieve higher viral suppression rates at a lower cost, 
with potential savings of up to $ 2 millions. It ś important to take into consideration 
the time in treatment and ageing of the epidemic. 

WEPED1423
Experience of living with HIV: diagnosis & disclosure - findings 
from the Positive Perspectives study
A. Murungi1, B. Spire2, M. Muchenje3, D. Garcia4, K. Parkinson5, A. Namiba6,  
S. Marcutullio7, B. Allan8, M. Krehl9, S. Barthel10, A. deRuiter11, Y. Punekar11,  
J. Koteff12, B. Young13, A. Ustianowski14 
1ViiV Healthcare, Global Medical Affairs, London, United Kingdom, 2French National 
Institute for Medical Research (INSERM), Paris, France, 3Women’s Hands Community 
Health, Toronto, Canada, 4Adhara, Seville, Spain, 5Beacon Project, St Louis, United 
States, 6Salamander Trust, London, United Kingdom, 7Nadir Onlus, Rome, Italy, 
8Living Positive, Victoria, Australia, 9Deutsche AIDS Hilfe, Berlin, Germany, 10Glaxo 
SmithKline, London, United Kingdom, 11ViiV Healthcare, London, United Kingdom, 
12ViiV Healthcare, Raleigh, United States, 13IAPAC, Colorado, United Kingdom, 
14Pennine Acute Hospitals NHS Trust, Manchester, United Kingdom 
Presenting author email: andrew.x.murungi@viivhealthcare.com

Background: While treatment advances have dramatically improved the life-expec-
tancy of people living with HIV (PLHIV), a number of important needs remain. We 
conducted an international survey of PLHIV to explore the impact of living with an 
HIV diagnosis on outlook and aspirations; rate the impact and sources of emotional 
support at diagnosis compared to today and assess the extent of disclosure.
Methods: Qualitative in-depth interviews were performed with PLHIV & partners 
to identify key hypotheses. A steering group developed the study questions which 
was fielded online from November 2016 to March 2017 in nine countries. A mixed 
sampling/recruitment approach was used to ensure a broad cross-section of PLHIV. 
Respondents were screened via telephone interview prior to accessing to the online 
survey instrument.
Results: As of January 2017, 819 PLHIV had been recruited. 20% were women, 32% 
age ≥ 50 years, 11% recently diagnosed, ≥ 80% reporting > 1 co-morbidity. 90% be-
lieve their quality of life will improve with advances in treatment though 26% tend 
not to plan too far ahead into the future because of their status. At time of diagnosis, 
26% did not receive any emotional support/guidance from their health care provider 
(HCP) with 48% seeking support from a close friend. In the last 12 months, 75% 
continued to experience some level of stigmatisation with social (20%) & self-stigma 
(28%) very/quite often reported. 63% believe that improved education of the gener-
al public would help with this while 25% feel that better training of physicians, nurses 
and other HCPs would reduce stigma in the healthcare setting. 93% have disclosed 
their status to their primary care doctor with main drivers being the acknowledged 
need to keep them fully informed and avoiding drug-drug interactions.
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Conclusions: In this large international survey, PLHIV believe that advances in 
treatment will improve their quality of life. Support from HCPs at time of diagno-
sis is not always provided. Widespread stigma is still experienced with education of 
public and HCPs seen as potential remedies. 

WEPED1424
Explorative data analysis to assess the Decentralized 
Pharmacovigilance System’s potential to monitor adverse drug 
reactions in South Africa’s HIV treatment programme
M. Dheda1,2, H. Kambafwile1, M. Moorhouse3, W. Plummer1, H. Mukudu4,  
F. Oosthuizen2, Y. Pillay5 
1Pharmacovigilance Centre for Public Health Programmes, National Department 
of Health, Pretoria, South Africa, 2University of KwaZulu Natal, School of Health 
Science, Durban, South Africa, 3University of Witwatersrand, Wits Reproductive 
Health and HIV Institute, Johannesburg, South Africa, 4University of Witwatersrand, 
School of Public Health, Johannesburg, South Africa, 5National Department of 
Health, Pretoria, South Africa 
Presenting author email: mukesh.dheda@gmail.com

Background: A robust pharmacovigilance programme is indispensable in South 
Africa for its massive antiretroviral public health treatment programme, which is 
the largest globally. It plays a key role in the healthcare system through discovery, 
assessment, monitoring and prevention of adverse drug reactions, toxicities and 
interactions amongst drugs and their effects on those receiving treatment. This 
study undertakes an explorative analysis of Adverse Drug Reactions (ADR) data 
related to antiretroviral HIV treatment that was entered into the Decentralized 
Pharmacovigilance System between 01 May 2013 and 31 March 2016.
Methods: Data were retrospectively analysed from anonymised suspected adverse 
drug reaction reports submitted by healthcare professionals from the ART pro-
gramme in South Africa. A descriptive quantitative analysis of relations between 
ADR, SOC, and antiretroviral drug by age and sex of person receiving ART was 
conducted. These included the most suspected ADR-causing medicines, System 
Organ Class (SOC) involved and drugs responsible for the adverse events in each 
SOC. These were further disaggregated by age and sex.
Results: Reports (5063) received from the ART programme were assessed, anal-
ysed and reviewed. 
Of all analysed ADR cases (5063), Stavudine was the main antiretroviral respon-
sible for ADR (30%), followed by Tenofovir (20%). Nevirapine accounted for 3% 
of all reported ADRs. Females (79%) reported a significantly higher percentage of 
ADRs to nevirapine than males (18%). ADRs from the various age groups correlate 
well with the percentage on treatment. The most common SOCs found in relation 
to reported ADRs were metabolic and nutrition disorder (19%) and nervous system 
disorders (10%). The programme found low numbers of ADRs with cardiac disorder 
(0.1%) and endocrine disorder (0.2%) SOCs.
Conclusions: This analysis was the first comprehensive exploration of this data set. 
The exploration of the data set shows the wealth of data collected and the potential 
that the decentralised pharmacovigilance programme has for the monitoring and 
evaluation of drug safety in South Africa ś treatment programme. It is therefore 
crucial to ensure that HCP enter data correctly, that quantitative and qualitative 
ADR data is analysed regularly and that those findings are systematically used to 
inform South Africa ś treatment programmes. 

WEPED1425
Perceptions on co-morbidities and research participation  
in HIV-positive individuals
M. Hlatshwayo, D. Gerke, W. Powderly, R. Presti 
Washington University School of Medicine, Infectious Diseases, St. Louis, United 
States 
Presenting author email: mhlatshwayo@wustl.edu

Background: Treatment with ART has significantly reduced morbidity and mortal-
ity among persons living with HIV (PLWH). It is critical to educate this population 
on potential co-morbidities, and alert them to available research focused on disease 
management and cure. Although previous studies have explored perceptions re-
garding risk of acquiring HIV, little is known about what HIV-infected individuals 
understand about diseases that are more prevalent with HIV, or their willingness to 
participate in research.
Methods: We conducted a cross-sectional survey of 106 consecutive PLWH from 
the Washington University Infectious Diseases Clinic. Questions covered potential 
co-morbidities, and attitudes towards HIV-related research specifically exploring 
their perception of cure research, medication safety, tolerable side effects, and 
willingness to participate in research.

Results: Study participant were mostly Black (66%) and male (71%). The majority 
of participants had at least high school education (86%), and almost all participants 
reported currently taking ART. Depression was the most common comorbidity 
believed to be more prevalent among PLWH (72.3%). Malignancy was also rec-
ognized as being common, with half of participants correctly reporting high risk of 
lymphoma (49%) and anal cancer (46%), although 39% incorrectly report higher 
risk of colon cancer among PLWH. The majority (98%) of participants reported 
that HIV-related research has improved the lives of people who have HIV, with high 
expectations for finding a cure. Only 12% believed a cure would never be found, and 
31% recognized that one patient has already been cured. High rates of interest in re-
search were noted, with 49% being very interested in participating in cure research 
even without direct benefit. Two thirds of patients were willing to undergo side ef-
fects to potentially cure HIV, with 13% willing to risk severe side effects including 
death for a chance for cure. Cure research is a priority to many patients, although 
they are less likely to prioritize participation the longer they are infected with HIV, 
and if not Caucasian.
Conclusions: Perceptions of long term comorbidities associated with HIV infection 
are not completely accurate, indicating a need for continuing education in this aging 
population. Research is viewed favorably, and PLWH are more willing to participate 
than had been expected. 

WEPED1426
At what stage of disease progression are HIV-infected  
patients initiated on antiretroviral therapy? A retrospective 
cross-sectional analysis of patients initiated on ART in  
Masvingo District, Zimbabwe
M. Deda1, K. Webb2, V. Chitiyo2, T. Maphosa1, P. Nesara1, S. Page-Mtongwiza1,  
B. Engelsmann1 
1Organisation for Public Health Interventions and Development, Operational 
Research, Harare, Zimbabwe, 2Organisation for Public Health Interventions and 
Development, Knowledge Management and Impact Analysis, Harare, Zimbabwe 
Presenting author email: vchitiyo@ophid.co.zw

Background: The 2013 Zimbabwe National ART guidelines expanded ART eligibility 
from a CD4 count of 350 to ≤500 cells/µl. Limited evidence has documented stage 
of disease severity at which ART naïve persons are initiated following implementa-
tion of the guidelines. Our objective was to describe the demographic, clinical and 
immunologic characteristics of adult HIV positive people newly initiated on ART.
Methods: A retrospective cross-sectional assessment was conducted using data 
from 325 non-pregnant adults (>15 years) initiated on ART from January to 
June 2016 at 7 high volume priority public health facilities in Masvingo District. 
Demographic, baseline CD4 count and WHO staging data at initiation were ab-
stracted from the ART-registers. The Mann-Whitney U test was used to compare 
baseline CD4 cell counts between different age groups and sex. Logistic regression 
was used to identify patient and institutional factors associated with initiating ART 
with advanced disease (CD4 cell count< 200 cells/µl).
Results: Out of the 325 people initiated on ART (Jan-Jun 2016), 289 (6%:15-24, 
82%:25-49 and 12% ≥50 years; Females:51%) initiated ART with a median CD4 
cell count of 237 cells/µl (IQR:107-402 cells/µl). Younger adults (15-24 years) had 
a higher baseline CD4 cell count (median= 372 cells/µl, IQR:311-505 cells/µl) at 
initiation compared to older adults (25-49 years) (median=238 cells/µl, IQR:107-
401 cells/µl, p=0.005), and the elderly (>50 years) (median=161 cells/µl, IQR:87-
357 cells/µl, p=0.003). There was no significant difference in CD4 cell count be-
tween males and females. One hundred and twenty (40.5%) people initiated ART 
with advanced HIV disease. Factors associated with higher odds of initiating with 
advanced disease were initiating ART at an urban health facility [adjusted odds ratio 
(AOR = 1.09; 95% CI:1.09-3.17) and older age (AOR50+ vs15-24=7.87; 95% CI: 1.88-
32.95).
Conclusions: Three years following the expansion of the ART eligibility criteria, the 
majority of adults initiate ART at low CD4 cell counts below the previous threshold. 
Elderly people and urban dwellers are at increased odds of starting ART with ad-
vanced disease. Our findings, particularly relevant as many low resource countries 
transition to Test and Treat, underscoring the importance of increasing demand for 
timely uptake of HIV testing and treatment services to optimise treatment out-
comes. 
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WEPED1427
HIV community viral load as an additional tool to monitor 
effectiveness of treatment and prevention in Eastern European 
programs
A. Chuykov1, A. Zakowicz2, A. Davies2, Z. Shabarova2, I. Shumilova1, G. Tyapkin3 
1AIDS Healthcare Foundation, Europe Bureau / Russia Branch, St Petersburg, Russian 
Federation, 2AIDS Healthcare Foundation, Europe Bureau, Amsterdam, Netherlands, 
3AIDS Healthcare Foundation, Europe Bureau / Ukraine Branch, Kiev, Ukraine 
Presenting author email: anna.zakowicz@aidshealth.org

Background: Community viral load (CVL) has been proposed as a useful measure 
to monitor HIV treatment effectiveness and quantify its influence on transmission 
rates. First reports on CVL were published in 2009; however, until now there have 
been no publications on CVL from Eastern Europe. This evaluation is the first of an 
ongoing monitoring process of CVL.
Methods: We analyzed electronic medical records of 22417 patients from 20 clini-
cal sites in Russia, 23050 patients from 23 clinical sites in Ukraine and 226 patients 
from Linda Clinic in Estonia. All data have been taken from databases created and 
maintained by AHF. CVL was defined as the average mean of the most recent viral 
loads of all HIV-positive individuals who were under care in all AHF-supported clini-
cal programs in Russia, Estonia and Ukraine for the 12-month period starting from 
December 1st 2015 until November 30th 2016. CVL has been calculated for each 
geographical location and country in general.
Results: Coverage of patients in care on ARV’s in Russia, Ukraine and Estonia were 
63%, 84% and 88% respectively. Within this coverage, 50% of patients in Russia 
were virally suppressed, 42% in Ukraine, and 40% in Estonia. 88% of patients in 
Russia, 81% of patients in Ukraine and 98% of patients in Estonia had at least one 
of viral load test performed in the above-mentioned period. Average CVL in Russia 
was 61 223 copies/ml, with a minimum of 7699 copies/ml in the clinical program in 
Chelyabinsk and maximum of 146722 copies/ml in Vsevolozhsk (Leningrad Oblast). 
Average CVL in Ukraine was 28793 copies/ml, with a minimum of 5127 in Kherson 
Regional AIDS Center and maximum of 66702 copies in Ternovka (Dnepropetrovsk 
region). Average CVL in Estonia is was 26501 copies/ml.
Conclusions: The results reflect current situation with HIV prevention and treat-
ment in our programs in Russia, Estonia and Ukraine. These results will serve as a 
baseline for evaluation of effectiveness of HIV prevention and treatment interven-
tions in communities in Eastern Europe. We will continue to measure CVL in 6 
month intervals for further analysis and present the results. 

WEPED1428
Self-reported antiretroviral use in rural South Africa:  
a validation study
J. Manne-Goehler1, J. Rohr2, L. Montana2, F.X. Gómez-Olivé3, P. Geldsetzer4,  
K. Kahn3, T. Bärnighausen5 
1Harvard T H Chan School of Public Health, Global Health & Population, Boston, 
United States, 2Harvard University, Cambridge, United States, 3Medical Research 
Council/Wits Rural Public Health & Health Transitions Research Unit, Johannesburg, 
South Africa, 4Harvard T H Chan School of Public Health, Boston, United States, 
5University of Heidelberg Institute of Public Health, Heidelberg, Germany 
Presenting author email: jmanne@post.harvard.edu

Background: Accurate estimates of antiretroviral therapy (ART) coverage among 
HIV-positive individuals are critical for policy planning and program implementa-
tion. However, few studies have been able to validate self-reported ART use (SR-
ART) with data on biological exposure to ART (BE-ART). We conduct a validation 
study of SR-ART use among aging HIV-positive adults in South Africa.
Methods: The Health and Aging in Africa: Longitudinal Studies of an INDEPTH 
community in South Africa (HAALSI) Study is a cohort of adults aged 40 and 
above in Agincourt, South Africa. The baseline survey was conducted in 2014-2015 
and includes socio-demographic data, self-reported HIV status and ART use. All 
participants underwent HIV antibody and viral load testing. HIV-positive partici-
pants by antibody also underwent dried blood spot testing for emtricitabine (FTC) 
and lamivudine (3TC), two medications that have been included in all first- and 
second-line ART regimens nationally. We use this information to determine the 
sensitivity and specificity of self-reported ART use overall and stratified by age and 
sex. We also calculate and graph the positive predictive value (PPV) and negative 
predictive value (NPV) by the prevalence of ART use. Finally, we use multivari-
able regression to determine any associations between accurate SR-ART use and 
demographic characteristics.
Results: The HAALSI cohort includes 1,048 (23%) HIV-positive participants, 
among whom 662 (64%) were positive for at least one of the two ART medications 
included in the BE-ART testing. In the BE-ART group, 450 (68%) self-reported 
ever accessing an ART program. The sensitivity of SR-ART use was thus 68% (95% 
CI: 64-72%) and the specificity 87% (95% CI: 83-90%); the PPV was 90% (95% 

CI: 87-93) and NPV 61% (95% CI: 56-65). The associated Figure 1 shows PPV and 
NPV over the full range of prevalence of ART use. Accurate SR-ART use was not 
associated with age, gender, educational attainment or wealth in regression analy-
ses.
Conclusions: Many people on ART will accurately self-report their ART use. Thus, 
SR-ART is a useful approximation of actual ART use in the absence of biological 
exposure data and can be used to assess ART uptake and inform program planning. 

WEPED1429
Refusal to provide healthcare to sub-Saharan African  
migrants living in the Paris region: a comparison according  
to their HIV and HBV status
N. Vignier1, P. Chauvin2, J. Pannetier3, A. Ravalihasy3, F. Lert4, N. Lydié5,  
O. Bouchaud6, A. Desgrées du Loû3, R. Dray Spira2, The ANRS PARCOURS 
Study Group 
1Pierre Louis Institute of Epidemiology and Public Health (UMRS 1136, Inserm - 
Sorbonne Universités UPMC), Department of Social Epidemiology, Bois le Roi, France, 
2Institut Pierre Louis d’Epidémiologie et de Santé Publique, Department of Social 
Epidemiology, Paris, France, 3IRD, CEPED, Paris, France, 4INSERM, CESP, Villejuif, 
France, 5Santé Publique France, Paris, France, 6Université Paris 13, Bobigny, France 
Presenting author email: vigniernicolas@yahoo.fr

Background: Refusal to provide care has recently emerged as a preoccupation in 
France. Different situation surveys have demonstrated that two categories of pa-
tients were frequently denied: those infected by the HIV and/or the poorest (whose 
insurance status force professionals to ask them flat care fees). We aim to compare 
the frequency of reported denial of care in sub-Saharan African migrants living in 
the Paris region, according to their HIV and HBV status.
Methods: The ANRS PARCOURS is a life-event survey conducted in 2012-2013 
in health-care facilities in the Paris region, among three groups of sub-Saharan mi-
grants recruited in primary care centres (N=763; reference group), in dedicated 
centres for HIV care (N=923) and in centres for chronic hepatitis B care (N=778). 
The participants were questioned about their experiences of refusal of health care 
since their arrival in France.
Results: In the reference group, 6% reported denied health care (3% by a general 
practitioner, 1% in a hospital and 3% in a pharmacy). This proportion was twice as 
high in migrants living with HIV (12%; 6% by a general practitioner, 3% in a hospital 
and 5% in a pharmacy) and in migrants living with chronic HBV (10%; 5% by a gen-
eral practitioner, 3% in a hospital and 6% in a pharmacy, p< 0.001).
The main reason for denial of care was their health insurance status (either for the 
poor or for the undocumented migrants) (40%, 30% and 52% of refusal for refer-
ence, HIV and HBV group respectively), followed by the HIV status (in 29% of 
cases for the HIV group). Other reasons concerned other health insurance prob-
lems, lack of financial resources or problems with supporting documents.
Conclusions: Our results show that public specific health insurance plans for poor 
people and for undocumented migrants, as well as infection by HIV, may lead to 
refusals of care in sub-Saharan African migrants in France. 

WEPED1430
Continuation of HIV care postpartum among Zimbabwean 
mothers following implementation of option A
M.-S. Kang Dufour1, S.I. McCoy2, R. Buzdugan3, C. Watadzaushe4, J. Dirawo4,  
A. Mushavi5, F. Cowan4,6, N.S. Padian2 
1University of California San Francisco, Division of Prevention Science, San Francisco, 
United States, 2University of California, Berkeley, School of Public Health, Berkeley, 
United States, 3University of California, Berkeley, Berkeley, United States, 4Centre 
for Sexual Health, HIV & AIDS Research, Harare, Zimbabwe, 5Ministry of Health and 
Child Welfare, Harare, Zimbabwe, 6Liverpool School of Tropical Medicine, Liverpool, 
United Kingdom 
Presenting author email: smccoy@berkeley.edu

Background: With the implementation of Option B+, understanding predictors 
of sustained engagement in HIV care postpartum is critical. Continuation of HIV 
treatment during breastfeeding is key is of particular importance as 5 to 20% of 
infections are estimated to occur then. Support of male partners may also be key to 
continued engagement in care following birth.
Methods: In 2014 we conducted a community-based serosurvey of mother-infant 
pairs residing in the catchment areas of 157 health facilities randomly selected from 
5 provinces in Zimbabwe. Eligible mothers were ≥16 years old and had infants born 
9-18 months before the survey. We collected questionnaires, blood samples, and 
verbal autopsies. We estimated the proportion of mothers who were receiving HIV 
treatment following pregnancy and predictors of remaining on anti-retroviral medi-
cations (ARVs) through the postpartum period.
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Results: We enrolled 9619 mother-infant pairs with maternal HIV test results, of 
whom 1176 (12.2%) were HIV-infected. Among HIV-infected mothers, 34.3% re-
ported testing HIV-positive prior to their pregnancy and 32.2% had taken ARVs pri-
or to pregnancy. Overall, 69% of HIV positive mothers reported ARV use during the 
pregnancy and 66.4% reported ARV use at 9-18 months postpartum. Among the 
subset of mothers who reported taking HIV medication prior to pregnancy, 99.2% 
reported taking ARVs postpartum. Among those who had taken medication prior to, 
or during pregnancy, 95.0% of those who were still breastfeeding reported current 
ARV use, compared to 86.3% among those who were no longer breastfeeding. In 
logistic regression, continuing ARV use postpartum was associated with older age 
(OR 1.05 95%CI1.0, 1.11 per additional year), being on treatment prior to pregnancy 
(OR13.2 95%CI 4.0, 43.4) and current breastfeeding (OR 2.8 95% CI 1.5, 5.2) 
whereas women who had a husband/partner who was HIV infected and not receiving 
treatment were less likely to remain on treatment (OR 0.2 95%CI 0.07, 0.6).
Conclusions: These results indicate that although uptake of ARV during pregnancy 
is not complete, the majority of women in Zimbabwe who reported taking ARVs 
prior to or during pregnancy continue ARVs during breastfeeding. These data pro-
vide further compelling evidence of the importance of involving male partners in 
PMTCT programs. 

WEPED1431
Estimating the number of HIV patients currently on 
antiretroviral therapy and others HIV care indicators in Chad: 
results from a prospective nationwide survey
C. Breye1, R. Kariffene1, J. Mad-Toingue2, H. Belomal3, Y. Miangotar4, M. Abbas5, 
J. Ndawinz6 
1FOSAP, N’Djamena, Chad, 2HGRN, N’Djamena, Chad, 3PNLS, N’Djamena, Chad, 
4Université de N’Djamena, N’Djamena, Chad, 5CNLS, N’Djamena, Chad, 6SOLTHIS, 
Paris, France 
Presenting author email: bchiackre@aol.com

Background: Effective monitoring, evaluation and planning of HIV care activities 
requires reliable health data. It was identified recurring weaknesses in reported data 
system in HIV facilities in Chad. These weaknesses negatively impacts the quality 
of data and leads to less-effective decision-making. To overcome these barriers, this 
study was carried out to evaluate multiple indicators of HIV care activities.
Methods: A prospective study was conducted in 84 of the 90 HIV facilities func-
tioning in Chad during March to July 2016. Repeated data of HIV patients on ART 
attending HIV facilities during this period was collected. These data included so-
ciodemographic, clinical and biological informations notified in the patient form at 
different visits. Statistical methods were used to estimate retention on ART care, 
number of patients regularly on ART, median CD4 evolution, and frequency of 
patient visits.
Results: During the study period, individual data for 34,142 ART patients were col-
lected. Among them, 70.5% were women. At ART initiation, overall median age was 
35 years (IQR:29-43) and median CD4 count was 266 cells/mm3 (IQR:169-383). 
Median CD4 count at ART initiation increased from 209 cells/mm3 before 2007 
to 306 cells/mm3 after 2013 among women and from 218 to 255 cells/mm3 in the 
same period among man. About 30.0% of ART patients delayed medical consulta-
tion. In the past 12 months before the study period, the proportion of ART patients 
with at least one measure of CD4 cell count was 34.0% and the proportion with 
at least one viral load test was 0.2%. Survival analysis indicated that by July 2016, 
retention at 12 months on ART was 67.8 and 34.7%, respectively among adults and 
children. The average number of patients receiving ART in Chad at 31 July 2016 was 
estimated to 38,872 (95% CI:38,486-39,159).
Conclusions: This study provides accurate core indicators that will help HIV na-
tional programme to assess progress accomplished to track the HIV epidemic and to 
identified new strategies to overcome barriers to retention in HIV care. 

WEPED1432
Predictors of survival, loss to follow-up among HIV-infected 
children on cART at Livingstone Central Hospital: 2005-2015
J.N. Mutanga1,2, S. Mutembo2,3, D. Sialondwe1, C. Kanene4, J. Chiyonga3,  
R. Fubisha1, C. Whalen2 
1Livingstone Central Hospital, Pediatrics and Child Health, Livingstone, Zambia, 
2University of Georgia, Epidemiology and Biostatistics, Athens, United States, 
3Ministry of Health Zambia, Clinical Care, Choma, Zambia, 4CDC, Zambia, 
Prevention, Choma, Zambia 
Presenting author email: jane.mutanga@fulbrightmail.org

Background: In 2015, 61% of Zambian children in need of combination Antiretroviral 
therapy (cART) accessed the treatment which is a big increase from 33% in 2013. 
Despite this expanded ART coverage, there is paucity of information on effective-

ness of pediatric cART programs in reducing morbidity and mortality. We aim to 
evaluate treatment outcomes among children commenced on cART at a dedicated 
pediatric center of excellence clinic at Livingstone Central Hospital (LCH), Zambia.
Methods: Using a retrospective cohort study design, we abstracted routinely col-
lected clinical data from medical records of children enrolled in HIV care between 
2005 and 2016. Our main and secondary outcomes are death and lost follow up 
respectively. We carried out descriptive analysis of the baseline characteristics 
and plotted Kaplan Meier to estimate survival distributions. We performed Cox 
Regression to assess predictors of mortality and loss to follow-up.
Results: A total of 1,100 children aged below 15 years enrolled in HIV at LCH from 
2005 to 2016. 49% of these children were female and 53% had lost both parents. 
At least 18% of these children enrolled in care before their first birthday. The me-
dian age at cART initiation was 3.6 years (IQR;1.3-8.6) and the median duration on 
cART was 3.9 years IQR (1.2-6.5). 67 (6%) of the children died while in care and 
150(13.6%) were lost to follow-up. The children who died were younger at baseline 
with median age of 6 months (IQR; 2 months to 6 years). The survival probability at 
1 year was 0.95, at 2 years; 0.94, at 5 years; 0.93 and 0.89 after 11 years of follow-
up. The probability of loss to follow-up was 0.92 at 1 year of follow-up, 0.90 after 2 
years, 0.82 after 5 years and 0.70 after 11 years.
Conclusions: Attrition due to mortality was low after 11 years of follow up. Probability 
of loss to follow up decreases over time. These findings demonstrate that pediatric 
care is feasible in low resource settings. There is need to strengthen care within the 
first year of treatment. 

WEPED1433
145 National HIV treatment cascades compared by  
region, HIV prevalence, conflict and GDP
J. Levi1, A. Pozniak2, K. Heath3, A. Hill2 
1Imperial College London, London, United Kingdom, 2Chelsea and Westminster 
Hospital, London, United Kingdom, 3Oxford University, Oxford, United Kingdom 
Presenting author email: jacob.levi11@imperial.ac.uk

Background: In 2014, UNAIDS and partners set the 90-90-90 targets. Reaching 
these targets may be more difficult in lower prevalence countries with ongoing mili-
tary conflict or resource constraints. We assessed how close countries and regions 
are to reaching these targets, and analysed outcome predictors.
Methods: Country-level HIV treatment cascade data from 2010-2015 were ex-
tracted from national reports, published papers and the www.AIDSinfoOnline da-
tabase and analysed. Weighted least squares regression was used to assess predic-
tors of cascade achievement (diagnosis, ART coverage and viral suppression) by: re-
gion, HIV prevalence, Gross Domestic Product (GDP/capita) and the 2016 Global 
Peace Index, which measures societal safety, militarization and conflict.
Results: Data were available for 145 national cascades. The percentage of PLHIV 
diagnosed ranged from 90% (Sweden) to 3% (Madagascar), while ART coverage 
ranged from 83% (Sweden) to 2% (Madagascar) and viral suppression ranged from 
79% (Sweden) to 4% (Pakistan). Regions with the lowest ART coverage rates were 
South East Asia & Pacific (36%), Eastern Europe & Central Asia (17%) and Middle 
East & North Africa (13%). Within Africa, countries with higher HIV prevalence 
had higher rates of ART coverage (p=0.002) and viral suppression (p=0.002) but 
not diagnosis (p=0.317). Outside Africa, countries with higher HIV prevalence had 
higher diagnosis rates, ART coverage and viral suppression (all p< 0.001). Countries 
with higher GDP/capita had higher ART coverage (all p< 0.001). Furthermore, 
countries with lower levels of peace (Global Peace Index) had lower ART coverage 
(p< 0.001). 7/11 countries with the lowest ART coverage had the highest conflict 
levels: South Sudan, Afghanistan, Somalia, Yemen, Sudan, Pakistan and Russia. 

Region Sample Size 
[PLHIV]

% of PLHIV 
Diagnosed 

[Range]
% of PLHIV On 
ART [Range]

% of PLHIV Virally 
Suppressed 

[Range}
Oceania 30,695 [3 countries] 85% [55%-86%] 65% [26%-68%] 62% [62%-62%]

Western Europe 687,720 
[11 countries] 80% [75%-90%] 67% [44%-83%] 60% [40%-79%]

South America 1,301,200 
[11 countries] 71% [39%-89%] 50% [29%-61%] 40% [12%-50%]

United States of 
America

1,201,100 
[1 country] 86% 37% 30%

South East Asia 
& Pacific

4,696,578 
[16 countries] 54% [23%-85%] 36% [7%-74%] 29% [5%-70%]

Sub-Saharan 
Africa

25,532,002 
[37 countries] 59% [3%-87%] 42% [30%-69%] 29% [5%-70%]

Central America 
& Caribbean

615,320 
[13 countries] 67% [62%-77%] 45% [30%-69%] 23% [10%-40%]

Eastern Europe 
& Central Asia

1,758,146 
[14 countries] 55% [31%-87%] 17% [14%-44%] 13% [11%-37%]

Middle East & 
North Africa

654,340 
[14 countries] 26% [11%-74%] 13% [3%-37%] 6% [4%-30%]

[Regional Data]
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Conclusions: Only 1 country has reached the UNAIDS 90-90-90 targets, with 
three years left. Regions lagging behind should target resources to their cascade 
breakpoints. Difficulty meeting these targets is associated with lower GDP/capita, 
lower HIV prevalence and higher conflict levels. 

WEPED1434
HIV care continuum outcomes: does Ethiopia meet the 
UNAIDS 90-90-90 targets?
H. Gesesew1,2, P. Ward2, K. Hajito1, L. Mwanri2 
1Jimma University, Epidemiology, Jimma, Ethiopia, 2Flinders University, Public Health, 
Adelide, Australia 
Presenting author email: hailushepi@gmail.com

Background: Ethiopia has pledged to the UNAIDS 90-90-90 framework in 2015. 
However, the progress towards achieving this target has never been assessed. We 
assessed HIV care continuum outcomes as surrogate markers for the 90-90-90 
targets.
Methods: A retrospective cohort study was conducted over 12 years period. 
Complex surrogate makers were used to assessing the HIV care continuum 
outcomes, an overall proxy surrogate for UNAIDS targets. For measuring the 
UNAIDS diagnosis target, prevalence rate of early HIV diagnosis was considered 
as a surrogate marker. For the treatment target, number of people on ART, number 
of people who discontinued from ART or transferred out, and number of people 
who had fair or poor adherence were used as surrogate markers. For the viral sup-
pression target, number of CD4 counts and/or WHO clinical stages were used to 
assess immunological, clinical and treatment successes and further show the viral 
suppression. Descriptive statistics was undertaken and estimated survival time was 
calculated using Kaplan-Meier.
Results: 8172 patients were enrolled for HIV care between June 2003 and March 
2015. For the diagnosis target, the overall prevalence of early HIV diagnosis among 
patients on ART was 34.5% (females contributed to 35.7%) showing that 34.5% 
patients knew their status timely. For the treatment target, 5299 (64.8%) received 
ART and females accounted for 54.6%. For the virological suppression target 
65.8% of patients had treatment successes, displaying that an estimated 65.8% of 
patients achieved the target.
Conclusions: The 35-65-66 performances of 90-90-90 targets of Ethiopia seem 
very far from achieving the target. This underscores the need for rigorous innova-
tive methods, community distribution of ART, runaway packs during conflict, and 
use of GenXpert for HIV viral load testing would significantly help to hit the target. 

WEPED1435
Uniquely identifying HIV cases: a comparison  
of deterministic and probabilistic matching for HIV  
case-based surveillance in the absence of a national  
unique persons’ identifier in Kenya
A. Waruru1, A. Natukunda2, J. Odhiambo3, E. Zielinski-Gutierrez4, W. Waruiru2,  
T. Kellog2, K. Masamaro4, D. Kwaro5, J. Kwach4, P. Young4 
1Centers for Disease Control and Prevention, Division of Global HIV/AIDS and TB 
(DGHT), Nairobi, Kenya, 2Global Programs for Research and Training, University of 
California San-Francisco, Nairobi, Kenya, 3National AIDS and STI Control Program 
(NASCOP), Nairobi, Kenya, 4Centers for Disease Control and Prevention, Division 
of Global HIV and TB (DGHT), Nairobi, Kenya, 5Kenya Medical Research Institute, 
Kisumu, Kenya 
Presenting author email: awaruru@cdc.gov

Background: In Sub-Saharan Africa, HIV case-based surveillance (CBS) has not 
been widely implemented, yet it is recommended for 2nd generation HIV surveil-
lance. CBS is important for monitoring HIV treatment cascade including the 
UNAIDS Fast-Track 90-90-90 targets through individual tracking of HIV cases 
to understand who is getting diagnosed, linked to HIV care, accessing treatment; 
virally suppressed, dead, or lost-to-follow-up. In the absence of a national unique 
persons’ identifier (NUPI), record linking and de-duplication of cases in surveil-
lance systems may be dependent on name-matching algorithms. We present a 
comparison of deterministic and probabilistic algorithms in uniquely identifying 
cases in a CBS pilot in Kenya.
Methods: We used HIV case-based surveillance pilot data from 124 facilities in 
two high HIV-burden counties (Siaya and Kisumu) in Western Kenya. For de-
duplication, we investigated three scenarios to account for patients’ movement 
within the treatment cascade: HIV testing services (HTS), HTS-to-care, and within 
care. We included Soundex of first name, surname, sex and year of birth to cre-
ate a unique key and matching identifier. For deterministic matching, we included 
medical record number in HTS-to-care and master facility list code (MFL) in within 

care scenarios. For probabilistic matching, we used a variety of string edit distance 
calculation methods; Jaro, Jaro-Winkler, Levenshtein and Damerau-Levenshtein 
implemented in R stringdist package.
Results: We abstracted 12,157 cases from 124 facilities, of which 4073 (33.5%) 
were from HTS, 1091 (9.0%) HTS-care and 6993 (57.5%) within care. Using the 
deterministic process 11,722 unique cases were identified, yielding 435 (3.6%) 
duplicate records. Of these, 67 (1.6%) of HTS records, 164 (15.0%) of HTS-care 
and 204 (2.9%) within care. Jaro-Winkler probabilistic matching yielded 615 (5.1%) 
duplicate records; 268 (6.6%) within HTS, 151 (13.8%) within HTS-care and 196 
(2.8%) within care. Jaro probabilistic matching yielded 600 (4.9%) duplicate re-
cords overall while Levenshtein and Damerau-Levenshtein yielded 519(4.3%) du-
plicate records each.
Conclusions: Jaro-Winkler probabilistic matching yielded highest the number 
of duplicate records. In absence of a universal NUPI, we suggest Jaro-Winkler 
probabilistic matching. Kenya needs a standard national deduplication and persons-
matching algorithm to improve accuracy in monitoring the Fast-Track 90-90-90 
targets. 

WEPED1436
Epidemiology and early childhood outcomes of HIV-infected 
children in Zimbabwe: a secondary data set analysis, 2015
T.H. Nyamundaya1,2, B.R. Miutede3, A. Mahomva3, E. Tachiwenyika3, A. Mushavi4, 
N. Gombe1 
1University of Zimbabwe, Department of Community Medicine, Harare, Zimbabwe, 
2Elizabeth Glaser Pediatric AIDS Foundation, Harare, Zimbabwe, 3Elizabeth Glaser 
Pediatric AIDS Foundation (EGPAF), Harare, Zimbabwe, 4Ministry of Health and 
Child Care, Harare, Zimbabwe 
Presenting author email: tnyamundaya@gmail.com

Background: Delays in pediatric HIV diagnosis are associated with high morbid-
ity and mortality. Highly centralized testing leading to long turnaround time (TAT) 
of results contributes to delays in HIV early infant diagnosis (EID). EGPAF hosts 
an EID electronic database (EDB) utilized by 1223 sites in Zimbabwe. The EDB 
tracks EID results and facilitates prompt issuing of positive results and fast tracked 
commencement on ART. Analysis of this national dataset has potential to provide 
insight into the national and local-level EID steps, which may inform critical inter-
ventions to enable ending pediatric AIDS in Zimbabwe.
Methods: In 2016, a retrospective secondary data set analysis was conducted by 
EGPAF. Excel was utilized to generate frequencies, medians, interquartile ranges 
and graphs. The dataset had a total of 2740 EID entries with unique identifiers. 
Records with critical information missing were not considered in the dataset analy-
sis. Confidentiality was assured and maintained through coding of data to exclude 
personal variables, password protection and no patient identification information 
was analysed.
Results: The median age at dried blood spot (DBS) specimen collection was 14 
weeks (Q1=7;Q3=43). Out of 63 districts, three major cities and one peri-urban dis-
trict contributed 20% yield of DNA PCR positive results. Overall median TAT was 
35 days (Q1=21; Q3=62), with the laboratory incurring the largest length of time in 
the TAT process, at 15 days (Q1= 10; Q3 =21). The median time from sample collec-
tion to ART initiation was 8.8 weeks (Q1=5.1; Q3=10.7). By August 2015, 50% were 
on ART, 4% lost to follow, 2% transferred out, 6% died whilst 38% of the entries 
had a pending outcome.
Conclusions: High median age at testing, long TAT and late ART initiation has po-
tential to contribute to high early morbidity and mortality. As program implement-
ers in Zimbabwe focused on the care and treatment of HIV-positive children, we 
need to further decentralize EID services and introduce point-of-care diagnostics 
to reduce TAT to better meet the needs of children infected with HIV. MOHCC 
should consider targeting high yield geographic areas such as major cities with pedi-
atric HIV prevention services to avert new infections. 
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WEPED1437
HIV treatment cascade among female entertainment  
and sex workers living with HIV in Cambodia: impact of 
amphetamine use and an HIV prevention program
M. Sokunny1, L. Aynar1, J. Evans2, P. Maly1, C. Sophal3, Y. Neak4, S. Ngak1,  
E. Stein2, A. Carrico5, L. Maher6, K. Page7 
1FHI 360 Cambodia, Phnom Penh, Cambodia, 2University of California, San Francisco, 
San Francisco, United States, 3Ministry of Health, Department of Mental Health 
and Substance Abuse, Phnom Penh, Cambodia, 4National Authority for Combating 
Drugs, Phnom Penh, Cambodia, 5University of Miami, Miami, United States, 6UNSW 
Australia, Kirby Institute for Infection and Immunity, Syndey, Australia, 7University of 
New Mexico, Albuquerque, United States 
Presenting author email: msokunny@fhi360.org

Background: A successful HIV continuum of care (COC) is key to effective clinical 
care and prevention. Few studies have examined this in female entertainment and 
sex workers (FESW). FESW in Cambodia have high risk of HIV associated with 
amphetamine-type stimulant (ATS) use. We examined COC outcomes among 
HIV-positive FESW participating in a comprehensive HIV prevention interven-
tion that was integrated into the existing SMARTgirl HIV prevention platform in 
10 provinces in Cambodia.
Methods: From 2013 to 2016, 1,198 FESW who reported multiple sex partners and/
or transactional sex were recruited in 10 provinces in Cambodia; 88 women were 
identified with HIV at baseline. COC outcomes examined included: enrollment in 
care, antiretroviral therapy (ART) uptake, 12-month retention in care and viral sup-
pression. Data on ATS use and other risk exposures were obtained from study sur-
veys Logistic regression analyses examined correlates of 12-month retention in care.
Results: Median age was 32 years (interquartile range (IQR)) 28, 35). 50% of the 
women reported working in entertainment venues and 50% were freelance/brothel 
based; Overall, 88% were enrolled in care, 82% were on ART, 39% were retained in 
care, and 23% were virally suppressed at 12 months (Figure 1). 

[HIV continuum of care in Cambodian FESW]

Women who screened positive for ATS substance use disorder had a 91% lower 
odds of 12-month retention in care (AOR 0.09; 95% CI 0.01, 0.97). Women who 
were engaged in SMARTgirl had 4-fold greater odds of 12-month retention in care 
(AOR=4.16, 95%CI: 1.27, 13.69)
Conclusions: The majority of women living with HIV were successfully linked 
to HIV care but retention and viral suppression were low. Tailored programs like 
SMARTgirl, targeting the broader population of HIV-positive FESW including 
those using ATS could optimize the clinical and population health benefits of HIV 
treatment. 

WEPED1438
The road to 90-90-90: the HIV cascade of care in Portugal
A. Diniz1,2, R. Sarmento e Castro3, T. Branco4, J. Oliveira5, R. Serrão6, I. Aldir7, 
HIV-SIVIDA Team Study Group 
1Centro Hospitalar Lisboa Norte - HPV, Immunodeficiency Unit, Lisboa, Portugal, 
2Escola Nacional de Saúde Pública, Universidade Nova de Lisboa, Centro de 
Investigação em Saúde Pública (CISP), Lisboa, Portugal, 3Centro Hospitalar do Porto, 
Infectious Diseases Department, Porto, Portugal, 4Hospital Fernando da Fonseca, 
Internal Medicine Dpt, Amadora, Portugal, 5Centro Hospitalar e Universitário de 
Coimbra, Infectious Diseases Department, Coimbra, Portugal, 6Centro Hospitalar de 
São João, Infectious Diseases Department, Porto, Portugal, 7Directorate General of 
Health, National HIV/AIDS and TB Program, Lisboa, Portugal 
Presenting author email: adinizfirst@gmail.com

Background: The 90-90-90 strategy is a key element to help end the AIDS epi-
demic. To reach this goal, each country must build, monitor and evaluate their own 
“HIV cascade of care” (HCC). Consistently with this strategy, this is the first HCC 
in Portugal, contributing to define the major issues and challenges to be addressed 
and overcome by 2020 in Portugal.
Methods: 1) Data reports to 2014, latest full epidemiological/clinical data available; 
2) The number of people living with HIV (PLWH) and the number of PLWH diag-
nosed were estimated with ECDC HIV Modelling Tool (incidence method); 3) The 
remaining steps were analyzed according to the national hospital-based HIV infor-
mation system (SIVIDA) that collects data from more than 90% of HIV-infected 
people followed in Portugal.
Results: According to ECDC HIV Modelling Tool, we estimate that, in 2014, the 
number of PLWH in Portugal was 45501 (44470-46508) and 41073 (40660-
41504) were already diagnosed (90.3%). According to SIVIDA data, 33529 
(81.6%) were retained in care and, from those in care, 26513 were on treatment 
(ART) (79.9%), meaning that a total of 64.6% of diagnosed people were on ART. 
Of these, 22430 (84.6%) had undetectable viral load (UVL < 200copies/mL). In 
summary, at the end of 2014, 49.3% of PLWH had undetectable viral load.
Conclusions: 
1. In Portugal (2014), the proportion of PLWH with undetectable viral load was 
similar or slightly lower than other european countries.
2. Portugal may have already reached the first „90-90-90“ goal. However efforts 
regarding early diagnosis must be pursued.
3. Contrary to what was thought, linkage and retention in care and early ART are 
now the critical challenges to reach the „90-90-90“ goals.
4. Strategies to improve the suboptimal proportion of people on ART with UVL 
need to be reinforced to overcome the last „90“ goal.
5. The next HIV cascade of care must evaluate already the impact of the strategy of 
„treat all irrespective of CD4 cell count“, adopted in 2015. 

WEPED1439
National 90-90-90 and HIV care continua for key populations
S. Gupta1, R. Granich2 
1International Association of Providers of AIDS Care, New Delhi, India, 2International 
Association of Providers of AIDS Care, Washington, United States 
Presenting author email: somyagupta17@gmail.com

Background: Men who have sex with men (MSM), people who inject drugs (PWID) 
and female sex workers (FSW) bear disproportionate burdens of HIV but often 
have the least access to HIV services. We review the published national HIV care 
continua for these key populations (KPs) to track progress towards the UNAIDS 
90-90-90 target.
Methods: For 2010-2016, we searched the Internet, PubMed, surveillance reports, 
UNAIDS country reports, PEPFAR country operational plans, and conference ab-
stracts for officially reported nationally-representative HIV care continua for KPs. 
We collected data on and methods to derive the estimated number of KPs (a) living 
with HIV, (b) diagnosed, (c) on ART, and (d) with viral suppression. The continua 
were graded high, medium or low quality based on the methods to derive the in-
dicators.
Results: We found 24 care continua (12 for MSM, seven for PWID, and five for 
FSW) from 12 countries. HIV diagnosis, ART coverage and viral suppression varied 
between (a) 5-85%, 2-73% and 1-72%, respectively among MSM; (b) 54-97%, 14-
78% and 8-66%, respectively among PWID; and (c) 27-63%, 8-16% and 2-14%, 
respectively among FSW. Among the KPs, progress toward 90-90-90 for FSWs 
was the lowest. HIV diagnosis, ART coverage, and viral suppression for MSM and 
PWID in European countries (Denmark, Netherlands, UK, and France) were com-
paratively higher and they are likely to achieve 90-90-90 for MSM and PWID well 
before 2020. The rates of HIV diagnosis were high (>85%) in Kazakhstan (PWID) 
and the United States (MSM and PWID), however, access to ART and viral sup-
pression were relatively low (< 40% and < 35%, respectively). Continua from two 
countries (Denmark and Netherlands) used data from national cohorts and were 
ranked as using high quality methods to determine the continua.
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Conclusions: Even though a few countries are close to achieving 90-90-90 for se-
lect KPs, data in the public domain are limited. Considerable additional efforts are 
likely needed to achieve this target for KPs in countries with high HIV burden and 
limited resources. Improved monitoring and evaluation with meaningful community 
engagement will be required to construct more reliable and standardized continua 
for KPs in order to promote accountability and data-driven programs. 

WEPED1440
Data accessibility as a barrier towards achieving the UNAIDS 
90-90-90 goals in the HIV cascade of care among men who 
have sex with men (MSM) in Buenos Aires, Argentina
G. Kogan1, N. Morando1, R. Marone2, L. Squiquera2, N. Laufer1,2, C. Ochoa2,  
M.V. Iannantuono2, M. Vila3, H. Salomon1, M.A. Pando1 
1Instituto de Investigaciones Biomédicas en Retrovirus y SIDA (INBIRS), Ciudad 
Autonoma de Buenos Aires, Argentina, 2Nexo AC, Ciudad Autónoma de Buenos 
Aires, Argentina, 3Unidad de VIH, Hepatitis, Tuberculosis e Infecciones de Transmisión 
Sexual, OPS/OMS, Ciudad Autónoma de Buenos Aires, Argentina 
Presenting author email: hsalomon@fmed.uba.ar

Background: The HIV cascade of care has become an important tool for central 
assessment of treatment as prevention (TasP) strategy to stop the HIV epidemic. 
This study presents data of the HIV cascade among men who have sex with men 
(MSM) diagnosed with HIV in the main testing center for MSM in Buenos Aires, 
Argentina.
Methods: Recruitment was done by spontaneous demand of rapid HIV test 
(RHT), available for free in the testing center (Nexo NGO) from April-2014 
to March-2015. HIV diagnosis was performed with finger-stick samples (Alere 
Determine HIV-1/2) after signing an informed consent. During the post-test in-
terview, confirmatory/complementary studies (Ag/Ab ELISA, HIV viral load and 
CD4T cell count) were offered to RHT-reactive-individuals. A blood sample was 
withdrawn by venipuncture from those who accepted and delivery of results was 
planned at 10 days. All RHT-reactive individuals were contacted (via email and/or 
mobile phone) one year after HIV diagnosis in order to collect information about 
retention in care, HAART and viral suppression.
Results: 1496 MSM were tested at Nexo reaching an HIV prevalence of 12.5%. 
Among the RHT-reactive individuals, 83.4% (156/187) accepted to do confirmato-
ry/complementary studies and 82.8% of them picked the results up, received coun-
seling and were linked to care. A total of 62.0% had less than 500 CD4T cell/ml. At 
one year, 55.1% (103/187) could be contacted, 92.2% (95/103) were on HAART, 
55.8% (53/95) remembered their last VL, and 83% (44/53) were virologically sup-
pressed. The individuals that could not be contacted did not answer neither emails 
nor cell phone calls and messages.
Conclusions: Our data reveals that the first steps in the engagement in care were 
successful with more than 80% of the individuals linked to care through the con-
firmation of reactive RHT, the picking up of the results and the visits to the physi-
cian. Among those whose data were obtained, high frequency of retention in care, 
HAART and virologically suppression was observed. However, efforts should be 
concentrated on increasing strategies to collect data in countries, like Argentina, 
where follow up information is not centralized in national data bases due to the co-
existence of different health care systems. 

WEPED1441
Plugging the leaks; strengthening relay and documentation 
of viral load results and quality of pediatric care necessary to 
achieve the last 90
S. Wanjala1,2, D. Maman3, A. Vandenbulcke1, C. Masiku4, W. Hennequin5,  
V. Anyiko4, E. Pasquier6, E. Szumilin6, M. Orenge4, T. Owiti7, W. Omwoyo7 
1Medecins Sans Frontieres, Medical, Nairobi, Kenya, 2University of Nairobi, School 
of Economics, Nairobi, Kenya, 3Epicentre, Medecins Sans Frontieres, Interventional 
Epidemiology and Training Department, Cape Town, South Africa, 4Medecins Sans 
Frontieres, Medical, Homa Bay, Kenya, 5Medecins Sans Frontieres, Operations, 
Nairobi, Kenya, 6Medecins Sans Frontieres, Medical, Paris, France, 7Ministry of 
Health, Medical Services, Homa Bay, Kenya 
Presenting author email: msff-nairobi-medco-deputy@paris.msf.org

Background: Ongoing review of the quality of care and treatment programs is nec-
essary to achieve the last two of the 90-90-90 targets. In a quality of care review, 
we sought to assess retention on HAART and 12-month viral suppression among 
patients enrolled for care in decentralized ART sites in Ndhiwa Sub-County, Kenya.
Methods: In December 2016, as part of routine program quality improvement, we 
conducted file reviews for 879 patients drawn from 26 facilities (1 hospital, 2 clinics, 
20 dispensaries, 3 health centers) in a rural sub-county. Patients started on ART 

between June to November 2015 were included. Summary statistics were used to 
describe the cohort and chi-square test to assess association between various de-
terminants and viral suppression at 12 months.
Results: Of 878 patients, 68.4%(602) were female, the median age at ART initia-
tion was 28 years (IQR 22 - 36) and 10.4% (91/873) were aged 14 years or below. 
Viral load results were documented in the files of 42% (95% CI, 38.9% - 45.6%) 
and were less likely to be documented in the hospital (8/113, 7.1%) and health cen-
ters (29/124, 23.4%) compared to dispensaries (328/630, 56.1%), p<0.05. Viral 
suppression varied with age from 65%, 50% and 55.5% among those aged 0-4, 5-9 
and 10-14 up to 89.7% and 91.6% among those aged 15-24 and 25+, respectively. 
There were no gender differences in viral suppression; males 86.2% vs females 
87.9%, p=0.63. Viral suppression among individual facilities ranged between 60% 
and 100% with 9 of the 26 facilities having a 12-month viral suppression above 90%. 
Overall at 12 months, 81.9% (95% CI, 79.1% 84.4%) were alive and on ART; clin-
ics 81.2% (95% CI, 48.2% - 97.7%), dispensaries 84.1% (95% CI, 81.0% - 87.0%), 
health centers 76.5% (95% CI, 67.8% - 83.8%) and the hospital 75.2% (95% CI, 
66.2% - 82.9%).
Conclusions: Coverage of viral load was very low. To reliably assess progress towards 
achieving the 90-90-90 goals, there is need to strengthen relay, file documenta-
tion and utilization of viral load results. A focus on improving quality of care for 
children is necessary to achieve the 90% viral suppression target. 

WEPED1442
What will it take to reduce HIV incidence in the United States: 
a mathematical modeling analysis
A. Perry1, P. Kasaie1, D. Dowdy1, M. Shah2 
1Johns Hopkins Bloomberg School of Public Health, Baltimore, United States, 2Johns 
Hopkins University School of Medicine, Baltimore, United States 
Presenting author email: aperry17@jhu.edu

Background: UNAIDS has set ambitious “90-90-90” targets for population level 
HIV diagnosis, ART initiation and viral suppression to help end the AIDS epidemic. 
However, there is a paucity of data to inform program level care-continuum thresh-
olds that are likely to translate to broader population-level epidemiologic goals.
Methods: We used a previously validated mathematical model of HIV transmis-
sion and care-engagement in the US to characterize care continuum parameters 
(including annual rates of screening, linkage to care after diagnosis and annual rates 
of retention in care) that would translate into achievement of population-level 
epidemiologic goals. We simulated the model multiple times - using different, ran-
domly-selected care continuum parameters for each simulation - to ascertain the 
parameter values necessary to achieve target reductions HIV incidence. Primary 
outcomes were the projected HIV incidence and viral suppression among all people 
living with HIV [PLWH] after 10 years, compared to a base-case scenario of the 
current US continuum of care.
Results: Among 100,000 simulations that successfully achieved a 50% reduction 
in new HIV transmissions over 10 years, the median percentage virally suppressed 
among all PLWH was 80%. Retention in care was the primary driver of viral sup-
pression, and thus, achievement of incidence targets. To achieve 80% population 
level viral suppression, the rate of annual disengagement from care (i.e. loss to 
follow-up), amongst those diagnosed and in care, could not exceed 8% per year, 
even at high rates of returning to care at later time-points. Among simulations that 
exceeded this annual rate of care disengagement, we found a median of 48% of 
PLWH achieving viral suppression, corresponding to an 18% reduction in incidence 
by 2025. By contrast, when 95% of individuals in care remained engaged each year, 
the median percent suppressed among PLWH was 84%, and the median percent 
reduction in incidence was 59%.
Conclusions: Our results suggest that long term retention in care is critical to 
achieve high levels of viral suppression and sustained reductions in HIV incidence. 
Health systems should aim to retain at least 95% of PLWH in care per - correspond-
ing to at least 80% population viral suppression - to halve HIV incidence over the 
next decade. 
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WEPED1443
Monitoring and comparison of HIV cascade for MSM & TGH  
in Mumbai, India
S. Acharya1, S. Katkar1, P. Keskar1, M.S. Setia2, P. Todankar3, A. Shrivasatav3,  
V. Ranebennur3, A. Das3 
1Mumbai Districts AIDS Control Society, Mumbai, India, 2Consultant Dermatologist 
and Epidemiologist, Mumbai, India, 3FHI 360, New Delhi, India 
Presenting author email: apdmdacs@gmail.com

Background: In India, men who have sex with men (MSM) and male-to-female 
transgender people/Hijras (TGH) are provided HIV prevention services by NGO-
run targeted intervention (TI) programs, and are referred to Government facilities 
for testing and treatment. We assessed differences in the HIV cascade of services 
in a sample of MSM and TGH in Mumbai, India in order to design appropriate in-
terventions.
Methods: We evaluated service data for cohorts from10 TIs, five focused on MSM 
and five on TGH. Specifically, we reviewed data from October 2015 through March 
2016 on numbers tested for HIV, tested positive, and linked to Care, Support, and 
Treatment (CST) centers. We used chi-squared test to assess the difference in pro-
portions, and estimated the odds ratio (OR) and their confidence intervals (CI).
Results: Sixty percent of MSM (Figure 1) and 51% of TGH (Figure 2) eligible for 
an HIV test during the six-month period had tested. About 76% of the MSM and 
86% of the TGH who tested HIV positive were linked to CST. Thus, eligible MSM 
were significantly more likely to undergo HIV testing compared with TGH (OR: 
1.44, 95% CI: 1.34, 1.56, p<0.001). TGH who tested HIV positive were signifi-
cantly more likely to be linked to CST compared with MSM (OR: 1.97, 95% CI: 
1.20, 3.24, p=0.004).

[Cascade of services for men who have sex with men]

[Cascade of services for male-to-female transgender]

Conclusions: There is an urgent need to increase HIV testing for TGH, potentially 
by introduction of community-based testing facilities. Furthermore, linking HIV 
positive MSM to CST through peer navigation will be useful to achieve 90-90-90 
in these groups. 

WEPED1444
Scaling up and reaching the 3rd 90 with community testing  
and counselors support
B. Gergonne1, A. Shroufi2, V.V. Matutyana1, L. Ohler1, R. Uenishi2, S.J. Steele2,  
G. van Cutsem3 
1Medecins Sans Frontieres, Eshowe, South Africa, 2Medecins Sans Frontieres, Cape 
Town, South Africa, 3SAMU-Médecins Sans Frontières, Cape Town, South Africa  

Background: In Kwazulu-Natal (KZN), South Africa (SA), HIV prevalence is 25% 
in adults and up to 50% in women at 35 years. Since 2011 MSF, in collaboration with 
the department of health of KZN has implemented community interventions (rural 
population of 114000) aimed at reducing HIV incidence and reinforcing the HIV 
cascade of care. Community testing includes mobile and fixed-testing units, and 
door-to-door testing. Activities focusing on the 3rd 90 include initiation and adher-
ence counseling, and clinical mentoring.
Methods: Twelve month retention in care (RIC), Viral Load (VL) completion (9 to 
18 months after initiation) and suppression (VL < 400cp/ml) were calculated for all 
patients treated >= 6 months initiated between 2010 and 2015.
Results: The total number of active ART patients increased from 3601 to 12150. In 
2010, 1157 patient were initiated, 54% of them with a CD4 <200. Only 53% of ini-
tiated were suppressed after one year. In 2012, community testing was introduced 
and initiations doubled. Retention in care decreased to 80% without decrease of 
the overall cohort. VL completion increased from 45% up to 73%. In 2014, 90% 
(1671/1869) of patients were suppressed after one year of treatment. Among those 
initiated <200 CD4/ml, the proportion suppressed increased to 83%. Among all 
active patients on ART >=6 months at the end of 2015, 85% (9390/10995) had a 
viral load done in time and among those, 90% (8498/9390) were suppressed. In the 
overall cohort, 5.75% patients (699/12150) were on 2nd line regimen.

[BG AIS 2017]

Conclusions: With “Test and Treat” introduced in SA in 2016, these results show 
that, with focused interventions on testing, adherence and support to the quality 
of care, it is possible to scale up initition and increase VL completion and suppres-
sion. Such strategies have supported achievement of the 3r 90, and will support the 
achievement of the first two 90’s. 

WEPED1445
Achieving 90-90-90 in the WHO Eastern Mediterranean 
region: key issues for people who inject drugs
G. Shaw1, V. Macdonald2, B. Mathers2, A. Verster2, J. Hermez3 
1Gra, Cambridge, United Kingdom, 2World Health Organisation, Geneva, Switzerland, 
3World Health Organisation - Regional Office for the Eastern Mediterranean, Cairo, 
Egypt 
Presenting author email: hermezj@who.int

Background: There are 22 countries in the WHO Eastern Mediterranean (EM) 
Region which has the lowest coverage of ART worldwide. Use of contaminated in-
jecting equipment by people who inject drugs (PWID) is the second most common 
route of transmission. PWID represent approximately one third of PLHIV in the 
region.
Methods: A systematic review of published and unpublished data, primarily from 
National AIDS Programme and other government reports, was conducted to es-
timate the population size of PWID in EM countries, number of PWID-LHIV who 
know their status, PWID-LHIV in care and on ART and PWID-LHIV achieving viral 
suppression.
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Results: The number of PWID in the region is estimated to be 790,000 (range: 
616,000-999,000; data from 8 countries) with 200,000 living with HIV. An es-
timated 52,000 PWID-LHIV have been diagnosed with HIV; 22,400 have ever 
been enrolled in HIV care; 5,900 were currently receiving ART. The proportion of 
those currently receiving ART who were virally suppressed was only available from 
1 country; this proportion was used to estimate a regional figure for number virally 
suppressed of 2,596 (see Figure 1). 

[Figure 1. HIV treatment cascade for PWID in WHO Mediterranean Region.]

Conclusions: While data is limited, results indicate that most PWID-LHIV in the 
region are unaware of their HIV status. For those diagnosed, there is poor linkage to 
ART services and treatment initiation is often delayed or denied. Retention in care 
and subsequent viral suppression are problematic. Achieving the 90-90-90 targets 
for PWID in EM countries requires higher coverage of simplified testing algorithms 
and focus on lay-provider and self-testing approaches integrated with peer-led as-
sisted referral to navigate HIV treatment services. Attention should be paid to dif-
ferentiated ART delivery approaches, service integration and better inclusion of 
NGOs and peer-led interventions. Stigma, knowledge and attitude of health care 
providers, local authorities and public security must be addressed. 

WEPED1446
Trends and determinants of viral suppression among persons  
on HIV care in Italy
A. Mammone1, A. Tavelli2, A. Costantini3, P. Caramello4, A. Di Biagio5,  
G. Madeddu6, C. Mussini7, A. D’Arminio Monforte8, E. Girardi1, Icona Foundation 
Study Group 
1National Institute for Infectious Diseases ‘L. Spallanzani’, IRCCS, Department of 
Epidemiology, Rome, Italy, 2Icona Foundation, Milan, Italy, 3Univeristà Politecnica 
delle Marche, Ancona, Italy, 4Ospedale Amedeo di Savoia, Torino, Italy, 5IRCCS AOU 
San Martino-IST, Genoa University, Genoa, Italy, 6University of Sassari, Sassari, Italy, 
7Azienda Ospedaliero-Universitaria Policlinico di Modena, Modena, Italy, 8Clinic of 
Infectious Diseases, S. Paolo Hospital, University of Milan, Milan, Italy 
Presenting author email: antonella.darminio@unimi.it

Background: The HIV Continuum of Care is a useful framework to monitor ac-
cess to care for people living with HIV and the potential contribution of cART to 
control HIV epidemic. Few studies however analyzed progress over time toward the 
UNAIDS 90- 90- 90 target of the CoC, especially the last about viral suppression.
Methods: We analyzed data of adult patients receiving clinical care in 2011 -2015 
in 42 Italian centers included in the ICoNA cohort. For each year of the study we 
computed the proportion of patients prescribed cART and of those with viral sup-
pression (VS) in the last available viral load for that year (HIV-RNA< 200 copies/
mL). Logistic regression models were set up for each year to identify clinical or 
demographic characteristics associated with cART-prescription or VS.
Results: The number of persons included in the analysis increased from 4,915 to 
7,548 (2011-2015). Overall cART-prescription increased from 75.0 to 86.9% 
(p<0.001), in particular for patients with CD4>500/mmc (from 57.9 to 77.7%) 
and for foreign-born persons (from 67.1 to 83.2%). Recent HIV diagnosis, younger 
age, being foreign-born, higher CD4-cells count and lower HIV-RNA were associ-
ated with a lower probability of being on cART. The strength of the association with 
these three latter factors decreased during the study period (Table). Overall, VS 
increased from 68.5 to 84.3% (p<0.001) and, among those on cART, increased 
from 89.3 to 94.9%. Determinants of not obtaining VS were recent cART initia-
tion (< 1 year), being foreign-born or IDU patients, higher HIV-RNA before cART. 

[Table. Factors associated with cART prescription and viral suppression among persons 
on care for HIV in Italy 2011-2015 - Multivariable logistic regression analysis]

Conclusions: The proportion of persons with VS has significantly increased among 
adults on care for HIV in Italy. Expanding indications for and access to cART and 
increased effectiveness of treatment may have contributed to this trend. Further 
interventions may be needed to improve access to treatment and its outcomes 
among some subpopulations, such as foreign-born and IDU patients. 

WEPED1447
Assessment of pediatric HIV testing and linkage to HIV care 
and treatment in Lesotho, 2014
T.G. Harris, A. Schaaf, K. Hartsough, P. Tau, T. Gadisa 
ICAP at Columbia University, New York, United States 
Presenting author email: th2604@columbia.edu

Background: In 2015, 13,000 children were living with HIV in Lesotho, which has 
the second highest global HIV prevalence. Lesotho’s HIV program has made sub-
stantial progress; however, challenges to achieve universal treatment access persist. 
As such, challenges across the pediatric HIV care continuum-testing uptake, timely 
linkage to care, and immediate ART initiation-need to be identified and addressed.
Methods: A Presidents Emergency Funding for AIDS Relief (PEPFAR)-funded 
evaluation was conducted from May-June 2016. Routine data was abstracted from 
HIV testing and counseling (HTC), pre-ART, and ART registers and HIV care cards 
for children age 0-14 years receiving services in 2014 in 62 facilities in five high HIV 
burden districts prioritized for the Lesotho Accelerating Children on Treatment 
(ACT) initiative. Data was limited to services provided within the testing facility, 
as no system for tracking inter-facility transfers exists. Descriptive and univariate 
analyses were conducted to identify factors associated with testing and testing 
positive. Statistical analyses accounted for clustering by health facility, using gen-
eralized linear mixed models.
Results: HTC registers recorded 24,443 children tested in 2014-3% positive, 97% 
negative, and < 1% indeterminate. Most tested were aged 10-14 years (37%). More 
boys were tested than girls (56% vs. 44%) and among those tested, females were 
more likely to test HIV-positive (2.9% vs. 2.4%, p=0.028). Positivity differed by 
age-< 1 year: 2.8%, 1-4 years: 2.9%, 5-9 years: 3.1%, 10-14 years: 2.1% (p=0.047). 
Including non-HTC register data, 674 children tested positive and 436 (65%) were 
enrolled in care at the same facility. Of the 436 in care, 333 (76%) initiated ART; 
53% (167/317) initiated within one month. Children initiated on ART were more 
likely to be active in care than those not initiated (68% vs. 11%, p<0.0001).
Conclusions: Poor retention observed among children not started on ART suggests 
that successful implementation of immediate ART initiation should be prioritized 
to increase retention. More boys were tested likely due to the voluntary medical 
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male circumcision program that includes boys aged 10-14 years. Opportunities for 
testing more females aged 10-14 should be identified to support HIV prevention 
among adolescent girls and young women by providing a forum for prevention mes-
saging/counseling. 

WEPED1448
Reaching the first 90 among key population in India:  
whether this will be reached?
P. Kumar, B. Sangal, M. Zainab, N. Dhingra 
National AIDS Control Organization, Strategic Information Management Unit, New 
Delhi, India 
Presenting author email: drpradeep2014@gmail.com

Background: UNAIDS launched the ambitious “90-90-90” targets in 2014 to 
help end the AIDS epidemic as a public health threat by 2030. First target i.e. by 
2020, 90% of people living with HIV will know their HIV status, fundamental to 
achieve the other two 90’s, is often considered as the most challenging to achieve. 
This paper aims to report status of first 90 among key population in India from a 
large scale national Integrated Biological and Behavioral Surveillance (IBBS).
Methods: Data from first National IBBS, a probability based survey, implement-
ed during 2014-15 was analyzed. IBBS enquired about HIV testing amongst key 
populations.. IBBS recruited 27,007 female sex workers (FSW) out of 670,000, 
23,081 men who have sex with mem (MSM) out 247000 and 19,902 people who 
inject drugs (PWID) out of 132000 across 187 study domains spread across India. 
Unlinked anonymous testing with informed consent testing strategy was used.
Results: Among FSWs, 79.5% [95% Confidence Interval (CI) 78.2%-80.7%] 
reported to ever tested for HIV while 78.9% [95% CI 77.6%-80.1%] reported to 
undergone HIV testing in 12 months preceding the survey; 85.8% of HIV positive 
FSWs [95% CI 79.0%-90.6%] reported to be tested for HIV at least once. Among 
MSM, 74.5% [95% CI 72.9%-76.0%] reported to ever tested for HIV while 73.6% 
[95% CI 72.0%-75.1%] reported to undergone HIV testing in 12 months preceding 
the survey; 85.5% of HIV positive MSM [95% CI 79.9%-89.8%] reported to be 
ever tested for HIV. Among PWIDs, 62.2% [95% CI 60.5%-64.0%] reported to 
ever tested for HIV while 57.2% [95% CI 55.4%-59.0%] reported to undergone 
HIV testing in 12 months preceding the survey; 58.4% of HIV positive PWID [95% 
CI 53.8%-62.9%] were tested for HIV at least once.
Conclusions: National AIDS Control Programme (NACP) promotes routing HIV 
counselling and treatment (HCT) among key population through peer educator 
led interventions and offers free HCT at widely distributed Integrated Counseling 
and Testing Facilities. Clearly, NACP strategies had delivered and target that at 
least 90% of people living with HIV tested at least once is within striking distance 
among FSWs and MSM; however, coverage for HCT among PWID needs to be 
strengthened. 

WEPED1449
Expanding HIV cluster observed in Indigenous population  
in Australia
D. Russell1, J. Newman2, J. Ward3 
1Cairns Sexual Health Service, Sexual Health, Cairns, Australia, 2Gilead, Medical 
Affairs, Melbourne, Australia, 3South Australian Health and Medical Research 
Institute (SAHMRI), Adeladie, Australia 
Presenting author email: darrenrussell@optusnet.com.au

Background: We report on an expanding cluster of new HIV cases amongst the 
Indigenous population in Cairns, Australia. Over the last 20 years, Indigenous 
Australians experienced similar rates of HIV diagnosis to the non-Indigenous popu-
lation despite higher rates of other STIs, an increasing proportion of cases of HIV 
acquired through injecting drug use, and a higher proportion of cases diagnosed 
among women and heterosexual people. We report on a four-fold increase in the 
rate of new cases of HIV in this Indigenous population.
Methods: We collected data on all new HIV diagnoses at the Cairns Sexual Health 
Service from 2014-2016. Cases were reported according to Indigenous status, and 
further examined to identify any concomitant diseases and cultural/socioeconomic 
factors that might contribute to this expanding cluster of new HIV cases.
Results: Since 2014 there has been a significant increase in the rate of diagnosis of 
HIV among the Indigenous population in Cairns, accounting for almost 50% of all 
new HIV diagnoses. Pre-2014, there were approximately 15 new diagnoses of HIV 
annually in Cairns, with 1-2 cases occurring in the Indigenous population (range: 
6.5%-13%). In 2016, we observed an expanding cluster of new cases of HIV in the 
Indigenous population with 14 Indigenous diagnoses out of a total of 30 new cases 
of HIV (47%). Currently, 43 Indigenous patients are engaged with our service; 37 
are on treatment (86%), but 8 (22%) remain detectable. In addition, 64% (9 of 
14) of Indigenous individuals diagnosed with HIV in 2016 presented with syphilis or 

chlamydia. There were almost no new local cases of HIV among the non-Indigenous 
population during this time. We attribute this to high rates of testing among the 
non-Indigenous population, treatment as prevention (TasP), and recent uptake of 
Pre-exposure prophylaxis (PrEP).
Conclusions: We observed a 4-fold increase in the rate of new HIV diagnoses in the 
local Indigenous population over a 2-year period, coinciding with a local outbreak of 
syphilis. Cultural issues cannot be underestimated in this local epidemic. Early de-
tection and culturally sensitive education will diminish the risk of HIV being further 
transmitted to outlying communities, with potentially devastating consequences 
for Indigenous Australians. 

WEPED1450
Using fingerprinting to de-duplicate program data for MSM  
and transgender women in Guatemala
J.M. Ikeda1, O. Racancoj1, A. Citalan1, S. Ortega2, N. Hearst3, W. McFarland4 
1Association for Investigation, Development and Integral Education, Quetzaltenango, 
Guatemala, 2HIVOS Guatemala, Guatemala, Guatemala, 3University of California, 
Family and Community Medicine and Epidemiology, San Francisco, United States, 
4University of California, Epidemiology, San Francisco, United States 
Presenting author email: janet.m.ikeda@asociacionidei.org

Background: Country-level 90-90-90 monitoring requires quality data that tracks 
individuals across multiple observations and sites. For this purpose, the Guatemalan 
Ministry of Health created a unique identity code (CUI) based on the participant’s 
sex, birthdate, nationality, birth municipality, birth department, and initials for use 
by HIV prevention and treatment service providers. We designed a computerized 
fingerprint recording and monitoring software to better identify and track individu-
als receiving HIV testing. We compared the effectiveness of the CUI to biometric 
fingerprint data for correctly de-duplicating MSM and transgender women receiv-
ing these HIV services.
Methods: We tested the fingerprint tool in MSM and transgender women who 
participated in a community-based prevention program package (behavior change, 
condom distribution, STI diagnosis and treatment, HIV testing and linkage to care) 
in 19 of the 21 departments of Guatemala. Following informed consent, trained ed-
ucators from 6 CBOs entered the information to create the CUI as well as record-
ing a middle finger right-hand fingerprint of the participant. The software captures 
the fingerprint image, extracts unique minute data, encrypts the data, and identi-
fies matching fingerprints, thus serving as a gold standard to identify nonmatching 
CUI for the same individual.
Results: During August of 2016, we registered 3,017 individual fingerprints of 
MSM and transgender women participants in 91 municipalities. 86 participants 
(2.7%) refused to provide their fingerprint, so only the CUI was entered. The fin-
gerprint software identified 114 instances of multiple observations for the same 
person that were entered with different (inconsistent) CUIs. These nonmatching 
CUIs occured due to inconsistent or changed data for: 39 (34%) birth dates, 26 
(22%) birth municipality, 31 (26%) birth department, 21 (18%) initials. The unique 
fingerprint identified an additional 333 repeat obsevations on the same person that 
were also correctly identified as duplicates by the CUI.
Conclusions: Fingerprint monitoring was accepted by service providers and 97% 
of service recipients. It was far more accurate than a “unique” idntification code in 
identifying multiple observations of the same individual. This technique has great 
potential for improving accuracy of tracking data to monitor the HIV treatment 
cascade for key populations in resource limited settings with high stigma. 

WEPED1451
Extended PMTCT cascade and implications for PMTCT 
program coverage in the era of lifelong ART for pregnant and 
breastfeeding women living with HIV: Rwanda national impact 
study 2011-2012
L. Tsague1, P. Mugwaneza2, A. Lyambabaje3, A. Umubyeyi3, J. Humuza3,  
F. Mwanyumba4, C. Lombard5, D. Jackson5,6,7 
1UNICEF, Regional Office West and Central Africa, Dakar, Senegal, 2Rwanda 
Biomedical Center/Institute of HIV, Disease Prevention and Control (RBC/IHDPC), 
Kigali, Rwanda, 3School of Public Health, National University of Rwanda (SPH-NUR), 
Kigali, Rwanda, 4UNICEF, Kigali, Rwanda, 5Biostatistics Unit, South African Medical 
Research Council (SAMRC), Cape Town, South Africa, 6University of the Western 
Cape (UWC), Cape Town, South Africa, 7UNICEF HQ, New York, United States  

Background: Lifelong ART for all pregnant and breastfeeding women living with 
HIV (Option B+) to prevent MTCT (PMTCT) is broadening the traditional PMTCT 
cascade in resource limited settings. We assessed coverage and determinants across 
a traditional PMTCT cascade and an extended (pre-pregnancy, pregnancy and post-
partum) PMTCT cascade.
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Methods: We abstracted data from a national Option B/B+ PMTCT impact study 
conducted in Rwanda (July 2011 - June 2012). We included all infants aged 6-10 
weeks and their mothers. We constructed for the traditional PMTCT cascade 
a standard package (SP) (maternal ART + infant ARV), and three incremental 
packages (a, b and c): package a= SP + early attendance to first ANC; package b= 
package a + early retention on ART up to 6-10 weeks; and package c= package b 
+ planned index pregnancy. We estimated coverage of each PMTCT package and 
assessed its determinants (health system and maternal) using logistic regression 
models in STATA.
Results: The analysis included 1,521 mother-infant pairs. Coverage for the SP, 
packages a, b and c was 88%, 61%, 56% and 29% respectively. Mothers who at-
tended first ANC visit during the first/second trimester were twice as likely to re-
ceive SP during pregnancy and delivery compared to mothers attending first ANC 
after second trimester (adjusted Odd Ratio - aOR = 2.0; 95% CI 1.3-3.0). Mothers 
who were married and those who were cohabiting were respectively 2.9 times (aOR 
= 2.9; 95% CI 1.4-6.3) and 3 times (aOR = 3.1; 95% CI 1.5-6.3) more likely to 
complete package c compared to single mothers. In addition, mothers who had four 
to six household assets were twice as likely
(aOR = 2.1; 95% CI 1.2-3.5) to complete package c compared to mothers who had 
no household assets. By contrast, mothers who had no source of income were 70% 
less likely to complete package c compared to mothers who were employed (aOR 
= 0.4; 95% CI 0.2-0.9).
Conclusions: Rwanda PMTCT program should address the specific needs of single 
mothers and those from poorer households. Interventions aiming to increase access 
to income for women and mothers could significantly improve coverage across the 
extended PMTCT cascade. 

WEPED1452
Progress towards 90-90-90 along the paediatric HIV care 
continua in South-East Asia
S. Gupta1, S. Wangdi1, S. Sultana2, A. Sinha3, F. Wijayanti4, M. Thu Aung Hsan5,  
S. Lakhe6, M. Sharma7, B. Rewari1 
1WHO SEARO, New Delhi, India, 2WHO Country Office, Dhaka, Bangladesh, 
3NACO, New Delhi, India, 4WHO Country Office, Jakarta, Indonesia, 5WHO Country 
Office, Yangon, Myanmar, 6WHO Country Office, Kathmandu, Nepal, 7WHO 
Country Office, Bangkok, Thailand 
Presenting author email: rewarib@who.int

Background: The WHO South-East Asia region has an estimated 180,000 chil-
dren (0-14 years) living with HIV. But in a setting where the epidemic is concen-
trated among key populations, paediatric HIV is largely overlooked. We construct 
HIV care continua for children living with HIV and assess progress towards the 90-
90-90 target for them in the region and its 10 Member States.
Methods: We searched the Internet, PubMed, UNAIDS global AIDS response 
progress reports, PEPFAR country/regional operational plans, and conference 
abstracts/presentations for data on HIV care interventions for children. We also 
contacted the WHO country offices and Ministry of Health. We collected data 
on the following indicators to construct national HIV care continua for children:
(a) estimated children living with HIV,
(b) diagnosed,
(c) on antiretroviral therapy (ART),
(d) tested for viral load (VL), and 
(e) with viral suppression.
Results: For 2015, of the 10 countries, we obtained data on at least one indicator 
from seven (~100% of the regional paediatric HIV burden). Proportion of children 
living with diagnosed HIV (first 90) was unavailable since countries do not use 
unique identifiers and it is challenging to estimate this number from data on cu-
mulative HIV cases ever diagnosed. ART coverage among children living with HIV 
for the region was 38%, ranging between 22%-95% across countries. The regional 
ART coverage is less than the global average of 49% [42%-55%]. Also, the region is 
far from achieving the second 90 target, which translates into 81% of children living 
with HIV on ART by 2020. Availability of VL is limited in majority of the countries 
- only 44% [3%-86%] of children on ART received VL testing in the four countries 
reporting data on this indicator. Viral suppression among children on ART (third 
90) was high at 86% [67%-89%].
Conclusions: Limited data from the region show that getting to 90-90-90 by 2020 
in paediatric HIV requires intensified efforts to expand HIV services for children, 
especially early infant diagnosis and immediate ART irrespective of CD4/VL count 
or WHO clinical stage. Additionally, monitoring and evaluation systems need to be 
strengthened so that progress towards 90-90-90 for children can be evaluated for 
data-driven decision-making. 

WEPED1453
Diversity of ART treatment site decisions by HIV-positive  
Thai MSM challenges HIV cascade monitoring
M. Avery1, E. Stephan1, T. Sattayapanich1, A. Arunmanakul1, T. Nakpor2,  
P. Chanlearn3, R. Reankhomfu4, S. Janyam5, D. Linjongrat6, P. Krisintu1 
1FHI 360, USAID LINKAGES Project, Bangkok, Thailand, 2Sisters Foundation, 
Pattaya, Thailand, 3MPlus Foundation, Chiang Mai, Thailand, 4Caremat, Chiang Mai, 
Thailand, 5Service Workers in Group (SWING), Bangkok, Thailand, 6Rainbow Sky 
Association of Thailand, Bangkok, Thailand 
Presenting author email: pkrisintu@fhi360.org

Background: Although timely treatment initiation and adherence lead to better 
health outcomes for individuals living with HIV and reduced likelihood of ongo-
ing HIV transmission, only 1/3 of known HIV-positive men who have sex with men 
(MSM) in Thailand are receiving antiretroviral therapy (ART). We introduced 
Unique Identifier Codes (UICs) and real-time, mobile data collection (eCascade) 
to follow a cohort of MSM clients across the HIV cascade, track linkage to care and 
treatment, and increase ART uptake.
Methods: eCascade is implemented by a collection of community-based organiza-
tions and private clinics across 4 sites in Thailand. Clients are registered via outreach 
contact or clinic walk-in, provided with HIV testing, and referred to ART services 
at participating clinics. Data on treatment initiation are recorded in eCascade and 
tracked over time, and community-based care, support and treatment officers 
follow-up regularly with HIV-positive clients.
Results: Between October 2015 and September 2016, 340 clients registered in 
eCascade were tested HIV positive, but only 40% were successfully tracked to an 
ART providers (n=137). 60% (n=203) of all newly diagnosed HIV-positive clients in 
eCascade were considered lost to follow-up (LTFU). However, follow-up revealed 
that 43% (n=88) of those “LTFU” patients were receiving ART from providers not 
affiliated with the service utilization network connected to the real-time monitoring 
system, eCascade. An additional 36% of LTFU clients had still not initiated ART; 
reasons included structural and policy barriers, the need to wait for additional test 
results, and being “unready” for treatment. 42 clients (21%) could not be contacted 
to ascertain their treatment status.
Conclusions: Real-time HIV cascade monitoring provides valuable insights into 
programmatic performance, but the diverse ARV treatment site decisions of clients 
can contribute to misleading conclusions. In this case, the “true” rate of success-
ful linkage to care, support and treatment services was 66%, or twice the national 
rate. To provide a clearer picture of cascade functioning, monitoring systems must 
account for numerous service delivery points, including those external to the proj-
ect’s network. However, gaps in data collection cannot account for all “leaks” in a 
cascade. Significant work also remains to reduce structural barriers and increase 
patient willingness to access ART. 

WEPED1454
Care trajectories among people living with HIV and  
followed within a universal test and treat programme  
in rural South Africa (ANRS 12249 TasP trial)
A. Gosset1,2, C. Protopopescu1,2, N. Okesola3, B. Spire1,2, J. Larmarange3,4,  
J. Orne-Gliemann5,6, N. McGrath3,7,8, D. Pillay3,9, F. Dabis5,6, C. Iwuji3,8,  
S. Boyer1 
1Aix Marseille Univ, INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de 
la Santé & Traitement de l’Information Médicale, Marseille, France, 2ORS PACA, 
Observatoire Régional de la Santé Provence-Alpes-Côte d’Azur, Marseille, France, 
3Africa Centre for Population Health, University of KwaZulu-Natal, Durban, South 
Africa, 4Ceped UMR 196 (Paris Descartes IRD), SageSud ERL Inserm 1244, IRD, 
Paris, France, 5Univ. Bordeaux, INSERM, Bordeaux Population Health Research 
Center, UMR 1219, Bordeaux, France, 6INSERM, ISPED, Bordeaux Population Health 
Research Center, UMR 1219, Bordeaux, France, 7Faculty of Medicine and Faculty of 
Human, Social and Mathematical Sciences, University of Southampton, Southampton, 
United Kingdom, 8University College London, Research Department of Infection and 
Population Health, London, United Kingdom, 9University College London, Division of 
Infection and Immunity, London, United Kingdom 
Presenting author email: bruno.spire@inserm.fr

Background: Retention in care is essential to optimize antiretroviral treatment 
(ART) impact on viral suppression and ensure the success of the universal test and 
treat (UTT) strategy. We aimed to identify care trajectories and associated factors 
among ART-eligible patients within the UTT cluster-randomized TasP trial.
Methods: Following home-based HIV testing, HIV-positive individuals were re-
ferred to TasP clinics and offered immediate ART (intervention arm) or according 
to national guidelines (control arm). This analysis included all patients ART-eligible 
at their first clinic visit ≥18 months before the trial end. Monthly clinical follow-up 
was offered in TasP clinics. A patient was considered exiting care if ≥3 months late 
for the last appointment, transferred-out or dead. 
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Care trajectories, assessed over 18 months of follow-up, and their associated fac-
tors were identified using a group-based trajectory model (Nagin, 2005, Harvard 
University Press).
Results: Among the 787 ART-eligible patients who attended TasP clinics, four 
trajectory groups were identified: 70.5% remained in care throughout the entire 
follow-up period (group 1), 13.6% exited care rapidly (median 4 [IQR 4-6] months 
after first visit) (group 2), 10.6% exited care later (11 [9-13] months) (group 3) and 
5.2% exited care then returned after 4 [3-9] months (group 4) (Figure 1). The risk 
of exiting care (groups 2&3) was higher in newly diagnosed patients and those ≤29 
years. The “returning group” members (group 4) were more likely male, with CD4 
>350 cells/mm3 at first visit, living in high HIV prevalence clusters (>34%) with the 
lower nurse-patient ratio, and less likely to have initiated ART.
Conclusions: Although most patients remained in care over the 18-month period, 
a significant proportion exited care at different follow-up times. Particular atten-
tion should be paid to men, young and newly diagnosed patients, and those with 
CD4>350 in order to improve retention in care and maximize the effect of UTT 
strategies. 

[Figure 1. Care trajectories in TasP clinics over 18 months of clinical follow-up among 
ART-eligible patients at the first visit (ANRS 12249 TasP trial, n=787)]
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A case for age and gender disaggregation in Malawi
J.R. Chinkonde 
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Presenting author email: jacquernkhoma@yahoo.co.uk

Background: Malawi’s routine monthly reporting from site-level does not enable 
reporting of age- and sex-disaggregated data. Subsequently, variations in service 
provision across different age groups are not well understood. A health facility as-
sessment analysed routine health service statistics to estimate coverage of HIV and 
reproductive health services among patients aged 10 to 24 years.
Methods: Stratified random sampling was used to select 61 urban and rural facili-
ties, representing 22% of health facilities in 8 high HIV burden districts. Age- and 
sex-disaggregated data for April-September 2016 were collected from clinic regis-
ters and included ANC rates, known HIV status, treatment, STI rates and contra-
ceptive use. Counts and frequencies were used to analyze the data with MS Excel 
and SPSS.
Results: 21,946 pregnant women registered for ANC during July- September 
2016, and a 100% had their HIV status ascertained. Of the 2020 clients who tested 
positive, 7.2 % were aged 10-19 years, 23.7% were 20-24 years, and 69.1% were 
25 years and above. ART coverage within ANC increased with age, ranging from 
40% among 10-19 year olds, 49% for 20-24 year olds and 58% in those 25 years 
and above. HTC coverage was lowest among 10-14 year old non-pregnant females 
at 22%, yet this subgroup had the highest positivity rate at 6% compared to both 
genders in the 15-19 year, and 20-24 year age bracket who had the average HIV 
prevalence of 3.4%. Although ART initiation was lowest among 10-14 year olds 
(56%), they had better ART retention at 3 and 6 months (91% and 85%) than 15-19 
year olds (84% and 80%). Of note, retention was lowest among females aged 15-19 
years. STI infection is again disproportionately higher among females aged 15-19 
years at 74% than in males of the same age at 26%.
Conclusions: Adolescents are exposed to significant risk of contracting HIV, but 
are less likely to know their HIV status or access treatment. The magnitude of the 
problem is masked by the absence of age- disaggregated data. Data disaggregation 
by sex and age will provide a better understanding of where to intensify HIV service 
delivery to achieve the 90-90-90 goals. 

WEPED1456
Sexual orientation, HIV retention and mortality among  
people living with HIV in rural Mozambique
C. Audet1, L. González Calvo2, M.H. Aliyu3, M. Blevins3, M.F.S. Alvim4,  
S. Van Rompaey4 
1Vanderbilt University, Health Policy, Nashville, United States, 2Friends in Global 
Health, Quelimane, Mozambique, 3Vanderbilt University Medical Center, Nashville, 
United States, 4Friends in Global Health, Maputo, Mozambique 
Presenting author email: carolyn.m.audet@vanderbilt.edu

Background: HIV-related outcomes among persons of same-sex orientation are 
poorly documented in sub-Saharan Africa. We investigate program performance 
along the HIV continuum of care among persons of minority sexual orientation in 
rural Mozambique.
Methods: This is a large retrospective cohort study of HIV-infected adults with bi-
sexual, homosexual, and heterosexual preferences (n=49,058) receiving care in a 
comprehensive HIV program in Zambézia Province, Mozambique. We compared 
linkage to care, time to initiation of antiretroviral therapy (ART) and CD4+ cell 
count at enrollment using chi-squared and Wilcoxon rank sum tests. Pre- and post-
ART loss-to-follow-up (LTFU), as well as patient mortality, was compared using Cox 
regression analysis and the Gray test.
Results: From 2014 to 2016, 49,058 HIV-infected patients reported their sexual 
preference (heterosexual [n=47,780, 97.4%], homosexual [n=1013, 2.1%], bisexual 
[n=256, 0.5%]) through routine data collection at treatment initiation. Among pre-
ART patients, sexual orientation was significantly associated with higher LTFU at 
one year using Cox regression (p=0.02). Homosexual pre-ART patients (but not 
bisexual patients) had a significantly higher hazard of LTFU (Hazard Ratio: 1.27 
[1.06, 1.51]) vs. heterosexual pre-ART patients. Among ART patients, sexual orien-
tation was not associated with LTFU in the first year of treatment (p=0.20). At one 
year, homosexual (4.5% [95% confidence interval: 6.7%, 2.3%]) and bisexual (7.2% 
[13.1%, 0.9%]) patients had a higher rate of mortality vs. heterosexual patients 
(3.1% [3.4%, 2.8%]), but this difference was not statistically significant (p=0.11).
Conclusions: We found sexual orientation to be an important factor predicting 
LTFU among pre-ART patients but not among those enrolled on ART. Of con-
cern is the trend toward higher mortality rates among our bisexual and homosexual 
populations, compared to individuals with heterosexual preferences. Our analysis 
was limited by the incomplete documentation of sexual preference in the clinical re-
cords coupled with reluctance to disclosure sexual preference due to social stigma. 
This likely creates an invisible population of bisexual and homosexual people living 
with HIV. HIV programs in Mozambique need to actively engage sexual minority 
patients and health agents to prioritize addressing underlying social mechanisms 
and norms that limit their uptake and retention in HIV services. 

WEPED1457
Dynamic modelling of the HIV care cascade in the  
United States: where are people leaving the cascade  
and where should we intervene?
F. Fadero, M.-C. Boily, K.M. Mitchell 
Imperial College London, Department of Infectious Disease Epidemiology, London, 
United Kingdom 
Presenting author email: kate.mitchell@imperial.ac.uk

Background: Only 30% of people living with HIV/AIDS (PLWHA) in the US are 
virally suppressed. The US HIV care cascade shows that large numbers of PLWHA 
are not retained in care, but it assumes unidirectional progression and fails to cap-
ture cascade dis/re-engagement. We used a dynamic model of the US care cascade 
to identify weak points where most PLWHA disengage from the cascade, and evalu-
ate the effects of targeted interventions.
Methods: We developed a deterministic compartmental model of the HIV care 
cascade which allowed PLWHA to enter and leave care, start and stop antiretroviral 
therapy (ART), and achieve and lose viral suppression. We modelled movement of 
PLHIV through the US HIV care cascade from 1995 until 2015. The model was 
parameterised using published estimates of transition rates between different care 
cascade stages and calibrated to data from 1995-2012 on the number of people at 
each cascade stage. We used the calibrated model to identify where most people 
are lost, and to assess the impact upon viral suppression of strengthening different 
parts of the cascade.
Results: The calibrated dynamic cascade model suggested that failure to retain 
PLWHA in care after linkage significantly contributes to the low numbers achiev-
ing viral suppression, consistent with the static cascade. The dynamic model ad-
ditionally suggested that a substantial proportion of people not in care have previ-
ously achieved viral suppression. Improvement of patient retention rates gave the 
largest improvement in viral suppression: 50% greater retention rates would have 
improved the proportion of PLWHA with suppressed viral load by 11 percentage 
points in 2012 (from 31% to 42%); increasing rates of testing, linkage rates, or re-
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engagement by 50% only increased suppression in 2012 by 2-3 percentage points. 
Simultaneous 50% improvements in linkage, retention and re-engagement rates 
were additive, giving an 18-percentage point increase in the proportion virally sup-
pressed in 2012 (from 31% to 49%).
Conclusions: Although the dynamic model of the US HIV care cascade gives addi-
tional information about how PLHA transition through care, the overall conclusion 
agrees with that from the static cascade: that improving retention in care is crucial 
to optimise the US HIV care cascade. 

WEPED1458
Global status report of HIV care continua and the  
90-90-90 target
R. Granich1, S. Gupta2, I. Hall3, J. Aberle-Grasse3, S. Hader3, J. Mermin3 
1IAPAC, Washington, United States, 2IAPAC, Delhi, India, 3CDC, Atlanta, United 
States 
Presenting author email: rgranich@iapac.org

Background: The 2014 UNAIDS 90-90-90 target specifies that by 2020, 90% of 
individuals living with HIV will know their HIV status, 90% of people with diagnosed 
HIV infection will receive antiretroviral treatment (ART), and 90% of those taking 
ART will be virally suppressed. Consistent methods and routine reporting in the 
public domain are necessary for tracking progress towards the 90-90-90 target.
Methods: For 2010-2016, we searched PubMed, UNAIDS country progress reports, 
World Health Organization (WHO)/UNAIDS reports, national surveillance and pro-
gram reports, United States President’s Emergency Plan for AIDS Relief (PEPFAR) 
Country Operational Plans, and conference presentations and/or abstracts for the 
latest available national HIV care continuum in the public domain. Continua included 
the number and proportion of people living with HIV (PLHIV) diagnosed, on ART 
and virally suppressed of the estimated number of PLHIV. We ranked the described 
methods for indicators to derive high, medium and low quality continuum.
Results: For 2010-2016, we identified 55 national care continua with viral sup-
pression estimates representing 21.8 million (59%) of the 2015 global estimate of 
PLHIV. Of the 55, six (2% of 2015 global HIV burden) were high quality, using 
standard surveillance methods to derive an overall denominator and program data 
from national cohorts for estimating steps in the continuum. Only nine countries in 
sub-Saharan Africa had care continua with viral suppression estimates. Of the 55 
countries, the average proportion of PLHIV from all countries on ART was 48%, 
and Virally suppressed was 40%. Seven countries (Sweden, Cambodia, United 
Kingdom, Switzerland, Denmark, Rwanda and Namibia) were within 12% and 10% 
of achieving the 90-90-90 target for on ART and Viral suppression, respectively.
Conclusions: Relatively few national continua of care are available in the public 
domain and there is wide variation in methods for determining progress towards 
the 90-90-90 target. A standardized monitoring and evaluation approach could 
improve the use of scarce resources to achieve 90-90-90 through improved trans-
parency, accountability and efficiency. 

WEPED1459
12 months virological outcomes among HIV-1-infected  
patients initiated on first-line combination antiretroviral 
therapy in the Zambian national ART program
L.B. Mulenga1,2, A. Mweemba3, L. Chirwa2, C. Moyo4, H. Phiri4, D. Phiri4,  
S. Suwilanji1,2, J. Todd5, D. Heimburger6, H. Duber7, C. Kankasa1,2 
1University of Zambia School of Medicine, Adult Infectious Disease Centre/Internal 
Medicine, Lusaka, Zambia, 2University Teaching Hospital, Division of Infectious 
Diseases, Lusaka, Zambia, 3University of Zambia School of Medicine, Internal 
Medicine, Lusaka, Zambia, 4Ministry of Health, Ndeke House, Lusaka, Zambia, 5London 
School of Hygiene and Tropical Medicine, London, United Kingdom, 6Vanderbilt 
University, Vanderbilt Institute of Global Health, Nashville, United States, 7University 
of Washington, Institute for Health Metrics and Evaluation, Seattle, United States 
Presenting author email: lbmulenga@yahoo.com

Background: There is scarce data on Viral load (VL) suppression and HIV drug re-
sistance (HIVDR) especially in the sub-Saharan region; a region mostly affected by 
HIV and where there has been unprecedented roll out of HIV combination antiret-
roviral therapy (cART) . Achieving a high level of viral suppression among individu-
als on cART is important for achieving the third 90-90-90 goal - 90% of people 
on ART virally suppressed by 2020. Such a goal is important as it reduces HIV 
transmission and has individual health benefits. We thus assessed the VL suppres-
sion and HIVDR among HIV-1 infected individuals at 12 months of first line cART 
in the Zambian national ART program.
Methods: We conducted a cross sectional survey among HIV-1 infected individuals 
at 12 months (± 3 months) of first line cART. Sampling of clinics was performed us-
ing systematic sampling to generate probability proportional to proxy size samples. 

20 clinics were selected based on the random starting-point, sampling interval and 
cumulative population size giving a sample size of 460. Eligible patients had their 
blood specimens collected for VL and CD4 count testing. Specimens with VL ≥ 
1,000 copies/mL were genotyped to determine HIVDR status. Proportions for 
each outcome at linearized standard error 95% confidence interval and summary 
estimates were determined.
Results: Of the 476 patients enrolled, 98% were on TDF/3TC/EFV and 2% on 
TDF/3TC/NVP. At 12 months of cART 90.27% were virologically suppressed 
(VL <1000 copies/mL) and the median CD4 was 375 cells/mm3 (IQR: 236-563) 
whereas the BMI was 22.7 kg/m2 (IQR:19.1-25.6). Current BMI > 18.5 kg/m2 and 
CD4 > 100 cells/mL were significantly associated with virologic suppression (OR 
1.8, CI:1.12-3.02, P=0.017 and OR 2.2, CI:1.19-4.11, P=0.012 respectively). 
Among individuals with VL>1000copies/mL, 83.3% had either NRTI and/or 
NNRTI associated mutations whereas 6.7% had no mutations at all and none had 
PI associated mutations.
Conclusions: Patients on 12 months of first line cART had achieved more than 90% 
of the recommended virologic suppression target. Not all patients with virologic 
failure had HIVDR mutations. In the absence of routine viral load monitoring, low 
BMI and low CD4 would aid in targeting viral load testing. 

WEPED1460
Quality assessment of national strategic plan targets
A. Sharp, R. O’Hagan, B. Honermann, S. Blumenthal, G. Millett 
amfAR, Washington, United States 
Presenting author email: alana.sharp@amfar.org

Background: National Strategic Plans (NSPs) for HIV have become foundational 
documents that frame national responses to HIV. Both Global Fund (GF) and 
PEPFAR require coordination with NSPs as part of their processes. Despite this 
role of NSPs in planning, no rigorous assessment of NSP targets and performance 
exists. We performed a quantitative analysis of the quality of NSP indicators and 
targets, and an assessment of achievement of historical NSP targets.
Methods: We extracted all identifiable targets and indicators from publicly available 
NSPs from 32 countries with generalized HIV epidemics and GF support eligibility 
for HIV in 2017. Targets and indicators were evaluated for specificity, measurability, 
and achievability. Additionally, progress toward achieving targets was evaluated us-
ing historical NSPs from four countries with available NSP progress reports.
Results: On average, 21% of country’s NSP indicators were disaggregated by sex, 
age, or population group. The average percent of indicators that included numeric 
targets or baselines was 69% and 46%, respectively; 38% identified data sources 
for either measure. Targets were a 165% increase (or decrease) relative to baselines 
(IQR = 75.4% - 208.3%). Achievement of historical NSP targets ranged from 2% 
of targets in Malawi to 21% in South Africa. Assessment of achievement was limited 
by lack of numeric targets, available data, and well-defined indicators. 

 Mean Minimum Maximum
Number of indicators 84.5 8.0 232.0
Have numeric target 69.0 0.0 100.0
Have numeric baseline 45.7 0.0 91.5
Percent change baseline to target (for non-missing) 167.8 15.5 646.6
Indicators identify data source for baseline and/or target 38.3 0.0 100.0
Target or baseline has a disaggregate (age, sex, high-risk 
population)

21.2 0.0 76.6

[Table 1. % Indicators/targets with each criterion]

[Figure 1. Progress toward NSP targets.]
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Conclusions: Country NSPs are limited by a lack of specific, measurable, and 
achievable targets. The low achievement of targets in historical NSPs corroborates 
that targets are often poorly defined, aspirational, and not linked to available data 
sources. The use of NSPs for country planning, grant applications, and monitoring 
and evaluation is limited by low quality target setting. 

WEPED1461
Health provider perspective on the pediatric HIV referral 
system in Lesotho
K. Hartsough, A. Schaaf, T. Gadisa, P. Tau, T.G. Harris 
ICAP at Columbia University, New York, United States 
Presenting author email: kch2104@columbia.edu

Background: Lesotho has the second highest adult HIV prevalence in the world, and 
13,000 children living with HIV in 2015. While progress has been made towards 
universal access to HIV treatment, multiple barriers persist. As part of Lesotho’s 
Accelerating Children’s HIV/AIDS Treatment Initiative, we interviewed health care 
providers to obtain their perspective on the existing referral system for children 
living with HIV and HIV-exposed infants (HEI).
Methods: Interviews were conducted from May-June 2016 with health facility level 
providers involved in pediatric HIV-related referrals to identify gaps in the system. 
Guidelines, standard operating procedures, and monitoring and evaluation tools 
were reviewed. Descriptive analyses were conducted.
Results: We interviewed 101 individuals from 27 health facilities. Among health fa-
cility staff, 96% used the HIV testing and counseling (HTC) register to document 
pediatric HTC, while the Under-5 (74%), tuberculosis (59%), and pediatric inpa-
tient (30%) registers were also used. Patient escort was the primary mechanism 
used for within facility referrals (72%). Decisions on where to make inter-facility 
referrals is primarily made through provider knowledge (70%) while few (5%) used 
a referral directory. Most providers made inter-facility referrals using the stan-
dard patient referral form (88%) and writing referral information on the patient’s 
personal medical record book (64%). Twenty-eight percent of providers indicated 
there was a system to confirm referral completion, with the most common method 
a phone call to the receiving facility (62%); 45% indicated no referral follow-up is 
done. Fifty-four percent of health facilities used a referral protocol. Multiple tools 
were used to document prevention of mother-to-child transmission (PMTCT) ser-
vices and to track HEI.
Conclusions: A variety of mechanisms were used for within and inter-facility pedi-
atric referrals, which can lead to poor linkage and retention. Consistent use of cli-
ent escort to ensure within facility linkage, establishment of a standardized referral 
directory, and a system to conduct and document referral completion are needed 
to strengthen the referral system. Until a national unique patient identifier is imple-
mented, a unique number within facilities to enable longitudinal tracking of women 
living with HIV and HEI across different service points is needed. 

WEPED1462
Stock-outs of antiretroviral and tuberculosis medicines in  
South Africa: a national cross-sectional survey
B. Hwang1, T. Gils2, G. Van Cutsem2, A. Shrouffi2, S.-J. Steele2, J. Hill2,  
S. Tafeni3, L. Jankelowitz,4, A. Grimsrud5 
1Medecins Sans Frontieres, North Vancouver, Canada, 2Medecins Sans Frontieres, 
Cape Town, South Africa, 3Stop Stock Outs Project, Johannesburg, South Africa, 
4Southern Africa HIV Clinicians Society, Johannesburg, South Africa, 5International 
Aids Society, Cape Town, South Africa 
Presenting author email: bellah@gmail.com

Background: Stock-outs of antiretroviral medicines (ARVs) and tuberculosis (TB) 
medicines in treatment facilities limit the capacity of national programs to treat 
growing numbers of patients successfully and prevent the development and spread 
of antimicrobial resistance. 
The aim of this analysis was to determine the magnitude of stock-outs of ARVs and 
TB medicines in public health facilities in South Africa.
Methods: This was a cross-sectional study using structured telephonic interviews 
with healthcare workers in all public health facilities providing ARVs and TB ser-
vices in South Africa between October and December 2015. Data included the 
existence of stock-outs of ARVs and TB medicines on the day of the call and in a 
three-month period preceding the contact. When stock-outs were reported, ques-
tions were asked about the medicines out-of-stock, the duration of the stock-out 
and solutions the facility proposed to patients presenting during the stock-out.
Results: Out of 3547 facilities identified, 2804 (79%) could be reached, of 
which 2463 (88%) participated and 2370 (96%) were analysed. Nationwide, 36% 
(864/2370) and 20% (285/2370) of facilities reported at least one ARV and/or TB 
medicine stock-out during the three month period prior to contact and the day of 

contact, respectively. Out of 1467 stock-outs reported in three months, 74% were 
adult ARVs, 20% paediatric ARVs and 7% TB-related medicines. 70% (532/763) 
of resolved stock-outs had lasted over one month. In 25% (366/1449) of stock-out 
cases patients did not receive treatment or an incomplete ART regimen. Stock-outs 
occurrence, duration and mitigation mechanisms varied widely between provinces. 
While 24% (348/1476) of facility stock-outs resulted from a nationwide stock-out 
of adult lopinavir/ritonavir, 76% (1128/1476) of cases happened while the medicines 
were available in country. The national stock-out resulted from inability of the single 
supplier to meet demand. Legislative reform should ensure market access for mul-
tiple suppliers of lifesaving medicines. In-country, province-specific supply chains 
should be evaluated and improved. Independent alert mechanisms could reduce 
stock-out duration and impact.
Conclusions: Stock-outs of ARVs and TB medicines in South Africa affect patient 
and threaten national ambitions to end the epidemics. Patient-centred action is 
needed from multiple stake-holders to stop stock-outs. 

WEPED1463
HIV treatment cascade assessment of a community-based  
test and start model for key populations in Lagos, Nigeria: 
where are the gaps?
J. Njab1, S. Adebajo1, W. Tun2, E. Shoyemi3, P. Osakwe3, C. Eke3, D. Offie3,  
G. Eluwa1, D. Iriaye1, Y. Adamu4 
1Population Council, Abuja, Nigeria, 2Population Council, Washington, United States, 
3Population Council, Lagos, Nigeria, 4US Military HIV Research, Department of 
Defense Walter Reed Program-Nigeria, Abuja, Nigeria 
Presenting author email: jnjab@popcouncil.org

Background: Targeted community-based test and start (TAS) models have shown 
potential to improve clinical outcomes for key populations because they provide 
unrestricted access to comprehensive HIV services. We assessed the performance 
of a TAS model for key populations (KP) in Lagos along the UNAIDS 90/90/90 
cascade.
Methods: Men who have sex with men (MSM), female sex workers (FSW), and 
persons who inject drugs (PWID), >14 years of age were recruited through peer-
referral for HIV testing services (HTS) at a community-based KP-friendly clinic in 
Lagos between June 2015 and September 2016. The clinic provides comprehensive 
HIV services, including HIV treatment. Those who test positive are enrolled and 
provided with TAS services. Using routine service data, we determined the perfor-
mance along the 90/90/90 cascade.
Results: In total, 8,812 KPs comprising MSM (51.6%), FSW (32.7%) and PWID 
(15.7%) were tested during this period. About one-half (46.4%) were young KP 
(15 - 25 years). The majority (76.1%) were male, single (86.1%), almost all (99%) 
had at least primary school level education, and about one-quarter (25.1%) were 
employed. Among MSM, 506 (11.1%) tested positive, 276 (54.5%) were initiated on 
ART, of whom 155 conducted viral load testing and 88 (56.7%) had achieved viral 
suppression (< 1000 copies per milliliter). Among FSW, 88 (3.1%) tested positive, 
only 28 (31.8%) were initiated on ART, of whom 15 conducted viral load testing and 
9 (60%) achieved viral suppression. Among PWID, of 15 (1.1%) who tested positive, 
only 2 (13%) were initiated on ART and none had conducted viral load testing.
Conclusions: The current community-based model shows excellent capacity to 
achieve the first 90 goal among target KP communities. However, linkage to care 
and treatment, adherence, and retention remain significant challenges in achieving 
the second and third nineties at the community level. 
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WEPED1464
Are health systems addressing comorbidities in people living 
with HIV? An assessment of key European HIV guidelines and 
monitoring mechanisms
J.V. Lazarus1,2, K. Safreed-Harmon2, M. Hoekstra2, N. Azzopardi-Muscat3,  
U. Davidovich4, M. Kall5, T. Noori6, J. Anderson7, on behalf of the Health 
Outcomes Beyond Viral Suppression Study Group 
1CHIP, Rigshospitalet, University of Copenhagen, Copenhagen, Denmark, 2Barcelona 
Institute of Global Health (ISGlobal), University of Barcelona, Barcelona, Spain, 
3University of Malta, Faculty of Health Science, Department of Health Services 
Management, Msida, Malta, 4Amsterdam Public Health Service and the Academic 
Medical Center, University of Amsterdam, Amsterdam, Netherlands, 5Public Health 
England, London, United Kingdom, 6European Centre for Disease Prevention and 
Control, Stockholm, Sweden, 7Homerton University Hospital NHS Foundation Trust, 
London, United Kingdom 
Presenting author email: janderson@nhs.net

Background: Widespread access to antiretroviral therapy has brought about major 
reductions in HIV-related morbidity and mortality in much of the WHO European 
Region, but non-AIDS related comorbidities now impose a large burden of disease 
on people living with HIV (PLHIV). It is unclear whether health systems have suf-
ficient information about comorbidity prevention and treatment in PLHIV, or 
whether they are effectively monitoring service delivery issues related to comor-
bidities.
Methods: We selected nine non-AIDS-related comorbidities that are prevalent 
among PLHIV in Europe, based on recent literature. Two researchers independent-
ly used a three-point grading system to assess the extent to which each is addressed 
in the WHO European clinical protocols for HIV (2012), European AIDS Clinical 
Society (EACS) guidelines (2016) and the 2016 Dublin Declaration Questionnaire 
developed by the European Centre for Disease Prevention and Control (ECDC). 
Discrepancies in grades were reviewed by two other researchers and resolved 
through consultation.
Results: The WHO protocols deal only with liver diseases and to some extent de-
pression. EACS guidelines address physical comorbidities in a concise yet compre-
hensive manner, but do not address prevention of neurocognitive and mental health 
issues. The Dublin questionnaire does not ask for information on specific comor-
bidities other than tuberculosis. It does ask if there are “effective systems in place 
to ensure that” PLHIV are linked to care and services in very broadly defined areas, 
such as “mental health” and “chronic disease” (Table 1).

[Table 1. Analysis of how comorbidities are addressed in the WHO/Europe clinical 
protocols for HIV, European AIDS Clinical Society guidelines and the 2016 Dublin 
Declaration Questionnaire]

Conclusions: When revising WHO/Europe and EACS HIV clinical guidelines, 
greater attention to non-AIDS-related comorbidities will help to inform healthcare 
officials and providers about the full range of PLHIV health needs. Likewise, ECDC 
might consider consulting countries on the need to monitor the burden of specific 
comorbidities and to expand the list of specific types of care and services to which 
access is being monitored. 

WEPED1465
Using effective and flexible M&E systems for timely  
and accurate data in HIV/AIDS programming:  
bridging data quality gaps
D. Damba 
Baylor College of Medicine Children’s Foundation, Strategic Planning and Monitoring 
& Evaluation, Kampala, Uganda 
Presenting author email: ddamba@baylor-uganda.org

Background: In the era of “last mile” HIV programming to meet the UNAIDS 90-
90-90 targets, strategies to increase HIV service coverage have been widely advo-
cated for and implemented. However less attention has been given to strengthening 
M&E systems for tracking and decision making. This abstract presents evidence 
based M&E best practices for improved data quality and challenges.
Methods: Baylor Uganda is implementing three HIV/AIDS/TB projects in 266 
health facilities in Uganda. M&E related interventions implemented include; onsite 
training, mentorship, support supervision, M&E financing, provision of data tools, 
computerization, leadership training and human resource support. In 2014, we im-
plemented additional interventions: monthly onsite data review meetings, district 
coordination meetings and data quality improvement projects. In this study 54 sites 
had their M&E systems assessed before (2014) and after additional interventions 
(2016). We reviewed reports, registers and compared reported data versus actual 
count. Open-ended interviews were held with supervisors. Indicators selected to 
assess accuracy were: HIV positive individuals identified, started ART and 12 month 
ART retention. Odds ratios were estimated using SAS 9.2.
Results: Results showed a great improvement in data quality and data use for deci-
sion making as a result of the interventions. Reporting rates increased from 83% 
to 100% and timely reporting from 70% to 95%. The odds of facilities reporting 
accurately after the additional interventions were higher than before by 4.1 times 
(OR=4.1 95%CI, 2.97-7.15), report completeness was higher by 2.3 times (OR=2.3, 
95%CI=1.71-6.19) and consistency was two-fold better (OR=2.12, 95%CI=1.32-
3.74). The average time of generating reports improved from 7-10 days to 1-3 days. 
Ten out of 15 supervisors indicated that they used data to make a decision. The 
proportion of sites that had action plans tracked and updated increased from 25% to 
60%. All facilities had a dedicated person for data management, However sustain-
ability and Irregular supply of data tools were their main challenges.
Conclusions: Scale-able and effective M&E best practices resulted in improved 
data quality and data-use for decision making. Program implementer need to plan 
for prioritized implementation and innovate strategies for sustainability. 
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MOAA01 Hide and Seek: Biology of Reservoirs

MOAA0106LB
Enrichment of the HIV reservoir in CD32+ CD4 T cells occurs 
early and is closely associated with immune checkpoint receptor 
expression
G.E. Martin1, M. Pace1,2, J.P. Thornhill1,3, C. Phetsouphanh1, E. Hopkins1,  
J. Meyerowitz1, N. Nwokolo4, J. Fox5, C. Willberg1,6, P. Klenerman1,6, S. Fidler3,  
J. Frater1,2,6, CHERUB Investigators 
1University of Oxford, Nuffield Department of Medicine, Oxford, United Kingdom, 
2Oxford Martin School, Oxford, United Kingdom, 3Division of Medicine, Wright 
Fleming Institute, Imperial College, London, United Kingdom, 4Chelsea and 
Westminster Hospital, London, United Kingdom, 5Guys and St Thomas’ NHS Trust, 
Department of Genitourinary Medicine and Infectious Disease, London, United 
Kingdom, 6National Institute of Health Research Biomedical Research Centre, Oxford, 
United Kingdom 
Presenting author email: genevieve.martin@ndm.ox.ac.uk

Background: CD32 has been identified as a marker of a substantially enriched HIV 
reservoir. Here we explore the relationship of CD32 expression on CD4 T cells with 
other correlates of reservoir size including time to viral rebound after treatment 
interruption.
Methods: CD32 expression was measured by flow cytometry on PBMCs (n=39) 
and tonsillar tissue (n=1) from individuals who initiated ART during primary HIV 
infection (PHI), and uninfected controls (n=10). Co-expression with immune 
checkpoint receptors (ICRs), lineage, memory and T follicular helper (Tfh) markers 
was measured. HIV DNA was quantified in bulk and sorted CD32+ and CD32- 
populations.
Results: One-year post-ART initiation, the frequency of CD32+ CD4 T cells was 
1.5% (range 0.2-6.4), and did not differ from controls. CD32+ CD4 T cells were 
found predominantly within differentiated memory subsets (transitional, effector 
memory, and TEMRA) compared with CD32- CD4 T cells (all p< 0.001) for HIV+ 
(n=20) and controls. CD32+ CD4 T cells were highly enriched for HIV DNA com-
pared with CD32- cells (average 103-fold, n=6, p=0.03), although CD32 percent-
age did not correlate with reservoir size (n=29). In a subset of individuals (n=19) who 
interrupted ART after 48 weeks, CD32+ CD4% did not predict viral load rebound, 
although all three individuals with persistently undetectable viraemia had CD32+ 
CD4% below the median.
CD32+ CD4 T cells from blood had higher expression of PD-1, Tim-3 and TIGIT 
(all p< 0.0001) and a higher density of CD2 (p=0.001) than CD32- cells in HIV+ 
participants (n=20) and controls. Tonsil CD32+ CD4 T cells (n=1) showed a simi-
lar pattern of memory distribution and ICR expression as the periphery. Although 
tonsillar CD32+ CD4 T cells had higher individual expression of Bcl-6, ICOS and 
CXCR5 than CD32- cells, the co-expression pattern was not consistent with a Tfh 
phenotype.
Conclusions: We confirm the role of CD32 as a marker of the HIV reservoir, and 
show that this may occur early during PHI on more differentiated CD4 T cells and 
is highly co-expressed with ICRs. That expression is similar between HIV+ and HIV- 
individuals suggests that preferential infection or survival of CD32+ cells, rather 
than CD32 up-regulation, is responsible for the observed enrichment. 

MOAB01 Antiretroviral Therapy - ART: Season One

MOAB0105LB
A phase 3 randomized controlled clinical trial of bictegravir 
in a fixed dose combination, B/F/TAF, vs ABC/DTG/3TC in 
treatment-naïve adults at week 48
J. Gallant1, A. Lazzarin2, A. Mills3, C. Orkin4, D. Podzamczer5, P. Tebas6,  
P.-M. Girard7, I. Brar8, E. Daar9, D. Wohl10, J. Rockstroh11, X. Wei12, K. White12,  
H. Martin12, E. Quirk12, A. Cheng12 
1Southwest CARE Center, Santa Fe, United States, 2IRCCS Ospedale San Raffaele 
SrL, Milan, Italy, 3Mills Clinical Research, Los Angeles, United States, 4Barts Health 
NHS Trust, Royal London Hospital, Ambrose King Centre, London, United Kingdom, 
5Hospital Universitari de Bellvitge, Barcelona, Spain, 6University of Pennsylvania, 
Philadelphia, United States, 7Hopital Saint Antoine, Paris, France, 8Henry Ford 
Hospital, Detroit, United States, 9Los Angeles Biomedical Research Institute at 
Harbor-UCLA Medical Center, Torrance, United States, 10University of North Carolina 
at Chapel Hill, Chapel Hill, United States, 11University Hospital Bonn, Bonn, Germany, 
12Gilead Sciences Inc., Foster City, United States 
Presenting author email: jgallant@southwestcare.org

Background: Integrase strand transfer inhibitors (INSTIs) are recommended as 
first-line antiretroviral therapy in combination with 2 nucleoside reverse transcrip-
tase inhibitors. Bictegravir (B), a novel, potent INSTI with a high in vitro barrier 
to resistance and low potential for drug interactions, has been coformulated with 
emtricitabine (F) and tenofovir alafenamide (TAF) as a fixed-dose combination 
(B/F/TAF). We report results from a blinded phase 3 study comparing B/F/TAF to 
coformulated abacavir, dolutegravir, and lamivudine (ABC/DTG/3TC).
Methods: HIV-infected, treatment-naïve, HLA-B*5701-negative, HBV-
uninfected adults with estimated glomerular filtration rate (eGFR) ≥50 mL/min 
were randomized 1:1 to receive blinded treatment with fixed-dose combination 
B/F/TAF (50/200/25 mg) or ABC/DTG/3TC (600/50/300 mg) with match-
ing placebos once daily. The primary endpoint was proportion of participants with 
HIV-1 RNA (VL) < 50 c/mL at W48 (FDA snapshot). Noninferiority was assessed 
through 95.002% confidence intervals (CI) (12% margin). Secondary endpoints 
were safety (adverse events [AEs] and laboratory abnormalities) and pre-defined 
analyses of changes from baseline in bone mineral density (BMD) and measures of 
renal function, including eGFR and proteinuria.
Results: 629 participants were randomized and treated (314 B/F/TAF, 315 ABC/
DTG/3TC): 10% women, 36% Black, 16% VL >100,000 c/mL, 11% CD4 < 200 
cells/mL. Median baseline characteristics: age 32 yrs, CD4 count 444 cells/µL, 
and VL 4.47 log10 c/mL. At W48, B/F/TAF was noninferior to ABC/DTG/3TC, 
with 92.4% on B/F/TAF and 93.0% on ABC/DTG/3TC achieving HIV-1 RNA < 50 
c/mL (difference -0.6%; 95.002%CI -4.8% to 3.6%, p=0.78). No resistance muta-
tions emerged in either group. Comparing B/F/TAF to ABC/DTG/3TC throughout, 
the most common AEs were diarrhea (13%, 13%), headache (11%, 14%), and nau-
sea (10%, 23%). Few participants (0 vs 4 [1%]) had any AEs leading to premature 
study drug discontinuation. At W48, mean % changes from baseline in BMD were 
-0.83% vs. -0.60% (p=0.39) [lumbar spine] and -0.78% vs. -1.02% (p=0.23) [total 
hip]. No differences between treatments were noted in changes from baseline for 
eGFR and proteinuria at W48.
Conclusions: At W48, B/F/TAF achieved virologic suppression in 92.4% of treat-
ment-naïve adults and was noninferior to ABC/DTG/3TC, with no emergent resis-
tance. B/F/TAF was safe and well tolerated with less nausea than ABC/DTG/3TC. 
Bone and renal safety profiles were similar between groups. 

MOAB0106LB
Dual therapy with darunavir/ritonavir plus lamivudine  
for HIV-1 treatment initiation: week 24 results of the 
randomized ANDES study
O. Sued1, M.I. Figueroa1, A. Gun2, W. Belloso3, D. Cecchini4, G. Lopardo5,  
D. Pryluka6, M.J. Rolon1, V. Fink1, S. Perez Lloret7, P. Cahn1 
1Fundacion Huesped, Clinical Research, Buenos Aires, Argentina, 2Fundacion Huesped, 
Laboratory research, Buenos Aires, Argentina, 3Hospital Italiano, Clinical Research, 
Buenos Aires, Argentina, 4Hospital Cosme Argerich, Infectious Diseases Unit, Buenos 
Aires, Argentina, 5Centro de Estudios Infectologicos SA (CTD Stamboulian), Buenos 
Aires, Argentina, 6Consultorio Infectológico Dr. Pryluka, Buenos Aires, Argentina, 
7Institute of Cardiology Research , University of Buenos Aires, National Research 
Council (CONICET-ININCA), Buenos Aires, Argentina 
Presenting author email: omar.sued@huesped.org.ar

Background: Following the results of the GARDEL trial, dual therapy (DT) has 
been explored in different studies. Generic fixed dose combinations (FDC) of 
Darunavir/ritonavir (DRV/rtv) 800/100 mg and Tenofovir/Lamivudine(TDF/3TC) 
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are available in Argentina. This study compares DRV/rtv plus 3TC to standard-of 
care triple therapy (TT) based on these same drugs plus Tenofovir (TDF).
Methods: ANDES is a randomized, open-label, phase IV study, designed to as-
sess the antiviral efficacy, safety and tolerability of DT with DRV/rtv (800/100 
mg) FDC, plus 3TC (300 mg), compared to TT with DRV/RTV (800/100 mg) 
plus TDF/3TC (300/300mg) FDC in treatment-naïve HIV-1 infected patients. 
Primary endpoint: proportion of patients with viral load (pVL) <50 copies/mL at 
week 48. Preplanned analyses at week 24, measured by the proportion of patients 
with pVL <400 copies/mL (ITT-exposed analysis, FDA snapshot algorithm) are re-
ported. ClinicalTrials.gov Identifier:NCT02770508.
Results: Out of 182 patients screened, 145 were randomized to receive: DT (n:75) 
or TT (n:70). Screening failure rate 20%. At baseline: 91% were male; median age 
30 years; CDC stage A: 92%; 24% had pVL >100,000 copies/mL. At week 24, 
94.7% (n:71) of patients receiving DT and 97.1% (n:68) receiving TT were respond-
ers (pVL < 400 copies/mL), difference -2.5 % (95% CI:-7.9-2.9) Patients with 
baseline pVL >100,000 copies/mL (n:35) showed 100% response in both arms. 
One patient had virological failure at W24 due to non-compliance (control arm). 
Mean CD4+ increases were similar in both arms (DT=206 cells/mm3; TT=204 
cells/mm3).Sixty-seven grade 2-3 possible/probable related adverse events (AEs) 
were reported in 51 patients (36%), most frequent were gastrointestinal (22%) and 
rash (14%). AEs incidence was similar in both arms; one patient was discontinued 
due to a drug-related grade 3 adverse event (rash).
Conclusions: A generic combination of DRV/RTV in fixed-dose plus 3TC showed 
non-inferiority to a generic triple drug regimen of DRV/RTV plus TDF/3TC at 24 
weeks. These results, if confirmed at week 48, may provide further evidence about 
the potential efficacy of dual therapy based on 3TC and a drug with a high genetic 
barrier. 

MOAD01 What’s Different about Differentiated  
                   Care and Service Delivery?

MOAD0106LB
Retention in community versus clinic-based adherence  
clubs for stable ART patients in South Africa: 24 month  
final outcomes from a randomized controlled trial
C. Hanrahan1, S. Schwartz1, V. Keyser2, M. Mudavanhu2, N. West1, L. Mutunga2,  
J. Steingo2, J. Bassett2, A. Van Rie3 
1Johns Hopkins Bloomberg School of Public Health, Epidemiology, Baltimore, 
United States, 2Witkoppen Health and Welfare Centre, Johannesburg, South Africa, 
3University of Antwerp, Antwerp, Belgium 
Presenting author email: chanrah1@jhu.edu

Background: Adherence clubs, where groups of 25-30 patients stable on antiret-
roviral therapy (ART) meet for counselling and medication pick-up, is an innovative 
model to retain patients in care and facilitate task-shifting. Adherence clubs can be 
organized at a clinic or community venue. We performed a randomized controlled tri-
al to compare club retention between community and clinic-based adherence clubs.
Methods: Stable patients with undetectable viral load at Witkoppen Clinic in 
Johannesburg, South Africa, were randomized to a clinic- or community-based 
adherence club. Clubs were held every other month. All club participants received 
annual viral load monitoring and medical exam at the clinic. Patients were referred 
back to standard clinic-based care if they missed a club visit without ART pickup 
within 5 days, had two consecutive late ART pickups, developed a comorbidity 
requiring closer monitoring, or had viral rebound. We assessed the proportion re-
ferred back to routine care by 24 months following randomization.

[Figure]

Results: From February 2014-May 2015, we randomized 775 adults into 12 pairs of 
clubs—376 (49%) clinic-based, and 399 (51%) community-based. Characteristics 
were similar by arm: 65% female, 89% on fixed-dose combination ART, and me-
dian CD4 count of 506 cells/mm3. The proportion referred back to standard clinic-
based care was greater among community-based (47%, n=191) compared to clinic-
based clubs (37%, n=140, p=0.003) (Figure). 
Adjusted for age, gender, employment and baseline CD4 count, community-based 
club participants had an increased risk of loss from club (aHR 1.43, 95% CI:1.15-
1.79, p=0.001). Main reasons for return to clinic-based care were missing ART 
pickup (59%, n=198) or pregnancy (11%, n=36), and were similar by arm. Among 
those referred to standard care, 63% and 80% made a visit within 60 and 90 days 
respectively of their last club visit.
Conclusions: By two years, drop-out from adherence club participation was high 
(43%) and higher among community-based compared to clinic-based clubs. 

MOAX01 Just Do It Yourself: Preferences and  
                  Performances of HIV Self-testing

MOAX0105LB
HIV self-testing among female sex workers in Zambia:  
a randomized controlled trial
M. Chanda1, K. Ortblad2, M. Mwale1, S. Chongo1, C. Kanchele1, N. Kamungoma1, 
A. Fullem3, C. Dunn3, L. Barresi2, G. Harling2, T. Bärnighausen2,4,5, C. Oldenburg6 
1John Snow, Inc, Lusaka, Zambia, 2Harvard T.H. Chan School of Public Health, Boston, 
United States, 3John Snow, Inc, Boston, United States, 4University of Heidelberg, 
Heidelberg, Germany, 5Africa Health Research Institute, Somkhele, South Africa, 
6University of California, San Francisco, F.I. Proctor Foundation, San Francisco, 
United States 
Presenting author email: catherine.oldenburg@ucsf.edu

Background: HIV self-tests (HIVST) may help increase HIV testing coverage to 
meet the 90-90-90 target in female sex worker (FSW) populations. We report the 
results of a randomized controlled trial of HIVST among FSW in Zambia.
Methods: Trained peer educators in Kapiri, Chirundu, and Livingstone, Zambia each 
recruited 6 FSW participants. Peer educator-FSW groups were randomized to: 1) 
direct distribution of an oral HIVST from the peer educator, 2) distribution of a 
coupon for an oral HIVST available from a health clinic/pharmacy, or 3) referral 
to standard HIV testing. HIVST-arm participants received one HIVST at baseline 
and another three months later. Participants completed baseline, month-1, and 
month-4 questionnaires.
Results: 965 participants were enrolled between September-October 2016; 20% 
had never tested for HIV. 98.3% of direct distribution arm participants reported 
using their HIVST at month-1, compared to 86.3% in the coupon arm (P=0.001); 
this difference had disappeared by month-4. There was no significant difference 
in reported past-month testing for HIV at month-1 or month-4, although rates 
were highest for the direct arm at both timepoints. At month-1, 94.9%, 84.4% and 
88.5% of direct-, coupon- and standard-arm participants reported testing in the 
past month (P=0.10 direct vs. standard, P=0.29 coupon vs. standard). At month-4, 
past-month testing coverage was 84.1%, 79.8% and 75.1% (P=0.11 direct vs. stan-
dard, P=0.42 coupon vs. standard). 
Of 144 participants reporting a positive HIV test at month-1, 51.0% and 52.8% in 
direct- and coupon-arm participants reported linking to care, compared to 74.6% 
in the standard arm (P=0.07 direct, P=0.12 coupon). At month-4, of 235 partici-
pants reporting a positive test, 71.6%, 76.6% and 85.7% of direct-, coupon-, and 
standard-arm participants reported linking (P=0.13 direct, P=0.17 coupon). Three 
cases of HIVST-related intimate-partner violence (IPV) were reported, despite 
60% of participants reporting IPV in the previous year.
Conclusions: HIVST provision via peer educators to Zambian FSW led to high test 
uptake and rapid linkage to care, including amongst those who had never previously 
tested, without a significant increase in IPV. HIVST should be considered as part of 
an intervention package to maximize HIV protection for FSW populations. 
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MOAX0106LB
Performance and usability of INSTI, a blood-based rapid HIV 
self test for qualitative detection of HIV antibodies in intended 
use populations in Kenya
M. Mwau, L. Achieng, P. Bwana 
Kenya Medical Research Institute, Nairobi, Kenya 
Presenting author email: mmwau@kemri.org

Background: HIV self testing is rapidly gaining acceptance as an effective method 
to reach undiagnosed individuals in sub-Saharan Africa, however there is very little 
documented data on performance of blood-based self tests in diverse intended-
use populations. The self testing concept was approved in Kenya in 2015, but no 
products were available.
Methods: The Kenya Medical Research Institute (KEMRI) completed a study of 
the blood-based 60-second INSTI HIV Self Test to measure its performance, us-
ability and readability in 688 consenting adults with broad demographic diversity, 
from Matayos, Bumutiru, Khunyangu, Aterait and Asinge villages in Busia County, 
Western Kenya. All subjects participated in the performance study, comparing INSTI 
results to 4th generation EIA results from venous blood collected from each subject. 
Portions of the study subjects also participated in qualitative usability and readability 
studies to assess label comprehension, ease of use and result interpretation. 
The study was conducted between 22nd March and 11th April 2017, under ethics 
approval by the KEMRI Ethical Review Committee.
Results: Compared to the bioelisa HIV-1+2 Ag/Ab (Biokit S.A., Barcelona, Spain) 
EIA test, the specificity of the INSTI HIV Self test was 99.26% and sensitivity was 
98.51%. Negative predictive value was 98.89% and positive predictive value was 
99.00% for the study population. From the 350 subjects in the usability study, 
98.00% found the test instructions easy to follow; 99.71% successfully added the 
blood droplet into INSTI bottle 1; 97.71% indicated willingness to use the test again; 
and 98.29% would recommend the kit to a partner. For the 91 subjects in the read-
ability study, 100% correctly interpreted the positive, negative and invalid results, 
while 65.93% were unsure how to interpret the weak positive result.
Conclusions: INSTI is unique for its use of a “hanging” fingerstick blood drop, with-
out the need for a collection device. This first field study of such a fingerstick blood-
based self test provides strong evidence that the INSTI HIV Self Test is accurate, 
acceptable and easy to use by self testers with diverse backgrounds in sub-Saharan 
Africa. Modifications to the kit instructions to include a visual of a weak positive 
result would provide a more consistent interpretation. 

MOAX02 Co-Chairs’ Choice

MOAX0201LB
A randomized controlled trial for the treatment of HIV-
associated cryptococcal meningitis in Africa: oral fluconazole 
plus flucytosine or one week amphotericin-based therapy vs two 
weeks amphotericin-based therapy. The ACTA Trial
S. Molloy1, C. Kanyama2, R. Heyderman3,4,5, A. Loyse1, C. Kouanfack6,  
D. Chanda7, S. Mfinanga8, E. Temfack9,10, S. Lakhi11, S. Lesikari8, A. Chan12,  
N. Stone1,7, N. Kalata4,5, N. Karunaharan1,7, K. Gaskell4,5, M. Peirse4,5, J. Ellis4,5,  
C. Chawinga2, S. Lontsi6, J.-G. Ndong6, P. Bright7,12, D. Lupiya12, T. Chen13,  
J. Bradley14, J. Adams1, C. van der Horst2,15, J.J. van Oosterhout12, V. Sini6,  
Y.N. Mapoure9, P. Mwaba7, T. Bicanic1, D. Lalloo13, D. Wang13, M. Hosseinipour2,15,  
O. Lortholary10,16, S. Jaffar13, T. Harrison1, ACTA Trial Study Team 
1St George’s University of London, Centre for Global Health, Institute for Infection 
and Immunity, London, United Kingdom, 2UNC Project, Kamuzu Central Hospital, 
Lilongwe, Malawi, 3University College London, London, United Kingdom, 4Malawi-
Liverpool-Wellcome Trust Clinical Research Programme, Blantyre, Malawi, 5College of 
Medicine, Queen Elizabeth Hospital, Blantyre, Malawi, 6Hopital Central Yaounde/Site 
ANRS Cameroun, Yaounde, Cameroon, 7Institute for Medical Research and Training, 
University Teaching Hospital, Lusaka, Zambia, 8National Institute Medical Research, 
Muhimbili Medical Research Centre, Dar Es Salaam, Tanzania, United Republic of, 
9Douala General Hospital, Douala, Cameroon, 10Paris Descartes University/Institut 
Pasteur, Paris, France, 11University Teaching Hospital, Lusaka, Zambia, 12Dignitas 
International, Zomba Hospital, Zomba, Malawi, 13Liverpool School of Tropical Medicine, 
Liverpool, United Kingdom, 14London School of Hygiene and Tropical Medicine, London, 
United Kingdom, 15University of North Carolina, Chapel Hill, United States, 16Necker 
Pasteur Center for Infectious Diseases and Tropical Medicine, Paris, France 
Presenting author email: smolloy@sgul.ac.uk

Background: Cryptococcal meningitis (CM) accounts for 10-20% of HIV-related 
deaths and >100,000 deaths/year. Amphotericin (AmB) plus flucytosine for 2 
weeks is considered the gold standard but is unavailable in resource-limited settings 
where fluconazole treatment predominates.

Methods: Based on phase II studies, we tested, against 2 weeks AmB-based treat-
ment, 2 new strategies, which could be sustainable in Africa, and more effective 
than fluconazole: optimized oral therapy of high dose fluconazole plus flucytosine, 
and short (1 week) induction with AmB-based treatment. In the AmB arms we com-
pared fluconazole and flucytosine as adjunctive treatments. 
Between 2013 and 2016, 721 participants from 9 centres in Malawi, Zambia, 
Cameroon, and Tanzania with first-episode CM were randomized to: 
Oral (238): fluconazole (1200mg/day) plus flucytosine (100mg/kg/day) for 2 
weeks.
1-week (240): AmB (1mg/kg/d), plus fluconazole (1200mg/day), or flucytosine 
(100mg/kg/day) (ratio 1:1), for 7 days. Days 8-14, fluconazole 1200mg/day.
2-weeks (243): AmB (1mg/kg/d) plus fluconazole (1200mg/day), or flucytosine 
(100mg/kg/day) (ratio 1:1), for 14 days.
After 2 weeks, all received standard fluconazole consolidation. ART was started, or 
restarted, at 4 weeks, and patients followed-up to 10 weeks.
Results: Only 4 participants were lost-to-follow-up. Mortality at 2 and 10 weeks for 
oral, 1-week, and 2-weeks was 18%, 22%, 21%, and 35%, 36%, 40%, respectively. 
The upper 1-sided 95%CI limits for the difference in mortality comparing oral and 
1-week against 2 weeks AmB-based treatment (primary endpoint) were 3.0% and 
6.8%, below the pre-specified 10% non-inferiority margin. Hazard ratios (95%CI) 
were 0.82 (0.54-1.25) and 1.01 (0.68-1.51) at 2, and 0.83 (0.61-1.13) and 0.89 
(0.66-1.21) at 10 weeks, for oral and 1-week vs 2-weeks, respectively. As adjunc-
tive treatment with AmB, flucytosine was superior to fluconazole [HR(95%CI): 
1.62(1.19-2.20) p=0.002]. One week AmB plus flucytosine had the lowest 10-
week mortality (24%), significantly lower than all other AmB arms [HR(95%CI): 
0.56(0.35-0.91) comparing 1-week with 2-weeks AmB plus flucytosine]. Side ef-
fects were more frequent with 2 weeks AmB than with 1 week AmB, or oral therapy.
Conclusions: One week AmB plus flucytosine and the oral combination provide 
safe, effective and sustainable induction therapy in resource-limited settings. 
Flucytosine should be made widely available for treatment of cryptococcosis. 

MOAX0202LB
Dolutegravir / tenofovir / emtricitabine (DTG/TDF/FTC) 
started in pregnancy is as safe as efavirenz / tenofovir / 
emtricitabine (EFV/TDF/FTC) in nationwide birth outcomes 
surveillance in Botswana
R. Zash1,2,3, D. Jacobson4, G. Mayondi3, M. Diseko3, J. Makhema3, M. Mmalane3, 
T. Gaolathe3, C. Petlo5, L. Holmes6, M. Essex2,3, S. Lockman2,3,7, R. Shapiro2,3 
1Beth Israel Deaconess Medical Center, Division of Infectious Diseases, Boston, United 
States, 2Harvard TH Chan School of Public Health, Boston, United States, 3Botswana 
Harvard AIDS Institute Partnership, Gaborone, Botswana, 4Harvard TH Chan School 
of Public Health, Center for Biostatistics in AIDS Research, Boston, United States, 
5Ministry of Health, Gaborone, Botswana, 6Massachusetts General Hospital for 
Children, Boston, United States, 7Brigham and Women’s Hospital, Boston, United States 
Presenting author email: rzash@bidmc.harvard.edu

Background: Global rollout of DTG-based antiretroviral therapy (ART) has been 
hampered by lack of safety data in pregnancy.
Methods: We captured birth outcomes data at 8 government hospitals through-
out Botswana (~45% of all deliveries) starting August 2014. In 2016, Botswana 
changed first-line ART from EFV/TDF/FTC to DTG/TDF/FTC, including for 
pregnant women. This analysis included women initiating either EFV/TDF/FTC 
(delivered August 2014 to August 2016) or DTG/TDF/FTC (delivered November 
2016 to April 2017) during singleton pregnancy. Outcomes included combined 
endpoints of any adverse outcome (stillbirth, preterm birth [< 37 weeks], small for 
gestational age (SGA)[< 10th% weight-for-gestational age], or neonatal death [< 
28 days]) and severe adverse outcomes (stillbirth, neonatal death, very preterm 
birth [< 32 weeks] and very SGA [< 3rd% weight-for-gestational age]). We fit log-
binomial regression models, controlling for maternal age, gravidity and education, 
to estimate adjusted risk ratios (aRRs). Congenital abnormalities were detected by 
maternity nurse surface exam.
Results: Maternal characteristics were similar for women starting DTG/TDF/FTC 
(N=845) or EFV/TDF/FTC (N=4593), including age, education, occupation, par-
ity, alcohol/tobacco use, history of adverse birth outcome, delivery site, gestational 
age at presentation for antenatal care, and CD4 cell count. ART was initiated at 
median [IQR] 19 [15, 25] weeks gestation for DTG/TDF/FTC and 21 [16, 27] for 
EFV/TDF/FTC. There were no significant differences in stillbirth, neonatal death, 
preterm or very preterm birth, SGA or very SGA by regimen (Table 1). Comparisons 
of any adverse birth outcome (aRR 1.0, 95%CI 0.9,1.1) and severe outcomes (aRR 
1.0, 95%CI 0.8,1.2) were similar by regimen. Among 512 first-trimester ART initia-
tions (116 DTG/TDF/FTC, 396 EFV/TDF/FTC), one major congenital abnormality 
was identified (skeletal dysplasia in an EFV-exposed infant).
Conclusions: Adverse birth outcomes were similar for DTG-based ART and EFV-
based ART when started during pregnancy. Further studies are needed to deter-
mine the safety of DTG exposure from conception. 
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Tenofovir/
emtricitabine/ 

DOLUTEGRAVIR 
(DTG/TDF/FTC) 

N=845

Tenofovir/
emtricitabine/ 
EFAVIRENZ 

(EFV/TDF/FTC) 
N=4593

Adjusted Relative 
Risk (95% CI) 

DTG/TDF/FTC vs. 
EFV/TDF/FTC

Any Adverse Outcome 291 (34.4%) 1606 (35.0%) 1.0 (0.9,1.1)

Severe Adverse Outcome 92 (10.9%) 519 (11.3%) 1.0 (0.8,1.2)

Stillbirth 18 (2.1%) 105 (2.3%) 0.9 (0.6,1.5)

Neonatal Death (<28 days) 11 (1.3%) 60 (1.3%) 1.0 (0.5,1.9)

Preterm Birth (<37 weeks) 149 (17.8%) 844 (18.5%) 1.0 (0.8,1.1)

Very Preterm Birth (<32 weeks) 35 (4.2%) 160 (3.5%) 1.2 (0.8,1.7)

Small for Gestational Age (<10th 
%tile weight for gestational age)

156 (18.7%) 838 (18.5%) 1.0 (0.9,1.2)

Very Small for Gestational 
Age (<3rd %tile weight for 
gestational age)

51 (6.1%) 302 (6.7%) 0.9 (0.7,1.2)

[Birth Outcomes by regimen started in pregnancy]

MOAX0203LB
Weekly oral MK-8591 protects male rhesus macaques against 
repeated low dose intrarectal challenge with SHIVC109P3
M. Markowitz1, A. Gettie1, L. St. Bernard1, H. Mohri1, C.D. Andrews1, A. Horowitz1, 
J. Blanchard2, B. Grasperge2, L. Sun3, K.L. Filigrove3, D.J. Hazuda3, J.A. Grobler3 
1Aaron Diamond AIDS Research Center, Rockefeller University, New York, United 
States, 2Tulane National Primate Research Center, Covington, United States, 3Merck 
Sharp and Dhome, Kenilworth, United States 
Presenting author email: mmarkowitz@adarc.org

Background: MK-8591 (4’-Ethynyl-2-Fluoro-2’-Deoxyadenosine; EFdA) is a po-
tent and long-acting nucleoside RT translocation inhibitor (NRTTI) in clinical de-
velopment for the treatment of HIV-1 infection. Single 10 mg doses of MK-8591 
resulted in suppression of viremia in HIV-1 infected patients for at least 10 days as 
have weekly doses of 3.9 mg/kg or greater in SIV-infected rhesus macaques (RM).
Methods: Two groups of 8 male RM were given 5 mL/kg of 10% Tween80 with 
(treated) or without (placebo) 3.9 mg/kg MK-8591 by oral gavage on day 0, day 
7 and weekly thereafter for a maximum of 14 doses or until SHIV infection was 
confirmed. All animals were challenged intrarectally (IR) with 1 ml of 50 TCID50 of 
SHIVC109P3, a viral stock derived from the third passage in RM of the molecular 
clone SHIVC109F.PB4, which contains an HIV Env initially derived from a newly 
HIV-infected Zambian. Challenges occurred on day 6 and weekly thereafter for a 
maximum of 12 challenges or until infection was confirmed. Prior to weekly chal-
lenge, blood was drawn to determine infection status and drug levels. Infection was 
confirmed by real-time RT PCR amplification of viral gag sequences in plasma on 
2 consecutive samples. Proviral DNA was measured by PCR and virus-specific an-
tibody responses were assessed. Intracellular levels of MK-8591-triphosphate (TP) 
were measured by LC/MS/MS.
Results: All placebo animals became infected after 1-4 challenges (median 1, mean 
2). All treated animals remained uninfected after 12 challenges and were followed 
through week 24 without evidence of infection as determined by the absence of 
plasma viremia, proviral DNA and seroconversion. MK-8591-treated macaques had 
a 41.5-fold lower risk of infection (95% C.I 7.3, 237.9) compared with placebo ma-
caques (p<0.0001, log-rank test). Mean trough concentrations of the active MK-
8591-TP at the time of challenge were 4.07 mM (range: 2.26-5.17) and compare 
favorably with the level achieved by a weekly oral dose of 10mg in HIV-1-infected 
humans.
Conclusions: MK-8591 is a potent NRTTI that completely protected against re-
peated low-dose IR challenge in this SHIVC109P3/RM model with intracellular 
active drug concentrations readily achieved in humans. These results support the 
potential use of MK-8591 for HIV prophylaxis. 

MOAX0204LB
Substantial progress in confronting the HIV epidemic  
in Swaziland: first evidence of national impact
R. Nkambule1, H. Nuwagaba-Biribonwoha2, Z. Mnisi1, T.T. Ao3, C. Ginindza4,  
Y.T. Duong5, H. Patel6, S. Saito5, N.M. Philip5, K. Brown6, C. Draghi7,  
A.C. Voetsch6, K. Mabuza8, A. Zwane4, R. Sahabo2, V. Okello1, T. Dobbs6,  
B. Parekh6, C. Ryan3, J. Justman5 
1Ministry of Health - Swaziland, Mbabane, Swaziland, 2ICAP at the Columbia 
University, Mailman School of Public Health, Mbabane, Swaziland, 3U.S. Centers for 
Disease Control and Prevention/ U.S. President’s Emergency Fund for AIDS Relief 
(PEPFAR), Mbabane, Swaziland, 4Central Statistics Office, Mbabane, Swaziland, 
5ICAP at the Columbia University, Mailman School of Public Health, New York, 
United States, 6U.S. Centers for Disease Control and Prevention, Center for Global 
Health, Division of Global HIV/AIDS, Atlanta, United States, 7Association of Schools 
and Programs of Public Health, Washington, United States, 8National Emergency 
Response Council on HIV/AIDS (NERCHA), Mbabane, Swaziland 
Presenting author email: j j2158@columbia.edu

Background: Swaziland has the highest national HIV incidence and prevalence 
in the world. In response, the Swazi government extensively scaled-up national 
HIV prevention and treatment services. The 2016-17 Population HIV Impact 
Assessment (PHIA) Swaziland HIV Incidence Measurement Survey (SHIMS2) 
provides the first measure of the impact of national HIV programs scale-up on the 
epidemic’s trajectory since the previous SHIMS1 survey conducted in 2011.
Methods: A nationally representative sample of individual ≥15 years (y) underwent 
household-based, rapid HIV testing from August 2016-March 2017. All HIV-
positive samples were tested for HIV RNA and limiting antigen (LAg) Avidity. 
WHO criteria for HIV incidence estimates were used (LAg < =1.5 ODn and HIV 
RNA >1000 copies/ml). Viral load (VL) suppression (VLS) was defined as < 1000 
copies/ml. Weighted measures of national HIV incidence, HIV prevalence, and 
population VL (among all HIV+, regardless of HIV knowledge or ART use) were 
compared with SHIMS1 results among adults 18-49 year. 

[Table. HIV incidence, prevalence, and viral load suppression among adults 18-49 years 
in SHIMS2, 2016-17 and SHIMS1, 2011]

Results: A total of 10,934 participants ≥15y were tested, 3,003 tested HIV+, 
with HIV prevalence [95% Confidence Interval] of 27.0% [25.7, 28.3], and HIV 
incidence of 1.36% [0.92, 1.81]. Among adults 18-49y incidence was 1.39% [0.83, 
1.94], a 44% decrease from the 2011 incidence estimate of 2.48% [1.96, 3.00]. 
Adult HIV incidence was higher among women 1.95% [1.04, 2.84] than men 0.86% 
[0.23, 1.48], with 38% and 53% decreases in women and men, respectively, from 
2011. VLS among all HIV+ participants was 73.1% [71.3, 75.0]. Among HIV+ adults 
18-49y, VLS was 71.3% [69.0, 73.5], a two-fold increase from the 2011 VLS of 
34.8% [33.4, 36.2].
Conclusions: Since 2011, VLS prevalence in Swaziland has doubled and national 
HIV incidence has decreased by nearly half. These remarkable findings in a high 
prevalence setting provide the first direct measure of the national impact of ex-
panded HIV prevention and treatment programs. Sustaining these achievements 
will be paramount to Swaziland’s success in curbing its severe HIV epidemic. 
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MOAX0205LB
Safety and efficacy of long-acting CAB and RPV  
as two drug IM maintenance therapy: LATTE-2 week  
96 results
J. Eron1, D. Margolis2, J. Gonzalez-Garcia3, H.-J. Stellbrink4, Y. Yazdanpanah5,  
D. Podzamczer6, T. Lutz7, J.B. Angel8, G.J. Richmond9, B. Clotet10, F. Gutierrez11, 
L. Sloan12, K.C. Sutton2, D. Dorey13, K.Y. Smith2, P.E. Williams14, W.R. Spreen2 
1University of North Carolina at Chapel Hill, Division of Infectious Diseases, Chapel 
Hill, United States, 2ViiV Healthcare, Research Triangle Park, United States, 3Hospital 
Universitario La Paz/IdiPAZ, Madrid, Spain, 4ICH-Hamburg, Hamburg, Germany, 
5Hôpital Bichat Claude Bernard, Paris, France, 6Ciudad Sanitaria y Universitaria 
de Bellvitge, Barcelona, Spain, 7Infektiologikum, Frankfurt, Germany, 8The Ottawa 
Hospital, Ottawa, Canada, 9Broward General Medical Center, Fort Lauderdale, United 
States, 10Hospital Germans Trias i Pujol, UAB, UVIC-UCC, Badalona, Spain, 11Hospital 
General de Elche & Universidad Miguel Hernández, Alicante, Spain, 12North Texas 
Infectious Disease Consultants, Dallas, United States, 13GlaxoSmithKline, Missisauga, 
Canada, 14Janssen Research and Development, Beerse, Belgium 
Presenting author email: joseph_eron@med.unc.edu

Background: Long-acting (LA) injectable nanosuspensions of cabotegravir (CAB) 
and rilpivirine (RPV) are being developed. At the LATTE-2 W32 primary endpoint, 
response rates were statistically comparable between injectable every 4 weeks 
(Q4W), injectable every 8 weeks (Q8W) LA arms and daily oral CAB 30 mg + 
ABC/3TC (PO) dosing.
Methods: Phase 2b, multicenter, parallel group, open-label study in ART-naïve 
HIV infected adults. Patients with plasma HIV-1 RNA <50 c/mL during the 20-
week Induction Period on once daily oral CAB + ABC/3TC were randomized 2:2:1 
to IM CAB LA + RPV LA Q4W, Q8W or PO in the Maintenance Period (MP). 
Evaluations included; antiviral activity < 50 c/mL (FDA snapshot analysis), protocol 
defined virologic failure (PDVF), and safety at the pre-specified W96 secondary 
endpoint in MP (ITT-Maintenance Exposed (ME)).

[Table]

Results: 309 patients were enrolled (ITT-Exposed): 91% male, 20% non-white, and 
19%>100,000 c/mL HIV-1 RNA. 286 patients were randomized into the MP. At 
W96, 94% (Q8W), 87% (Q4W) and 84% (PO) remained suppressed (ITT-ME). 
Three ME patients had PDVF through W96; two Q8W (one at W4 and one at W48 
with NNRTI/INI mutations) and one PO at W8. SAEs occurred in 10% (Q8W), 
10% (Q4W) and 13% (PO) patients, none were drug related. Excluding injection 
site reactions (ISRs), 2% (Q8W) 4% (Q4W) and 2% (PO) reported drug-related 
AEs ≥ grade 3. Only two patients had ISRs leading to discontinuation through W96. 
Majority of ISRs were mild/moderate pain and discomfort with < 1% of ISRs clas-
sified severe. Emergent lab abnormalities ≥ Grade 3 occurred in 19% (Q8W), 29% 
(Q4W) and 21% (PO).

Conclusions: LA injectable 2-drug therapy given either Q8W or Q4W IM dem-
onstrated high rates of virologic response and was well tolerated through 96 weeks. 
Difference in virologic success between Q8W and Q4W is primarily due to non-
virologic reasons. Phase 3 studies are evaluating Q4W dosing. 

MOAX0206LB
Treatment of chronic hepatitis C genotype 1, 2 and 4  
in patients with or without HIV and living in Central  
or West Africa: the TAC ANRS 12311 trial
K. Lacombe1, R. Moh2, C. Chazallon3, J. Lecarrou3, B. Sylla4, M. Lemoine5,  
C. Kouanfack6, L. Ciaffi6, F. Fadiga2, N. Rouveau7, J. Gozlan8, M. Seydi9, V. Cissé8, 
C. Danel2, P.M. Girard1, A. Attia10, and the TAC ANRS 12311 study group 
1Inserm UMR-S1136, Université Paris VI - APHP, Paris, France, 2MEREVA, PACCI, 
Abidjan, Cote D’Ivoire, 3ISPED, Bordeaux, France, 4IMEA, Paris, France, 5Imperial 
College, London, United Kingdom, 6Hôpital Central, Site ANRS, Yaoundé, Cameroon, 
7ANRS, Paris, France, 8Service de Virologie, Hôpital St Antoine, APHP, Paris, France, 
9Service de Maladies Infectieuses - CRCF, Hôpital Fann, Dakar, Senegal, 1010Service 
d’Hépatologie, CHU Yopougon, Abidjan, Cote D’Ivoire  

Background: With the advent of highly effective direct antiviral agents against 
chronic hepatitis C (CHC) and the recent World Health Organization commit-
ment, HCV elimination has become realistic. However, in sub-Saharan Africa 
(SSA) the HCV epidemic remains a neglected issue and access to care and treat-
ment is almost inexistent. The TAC ANRS 12311 trial is an international multicenter 
open label trial aimed to assess the feasibility, efficacy and safety of q combination 
of interferon-free DAA in HCV-infected patients in the SSA setting.
Methods: Adult patients with treatment-naïve CHC were recruited in Senegal, 
Côte d’Ivoire and Cameroon. Patients without decompensated cirrhosis received 
a 12 week-combination of sofosbuvir plus weight-based ribavirin (SOF+RBV) if in-
fected with genotype (GT) 2 or sofosbuvir/ ledipasvir (SOF+LDV) if infected with 
GT1 or 4. This trial included 120 participants (40 per GT). We present here the 
outcomes in the first 110 participants (GT-1, n=33; GT-2, n=40; GT-4, n=37).
Results: Among the participants (male 55%, median age 58 years [IQR 48-63], 
median plasma HCV-RNA 6.0 logIU/mL [IQR 5.5 -6.5]), 32 were HIV-coinfected 
(median CD4: 624/mm3, IQR 442-844), all with plasma HIV-RNA< 200 copies/
Ml. Eleven patients were cirrhotic (APRI score>2). All but one patient completed 
the 12-week treatment course, and the remaining one discontinued treatment for 
personal reason (travel abroad). No patient died or was lost to follow-up. No severe 
adverse event occurred. Four patients had a haemoglobin decrease between 85 and 
100 g/L, and two had a consequent reduction of RBV dosage. HCV-RNA was mea-
sured at week 24 (documenting SVR12) and 98/110 (89%) had undetectable viral 
load (threshold of detectability 12 or 25 IU/mL): 29 (88%) in GT-1, 36 (90%) in GT-
2, and 33 (89%) in GT-4. Three out of 12 failing patients were cirrhotic at baseline. 
Viral strains of failing patients are currently been sequenced.
Conclusions: In this interim analysis, HCV treatment appeared to be feasible, safe 
and effective in sub-Saharan Africa including in HIV co-infected patients. With the 
growing access to HCV drugs at generic price worldwide, it is time to prompt scaling 
up of HCV care and management in Africa. 
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TUAA0106LB
Efficacy of epithelial stem cell-based AIDS vaccine to induce 
mucosal immune responses offering protection against SIV 
challenge in macaques
M.-C.E. Gauduin1, R. White1, J. Garcia1, P. Kozlowski2, P. Blancou3, P. Frost4 
1Texas Biomedical Research Institute, Virology and Immunology, San Antonio, United 
States, 2Louisiana State University Health Sciences Center, New Orleans, United 
States, 3University of Nice-Sophia Antipolis, Valbonne, France, 4Southwest National 
Research Center, San Antonio, United States 
Presenting author email: mcgauduin@txbiomed.org

Background: A key obstacle limiting the development of an effective AIDS vaccine 
is the inability to deliver antigen for a sufficient period of time resulting in weak 
and transient protection. HIV transmission occurs predominantly across mucosal 
surfaces; therefore an ideal vaccine strategy would be to target HIV at mucosal 
entry sites to prevent infection.
Methods: We developed a SIV single cycle vaccine under the control of the involu-
crin promoter (pINV-SIVsc), which was tested for its ability to drive SIV expression 
in terminally differentiated epithelial cells, induce mucosal immune response, and 
offer better protection against SIV challenge. A total of 20 naïve young Rhesus ma-
caques were selected (10/20 expressed MHC class I Mamu-A*01 allele). The pINV-
SIVsc vaccine was administrated intravaginal (n=12) at week 0. Animals were moni-
tored overtime for specific immune responses in blood and various tissues (n=4). 
Eight animals were challenged at week 12 (n=4) or at week 24 (n=4) using repeated 
pathogenic SIVmac239 and monitored for specific immune responses in blood and 
various tissues. Eight additional animals were infected with repeated SIVmac239, 
and served as unvaccinated Controls. Complementary approaches were used to 
characterize SIV-specific immune responses in blood, vaginal secretions, LN, and 
vaginal biopsies collected at various times.
Results: This vaccine induced strong mucosal IgA and IgG responses and specific T 
cells expressing a4ß7 homing to the mucosa. Repeated challenges revealed signifi-
cant delay and lower viremia with 3-4 logs reduction at peak, 4-5 logs-reduction at 
set-point, and undetectable viremia by week 10-14 post-SIV in vaccinated females 
compared to Controls. Following challenge, we demonstrated a positive correla-
tion between the generation of mucosal and systemic T cell responses and control 
of viremia, an Inverse association between viremia and post-infection vaginal IgA/
IgG responses.
Conclusions: We have obtained evidence, within the limitation of the small animals´ 
number studied, that macaques vaccinated with pINV-SIVsc can generate strong 
mucosal SIV-specific T cell responses and local antibody responses (IgA/IgG). We 
demonstrated the efficacy of an epithelial stem cell-based SIV vaccine to serve as 
antigen delivery system suggesting an important role in protection against mucosal 
Infection. 

TUAB01 Antiretroviral Therapy - ART: Season Two

TUAB0104LB
Fixed dose combination of doravirine/lamivudine/TDF  
is non-inferior to efavirenz/emtricitabine/TDF in  
treatment-naïve adults with HIV-1 infection:  
week 48 results of the Phase 3 DRIVE-AHEAD study
K.E. Squires1, J.-M. Molina2, P.E. Sax3, W.-W. Wong4, C. Orkin5, O. Sussmann6, 
D. Tutu7, L. Lupinacci8, A. Rodgers8, X. Xu8, G. Lin8, S. Kumar8, B.-Y. Nguyen8, 
G.J. Hanna8, C. Hwang8, E. Martin8, for the DRIVE-AHEAD Study Group 
1Thomas Jefferson University Hospital, Philadelphia, United States, 2University of 
Paris Diderot, Hôpital Saint-Louis, Paris, France, 3Brigham and Women’s Hospital, 
Harvard Medical School, Boston, United States, 4Taipei Veterans General Hospital, 
Taipei, Japan, 5Royal London Hospital, London, United Kingdom, 6Asistencia Cientifica 
de Alta Complejidad SAS, Bogota, Colombia, 7Desmond Tutu HIV Foundation, Cape 
Town, South Africa, 8Merck & Co., Inc., Kenilworth, United States 
Presenting author email: kathleen.squires@jefferson.edu

Background: Doravirine (DOR) is a novel non-nucleoside reverse transcriptase 
inhibitor (NNRTI) with once-daily (QD) dosing. In the phase 3 DRIVE-FORWARD 
study in HIV-1 treatment-naïve adults receiving 2 NRTIs, DOR 100mg QD was 
non-inferior to darunavir+ritonavir on efficacy, and demonstrated a more favorable 
lipid profile.
Methods: DRIVE- AHEAD compared doravirine with efavirenz (EFV) in an ongoing 
phase 3, multicenter, double-blind, non-inferiority trial. Eligible participants were 
antiretroviral treatment-naïve adults with HIV-1 infection and pre-treatment HIV-1 
RNA ≥1,000 c/mL. Participants were randomized (1:1) to a once-daily fixed-dose 
regimen of DOR 100mg, lamivudine 300mg and tenofovir disoproxil fumarate 
300mg (DOR/3TC/TDF) or EFV 600mg, emtricitabine 200mg and TDF 300mg 
(EFV/FTC/TDF) for up to 96 weeks. Randomization was stratified by screening 
HIV-1 RNA (≤/>100,000 c/mL) and hepatitis B/C co-infection (yes/no). Primary 
efficacy endpoint was % of participants with HIV-1 RNA < 50 c/mL at week 48 
(FDA Snapshot approach). Predefined non-inferiority margin was 10%. Primary 
safety endpoint was % of participants with prespecified neuropsychiatric adverse 
events (dizziness, sleep disorders/disturbances, altered sensorium).
Results: Of 734 participants randomized, 728 received study drug (364 in each 
treatment group) and were included in the analyses (mean age 33 years, 85% male, 
48% white). At week 48, HIV-1 RNA < 50 c/mL was achieved by 84.3% (307/364) 
of DOR/3TC/TDF recipients and 80.8% (294/364) of EFV/FTC/TDF recipients 
(difference 3.5%, 95%CI [-2.0, 9.0]). The incidence of dizziness, sleep disorders/
disturbances, and altered sensorium (table) was lower in DOR/3TC/TDF recipients 
than in EFV/FTC/TDF recipients (p< 0.001, p< 0.001, and p=0.033, respectively). 
Fasting LDL-C and non-HDL-C (table) were reduced by DOR/3TC/TDF and 
increased by EFV/FTC/TDF (both p< 0.0001).
Conclusions: In HIV-1 treatment-naïve adults, the efficacy of DOR/3TC/TDF at 
week 48 was non-inferior to EFV/FTC/TDF and similar regardless of baseline HIV-
1 RNA. DOR/3TC/TDF was generally safe and well tolerated, with significantly 
fewer neuropsychiatric events than EFV/FTC/TDF and a favorable lipid profile. 

[Week 48 Efficacy & Safety Outcomes]
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TUAB0105LB
Superior efficacy of dolutegravir (DTG) plus 2 nucleoside 
reverse transcriptase inhibitors (NRTIs) compared with 
lopinavir/ritonavir (LPV/RTV) plus 2 NRTIs in second-line 
treatment: interim data from the DAWNING study
M. Aboud1, R. Kaplan2, J. Lombaard3, F. Zhang4, J. Hidalgo5, E. Mamedova6,  
M. Losso7, P. Chetchotisakd8, J. Sievers1, D. Brown9, J. Hopking10,  
M. Underwood11, M.C. Nascimento1, M. Gartland11, K. Smith11 
1ViiV Healthcare, Brentford, United Kingdom, 2Desmond Tutu HIV Foundation, Cape 
Town, South Africa, 3Josha Research, Bloemfontein, South Africa, 4Beijing Ditan 
Hospital, Beijing, China, 5VÍA LIBRE, Lima, Peru, 6Kiev AIDS Centre, Kiev, Ukraine, 
7Hospital J M Ramos Mejía, Buenos Aires, Argentina, 8Srinagarind Hospital, Khon 
Kaen University, Khon Kaen, Thailand, 9ViiV Healthcare, Abbotsford, Australia, 
10GlaxoSmithKline, Stockley Park, United Kingdom, 11ViiV Healthcare, Research 
Triangle Park, United States  

Background: DAWNING is a non-inferiority study conducted to compare a prote-
ase inhibitor-sparing regimen of DTG+2NRTIs with a current WHO-recommended 
regimen of LPV/RTV+2NRTIs in HIV-1 infected subjects failing first-line therapy of 
a non-nucleoside reverse transcriptase inhibitor (NNRTI) + 2 NRTIs (ClinicalTrials.
gov: NCT02227238). An Independent Data Monitoring Committee (IDMC) 
performed periodic reviews of data to protect the ethical and safety interests of 
subjects.
Methods: Adult subjects failing first-line therapy, with HIV-1 RNA ≥400 copies(c)/
mL, were randomised (1:1, stratified by Baseline plasma HIV-1 RNA and number of 
fully active background NRTIs) to 52 weeks of open-label treatment with DTG or 
LPV/RTV combined with an investigator-selected dual NRTI background, including 
at least one fully active NRTI. An IDMC review was performed, which included data 
from 98% (612/627 randomised) of subjects through 24 weeks on therapy.
Results: At Week 24, 78% of subjects on DTG versus 69% on LPV/RTV achieved 
HIV-1 RNA < 50 c/mL (adjusted difference 9.6%, 95% CI: 2.7% to 16.4%, p=0.006 
for superiority). The difference was primarily driven by lower rates of Snapshot vi-
rologic non-response in the DTG group. The safety profile of DTG+2NRTIs was 
favourable compared to LPV/RTV+2NRTIs with more drug-related adverse events 
(AEs) reported in the LPV/RTV group, mainly due to higher rates of gastrointes-
tinal disorders. 
Following review of Week 24 data and large subsets of data from Weeks 36 and 48, 
the IDMC recommended discontinuation of the LPV/RTV arm due to persistent 
differences in rates of Snapshot virologic non-response and protocol-defined viro-
logic failure (PDVF) favouring the DTG arm. 

Week 24 outcomes DTG (N=307) LPV/RTV (N=305)

Snapshot virologic success 240 (78%) 210 (69%)

Snapshot virologic non-response 36 (12%) 64 (21%)

Data in window not <50 c/mL 33 (11%) 59 (19%)
Discontinued for other reason while not <50 c/mL or 
change in ART 3(1%) 5 (2%)

Snapshot no virologic data 31 (10%) 31 (10%)

Discontinued due to AE or death 5 (2%) 14 (5%)
Discontinued for other reason or missing data during 
window but on study 26 (8%) 17 (6%)

PDVF 5/312 (2%) 12/312 (4%)

Drug-related AEs 45/314 (14%) 107/310 (35%)

[Week 24 outcomes]

Conclusions: The IDMC recommended discontinuation of the LPV/RTV arm due 
to superior efficacy of DTG+2NRTIs and the potential to harm subjects on LPV/
RTV based on available data. Final Week 24 results of this study will be presented. 
DAWNING provides important information to help guide second-line treatment 
decisions in resource-limited settings. 

TUAB0106LB
HIV-specific broadly-neutralizing monoclonal antibody, 
VRC01, minimally impacts time to viral rebound following 
treatment interruption in virologically-suppressed,  
HIV-infected participants who initiated antiretroviral  
therapy during acute HIV infection
T.A. Crowell1,2, D.J. Colby3, S. Pinyakorn1,2, J. Intasan3, K. Benjapornpong3,  
K. Tanjnareel3, N. Chomont4, L. Trautmann1,2, S. Tovanabutra1,2, S. Krebs1,2,  
D. Bolton1,2, A. McDermott5, R. Bailer5, N. Doria-Rose5, B. Patel6, R.J. Gorelick7, 
B.A. Fullmer7, P. Visudhiphan8, R.J. O’Connell1,8, R. Tressler6,9, J. Mascola5,  
N.L. Michael1, M.L. Robb1,2, N. Phanuphak3, J. Ananworanich1,2,3, RV397 and 
RV254/SEARCH010 Study Groups 
1U.S. Military HIV Research Program, Walter Reed Army Institute of Research, Silver 
Spring, United States, 2Henry M. Jackson Foundation for the Advancement of Military 
Medicine, Bethesda, United States, 3SEARCH, The Thai Red Cross AIDS Research 
Centre, Bangkok, Thailand, 4Centre de Recherche du CHUM and Department of 
Microbiology, Infectiology and Immunology, Université de Montréal, Quebec, Canada, 
5Vaccine Research Center, National Institute of Allergy and Infectious Diseases, 
National Institutes of Health, Bethesda, United States, 6Division of AIDS, National 
Institute of Allergy and Infectious Diseases, National Institutes of Health, Bethesda, 
United States, 7AIDS and Cancer Virus Program, Leidos Biomedical Research, 
Inc., Frederick National Laboratory for Cancer Research, Frederick, United States, 
8Armed Forces Research Institute of Medical Sciences, Bangkok, Thailand, 9Columbus 
Technologies & Services, Inc., El Segundo, United States 
Presenting author email: tcrowell@hivresearch.org

Background: We present interim, blinded data exploring kinetics of viral load (VL) 
rebound in a randomized, placebo-controlled trial of VRC01 following analytic 
treatment interruption (ATI) in adults who initiated antiretroviral therapy (ART) 
during acute HIV infection (AHI). Study arms will be unblinded in June 2017.
Methods: Virologically-suppressed adults who initiated ART during AHI under-
went ATI and randomization (3:1) to receive VRC01 40mg/kg or placebo intra-
venously every three weeks for up to 24 weeks. If virologically-suppressed at 24 
weeks, observation continued off all therapies. Participants were monitored every 
3-7 days for VL rebound and resumed ART for confirmed VL >1000 copies/ml or 
CD4 < 350 cells/mm3.
Results: Twenty-three Thai males were enrolled. Four received no study product 
and one experienced grade II generalized urticaria during the first infusion, termi-
nating study participation without ATI. These analyses include 18 participants who 
initiated ART during Fiebig I (n=1), II (n=10), or III (n=7); underwent randomiza-
tion and ATI; and met a study endpoint (Table and Figure). As of May 9, 2017, one 
participant remained off ART with an undetectable VL for 32 weeks. All other par-
ticipants experienced VL rebound, restarted ART, and re-achieved virologic sup-
pression. Ten participants had detectable VL via single copy assay (range 0.44-2.1 
copies/mL) at median 10 (range 7-29) days prior to rebound >20 copies/mL. There 
were no serious adverse events.

Baseline Participant Characteristics (n=18) Median Range
  Age (years) 28 21-50
  Duration of ART (years) 3.0 2.3-6.6
  CD4 Count (cells/mm3) 716 402-1,032

Key Results (n=17; excluding one participant without VL rebound)
  Time to Rebound Viral Load >20 copies/mL (days from ATI) 21 9-65
  First Detectable Viral Load (copies/mL) 447 21-7,395
  Highest Viral Load (copies/mL) 3,845 1,401-31,807
  Time to Viral Load <20 copies/mL (days from ART resumption) 21 6-34

[Participant Characteristics and Key Results]

[Clinical Viral Load Assessments]

Conclusions: Participants who initiated ART during AHI and received VRC01 or 
placebo during ATI mostly experienced rapid VL rebound. Early ART alone or with 
VRC01 during ATI appears insufficient to delay time to VL rebound in most indi-
viduals. 
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TUAC01 Updates from PrEP Clinical Trials

TUAC0106LB
Safety, tolerability and pharmacokinetics of long-acting 
injectable cabotegravir in low-risk HIV-uninfected women  
and men: HPTN 077
R. Landovitz1, S. Li2, B. Grinsztejn3, H. Dawood4, A. Liu5, M. Magnus6,  
M. Hosseinipour7, R. Panchia8, L. Cottle2, G. Chau2, P. Richardson9, M. Marzinke9,  
C. Hendrix9, B. Tolley10, A. Adeyeye11, D. Burns11, A. Rinehart12, D. Margolis12,  
M. McCauley13, J. Eron14 
1University of California, Los Angeles, Center for Clinical AIDS Research & Education, 
Los Angeles, United States, 2SCHARP, Seattle, United States, 3Instituto de Pesquisa 
Clinica Evandro Chagas-Fiocruz, Rio de Janeiro, Brazil, 4CAPRISA, Univeristy of 
Kwazulu Natal, Vulindlela, South Africa, 5San Francisco Department of Public Health, 
San Francisco, United States, 6George Washington University, Washington, United 
States, 7UNC-Malawi Project, Lilongwe, Malawi, 8Chris Hani Baragwanath Hospital, 
PHRU, Johannesburg, South Africa, 9Johns Hopkins University, Baltimore, United 
States, 10FHI360, Durham, United States, 11Division of AIDS/NIAID/NIH, Bethesda, 
United States, 12ViiV Healthcare, Durham, United States, 13FHI360, Washington, 
United States, 14University of North Carolina, Chapel Hill, United States 
Presenting author email: rlandovitz@mednet.ucla.edu

Background: Cabotegravir (CAB) is a novel strand-transfer integrase inhibitor, 
available as a long-acting injectable nanosuspension, under development for HIV 
treatment and prevention.
Methods: HPTN 077 is a Phase 2a, randomized double-blind placebo-controlled 
study of CAB at two doses. Participants were low-risk HIV-uninfected individu-
als at eight sites globally, randomized (3:1) to daily oral CAB 30mg (or placebo 
[PBO]) for four weeks(W), followed by CAB (or PBO) 800mg IM at W5, 17, and 
29 (Cohort 1[C1]) or 600 mg IM at W5, 9, 17, 25, and 33 (Cohort 2[C2]).
Results: 110 participants enrolled in C1, 89 in C2. Median age 31y (IQR: 24,40), 
BMI 27 (IQR: 23,32), 66% female, 41% Black, 27% White, 24% Latino, 8% mixed/
other. Overall, 94% completed the oral phase, 89% received at least one injection, 
and 75% completed all injections, which did not differ by arm, cohort or sex (Table). 
Over 41W, injection site pain and injection site reactions (ISR) were more common 
in CAB vs. PBO. No other differences were found in safety or tolerability. ISR led 
to injection discontinuation in 2/134 (1.5%). 

[Table. Outcomes of Study PPTs by Cohort/Sex]

One seizure (participant with previous seizures) and one seroconversion (48W post 
last injection) occurred in CAB participants; CAB levels at the time of events were 
278 ng/mL and < 25 ng/mL (LLQ), respectively. C2 dosing consistently achieved 
plasma trough targets; C1 dosing did not (Figure). 

[Figure. Geometric Mean Conc and 90% Pred Interval]

Conclusions: CAB was well tolerated among low-risk HIV-uninfected men and 
women. Pharmacokinetics support the development of CAB for HIV prevention 
using 600mg IM every 8 weeks with a 4-week loading dose for all sexes. 

TUAC02 Prevention and Adolescents

TUAC0206LB
Safety and acceptability trial of the dapivirine vaginal ring  
in U.S. adolescents
K. Bunge1, L. Levy2, D. Szydlo3, J. Zhang3, A. Gaur4, D. Reirden5, K. Mayer6,  
D. Futterman7, C. Hoesley8, S. Hillier9, M. Marzinke10, C. Dezzutti9, C. Wilson8, 
L. Soto-Torres11, B. Kapogiannis12, A. Nel13, K. Squires14, MTN-023/IPM 030 
Protocol Team 
1University of Pittsburgh, Department of Obstetrics, Gynecology, and Reproductive 
Sciences, Pittsburgh, United States, 2FHI360, Washington, United States, 3FHCRC 
- SCHARP, Seattle, United States, 4St. Jude Children’s Research Hospital, Memphis, 
United States, 5Children’s Hospital Colorado, Denver, United States, 6Fenway Health/
The Fenway Institute, Boston, United States, 7Children’s Hospital at Montefiore 
Medical Center, New York, United States, 8University of Alabama, Birmingham, United 
States, 9Magee Womens Research Institute, Pittsburgh, United States, 10Johns Hopkins 
University School of Medicine, Baltimore, United States, 11National Institue of Allergy 
and Infectious Disease, Divison of AIDS, Bethesda, United States, 12National Institute 
of Child Health and Human Development, Bethesda, United States, 13International 
Partnership for Microbicides, Western Cape, South Africa, 14Thomas Jefferson 
University, Philadelphia, United States 
Presenting author email: kbunge@mail.magee.edu

Background: Young women ages 15-25 years are disproportionately affected by the 
HIV epidemic. Two phase 3 trials of a 25 mg dapivirine vaginal ring demonstrated 
HIV-1 risk reduction in adult women over 21, but not in those ages 18-21. Lack of 
protection was correlated with low adherence.
Methods: A Phase 2a randomized, double-blind, placebo-controlled trial of the 
dapivirine ring was conducted in sexually active females, ages 15-17. Participants 
were randomized 3:1 to a dapivirine or placebo ring to be inserted monthly for 6 
months. Safety endpoints included grade 2 product-related adverse events (AE) 
and grade 3 and higher AEs. Adherence to ring use was assessed through self-re-
port, plasma dapivirine concentrations and residual levels in used rings. A plasma 
dapivirine concentration >95 pg/mL was used to define short- term adherence 
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(hours); a dapivirine residual level < 23.5 mg was used to define long term adherence 
(monthly). Acceptability was assessed through computer assisted self-interviews.
Results: Ninety six participants were enrolled across six US sites. The mean age was 
16.3 years; 59% were black and 34% white. Adherence to study visits was 97%. There 
were no differences in safety outcomes between treatment arms. By self-report 
42% (95% CI 32, 52) of participants reported that they never removed the ring 
except to replace it monthly. In the dapivirine group, drug levels indicated adherence 
in 87% of plasma samples and 95% of rings. Participants noted no discomfort due to 
the ring at 87% of visits and “liking” the ring at 93% of visits. The most frequently 
cited concern (28%) involved their primary sex partner feeling the ring during sex. 

[Spaghetti Plot of Residual Dapivirine Concentration]

Conclusions: The dapivirine vaginal ring, a promising microbicide approach, is safe 
and acceptable in this population. By self-report and objective measures, adherence 
was high. Discussing potential partner concerns with participants prior to ring use 
may positively influence adherence. 

TUAC0207LB
Pluspills: an open label, safety and feasibility study of oral  
pre-exposure prophylaxis (PrEP) in 15-19 year old adolescents  
in two sites in South Africa
K. Gill1, J. Dietrich2, G. Gray2, T. Pidwell1, F. Kayamba1, T. Bennie1, L. Myer3,  
L. Johnson3, H. Spiegel4, C. Slack5, V. Elharrar4, A. Strode5, J. Rooney6,  
L.-G. Bekker1,3,7 
1Desmond Tutu HIV Foundation, Cape Town, South Africa, 2Perinatal HIV Research 
Unit, Johannesburg, South Africa, 3University of Cape Town, Cape Town, South Africa, 
4NIH, Baltimore, United States, 5University of Kwazulu Natal, Pietermaritzburg, South 
Africa, 6Gilead Sciences, California, United States, 7Desmond Tutu HIV Centre, Cape 
Town, South Africa 
Presenting author email: katherine.gill@hiv-research.org.za

Background: South African adolescents are at risk for HIV acquisition. PrEP is li-
censed and being offered to key populations, but not yet to adolescents. This open-
label 12-month PrEP study examined uptake, safety and adherence to PrEP and 
assessed sexual risk behaviour among adolescents in Soweto and Cape Town, South 
Africa
Methods: Sexually active, healthy, HIV negative, adolescents (15-19 years) partici-
pated in a study of Tenofovir/Emtricitabine PrEP. Participants were asked to take 
daily PrEP for at least 3 months, were seen monthly, after which they could opt-
out of PrEP if preferred. At subsequent 3-monthly follow-up visits, participants 
could decide to stay on or off PrEP per preference. Laboratory and clinical safety 
monitoring occurred at each visit, including HIV and pregnancy testing. Plasma and 
dried blood spots (DBS) were serially collected for tenofovir (TFV) and tenofovir 
diphosphate (TFV-DP) levels at every PrEP refill visit. Plasma TFV levels were of-
fered at each visit as part of adherence counselling.
Results: 244 individuals were screened and 148 were enrolled (median age 
18,67%F). 3(1%) had undiagnosed HIV infection and 9 (6%) were pregnant at 
screening. STI diagnosis at baseline was high (40%) and remained high through-

out. 26 (18%) participants opted out of PrEP at 12 weeks. Thereafter PrEP opt-out 
(and opt-in) at months 6 and 9 included 41% and 43% (5% and 7%) of the cohort 
respectively. PrEP was safe and reasonably well tolerated. Plasma TFV levels were 
detectable in 57% of participants at week 12, 38% at week 24 and 38% at study end. 
One HIV seroconversion occurred on study (0.76/100 person-years) in a 19 year 
old woman who had stopped PrEP 24 weeks prior to diagnosis
Conclusions: Pluspills enrolled a cohort of self-selected adolescents at high risk of 
HIV acquisition and offered an opportunity to engage on ethical norms for adoles-
cent research. PrEP was safe and tolerable in those who persisted. However PrEP 
usage decreased and adherence diminished over time, when visits became less fre-
quent. STI diagnoses remained constant and HIV incidence was low. SA adolescents 
need access to PrEP with tailored adherence support and potentially augmented 
visit schedules. 

TUAC04 Prevention: It’s Not Just about PrEP

TUAC0406LB
Increasing knowledge of HIV status among men:  
a cluster-randomised trial of community-based distribution  
of oral HIV self-test kits nested in four HPTN 071 communities 
in Zambia
H. Ayles1,2, S. Floyd3, C. Mulubwa2, B. Hensen1, A. Schaap2,3, M. Phiri2, B. Chiti2, 
K. Shanaube2, M. Simwinga2, V. Bond2,4, S. Fidler5, R. Hayes3, A. Mwinga2, on 
behalf of the HPTN 071 study team 
1London School of Hygiene & Tropical Medicine, Department of Clinical Research, 
London, United Kingdom, 2Zambart, Lusaka, Zambia, 3London School of Hygiene & 
Tropical Medicine, Department of Infectious Disease Epidemiology, London, United 
Kingdom, 4London School of Hygiene & Tropical Medicine, Department of Global 
Health and Development, London, United Kingdom, 5Imperial College London, HIV 
Clinical Trials Unit, London, United Kingdom 
Presenting author email: helen@zambart.org.zm

Background: HPTN071 (PopART) is a community-randomised trial evaluating the 
impact of a combination HIV-prevention intervention on HIV incidence. Overall, 
this intervention has reached the first UNAIDS 90, yet men and younger adults 
still have lower knowledge of HIV status. We nested a cluster-randomised trial of 
oral HIV self-testing (HIVST) in addition to rapid finger-prick HIV testing (HIVFP) 
offered door to door by lay counsellors (CHiPs) within HPTN071 to evaluate the 
impact on knowledge of HIV status.
Methods: Four of the Zambian HPTN071 intervention communities were 
randomised by CHiP zones, with an average of 471 households per zone. In HIVST 
zones (n=33/N=66), individuals aged >16 years who did not self-report being HIV-
positive, were offered a choice of HIVST or HIVFP. Secondary distribution of 
HIVST was offered for absent partners. A population-average logistic regression 
model was used to estimate the effect of the HIVST intervention on knowledge of 
HIV status (definition: self-report HIV-positive or accepted HIV testing services), 
using total population enumerated as the denominator, adjusting for community, 
sex and age, and accounting for clustering by zone.

Characte-
ristic

Enumer-
ated in 
non-

HIVST 
Zones

Knows 
HIV-

status 
in non-
HIVST 
Zones

Percent 
(%)

Enumer-
ated in 
HIVST 
Zones

Knows 
HIV-

status 
in HIVST 

Zones

Percent 
(%)

Odds 
Ratio

95% 
Confi-
dence 
Inter-

val

p-
value

Total 13,383 8,203 61.3 12,852 8,139 63.3 1.25 1.01-
1.56 0.04

Sex: Male 6,311 3,171 50.2 6,200 3,412 55.0 1.30 1.07-
1.60 0.01

Sex: 
Female 7,072 5,031 71.1 6,652 4,727 71.1 1.03 0.85-

1.25 0.74

Age (yrs): 
16-29 6,841 4,541 66.4 6,565 4,508 68.7 1.24 1.01-

1.53 0.04

Age (yrs): 
30 and 
above

6,542 3,662 56.0 6,287 3,631 57.8 1.20 0.97-
1.48 0.10

Community 
1 3,670 1,971 53.7 3,585 1,933 53.9 1.01 0.79-

1.29 0.93

Community 
2 1,567 715 45.6 1,650 992 60.1 1.99 1.39-

2.85 <0.001

Community 
3 4,150 2,477 59.7 4,604 2,784 60.5 1.17 0.88-

1.55 0.29

Community 
4 3,996 3,040 76.1 3,013 2,430 80.7 1.45 0.68-

3.10 0.34

[Knowledge of HIV status in non-HIVST & HIVST zones]
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Results: Between February 1st and April 30th 2017, 63.3% (8,139/12,852) of 
adults enumerated in the HIVST arm knew their HIV status compared to 61.3% 
(8,203/13,383) in the non-HIVST arm, adjusted OR 1.25 (95% CI 1.01-1.56, 
p=0.04). Women had high knowledge of HIV status (71.1% in both HIVST and non-
HIVST, adjOR 1.03, 95%CI 0.85-1.25, p=0.74). Among men, knowledge of HIV 
status was 55.0% in HIVST compared to 50.2% in non-HIVST (adjOR 1.30, 95%CI 
1.07-1.60, p=0.01), with strong evidence that the effect of the HIVST intervention 
was different for men and women (p=0.004; Table). 
Conclusions: Introducing HIVST for 3 months in communities already exposed 
to door-to-door HIV-testing services for 3 years, increased the proportion of the 
population who knew their HIV status. This effect was seen most markedly in men. 

TUAC05 The Key to Key Populations

TUAC0506LB
HIV treatment prevents HIV transmission in male 
serodiscordant couples in Australia, Thailand and Brazil
B. Bavinton1, B. Grinsztejn2, N. Phanuphak3, F. Jin1, I. Zablotska1, G. Prestage1,  
A. Kelleher1, A. Pinto1, D. Cooper1, A. Grulich1, The Opposites Attract Study 
Group 
1University of New South Wales, Kirby Institute, Sydney, Australia, 2Instituto de 
Pesquisa Clínica Evandro Chagas, Rio de Janeiro, Brazil, 3Thai Red Cross, AIDS 
Research Centre, Bangkok, Thailand 
Presenting author email: agrulich@kirby.unsw.edu.au

Background: Prospective data on the association of HIV transmission and unde-
tectable viral load (UVL) in homosexual male HIV-serodiscordant couples (HM-
SDC) are extremely limited. We report the final results from the Opposites Attract 
cohort study of HM-SDC in Australia, Bangkok and Rio de Janeiro.
Methods: HM-SDC were recruited through clinics. Information on sexual behav-
iours was collected at each visit from the HIV-negative partner (HNP). HNPs were 
tested at baseline and follow-up for HIV antibodies/sexually transmitted infections 
(STIs), and positive partners (HPPs) for HIV viral load/STIs. Phylogenetic analysis 
of pol and env genes was performed to identify linked HIV transmissions within 
couples based on genetic distance and monophyletic grouping. Incidence was cal-
culated per couple-year of follow-up (CYFU), and stratified by pre-exposure pro-
phylaxis (PrEP) use and by whether different forms of condomless anal intercourse 
(CLAI) were reported. UVL was defined as < 200 copies/mL. One-sided upper 95% 
confidence limits (UCL) were calculated.
Results: By end 2016, 358 HM-SDC were enrolled: 157, 105 and 96 from Australia, 
Thailand and Brazil respectively. There were 591 CYFU in 343 couples with at least 
one follow-up visit of whom 57.4% reported anal sex with outside partners during 
any point in follow-up. At baseline, 79.9% of HPPs were on anti-retroviral ther-
apy (ART) and 77.9% had UVL; STI prevalence was 14.3%/11.7% in HPPs/HNPs 
respectively. There were 318 CYFU in periods where CLAI was reported with a 
total of 16,889 acts of CLAI. There were 3 new HIV infections but no linked trans-
missions. The overall UCL of the transmission rate when CLAI was reported was 
1.16/100 CYFU, and it was 1.56/100 CYFU when there was UVL.

 Linked trans-
missions (n)

Couple-years of 
follow up (CYFU) CLAI acts (n)

Incidence 
per 100 CYFU 

(95% CI)
Overall 0 591.2 16,889 0 (0-0.62)
Any CLAI 0 318.0 16,889 0 (0-1.16)
Any CLAI, no daily PrEP 0 241.3 12,928 0 (0-1.53)
Insertive CLAI 0 210.0 8,389 0 (0-1.76)
Receptive CLAI 0 132.1 4,569 0 (0-2.79)
UVL (VL <200) 0 236.2 12,638 0 (0-1.56)
VL >200 0 5.17 290 0 (0-71.4)
STI diagnosed 0 23.2 1,007 0 (0-15.9)
First 6 months ART 0 10.0 341 0 (0-36.9)

[HIV incidence by category of CLAI]

Conclusions: There were no linked HIV transmissions in almost 600 CYFU involv-
ing close to 17,000 acts of CLAI in HM-SDC. Our results provide strong support 
for the hypothesis that undetectable viral load prevents HIV transmission in ho-
mosexual men. 

TUAD01 Treat All: How to Make It Happen and  
                 Can We Afford It?

TUAD0106LB
Index partner testing and targeted case finding in northern 
Haiti
V.A. Francois 
JHPIEGO, HIV TB, Cap Haitian, Haiti 
Presenting author email: valerie.francois@jhpiego.org

Background: In Haiti, national guidelines recommend HIV testing for partners of 
people living with HIV (PLHIV), but uptake and documentation have been low. 
While some healthcare providers recommend partner testing, it is not prioritized 
and delivery is inconsistent. HIV-positive women may be reluctant to notify their 
partners for fear of abuse or abandonment, and additional strategies are needed to 
increase case finding, particularly among men.
Methods: Jhpiego-Haiti, through the USAID-funded Maternal and Child Survival 
Program, and in collaboration with the National AIDS Control Program (PNLS), 
attempted to strengthen index partner testing by introducing training and docu-
mentation at 20 health facilities in northern Haiti. The 2-day training, conducted 
in October 2016, addressed targeted case finding, and strategies for supporting 
index clients living with HIV to refer their partners for testing. Counselling and 
communication skills were reinforced, and data collection and reporting tools were 
presented. Providers offered counselling on partner testing to all newly diagnosed 
HIV-positive clients, and submitted monthly reports on key indicators for partner 
testing.
Results: From October 2016 - March 2017, a total of 593 index clients tested HIV-
positive in 20 health facilities in northern Haiti, 63% of whom were women. 519 
index clients (88%) accepted counselling for partner testing, and 112 (22%) of those 
agreed to refer their partners. Only 61 partners attended the clinic for HIV testing, 
30 (49%) of whom were HIV-positive, and 31 of whom were in discordant couples. 
The primary reason partners were not referred is because index clients were afraid 
to disclose their status for fear of their partner’s reaction and stigmatization.
Conclusions: Training providers, equipping them with monitoring tools, and sup-
porting them to counsel newly diagnosed PLHIV on partner testing can lead to the 
identification of HIV-positive partners and discordant couples. Further efforts to 
strengthen this targeted testing approach, including ongoing counselling and sup-
port for index patients to disclose, are needed to achieve the UNAIDS 90-90-90 
targets in Haiti. 

TUAD02 Decisions, Decisions, Decisions:  
                  Behavioural Economics

TUAD0206LB
Willingness and ability of OST clients to pay for some OST 
services in Odesa region in the light of the Ukraine crisis
L. Khomych1, O. Postnov2, N. Avaliani3, O. Iaremenko3, M. Duda3 
1Deloitte Consulting Overseas Projects, LLC, USAID Project HIV Reforn in Action, 
Kyiv, Ukraine, 2Ukrainian Research Antiplague Institute named after Mechnikov, 
Odesa, Ukraine, 3Deloitte Consulting Overseas Projects, LLC, USAID Project HIV 
Reform in Action, Kyiv, Ukraine 
Presenting author email: lkhomych@hss-share.net.ua

Background: Odesa region is one of the highest burden of HIV in Ukraine. HIV 
epidemic is mainly concentrated among key populations (PWIDs, CSWs and their 
partners, MSMs). The international donors’ support of OST programs for PWIDs 
are currently in the process of financing reduction. The economic crisis in Ukraine 
complicated the nationwide state financing of OST programs in Ukraine. The im-
plementation of the alternative financing models such as co-payment is optimal way 
to secure critical for PWIDs services. The aim of the study is to assess the willing-
ness and ability of current OST clients to pay for some OST services.
Methods: Cross-sectional study was conducted in Odesa city in 2016 among cur-
rent OST clients in Odesa city. Random sampling strategy was used for respondent 
recruitment. Structured questionnaire was used for data collection. The study pro-
tocol received an approval of IRB at Ukrainian Institute on Public Health Policy. 
Bivariate analysis was used to estimate correlates of clients’ willingness to pay for 
some OST services.
Results: A total of 161 clients of OST programs (125 (77.6%) males and 36 (22.4%) 
females) were interviewed. The average age of the respondents was 41.98 years 
(SD=8.0). 66.5% of interviewed OST clients in Odesa city had a secondary educa-
tion and 14.9% had a higher education. Half of the respondents (49.7%) had a single 
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marital status. 74% of respondents uptake OST program for more than 12 months. 
Overall 89% of respondents (n=143) demonstrate willingness to pay for some OST 
services in Odesa. The willingness to co-pay for some OST services is higher among 
clients listed “possibility to uptake additional medical care at OST site” as personal 
benefit of OST participation. The willingness is also correlated with income per 
family member (p=0.009), self-assessment of financial well-being (p=0.008) and 
perceived social support (p=0.014).
Conclusions: Clients of OST program in Odesa region demonstrated willingness 
and ability to pay for some OST services despite on economic crisis in the country. 
Their willingness depends on socio-economic status of PWID and his/her family. 
These important correlates of willingness and ability to pay should be considered for 
design and implementing OST co-payment service delivery model in Odesa region. 

Wednesday 26 July
Oral Abstract Sessions

WEAA01 The Dance: Virus and Host Factors

WEAA0106LB
Identification of a new factor involved in DNA  
methylation-mediated repression of latent HIV-1
S. Bouchat1, R. Verdikt1, N. Delacourt1, C. Vanhulle1, B. Van Driessche1,  
G. Darcis1,2,3, A. Pasternak3, V. Avettand-Fenoel4, V. Ledouce5, M. Bendoumou1,  
C. Schwartz6, S. De Wit7, B. Berkhout3, V. Gautier5, C. Rouzioux4, O. Rohr6,8,  
C. Van Lint1 
1Université Libre de Bruxelles (ULB), Service of Molecular Virology, Département 
de Biologie Moléculaire (DBM), Brussels, Belgium, 2Université de Liège, Service des 
Maladies Infectieuses, CHU de Liège, Domaine Universitaire du Sart-Tilman, B35, 
Liège, Belgium, 3University of Amsterdam, Laboratory of Experimental Virology, 
Department of Medical Microbiology, Academic Medical Center of the University of 
Amsterdam, Amsterdam, Netherlands, 4Université Paris-Descartes, AP-HP, Hôpital 
Necker-Enfants Malades, Service de Virologie, Paris, France, 5University College 
Dublin (UCD), UCD Centre for Research in Infectious Diseases (CRID), School of 
Medicine, College of Health and Agricultural Sciences, Dublin, Ireland, 6University of 
Strasbourg, Institut de Parasitologie et de Pathologie Tropicale, EA7292, Strasbourg, 
France, 7Université Libre de Bruxelles (ULB), Service of Infectious Diseases, CHU 
Saint-Pierre, Brussels, Belgium, 8University of Strasbourg, Institut Universitaire de 
Technologie Louis Pasteur de Schiltigheim, Schiltigheim, France 
Presenting author email: cvlint@ulb.ac.be

Background: DNA methylation is an epigenetic mechanism of HIV-1 latency. The 
methylation profile of the latent viral 5’LTR is heterogeneous in latency model cell 
lines and in patient cells in which it increases progressively during cART. Moreover, 
we previously reported that the DNA methylation inhibitor decitabine (5-aza-
2’deoxycytidine) induces different levels of HIV-1 reactivation in latently-infected 
T cell lines and ex vivo patient cell cultures. However, the mechanism of DNA 
methylation-mediated HIV-1 silencing remains unclear.
Methods: Sodium bisulfite sequencing, EMSAs, ChIP-qPCR assays, RNA inter-
ference, GFP fluorescence FACS, p24 ELISA experiments and purification of pri-
mary cells from HIV+ patient blood.
Results: To explore this mechanism, we took advantage of two latently-infected 
J-Lat cell lines (the 8.4 and 15.4 clones) representing distinct integration sites and 
showed that these two cell lines exhibited similar levels of 5’LTR CpG methyla-
tion in basal conditions but different DNA demethylation extents in response to 
decitabine. Demethylation at CpG dinucleotides following decitabine-induced re-
activation of HIV-1 production occurred at specific and reproducible CpG positions 
that differed depending on the two J-Lat cell lines studied. Interestingly, a site com-
prising one of this hotspot for decitabine-induced demethylation was shown to bind 
UHRF1 (Ubiquitin-like PHD and ring finger domain-containing protein 1), only in 
one of the J-Lat cell line, whereas DNMTs were recruited to both J-Lat cell lines. 
Treatment with decitabine caused a decreased in vivo UHRF-1 recruitment to the 
5’LTR. UHRF1 knockdown using RNA interference or pharmacological approaches 
showed increased levels of HIV-1 transcription and production that were accom-
panied by an increased recruitment of RNA polymerase II to the 5’LTR. We are 
currently studying UHRF1 functional role in latently-infected primary cells from 
aviremic cART-treated HIV+ patients.
Conclusions: We have identified UHRF1 as a factor recruited to the HIV-1 5’LTR in 
a methylation- and integration-dependent manner during latency and which plays 
a functional role in DNA methylation-mediated repression of HIV-1 gene expres-
sion. UHRF1 is known to regulate and maintain heterochromatic equilibrium via its 
combined action on both DNA methylation and histone modifications. This factor 
has not previously been identified as a regulator of HIV latency and might thus 
constitute a new therapeutic target for HIV cure strategies. 

WEAB01 Potpourri of Comorbidities

WEAB0106LB
Zoledronic acid is superior to TDF-switching for increasing 
bone mineral density in HIV-infected adults with osteopenia: a 
randomised trial
J. Hoy1,2, R. Richardson3, P.R. Ebeling1, J. Rojas4, N. Pocock5, S. Kerr3, E. 
Martinez4, A. Carr6, Zoledronate or Switch Tenofovir (ZeST) Study Group 
1Monash University, Melbourne, Australia, 2The Alfred Hospital, Melbourne, Australia, 
3St Vincent’s Hospital, Centre for Applied Medical Research, Sydney, Australia, 
4Hospital Clínic, University of Barcelona, Infectious Diseases Unit, Barcelona, Spain, 
5St Vincent’s Hospital, Sydney, Nuclear Medicine, Sydney, Australia, 6St Vincent’s 
Hospital, Sydney, HIV, Immunology and Infectious Diseases Unit, Sydney, Australia 
Presenting author email: andrew.carr@svha.org.au

Background: Tenofovir disoproxil fumarate (TDF) reduces bone mineral density 
(BMD) and probably increases fracture risk in HIV-infected adults. Proven strat-
egies for improving BMD in HIV-infected adults on TDF are TDF switching or 
bisphosphonate therapy; which strategy is superior is unknown.
Methods: We randomised virologically-suppressed, HIV-infected adults on TDF 
with low BMD (T score < -1.0 at hip or spine by dual-energy x-ray absorptiometry 
[DXA]) to either switch TDF or to continue TDF and receive intravenous zoledronic 
acid (ZOL) 5mg every 12 months. Calcium (all patients) and vitamin D (if serum 
25OH vitamin D was < 50 nmol/L) were supplemented. The primary study out-
come was change in lumbar (L1-L4) spine BMD at 24 months by intention-to-treat 
analysis. Secondary outcomes included femoral neck and total hip BMD, fractures, 
safety, and virological failure (confirmed viral load ≥400 cp/mL).
Results: We randomised 87 patients (44 to TDF switch and 43 to ZOL): mean 
age 50 years (SD 11), 96% men, mean TDF duration 5.9 years (SD 3.1), 22% on a 
boosted PI, mean spine and hip T scores -1.6 and -1.3, respectively. TDF switches 
were mostly to abacavir (62%) or raltegravir (19%). Adherence to each strategy was 
high: four switch patients (10%) recommenced TDF at a median of 9 months; 98% 
of ZOL doses were administered. Mean spine BMD changes at 24 months were 
7.4% (SD 4.3%) with ZOL vs. 2.9% (4.5%) with TDF-switching (mean difference 
4.4%, 95%CI 2.6-6.3; p< 0.001). Mean left femoral neck BMD changes were 
4.1% (3.8%) and 2.1% (4.6%), respectively (mean difference 2.0%, 95%CI 0.2-3.8; 
p=0.03). Mean left total hip BMD changes were 4.6% (2.6%) and 2.6% (4.0%), re-
spectively (mean difference 1.9%, 95%CI 0.5-3.4; p=0.009). There was 1 fracture 
in the ZOL group (1 patient) and 7 separate fracture events in the TDF switch group 
(4 patients). Serious adverse events occurred in 9 (19%) ZOL patients and 6 (14%) 
TDF-switch patients; none was related to study drugs or procedures. Virological 
failure occurred in 1 TDF-switch patient and no ZOL patient.
Conclusions: ZOL is more effective than TDF switching at increasing BMD in os-
teopenic adults on TDF, and may result in fewer fractures. 

WEAC01 PrEP Expectations and Experiences

WEAC0106LB
Pre-exposure prophylaxis (PrEP) among men who have sex with 
men (MSM) in the Netherlands: motives to choose for, switch 
to, or stop with daily or event-driven PrEP

H. Zimmermann1, S. Eekman1, R. Achterbergh1,2, M. Prins1,3, M. Schim van der 
Loeff1, H. de Vries2,3, E. Hoornenborg1,2, U. Davidovich1,3, HIV Transmission 
Elimination Amsterdam (H-Team) 
1Public Health Service Amsterdam, Infectious Diseases - Research & Prevention, 
Amsterdam, Netherlands, 2Public Health Service Amsterdam, Infectious Diseases 
- STI Outpatient Clinic, Amsterdam, Netherlands, 3Academic Medical Center of 
Amsterdam, Amsterdam, Netherlands 
Presenting author email: hzimmermann@ggd.amsterdam.nl

Background: Proper implementation of pre-exposure prophylaxis (PrEP) among 
men who have sex with men (MSM) requires a clear understanding of the reasons 
why MSM choose one PrEP-dosing regimen over another in real-life settings. 
Therefore, we aimed to gain insight into the motives for choosing or switching be-
tween daily and event-driven PrEP or (temporarily) stopping PrEP use.
Methods: We used data from the Amsterdam PrEP (AmPrEP) demonstration 
study (June 2015-February 2017), where both daily and event-driven PrEP (dPrEP 
and edPrEP, respectively) are offered. MSM’s motives to choose a regimen were 
measured at baseline among 376 participants of whom 273 chose dPrEP and 103 
chose edPrEP. Motives to switch or stop were recorded at every 3-monthly follow-
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up visit. Standardized closed- and open-end items were used. Open answers were 
coded and analyzed following qualitative research methods.
Results: Among the reasons to use dPrEP were the convenience of daily routine 
(n=133), perceived higher dPrEP efficacy (n=34), and fear of side-effects relating 
to edPrEP re-initiation (n=5). Perceived toxicity and burden of daily medication 
were reasons to choose edPrEP (n=38). Infection risk was also considered: dPrEP 
was preferred for unplanned and/or frequent sexual risk behavior (n=79), while 
edPrEP was chosen when risk was more predictable (n=57). Some chose for, or 
switched to, edPrEP to inhibit sexual risk behavior (n=4), while others chose for, or 
switched to, dPrEP to gain more sexual freedom (n=17). Other reasons to switch to 
edPrEP included experiencing side-effects (n=14), having less sex than anticipated 
(n=20), experimenting with another regimen (n=2) and receiving negative reactions 
from the environment (n=1). Doubts about edPrEP’s safety (n=2), inability to plan 
sex (n=13) and desire for more structure (n=9) were motivators to switch to dPrEP. 
Motives to temporarily stop dPrEP (n=99) were situational (e.g. medical issues or 
vacations). Changed life circumstances (n=2) and reduced sexual risk (n=6) were 
motives to completely stop with PrEP use (n=12).
Conclusions: A great variety of personal and contextual factors determine the 
choices for PrEP regimens, related switches and stops. In order to successfully sup-
port future PrEP users, a tailored approach, addressing choices for PrEP regimens 
as a continuum of flexible and changeable choices, is essential. 

WEAD01 Care for Kids

WEAD0106LB
The cost-effectiveness of integrating maternal ART into 
maternal & child health (MCH) services during the postpartum 
period in South Africa
C. Dugdale1,2,3, T. Phillips4,5, L. Myer4,5, E.P. Hyle1,2,6, K. Brittain4,5, K.A. 
Freedberg1,2,6, L. Cunnama7, R. Walensky1,2,6, A. Zerbe8, E.J. Abrams8,9, A. 
Ciaranello1,2, the MCH-ART Trial Team 
1Medical Practice Evaluation Center, Massachusetts General Hospital, Boston, United 
States, 2Division of Infectious Diseases, Department of Medicine, Massachusetts 
General Hospital, Boston, United States, 3Division of Infectious Diseases, Department 
of Medicine, Brigham & Women’s Hospital, Boston, United States, 4Division of 
Epidemiology and Biostatistics, School of Public Health & Family Medicine, University 
of Cape Town, Cape Town, South Africa, 5Centre for Infectious Diseases Epidemiology 
& Research, School of Public Health & Family Medicine, University of Cape Town, 
Cape Town, South Africa, 6Division of General Internal Medicine, Massachusetts 
General Hospital, Boston, United States, 7Health Economics Unit, School of Public 
Health and Family Medicine, University of Cape Town, Cape Town, South Africa, 
8ICAP at Columbia, Mailman School of Public Health, Columbia University, New York, 
United States, 9College of Physicians & Surgeons, Columbia University, New York, 
United States  

Background: Despite improved PMTCT services in South Africa, poor retention 
in care and low maternal ART adherence after delivery increase risk of postnatal 
MTCT and adverse maternal outcomes. We projected the clinical and economic im-
pact of the MCH-ART trial, which evaluated integrated, co-located maternal and 
pediatric care throughout breastfeeding in Cape Town.
Methods: Using the CEPAC model, we simulated HIV-infected women initiating 
ART during pregnancy and their infants (mean maternal age: 28.6y, median CD4: 
354 cells/µL). We compared two strategies: routine care (referral to local clinics af-
ter delivery for separate adult ART and well-baby care) and integrated maternal/pe-
diatric care in the MCH service through weaning (median: 8m, then referral to local 
clinics). Trial-derived inputs included: primary trial outcomes of 12-month maternal 
retention (routine: 71%, integrated: 81%) and virologic suppression (routine: 56%, 
integrated: 77%); breastfeeding duration (routine: 6m, integrated: 8m); and infant 
HIV testing uptake at 6-10w (routine: 78%, integrated 82%). We assumed an inter-
vention cost of $200/mother-infant pair and equal monthly LTFU and ART failure 
rates in both strategies after 12 months. Model outcomes included MTCT rates, 
maternal and pediatric life expectancy (LE), and lifetime HIV-related per-person 
costs (2014 US$). We calculated incremental cost-effectiveness ratios (ICERs) 
from discounted (3%/year) maternal + pediatric LE and costs, defining “cost-ef-
fective” as an ICER < $6,500/life-year saved (South Africa 2014 per-capita GDP).
Results: Compared to routine care, integrated care was projected to decrease 
maternal 1-year mortality (1.7% vs. 1.5%), increase maternal LE (27.0y vs. 28.6y, 
undiscounted), and result in an ICER of $940/LYS. Modeled pediatric outcomes 
were similar between arms. The intervention remained cost-effective with lower 
intervention efficacy (50%: Table), higher intervention costs (up to $4,650), and 
longer breastfeeding duration (12m).
Conclusions: Integrated maternal-pediatric care, co-located in MCH services 
through the end of breastfeeding, is a cost-effective strategy to optimize postpar-
tum maternal and infant outcomes in South Africa. 

[Table. Results of clinical and economic analysis of integrated postpartum maternal-
infant care intervention in South Africa]

WEAD02 When Donors Leave...

WEAD0206LB
Cost-effectiveness of routine viral load monitoring in low  
and middle income countries: a systematic review
R.V. Barnabas1, P. Revill2, N. Tan1, A. Phillips3 
1University of Washington, Seattle, United States, 2University of York, York, United 
Kingdom, 3University College London, London, United Kingdom 
Presenting author email: rbarnaba@uw.edu

Background: Routine viral load (VL) monitoring for HIV-1 management of per-
sons on ART has been recommended by the WHO to identify treatment failure. 
However, VL testing represents a substantial cost in resource constrained health 
care systems. The central challenge is whether and how VL monitoring may be 
delivered such that it maximizes health gains across the population for the costs 
incurred. We hypothesized that key efficiency assumptions about program design 
and cost drive the cost-effectiveness of programs with viral load monitoring.
Methods: We conducted a systematic review of studies on the cost-effectiveness of 
viral load monitoring in low and middle income countries (LMIC). We followed the 
Cochrane Collaboration guidelines and the PRISMA reporting guidelines.
Results: We identified 18 studies that evaluated the cost-effectiveness of viral load 
monitoring in HIV treatment programs. Overall, we identified three key factors 
that make it more likely for viral load monitoring to be cost-effective: 1) Use of 
lower cost, robust approaches to viral load monitoring; 2) Ensuring the pathway to 
health attainment is established and that viral load results are acted upon; 3) Viral 
load result is used to simplify HIV care in patients with viral suppression (i.e. differ-
entiated care, with fewer clinic visits and longer prescriptions); viral load monitoring 
in differentiated care programs provides evidence that reduced clinical engage-
ment, where appropriate, is not impacting health outcomes.
Conclusions: The cost-effectiveness of viral load monitoring critically depends on 
the context. To achieve this goal of being cost effective, viral load monitoring will 
need to facilitate scale up of differentiated care approaches to HIV treatment - 
introducing viral load monitoring without differentiated care is unlikely to be cost-
effective in most settings and results in lost opportunity for health gains through 
an alternative use of limited resources. As countries scale up differentiated care 
programs, data on clinical outcomes and cost are essential to evaluate the on-going 
cost-effectiveness of viral load monitoring as utilized in practice. 
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Monday 24 July
Poster Discussions

MOPDC01 Anti-virals and Pregnancy

MOPDC0106LB
Breast milk dapivirine pharmacokinetics and estimated infant 
exposure during dapivirine intravaginal ring use among lactating 
women
L. Noguchi1,2, R. Beigi3, J. Biggio4, M. Marzinke1, C. Kelly5, R. Scheckter6,  
K. Bunge3, J. Piper7, S. Hillier3, A. Nel8, C. Hendrix1 
1Johns Hopkins University, Baltimore, United States, 2MCSP, Washington, United 
States, 3Magee-Womens Hospital/University of Pittsburgh, Pittsburgh, United States, 
4Ochsner Health System, New Orleans, United States, 5SCHARP, Seattle, United 
States, 6FHI 360, Durham, United States, 7DAIDS/NIAID/US NIH, Rockville, United 
States, 8International Partnership for Microbicides, Silver Spring, United States 
Presenting author email: lnoguch1@jhu.edu

Background: The 25 mg dapivirine (DPV) vaginal ring (VR) can reduce women’s 
risk of acquiring HIV infection. Most studies of HIV prevention products exclude 
lactating women, despite global recommendations for breastfeeding and continued 
risk for HIV acquisition during lactation. MTN-029/IPM 039 was a Phase I, open-
label study of pharmacokinetics; safety and tolerability, and adherence associated 
with DPV VR use.
Methods: Between January 2016 and March 2017, 16 healthy, HIV-uninfected 
women aged 18 or older were enrolled in Pittsburgh and Birmingham, USA. Eligible 
women had weaned infants from breastfeeding before enrollment, but were able to 
pump breast milk. Participants were instructed to wear the VR continuously for 14 
days. Milk and blood plasma samples were collected (pre-insertion, Hour 3, Hour 
6, Hour 24, Day 7, Day 14 after ring placement, and two days after ring removal) 
and analyzed for DPV using validated ultra-performance liquid chromatography-
tandem mass spectrometry assays, with lower limits of quantification of 10 pg/mL 
and 20 pg/mL for milk and plasma, respectively. We estimated infant DPV intake 
assuming 150 mL/kg/day milk ingestion. Adverse events (AEs) were collected at all 
participant contacts.
Results: All participants had detectable DPV in milk and plasma. Median DPV con-
centrations in milk and plasma rose gradually to relatively steady concentrations on 
Day 7 and Day 14, followed by falling concentrations after ring removal to approxi-
mately 40% of Day 14 concentrations by Day 16. Median (interquartile range) peak 
concentration for milk and plasma were 676 pg/mL (443, 924.5) and 327 pg/mL 
(274.5, 378), respectively. Time-adjusted median milk/plasma ratio was 1.70 (1.38, 
1.86). Estimated daily infant exposure was 68.0 ng/kg/day (53.0, 85.1). Estimated 
terminal concentration half-life after ring removal was 39.0 hours (27.1, 53.4) and 
35.2 hours (29.8, 46.4) for milk and plasma, respectively. Six of 16 (38%) partici-
pants experienced eight total AEs, most of which were mild.
Conclusions: In this first study of DPV exposure during lactation, DPV VR use was 
associated with low levels of detectable DPV in milk and plasma, very low estimated 
levels of infant exposure, and a favorable safety profile. Future DPV VR studies 
should evaluate longer periods of use among breastfeeding mother-infant pairs. 

Tuesday 25 July
Poster Discussions

TUPDB01 HIV Reservoirs: Ups and Downs

TUPDB0106LB
Viral and host characteristics of a child with perinatal  
HIV-1 following a prolonged period after ART cessation  
in the CHER trial
A. Violari1, M. Cotton2, L. Kuhn3, D. Schramm4, M. Paximadis4, S. Loubser4,  
S. Shalekoff4, B. da Costa Dias4, K. Otwombe1, A. Liberty1, J. McIntyre5,6,  
A. Babiker7, D. Gibb7, C. Tiemessen4 
1University of the Witwatersrand, Perinatal HIV Research Unit, Faculty of Health 
Sciences, Johannesburg, South Africa, 2Stellenbosch University, Family Clinical 
Research Unit, Department of Paediatrics and Child Health, Stellenbosch, South 
Africa, 3Columbia University, Department of Epidemiology, Mailman School of 
Public Health, New York, United States, 4University of the Witwatersrand, Centre for 
HIV and STIs, National Institute for Communicable Diseases and Faculty of Health 
Sciences, Johannesburg, South Africa, 5Anova Health Institute, Johannesburg, South 
Africa, 6Univerity of Cape Town, School of Public Health & Family Medicine, Cape 
Town, South Africa, 7University College London, Medical Research Council, Clinical 
Trials Unit, London, United Kingdom 
Presenting author email: violari@mweb.co.za

Background: In the 6-year CHER trial (2005-2011), HIV-infected infants were 
randomized to deferred antiretroviral therapy (ART) or early limited ART for 40 
(ART-40W) or 96 (ART-96W) weeks; ART reinitiation was based on CD4 and 
clinical criteria. We describe a child, randomized to ART-40W in 2008, who on 
long term follow-up, maintains an undetectable viral load after 8.5 years off-ART.
Methods: Studies conducted to describe immunological and viral characteristics 
included: ultrasensitive qualitative nested and quantitative semi-nested PCR assay 
to assess HIV DNA reservoir; co-culture of CD4 cells with MOLT-4/CCR5 and 
CD8-depleted phytohaemagglutinin-activated lymphocytes to detect replication-
competent virus.
Results: HIV diagnosis was confirmed by HIV-DNA PCR+ at age 32 days, and on 
days 39 and 60, VL was >750,000 and 151,000 copies/ml respectively. ART start-
ed at age 8.7 weeks and was interrupted at 40 weeks post randomisation. On ART, 
VL declined to < 50copies/ml at week 24 and was < 20 copies/ml post-interruption 
.During later follow-up 6-monthly VLwere also < 20copies/ml. At age 9.5 years, the 
child was clinically asymptomatic with CD4 802 cells/µl. Qualitative DNA PCR 
was negative. HIV-antibody by ELISA was negative but was weakly reactive to Gag 
p40 and p24 on Western blot; a weak Gag-specific CD4 T-cell response was de-
tected by whole blood intracellular cytokine assay. Proviral DNA was positive by 
ultrasensitive nested (int) PCR and HIV DNA reservoir size was estimated at 2.2 
copies/106 PBMCs by semi-nested quantitative (RT) assay. DNA sequencing of 
Gag confirmed subtype-C virus. No replication-competent virus was detected in 
culture supernatants by day 22 using p24 ELISA and ultrasensitive nested RT-PCR. 
All HLA loci were heterozygoous (A*30:02:01/66:01; B*08:01:01/44:03:01; 
C*04:01:01/07:01:01; DRB1*12:01:01/13:02:01; DPB1*01:01:01/18:01; 
B1*05:01:01/06:09:01). The KIRAA1 genotype included both full-length and 
truncated KIR2DS4. Immunophenotyping showed few CCR5-expressing CD4 
T-cells (6.6%), low CCR5 density, low immune activation (HLA-DR, TIGIT), high 
PD-1expression and high % naive CD8 T-cells.
Conclusions: To our knowledge, this is the first case of sustained virological control 
from a randomized trial of ART interruption following early treatment of infants. 
Further investigation may expand our understanding of how the immune system 
controls HIV replication and inform future research strategies for ART interruption 
after early ART. 
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TUPDB0201LB
Phase 3 randomized, controlled clinical trial of bictegravir 
coformulated with FTC/TAF in a fixed-dose combination  
(B/F/TAF) vs dolutegravir (DTG) + F/TAF in treatment-naïve 
HIV-1 positive adults: week 48 results
P.E. Sax1, A. Pozniak2, J. Arribas3, E. Koenig4, E. Dejesus5, H.-J. Stellbrink6,  
A. Antinori7, K. Workowski8, J. Slim9, J. Reynes10, W. Garner11, D. Sengupta11,  
H. Martin11, E. Quirk11, A. Cheng11 
1Brigham and Women’s Hospital, Boston, United States, 2Chelsea & Westminster 
Hospital, London, United Kingdom, 3Hospital Universitario La Paz, Mardid, Spain, 
4Instituto Dominicano de Estudios Virologicos IDEV, Santo Domingo, Dominican 
Republic, 5Orlando Immunology Center, Orlando, United States, 6ICH Study 
Center, Hamburg, Germany, 7Hospital Clinico Universitario de Santiago, Santiago 
De Compostela, Spain, 8Emory University, Atlanta, United States, 9Saint Michael’s 
Medical Center, Newark, United States, 10CHU Gui De Chauliac, Montpellier, France, 
11Gilead Sciences Inc., Foster City, United States 
Presenting author email: psax@bwh.harvard.edu

Background: In a phase 2 study, bictegravir (BIC, B), a novel, potent integrase 
strand transfer inhibitor (INSTI) with a high barrier to resistance, was directly com-
pared with dolutegravir (DTG), each given with the recommended N(t)RTI com-
bination of emtricitabine and tenofovir alafenamide (F/TAF) in treatment-naïve, 
HIV-infected adults. Both treatments demonstrated high efficacy and were well 
tolerated through Week (W) 48. We now report results from a phase 3 study of this 
comparison of BIC and DTG, each with F/TAF, utilizing a single-pill coformulation 
of B/F/TAF.
Methods: Treatment-naïve, HIV-infected adults with estimated glomerular filtra-
tion rate (eGFR)
≥30 mL/min were randomized 1:1 to receive blinded treatment with fixed dose com-
bination B/F/TAF (50/200/25 mg) or DTG (50 mg) + F/TAF (200/25 mg) with 
matching placebos once daily through W48. Chronic hepatitis B and/or C infection 
was allowed. The primary endpoint was the proportion of participants with HIV-1 
RNA < 50 copies/mL (c/mL) at W48 (FDA snapshot). Noninferiority was assessed 
through 95.002% confidence intervals (CI) using a margin of 12%. Secondary end-
points were safety measures (adverse events [AEs] and laboratory results).
Results: 645 participants were randomized and treated (320 B/F/TAF, 325 DTG + 
F/TAF): 12% women, 31% Black, 19% viral load (VL) >100,000 c/mL, 12% CD4 < 
200 cells/µL, median age 34 yrs, CD4 count 440 cells/µL, and VL 4.44 log10 c/
mL. At W48, B/F/TAF was noninferior to DTG + F/TAF, with 89.4% on B/F/TAF 
and 92.9% on DTG + F/TAF achieving HIV-1 RNA < 50 c/mL (difference -3.5%; 
95.002%CI -7.9% to 1.0%, p=0.12). At W48, proportion of participants with HIV-1 
RNA ≥50 c/mL was < 1% in each arm. No study subject in either treatment arm de-
veloped resistance to any of the study drugs. The most common AEs were headache 
(13% B/F/TAF, 12% DTG + F/TAF) and diarrhea (12% for both). Few participants (5 
[2%], 1 [< 1%]) had AEs leading to premature study discontinuation. Lipid changes 
were not significantly different between study arms. No renal discontinuations and 
no cases of proximal renal tubulopathy were reported.
Conclusions: After 48 weeks, B/F/TAF achieved virologic suppression in 89.4% 
of treatment- naïve adults and was noninferior to DTG + F/TAF. B/F/TAF was safe 
and well tolerated. 

TUPDB0202LB
Single doses as low as 0.5 mg of the novel NRTTI MK-8591 
suppress HIV for at least seven days
R.P. Matthews1, D. Schürmann2, D.J. Rudd1, V. Levine1, S. Fox-Bosetti1, S. Zhang1, 
M. Robberechts1, A. Huser2, D.J. Hazuda1, M. Iwamoto1, J.A. Grobler1 
1Merck & Co., Inc., Kenilworth, United States, 2Charité Universitätsmedizin Berlin, 
Research Hospital, Berlin, Germany 
Presenting author email: randolph.matthews@merck.com

Background: MK-8591 is a nucleoside reverse transcriptase translocation inhibi-
tor (NRTTI) in early clinical development for the treatment of HIV-1 infection. 
MK-8591-triphosphate (MK-8591-TP), the active phosphorylated anabolite of 
MK-8591, exhibits a half-life of ~150-160 hrs in human PBMCs. Here we describe 
antiviral efficacy and tolerability of single doses of 0.5 mg to 30 mg MK-8591 over 
7 to 10 days in HIV-1 infected subjects in an ongoing Phase 1b monotherapy proof-
of-concept efficacy study.
Methods: In an open-label study in HIV-1-infected subjects naïve to antiretroviral 
treatment (ART), subjects are being administered a single dose of MK-8591 across 
a range of doses. Blood samples are being collected for viral load (VL), MK-8591 

PK, and MK-8591-TP PK at prespecified time points up to 7 to 10 days post-dose. 
Following completion of Day 7 or Day 10 procedures, subjects are being offered 
standard of care ART. Safety, PK, and VL data from the doses of 0.5 mg, 1 mg, 2 
mg, 10 mg, and 30 mg (N=6/panel) are available.
Results: Single doses of MK-8591 across the entire tested range were associated 
with a rapid and robust reduction in VL. At 168 hours postdose, a mean (95% CI) 
placebo-corrected VL reduction of 1.18 log10 (0.95, 1.46) was observed for 0.5 
mg. For the 30 mg dose, mean VL continued to decline through Day 10 with a mean 
placebo-corrected reduction of 1.57 log10 (1.34, 1.85), with no evidence of recru-
descence at any dose. In samples with sufficient VL for testing (14/24), no common 
mutant strains, including M184V/I, were detected. All doses were generally well 
tolerated, with a limited number of mild/moderate adverse experiences reported. 
MK-8591 plasma and MK-8591-TP PBMC PK were similar to previously observed 
data in healthy subjects.
Conclusions: MK-8591 suppressed HIV replication for at least seven days when 
administered as a single dose as low as 0.5 mg. The antiviral potency, human phar-
macokinetics (PK), and physical properties of MK-8591 have the potential to open 
new paradigms for extended duration HIV treatment and prophylaxis approaches. 

TUPDB0203LB
Pharmacokinetics, pharmacodynamics and pharmacogenomics 
of efavirenz 400mg once-daily during pregnancy and 
postpartum
M. Lamorde1, X. Wang2, M. Neary3, E. Bisdomini4, S. Nakalema1, P. Byakika1,  
J. Mukonzo1, W. Khan4, A. Owen3, M. McClure2, M. Boffito2,4 
1IDI, Kampala, Uganda, 2Imperial College, London, United Kingdom, 3University of 
Liverpool, Liverpool, United Kingdom, 4SSCR, Chelsea and Westminster Hospital, 
London, United Kingdom 
Presenting author email: marta.boffito@nhs.net

Background: Antiretroviral dose reductions may compensate for the finite global 
manufacturing capacity and allow access programmes to reach larger numbers 
of HIV-infected patients. The ENCORE-1 study showed that efavirenz 400mg 
(EFV400) is non-inferior to the standard adult dose. WHO clinical guidelines now 
recommend EFV400 as an alternative first-line agent, however with a disclaimer 
that no data on EFV400 during the third trimester of pregnancy (TT) exist. This 
study investigated the pharmacokinetics (PK), efficacy and CYP2B6 pharmacoge-
netics of EFV400 in women living with HIV (WLWH) during TT and post-partum 
(PP) with a view to removing the disclaimer and allowing wider EFV400 use in first-
line.
Methods: Open-label, multicentre study (UK and Uganda) in WLWH receiving 
tenofovir disoproxil fumarate (TDF), emtricitabine (FTC) and EFV 600mg with 
an undetectable viral load (VL), who switched to TDF/FTC/EFV400 was per-
formed. Weekly therapeutic drug monitoring (TDM), steady-state PK profiles dur-
ing TT and PP, safety, virologic efficacy and polymorphisms in CYP2B6 (516C>T; 
938T>C) were evaluated.
Results: 22 WLWH of African origin were enrolled, baseline median (range) age and 
CD4 were 30 (18-41) years and 548 (190-882) cells/mm3, respectively. All had 
VL< 50 copies/mL at baseline, which was maintained throughout the study (only 2 
blips were observed but confirmed < 50, when repeated). None of the children were 
HIV-infected. No WLWH were excluded from the study because of low EFV400 
TDM results (< 800 ng/mL in >3 consecutive visits). Geometric mean (GM) ratios 
(TT/PP; 90% confidence intervals) of EFV400 Cmax, AUC, and C24h were 0.86 
(0.68-1.09), 0.74 (0.59-0.94), 0.62 (0.47-0.83). GM C24h was 1256 ng/mL (co-
efficient of variation 79%). 20/22 WLWH were carriers of the CYP2B6 516G allele 
and only 2 were slow metabolisers. EFV400 was well tolerated during pregnancy 
with no grade 3 or 4 laboratory abnormalities.
Conclusions: Cmax, AUC, and C24h in TT were 14%, 26% and 38% lower compared 
to PP but within ranges of those measured for EFV600 during TT by Schalkwijk et 
al. (2016) and those measured in ARV-naïve patients on EFV400 in ENCORE-1 
(Dickinson et al. 2015). All subjects maintained a VL< 50, suggesting that EFV400 
can be used in pregnant WLWH. 
 
 
 
 
 



iAS 2017 • 9Th iAS COnfeRenCe On hiV SCienCe • 23 - 26 July 2017 • PARiS, fRAnCe

Monday
24 July

Author
Index

Late
Breaker
Abstracts

Wednesday
26 July

Tuesday
25 July

ABSTRACT BOOK • www.iAS2017.ORg575 575

TUPDB0204LB
Universal sputum testing vs. symptom-based testing  
for tuberculosis (TB) in HIV-infected pregnant women:  
a cluster-randomized implementation trial in South Africa
N. Martinson1, K. Motihaoleng1, E. Variava2, G. Barnes3, P. Abraham1, L. Lebina1, 
S. Cohn3, L. Moulton4, N. Salazar-Austin3, R. Chaisson3 
1Perinatal HIV Research Unit, University of the Witwatersrand, Soweto, South 
Africa, 2Klerksdorp Tshepong Hospital Complex, Internal Medicine, Klerksdorp, South 
Africa, 3Johns Hopkins University, Center for TB Research, Baltimore, United States, 
4Bloomberg School of Public Health, Johns Hopkins University, International Health, 
Baltimore, United States 
Presenting author email: martinson@phru.co.za

Background: TB in HIV-infected pregnant women is a leading cause of maternal 
and infant morbidity and mortality. Currently-recommended symptom-based 
screening of HIV-infected pregnant women may be insensitive.
Methods: We conducted a cluster-randomized trial to compare universal sputum 
TB testing of HIV-infected pregnant women against standard symptom-based test-
ing. Sixteen public-sector antenatal clinics in two health districts were assigned to 
either strategy by constrained randomization. HIV-infected pregnant women with-
out currently diagnosed TB were eligible. In universal testing clinics (UC), all HIV-
positive pregnant women were asked to produce a sputum sample. In symptom clin-
ics (SC), only those with WHO criteria for TB testing (cough, fever, night sweats, 
or weight loss) were asked to produce sputum. Sputa were tested by Xpert MTB/RIF 
and midway through the study liquid MGIT culture was added. Women and infants 
were followed through 2 months postpartum. Cluster-adjusted results are shown.
Results: From 5/2015 through 3/2017, 937 and 1095 HIV-infected pregnant 
women were enrolled in the UCs and SCs, respectively. Median age was 30 years, 
median gestational age 24 months, 11% had prior TB, 90% were on ART, with no sig-
nificant differences by arm. At baseline 17% of UC women and 22% of SC women 
had >1 TB symptom (p=0.40). 
In UCs and SCs, respectively, 35 and 4 women were diagnosed with TB during 
pregnancy (UC prevalence = 3.7%, SC 0.37%, adjusted p=0.01). Two months 
post-partum, infant mortality in UCs was 0.9% vs. 2.1% in SCs (adjusted p= 0.06). 
Miscarriages and stillbirths were similar in both arms and two women died in the 
SCs .
MGIT culture identified more TB than Xpert: 25/487 samples (5%) were MGIT+ 
vs 19/1400 (1.4%) Xpert+ (p< 0.05). 440 samples were tested with both assays, 
4 were Xpert+/MGIT+, 412 negative for both, 3 Xpert+/MGIT-, and 21 Xpert-/
MGIT+.
Conclusions: Universal TB screening of all HIV-infected pregnant women in-
creased case detection 10-fold and was associated with reduced early infant mor-
tality. MGIT identified more TB than Xpert in women whose pregnancy may mask 
TB symptoms. Our data support sputum testing all HIV-infected pregnant women 
for TB in high burden areas such as South Africa. Cost-effectiveness studies of uni-
versal testing are needed. 

TUPDB0205LB
Sub-study 202094 of SWORD 1 & SWORD 2: switch from 
TDF containing regimen to DTG+RPV improves bone mineral 
density and bone turnover markers over 48 weeks
G. McComsey1, J. Gonzalez-Garcia2, S. Lupo3, J. De Wet4, D. Parks5, L. Kahl6,  
B. Wynne7, M. Gartland8, K. Angelis9, M. Cupo10, K. Vandermeulen11, M. Aboud6 
1Case Western Reserve University, UH Clinical Research Center, Cleveland, United 
States, 2Hospital Universitario la Paz. IdiPAZ, Madrid, Spain, 3CAICI Instituto 
Centralizado, de Asistencia e Investigación Clínica Integral, Santa Fe, Argentina, 
4Spectrum Health, Vancouver, Canada, 5Southampton Clinical Research Group, St. 
Louis, United States, 6ViiV Healthcare, Brentford, United Kingdom, 7ViiV Healthcare, 
Collegeville, United States, 8ViiV Healthcare, Research Triangle Park, United States, 
9GlaxoSmithKline, Uxbridge, United Kingdom, 10GlaxoSmithKline, Collegeville, United 
States, 11Janssen, Beerse, Belgium  

Background: Loss of bone mineral density (BMD) has been attributed to traditional 
risk factors for osteoporosis, HIV infection and antiretroviral therapy (ART), in 
particular tenofovir (TDF). 202094, a sub-study of the international, multicenter 
SWORD 1 & 2 studies, evaluated change in BMD (by DEXA) following switch from 
a triple ART regimen containing TDF to the 2-drug regimen (2DR) dolutegravir 
(DTG) + rilpivirine (RPV). Week 48 SWORD data demonstrated maintenance of 
suppression with DTG+RPV and noninferiority to continuing current ART (CAR).
Methods: Subjects were HIV-infected adults, with HIV-1 RNA< 50c/mL and 
who received ART containing TDF both for ≥ 6 months prior to randomization to 
DTG+RPV or CAR on Day 1 through Week 48 in SWORD-1/2. Hip and lumbar 
spine BMD were measured by DEXA scans which were centrally read. The primary 

endpoint was the percentage change in total hip BMD. Secondary endpoints in-
cluded change in lumbar spine BMD and bone turnover markers. The ANCOVA 
BMD analysis of the intent-to-treat population adjusted for baseline parameters 
(see Table 1).
Results: The results at Week 48 are shown in Table 1. DTG + RPV patients had 
an increase from Baseline to Week 48 in hip (1.34%) and spine BMD (1.46%) 
which differed statistically significantly (p=0.014, p=0.039, respectively) from 
CAR patients. (Table 1). Consistent with this, DTG + RPV patients had a decrease 
from Baseline to Week 48 in bone specific alkaline phosphatase, procollagen type 
1-N-propeptide, osteocalcin and Type I Collagen C-Telopeptide bone turnover 
markers which differed statistically significantly from the CAR group (p range from 
< 0.001 to 0.029 across markers). 

Treatment Assignment in Parent SWORD Study DTG + RPV CAR p value
Evaluable subjects at Baseline and Week 48(a) 46 35  

Primary Endpoint: Total Hip(b) BMD
Mean adjusted % change from Baseline to Week 48 
(95% CI)(c)

1.34 (0.68, 
2.01)

0.05 (-0.71, 
0.82)  

Difference in adjusted % change from Baseline to 
Week 48 between treatment groups (95% CI) and 
p value(c)

1.29 (0.27, 2.31) p = 0.014

Secondary Endpoint: Lumbar Spine(d)BMD
Mean adjusted % change from Baseline to Week 48 
(95% CI)(c)

1.46 (0.65, 
2.28)

0.15 (-0.79, 
1.09)  

Difference in adjusted % change from Baseline to 
Week 48 between treatment groups (95% CI) and 
p value(c)

1.32 (0.07, 2.57) p = 0.039

a. Subjects having evaluable BMD data at both Baseline and Week 48 had their DEXA scans 
performed within the predefined time period for the study visit b. Total hip includes the femoral 
neck, trochanter and intertrochanter areas c. BMD is expressed as areal density. Estimates and 
associated p-values are from an ANCOVA model adjusted for Baseline BMD value, age at study 
entry, and Baseline BMI d. Lumbar spine includes the first lumbar vertebra (L1) to the fourth lumbar 
vertebra (L4)

[202094 Week 48 Results: ITT-Exposed Population]

Conclusions: Switch to the 2 drug-regimen of DTG+RPV is associated with signifi-
cant improvement in bone mineral density and markers of bone health compared 
to continuation of a TDF-based 3 drug regimen, and provides a robust option for 
preserving bone health while continuing suppressive HIV treatment. 

TUPDB0206LB
Earlier treatment and lower mortality in infants initiating 
antiretroviral therapy at < 12 weeks of age in South Africa: 
The International epidemiologic Databases to Evaluate AIDS 
Southern Africa (IeDEA-SA) Collaboration
V. Iyun1, K. Technau2, B. Eley3, H. Rabie4, A. Boulle5,6, G. Fatti7, F. Tanser8,9,  
R. Wood10, L. Fairlie11, M.-A. Davies1 
1University of Cape Town, Centre for Infectious Disease Epidemiology and Research, 
Cape Town, South Africa, 2University of the Witwatersrand, Rahima Moosa Mother 
and Child Hopsital Hospital, Johannesburg, South Africa, 3University of Cape Town, 
Red Cross War Memorial Children’s Hospital and Department of Paediatrics, Cape 
Town, South Africa, 4University of Stellenbosch, Tygerberg Academic Hospital and 
Department of Paediatrics, Stellenbosch, South Africa, 5University of Cape Town, 
Centre for Infectious Disease Epidemiology and Research, School of Public Health 
and Family Medicine, Cape Town, South Africa, 6Western Cape Department of 
Health, Khayelitsha ART Programme and Department of Health Impact Assessment, 
Cape Town, South Africa, 7Kheth’impilo, Cape Town, South Africa, 8Africa Centre 
for Population Health, Durban, South Africa, 9University of Kwazulu Natal, School 
of Nursing and Public Health, Durban, South Africa, 10University of Cape Town, 
Gugulethu ART Programme and Desmond Tutu HIV Centre, Cape Town, South Africa, 
11University of the Witwatersrand, Wits Reproductive Health and HIV Research 
Institute, Johannesburg, South Africa 
Presenting author email: toyiniyun@gmail.com

Background: The context of HIV prevention and treatment for children in South 
Africa has significantly improved and there is a recent shift toward birth early infant 
diagnosis and early infant antiretroviral therapy (ART). We describe the character-
istic and outcomes of children initiating ART in the context of changing paediatric 
HIV testing and treatment guidelines in South Africa.
Methods: A retrospective cohort analysis was conducted using data from the 
IeDEA-SA collaboration. HIV-infected children initiating combination ART at < 3 
months old, from 2006-2016 were included. We described changes in character-
istics of children starting ART and mortality, loss to follow-up (LTFU) and transfer 
out by 12 months on ART.
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Results: Among 1380 infants, the median age at ART initiation was 62 days (in-
terquartile range (IQR) 37-79); median time on ART was 13.6 months (IQR 4.0-
34.5). The median age at ART start decreased from 67 days (IQR 53-81) in 2006-
2009 to 48 days (IQR 9-74) in 2013+ (p<0.001). There was a decline in median 
log viral load at ART initiation from 5.9 (IQR 5.4- 6.4) in 2006-2009 to 5.4 (IQR 
3.9-6.3) in 2013+ (p<0.001). The median absolute CD4 count (cells/µL) increased 
progressively from 888 (IQR 380-1703) in 2006-2009 to 1526 (IQR 659-2231) 
in 2013+ (p<0.001). Among infants with data on WHO disease staging (n=865), 
84% (n=299) started ART with WHO disease stage 3/4 in 2006-2009 compared 
to 39% (n=279) in 2013+ (p<0.001). After 1 year on ART, 11% (median age 68 days 
(IQR 55-75)) and 4% (median age 60 days (IQR 25-83)) of children died in 2006-
2009 and 2013+ respectively (p<0.001). LTFU increased from 7% in 2006-2009 
to 21% in 2013+ (p=0.002) and transfer out declined from 20% in 2006-2009 to 
12% in 2013+ (p<0.001).
Conclusions: Children are starting ART earlier, with less progressive disease and 
associated declines in mortality; however mortality and LTFU in infants starting 
ART remains unacceptably high. In view of the scale up of birth PCR testing in 
South Africa, a significant proportion of children still start ART with advanced dis-
ease, highlighting the need for a focused approach to early infant HIV testing and 
follow-up on ART. 

TUPDC01 TRANScending Barriers for Prevention

TUPDC0107LB
High level of retention and adherence at week 48 for MSM  
and TGW enrolled in the PrEP Brasil demonstration study
B. Grinsztejn1, B. Hoagland1, R. Moreira1, E. Kallas2, J. Madruga2, I. Leite3,  
R. de Boni1, P. Anderson4, A. Liu5, P. Luz1, V. Veloso1, PrEP Brasil Study Group 
1Fundacao Oswaldo Cruz, Instituto Nacional de Infectologia Evandro Chagas, Rio 
de Janeiro, Brazil, 2Universidade de Sao Paulo, Faculdade de Medicina, Sao Paulo, 
Brazil, 3Fundacao Oswaldo Cruz, Escola Nacional de Saude Publica, Rio de Janeiro, 
Brazil, 4University of Colorado Anschutz Medical Campus, Denver, United States, 5San 
Francisco Department of Public Health, Bridge HIV, San Francisco, United States 
Presenting author email: gbeatriz@ini.fiocruz.br

Background: PrEP Brasil is a demonstration study to assess feasibility of daily oral 
tenofovir-disoproxil-fumarate plus emtricitabine (TDF/FTC) provided at no cost 
to high-risk men who have sex with men (MSM) and transgender women (TGW) 
within the Brazilian public health system. We report week 48 PrEP retention, ad-
herence to daily pill use, trends in sexual behavior and incidence of HIV and sexually 
transmitted infections.
Methods: PrEP Brasil was initiated on April/2014; participants were followed for 
48 weeks. Adherence was evaluated based on tenofovir diphosphate (TFV-DP) 
concentrations in dried blood spot samples. Logistic regression models were used to 
quantify the association of socio-demographic, behavioral and clinical variables with 
high levels of adherence (≥4 doses/week).
Results: 450 participants initiated PrEP, of which 376 (83%) were retained through 
48 weeks. At week 48, 73.7% (277/376) had protective levels consistent with ≥4 
doses/week. Higher odds of achieving protective levels was observed among par-
ticipants from São Paulo (adjusted odds ratio [aOR] 2.01, 95% confidence interval 
[95%CI] 1.16-3.47), as well as among those who reported sex with HIV-positive 
partners (aOR 1.77, 95%CI 1.03-3.04), and those who had protective levels of 
TFV-DP at week 4 (aOR 3.26, 95%CI 1.87-5.68). The prevalence of rectal chla-
mydia and rectal gonorrrhea ranged from 8.0% and 4.9% at enrollment to 7.7% 
and 3.7% at week 48, respectively (p=0.88 and p=0.42). Syphilis incidence was 
9.0/100PY (95%CI 6.5-12.5). The mean number of sexual partners slightly de-
creased from 11.0 to 8.6 (p=0.20) whereas the proportion of participants engaging 
in condomless receptive anal sex slightly increased from 44.7% to 47.8% (p=0.37). 
Two individuals seroconverted during follow-up (HIV incidence 0.51 [95%CI 0.13-
2.06] infections/100PY); both had undetectable TFV-DP levels at seroconversion.
Conclusions: Our results show high levels of retention and adherence to PrEP 
corroborating PrEP’s feasibility in a real-life setting of a middle-income country. 
Moreover, sexual behavior and STI incidence remained stable over time, suggesting 
a lack of risk compensation in this population. 
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Are associations between HIV and HPV transmission due  
to behavioural confounding factors or biological effects?
C. van Schalkwyk1,2, J. Moodley3, A. Welte2, L. Johnson1 
1University of Cape Town, Centre for Infectious Disease Epidemiology and Research, 
Cape Town, South Africa, 2University of Stellenbosch, DST/NRF Centre of Excellence 
in Epidemiological Modelling and Analysis, Stellenbosch, South Africa, 3University of 
Cape Town, Cape Town, South Africa 
Presenting author email: carivs@sun.ac.za

Background: Epidemiological studies suggest 2 to 5 fold unadjusted increased risk 
of newly detecting HPV infection for HIV-infected individuals and of HIV acquisi-
tion following HPV detection. Meta-analyses of the latter association, using esti-
mates adjusted for behavioural risk factors, estimate ~2 fold increased risk. We con-
ducted a mathematical modelling study to assess whether confounding behavioural 
factors and network effects are sufficient to explain associations between HIV and 
HPV infection status, without biological interactions.
Methods: MicroCOSM, a dynamic individual-based network model, was used to 
simulate epidemics of HIV and 13 oncogenic HPV types. Heterogeneity in sexual 
risk behaviour was represented by distinguishing relationship types and allowing for 
variation between individuals in their rate of partner acquisition and propensity for 
concurrent partnerships. No biological effects were assumed to modify transmis-
sion parameters of HIV in the presence of HPV infection and vice versa. Bayesian 
methods were used to calibrate the model to South African HIV and type-specific 
HPV prevalence data. Medians of the posterior distributions of the model param-
eters were used to simulate cohorts with bi-annual HIV and HPV testing from 2010 
to 2015. Cox proportional hazards models were used to estimate hazard ratios for 
each of 100 simulated cohorts and mean hazard ratios were calculated.
Results: The 2010 mean HIV prevalence and oncogenic HPV prevalence among 
adults aged 15-49 in the 100 cohorts are 20.1% (95% CI 18.7-21.4%) and 38.9% 
(95% CI 36.5-41.2%), respectively. The modelled mean unadjusted hazard ratio of 
HIV acquisition following detection of an oncogenic HPV type is 3.2 (95% CI 2.6-
3.8). The mean unadjusted hazard ratio for the effect of HIV on newly detected 
HPV is 3.7 (95% CI 3.4-4.1). Model findings are similar for different years of study 
enrolment and frequency of testing.
Conclusions: Model results are comparable to unadjusted results from obser-
vational studies, even when no biological effects are included. This suggests that 
observed associations between HPV and HIV transmission could be attributed to 
confounding by behavioural factors and network-level effects, implying that pri-
mary prevention of HPV (for example by vaccination) may not play a significant 
role in HIV prevention. 

WEPDD01 Getting to the First 90

WEPDD0106LB
Accelerating progress towards the first 90 among men: a trial 
of the peer-based distribution of HIV self-test kits in Bulisa, 
Uganda
M. Nanfuka1, A. Choko2,3, J. Birungi1, G. Taasi4, P. Kisembo1, A. Juliet1,  
S. Helleringer5 
1The AIDS Support Organisation, Kampala, Uganda, 2Malawi- Liverpool Wellcome 
Trust Clinical Research Program, Blantrye, Malawi, 3London School of Hygiene and 
Tropical Medicine, Department of Infectious Diseases Epidemiology, London, United 
Kingdom, 4Ministry of Health, Kampala, Uganda, 5Bloomberg School of Public Health, 
John Hopkins University, Baltimore, United States 
Presenting author email: nanfukam@tasouganda.org

Background: Too few men living with HIV are aware of their status, particularly 
in fishing communities around the great lakes of Africa. HIV self-testing (HIVST) 
addresses barriers preventing men from testing. But current approaches to distrib-
uting HIVST kits (e.g., through health facilities) only reach a subset of the men 
requiring HIV testing. We conducted a pilot trial of the distribution of HIVST kits 
through peer networks of fishermen.
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Methods: We recruited seed participants among male patients of a TASO-
supported facility. We introduced them to HIVST, and asked if they would dis-
tribute HIVST kits to peers who have not recently been tested for HIV. If so, we 
provided a package containing up to 5 HIVST kits (OraQuick), instructions and 
scripts addressing questions their peers may ask about HIVST. Recruited peers 
were referred to the study using a coupon with a unique number, and were asked to 
return the HIVST kit (used or unused). We conducted audio computer assisted self-
interviews with seeds and recruits to measure a) the occurrence of adverse events 
(e.g., coercion) and b) the uptake of HIVST kits. The accuracy of HIVST was mea-
sured against a confirmatory HIV test conducted by a health worker.
Results: A total of 19 seeds offered an HIVST kit to 115 men, and 95 (82.6%) ac-
cepted the offer. Among those, 29 had never been tested (25.8%), and 42 (44.2%) 
had tested more than a year ago. According to confirmatory testing, HIV preva-
lence was 4.3% among recruits (4/94). Compared to this standard, the sensitivity 
of HIVST was 100%. Three men living with HIV learned of their infection through 
HIVST (yield = 1 new diagnosis per 6.3 seeds). The specificity of HIVST was 93.3% 
(88/94). The 6 false positives were due to a faint grey line appearing on the test lo-
cation of the OraQuick kit. No recruit reported coercion, but one seed experienced 
hostility from family members of a recruit.
Conclusions: A novel network-based distribution model of HIVST had high uptake 
and yield among men in this pilot study. It could constitute a crucial tool in reaching 
the 90-90-90 targets in under-served fishing communities in Uganda and else-
where. 
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MOLBPEA01
Majority of HIV virions exclusively express either functional  
or nonfunctional forms of Env
A. Arakelyan1, W. Fitzgerald1, D. King2, P. Rogers2, H. Cheeseman2, J.-C. Grivel3, 
R. Shattock2, L. Margolis4 
1NIH,NICHD, Bethesda, United States, 2Imperial College, London, United Kingdom, 
3Sidra Medical and Research Center, Doha, Qatar, 4NIH,NICHD, Bethesa, United 
States 
Presenting author email: anush.arakelyan@nih.gov

Background: HIV is one of the most variable viruses because of its high mutation 
rate and the conformational plasticity of env. The rapid evolution of this virus, in 
particular of its envelope (Env), within an infected individual allows it to evade host 
cellular and humoral immune responses. The correct conformation of Env is critical 
for the HIV infection. 
In this study, we investigate the conformation of Envs on individual virions using 
our new technology “flow virometry” and a panel of antibodies that discriminate 
between various gp120 conformations.
Methods: To analyze native HIV virions individually we used magnetic nanopar-
ticles (MNPs) coupled with anti-HIV antibodies to capture HIV virions, followed 
by staining of resultant complexes with different combinations of fluorescent 
“detection” antibodies recognizing different conformations of Envs. The resultant 
complexes were separated in a strong magnetic field using magnetic columns, and 
analyzed with a flow cytometer. To investigate how Envs of different conformations 
may affect viral infection we depleted HIV preparation of viruses carrying trimeric 
Envs recognized by PG16 antibodies or of virions carrying Env stumps recognized by 
4B3 antibodies. We then infected tonsillar tissue blocks ex vivo with these depleted 
preparations or mock depleted preparation and monitored infection for 12 days by 
measuring p24 released in culture medium.
Results: We found that the majority of virions did not carry defective and trimeric 
spikes simultaneously. Accordingly, the depletion of the virions that carry defective 
Envs only mildly decreased the infection of human lymphoid tissue. 4B3-MNPs de-
pleted viral preparation infected human lymphoid tissues ~40% less (60.8±15.5%, 
n=6) than the control preparation. In contrast, viral preparations depleted with 
PG16-MNPs or VRC01-MNPs were significantly less infectious (p=0.01 and 
p=0.03, respectively). These preparations infected human lymphoid tissue to the 
level of 28.6 ±8.8% (n=6) and 19.5%±2.7 (n=5) of control, respectively.
Conclusions: The observed lack of mosaicism for the majority of infectious viri-
ons suggests that this all-or-nothing viral strategy likely aids immune evasion by 
subverting the focus of humoral responses to generate multiple non-neutralizing 
antibodies at no cost to infectious virions. 

MOLBPEA02
Natural amines inhibit activation of human plasmacytoid 
dendritic cells through CXCR4 engagement
N. Smith1,2, N. Pietrancosta1, S. Davidson3, J. Dutrieux4, J. Münch2, A. Wack3,  
S. Nisole5, J.-P. Herbeuval1 
1CNRS UMR8601 - Team CBMIT, Université Paris Descartes, Paris, France, 2Ulm 
University Medical Center, Institute of Molecular Virology, Ulm, Germany, 3Francis 
Crick Institute, Immunoregulation Laboratory, London, United Kingdom, 4INSERM 
UMR-S 1124, Université Paris Descartes, Paris, France, 5Institut de Recherche en 
Infectiologie de Montpellier, CNRS UMR 9004 - Montpellier University, Montpellier, 
France 
Presenting author email: nikaiafjsmith@gmail.com

Background: Plasmacytoid dendritic cells (pDC) are the first line of host defence 
against viruses and bacteria and link innate to adaptive immunity. These immune 
cells are activated after recognition of pathogen nucleic acids by sensors such as 
Toll-like receptors (TLR). TLR activation triggers production of type I interferon 
and proinflammatory cytokines. RNA viruses, such as human immunodeficiency 
virus type 1 (HIV-1) induce high secretion of type I interferon. However, prolonged 
pDC activation and consequently massive type I interferon production may have 
adverse effects in the chronic phase of AIDS. Therefore, modulating pDC function 
and understanding the mechanisms underlying this pDC regulation is of great clini-
cal interest. It was shown that Histamine strongly inhibits cytokine production by 
Influenza A-activated pDC and inhibits type I interferon production by activated 
pDC from psoriasis patients.
Methods: Human pDC were purified from healthy donors and cultivated in pres-
ence of HIV overnight. IFN-a production by pDC was quantified by ELISA and 
relative mRNA levels of different interferons, ISG and pro-inflammatory cytokines 
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were measured by RT-qPCR. We tested natural (histamine, spermine, serotonine) 
and synthetic (clobenproppit) amines on pDC activated by HIV. siRNA was per-
formed successfully for the first time on primary human pDC to evaluate the impli-
cation of the proteins of interest (Smith et al., 2016). 29S8 mice were infected by 
inhalation with influenza in presence or not of the amines and IFN levels in broncho-
alveolar fluids were measured.
Results: Here we show that natural and synthetic monoamines and polyamines 
inhibit type I interferon production, membrane TRAIL expression and inter-
feron-stimulating genes (ISG) by HIV-stimulated pDC and PBMCs in vitro. 
Furthermore, IFN production was fully inhibited in a mouse model of influenza 
infection. Surprisingly, histamine receptors are not required for pDC inhibition. 
We show that the positive ammonium moiety is essential for the inhibitory activity 
and we identify CXCR4 as the unexpected common link between amine effect 
and pDC inhibition.
Conclusions: Our study establishes a functional link between natural amines and 
the innate immune system and identifies CXCR4 as a potential ‘on-off ’ switch of 
pDC activity and therefore as a promising therapeutic target in HIV chronic phases 
(Smith et al., 2017). 

MOLBPEA03
Higher levels of NK cell phenotypic diversity and  
transcriptional activation prior to HIV-1 infection are  
associated with increased set point viral load
M.C. Costanzo1,2, D. Kim1,2, M. Creegan1,2, K.G. Lal1,2, L.A. Eller1,2, H. Kibuuka3,  
L. Maganga4, S. Nitayapan5, F. Sawe1,6, D.L. Bolton1,2, N.L. Michael1, M.L. Robb1,2,  
M.A. Eller1,2 
1U.S. Military HIV Research Program, Walter Reed Army Institute of Research, 
Silver Spring, United States, 2Henry M. Jackson Foundation for the Advancement of 
Military Medicine, Bethesda, United States, 3Makerere University Walter Reed Project, 
Kampala, Uganda, 4Walter Reed Program-Tanzania, Mbeya, Tanzania, United Republic 
of, 5Royal Thai Army Component, Armed Forces Research Institute of Medical 
Sciences, Bangkok, Thailand, 6Kenya Medical Research Institute/Walter Reed Project, 
Kericho, Kenya 
Presenting author email: mcostanzo@hivresearch.org

Background: Natural killer (NK) cells are innate lymphocytes expressing a di-
verse set of activating/inhibitory receptors that drive their effector activity. 
Transcriptional signatures differentiate NK cell functions, however, the signifi-
cance of this functional diversity remains unknown. NK cells are critical for antiviral 
responses and are generally considered to participate in the control of HIV-1, yet 
the mechanism remains unclear. A better understanding of NK cell diversity during 
acute HIV-1 infection (AHI) may be important in the development of treatment 
and vaccine strategies to eradicate HIV-1.
Methods: NK cell immunophenotyping was evaluated in 24 participants from the 
RV217 early capture HIV-1 acute infection cohort. PBMC, collected prior to in-
fection and 7-8 time-points over the first 60 days of infection, were thawed and 
stained to characterize activation, differentiation, homing, and activating/inhibi-
tory receptor expression of NK cells using flow cytometry. In addition, longitudinal 
NK cell transcriptional signatures were defined in 12 of these donors using Fluidigm 
BioMark multiplex qPCR.
Results: Throughout AHI, coincident with viral expansion, NK cell counts in-
creased from a median 228 cells/µl (49-589) to 317 cells/µl (100-864)(p< 0.01). 
Nevertheless, the kinetics and magnitude of NK cell expansion showed marked vari-
ability indicating substantial donor diversity in response to AHI. Analysis of 10 sur-
face receptors revealed broad phenotypic diversity, and there were clear signatures 
of NK cell activation and trafficking. Moreover, we identified unique transcriptomic 
fingerprints, related to NK cell effector activity including direct cell recognition, 
response to cytokines, and antibody dependent cellular cytotoxicity. None of these 
aspects of NK cell biology were associated with viral control. Interestingly, an index 
of receptor diversity, prior to infection, trended to a correlation to set point viral 
load (r=0.37, n=23, p=0.1031). Furthermore, at baseline, expression of 54 genes 
associated with NK cell effector activity strongly correlated to set-point viral load 
(r>0.578, n=12, p< 0.048).
Conclusions: Together, this data shows novel phenotypic and transcriptomic sig-
natures associated with NK cells involved in the early responses of HIV-1 infection. 
Importantly, while NK cell activity can contribute to control of HIV-1 viremia, we 
observe distinct signatures prior to infection that may be associated with higher set 
point viral load and worse clinical outcome. 

MOLBPEA04
Expanded clones in SIV-infected macaques on antiretroviral 
therapy recapitulate key features of expanded clones in 
HIV infection: implications for evaluation of “HIV Cure” 
interventions
J. Lifson1, X. Wu2, G. Del Prete1, A. Ferris3, A. Swanstrom1, D. Wells3, S. Guo3,  
S. Hughes3 
1Leidos Biomedical Research, Inc./Frederick National Laboratory for Cancer Research, 
AIDS and Cancer Virus Program, Frederick, United States, 2Leidos Biomedical 
Research, Inc., Frederick Naitonal Laboratory for Cancer Research, Cancer Research 
Technology Program, Frederick, United States, 3National Cancer Institute, Frederick, 
HIV Dynamics and Replication Program, Frederick, United States 
Presenting author email: lifsonj@mail.nih.gov

Background: Residual sources of HIV that persist despite seemingly effective com-
bination antiretroviral therapy (cART) and can give rise to recrudescent infection 
when cART is stopped (“viral reservoir”) include expanded clones of CD4+ T cells, 
characterized by identical proviral integration sites. These cells can be broadly dis-
tributed anatomically, and may contain replication competent proviruses that can 
contribute significantly to the total viral reservoir.
Methods: To assess whether SIV infected rhesus macaques (RM) receiving cART 
recapitulate the biology of expanded clones in HIV infected humans, and thus might 
serve as a useful animal model in this important research area, we analyzed SIV inte-
gration sites in RM and human CD4+ T cells infected in vitro, and compared them to 
HIV integration sites in in vitro infected human CD4+ T cells. We also extensively 
analyzed integration sites in blood and tissue samples (lymph node, spleen) from four 
SIV-infected RM started on cART 4 weeks post-infection, and treated for one year.
Results: SIV integration sites in RM and human CD4+ T cells infected in vitro with 
SIV showed the same overall patterns observed for HIV integrations in human 
CD4+ T cells (preference for integration into the bodies of highly expressed genes 
in gene-rich regions), with extensive overlap in the top 500 genes identified as in-
tegration hot spots for both viruses. For in vivo specimens, of 997 integration sites 
documented, 31% represented expanded clones and 7 of the 10 most frequently 
identified clones were found in at least two different tissues, similar to findings for 
HIV-infected humans.
Conclusions: These results indicate that SIV integration in RM cells recapitulates 
essential features of HIV integration in human cells, in vitro and in vivo, including 
the formation of expanded clones with identical integration sites, and should pro-
vide a useful animal model for studies of this critical viral reservoir component. Key 
questions for future studies include demonstration of the replication competence 
of at least some of the expanded SIV proviral clones, the role of antigen specific 
proliferation in their establishment and maintenance and initial evaluations of the 
impact of appropriate “HIV cure” strategies on this compartment. 

MOLBPEA05
Oxidative stress-related PML nuclear body degradation:  
a novel pharmacologically druggable mechanism behind the 
establishment of latency during acute infection
B. Lucic1,2, I.L. Shytaj1,2, C. Ahlmann-Eltze1, S. Bicciato3, A. Savarino4, M. Lusic1,2 
1Heidelberg University, Infectious Diseases Integrative Virology, Heidelberg, Germany, 
2German Center for Infection Research (DZIF), Heidelberg, Germany, 3University 
of Modena and Reggio Emilia, Department of Life Sciences, Modena, Italy, 4Italian 
Institute of Health, Rome, Italy 
Presenting author email: luca.shytaj@gmail.com

Background: Unravelling the mechanisms establishing HIV-1 latency may provide 
new therapeutic tools. Latent HIV-1 resides proximally to nuclear bodies, and their 
main component, the PML protein, is susceptible to the anticancer drug arsenic 
trioxide, resulting in latency reversal [Lusic et al. 2013]. We here investigated, in 
primary CD4+ T-cells, the redox modulation of PML degradation/reformation dur-
ing transition from acute/productive to latent HIV-1 infection, and its potential 
therapeutic implications.
Methods: Primary CD4+T-cells were used to model the productive/latent infection 
transition. Cells were activated with α-CD3-CD28, ex-vivo infected with wild-type 
NL4-3 HIV-1 and kept in culture for 14 days to revert to a resting state. Viral pro-
duction was measured by qPCR and FACS. Integrated HIV-1 DNA was measured 
by ALU-gag PCR. Transcriptomic profiles were obtained by microarray and the 
results validated by qPCR and western blot. Single cell (co)localization of PML and 
HIV-1 DNA were assessed by 3Dimmuno-DNA FISH. Data were analyzed with the 
Graphpad, Volocity and “R” software.
Results: Acute/productive infection (days 3-7 post-infection) was characterized by 
increased oxidative stress (decreased reduced/oxidized glutathione ratio) and con-
comitant upregulation of the master gene for antioxidant responses (Nrf2) and its 
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downstream targets. Particularly, expression of thioredoxin, thioredoxin reductase, 
and NQO1 peaked 7 days post-infection. Generation of oxidative stress was ac-
companied by PML degradation and decreased nuclear bodies number (P<0.001). 

[NRF2 pathway-PML dynamics during HIV-1 infection]

These effects were reverted during the transition to latent infection (days 9-14 
post-infection). Conversely, establishment of latency was prevented both by drug-
induced PML degradation and by glutathione depletion using BSO, which selec-
tively induced dose/time dependent death of productively HIV-1 infected cells.
Conclusions: Productive HIV-1 infection activates Nrf-2/antioxidant pathways and 
leads to PML degradation. These effects are reversed upon latency establishment 
and can be pharmacologically exploited using pro-oxidant drugs to selectively kill 
infected cells, thus providing a new tool to hamper latency establishment during 
acute infection. 

MOLBPEA06
Estimating the contribution of proliferation to HIV-infected 
lymphocyte persistence
J.M. Gerold, A.L. Hill 
Harvard University, Program for Evolutionary Dynamics, Cambridge, United States 
Presenting author email: jgerold@fas.harvard.edu

Background: Despite suppressive antiretroviral therapy (ART), HIV persists in in-
fected individuals as provirus integrated into the genomes of resting memory CD4+ 
T cells. The relative importance of intrinsic longevity versus homeostatic prolifera-
tion of provirus-containing cells in maintaining this stability remains unknown. To 
understand how lymphocyte proliferation contributes to reservoir stability, we 
developed a statistical method to infer dynamical parameters of the HIV-infected 
lymphocyte population and applied this method to integration site data.
Methods: Recent investigations of HIV integration sites provide a window into 
the dynamics of resting memory CD4+ T cells. Because HIV integrates randomly 
into the human genome, the frequency of multiple integrations at the same site 
is extremely low, implicating clonal proliferation in these observations. Here, we 
developed a method to use the observed distribution of proviral integration clone 
sizes to infer the dynamics of cells tagged by these integrations. Using a branching 
process model and a Bayesian statistical framework, we inferred proliferation and 
death rates of these cells.
Results: Integration site data from 5 individuals obtained from the Retrovirus 
Integration Database yielded median a posteriori estimates of proliferation rates in 
the range of 1.5-5.3 divisions per year, significantly larger than the net rate of latent 
reservoir decay (~0.2/year). The integration site data were consistent with a model 
of homogenous dynamics with occasional bursts of proliferation, possibly due to 
antigenic stimulation of a small subset of T cell lineages. Finally, we connected the 
statistical uncertainty in our method to sample size and timing in order to guide 
future studies.
Conclusions: Our results provide a quantitative estimate of resting memory T cell 
proliferation in individuals with HIV. Because the efficacy of strategies designed 
to bias the turnover of latently infected cells towards extinction depends critically 
on this population’s intrinsic dynamics, this work is a first step towards evaluating 
these strategies. Given our model, a reduction in proliferation of latently infected 
cells could substantially decrease the half-life of the reservoir. In an individual with 
a latently infected cell proliferation rate of 5 divisions per year, a 90% reduction in 
proliferation would decrease the half-life of latently infected cells to 1.8 months. 

MOLBPEA07
Increased levels of HIV-1 specific IgG antibody in the presence 
of HLA-DPB1*13 in three HIV-1 vaccine trials
S. Vasan1,2, S. Shangguan2,3, S. Akipirat1,2, N. Karasavva4, R. O’Connell1,3,  
S. Rerks-Ngarm5, S. Nitayaphan6, S. Chariyalertsak7, P. Pitisittithum5,  
M. Robb2,3, N. Michael3, R. Thomas2,3 
1US Army Medical Directorate, AFRIMS, Department of Retrovirology, Bangkok, 
Thailand, 2Henry M. Jackson Foundation for the Advancement of Military Medicine, 
Bethesda, United States, 3Walter Reed Army Institute of Research, US Military 
HIV Research Program, Silver Spring, United States, 4Walter Reed Army Institute 
of Research, Viral Diseases Branch, Silver Spring, United States, 5Ministry of Public 
Health, Department of Disease Control, Nonthaburi, Thailand, 6Royal Thai Army, 
Bangkok, Thailand, 7Chiang Mai University, Chiang Mai, Thailand 
Presenting author email: rthomas@hivresearch.org

Background: IgG antibodies to HIV-1 Envelope (Env) amino acid positions 120-204 
(reference sequence HXB2) were identified as a predictor of decreased risk of in-
fection in the RV144 vaccine trial (Haynes et al. NEJM 2012). Env (120-204)-spe-
cific IgG antibody levels were a correlate of protection only in the presence of a 
specific HLA class II allele: DPB1*13 (Prentice et al. STM 2015). Two recent HIV-1 
vaccine trials in Thailand, RV305 and RV306, employed the same vaccine regimen 
as RV144 with additional boosts. This presented a unique opportunity to further 
examine effect of HLA genotype on vaccine induced IgG responses to HIV- 1 Env.
Methods: HLA-DPB1 was genotyped in 137 and 316 vaccinated individuals from 
the RV305 and RV306 studies, respectively. IgG binding was detected to scaf-
folded subtype B and CRF01-AE Env antigen, consisting of the variable loops 1 and 
2 flanked by partial regions of the first and second conserved domains. Association 
of HLA-DPB1*13 with Env (120-204)-specific IgG responses at the timepoint co-
inciding with peak immunogenicity in RV144 were computed using linear regres-
sion adjusted for gender.
Results: In RV306 higher levels of Env (120-204) IgG antibody directly corre-
lated with the presence of HLA-DPB1*13 (P=0.03, q=0.07). The association was 
stronger when considering only Env-specific IgG responses directed to Env antigen 
from the CRF01-AE subtype dominant in Thailand (P=0.01, q=0.04). In RV305 
association of HLA-DPB1*13 with higher levels of Env (120-204) IgG showed a 
similar strength association which trended to significance in this smaller sample size 
(P=0.06, q=0.19).
Conclusions: Presence of a specific HLA class II allele associated with the only pro-
tective immune correlate identified to date in a HIV-1 vaccine trial. We were able 
to replicate this finding in independent donors from two subsequent HIV-1 vaccine 
trials. HLA-DPB1*13 is known to be expressed at high levels on the cell surface 
and could modulate CD4+ T cell stimulation of antibody production by B cells in 
an HLA class II restricted manner. Transcriptome analysis is being performed to 
identify specific differences in vaccine-induced responses elicited by individuals 
with HLA-DPB1*13. Understanding this mechanism of protection of the vaccine 
will enable improved HIV vaccine design. 

MOLBPEA08
Cervicovaginal bacteria and HIV acquisition in young South 
African women
C. Gosmann1, M. Anahtar1, S. Handley2, M. Farcasanu1, G. Abu-Ali3,  
B. Bowman1, Y. Chen4, T. Ndung’u5, M. Ghembremichael1, D. Wesemann4,  
C. Mitchell6, K. Dong5, C. Huttenhower3, B. Walker1, H. Virgin2, D. Kwon1 
1The Ragon Institute of MGH, MIT and Harvard, Infectious Diseases, Cambridge, 
United States, 2Washington University School of Medicine, St. Louis, Pathology and 
Immunology, St. Louis, United States, 3Harvard School of Public Health, Biostatistics, 
Boston, United States, 4Brigham and Women’s Hospital, Rheumatology, Immunology 
and Allergy, Boston, United States, 5University of KwaZulu-Natal, HIV Pathogenesis 
Programme, Durban, South Africa, 6Massachusetts General Hospital, Obstetrics and 
Gynecology, Boston, United States 
Presenting author email: dkwon@mgh.harvard.edu

Background: Increased inflammation in the female genital tract (FGT) is associated 
with an elevated risk of HIV infection. The role of cervicovaginal bacteria in HIV 
susceptibility has not been fully elucidated.
Methods: We characterized the gut and cervicovaginal microbiome of HIV-
uninfected South African women aged 18-23 years using 16S rRNA gene and 
DNA/RNA virome sequencing. We performed flow cytometry and Luminex/
ELISA to measure numbers of activacted CD4+ T cells and cytokine concentrations 
in the FGT of these women, as well as in the FGT of mice intravaginally inoculated 
with low- and high-risk bacteria and in a 3D in vitro model of the FGT. We also used 
single-cell sequencing to assess the effect of bacteria in vivo.
Results: Women with Lactobacillus-deficient anaerobic cervicovaginal bacterial 
communities, which constitute the majority of healthy black South African women, 
had 4-fold higher risk for acquiring HIV than those with Lactobacillus crispatus-
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dominant communities. This finding was independent of STIs and HIV risk behav-
iors. Unlike bacteria, highly prevalent alphapapillomaviruses, Anelloviridae and 
bacteriophages did not form distinct communities and were neither associated with 
bacterial communities nor with HIV acquisition. Women with low Lactobacillus 
abundance, high-diversity bacterial communities had up to 17-fold higher numbers 
of cervical HIV target cells, providing a biological mechanism for the observed in-
crease in HIV infection. We further identified specific bacterial taxa associated 
with HIV infection, showing that L. crispatus, but not L. iners, was linked to lower 
HIV incidence, while genera including Prevotella and Sneathia were associated with 
elevated inflammation and HIV acquisition. We additionally identified relationships 
between vaginal and rectal colonization of high-risk bacteria. Finally, germ-free 
mice intravaginally inoculated with high-risk bacteria had increased numbers of ac-
tivated mucosal CD4+ T cells.
Conclusions: Our results indicate that cervicovaginal bacteria modulate HIV infec-
tion risk and that the predominant microbial communities of South African women 
place them at increased risk for acquiring HIV. High-risk bacteria engender inflam-
mation through innate sensing by epithelial and mucosal antigen presenting cells in 
the FGT. These findings and the identification of specific targets within the genital 
bacterial microbiome may inform future prevention strategies to reduce HIV ac-
quisition in women living in sub-Saharan Africa. 

MOLBPEA09
Medroxyprogesterone acetate, unlike norethisterone, increases 
R5 HIV-1 replication in ecto- and endocervical explant tissue 
and PBMCs, at physiologically relevant concentrations, by a 
glucocorticoid receptor-dependent mechanism
R. Ray1, M. Maritz1, C. Avenant1, J. Hapgood2,3 
1University of Cape Town, Cape Town, South Africa, 2University of Cape Twon, Cape 
Town, South Africa, 3Institute for Infectious Disease and Molecular Medicine, Cape 
Town, South Africa 
Presenting author email: janet.hapgood@uct.ac.za

Background: The synthetic progestins, depo-medroxyprogesterone acetate 
(DMPA) and norethisterone enanthate (NET-EN), are widely used in developing 
countries as injectable contraceptives, where HIV-1 prevalence is high. Recent 
epidemiological data show that MPA, unlike NET, increases HIV-1 acquisition in 
women (HR 1.4), although data for NET-EN are limited. We have previously shown 
that MPA has relatively potent glucocorticoid (GC)-like activity, unlike NET. We 
hypothesized that MPA and NET would differentially affect HIV-1 replication due 
to their differential GC-like actions in HIV-1 target cells, at physiologically relevant 
concentrations.
Methods: Infection assays were performed in the absence and presence of proges-
tins using HIV-1BAL-RENILLA IMCs in both peripheral blood mononuclear cells 
(PBMCs) and cervical tissue explants from HIV-1-negative women not on contra-
ception. The GR antagonist RU486 was used to investigate the involvement of the 
GR in modulating ligand-specific effects.
Results: We show for the first time that MPA, unlike NET, significantly increases 
HIV-1 replication in human endo- and ectocervical explant tissue at 10 nM (3.8 ng/
mL) concentrations detected in the serum of DMPA users. Dose response analysis 
shows similar effects in PBMCs, with an EC50 of about 15 nM. The results sup-
port a mechanism whereby MPA, acting via the glucocorticoid receptor, directly 
increases HIV-1 replication in HIV-1 target cells and tissue, unlike NET.
Conclusions: The results suggest that the effects on HIV-1 of MPA in injectable 
contraceptive users are likely to be due, at least in part, to its GC-like actions and 
unrelated to hypoestrogenism. Collectively, the data suggest that NET, unlike 
MPA, would be a safer choice of injectable progestin contraceptive in young women 
in high risk areas for HIV-1 infection. 

MOLBPEA10
HIV-1 up-regulates endogenous Galectin-3 to facilitate 
virological synapse formation and CD4+ T cell-to-cell 
transmission
R.-Y. Yuan1, C.-S. Yeh1, H.-Y. Chen2, Y.-M. Chen3, F.-T. Liu2, S.-F. Wang1,4 
1Kaohsiung Medical University, Department of Laboratory Science and Biotechnology, 
Kaohsiung, Taiwan, Province of China, 2Institute of Biomedical Sciences, Academia 
Sinica, Taipei, Taiwan, Province of China, 3Center for Infectious Disease and Cancer 
Research, Kaohsiung Medical University, Kaohsiung, Taiwan, Province of China, 
4Kaohsiung Medical University, Center for Infectious Disease and Cancer Research, 
Kaohsiung, Taiwan, Province of China 
Presenting author email: wasf1234@kmu.edu.tw

Background: Galectin-3 (Gal-3), a β-galactoside-binding lectin, promotes HIV-1 
budding via associations with Alix and Gag. Gal-3 localized in membrane lipid rafts 
regulates dendritic cell migration. Researchers have shown that HIV-1 spreads 
between T cells by forming supramolecular structures called virological synapses 
(VSs), which crucially depend on lipid rafts for integrity and cell-to-cell HIV-1 
transmission. We hypothesized that Gal-3 may also play a role in cell-to-cell HIV-1 
transmission.
Methods: Immunofluorescent assay and memebrane flotation assays were used to 
evaluate the colocalization Gal-3 with Gag, Alix and GM1 and virological synapse 
(VS) formation in Gal-3 expression or knockdown CD4+ T cells. Cell-to-cell trans-
mission assay and FACS were used for valuation of regulating effect of Gal-3 on 
HIV-1 transmission via VS. Mass spectrometry was conducted to analyze the lipid 
raft components alteration by Gal-3.
Results: Immunofluorescence staining and immunoblotting data indicate that HIV-
1 infection induces Gal-3 up-regulation in CD4+ T cells; translocates with Alix, Gag, 
and GM-1 to cell-to-cell interfaces, and facilitates VS formation. Time-lapse confo-
cal images show the co-transfer of Gal-3 with Gag between HIV-1 effector and tar-
get cells. Membrane flotation data indicate that Gal-3 expression regulated the co-
ordination of Alix, Gag, and flotillin-1 into plasma membranes fractions. Functional 
cell-to-cell transmission data suggested a significant correlation between HIV-1 
transmission efficacy and Gal-3 levels in CD4+ T cells. Other results indicate that 
Gal-3 expressed in effector cells plays a more important role in facilitating HIV-1 
cell-to-cell transmission, than the protein present in target cells. Mass spectrom-
etry and cholesterol quantification data indicate higher levels of sphingomyelin, 
phosphatidylcholinesphosphatidylcholine, and cholesterol in the membrane lipid 
rafts of Gal-3-positive CD4+ T cells compared to CD4+ T cells subjected to Gal-3 
knockdown. In short, we found evidence that endogenous Gal-3 up-regulates lipid 
raft components of CD4+ T cells and facilitates intercellular HIV-1 transmission
Conclusions: This study indicates that endogenous Gal-3 is up-regulated by HIV-1 
and further facilitates HIV-1 cell-to-cell transmission. We suggest that endogenous 
Gal-3 is a potential target for HIV-1 intervention. 

MOLBPEA11
Colorectal distribution of lymphocytes and cell-free HIV 
surrogate in autologous seminal plasma following simulated  
anal intercourse
E.D. Weld1, K. Ogasawara2, E.J. Fuchs3, C.W. Hendrix4 
1The Johns Hopkins University School of Medicine, Medicine (Clinical Pharmacology & 
Infectious Diseases), Baltimore, United States, 2Johns Hopkins University, Bloomberg 
School of Public Health, Baltimore, United States, 3Johns Hopkins University, 
Medicine (Clinical Pharmacology), Baltimore, United States, 4Johns Hopkins 
University, Medicine (Clinical Pharmacology & Infectious Diseases), Baltimore, United 
States 
Presenting author email: ethelweld@gmail.com

Background: Unprotected anal intercourse remains the greatest HIV sexual trans-
mission risk for men who have sex with men (MSM). Rational design of topical rectal 
antiretroviral microbicides depends critically on understanding the spatiotemporal 
distribution of HIV infectious elements throughout the colorectal space. The ob-
jective of this study was to explore the luminal distribution and clearance of cell-
associated (lymphocytes) and cell-free (seminal plasma) HIV surrogate within the 
distal colon following simulated receptive anal intercourse.
Methods: Six healthy, HIV-uninfected men were recruited and gave semen samples 
in sterile containers. Samples were centrifuged and the supernatant (seminal plasma) 
collected and frozen. Peripheral blood lymphocytes were harvested from subjects 
via apheresis and labeled with 111Indium (In)-oxide on the dosing day. 111In-labeled 
autologous lymphocytes and 99Technetium (Tc)-sulfur colloid (HIV surrogate) 
were reconstituted with 3 mL of autologous seminal plasma. Reconstituted seminal 
plasma was inserted into the rectum using a phallic device with artificial urethra; the 
device was manipulated to simulate the physical stresses of coitus. Distribution of 
radiolabels in time and space was assessed with SPECT/CT at 3 timepoints. 
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Analysis of radiolabel distribution was performed using a flexible principal curve al-
gorithm in R. Pharmacokinetic distance parameters were defined as follows: Dmin 
(most distal signal, closest to the anorectal junction); DCmax (point of greatest 
luminal concentration); Dave(average distance, similar to mean residence time); & 
Dmax (most proximal signal, furthest from the anorectal junction).
Results: Quantitative colonic luminal distance parameters are summarized in the 
Table for the 1 hour SPECT/CT scans. Differences between cell-free and cell-as-
sociated HIV surrogates were not statistically significant; neither were differences 
among 1, 4, and 8 hour images. 

 Cell-Associated (Lymphocytes; In) Cell-Free (Sulfur colloid; Tc)

PK Distance 
Parameter at 1 hour

N Median (IQR) (cm) Median (IQR) (cm) p-value 
(t-test)

Dmin 6 0.95 (-0.08, 3.45) 1.73 (-0.08, 2.92) 0.75

Dave 6 6.13 (5.15, 8.44) 7.12 (5.23, 7.23) 0.77

DCmax 6 6.15 (5.22, 8.51) 7.08 (5.45, 7.57) 0.73

Dmax 6 14.59 (13.63, 15.78) 16.46 (13.73, 16.92) 0.76

[Distribution of HIV Through Colorectum]

Conclusions: Cell-free and lymphocyte-associated HIV distribution throughout 
the rectosigmoid can be quantified spatiotemporally. Both autologous lymphocytes 
and HIV surrogate particles in seminal plasma distribute to a maximal distance of 
approximately 15 cm from the anorectal junction, with a maximal concentration 
approximately 6 cm from the anorectal junction. This provides a target anatomic 
distribution for topical rectal microbicide product development. 

MOLBPEA12
Development and in silico evaluation of a novel formulation  
of oral long-acting antiretroviral therapy
A.L. Hill1, M. Craig1, A.R. Kirtane2, O. Abouzid2, C.D. Bruno1, S.S. Mo1,  
M.A. Nowak1, R. Langer2, G. Traverso2 
1Harvard University, Program for Evolutionary Dynamics, Cambridge, United States, 
2Massachusetts Institute of Technology, Department of Chemical Engineering, 
Cambridge, United States 
Presenting author email: alhill@fas.harvard.edu

Background: Global access and adherence to antiretroviral therapy (ART) is limited 
by high pill burdens. Investigational long-acting formulations exist, but administra-
tion requires injection or implantation. Here we sought to develop an oral system 
for long-acting ART, and create a mathematical-modeling framework to guide the 
development of extended-release formulations.
Methods: A polymer matrix capsule loaded with ART was engineered, and evaluated 
in large swine. Device stability and drug release kinetics were measured longitudi-
nally. To predict in vivo therapeutic outcomes with this formulation, we developed a 
multi-scale model of ART within individual patients. The pharmacokinetic compo-
nent predicts drug disposition throughout the body (e.g. plasma, lymph; population 
mean/variance) by simulating absorption, distribution, metabolism, and excretion 
using physiochemical principles. The pharmacodynamic component relates instan-
taneous drug levels to suppression of viral replication using ex vivo efficacy mea-
surements. The viral dynamics component tracks active and latent infection, with 
drug-level-dependent infectivity rates. Drug-sensitive and resistant viral strains 
interact by mutation and selection, and are defined by existing laboratory or clinical 
identification of resistance pathways. To model PrEP, we also developed and cali-
brated a mechanistic model of HIV transmission.
Results: Our device continually released drug (DTG, RPV, CAB) for 7+ days post-
dosing in pigs and maintained plasma concentrations well above the daily trough lev-
els of immediate-release formulations. Based on these findings, we used our model 
to evaluate the therapeutic potential of weekly oral long-acting ART. We predict 
that long-acting DTG and RPV for maintenance monotherapy is similarly effective 
as daily formulations, for a range of adherence levels, and substantially more effec-
tive if individuals who missed scheduled doses can restart any day of the week. The 
fraction of treatment failures accompanied by resistance increases with long-acting 
RPV but not DTG. For PrEP, our model reproduces the dose-dependent efficacy 
of TFV-based regimens, and predicts that DTG could be highly-effective as PrEP, 
with over 95% relative-risk-reduction in transmission with perfect adherence and 
over 50% up to 10 days after the last dose.
Conclusions: This work presents the first pre-clinical development of an orally-de-
livered long-acting ART formulation, and provides a modeling framework for risk-
benefits analysis of these dose regimens and prioritize them for clinical evaluation. 

MOLBPEA13
Ledgins hamper the establishment of a reactivation competent 
HIV reservoir
L. Vranckx1, G. Vansant1, A. Bruggemans1,2, R. Gijsbers1, F. Christ1, Z. Debyser1 
1KU Leuven, Centre for Molecular Virology and Gene Therapy, Leuven, Belgium, 2UZ 
Leuven, Internal Medicine, Leuven, Belgium 
Presenting author email: anne.bruggemans@kuleuven.be

Background: Since HIV integrates into the host genome, it can persist for life in a 
latent reservoir. HIV integrase uses LEDGF/p75, a host co-factor, to target inte-
gration towards transcription units. LEDGINs were developed to block this interac-
tion, but they also allosterically inhibit integrase and lead to aberrant progeny virus.
Since a sterilizing cure remains elusive and integration sites may influence viral la-
tency, we investigated if LEDGINs could alter integration site distribution and thus 
affect the latent reservoir.
Methods: Integration sites were amplified by linker-mediated PCR and sequenced 
using 454/Roche pyrosequencing. To test reactivation potential, we infected with 
various cell lines (SupT1, MT4 and Jurkat cells) and primary activated CD4+ T cells, 
with a double-reporter virus (OGH, Chavez et al., 2015). LEDGINs were either 
added during infection with or production of the virus. We reactivated cells with 
TNFα and measured viral reactivation by flow-cytometry to detect reporter gene 
expression. Finally, we infected primary activated CD4+ T-cells with wild type 
NL4.3 virus and treated them with LEDGIN or raltegravir. Cells were reactivated 
with PMA and PHA and virus production was measured by p24 ELISA.
Results: In cell lines, LEDGIN treatment during infection strongly reduced in-
fectivity. Residual proviruses were shifted out of transcription units in a dose-de-
pendent manner. LEDGIN treatment during both infection and virus production 
increased the latent fraction of the residual reservoir and made the reservoir less 
prone to reactivation. 
In activated CD4+ T-cells, both LEDGIN and raltegravir hindered HIV infection, 
but only LEDGIN treatment made the residual reservoir refractory to reactivation.
Conclusions: LEDGINs strongly inhibit viral integration and replication and retar-
get residual integration sites out of transcription units. The resulting reservoir is 
significantly smaller, more latent and refractory to reactivation. LEDGINs will thus 
be useful to study latency in vitro. In vivo, LEDGINs may help silence the latent res-
ervoir when administered as part of PrEP or early during acute infection. This could 
contribute to longer treatment intervals or HIV remission, although this remains to 
be tested. Further investigation is also need to determine if LEDGINs could also 
influence the reservoir in chronic infection. 

MOLBPEA14
A subset of bnAbs exhibit broad binding to primary CD4+  
T cells infected with reactivated reservoir HIV in vitro
Y. Ren1, R. Truong1, M. Korom1, S.-H. Huang1, D. Chan1, C.C. Kovacs2, E. Benko2, 
R. Lynch1, R.B. Jones1 
1The George Washington University, Microbiology, Immunology, and Tropical Medicine, 
Washington, United States, 2Maple Leaf Medical Clinic, Toronto, Canada 
Presenting author email: yanqinren@email.gwu.edu

Background: Broadly neutralizing antibodies (bNAbs) against HIV are defined by 
their breadths of reactivity against globally diverse HIV isolates. These bnAbs hold 
potential as curative therapeutics if they can bind to reactivated latent reservoirs, 
targeting these for elimination by natural killer and phagocytes. We evaluated the 
binding of bnAbs to reservoir virus that had been reactivated from participant CD4+ 
T-cells. Intra- and inter- participant breadths of reactivity were assessed with a panel 
of bnAbs by testing binding to multiple reservoir viruses each from 6 individuals.
Methods: Quantitative viral outgrowth assays (QVOAs) were performed with CD4+ 
T-cells from participants on long-term ART. A panel of bnAbs were conjugated with 
fluorophores, and tested for surface binding to cells from p24+ QVOA wells.
Results: We observed substantial heterogeneity in the binding of different bnAbs 
to cells infected with reactivated reservoir virus. The V3-Glycan antibody 10-1074 
and the V1/V2 antibody PG9 exhibited potent and highly-specific binding to HIV-
infected (Gag+) cells from 4/6 participants. PG9 additionally bound to a subset of 
viral isolates from the 2 remaining participants, while 10-1074 showed mixed bind-
ing to viruses from one and a lack of binding to viruses from the other. PGT-121 
(V3-Glycan) exhibited particularly strong binding to HIV-infected cells for all 35 
viral isolates (6 participants), but also appreciable binding to bystander cells (Gag-). 
The CD4 binding site bnAb 3BNC117 and the MPER bnAb 2F5 each exhibited 
specific binding to infected cells in 2/6 individuals. The remaining antibodies exhib-
ited either little binding or limited specificity for Gag+ cells for each of the viruses 
tested in this in vitro assay (2G12, VRC01, VRC07, N6, 10E8, 4E10, PGDM1400, 
CAP256.VRC26.25).
Conclusions: BnAbs exhibit distinctive binding profiles for HIV-infected primary 
CD4+ T-cells, which may not fully parallel neutralization potency. Encouragingly, 
the bnAbs which bound well to HIV-infected cells exhibited substantial coverage 
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of reactivated reservoir virus with PGT121, PG9, and 10-1074 binding to 35/35, 
31/35, and 27/35 isolates, respectively. Our results add further support to the idea 
that bnAbs may contribute to ‘kick and kill’ strategies, and provide guidance on the 
selection of bnAbs based on magnitude, specificity, and breadth of binding. 

MOLBPEA15
Rapid CTL recognition of HIV-1 latently infected cells depends 
on the levels of inducible viral reactivation and CTL activation 
status
A. Ruiz1, O. Blanch-Lombarte1, E. Jimenez-Moyano1, R. Peña1, M. Genescà2,  
P. Goulder3, B. Clotet1, J. Garcia Prado1 
1AIDS Research Institute IrsiCaixa, Germans Trias i Pujol Hospital, Badalona, Spain, 
2Germans Trias i Pujol Research Institute (IGTP), Germans Trias i Pujol Hospital, 
Badalona, Spain, 3University of Oxford, Department of Pediatrics, Oxford, United 
Kingdom 
Presenting author email: aruiz@irsicaixa.es

Background: HIV-1 “shock and kill” cure strategies depend on the induction of viral 
transcription in HIV-1 latently infected cells by latency-reversing agents (LRAs), 
and the clearance of reactivated cells by cytotoxic T-lymphocytes (CTL). However, 
the therapeutic window of opportunity between HIV-1 latency reversal and CTL 
recognition is unknown. Here, we aimed to investigate the kinetics of CTL recogni-
tion and killing of HIV-1 reactivated cells by LRAs.
Methods: We developed an HIV-1 “Resting-Like model” (RELI) to measure HIV-1 
inducible reactivation and CTL killing in the presence of LRAs. We assessed the 
kinetics of CTL recognition and killing at 3, 6 and 20 hours after coculturing LRAs-
treated cells with HLA-matched CTLs. We measured CD107a, MIP1β and IFNg 
secretion as a surrogate marker of CTL activation and reduction of intracellular p24 
in cocultures as readout of killing. We monitored the impact of continuous antigenic 
exposure in CTL exhaustion by PD1/LAG3/TIM3/CD39 expression and we evalu-
ated changes in the killing of LRAs reactivated cells by CTL.
Results: We detected HIV-1 reactivation in RELI cells after LRAs treatment with 
SAHA (4-fold; p<0.005) and Panobinostat (2-fold; p<0.05). LRAs-driven reac-
tivation increased CTL clearance of HIV-1 infected cells (p<0.05). In terms of ki-
netics, we observed killing of reactivated cells by CTLs from 3 hours in SAHA and 
SAHA/Bryostatin conditions (p<0.05). By contrast, Panabinostat reactivated cells 
exhibited slower kinetics of CTL killing which magnitude increased with the addition 
of Bryostatin. The kinetics of CTL activation showed an augment in CD107a and 
MIP1β expression and a reduction of IFNg production from 3 hours post-coculture. 
In addition, Bryostatin-treated cells induced higher levels of CTL cytokine expres-
sion in the absence of virus reactivation. Upon continuous antigen exposure, up-
regulation of LAG3/TIM3/CD39 by CTLs was associated with reduced killing of 
reactivated cells (p<0.05).
Conclusions: LRAs induce viral proteins expression and increase CTL recognition 
and killing of HIV-1 reactivated cells. Rapid killing of HIV-1 reactivated cells by 
CTLs depends on the LRAs potency and the CTL pre-activation status, which can 
be modulated by Bryostatin. Our results have direct implications for the optimiza-
tion of “shock and kill” therapeutic strategies. 

MOLBPEA16
CXCR5-transduced primary rhesus macaque CD8 T cells 
accumulate in B cell follicles in a novel ex vivo B cell follicle 
migration assay
G. Mwakalundwa1, P. Haran1, S. li1, M. Pampusch1, H. Abdeelal1, E. Rakasz2,  
E. Connick3, P. Skinner1 
1University of Minnesota, Veterinary and Biomedical Sciences, Minneapolis, United 
States, 2University of Wisconsin, Wisconsin National Research Primate Center, 
Madison, United States, 3University of Arizona, Division of Infectious Diseases, Tucson, 
United States 
Presenting author email: gwantwa@umn.edu

Background: CD8 T cells are crucial for controlling both human and simian immu-
nodeficiency virus (HIV/SIV) infections. Low levels of virus-specific CD8 T cells 
within B cell follicles permit ongoing replication of HIV and SIV. The B cell homing 
molecule, CXCR5, is required for homing to B cell follicles. We hypothesize that 
engineering virus-specific CD8 T cells to express CXCR5 will enable them to home 
to B cell follicles and suppress viral replication. To begin to test this hypothesis we 
developed a novel ex vivo B cell migration assay.
Methods: We first determined the optimal time that lymph node tissue slabs could 
be incubated and maintain follicular morphology. Next we evaluated whether CD8 
T cells engineered to express CXCR5, accumulated within B cell follicles. We trans-

duced CD8 T cells from SIV infected rhesus macaques, with a control vector or a 
CXCR5 transducing vector, labeled with a live cell dye CTV, layered these cells 
onto 300um thick fresh tissue slabs and incubated for six hours. Sections were then 
fixed and stained via IHC with anti-CD20 to stain B cell follicles. Sections were 
imaged using a confocal microscope and CTV labeled cells were quantified inside 
and outside of B cell follicle.
Results: We determined that follicular morphology was maintained after 4 and 6 
hours of incubation, but was lost after overnight incubation. 
Preliminary migration results showed a fivefold increase in the follicular to extra 
follicular ratio (F: EF) of CTV labeled cells in the CXCR5 transducing vector sam-
ples compared to control samples.
Conclusions: We successfully created an ex vivo B cell migration assay. Preliminary 
results using this assay suggest that CXCR5 transduction induces T cell migration 
into B cell follicles. 

MOLBPEA17
Detection and activation of naive B cells expressing  
the germline precursors of protective antibodies
M. Pancera 
Fred Hutchinson Cancer Research Center, Seattle, United States 
Presenting author email: mpancera@fredhutch.org

Background: Various strategies are being pursued to identify and characterize the 
precursors of bNAbs, as a way to guide HIV immunogen-design approaches. In 
many cases, the precursors of bNAbs do not bind Env, which limits the design of 
appropriate immunogens. b12 is a CD4 binding site antibody that neutralize ~40 
% of circulating HIV-1 strains. However, none of the 80 recombinant Envs that we 
screened bound germline b12 (glb12).
Methods: To overcome this obstacle, we developed anti-idiotypic antibodies against 
the predicted glb12 and obtained crystal structures of two anti-idiotypic antibodies, 
ib2 and ib3 in complex with glb12.
Results: The structures revealed that the two antibodies contact germline b12 in 
different manners. Interestingly, ib2 interacts with glb12 heavy chain only, similarly 
to gp120 interactions with b12. ib2 CDRH3 inserts between glb12 CDRH3 and 
CDRH1 in an identical manner as the CD4 binding loop of gp120 CD4 interacts 
with b12. ib3 contacts glb12 with a different angle, facing the glb12 combining site. 
We then used the ib2 anti-idiotypic antibodies to isolate very efficiently germline 
b12-like antibodies from HIV-1 negative patients, something that is not feasible us-
ing recombinant Env.
Conclusions: In conclusion, anti-idiotypic antibodies against predicted glb12 can be 
used to isolate glb12-like antibodies and the knowledge of their interactions with 
glb12 should guide further immunogen design. 

MOLBPEC25
The impact of mass incarceration of African American  
men on HIV acquisition among African American women:  
an agent-based modelling study
J. Adams1, M. Lurie1, M. King1, K. Brady2, M. Khan3, S. Galea4, S. Friedman5,  
B. Marshall1 
1Brown University, Department of Epidemiology, Providence, United States, 
2AIDS Activities Coordinating Office, Philadelphia Department of Public Health, 
Philadelphia, United States, 3New York University, Division of Comparative 
Effectiveness and Decision Science, Department of Population Health, New York City, 
United States, 4Boston University School of Public Health, Boston, United States, 
5National Development and Research Institutes, New York City, United States 
Presenting author email: joella_adams@brown.edu

Background: The United States has the highest incarceration rate in the world, with 
significant racial disparities. Incarceration can increase HIV risk behaviors and may 
be a driver of HIV acquisition for women. Our objective was to estimate the impact 
of mass incarceration of African American men on HIV acquisition among African 
American women.
Methods: An agent-based model simulated HIV transmission in a dynamic sexual-
contact network representing all heterosexual African American men and women 
living in Philadelphia from 2005-2015. The model was calibrated using epidemio-
logic surveillance data. Informed by current literature, incarceration and partner 
incarceration increased the number of sexual partners and decreased HIV care 
engagement for men post-release. To quantify the impact of incarceration, we 
compared a status quo scenario (i.e., calibrated model with current incarceration 
rates) to one in which there was no incarceration. Since there is a pronounced racial 
disparity in incarceration rates, we also compared the status quo model to one in 
which the incarceration rate for African American men was equal to that for white 
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men in Philadelphia. Our outcome was the average number of HIV transmissions 
among African American women during the study period.
Results: On average, the status quo scenario resulted in 1,775 (95% Simulation 
Interval [SI]: 1,480-2,140) new HIV infections among women over ten years. The 
scenario with no incarceration decreased HIV transmissions to 1,638 (95% SI: 
1,380-1,990), resulting in 137 averted infections, while the scenario without racial 
disparities in incarceration resulted in 1,709 (95% SI: 1,410-2,030) HIV transmis-
sions, and 66 averted infections. A sensitivity analysis increasing the duration of 
male post-release high-risk sexual behavior from six to twelve months intensified 
the impact of incarceration: 169 infections were averted in the no incarceration 
scenario, and 77 infections averted in the no disparities scenario.
Conclusions: The mass incarceration of African American men increases HIV 
acquisition among African American women. Our findings emphasize the impor-
tance of ending mass incarceration and the impact of substantial racial disparities 
in incarceration rates. Future research should evaluate points of intervention that 
may lessen the impact of incarceration, such as improving HIV care engagement 
post-release. 

MOLBPEC26
Estimated hepatitis C prevalence and key population sizes  
in San Francisco: a foundation for elimination
S. Facente1,2, H.F. Raymond2,3, K. Burk3, E.L. Murphy4, A. Mirzazadeh2,  
M.D. Morris2, A.A. Smith3, M.A. Sanchez3, J.L. Evans2, A. Nishimura3,  
E. Grebe5, End Hep C SF 
1Facente Consulting, San Francisco, United States, 2University of California San 
Francisco, San Francisco, United States, 3San Francisco Department of Public Health, 
San Francisco, United States, 4Blood Systems Research Institute, San Francisco, 
United States, 5Stellenbosch University, South African Centre for Epidemiological 
Modelling and Analysis, Stellenbosch, South Africa 
Presenting author email: eduardgrebe@sun.ac.za

Background: Initiated in 2016, End Hep C SF is a comprehensive initiative to 
eliminate hepatitis C (HCV) infection in San Francisco. The introduction of direct-
acting antivirals (DAAs) to treat and cure HCV provides an opportunity for elimi-
nation. To properly measure progress, a baseline estimate of HCV prevalence, and 
of the number of people in various subpopulations infected with HCV, is required to 
target and measure the impact of interventions.
Methods: Our estimates are based on triangulation of data found in case registries, 
medical records, cohort studies, and published literature from 2010 through 2017. 
We stratified the population by sex, age and/or HCV risk group, and estimated the 
population size and HCV prevalence in each group. When multiple sources of data 
were available, we calculated a weighted average using inverse variance weighting. 
Credible ranges (CRs) were derived from 95% confidence intervals of population 
size and prevalence estimates.
Results: We estimate that 23,311 residents of San Francisco are HCV seroposi-
tive (Credible Range: 11,281-43,997), representing an overall seroprevalence of 
2.7% (CR: 1.3%-5.1%). Of these, 17,517 are estimated to be viremic (CR: 7,114-
38,968), but this estimate includes treated (and cured) cases. People who inject 
drugs (PWID) represent 69.9% of viremic HCV infections. Of those MSM with 
HCV viremia, 1,656 (CR: 823-2,748), or 73% (CR: 73-75%) are estimated to be 
co-infected with HCV and HIV. Results are summarized in the table. 

Subpopulation
# HCV 

seropositive 
(CR)

HCV 
seroprevalence 

(CR)

% of citywide 
HCV seropositives 

(CR)

% of citywide 
HCV viremics 

(CR)

PWID 15,988 
(8,852-23,592)

65.3% 
(63.1-67.5) 68.6% 69.9%

MSM 3,057 
(1,634-4,535)

4.4% 
(2.4-6.4) 13.1% 12.9%

HIV+ MSM 2,269 
(1,634-3,455)

15.7% 
(8.8%-22.7%) 9.7% 7.1%

Transgender 
Women (low SES)

211 
(132-299)

22.1% 
(14.9-29.5) 0.9% 0.9%

Baby Boomers 8,917 
(4,256-16,221)

4.4% 
(2.2-7.5) 38.3% 37.8%

Men 16,872 
(8,503-29,261)

3.8% 
(2.0-6.5) 72.4% 71.7%

Women 6,228 
(2,645-14,447)

1.5% 
(0.6-3.4) 26.7% 27.3%

Total 23,311 
(11,281-43,997)

2.7% 
(1.3-5.1) 100.0% 100.0%

[Summary of Estimated HCV Burden by Subpopulation]

Conclusions: Our estimate provides a useful baseline against which the impact of 
End Hep C SF can be measured. We estimate approximately 9,000 more HCV 
seropositive cases than are included in the San Francisco HCV case registry. 

MOLBPEC27
The impact of HIV self-testing on recent testing, status 
knowledge, and linkage to care among female sex workers  
in Kampala, Uganda: a randomized controlled trial
K. Ortblad1, D. Kibuuka Musoke2, T. Ngabirano3, A. Nakitende2, J. Magoola3,  
P. Kayiira3, G. Taasi4, L. Barresi5, C. Oldenburg6, T. Barnighausen7 
1Harvard T.H. Chan School of Public Health, Global Health and Populatoin, Boston, 
United States, 2International Research Consortium, Kampala, Uganda, 3Uganda 
Health Marketing Group, Kampala, Uganda, 4Uganda Ministry of Health, Kampala, 
Uganda, 5Harvard T.H. Chan School of Public Health, Epidemiology, Boston, United 
States, 6Francis I. Proctor Foundation, University of California San Francisco, San 
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Background: HIV self-testing (HIVST) is a promising new testing strategy for fe-
male sex workers (FSW) because it has the potential to reduce testing barriers for 
this population, i.e. provider stigma and discrimination. We explored the impact of 
HIVST via different delivery platforms on recent testing, status knowledge, and 
linkage to care among FSW in Kampala, Uganda.
Methods: FSW peer educators each recruited and enrolled 8 eligible participants. 
Peer educator-participant groups were randomized to one of three study arms: 
(1) distribution of a HIVST, 
(2) distribution of a HIVST coupon (exchangeable at specified clinics), or; 
(3) referral to standard testing services, all by the peer educator. 
Participants in the intervention arms received two HIVSTs or coupons, one after 
enrollment and one three months later. Participants completed baseline, one-
month, and four-month assessments. HIV status knowledge was assessed at four 
months with a perceived conditional cash transfer; participants received ~1 USD if 
their reported HIV status matched the results of a rapid test.
Results: 960 participants were enrolled from October to November 2017; median 
age was 28 years (IQR: 24-32). Relative to the standard arm, recent HIV test-
ing was more common in the HIVST arm at one-month (95.2% HIVST vs. 71.5% 
standard, P=< 0.001) and both intervention arms at four-months (45.9% standard; 
59.5% HIVST, P=0.04; 62.3% coupon, P=0.008). There were no significant dif-
ferences in correct HIV status knowledge across study arms at four-months (88.0% 
standard; 88.1% HIVST, P=0.96; 86.9% coupon, P=0.73). Among those testing 
positive, there was no difference in linkage to care between HIVST and standard 
arms. Linkage was lower in the coupon arm compared to the standard arm at both 
follow-up assessments (one-month: 24.1% coupon vs. 64.1% standard, P=0.001; 
four-months: 49.2% coupon vs. 75.0% standard, P=0.02).
Conclusions: HIVST is acceptable among FSW in Kampala, Uganda. Compared to 
standard testing, HIVST increased rates of recent testing, but did not change cor-
rect HIV status knowledge and resulted in decreased linkage to care among HIV-
positive participants who received HIVST coupons. In order for HIVST to reduce 
gaps in the HIV treatment cascade, additional efforts are need to ensure individuals 
correctly interpret the HIVST results and link to care. 

MOLBPEC28
The impact of a real-world pre-exposure prophylaxis program  
on HIV transmission among men who have sex with men:  
an agent-based modelling study
J.R. Gantenberg1, B.D.L. Marshall1, M. King1, O. Galárraga2, M. Prosperi3,  
A. Tributino4, M. Montgomery4, P.A. Chan4,5 
1Brown University, Department of Epidemiology, Providence, United States, 2Brown 
University, Department of Health Services, Policy, and Practice, Providence, United 
States, 3University of Florida, Department of Epidemiology, Gainesville, United States, 
4The Miriam Hospital, Division of Infectious Diseases, Providence, United States, 
5Brown University, Division of Infectious Diseases, Providence, United States 
Presenting author email: jason_gantenberg@brown.edu

Background: In the United States, men who have sex with men (MSM) continue 
to be disproportionately impacted by HIV. Pre-exposure prophylaxis (PrEP) has 
emerged as an important preventive intervention, but the impact of PrEP imple-
mentation on population-level HIV incidence remains unknown.
Methods: We used an agent-based model to evaluate the impact of a real-world 
clinical PrEP program which provides the majority of PrEP care in the state of 
Rhode Island. We simulated HIV transmission among all MSM (N = 23,815) in the 
state between 2013 and 2023. In a status quo scenario, PrEP was scaled up until 
2023 based on the initiation rate and partner number distribution observed within 
the current PrEP program. Several hypothetical scenarios were modelled to deter-
mine the scale-up required to substantially reduce HIV incidence. We compared 
incidence across scenarios and calculated the person-years on PrEP per averted 
infection (PYPAI). Estimates are presented as medians with 95% simulation inter-
vals (SI).
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Results: A total of 203 prescriptions were provided to MSM between February 
2013 and October 2016. Assuming linear scale-up, 1.3% of the at-risk MSM pop-
ulation is projected to be on PrEP after 10 years. In the absence of PrEP, 1037 
(95% SI: 917.9, 1163.0) new infections would occur by 2023 (Figure). Under the 
status quo, approximately 7.2 infections would be averted (95% SI: -121.8, 127.3), 
amounting to 191 PYPAI (95% SI: 10.9, 1381.8). With 35% of MSM taking PrEP by 
2023, 247.2 (95% SI: 149.2, 337.3) transmissions would be avoided, nearly a 24% 
decrease, resulting in 162 PYPAI (95% SI: 119.1, 269.2). 

[Cumulative HIV incidence over 10 years]

Conclusions: Among MSM in this setting, current PrEP implementation programs 
are having a modest impact on HIV incidence. To achieve a 25% reduction in new 
infections, dramatic and sustained scale-up of PrEP is required. 

MOLBPEC29
A field safety and acceptability study of PrePex male 
circumcision device when removing the foreskin shortly  
after device placement
D. Linyama 
Ministry of Health, Choma, Zambia 
Presenting author email: dmlinyama@yahoo.co.uk

Background: This study was designed to validate the safety and efficacy of an ad-
justed PrePex procedure of removing the foreskin shortly after device application 
on day 0 (FRP). An initial assessment in Rwanda showed this procedure is feasible 
without injected anesthesia 30 to 60 minutes after device placement. 
We validated that the updated procedure maintains the device non-surgical advan-
tages while resolving some of the procedure limitations, such as anaerobic environ-
ment that may be prone for anaerobic bacteria growth, odour and foreskin hygiene.
Methods: Between March 2017 to May 2017, study procedures were performed 
in 2 mobile offices close to health care facilities in Lusaka and Livingstone, Zambia. 
500 eligible male subjects scheduled for circumcision ages 13 to 49 were enrolled, 
the average age was 22.7 years (SD6.7).
The study was conducted in 2 phases:
Phase 1 (Establishing FRP protocol), 119 subjects.
Phase 2 (Validating the procedure), 381 subjects.
Results: For all 500 subjects, there was no need for injected anaesthesia for the 
FRP, 96.4% reported no pain at all, the average reported pain for the remaining 
4.6% was 2.66 (VAS of 0 to 10 was used to evaluate subject reported pain). 
The average waiting time from placement to FRP was 36 minutes. 
During the 1st phase, while the FRP protocol was not yet established, there were 
5 bleeding events (AE rate of 5%), 4 requiring device removal and sutures. At the 
2nd phase, with an established FRP protocol, there were 2 bleeding events only, 1 
requiring device removal and sutures (AE rate of 0.5%).The difference between the 
AE rates of both groups was statistically significant (p< 0.003).
Conclusions: This study demonstrates that removing the foreskin after device 
placement is safe and easy to perform while eliminating some of the device limita-
tions, most importantly per WHO guideline it puts the device at the same tetanus 
risk level as surgical circumcision reducing the requirements for 2 tetanus toxoid 
contacting vaccine prior to PrePex. 
This study will significantly contribute to the continuation of PrePex implementa-
tion in VMMC programs halted in 2016 following WHO tetanus guidelines. 

MOLBPEC30
The impacts of a demand-side VMMC incentives program  
on the male circumcision rate in 2 districts in Malawi:  
a synthetic control approach
J. Suzi1, J. Friedman2, A. Longosz2, R. Rodriguez-Garcia2, J. Mkandawire3,  
A. Chilungo3, B. Matatiyo4, J. Njobvuyalema4, A. Mwansambo4, H. Chimbali5,  
E. Chamanga5, S. Lijenje4, S. Mjuweni5, S. Ngoma5, F. Kamcira5, V. Mhoni6,  
A. Saka6, F. Chikwawa2, S. Lungu3, M. de Marcellus2, M. Gorgens2,  
Malawi VMMC Incentives Impact Evaluation Study Team 
1Malawi National AIDS Commission, Social and Behaviour Change Communication, 
Lilongwe, Malawi, 2The World Bank, Washington DC, United States, 3Invest in 
Knowledge, Zomba, Malawi, 4Malawi National AIDS Commission, Malawi National 
AIDS Commission, Lilongwe, Malawi, 5Malawi Ministry of Health, HIV Department, 
Lilongwe, Malawi, 6Malawi Ministry of Education Science and Technology, Lilongwe, 
Malawi 
Presenting author email: suzij@aidsmalawi.org.mw

Background: Voluntary Medical Male Circumcision (VMMC) is an effective HIV 
prevention intervention. The Malawian government responded to the need to in-
crease VMMC, but progress has been slow and innovative solutions were needed 
to increase VMMC uptake. In this light, the Malawi National AIDS Commission 
undertook a study of using incentives to create VMMC demand in Mchinji and 
Rumphi districts. This pilot program, implemented from Oct 2015 to April 2016, 
extended in-kind incentives to primary and secondary schools, as well as school-
based mother groups, with the value determined by the number of young men vol-
untarily undergoing VMMC at their District Hospital. 
Participating organizations also offered vouchers to potential circumcision clients 
and their caretakers - and a second set to hand out to their friends and caregivers - 
that covered the cost of transport for them and their caregiver for the procedures 
and two follow-up visits.
Methods: Synthetic control methods are used to estimate the causal effect of the 
program on the circumcision rate of males 14-34 years old. Information on VMMC 
rates for the two years before study onset, as well as district-level socio-demo-
graphic and health information, inform the synthetic counterfactual for each of 
the study districts. Permutation tests establish the robustness of impact estimates.
Results: The program led to a substantial increase in circumcisions: an additional 
16.05 male circumcisions per 1,000 adult males in Rumphi (see Figure 1), and 
an additional 9.15 in Mchinji. Overall, an individual who received a voucher was 
7 times more likely to be circumcised than someone who had not received one. 
Complementary qualitative findings suggest that mothers’ groups were more ef-
fective in motivating young men due to personal attention, and that caregivers play 
an important supportive function in the circumcision decision. 

[Figure 1 - Rumphi results]

Conclusions: Despite implementation challenges, VMMC incentives are highly ef-
fective in increasing the circumcision rate from low baseline levels. 
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MOLBPEC31
No change in health-related quality of life for at-risk U.S. 
women and men starting HIV pre-exposure prophylaxis (PrEP): 
findings from HPTN 069/ACTG 5305
S. Kapadia1, C. Wu2, K.H. Mayer3,4, T.J. Wilkin1, K.R. Amico5, R.J. Landovitz6,  
A. Andrade7, Y.Q. Chen2, A.M. Young2, W. Chege8, K.L. Klingman8,  
M. McCauley9, R.M. Gulick1, B.R. Schackman10 
1Weill Cornell Medicine, Department of Medicine, New York, United States, 2Fred 
Hutchinson Cancer Research Center, Statistical Center for HIV/AIDS Research and 
Prevention, Seattle, United States, 3The Fenway Institute, Boston, United States, 4Beth 
Israel Deaconess Medical Center/Harvard Medical School, Department of Medicine, 
Boston, United States, 5University of Michigan, School of Public Health, Ann Arbor, 
United States, 6University of California Los Angeles, Department of Medicine, Los 
Angeles, United States, 7Department of Medicine, Johns Hopkins University School 
of Medicine, Baltimore, United States, 8National Institutes of Allergy and Infectious 
Diseases, Division of AIDS, Bethesda, United States, 9FHI360, Washington, United 
States, 10Weill Cornell Medicine, Department of Healthcare Policy and Research, New 
York, United States 
Presenting author email: shk9078@nyp.org

Background: Tenofovir (TDF)-containing PrEP is effective for HIV prevention, 
but its effect on health-related quality of life (QOL) is unknown. Using data from 
HPTN 069/ACTG 5305, a randomized trial of potential PrEP regimens comparing 
maraviroc (MVC) alone, or together with TDF or emtricitabine (FTC), to TDF/
FTC (control), we evaluated the impact of these regimens on QOL in at-risk HIV-
uninfected U.S. women and men.
Methods: QOL was measured at baseline (before starting medications) and every 
8 weeks until week 48 using the EQ-5D, a validated instrument. Responses were 
converted to health utilities, on a scale from 0.0 to 1.0, using published valuation 
weights. Mean utilities were compared between groups at each time point using 
nonparametric statistical testing. Multivariable linear regression was used to adjust 
for potential confounders.
Results: We analyzed data from 186 women (median age 35 years, 65% black, 17% 
Hispanic) and 405 men (median age 30 years, 28% black, 22% Hispanic), including 
9 transgender participants analyzed based on phenotypic sex. Mean baseline QOL 
was 0.91 for women and 0.95 for men. There were minimal changes in mean QOL 
for any regimen from baseline over time (Figure). Mean QOL did not differ signifi-
cantly by regimen at any time point, both unadjusted and after adjustment for age, 
race/ethnicity, alcohol use, opiate use, other substance use, or adherence. There 
were no significant differences between participants who continued the regimen 
(n=396) compared to participants who discontinued (n=107).
Conclusions: QOL in at-risk individuals starting candidate HIV PrEP regimens in a 
clinical trial is similar to the general population and maintained over time. This find-
ing did not vary among regimens or when adjusted for demographics, adherence, 
and substance use. Our findings are the first to show that starting a candidate PrEP 
regimen in at-risk HIV-uninfected U.S women and men was not associated with 
significant changes in QOL.

[Figure - Mean Quality of Life by Regimen Over Time]

MOLBPEC32
HPTN 076: safety and pharmacokinetics of rilpivirine  
LA through week 76 in HIV-uninfected women
N.D. Sista1, S. Li2, M. Marzinke3, N. Mgodi4, J. Justman5, S. Swaminathan6,  
A. Adeyeye7, E. Piwowar-Manning8, S. Pathak2, J. Farrior1, L.-G. Bekker9,  
and the HPTN Study Team 
1FHI 360, Science Facilitation, Durham, United States, 2Fred Hutchinson Cancer 
Research Center, SCHARP, Seattle, United States, 3Johns Hopkins University, 
Pharmacology, Baltimore, United States, 4UZ-UCSF Collaborative Research 
Programme, Harare, Zimbabwe, 5Columbia University, Division of Infectious Diseases, 
College of Physicians and Surgeons, New York, United States, 6Rutgers, The State 
University of New Jersey, Division of Infectious Diseases, New Jersey Medical School, 
Newark, United States, 7NIAID, National Institues of Health, Diivision of AIDS, 
Rockville, United States, 8Johns Hopkins University, Pathology, Baltimore, United 
States, 9University of Cape Town, Institute of Infectious Diseases and Molecular 
Medicine, Desmond Tutu HIV Centre, Cape Town, South Africa 
Presenting author email: nsista@fhi360.org

Background: Long-acting injectable agents may be an alternative to daily oral tab-
lets for pre-exposure prophylaxis (PrEP). HPTN 076 evaluated safety and pharma-
cokinetics of the long-acting injectable form of rilpivirine (RPV LA) for 76 weeks.
Methods: HPTN 076 was a phase 2, double-blind, 2:1 randomized trial comparing 
the safety of 1200mg RPV LA (LA) to placebo (P) in low risk, sexually active HIV-
uninfected women in the United States (US), South Africa and Zimbabwe. After 
four weeks of daily oral product, participants received the injectable product every 
eight weeks. Each dose consisted of two gluteal, intramuscular (IM) injections, the 
last dose was at Week 44 and participants were followed until Week 76. All samples 
collected on the same day as injection administration were obtained prior to dosing.
Results: Of 136 enrolled women, 122 (80 LA, 42 P) received > one dose; 98 (64 
LA, 34 P) received all six. From Week 4 to 76, there were 16 product discontinu-
ations (10 LA, 6 P); 6 (8%) LA and 2 (5%) P were due to AEs. There were no sig-
nificant differences between two arms in AEs, including liver abnormalities, and 
one seroconversion occurred in the P arm. Three LA and no P arm participants 
developed Gr >3 injection site reactions.
The median plasma RPV trough concentration (CTrough) at Week 52, was 92 ng/
mL, 94% > PA-IC90 (12.5ng/mL); at Week 76, plasma RPV concentration (CW76) 
was 44.2 ng/mL, 92% > PA-IC90. Among participants receiving all six injections, 
the median plasma CW76 was 47.7 ng/mL, 100%> PA-IC90. In five women who re-
ceived only the first injection at Week 4, CW76 < PA-IC90, but only one was below 
detectable level (1.0 ng/mL). Week 36/44 CTrough in cervico-vaginal fluid (N=80) 
and vaginal tissue (N=16) had medians of 90 and 60 ng/g respectively, moderately 
correlating with contemporaneous plasma concentrations (Spearman correlation 
ρ=0.53, 0.32, p=<0.0001, 0.23).
Conclusions: RPV LA, 1200 mg IM every eight weeks was well tolerated and safe 
through 76 weeks in African and US women. RPV plasma concentration at Week 76 
was above the PA-IC90 in 92% and detectable in 99% of participants. 

MOLBPEC33
Tenofovir enema as HIV PrEP for receptive anal intercourse: 
safety, pharmacokinetics, pharmacodynamics and acceptability 
(DREAM 01)
E.D. Weld1, E. Fuchs2, M. Marzinke1, P. Anton3, K. Ho4, R. Bakshi2,  
J. Engstrom5, R. Brand5, J. Elliott3, L. Rohan5, C. Jacobson5, L. Wang5,  
H. Spiegel6, A. Carballo-Dieguez7, R. Giguere7, I. McGowan5, C. Hendrix1 
1Johns Hopkins University School of Medicine, Clinical Pharmacology & 
Infectious Disease, Baltimore, United States, 2Johns Hopkins University School 
of Medicine, Clinical Pharmacology, Baltimore, United States, 3UCLA, Medicine 
(Gastroenterology), Los Angeles, United States, 4University of Pittsburgh, Medicine 
(Infectious Diseases), Pittsburgh, United States, 5Magee Women’s Research Institute, 
Pittsburgh, United States, 6Kelly Government Solutions, Contractor to Division of 
AIDS, NIAID, National Institutes of Health, Rockville, United States, 7Columbia 
University and NY State Psychiatric Institute, HIV Center for Clinical and Behavioral 
Studies, New York, United States 
Presenting author email: eweld@jhmi.edu

Background: Unprotected receptive anal intercourse (uRAI) carries a high risk of 
acquiring HIV. Large trials demonstrate efficacy of oral tenofovir (TFV)-based 
pre-exposure prophylaxis (PrEP), though poor adherence reduces efficacy and 
systemic drug exposure has associated toxicities. Pericoital douching is commonly 
practiced with uRAI. Therefore, a behaviorally-congruent pericoital medicated 
enema could provide uRAI PrEP for those who struggle with oral PrEP or prefer 
topical methods.
Methods: Six healthy, HIV-uninfected men received a single 125 mL rectal en-
ema containing 220mg TFV. Plasma, PBMCs, rectal fluid, and colon tissue were 
sampled for TFV and activated TFV-DP concentration. Four participants re-
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ceived a 99Tc-DTPA labelled enema to assess colonic distribution using SPECT/CT 
imaging. Colon biopsies assessed ex vivo explant susceptibility to HIV infection. 
Acceptability was assessed via questionnaire.
Results: No related Grade 2 or higher adverse events were observed. All partici-
pants said they would be likely or very likely to use the enema, especially applying 
it before uRAI, if it protected against HIV. Drug concentrations (median [range]) 
are presented in the Table. 

Post-Dose Plasma TFV Tissue TFV Tissue TFV-DP Tissue Cell TFV-DP
Hours ng/mL ng/mg fmol/mg fmol/106 cells

1 1.9 ( 0.4, 9.1) 94 (39, 150) 907 (135, 1680) 1100 (793, 1407)
3 4.3 ( 1.0, 21.7) 16 (13, 992) 562 (BLQ, 1855) 4081 ( 16, 24782)

24 0.8 (BLQ, 1.9) 10 ( 1, 95) 82 (BLQ, 200) 1799 (823, 2670)
72 BLQ (BLQ,BLQ) 2 ( 1, 3) 111 (BLQ, 221) 103 ( BLQ, 206)

[DREAM 01 Pharmacokinetic Summary]

From 1-24 hours post-dose, median colon cellular TFV-DP concentrations exceed-
ed target concentrations by 1.1-1.7 log10. (Target: TFV-DP 83 fmol/106 colon tissue 
cells, estimated as the TFV-DP level associated with iPrEx IC90 dose frequency of 
4 doses/week). Observed concentrations were consistent with steady-state daily 
dosing of 1% TFV rectal gel. SPECT/CT indicated radiolabel distribution from rec-
tosigmoid to splenic flexure in all subjects. Compared to pre-drug baseline, biopsies 
collected from 1-24 hours after dosing reduced viral replication in ex vivo colon 
tissue explants by median (quartiles) 0.77 log10 (0.20, 0.81) (p< 0.01).
Conclusions: Tenofovir enema is a novel, behaviorally-congruent delivery method 
for uRAI PrEP. A single dose was safe, well-tolerated, acceptable, and reduced HIV 
replication in ex vivo explants. Colon cell TFV-DP exceeded by >10-fold the steady-
state colon mucosal cell concentrations associated with >90% efficacy (based on 
modeling iPrEx and smaller pharmacokinetic studies), yet with minimal systemic 
TFV exposure. 

MOLBPEC34
Pooled efficacy analysis of two phase III trials of dapivirine 
vaginal ring (DVR) for the reduction of HIV-1 infection risk  
in HIV uninfected women in sub-Saharan Africa
Z. Rosenberg1, A. Nel1, N. van Niekerk1, B. Van Baelen2, J. Van Roey3,  
T. Palanee-Phillips4, E. Brown5, L. Soto-Torres6, S. Hillier7, J. Baeten8,  
IPM 027/Ring Study and MTN-020/ASPIRE Study Teams 
1International Partnership for Microbicides, Silver Spring, United States, 2Janssen 
Research and Development, Beerse, Belgium, 3Janssen Global Public Health, Beerse, 
Belgium, 4Wits Reproductive Health and HIV Institute (WRHI), Johannesburg, South 
Africa, 5Fred Hutchinson Cancer Research Center, Seattle, United States, 6National 
Institute of Allergy and Infectious Diseases, Bethesda, United States, 7University of 
Pittsburgh School of Medicine, Pittsburgh, United States, 8University of Washington, 
Seattle, United States 
Presenting author email: zrosenberg@ipmglobal.org

Background: Efficacy of the DVR in reducing the risk of HIV-1 infection via vaginal 
intercourse in HIV-1 uninfected women has been demonstrated in two indepen-
dent, well-controlled Phase III trials, IPM 027 and MTN-020, conducted in four 
countries in sub-Saharan Africa. DVR is meant to be used in combination with safer 
sex practices. The pooled efficacy results of these two trials are presented.
Methods: In the pooled efficacy analysis, HIV-1 infection as measured by HIV-1 
seroconversion was the primary endpoint. The efficacy analysis was repeated using 
the time of first detection of HIV-1 RNA as the endpoint. Adherence to DVR use 
was defined as ≤23.5 mg of residual dapivirine levels in used rings and dapivirine 
plasma concentrations of ≥95 pg/mL, measures that indicate at least some DVR 
use during the prior month.
Results: The rate of HIV-1 seroconversion per 100 person-years was 3.7 (95% CI, 
3.1 to 4.3) and 5.0 (95% CI, 4.2 to 5.8) in the dapivirine and placebo ring groups, 
respectively, resulting in a statistically significant reduction in the risk of HIV-1 in-
fection by 27.4% (95% CI, 8.6 to 42.3%; p=0.0063) relative to placebo. This risk 
reduction was statistically significantly higher (p=0.026) in participants older than 
21 years (39.8%, 95% CI, 20.2 to 54.6%) than in participants 21 years or younger 
(-4.8%, 95% CI, -57.3 to 30.2). Using time of first detection of HIV-1 RNA, use of 
the DVR showed a statistically significant reduction in the risk of HIV-1 infection 
of 29.9% (95% CI, 11.8 to 44.3; p=0.023) relative to placebo. For periods in which 
participants were defined as adherent to at least some DVR use, HIV-1 infection 
risk reduction improved to 45.3% (95% CI, 27.4 to 58.8%; p<0.0001).
Conclusions: The pooled results of two independent well-controlled Phase III trials 
of DVR, which achieved similar and statistically significant results, resulted in an 
overall HIV-1 risk reduction of 27.4%. Higher HIV-1 risk reduction was observed 
with increased adherence to product use. The maximum level of HIV-1 infection 
risk reduction from vaginal exposure with consistent ring use cannot be determined 
based on the available data. 

MOLBPEC35
Potential healthcare insurance and provider barriers to PrEP 
utilization among YMSM
R. Merchant1, S. Marks2, M. Clark3, T. Liu4, J. Rosenberger5, J. Bauermeister6,  
K. Mayer7 
1Alpert Medical School of Brown University, Emergency Medicine, Providence, 
United States, 2Rhode Island Hospital, Emergency Medicine, Providence, United 
States, 3University of Massachusetts, Worcester, United States, 4Brown University, 
Biostatistics, Providence, United States, 5Pennsylvania State University, University 
Park, United States, 6University of Pennsylvania, Philadelphia, United States, 7Fenway 
Health, Boston, United States 
Presenting author email: rmerchant@lifespan.org

Background: Given the relative low utility of pre-exposure prophylaxis (PrEP) 
compared to its need, we examined potential healthcare insurance and provider 
barriers to its utilization among black, Hispanic, and white young adult MSM 
(YMSM).
Methods: Social media was used to recruit 18-24-year-old black, Hispanic, and 
white HIV negative YMSM for an online survey on sexual behavior, healthcare ac-
cess and previous use of PrEP. We identified PrEP-eligible YMSM based on US 
Centers for Disease Control and Prevention guidelines (condomless anal inter-
course (CAI) with men, condomless sex also with women, and injection-drug use 
with equipment sharing). Multinomial logistic regression was used to identify po-
tential barriers to PrEP usage based on having healthcare insurance and a primary 
care provider (PCP)/clinic for healthcare.
Results: Of the 2,347 YMSM surveyed, 3.4% had previously used PrEP. Of the 
non-PrEP users, 65% were PrEP eligible, and of these 59% had both healthcare 
insurance and a PCP/clinic. 

[PrEP Eligibility and Healthcare Access ]

In the multinomial regression analysis, age, race/ethnicity, years of formal educa-
tion, and US geographic region of residence were associated with greater healthcare 
insurance and PCP/clinic barriers to accessing PrEP among YMSM who were PrEP 
eligible.

[Factors impacting healthcare insurance and provide]

Conclusions: PrEP uptake was low in this population of YMSM, although the poten-
tial for expansion is high. Scale up efforts must address potential healthcare insur-
ance and provider barriers related to age, race/ethnicity, geography and education 
levels. 
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MOLBPEC36
HVTN 100: the effects of a 12-month booster on immune 
responses in healthy HIV-uninfected adults vaccinated with 
ALVAC-HIV (vCP2438) and bivalent subtype C gp120/MF59® 
in South Africa
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C.-C. Yu3, P. Gilbert3, S. Phogat11, C. Diaz Granados11, M. Koutsoukos12,  
O. van der Meeren12, C. Bentley3, M. Pensiero5, V. Mehra5, J. Kublin3,4,  
L. Corey3,4, G. Gray13, J. McElrath3,4, G. Tomaras14, HVTN 100 Study Team 
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South Africa, 2Desmond Tutu HIV Foundation, University of Cape Town, Cape 
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7CAPRISA, Durban, South Africa, 8University of Kwazulu-Natal, School of Laboratory 
Medicine and Medical Sciences, Durban, South Africa, 9South African Medical 
Research Council, Durban, South Africa, 10Aurum Institute, Klerksdorp, South Africa, 
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13South African Medical Research Council, Cape Town, South Africa, 14Duke Human 
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Background: HVTN 100 evaluated an HIV clade C pox-protein vaccine regimen. 
A 12-month booster was included in the regimen to extend and, ideally, enhance 
vaccine-induced immune responses. We present effects of this booster on peak 
post-boost and memory vaccine-induced immune responses.
Methods: We conducted a phase 1-2 randomized, double-blind, placebo-controlled 
trial administering clade C ALVAC-HIV (vCP2438) (months 0, 1) and the latter 
plus Bivalent Subtype C gp120/MF59® (months 3, 6, 12). Cellular and humoral 
immune responses were evaluated at peak (month 6.5 and 12.5) and at durabil-
ity (month 12 and 18) time-points. IgG binding antibody responses (magnitude 
and breadth) were measured by HIV-1 binding antibody multiplex assay (BAMA). 
Intracellular cytokine staining (ICS) measured HIV-specific T-cells expressing 
interferon-gamma and/or interleukin-2.
Results: Of 252 participants (210 vaccine/42 placebo), 231 samples were available 
at month 6.5. For all other time-points, samples from a subset of 70 vaccine-re-
cipients and 5 placebo-recipients were evaluated. Antibody responses following the 
12-month booster were higher in magnitude and more durable than those following 
the month 6 vaccination; ICS responses were similar. However, significant waning 
of binding antibody responses, especially to V1V2 antigens, was seen at month 12 
and 18 durability time-points. Evaluating paired samples, month 18 response rates 
were significantly higher than month 12 for most gp120 (10/13), most gp140 (7/9), 
and 5/18 V1V2 antigens (p’s <0.04). Month 18 magnitudes were significantly higher 
than month 12 (p<0.04) for all gp120 and gp140 antigens, and for 13/18 V1V2 an-
tigens (p’s <0.04) with geometric mean fold-difference 4.32; magnitude/breadth 
scores were significantly higher as well (p’s<0.001). Response rates for Env-specific 
CD4+ T cells expressing interferon-gamma and/or interleukin-2 declined from 
62.1% at month 6.5 (95% CI 50.1%-72.9%) to 35.9% at month 12 (95% CI 25.3%-
48.2%; p=0.0003), but increased after the booster to 69.7% at month 12.5 (95% 
CI 57.8%-79.4%; p<0.0001), and measured 56.9% at month 18 (95% CI 44.8%-
68.2%; p=0.275).
Conclusions: A 12-month booster extends binding antibody responses to 18 months 
after initial vaccination and prolongs robust CD4+ T-cell responses. 

MOLBPEC37
Online HIV self-testing: a tool to expand first HIV testing  
for young high-risk MSM in Brazil
R.B. De Boni1, V.G. Veloso1, N. Fernandes1, F. Lessa1, R. Girade2, M. Cruz3,  
J. Oliveira4, N. Lentine5, R. Miranda5, T. Bingham6, A. Barbosa5, B. Grinsztejn1 
1FIOCRUZ, STD/AIDS Laboratory - INI Evandro Chagas, RIO DE JANEIRO, 
Brazil, 2Ministry of Health’s National Department of STD, AIDS and Viral Hepatitis, 
Brasilia, Brazil, 3FIOCRUZ, Escola Nacional de Saúde Pública, Rio De Janeiro, Brazil, 
4Secretaria Municipal de Saúde, Curitiba, Brazil, 5CDC/Brazil, Brasilia, Brazil, 6CDC/
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Background: UNAIDS indicates that less than 50% of men who have sex with men 
(MSM) have been tested for HIV in Brazil. E-testing is an online, anonymous and 
free-of-charge HIV self-testing (HIVST) strategy designed to expand HIV testing 
among MSM in Curitiba, Brazil. 
We describe the socio-demographic and behavior profile of E-testing MSM users, 
as well as the prevalence of and factors associated with first-time testing among 
HIVST users in this population.

Methods: We developed an online platform for HIVST request/delivery for MSM in 
2014. Data were collected between February 2015 and February 2017. The CDC 
HIV Incidence Risk for MSM scale was used to stratify risk behavior. Logistic re-
gression was performed to assess factors associated HIVST usage as first HIV test.
Results: Over 23,000 unique visitors accessed the online platform and 6040 
questionnaires were completed and fulfilled inclusion criteria for HIVST request. 
Most individuals (72%; n=4356) self-identified as MSM, median age was 25 years, 
73% had at least enrolled into college and 31% were first-time testers. The majority 
of first-time testers (59.4%) were classified as high risk, although 51.5% perceived 
themselves as having a low chance of acquiring HIV infection in the following year 
(Table).

 Total, 
n=4356(%)

Previously 
tested, 

n=3002(%)

Never 
tested, 

n=1354(%)
P-value*

Age -median(IQR) 25 (21 -29) 26 (22-30) 22 (21-29) <0.001
Self-reported as white 3324 (76.3) 2332 (77.7) 992 (73.2) 0.004
College education (Complete/incomplete ) 2566 (58.9) 1779 (59.3) 787 (58.1) <0.001
Post-graduation 607 (13.9) 503 (16.8) 104 (7.7)  
Reported a STI diagnosis (prior 6 months) 380 (8.8) 304 (10.1) 76 (5.7) <0.001
High risk score (prior 6 months)α 2591 (59.5) 1787 (59.5) 804 (59.4) 0.476
Perceives low chance of HIV infection in 
the next year 2321 (53.3) 1624 (54.1) 697 (51.5) <0.001

Answered questionnaire between 
Feb´15-Feb16 2341 (53.7) 1571 (52.3) 770 (56.9) 0.005

The most frequent categories are presented, except for schooling. *Chi-square or rank sum test.
αScore ≥ 10 in the CDC HIV Incidence Risk for MSM scale

[Socio-demographic and risk behavior profile of MSM]

Factors associated with being a first-time tester included: being 18-28 vs. ≥41 years 
(adjusted Odds ratio- aOR- 2.2; CI95% 1.3-3.5), having completed high school or 
less vs. post-graduation (aOR 2.5; CI95% 1.9-3.2) and college vs. post-graduation 
(aOR 1.7; CI95% 1.3-2.2), and not having a STD diagnosis in the prior 6 months 
(aOR1.9; CI95%1.4-2.5). CDC incidence risk score was not statistically associated 
with first time testing.
Conclusions: The E-testing strategy proved to be an acceptable and feasible ap-
proach to expand HIV test coverage among MSM in Curitiba, Brazil. E-testing is 
now being introduced in other Brazilian cities to reach young MSM who have not 
previously accessed HIV testing. 

Tuesday 25 July
Poster Exhibition

TULBPEB18
Incidental lung cancers and positive CT images in HIV-infected 
individuals: results from the Copenhagen Co-morbidity in HIV 
Infection (COCOMO) study
A. Ronit1, T. Kristensen2, D. Klitbo1, M. Gelpi1, A. Kalhauge2, T. Benfield3,  
J. Gerstoft1, J. Lundgren1, J. Vestbo4, K. Kofoed2, S. Nielsen1 
1University Hospital of Copenhagen, Department of Infectious Diseases, Copenhagen, 
Denmark, 2University Hospital of Copenhagen, Department of Radiology, 
Copenhagen, Denmark, 3University Hospital Hvidovre, Department of Infectious 
Diseases, Copenhagen, Denmark, 4University of Manchester, Division of Infection, 
Immunity and Respiratory Medicine, Manchester, United Kingdom 
Presenting author email: andreas.ronit@regionh.dk

Background: Several authorities currently recommend lung cancer screening in 
current or former smokers from the general population. Such recommendations 
may not be applicable in people living with HIV (PLWHIV).
Methods: We performed low dose chest CT scans (LDCT) and assessed prevalence 
of histologically proven lung cancers and positive CT images (i.e. pulmonary non-
calcified nodules). These outcomes were accessed in the entire cohort and in the 
high risk group (>50 years and >30 pack-years).
Results: In total, 901 PLWHIV underwent a LDCT. Lung cancer was diagnosed in 
two individuals, both in the high risk group, constituting 1.8% (95%CI 0.5-6.2) of 
the high risk subgroup. A positive CT image was identified in 3.1% (2.2-4.5) of the 
primary cohort and in 9.7% (5.5-16.6) of the high-risk subset. A positron emission 
tomography was carried out in 10/28 of those with a positive image, 14/28 individu-
als had one follow-up CT scan, 8/28 individuals had two follow-up CT scans, and 
1/28 had three follow-up CT scans. Invasive diagnostic procedures were performed 
in eight patients. Three localized pneumothoraxes occurred of which none required 
intervention. 
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After controlling for age and cumulative smoking, a current CD4 count< 500 cells/
µL and CD4 nadir count< 200 cells/µL were each associated with an increased 
odds of a positive image (OR 2.32 [1.01-5.13, P=0.04] and OR 2.63 [1.13-6.66, 
P=0.03], respectively).

[Table 1. Characteristics of study population]

[Table 2. All invasive procedures]

Conclusions: Lung cancer prevalence and prevalence of positive CTs in PLWHIV at 
high risk for lung cancer was comparable to screening rounds in the general popula-
tion. LDCT screening seems to be feasible although data from interventional trials 
are lacking.

TULBPEB19
People living with HIV and HIV-negative individuals with 
similar lifestyles show greater age advancement compared  
to healthy blood donors
D. De Francesco1, S. Oehlke2, A. Bürkle2, F.W. Wit3, C. Franceschi4,  
N.A. Kootstra5, C. Libert6, T. Grune7, D. Weber7, E.H.J.M. Jansen8, P. Reiss3, 
C.A. Sabin1, for the Co-morBidity in Relation to Aids (COBRA) Collaboration 
1UCL, Department of Infection & Population Health, London, United Kingdom, 
2University of Konstanz, Department of Biology, Konstanz, Germany, 3Academic 
Medical Center, University of Amsterdam, Department of Global Health & Division 
of Infectious Disease, Amsterdam, Netherlands, 4Alma Mater Studiorum Universitá di 
Bologna, Department of Experimental, Diagnostic and Specialty Medicine, Bologna, 
Italy, 5Academic Medical Center, University of Amsterdam, Department of Experimental 
Immunology, Amsterdam, Netherlands, 6Vlaams Instituut voor Biotechnologie, 
Inflammation Research Center, Gent, Belgium, 7German Institute of Human Nutrition, 
Department of Molecular Toxicology, Nuthetal, Germany, 8National Institute of Public 
Health and the Environment, Center for Health Protection, Bilthoven, Netherlands 
Presenting author email: c.sabin@ucl.ac.uk

Background: It is suggested that HIV, even when treated, may be associated with 
premature aging. We investigated relationships between established ageing bio-
markers and HIV infection, and explored factors associated with age advancement 
among participants in the COBRA Collaboration (www.fp7-cobra.eu).

Methods: Biological age was derived in 134 ART-treated and virally-suppressed 
HIV+ve (median 56 years, 93% male, 88% white) and 79 demographically-life-
style-comparable HIV-ve (median 57 years, 92% male, 97% white) study partici-
pants, and 35 age-matched blood donors (BD, median 59 years, 51% male) using 
10 ageing biomarkers (www.markage.eu). Associations between ‘age advancement’ 
(biological minus chronological age) and HIV-status/parameters, lifestyle, cyto-
megalovirus (CMV), hepatitis B (HBV) and hepatitis C (HCV) infections were 
investigated using linear regression.
Results: Age advancement was significantly greater in the HIV+ve persons than in 
both other groups, but also in HIV-ve participants compared to BD (Figure). 

[Age advancement in BD, HIV-ve and HIV+ve people]

No significant associations were found between age advancement and lifestyle, but 
anti-CMV IgG titer, chronic HBV and CD8+ T-cell count were each associated with 
increased age advancement, independently of HIV/group (Table). 
Among HIV+ve persons, age advancement was increased by 3.5 (95% confidence 
interval 0.1-6.8) years among those with nadir CD4+< 200 cells/µL (p=0.04) 
and by 0.1 (0.06-0.2) years for each additional month of exposure to saquinavir 
(p<0.001).
Conclusions: Both treated HIV+ve and lifestyle-comparable HIV-ve individuals 
show signs of age advancement compared to BD, to which persistent CMV and 
HBV co-infection, and CD8+ T-cell activation may have contributed. Age advance-
ment remained greatest in HIV+ve people and was related to prior immunodefi-
ciency and cumulative saquinavir exposure. 

Variable
Regression 
coefficient

(95% CI)
p-value

Regression coefficient 
(95% CI) Adjusted for 

HIV-status/Group
p-value

HIV-status/Group     
HIV-ve vs HIV+ve -7.8 (-10.2, -5.3) <0.001   
BD vs HIV+ve -20.2 (-23.5, -16.9) <0.001   
Total anti-CMV IgG titer 
[per 1 log(AU)] 3.5 (2.2, 4.8) <0.001 2.1 (0.7, 3.4) 0.002

HBV vs no HBV infection 14.5 (6.1, 22.8) <0.001 9.1 (2.4, 15.8) 0.008
CD8+ T-cell count 
[per 100 cells/μL] 0.9 (0.5, 1.3) <0.001 0.4 (0.1, 0.9) 0.020

[Increase (if pos) or decrease (if neg) in age adv.]

TULBPEB20
Raltegravir (RAL) 1200 mg once daily (QD) versus RAL 400 
mg twice daily (BID), in combination with tenofovir disoproxil 
fumarate/emtricitabine (TDF/FTC), in previously untreated 
HIV-1 infection through week 96
P. Cahn1, R. Kaplan2, P. Sax3, K. Squires4, J.-M. Molina5, W. Ratanasuwan6,  
M. Rassool7, X. Xu8, Y. Zhou8, B. Homony8, D. Hepler8, H. Teppler8, G. Hanna8, 
B.-Y. Nguyen8, W. Greaves8, for the ONCEMRK Study Group 
1Fundación Huesped, Buenos Aires, Argentina, 2Desmond Tutu HIV Foundation, Cape 
Town, South Africa, 3Brigham & Women’s Hospital, Harvard Medical School, Boston, 
United States, 4Thomas Jefferson University, Philadelphia, United States, 5University of 
Paris Diderot, Hôpital Saint-Louis, Paris, France, 6Faculty of Medicine Siriraj Hospital, 
Mahidol University, Bangkok, Thailand, 7University of Witwatersrand, Helen Joseph 
Hospital, Johannesburg, South Africa, 8Merck & Co., Inc., Kenilworth, United States 
Presenting author email: pedro.cahn@huesped.org

Background: In the ONCEMRK study, RAL 1200mg (2x600mg reformulated 
tablets) once daily had non-inferior efficacy and similar safety and tolerability to 
RAL 400mg BID at Week 48. Here we report final (Week 96) results from this 
study.
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Methods: ONCEMRK is a phase 3, multicenter, double-blind, randomized, con-
trolled trial to evaluate if reformulated RAL 1200mg QD is non-inferior to RAL 
400mg BID. Treatment-naïve HIV-1-infected adults were assigned (2:1) to re-
formulated RAL 2x600mg QD or RAL 400mg BID, both with TDF/FTC, for 96 
weeks. Randomization was stratified by screening HIV-1 RNA and chronic hepatitis 
B/C status. The primary efficacy endpoint was the proportion of participants with 
HIV-1 RNA < 40 copies/mL at Week 48 (Non-Completer=Failure); the non-infe-
riority margin was 10 percentage points.

[ONCEMRK Week 96 Results]

Results: Of 802 participants randomized, 797 received study therapy and were in-
cluded in the analyses. The study population was 84.6% male, 59.3% white, mean 
(SD) age 35.9 (10.5) years. 694 participants (86.5%) completed 96 weeks of 
treatment (87.6% QD; 84.4% BID) with low rates of discontinuation due to lack 
of efficacy (1.1% for both groups) and adverse events (1.3% QD; 2.3% BID). At 
Week 96, RAL 1200mg QD was non-inferior to RAL 400mg BID (HIV-1 RNA < 
40 copies/mL in 81.5% and 80.1%, respectively, Δ(QD-BID)=1.4%, 95% CI [-4.4, 
7.3]). Resistance to raltegravir was infrequent, occurring in 4/531 (0.8%) and 
2/266 (0.8%) in the QD and BID groups, respectively. Increases in CD4+ T-cell 
counts from baseline were comparable for the two treatment regimens. Both treat-
ment regimens were generally well-tolerated with low rates of discontinuation due 
to adverse events (table).
Conclusions: In HIV-1-infected treatment-naïve adults receiving TDF/FTC, RAL 
1200mg QD demonstrated non-inferior efficacy compared to RAL 400mg BID 
that was durable to Week 96. RAL 1200mg QD was well tolerated with a safety 
profile similar to RAL 400mg BID through Week 96. 

TULBPEB21
ACTG A5353: a pilot study of dolutegravir (DTG) + lamivudine 
(3TC) for initial treatment of HIV-1-infected participants with 
HIV-1 RNA < 500,000 copies/mL
B.O. Taiwo1, L. Zheng2, A.N. Nyaku3, A. Stefanescu2, P.E. Sax4, D. Haas5,  
B. Berzins1, C.L. Wallis6, K.Y. Smith7, B. Ha7, C. Godfrey8, J. Kumwenda9,  
E. Acosta10, B. Sha11, C. Van Dam12, R.M. Gulick13, A5353 Team 
1Northwestern University, Infectious Diseases, Chicago, United States, 2Harvard 
School of Public Health, Boston, United States, 3Rutgers, New Jersey Medical School, 
Newark, United States, 4Brigham and Women’s Hospital, Boston, United States, 
5Vanderbilt University, Nashville, United States, 6BARC-SA/Lancet Laboratories, 
Johannesburg, South Africa, 7ViiV Healthcare, Research Triangle Park, United States, 
8NIH, NIAID, Division of AIDS, Rockville, United States, 9College of Medicine, Johns 
Hopkins Project, Blantyre, Malawi, 10University of Alabama, Birmingham, United 
States, 11Rush University Medical Center, Chicago, United States, 12Greensboro 
Clinical Research Site, Greensboro, United States, 13Weill Cornell Medicine, Infectious 
Diseases, New York, United States 
Presenting author email: b-taiwo@northwestern.edu

Background: DTG+3TC has attractive attributes for initial HIV-1 treatment, but 
limited data exist particularly in individuals with high pre-treatment plasma viral 
load (VL).
Methods: A5353 is a phase II, single-arm, pilot study of once-daily DTG (50mg) + 
3TC (300 mg) in treatment-naïve HIV-1-infected participants with VL ≥1000 and 
< 500,000 copies/mL (cpm). Active hepatitis B or integrase, reverse transcrip-
tase or major protease resistance mutations were exclusions. Primary outcome of 
virologic efficacy (VL < 50 cpm by FDA snapshot algorithm) was estimated using 
a two-sided exact 95% confidence interval (CI). Secondary as-treated analysis fo-
cused on participants who remained on DTG+3TC. Comparisons between entry VL 

(≤100,000 versus >100,000 cpm) used Fisher’s exact tests. Virologic failure (VF) 
was defined as confirmed VL >400 cpm at week 16 or 20, or confirmed VL >200 
cpm at/after week 24. DTG plasma levels and resistance testing were performed 
at VF.
Results: Of 120 participants who initiated study treatment, 37 (31%) had VL > 
100,000 cpm. Majority were male (87%); median age 30 (IQR: 24, 41) years; 
40% Black, 28% White, 27% Hispanic. Median entry VL and CD4 count were 4.61 
(3.94, 5.05) log10 cpm and 387 (288,596) cells/mm3. Virologic efficacy at week 24 
was 108/120 (90%, CI [83%, 95%]) with no significant difference between the low 
and high VL strata: 90% [82%, 96%] and 89% [75%, 97%], respectively (p>0.99). 
In the as-treated population, 108/112 (96% [91%, 99%]) had VL < 50 cpm, with no 
difference between the VL strata (99% [93%, 100%] vs. 92% [78%, 98%], p=0.10). 
Median CD4 change from entry to week 24 was +167 (86, 275) cells/mm3. The 
three participants (2 in low, 1 in high VL strata) with VF had plasma DTG levels 
below the limit-of-quantification around the time of VF. There were no integrase 
mutations; M184V was detected in one participant at VF off study treatment. Two 
participants experienced Grade 3 possibly/probably treatment-related adverse 
events, however no Grade 4 adverse events or discontinuations occurred.
Conclusions: In this pilot study of treatment-naïve HIV-1-infected participants 
with VL < 500,000 cpm, once-daily DTG+3TC was effective and well tolerated. 
Randomized trials of this regimen versus standard-of-care are warranted. 

TULBPEB22
ABX464 decreases total HIV DNA in PBMC’s when 
administered during 28 days to HIV-infected patients  
who are virologically suppressed
R. Paredes1, L. Vandekerckhove2, B. Clotet1, M. Moutchen3, S. De Wit4,  
D. Podzamczer5, L. Cotte6, J. Reynes7, P. Gineste8, H. Ehrlich8, J.-M. Steens8 
1Infectious Diseases & irsiCaixa, Hospital Universitari Germans Trias i Pujol, Badalona, 
Barcelona, Spain, 2HIV Cure Center Internal Medicine and Infectious Diseases Ghent 
University Hospital, Ghent, Belgium, 3Médecine Interne/infectiologie CHU Sart 
Tilman, Liège, Belgium, 4C.H.U. Saint-Pierre, Brussels, Belgium, 5Hospital Universitari 
de Bellvitge, Barcelona, Spain, 6Hôpital de la Croix Rousse, Lyon, France, 7Hôpital Gui 
de Chauliac, Montpellier, France, 8ABIVAX, Paris, France 
Presenting author email: rparedes@irsicaixa.es

Background: ABX464, the first drug candidate from Abivax’s proprietary antiviral 
platform, inhibits HIV replication through a novel mechanism (i.e. the modulation 
of RNA splicing) which may have a sustained antiviral effect as shown in preclinical 
testing. In an earlier Phase IIa study, the results of which were presented at CROI 
2016, ABX464 showed dose-dependent viral load reductions in treatment-naïve 
HIV-subjects and a good safety and tolerability profile.
Methods: Multi-center, randomized, double-blind, placebo-controlled Phase IIa 
trial in Spain, Belgium and France. Subjects with VL< 50 copies/mL under boosted 
darunavir monotherapy for at least 8 weeks prior to enrolment were randomized 
(3:1) to add ABX464 QD or placebo to boosted darunavir monotherapy during 28 
days. At the end of such 28 days, all treatments were interrupted. Viral load was 
regularly measured and ART was reinstalled when viral load was > 1000 copies/ml. 
Safety was the primary endpoint of the trial. Blood samples (D0 and D28) were 
taken to assess the potential effect of ABX464 on the HIV reservoir (Total HIV 
DNA in PBMC’s). A significant reduction HIV reservoir (i.e. Responders) was de-
fined as subjects who had a minimum reduction of 50 copies and a greater than 25% 
decrease in total HIV DNA copies.
Results: 30 subjects (29 males, 1 female) were included. They had been infected 
with HIV-1 for 10.2 years and on ART for 5.6 years. ABX464 was well tolerated. 
There were no serious adverse events reported in the treatment group. Mean time 
to viral load rebound was 14 days (placebo) and 13 days (ABX464). Amongst sub-
jects with validated viral DNA results (4 placebo and 15 ABX464-treated subjects), 
an important reduction in viral DNA was observed in 8/15 (53%) ABX464 treated 
subjects (mean change of -38%, ranging from -27% to -67% and a mean decrease 
of 185 copies [-434; -82] / Mio PBMC’s. No responders were observed in the pla-
cebo group.
Conclusions: This is the first time we see a signal with any therapeutic candidate 
that it may be possible to reduce HIV reservoirs in patients. Further clinical trials 
with longer treatment duration are needed to further understand the mechanisms 
and implications of these findings. 
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TULBPEB23
Allogeneic stem cell transplantation in HIV-1-infected 
individuals - the IciStem Consortium: the role of lymphocyte 
populations
J.M. Eberhard1, C. Körner2, M. Salgado3, B. Jensen4, M. Kwon5, J.L. Díez5,  
G. Hütter6, V. Rocha7, A. Sáez-Cirión8, M. Nijhuis9, J. Schulze zur Wiesch1,  
A. Wensing9, J. Martinez-Picado3 
1University Medical Center Hamburg-Eppendorf, Department of Medicine I, Infectious 
Diseases Unit, Hamburg, Germany, 2HPI, Hamburg, Germany, 3AIDS Research 
Institute IrsiCaixa, Barcelona, Spain, 4University Hospital, Düsseldorf, Germany, 
5Hospital Gregorio Marañón, Madrid, Spain, 6Cellex, Dresden, Germany, 7Churchill 
Hospital, Oxford University, Churchill Hospital, Oxford University, United Kingdom, 
8Pasteur Institute, Paris, France, 9University Medical Center Utrecht, Utrecht, 
Netherlands 
Presenting author email: j.eberhard@uke.de

Background: The primary aim of the Icistem Project is to guide clinicians involved 
in allogeneic HSCT procedures in HIV infected individuals. The scientific aim is to 
understand the causes for the only successful intervention to cure HIV to date. 
This requires the identification of immunological mechanisms and predictors of the 
restriction or eradication of the HIV reservoir as well as the innate and adaptive 
responses before and after HSCT.
Methods: The study includes 28 HIV positive patients with hematological ma-
lignancies. 22 of these patients received an allogenic transplant (8 x CCR5Δ32 
donor). PBMC samples were collected longitudinally before and after HSCT and 
were analyzed via multicolor flow cytometry. The first panel focuses on the possible 
reservoir CD4 T cell populations such as central, transitional and effector memory 
cells, Tregs and their cytotoxic CD8+ counterpart. On these populations we mea-
sure the expression of HIV coreceptors (CCR5, CXCR4), the activation (CD38, 
HLA-DR and Ki-67) as well as the level of exhaustion (PD-1) and capacity to mi-
grate to the gut (α4β7 integrin). In a second panel we focussed on unconventional 
T cell populations (γδT cells, MAIT cells, NKT cells) and NK cells that share the 
capacity for a quick immune response whithout prior clonal expansion.
Results: Seven patients passed the 12 months follow-up after HSCT and 10 patients 
have died after transplantation. Preliminary analysis shows systematic reduction 
of HIV-1 reservoirs to very low levels post SCT. Three patients show no detect-
able virus in blood independent of CCR5 expression. Overall we found a significant 
reduction in the frequency of naïve CD4 and CD8 T cells after HSCT, an inverted 
CD4/ CD8 ratio, a loss of MAIT cells as well as an inverted ratio of Vδ2/Vδ1 cells in 
comparison to healthy controls. Preliminary results show a high immune activation 
of NK cells in one of the patients without detectable viral load. Further correlation 
to clinical data and the HIV reservoir size is ongoing, which will help to characterize 
“beneficial” anti viral immune responses.
Conclusions: The immune composition and activation of the graft might contribute 
to the clearance of the viral reservoir independent of the CCR5 status of the donor. 

TULBPEB24
No association between duration of implant use and  
pregnancy among HIV-positive women using concomitant 
efavirenz-containing antiretroviral therapy
R. Patel1, B. Jakait2, A.R. Mocello3, C. Bernard2, E. Akama4, B. Musick5,  
C. Blat3, M. Onono6, E.A. Bukusi6, C. Yiannoustsos5, P. Braitstein7,  
K.K. Wools-Kaloustian8, C.R. Cohen3 
1University of Washington, Allergy and Infectious Diseases, Seattle, United States, 
2Academic Model Providing Access to Healthcare (AMPATH), Eldoret, Kenya, 
3University of California, San Francisco, Bixby Center for Global Reproductive Health, 
San Francisco, United States, 4Family AIDS Care & Education Services (FACES), 
Kisumu, Kenya, 5Indiana University, Department of Biostatistics, Indianapolis, 
United States, 6Kenya Medical Research and Training Institute (KEMRI), Centre for 
Microbiology Research, Nairobi, Kenya, 7University of Toronto, Toronto, Canada, 
8Indiana University, School of Medicine, Indianapolis, United States 
Presenting author email: craig.cohen@ucsf.edu

Background: Concomitant use of efavirenz-containing antiretroviral therapy (ART) 
among HIV-infected women using contraceptive implants leads to an increased risk 
of pregnancy. Since the contraceptive hormone concentration decreases gradually 
after implant insertion, we conducted a retrospective cohort study to investigate 
whether implant failures (i.e. pregnancies), especially among efavirenz users, was 
associated with the duration of implant use.
Methods: We analyzed electronic medical record data from the East Africa 
International Epidemiology Databases to Evaluate AIDS. HIV-positive women 15 
to 45 years of age using implants while enrolled in HIV care between January 2011 
and December 2015 were included. Pregnancies identified in the records were con-
firmed, along with implant insertion dates, by phone interviews with the women. We 

used pooled logistic regression generalized estimating equation models to generate 
odds ratios (ORs) for implant failure associated with ART, implant type, and time 
from implant insertion, categorized into 6-month intervals.
Results: We conducted 788 phone interviews among implant users and identi-
fied 51 (6.5%) women who became pregnant while using an implant, of which 36 
(71%) women were concomitantly using efavirenz-containing ART. Of these 51 
women, 39 (76%), 11 (22%), and one (2%) became pregnant while using levonorg-
estrel, etonogestrel, or unknown type of implant, respectively. The median time to 
implant failure was similar for levonorgestrel (24.9 months; IQR 13.0, 37.2) and 
etonogestrel (21.1 months; IQR 4.2, 26.6) users. Compared to the first 6 months 
of implant use, the ORs for pregnancy did not differ significantly for each subse-
quent 6-month interval for either levonorgestrel or etonogestrel implants (Table 1; 
p>0.05 for each comparison). The OR for pregnancy was not statistically different 
among levonorgestrel vs. etonogestrel users (1.61; 95% CI 0.83, 3.14). Efavirenz- 
vs. nevirapine-containing ART was associated with a significantly increased OR for 
pregnancy (6.27; 95%CI 2.92, 13.49). Models including interaction terms with ART 
revealed no significant effects.
Conclusions: Contraceptive implant failures among HIV-infected women, in-
cluding those using efavirenz, do not appear to be associated with the duration of 
implant use. Replacing implants prior to the approved length of use is unlikely to 
prevent implant failures among women using efavirenz, and alternative strategies to 
improve contraceptive effectiveness need to be explored. 

TULBPED38
Determination of OraQuick® HIV self-test result stability with 
delayed visual re-reading: an external quality assurance analysis
V. Watson1, R. Dacombe1, C. Williams1, T. Edwards1, E. Adams1, C. Johnson2,  
N. Mutombo3, R. Chilongosi4, M. Mutseta5, L. Corbett6,7, F. Cowan1,8, H. Ayles6,9,  
K. Hatzold5, P. MacPherson1, M. Taegtmeyer1 
1Liverpool School of Tropical Medicine, International Public Health, Liverpool, United 
Kingdom, 2World Health Organisation, HIV Department, Geneva, Switzerland, 
3Population Services International, Lusaka, Zambia, 4Population Services International, 
Blantyre, Malawi, 5Population Services International, Harare, Zimbabwe, 6London 
School of Hygiene & Tropical Medicine, Department of Clinical Research, London, 
United Kingdom, 7Malawi Liverpool Welcome Trust, Blantyre, Malawi, 8Centre for 
Sexual Health HIV and AIDS Research, Harare, Zimbabwe, 9Zambart, Lusaka, Zambia 
Presenting author email: victoria.watson@lstmed.ac.uk

Background: HIV self-testing (HIVST) is being evaluated globally as an innova-
tive approach to reach the 40% of people living with HIV who don´t know their 
status. No external quality assurance (EQA) systems have been established to sup-
port HIVST implementation. We evaluated the visual stability of late re-reading of 
used OraQuick® kits exposed to different environmental conditions to determine 
whether re-reading of returned kits may offer an accurate quality assurance ap-
proach.
Methods: A panel of 444 OraQuick® kits was established using a plasma matrix 
comprising HIV high-reactive (n= 148), weak-reactive (n=148) and HIV non-re-
active (n=148) results. Kits were read at 20 minutes by three independent read-
ers blinded to the initial results and each other. Subsequently, kits were incubated 
under four different conditions: temperature low/ humidity low, temperature low/ 
humidity high, temperature high/ humidity low, temperature high/ humidity high. 
Baseline condition was defined as temperature of 30oC, humidity 20%. Kits were 
re-read daily for a week, weekly for a month, and monthly for six months. Consensus 
between two or more readers was taken as the true result. Test result transition haz-
ards between states were estimated using a multi-stage Markov model.
Results: Over six months, 43 of the 144 non-reactive kits (29.24%) changed to a 
weak-reactive result across all conditions. The earliest changes were seen on Day 
4 (n=9 kits). There was dynamic movement between non-reactive and weak-reac-
tive states over time, but no kits with initially reactive results changed over time. 
Compared to the baseline conditions there were no statistically significant differ-
ences in the hazard of transition between storage conditions for any group.
Conclusions: We found a high incidence of OraQuick® results changing from ‘true 
non-reactive’ to ‘false reactive’ results over 6-months, making late re-reading an 
inaccurate option for EQA monitoring. Studies using returned used HIVST kits for 
‘late’ visual re-reading for monitoring test results may overestimate true HIV posi-
tivity rates. Programmes scaling up HIVST need to ensure clear messaging regard-
ing the correct read times to avoid misinterpretation of results by self-testers who 
fail to dispose of kits after having conducted the test. 
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TULBPED39
Stock outs of ARVs cause catastrophic expenditures and further 
impoverishment of ART patients in South Africa
Q. Baglione1, A. Shroufi2, G. Van Cutsem2, B. Hwang2, G. Muzenda3 
1Agence Européenne pour le Développement et la Santé (AEDES), Brussels, Belgium, 
2Medécins Sans Frontières, Cape Town, South Africa, 3Stop Stockouts Project, 
Johannesburg, South Africa 
Presenting author email: msfocb-capetown-medco@brussels.msf.org

Background: The Republic of South Africa (RSA) has the largest ART cohort in 
the world with over 3.3 million clients. Unfortunately the country faces substantial 
ARV stock-outs at point of service, with 20% of public health facilities reporting at 
least one ARV out of stock the day of the national survey. This economic analysis 
aims at estimating the economic impact of ARV stock-outs on patients.
Methods: We use a modelling approach utilizing already-existing data, combining 
the stock-out national survey database with data from literature review of ART ser-
vices in South Africa. Prevalence and duration of ARV stock-outs are combined 
with unit costs and patients’ characteristics. Analyses are run by category of ARVs 
at provincial level using 2015 data.
Results: In 2015, 709 stock-outs of ARV were reported nationwide, resulting in 
33,189 ART clients leaving their facility with no medicines, a shortened supply or an 
incomplete regimen. Our findings further suggest that 80,440 ART clients would 
have been affected if facilities had not managed to (informally) borrow ARVs from 
each other’s and change patient regimen. 
A patient affected by an ARV stock-out therefore bore the financial burden of an 
extra visit, estimated to an average ZAR 68 (USD 5.6). This cost can be considered 
as a catastrophic expenditure for at least 50% of ART clients (median income of 
ZAR 972), and as an impoverishing expenditure for at least 40% of ART clients 
(already facing financial distress for monthly ART services).
Conclusions: Extra cost resulting from stock outs of ARVs significantly increase fi-
nancial distress on thousands of ART clients in South Africa, further impoverishing 
the poorest and jeopardizing their access to care. The 90/90/90 objective results 
in a dramatic increase in the number of ART clients, and therefore in the number 
of patients potentially affected. In addition, the RSA spent ZAR 8.9 Billion (USD 
850.3 Million) in 2013/14 on HIV treatment activities. Addressing stock-outs and 
ensuring ARV availability at point of service should therefore be a priority. 

TULBPED40
Reaching the first 90 in Philippines: community-based 
screening: a strategy to increase HIV coverage and testing
L. Rigil1,2, A. Kechi3, M. Imran3 
1Save the Children-Philippines, Manila, Philippines, 2Save the Children-USA, Global 
Health, Washington, United States, 3Save the Children-USA, Global Health-HIV&TB 
Unit, Washington, United States 
Presenting author email: mimran@savechildren.org

Background: Globally, the number of new HIV cases has declined by 33 percent 
in 2013. However, the Philippines bucks this downward trend. Despite the signifi-
cant increase in the number of new cases, program coverage and testing remains 
low particularly for the MSM and TG population who are the key drivers of HIV 
epidemic in Philippines. To address this gap and fast-track the country’s progress 
towards first 90, Save the Children through its Global Fund program piloted the 
Community-based screening (CBS) approach in 3 geographical regions. CBS is a 
testing option that is envisioned to help increase testing uptake with the support of 
community based organizations. It is not meant to replace diagnostic testing options 
in the country, rather increases the screening and testing options to clients.
Methods: Quantitative analysis of the HIV testing data for MSM and TG in the 3 
priority areas: NCR, Cebu City and Davao City for the pilot phase i.e. 3 months 
was done.
Results: A total of 70 motivators were engaged. A total of 777 MSM and TG were 
Reached and 774 (99.6%) were motivated to be screened in the 3 areas. Average 
positivity rate was at 5% among those who were screened. The highest rate was noted 
in NCR and Cebu which are 2 of the highest prevalence areas in the country (Table 1). 

Indicators NCR Cebu Davao Total
Total Reached 438 140 199 777
Total Screened 436 140 198 774
Total Screened Reactive 24 9 8 41
Rate of Reactive Screened Clients 6% 6% 4% 5%

[Indicator dis-aggregation per site]

Conclusions: The rise in HIV cases in the Philippines is alarming. One of the bottle-
neck is the low testing of high risk population due to fear of the testing clinics and 
lack of manpower for testing. The scale-up of CBS strategy in the next GF funding 

cycle will be a major intervention to reach the first 90 based on the following: First, 
In the 3 months of implementation, it yielded a 5% positivity rate compared to the 
1-2% positivity rate of the ongoing outreach activities. Second, 99% of the clients 
who were reached were motivated to be tested compared to the average 70% test-
ing rate of the outreach activities. Third, based on feedback from clients, they are 
more likely to submit to screening due to rapport established with the motivators. 

TULBPED41
Predictors of linkage to and retention in HIV care following 
release from Connecticut, USA jails and prisons
K.B. Loeliger1,2, F.L. Altice1,2,3, M.M. Desai4, M.M. Ciarleglio5, C. Gallagher6,  
J.P. Meyer2 
1Yale School of Public Health, Department of Epidemiology of Microbial Diseases, New 
Haven, United States, 2Yale School of Medicine, AIDS Program, New Haven, United 
States, 3University of Malaya, Center for Excellence in Research in AIDS (CERiA), 
Kuala Lumpur, Malaysia, 4Yale School of Public Health, Department of Chronic 
Disease Epidemiology, New Haven, United States, 5Yale School of Public Health, 
Department of Biostatistics, New Haven, United States, 6Connecticut Department 
of Correction, Quality Improvement Health and Addiction Services Program, 
Wethersfield, United States 
Presenting author email: kelsey.loeliger@yale.edu

Background: One in six people living with HIV (PLH) in the USA transition through 
prisons/jails annually. During incarceration, people may engage in HIV care, but 
transition to the community remains challenging. Linkage to care (LTC) post-re-
lease and retention in care (RIC) are necessary to optimizing HIV outcomes, but 
have been incompletely assessed in prior observational studies.
Methods: We created a retrospective cohort of all PLH released from a Connecticut 
jail or prison (2007-14) by linking Department of Correction demographic, phar-
macy, and custody databases with Department of Public Health HIV surveillance 
monitoring and case management data. We assessed time to LTC, defined as time 
from release to first community HIV-1 RNA test, and viral suppression status at 
time of linkage. We used generalized estimating equations to identify correlates 
of LTC within 14 or 30 days after release. We also described RIC over three years 
following initial release, comparing recidivists to non-recidivists.
Results: Among 3302 incarceration periods from 1350 unique PLH, 21% and 34% 
had LTC within 14 and 30 days, respectively, of which >25% had detectable viremia 
at time of linkage. Independent correlates of LTC at 14 days included incarceration 
periods >30 days (adjusted odds ratio [AOR]=1.6; p< 0.001), higher medical comor-
bidity (AOR=1.8; p< 0.001), antiretrovirals prescribed before release (AOR=1.5; 
p=0.001), transitional case management (AOR=1.5; p< 0.001), re-incarceration 
(AOR=0.7; p=0.002) and conditional release (AOR=0.6; p< 0.001). The 30-
day model additionally included psychiatric comorbidity (AOR=1.3; p=0.016) and 
release on bond (AOR=0.7; p=0.033). RIC after release declined over one year 
(67%), two years (51%) and three years (42%). Recidivists were more likely than 
non-recidivists to have RIC but, among those retained, were less likely to be virally 
suppressed (Figure 1).
Conclusions: For incarcerated PLH, both LTC and RIC are suboptimal after re-
lease. Targeted interventions and integrated programming aligning health and jus-
tice goals may improve post-release HIV treatment outcomes.

[Figure 1]
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TULBPED42
PrEP in Zimbabwe: an integrated approach
E. Gwavava, O. Chinake 
Population Services International Zimbabwe, Social Franchising, Harare, Zimbabwe 
Presenting author email: emily.gwavava@online.liverpool.ac.uk

Background: Zimbabwe has one of the highest burdens of HIV with a prevalence 
rate of 16.7% in adults aged 15-49 years. PSI/Z offers comprehensive HIV/SRH 
integrated services through a social franchise network called New Start. Services 
on offer include HTS, including self-testing, HIV care & treatment services, family 
planning, cervical cancer screening, TB screening and treatment, and IPT. PrEP was 
introduced at New Start in August 2016 for use as an additional HIV prevention 
strategy by all at substantial risk of HIV.
Methods: Programme data from August 2016 to April 2017 was analysed for 
trends. PrEP is offered through 6 New Start centres across Zimbabwe. Data was 
collected using PrEP programme M&E tools - registers, client visit tracker.
Results: 1,255 clients were enrolled on PrEP between August 2016 and April 2017. 
The age/sex disaggregations are outlined in the table. 

Age (Years) 10-14 15-19 20-24 25-49 50+ Total
Male 0 1 30 77 6 114
Female 1 132 380 621 7 1141
Total 1 133 410 698 13 1255

[Number of Clients Enrolled on PrEP by Age and Sex]

Client categories include female sex workers (58%), MSM (2%), HIV-negative 
partner in serodiscordant relationships (15%). 8% of clients includes those answer-
ing “Yes” to transactional sex. The remaining clients have risk profiles that put them 
at substantial risk of HIV. 34 clients stopped PrEP for reasons including side effects 
(7), pressure to stop from family (2), relocation to areas with no PrEP services (7), 
challenges with adherence (2), and no longer at risk - partner tested HIV-negative, 
abstinence, no longer in relationship with an HIV-positive partner, regular condom 
use.
Since inception, programme data shows poor retention of clients on PrEP as shown 
in the cohort analysis table. 

[PrEP Cohort Analysis]

Conclusions: Despite being at substantial risk of HIV, clients on oral PrEP are not 
returning for resupply as expected. More needs to be done in terms of information 
dissemination of the benefits of PrEP to the public. 

TULBPED44
Costs of HIV viral load testing using POC and central 
laboratories: assessing an efficient viral load testing network  
in Kenya
C. Cintron1, V. Mudhune2, C. Avila1, J. Batuka3, F. Angira2, T. Minior4 
1Abt Associates, Bethesda, United States, 2Kenya Medical Research Institute, Kisumu, 
Kenya, 3USAID Kenya and East Africa, Health, Population and Nutrition Office, 
Nairobi, Kenya, 4USAID, Office of HIV/AIDS, Washington, United States 
Presenting author email: christopher_cintron@abtassoc.com

Background: Kenya ś HIV care guidelines stipulate universal coverage of routine 
viral load (VL) monitoring for people receiving ART. Reaching UNAIDS 90-90-
90 targets will incur significant costs given the 826,000 adults receiving ART and 
additional scale-up required to reach 1.5 million people living with HIV.
Methods: We applied Activity-Based-Costing methods for VL testing on point-of-
care (POC) and central laboratory (CL) platforms. Costing included a probability 
sample of 21 health facilities in Siaya County and their affiliated central lab at Kenya 
Medical Research Institute (KEMRI) in Kisumu. Unit costs were calculated for the 

Alere™ q and Cepheid GeneXpert IV POC platforms, and the Abbott m2000 
RealTime, Roche Cobas AmpliPrep, and Cobas TaqMan CL platforms. Cost inputs 
included equipment, human resources, reagents, supplies, training, transportation, 
quality assurance, and recurrent costs.
Results: Average VL unit costs were US$29.74 using POC platforms, compared to 
US$24.63 at central labs. Reagent procurement accounted for the largest propor-
tion of unit costs; 74% for VL-POC L and68% for VL-CL. Human resource costs 
were low due to little hands-on time needed for workflows at high testing volumes. 
Deploying a dedicated POC technician to ensure VL testing on-site increases the 
unit cost to US$31.93. Low demand constrains performance and increases unit 
cost; estimating the cost of deploying VL-POC to the 21 facilities in Siaya County 
showed average unit cost of US$47; seven high-demand facilities could achieve 
costs below $40, while four low-demand facilities are likely to exceed US$120 per 
test, somewhat challenging the conventional wisdom that POC technology is best 
suited to low-demand rural settings.
Conclusions: Building an efficient network to monitor VL suppression requires a 
cost-effective equipment mix to delivering timely test results, hastening ART as-
sessments and linkages to care. VL-CL testing involves technology-intensive pro-
duction but can realize economies of scale if working near full machine capacity. 
Reagents have potential for cost savings through negotiating volume-based pro-
curement prices and pooling samples for testing. Decisions on which VL platform 
to deploy and where should be guided by evaluations of patient demand for testing, 
facility staffing and financial capacity to pay for same-day results. 

TULBPED45
Brief didactic educational session increases willingness 
to prescribe HIV pre-exposure prophylaxis among health 
professionals
R. Patel1, K. Ahsan1, P. Chan2, D. Krakower3,4, K. Mayer3,4, L. Harrison1,  
S. Phillips5, A. Nunn6,7 
1Washington University in St. Louis, Infectious Diseases, St. Louis, United States, 
2Brown University, Infectious Diseases, Providence, United States, 3Harvard Medical 
School, Medicine, Boston, United States, 4The Fenway Institute, Boston, United States, 
5Midwest AIDS Training and Education Center of Missouri, Kansas City, United States, 
6Brown University School of Public Health, Behavioral and Social Sciences, Providence, 
United States, 7The Rhode Island Public Health Institute, Providence, United States 
Presenting author email: rupapatel@email.wustl.edu

Background: Pre-exposure prophylaxis (PrEP) is recommended for HIV preven-
tion in at-risk populations as part of routine primary care services. However, aware-
ness and prescribing of PrEP by health providers is low. We evaluated whether brief 
educational sessions for providers impacted their willingness to prescribe or discuss 
PrEP.
Methods: Between July 2014 and October 2016, we conducted 20-minute PrEP 
didactic educational sessions (components: local epidemiology, CDC guidelines, 
local patient/provider resources) at 18 organizations in four cities (Missouri, USA). 
Pre- and post-session surveys, completed by 244 attendees, assessed awareness, 
willingness to prescribe or discuss, and concerns regarding PrEP on 5-point Likert 
scales. Outcomes included changes in willingness to prescribe or discuss PrEP and 
predictors of unwillingness to prescribe or discuss. Wilcoxon signed-rank test and 
multivariable logistic regression were performed.
Results: A total of 343 health professionals attended sessions; 18% physicians and 
12% nurse practitioners, physician assistants, or pharmacists (prescribers); 6% 
nurses and 43% social workers, case managers, or counselors (non-prescribers). 
Pre-session PrEP awareness was 89% among all participants, and 14% of prescrib-
ers had written a prescription for PrEP. More non-prescribers (95%) were comfort-
able discussing sexual health with patients than prescribers (77%). Willingness to 
prescribe or discuss PrEP increased from 64% to 84% overall (p< 0.001) and +28% 
among prescribers (p< 0.001). Twenty-one percent of all attendees changed their 
willingness to prescribe or discuss PrEP from unlikely (pre-session) to likely (post-
session) (95% CI:16%-27%). Forty health professionals (16%) remained unwilling 
to prescribe or discuss post-session. Perceived organizational-level barriers to pre-
scribing or discussing were low; perceived prescribing feasibility (82%) and support 
from administration for PrEP prescribing (66%) were high. When adjusting for 
organization type, location, and baseline PrEP awareness, perceived support from 
administration was a predictor (Adjusted OR=0.06; 95% CI:0.00-0.81; p=0.04) 
for unwillingness to prescribe or discuss (post-session) among attendees. The main 
post-session concern was poor patient follow-up (35%).
Conclusions: A brief educational session for health professionals significantly im-
proved their willingness to prescribe or discuss PrEP. However, perceived lack of 
support at an organizational level was identified as a barrier. These findings suggest 
future educational interventions should be aimed at both providers and administra-
tors in order to strengthen PrEP implementation. 
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TULBPED46
Scale-up of antiretroviral therapy was associated  
with decreased community HIV incidence in Rakai,  
Uganda, 1999-2016
X. Kong1,2, F. Nalugoda3, G. Nakigozi3, G. Kigozi3, J. Ssekasanvu2, A. Ndyanabo3, 
K. Grabowski2, S. Reynolds4, L. Chang4, D. Serwadda5, M. Wawer2, R. Gray2, 
Rakai Health Sciences Program 
1University of Massachusetts, Biostatistics and Epidemiology, Amherst, United 
States, 2Johns Hopkins University Bloomberg School of Public Health, Epidemiology, 
Baltimore, United States, 3Rakai Health Sciences Program, Kalisizo, Uganda, 4Johns 
Hopkins University School of Medicine, Baltimore, United States, 5Makerere University 
School of Public Health, Kampala, Uganda 
Presenting author email: sjr@jhmi.edu

Background: There are limited data on the impact of ART scale-up on HIV inci-
dence at the community level. We assessed associations of community ART cover-
age with community HIV incidence in Rakai, Uganda.
Methods: Using population-based surveys (1999-2016) in 30 communities, com-
munity-level ART coverage, sociodemographics, sexual behaviors, and HIV inci-
dence was estimated over four time periods: prior to ART availability (1999-2004), 
early ART and medical male circumcision (MMC) program (2004-07), mature 
program (2007-13), and further ART scale-up (2013-16). To isolate the effect of 
ART and exclude the impact of MMC scale-up on community HIV incidence, the 
outcomes are community-level incidence in uncircumcised men and in women who 
would not benefit from MMC, respectively. Multivariable Poisson regression with 
generalized estimating equations was used to estimate adjusted incidence rate ratios 
(adjIRR) associated with ART coverage in the opposite sex.
Results: From period 1 to 4, median community ART coverage rose from 0 to 47% 
in men and to 57% in women. Median community HIV incidence declined from 
1.31 to 0.31 per 100-person-years (PYs) in uncircumcised men, and from 1.25 to 
0.80 per 100-PYs in women. For uncircumcised males, each 10% increase in female 
community ART coverage was associated with an adjIRR of 0.88 (95%CI 0.83-
0.93, p<0.001), suggesting 100% female ART coverage could reduce community 
HIV incidence by 73% compared to zero ART coverage. For females, the adjIRR 
associated with each 10% increase in male community ART coverage was 0.92 (CI 
0.86-0.98, p=.006), and 100% male ART coverage could reduce female commu-
nity incidence by 59%. Table 1 shows the adjIRRs associated with categorized ART 
coverage.

ART coverage 
in women

adjIRR (95%CI) associated 
with community incidence in 

uncircumcised men

ART 
coverage in 

men

adjIRR (95%CI) associated 
with community incidence 

in women
≤10% ref P-value ≤10% ref P-value

10-20% 0.89 (0.65- 1.23) 0.48 10-20% 1.09 (0.88-1.36) 0.42
20-30% 0.79 (0.55-1.11) 0.18 20-30% 0.92 (0.68-1.25) 0.59
30-40% 0.73 (0.43-1.26) 0.26 30-40% 0.93 (0.74-1.17) 0.54
40-50% 0.54 (0.27-1.07) 0.08 40-50% 0.69 (0.50-0.96) 0.027
>=50% 0.42 (0.28-0.62) <.001 >=50% 0.56 (0.36-0.88) 0.011

[Table 1.]

Conclusions: Increasing community ART coverage in the opposite sex was signifi-
cantly associated with lower community HIV incidence in uncircumcised men and 
in women, but universal ART coverage alone could not reduce HIV incidence by 
90% which is needed to end the HIV epidemic by 2030. Combination prevention 
including MMC, behavioural risk reduction is needed to end the HIV epidemic in 
Rakai. 

TULBPED47
Acceptability of door-to-door rapid HIV testing among  
sub-Saharan African men and women living in the Paris region
J. Sondey1, L. Fugon1, S. Benayoun1, V. Coquelin1, L. Marty2, V. Supervie2,  
D. Rojas Castro1,3,4, HERMETIC Study Group 
1Association AIDES, Pantin, France, 2Sorbonne Universités, UPMC Univ Paris 06, 
INSERM, Institut Pierre Louis d’Epidémiologie et de Santé Publique (IPLESP UMRS 
1136), Paris, France, 3Université Lyon 2 - GRePS EA 4163, Lyon, France, 4Aix Marseille 
Univ, INSERM, IRD, SESSTIM, Sciences Economiques & Sociales de la Santé & 
Traitement de l’Information Médicale, Marseille, France 
Presenting author email: jsondey@aides.org

Background: Recent modelling estimates indicate a high prevalence of undiagnosed 
HIV infections among individuals born in Sub-Saharan Africa (SSA) living in the 
Paris region (~1 per 100). To reduce undiagnosed HIV infections, innovative testing 
services are needed. Door-to-door HIV testing is often used in low- and middle-
income countries, but rarely in high-income countries. A study was developed to 

evaluate the acceptability of door-to-door HIV testing among men and women 
born in SSA and living in the Paris region.
Methods: A pilot study was implemented to offer outreach rapid HIV testing in 
deprived neighbourhoods of three cities (Sevran, Bagnolet, Saint-Denis). The tar-
geted population was SSA-born individuals. Field workers knocked on apartment 
doors and after oral consent asked the inhabitants to complete a short survey on 
country of birth and HIV testing. They offered rapid testing either at home or in 
a mobile van temporarily parked outside tower blocks. Reasons given for refusal 
were collected. Statistical comparisons between genders were performed using 
Pearson’s chi-square test.
Results: Between November 2016 and February 2017, 290 SSA-born inhab-
itants (147 women, 143 men) were reached during 31 door-to-door outreach 
events. Sixty-two men (43.4%) and 55 women (37.4%) reported an HIV test in 
their lifetime (p=0.30). Fifty-six men (39.2%) and 48 women (32.7%) (p=0.25), 
were interested in getting tested for HIV. Among them (n=104), 46.4% of men 
(vs. 50.0% of women) were more interested in being tested at home and 41.1% (vs. 
39.6% of women) in the van, with no significant gender differences. Among all, 
24 men (16.8%) and 24 women (16.3%) were tested at home. One woman had a 
reactive test. Among individuals not interested in getting tested for HIV (n=186), 
most common reasons given for refusal were “not feeling at risk or not interested” 
(70.1% for men vs 66.7% for women, p=0.61) and “already tested” (42.5% for men 
vs 29.3% for women, p=0.06).
Conclusions: To our knowledge, this is the first time that door-to-door rapid HIV 
testing was implemented in Europe. It was an acceptable HIV testing strategy for 
individuals born in SSA. Implementation on a larger scale is necessary to study its 
potential impact on the HIV epidemic. 

TULBPED48
Benchmarking 90-90-90 and HIV care continuum data  
and methodology in 9 Fast-Track Cities
S. Ravishankar, S. Gupta, R. Granich, J. Zuniga 
International Association of Providers of AIDS Care, Washington, United States 
Presenting author email: sravishankar@iapac.org

Background: The Fast-Track Cities initiative supports cities to achieve the UNAIDS 
90-90-90 target by 2020. Grounded in the principle of data transparency, the 
initiative includes a public domain web-based monitoring and evaluation platform- 
the FTC Global Web Portal- which allows cities to measure and monitor progress 
towards the 90-90-90 target on city-specific dashboards.
Methods: HIV Care Continuum data and methodologies were considered for nine 
Fast-Track Cities that have reported data on their online dashboard, and were re-
viewed in accordance with IAPAC’s 2015 Guidelines for Optimizing the HIV Care 
Continuum. Data were collected on the following indicators: estimated people 
living with HIV (PLHIV), PLHIV diagnosed, on antiretroviral therapy (ART) and 
virally suppressed. Based on the indicator rankings, the care continuum was graded 
as high, medium or low quality.
Results: Melbourne and Miami reported state and county data, respectively, in 
place of city data. Of the 9 Fast-Track Cities, two (Amsterdam, Melbourne) have 
achieved the 90-90-90 target in 2015. Five cities (Amsterdam, Melbourne, 
New York City, San Francisco, Denver) have achieved the “first 90” target; 
two (Amsterdam, Melbourne) have achieved the “second 90” target; and five 
(Amsterdam, Melbourne, New York City, Denver, Paris) have achieved the “third 
90” target. 
Along the care continuum, proportions ranged from 51-94% diagnosed, 23-85% on 
ART, and 19-79% virally suppressed among the estimated PLHIV. Majority of the 
cities had medium quality continuum, using standard surveillance methods, esti-
mates and/or modeling to derive the indicators along the continuum.

[Continuum & 90-90-90 data for 9 Fast-Track Cities]

Conclusions: Fast-Track Cities are benchmarking 90-90-90 and care continuum 
data to address gaps across their HIV care continua. Two cities have attained the 
90-90-90 target and four others have attained or surpassed one or more of the 
90-90-90 targets. The Fast-Track Cities initiative supports cities to standardize 
metrics and strengthen methodologies for measuring the HIV care continuum, and 
to align programmatic efforts towards attaining 90-90-90. 
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